
protein accession protein description protein score protein avg Mass
protein matched 

Peptides
protein seq cover 

(%) peptide modification peptide mhp peptide seq
peptide raw 

score precursor mhp precursor retT precursor inten precursor z precursor mz

peptide 
precursor delta 

Mhp PPM
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 2156.0791 IENVPEMPLVVSDSAEAVEK 1161.5110 2156.0766 32.6581 21052 2 1078.5419 ‐0.3238
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 1613.8057 LESIYGSFEKPSEK 13065.9000 1613.8078 24.5668 13542 3 538.6075 1.67
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 1797.0116 IINSDEIQSVVNPIKK 6712.7460 1797.0123 17.3887 11844 3 599.6756 0.4315
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 1913.8109 TMISDSDYTEFDNFTK 2471.8010 1913.8123 30.8107 7335 2 957.4098 1.69
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 9662.9710 1182.5150 19.3746 6790 2 591.7611 0.1339
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 848.3996 DSAEAVEK 269.0747 848.4015 32.6393 2853 1 848.4015 2.97
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 1081.5524 IINSDEIQSV 343.6938 1081.5523 18.5420 2613 2 541.2798 ‐0.6732
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1134.3170 44687.1718 20 19.1 None 698.4559 VNPIKK 190.4846 698.4545 16.0157 851 1 698.4545 ‐1.8130
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 None 2156.0791 IENVPEMPLVVSDSAEAVEK 820.5409 2156.0766 32.6581 21052 2 1078.5419 ‐0.4216
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 None 1613.8057 LESIYGSFEKPSEK 12842.2500 1613.8078 24.5668 13542 3 538.6075 0.9061
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 None 1913.8109 TMISDSDYTEFDNFTK 2750.8480 1913.8123 30.8107 7335 2 957.4098 1.0134
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 16340.9100 1182.5150 19.3746 6790 2 591.7611 ‐0.5094
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 None 2478.2545 GHKIENVPEMPLVVSDSAEAVEK 1864.8760 2478.2484 29.1361 4754 4 620.3175 ‐3.2943
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1036.9530 44687.1718 20 19.1 None 848.3996 DSAEAVEK 237.3567 848.4015 32.6393 2853 1 848.4015 2.74
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 1797.0116 IINSDEIQSVVNPIKK 6070.0930 1797.0123 17.3887 11844 3 599.6756 0.6204
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 1668.9167 IINSDEIQSVVNPIK 223.8349 1668.9519 23.0889 5652 2 834.9796 21.6518
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 831.4757 NLNVMLK 264.5017 831.4830 19.9740 2372 1 831.4830 9.92
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 1862.0681 HAIVSAIAATAVPALVMAR 726.9655 1862.0634 20.4736 2067 3 621.3593 ‐2.1981
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 1355.7358 FVIWTKSAFEK 656.5442 1355.7318 19.2979 7523 2 678.3695 ‐2.9207
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 286.7725 44687.1718 20 19.1 None 698.4559 VNPIKK 214.9569 698.4545 16.0157 851 1 698.4545 ‐1.3623
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1056.6048 AIALTVDTPR 25641.7400 1056.6029 24.2848 49746 2 528.8051 ‐2.4186
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 2011.9026 MDEANDSGLASYVAGQIDR 139142.8000 2011.9006 31.3846 47698 2 1006.4539 ‐0.3145
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1875.0110 QLDYVPATISALEEVVK 25244.1000 1875.0104 22.7881 41769 2 938.0089 0.1945
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1143.6772 FTLPPNLTLK 19797.6700 1143.6764 19.0741 32413 2 572.3418 ‐1.2487
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 992.5047 NFEGLDLGK 14723.8400 992.5050 26.4800 30723 2 496.7562 ‐0.4311
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 10948.1300 2908.4348 25.1288 28832 3 970.1498 0.5361
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1072.6150 IPVFLDGGVR 26918.7300 1072.6148 18.3704 25963 2 536.8110 ‐0.7517
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 2439.0558 MVYDYYASGAEDQWTLQENR 4910.9410 2439.0484 30.5996 21833 2 1220.0278 ‐1.7578
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1517.7888 ISMPIMVAPTAMQK 8338.3740 1517.7897 19.2424 20846 2 759.3985 0.5776
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 956.5524 NVVEQLVR 15038.4800 956.5530 24.6461 20579 2 478.7801 ‐0.1216
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1107.5873 FFQLYVYK 1846.2140 1107.5883 19.2934 18850 2 554.2978 0.3030
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1231.6681 DVQWLQTITK 9246.0420 1231.6684 19.0215 18033 2 616.3378 ‐0.1942
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1225.6497 IDMTTTVLGFK 21427.7500 1225.6485 19.2795 17761 2 613.3279 ‐1.3563
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1780.8725 NHITTEWDTPRPSAR 2657.3520 1780.8744 20.4095 15041 3 594.2963 1.0919
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1318.5845 MAHPDGEYATAR 30096.2900 1318.5832 15.2452 10368 3 440.1992 ‐1.2756
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 787.4924 ILIDVSK 19127.4600 787.4932 22.8720 6825 2 394.2502 0.0099
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1718.9660 IAIQAGAAGIIVSNHGAR 1459.5950 1718.9669 16.9070 2938 3 573.6605 0.5329
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1228.7161 IPVFLDGGVRR 8640.7670 1228.7153 16.9627 1854 3 410.2433 ‐0.9842
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 440.1244 2269.1161 36.1846 2353 2 1135.0617 2.0426
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 1982.3090 2985.3884 36.2651 4436 3 995.8010 0.5247
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 862.4781 VFLDGGVR 327.0352 862.4780 17.4827 16384 1 862.4780 0.4969
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 782.4771 PPNLTLK 803.8166 782.4800 19.0665 3111 1 782.4800 4.1670
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 743.4410 VEQLVR 92.3297 743.4417 23.4564 2872 1 743.4417 1.58
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 674.4083 LIDVSK 2667.3740 674.4101 22.8773 2479 1 674.4101 2.53
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 801.4465 LTVDTPR 1208.7650 801.4483 24.2839 2224 1 801.4483 2.85
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 561.3243 IDVSK 3322.3170 561.3237 22.8754 2124 1 561.3237 ‐1.0350
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1112.5656 DMTTTVLGFK 4247.8170 1112.5658 19.2786 1464 1 1112.5658 1.12
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 988.5132 AASAAGTIMTL 381.8046 988.5132 25.8186 1190 1 988.5132 0.9219
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 738.2876 MAHPDGE 3012.9500 738.2862 15.2462 1130 1 738.2862 ‐1.4834
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1272.6834 QLDYVPATISAL 196.6385 1272.6871 23.1325 1114 2 636.8472 2.73
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 960.5189 FQLYVYK 141.9042 960.5160 18.6405 957 1 960.5160 ‐2.1995
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 895.5611 LPPNLTLK 525.8105 895.5601 17.3414 764 1 895.5601 ‐0.4117
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1054.6044 IPVFLDGGVR 253.1640 1054.6018 20.1053 2694 2 527.8045 ‐3.0887
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16092.5100 38224.0384 68 71.26 None 1763.8460 NHITTEWDTPRPSAR 328.1750 1763.8447 18.8175 898 3 588.6198 ‐0.6626
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 1056.6048 AIALTVDTPR 32562.7500 1056.6029 24.2848 49746 2 528.8051 ‐3.1324
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 2011.9026 MDEANDSGLASYVAGQIDR 118831.6000 2011.9006 31.3846 47698 2 1006.4539 ‐0.4930
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 992.5047 NFEGLDLGK 10154.5700 992.5050 26.4800 30723 2 496.7562 ‐1.1808
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 2439.0558 MVYDYYASGAEDQWTLQENR 2963.3730 2439.0484 30.5996 21833 2 1220.0278 ‐1.6970
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 956.5524 NVVEQLVR 10451.3400 956.5530 24.6461 20579 2 478.7801 ‐0.8915
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 1780.8725 NHITTEWDTPRPSAR 5872.9490 1780.8744 20.4095 15041 3 594.2963 0.7235
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 787.4924 ILIDVSK 27269.8600 787.4932 22.8720 6825 2 394.2502 ‐0.8547
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 1517.7888 ISMPIMVAPTAMQK 440.6670 1517.7745 30.9915 1787 2 759.3909 ‐9.9237
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 1318.5845 MAHPDGEYATAR 170.8906 1318.6108 26.5252 1210 2 659.8090 19.1333
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 3307.4770 2985.3884 36.2651 4436 3 995.8010 ‐0.1889
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 1741.9820 ATQGRIPVFLDGGVRR 483.0266 1741.9726 23.3249 1358 3 581.3291 ‐5.7319
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 674.4083 LIDVSK 3601.3620 674.4101 22.8773 2479 1 674.4101 2.45
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 901.5003 FLDGGVRR 227.4769 901.4996 24.6766 2334 2 451.2534 ‐2.4079
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 801.4465 LTVDTPR 1639.2630 801.4483 24.2839 2224 1 801.4483 2.31
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8922.1290 38224.0384 68 71.26 None 561.3243 IDVSK 4231.1420 561.3237 22.8754 2124 1 561.3237 ‐1.4674
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1875.0110 QLDYVPATISALEEVVK 22878.4700 1875.0104 22.7881 41769 2 938.0089 0.6298
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1143.6772 FTLPPNLTLK 30198.4000 1143.6764 19.0741 32413 2 572.3418 ‐1.0848
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 6773.3780 2908.4348 25.1288 28832 3 970.1498 1.0140
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1072.6150 IPVFLDGGVR 27874.8200 1072.6148 18.3704 25963 2 536.8110 ‐0.6141

Table S2. Protein identification details of two‐dimensional LC‐MS/MS analysis of Arabidopsis wild type, ecotype Ler, yda1  and ΔNyda1  mutants seedlings in three biological replicates as exported by ProteinLynx Global Server (PLGS, version 2.5.2, Waters)

Protein identification details of Arabidopsis wild type, ecotype Ler seedlings, replicate 1



NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1517.7888 ISMPIMVAPTAMQK 4604.2650 1517.7897 19.2424 20846 2 759.3985 0.8804
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1107.5873 FFQLYVYK 2385.4470 1107.5883 19.2934 18850 2 554.2978 0.4536
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1231.6681 DVQWLQTITK 9594.2950 1231.6684 19.0215 18033 2 616.3378 0.0025
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1225.6497 IDMTTTVLGFK 23381.7200 1225.6485 19.2795 17761 2 613.3279 ‐1.1619
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1228.7161 IPVFLDGGVRR 6094.4460 1228.7153 16.9627 1854 3 410.2433 ‐0.9431
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1847.0062 TLSWKDVQWLQTITK 187.5347 1847.0134 18.2325 2261 3 616.3426 4.36
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 2117.1641 FTLPPNLTLKNFEGLDLGK 419.9023 2117.1632 23.5579 11031 3 706.3926 0.1246
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 862.4781 VFLDGGVR 272.3873 862.4780 17.4827 16384 1 862.4780 0.8964
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 782.4771 PPNLTLK 613.8924 782.4800 19.0665 3111 1 782.4800 4.14
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1018.5792 VFLDGGVRR 181.2619 1018.5800 17.8899 1489 2 509.7936 0.1672
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 1112.5656 DMTTTVLGFK 2251.7620 1112.5658 19.2786 1464 1 1112.5658 1.27
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 988.5132 AASAAGTIMTL 186.0174 988.5132 25.8186 1190 1 988.5132 1.20
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 960.5189 FQLYVYK 415.1574 960.5160 18.6405 957 1 960.5160 ‐1.8306
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 670.3559 FTLPPN 233.1356 670.3547 22.6537 938 1 670.3547 ‐1.1231
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4825.8760 38224.0384 68 71.26 None 895.5611 LPPNLTLK 200.2502 895.5601 17.3414 764 1 895.5601 ‐0.0225
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 None 1158.6477 VVVDGNVITSR 3125.7750 1158.6498 21.8866 15899 2 579.8285 1.75
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 None 1427.7992 LVAEVLLDEVAEK 76016.8300 1427.8000 35.0999 12439 2 714.4036 0.4378
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 41834.0400 1249.6185 17.8256 9811 2 625.3129 ‐2.0107
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 None 1656.9068 SFDLIVLPGGLNGAQR 5317.9250 1656.9050 21.0962 9729 2 828.9562 ‐0.8616
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 None 1142.5551 ATGYPVFMEK 218.3900 1142.5538 25.9304 3840 2 571.7805 ‐1.6592
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 4386.6280 39877.7555 11 21.68 None 1784.9501 ANVVIAAVGNSLEVEGSR 376.9221 1784.9523 31.4901 1603 2 892.9798 1.64
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3327.7210 39877.7555 11 21.68 None 1158.6477 VVVDGNVITSR 3791.2960 1158.6498 21.8866 15899 2 579.8285 0.6609
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3327.7210 39877.7555 11 21.68 None 1427.7992 LVAEVLLDEVAEK 91248.0700 1427.8000 35.0999 12439 2 714.4036 ‐0.0680
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3327.7210 39877.7555 11 21.68 None 960.5109 VDGNVITSR 119.4130 960.5140 21.8871 1419 1 960.5140 3.81
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3327.7210 39877.7555 11 21.68 None 861.4425 DGNVITSR 224.2707 861.4411 21.8639 980 1 861.4411 ‐1.3467
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3327.7210 39877.7555 11 21.68 None 1215.6467 AEVLLDEVAEK 231.1335 1215.6506 33.9526 815 1 1215.6506 4.06
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1186.5626 EFEAVTESFK 16696.8300 1186.5636 25.9263 11428 2 593.7854 0.3266
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1062.5248 NSMLEAIER 1764.6810 1062.5245 26.1717 10879 2 531.7659 ‐0.9072
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1823.9399 DLVNHPNFDAIIAAGTR 3976.4920 1823.9413 19.1970 10038 3 608.6520 0.8630
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1753.8313 MLEEIEREFEEATK 2122.7350 1753.8345 34.1809 9061 2 877.4209 2.1733
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1439.7992 FTSLTTSLSELLK 1867.7130 1439.7982 22.1839 9021 2 720.4028 ‐0.7620
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 974.5339 IMLEAIER 5735.1990 974.5361 25.8467 9005 2 487.7717 1.17
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1175.6266 NPSTISTTVQK 6301.9290 1175.6266 16.5175 6663 2 588.3170 ‐0.4623
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1096.5092 NSMLEAFER 1726.9430 1096.5066 28.2479 6392 2 548.7570 ‐2.8802
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1766.8443 AKDEQAAEEFAVETTK 769.7654 1766.8446 22.2209 5814 3 589.6197 0.1762
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1120.5303 QSMLDEIER 11459.1800 1120.5290 25.7951 4340 2 560.7682 ‐1.6712
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1052.5259 EFEAATSGLK 4262.7320 1052.5249 20.3788 4279 2 526.7661 ‐1.5755
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1014.2810 2788.3672 28.5833 3462 3 930.1272 3.62
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1611.8813 LTTSLNNLVDTHRK 1317.1820 1611.8796 15.3689 2461 3 537.9647 ‐1.1095
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 889.4374 EGLEASQR 659.6989 889.4519 25.5603 3437 1 889.4519 16.9411
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2551.2708 QNMLDEIEREFEAATSGLKELK 560.0333 2551.2968 20.7489 3405 3 851.1038 10.30
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2308.2157 GLSARDLVNHPNFDAIIAAGTR 790.8150 2308.1578 18.9232 2061 3 770.0575 ‐24.6374
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1873.9250 GLEELKNESEQAENKR 1142.5490 1873.9226 19.9537 9174 3 625.3124 ‐1.1853
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1751.8195 EFEAATNAKANGENSAK 1412.4390 1751.8170 20.4037 2550 3 584.6105 ‐1.4176
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 3854.8971 VDVDSKFTSLTTSLSELLKEASQAYEEYHEAVHK 961.3291 3854.8564 25.0772 2019 3 1285.6237 ‐9.0466
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2995.3763 EFEEATKGLEELRHSTSSTDDEAQSAK 667.0782 2995.3962 37.5810 1232 3 999.1369 7.88
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2451.2072 MLEEIEREFEEATKGLEELR 792.7198 2451.2116 36.0282 771 3 817.7420 2.49
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1494.7686 VDVDSKFTSLTTSL 627.0671 1494.7690 25.4220 2598 3 498.9279 0.1224
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 710.3719 VTESFK 159.7126 710.3691 24.6621 2196 1 710.3691 ‐3.8006
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 994.4741 EYHEAVHK 282.7886 994.4749 23.2204 1117 1 994.4749 1.15
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 910.4516 EAVTESFK 264.5279 910.4498 27.3026 1012 1 910.4498 ‐1.2915
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1102.5197 QSMLDEIER 302.0385 1102.5198 27.0504 1286 1 1102.5198 1.52
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1748.8337 AKDEQAAEEFAVETTK 267.9053 1748.8304 21.2386 1159 2 874.9188 ‐1.5820
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 2533.2603 QNMLDEIEREFEAATSGLKELK 291.8271 2533.2563 22.3483 784 3 845.0903 ‐1.0070
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1112.7970 80973.9407 63 39.92 None 1749.8178 AKDEQAAEEFAVETTK 317.5196 1749.8182 20.9706 2442 2 875.4128 0.5954
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1186.5626 EFEAVTESFK 12138.7000 1186.5636 25.9263 11428 2 593.7854 ‐0.3144
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1062.5248 NSMLEAIER 1656.9010 1062.5245 26.1717 10879 2 531.7659 ‐1.6177
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1753.8313 MLEEIEREFEEATK 1824.0400 1753.8345 34.1809 9061 2 877.4209 1.02
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 974.5339 IMLEAIER 7381.6840 974.5361 25.8467 9005 2 487.7717 0.6819
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1096.5092 NSMLEAFER 1226.5490 1096.5066 28.2479 6392 2 548.7570 ‐3.5716
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1476.7118 EFEAAHAGFEQLK 1195.8970 1476.7144 24.2483 4670 3 492.9097 1.56
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1362.9240 2788.3672 28.5833 3462 3 930.1272 3.91
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1008.5360 TVDSVFAAAK 3349.7710 1008.5374 22.9769 12813 2 504.7723 ‐0.0930
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 2124.9428 QLNLDDFSEGDDSAESARR 399.7068 2124.9659 30.8473 2481 3 708.9935 10.71
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1483.7863 LTTSLNNLVDTHR 288.6084 1483.7901 25.2975 2231 3 495.2682 2.0631
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 2319.1438 MLEAIEREFEAAHAGFEQLK 512.2014 2319.0963 33.9734 1299 3 773.7036 ‐20.5678
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 1823.9399 DLVNHPNFDAIIAAGTR 164.2187 1823.9661 35.5752 920 3 608.6602 14.0963
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 2451.2072 MLEEIEREFEEATKGLEELR 1325.8130 2451.2116 36.0282 771 3 817.7420 1.44
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 493.6533 80973.9407 63 39.92 None 910.4516 EAVTESFK 289.4031 910.4498 27.3026 1012 1 910.4498 ‐1.6265
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1823.9399 DLVNHPNFDAIIAAGTR 1908.4570 1823.9413 19.1970 10038 3 608.6520 1.0589
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1439.7992 FTSLTTSLSELLK 2795.3730 1439.7982 22.1839 9021 2 720.4028 ‐0.4882
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1611.8813 LTTSLNNLVDTHRK 937.2734 1611.8796 15.3689 2461 3 537.9647 ‐0.9688
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1544.7744 AEHIWVEFLSSLN 981.7430 1544.7683 23.0287 770 2 772.8878 ‐3.5765
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 2211.0598 QSMLDEIEREFEAATNSLK 298.2920 2211.0626 24.7369 4975 3 737.6924 1.30
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 2551.2708 QNMLDEIEREFEAATSGLKELK 649.6937 2551.3125 18.9036 3658 3 851.1090 17.2781
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1813.9946 YEVLSSASIGYISLLAK 460.8290 1813.9964 21.8002 2666 2 907.5019 1.44
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 2308.2157 GLSARDLVNHPNFDAIIAAGTR 1173.8290 2308.1578 18.9232 2061 3 770.0575 ‐24.3156
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1750.9044 IMLEAIEREFEAATK 521.4371 1750.8878 18.1297 1799 2 875.9476 ‐8.7611
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 2181.0492 QNMLDEIEREFEAATSGLK 269.1446 2181.0510 24.5888 1254 3 727.6885 1.81
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 2105.1529 YEVLSSASIGYISLLAKYK 402.1340 2105.1292 25.1108 4429 2 1053.0682 ‐9.9322
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 3105.5182 DGLQADTDSSINIAEILAEESKLQGSGTSR 185.4234 3105.4950 23.3818 1017 3 1035.8365 ‐5.9662



NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 Oxidation+M(22) 4213.9969 ESVDTSAELGAVTDEVDKPSSMLDHIELEFEAHIN 566.4973 4213.9695 22.7965 1044 3 1405.3280 ‐3.9413
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1632.9207 EVLSSASIGYISLLAK 111.7617 1632.9134 20.5333 1818 3 544.9760 ‐4.3911
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1052.5259 EFEAATSGLK 88.6309 1052.5234 25.5721 1363 1 1052.5234 ‐0.9196
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1102.5197 QSMLDEIER 99.6267 1102.5198 27.0504 1286 1 1102.5198 1.98
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 326.6190 80973.9407 63 39.92 None 1806.9133 DLVNHPNFDAIIAAGTR 325.3552 1806.9074 17.2075 4965 2 903.9574 ‐2.4605
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1812.8803 IYSFGGEFTPNQPIDK 5566.7380 1812.8820 29.6564 32178 2 906.9446 1.78
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1308.7158 LLTPVEEGPTPR 43525.7500 1308.7163 23.1110 31750 2 654.8618 0.0735
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1522.8111 LNTLDSYNIVDKK 7275.8100 1522.8122 24.3727 23526 3 508.2756 0.5252
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 950.5306 SVFASAAIGK 10000.0200 950.5311 23.5467 18439 2 475.7692 ‐0.1944
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1014.5578 GGAGLEVVQGK 17487.4100 1014.5566 19.2591 16537 2 507.7820 ‐1.8840
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1897.8021 GGEMGDVWDDGVYENVR 57488.1300 1897.8027 29.2950 15704 2 949.4050 0.8047
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 12526.0400 1634.7367 15.6709 13991 3 545.5837 ‐0.8878
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 4117.7420 2153.0850 19.3327 12748 3 718.3665 2.91
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1691.8500 WTQVETFGVRPSER 2493.2930 1691.8538 24.8659 12192 3 564.6228 2.90
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1728.8547 VNDMTSEMITFLSIK 1925.9750 1728.8553 22.6717 11147 2 864.9313 0.6327
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 2000.8661 QYNGFYSFDTTTNEWK 1968.5150 2000.8650 31.6464 8793 2 1000.9361 0.1069
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 2025.8971 GGEMGDVWDDGVYENVRK 4469.9710 2025.8977 27.4113 4566 3 675.9708 0.5419
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1195.5226 FGGEEETPSSR 7238.9190 1195.5220 15.1049 3449 2 598.2646 ‐0.9079
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1542.8315 VYVGQAQYGIAFVK 560.1266 1542.8598 21.2283 5692 2 771.9335 18.3797
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 764.4301 FASAAIGK 4413.7560 764.4301 23.5444 3186 1 764.4301 0.3797
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1177.5960 ETFGVRPSER 188.9745 1177.5934 24.2901 2700 1 1177.5934 ‐0.8148
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1523.6761 GDVWDDGVYENVR 342.5732 1523.6762 27.5894 1630 2 762.3417 0.0561
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1582.7491 VNDMTSEMITFLSI 294.1969 1582.7417 22.1586 1324 3 528.2521 ‐4.7837
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 808.4312 YENVRK 941.5441 808.4292 25.6271 1280 1 808.4292 ‐2.0202
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1082.5477 TPVEEGPTPR 574.2748 1082.5467 23.1087 1258 1 1082.5467 0.2844
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1505.7707 TQVETFGVRPSER 110.2474 1505.7663 25.3072 1245 2 753.3868 ‐2.9055
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1171.5630 EFTPNQPIDK 258.3479 1171.5587 30.6852 1208 1 1171.5587 ‐2.2583
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 659.3723 EVVQGK 655.3088 659.3710 19.2482 968 1 659.3710 ‐1.8023
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 5323.4020 51898.1216 24 39.15 None 1982.8555 QYNGFYSFDTTTNEWK 359.7101 1982.8551 31.0288 938 3 661.6232 ‐0.0192
NP_001030956.1 40S ribosomal protein S15 1 Arabidopsis thaliana 3634.1760 17058.2028 3 33.77 None 1819.8994 GVDLDALLDMSTDDLVK 22848.2400 1819.9030 40.2755 21378 2 910.4551 2.34
NP_001030956.1 40S ribosomal protein S15 1 Arabidopsis thaliana 3634.1760 17058.2028 3 33.77 None 2048.0919 NMIIVPEMIGSIIGVYNGK 8279.5270 2048.0910 24.8541 10151 2 1024.5491 0.2923
NP_001030956.1 40S ribosomal protein S15 1 Arabidopsis thaliana 3634.1760 17058.2028 3 33.77 None 1483.7461 MADVEPEVAAAGVPK 201.9678 1483.7278 31.9391 5202 2 742.3676 ‐12.3671
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 2280.1403 MTPTKPMVVETFSEYPPLGR 72323.9600 2280.1385 18.9427 157165 3 760.7177 ‐0.3795
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1025.6102 IGGIGTVPVGR 59281.5400 1025.6099 23.3021 139532 2 513.3086 ‐0.9401
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 31720.1400 2506.3281 19.9936 127841 3 836.1142 ‐0.0450
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 21414.3400 1451.6721 21.2256 88531 3 484.5622 ‐1.2519
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 975.5510 LPLQDVYK 12967.0200 975.5493 24.4438 70222 2 488.2783 ‐2.4178
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1026.4891 STNLDWYK 29395.6600 1026.4896 24.0846 69753 2 513.7485 ‐0.1282
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 914.5669 QTVAVGVIK 9679.4760 914.5656 21.1968 46817 2 457.7864 ‐2.2888
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1144.6208 SGKEIEKEPK 1194.8160 1144.5984 18.8922 2116 2 572.8028 ‐20.1359
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 Carbamidomethyl+C(11) 3514.6789 NMITGTSQADCAVLIIDSTTGGFEAGISKDGQTR 305.7895 3514.7159 22.5195 1330 3 1172.2435 11.94
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1166.5841 TFSEYPPLGR 285.8025 1166.5879 16.8498 3793 2 583.7976 2.25
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 845.4403 PLQDVYK 811.7249 845.4359 24.4662 2741 1 845.4359 ‐4.7331
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 685.4607 VAVGVIK 375.2295 685.4610 21.1937 2332 1 685.4610 0.6603
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 786.5084 TVAVGVIK 435.9615 786.5082 21.1900 2310 1 786.5082 0.2683
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1606.7934 MVVETFSEYPPLGR 341.6762 1606.7930 18.1436 2284 3 536.2692 ‐0.3014
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 855.5047 GIGTVPVGR 843.0992 855.5055 23.3061 2244 1 855.5055 1.39
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1065.5364 FSEYPPLGR 338.0408 1065.5348 18.9472 1389 1 1065.5348 ‐0.3538
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 537.2892 APGHR 96.1959 537.2881 21.9061 1143 1 537.2881 ‐2.2280
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 798.4832 IGTVPVGR 145.8749 798.4853 23.2894 1044 1 798.4853 3.1090
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 1561.8117 VETGMIKPGMVVTFA 223.3182 1561.8049 19.6517 862 2 781.4061 ‐4.2671
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 7940.2970 49844.5675 20 30.29 None 896.5564 QTVAVGVIK 110.0260 896.5542 21.1960 1852 2 448.7807 ‐3.3326
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 639.3701 31985.4529 3 12.37 None 1276.6572 IVSFLDPDGWK 6698.6700 1276.6569 20.6128 12070 2 638.8321 ‐0.5405
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 639.3701 31985.4529 3 12.37 None 1453.6958 DPDGYTFELIQR 7359.3360 1453.6959 30.7118 9939 2 727.3516 0.0070
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 639.3701 31985.4529 3 12.37 None 1464.7079 TIEFYTEVFGMK 1578.6950 1464.7103 21.0633 4263 2 732.8588 1.47
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1523.8580 LGPNYLQLPVNAPK 55224.0400 1523.8566 18.7419 70245 2 762.4320 ‐0.9132
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1632.9108 IWPEDILPLQPVGR 29166.6300 1632.9099 21.9660 32516 2 816.9586 ‐0.3700
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1128.6048 WVEILSEPR 17730.7700 1128.6053 17.9900 21079 2 564.8063 ‐0.1166
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1715.8024 DLHDAIASGNYPEWK 16985.4500 1715.8044 27.7358 19784 3 572.6063 1.1702
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1305.6797 VPTPTNSYTGIR 3844.3990 1305.6800 21.4222 18122 2 653.3436 ‐0.1216
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1109.5374 TNIQEYWR 1522.9640 1109.5400 24.9502 15712 2 555.2737 1.57
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1070.5265 IFAYGDTQR 16181.5100 1070.5271 20.5064 14450 2 535.7672 ‐0.1252
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 798.4832 LNVRPSI 11892.9100 798.4825 22.5455 13015 2 399.7449 ‐1.8541
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1257.5634 DEEINYYPSK 35166.1000 1257.5628 20.7582 12717 2 629.2850 ‐0.8023
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 698.6128 3306.5754 24.3280 6177 3 1102.8633 ‐1.5324
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 4194.5130 2700.2772 37.9752 37380 3 900.7639 1.45
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1871.8810 DEEINYYPSKFDPVR 1160.1830 1871.8835 27.6537 4228 3 624.6327 1.95
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 472.2878 RPSI 56.3343 472.2871 21.5454 13114 1 472.2871 ‐1.8709
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 571.3562 VRPSI 90.6722 571.3559 21.5491 9548 1 571.3559 ‐0.6184
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 685.3991 NVRPSI 117.1512 685.3988 23.3009 8143 1 685.3988 ‐0.2597
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1008.5109 PTNSYTGIR 133.7785 1008.5140 22.0814 5395 2 504.7606 2.51
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 884.4512 INYYPSK 157.5165 884.4468 21.4584 3335 1 884.4468 ‐4.4065
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 936.4825 WVEILSEP 638.8992 936.4848 17.5522 2567 2 468.7461 1.16
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 825.4465 EILSEPR 249.7128 825.4473 18.9391 2192 1 825.4473 1.33
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 849.4829 QLPVNAPK 294.6092 849.4823 19.2207 2016 1 849.4823 ‐0.1458
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1109.5586 TPTNSYTGIR 119.9424 1109.5548 22.2580 1837 2 555.2810 ‐3.9836
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 877.4203 IQEYWR 124.1306 877.4182 24.2803 1296 1 877.4182 ‐1.7599
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 739.3369 YGDTQR 489.3213 739.3365 20.5048 1221 1 739.3365 ‐0.3270
NP_001031072.3 catalase 3 Arabidopsis thaliana 5981.2960 44291.1841 28 41.11 None 1052.5160 IFAYGDTQR 154.7136 1052.5194 19.2550 908 2 526.7633 2.22
NP_001031072.3 catalase 3 Arabidopsis thaliana 3391.8050 44291.1841 28 41.11 None 1523.8580 LGPNYLQLPVNAPK 64625.4900 1523.8566 18.7419 70245 2 762.4320 ‐0.6082
NP_001031072.3 catalase 3 Arabidopsis thaliana 3391.8050 44291.1841 28 41.11 None 1632.9108 IWPEDILPLQPVGR 17622.4100 1632.9099 21.9660 32516 2 816.9586 ‐0.0245
NP_001031072.3 catalase 3 Arabidopsis thaliana 3391.8050 44291.1841 28 41.11 None 1128.6048 WVEILSEPR 14137.7800 1128.6053 17.9900 21079 2 564.8063 0.0418
NP_001031072.3 catalase 3 Arabidopsis thaliana 3391.8050 44291.1841 28 41.11 None 714.4145 ILSEPR 134.6157 714.4163 17.5193 3178 1 714.4163 3.01
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 1761.9381 LLEATGISTVPGSGFGQK 23194.7400 1761.9377 17.7673 33798 2 881.4725 0.4901



NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1708.0670 2854.4625 20.0187 21039 3 952.1590 1.82
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 6718.0080 2132.9837 20.6720 16294 2 1066.9955 ‐1.2515
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 10022.9800 1140.5759 18.6803 16049 2 570.7916 ‐0.2946
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 1783.8610 HYLSLTSGGLGAYSDSR 16313.5000 1783.8618 16.9290 12630 3 595.2921 0.7316
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1261.1990 2255.1293 18.2349 12051 2 1128.0683 2.61
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIAR 1930.9990 3041.5462 24.2663 10125 3 1014.5203 ‐2.6782
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 1225.5955 VLMEMGSPFSK 4248.3090 1225.5972 18.1625 8096 2 613.3023 1.1698
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 1535.7700 EATGISTVPGSGFGQK 700.3465 1535.7715 19.8388 1341 2 768.3894 1.54
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2435.9270 49063.2184 10 33.11 None 916.4523 HYLSLTSGG 456.1838 916.4526 16.9150 770 1 916.4526 1.75
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 1167.6078 YKEDIQLMK 13882.0000 1167.6090 21.6704 53016 2 584.3081 0.4945
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 1808.8847 EDIQLMKDLNTDAFR 2267.9160 1808.8868 40.5069 2495 2 904.9470 1.21
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 2100.0430 YKEDIQLMKDLNTDAFR 1191.8390 2100.0409 36.4006 6638 2 1050.5241 ‐0.2254
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 724.3876 LDVYSK 1223.2750 724.3887 21.9744 3855 1 724.3887 1.00
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 876.4495 EDIQLMK 784.7523 876.4544 21.6656 2516 1 876.4544 6.14
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 1718.8438 HWITFNEPWVFSR 646.4313 1718.8554 18.8715 1019 3 573.6233 6.66
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 1774.9235 DLNTDAFRLSIAWPR 1294.5050 1774.9232 35.4825 4065 2 887.9652 0.1839
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 536.2351 YKED 3303.6760 536.2354 21.6716 2350 1 536.2354 0.2776
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 434.8255 52770.3788 17 8.68 None 1046.5265 DLNTDAFRL 154.1464 1046.5241 35.9888 990 2 523.7657 ‐2.9875
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 1167.6078 YKEDIQLMK 4492.8270 1167.6090 21.6704 53016 2 584.3081 ‐0.1571
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 1808.8847 EDIQLMKDLNTDAFR 1428.0980 1808.8868 40.5069 2495 2 904.9470 1.98
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 2100.0430 YKEDIQLMKDLNTDAFR 1250.9240 2100.0409 36.4006 6638 2 1050.5241 ‐0.3546
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 876.4495 EDIQLMK 11996.1100 876.4544 21.6656 2516 1 876.4544 5.69
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 Carbamidomethyl+C(6) 1659.8272 AQGPVCGAGLPDKFSR 1634.9350 1659.8244 21.8807 4838 3 553.9463 ‐2.0465
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 1774.9235 DLNTDAFRLSIAWPR 1423.3520 1774.9232 35.4825 4065 2 887.9652 ‐0.1274
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 890.4618 YKEDIQL 190.0841 890.4642 21.6480 1379 1 890.4642 2.99
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 362.4629 52770.3788 17 8.68 None 2083.0165 YKEDIQLMKDLNTDAFR 585.8204 2083.0268 33.8376 1497 3 695.0138 4.34
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 2192.0427 VSQMIEDAEPFEGEALLDAK 11892.4200 2192.0412 33.6807 17298 2 1096.5243 0.2351
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 2039.0808 VPVLETPEGPIFESNAIAR 7946.2250 2039.0814 33.1837 14764 2 1020.0443 0.9903
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 1673.7839 YNDENMVSFVTLNK 1538.4550 1673.7879 31.3540 7054 2 837.3976 2.13
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 2080.0532 MGYAPFSAPAEEAAISALKR 6487.0540 2080.0550 19.7043 6528 3 694.0232 1.1407
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 1105.6252 ALIAAEYAGVK 6073.0760 1105.6254 25.1321 5103 2 553.3164 ‐0.3346
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 2111.9340 FIMDEVYDMELYEWTK 1598.2420 2111.9370 40.6930 3534 2 1056.4721 2.1875
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1673.5790 46628.5595 14 26.88 None 1166.6416 QTEAVPPVPTK 5336.9360 1166.6416 19.2184 2767 2 583.8244 ‐0.4624
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 2192.0427 VSQMIEDAEPFEGEALLDAK 11022.2000 2192.0412 33.6807 17298 2 1096.5243 0.1575
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 2039.0808 VPVLETPEGPIFESNAIAR 7785.0070 2039.0814 33.1837 14764 2 1020.0443 0.8270
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 1673.7839 YNDENMVSFVTLNK 2135.8420 1673.7879 31.3540 7054 2 837.3976 2.1833
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 1105.6252 ALIAAEYAGVK 8749.4980 1105.6254 25.1321 5103 2 553.3164 ‐1.0210
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 2111.9340 FIMDEVYDMELYEWTK 901.9210 2111.9370 40.6930 3534 2 1056.4721 2.0650
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 1589.7457 YFWTMVNQPEFK 377.8064 1589.7408 38.9838 1787 2 795.3740 ‐3.4263
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1265.9780 46628.5595 14 26.88 None 1568.7261 IEESADFQMGVTNK 669.9276 1568.6948 31.6476 4073 2 784.8510 ‐20.3108
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 1629.9033 FAMLGAAGAIAPEILGK 28657.1300 1629.9047 21.6363 24232 2 815.4560 0.9922
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 4066.6930 2594.2675 20.5938 18504 3 865.4274 0.6570
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 1291.6793 WLAYGEIINGR 4753.3910 1291.6781 18.7472 18367 2 646.3427 ‐1.3166
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 1395.6362 LQDWYNPGSMGK 4939.6360 1395.6383 26.2372 16701 2 698.3228 1.19
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 997.5353 QYFLGLEK 4998.7710 997.5337 27.7635 14271 2 499.2705 ‐2.3641
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 968.5775 GAIAPEILGK 309.2141 968.5798 23.5793 800 2 484.7935 1.34
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3414.9470 23860.4661 15 33.94 None 1377.6256 LQDWYNPGSMGK 275.2198 1377.6283 27.2481 2256 2 689.3178 1.26
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 737.6949 23860.4661 15 33.94 None 1395.6362 LQDWYNPGSMGK 8622.8420 1395.6383 26.2372 16701 2 698.3228 0.8081
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 737.6949 23860.4661 15 33.94 None 997.5353 QYFLGLEK 6389.3870 997.5337 27.7635 14271 2 499.2705 ‐3.1110
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 737.6949 23860.4661 15 33.94 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 239.5501 2594.2620 28.3078 10725 3 865.4255 ‐2.0834
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 4701.1120 23860.4661 15 33.94 None 1629.9033 FAMLGAAGAIAPEILGK 54982.1500 1629.9047 21.6363 24232 2 815.4560 1.66
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 4701.1120 23860.4661 15 33.94 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 1110.3170 2594.2675 20.5938 18504 3 865.4274 1.0531
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 4701.1120 23860.4661 15 33.94 None 1291.6793 WLAYGEIINGR 5147.7570 1291.6781 18.7472 18367 2 646.3427 ‐1.0977
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 4701.1120 23860.4661 15 33.94 None 2222.1029 GLAGSGNPAYPGGPFFNPLGFGK 202.2796 2222.1295 22.3480 1123 3 741.3813 12.26
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 4701.1120 23860.4661 15 33.94 None 992.5160 AYGEIINGR 535.0469 992.5138 18.7407 1286 1 992.5138 ‐0.9323
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 6773.0090 3415.7119 24.0950 15087 3 1139.2422 ‐1.4427
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 5520.8140 2531.2392 29.0816 14922 3 844.4179 0.9728
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 5524.4650 3048.4304 23.5375 8409 3 1016.8150 ‐0.5543
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 1111.5994 TLPGPVTDPSK 5850.7590 1111.6005 19.9642 6262 2 556.3039 0.4806
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 960.4785 DIVDAHYK 5056.4180 960.4773 17.2829 2454 2 480.7423 ‐2.0505
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 1976.9845 MSLLADLVNLDISDNSEK 440.5804 1977.0103 23.6423 1754 2 989.0088 13.6810
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 1449.8312 TLPGPVTDPSKLPK 7427.6620 1449.8303 23.8624 11561 3 483.9483 ‐0.7628
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 1004.5411 QEYTLLQK 99.0168 1004.5463 24.0189 1117 2 502.7768 4.67
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 2197.0370 29838.7466 20 44.49 None 925.4526 HAAAEIFAN 145.9948 925.4488 25.4054 1112 1 925.4488 ‐3.4135
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 6438.1680 2531.2392 29.0816 14922 3 844.4179 0.3893
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 None 1407.7015 SFGRDIVDAHYK 549.9610 1407.7021 26.7538 11552 2 704.3547 ‐0.2449
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 None 1111.5994 TLPGPVTDPSK 11785.7900 1111.6005 19.9642 6262 2 556.3039 ‐0.2024
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 None 1449.8312 TLPGPVTDPSKLPK 8828.6810 1449.8303 23.8624 11561 3 483.9483 ‐1.0363
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 None 1116.5796 RDIVDAHYK 175.1616 1116.5839 23.8215 22397 2 558.7956 2.59
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1045.2980 29838.7466 20 44.49 None 1235.6994 PGPVTDPSKLPK 10314.3900 1235.7014 23.8597 3409 2 618.3544 0.6356
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1832.0020 29838.7466 20 44.49 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 13007.7100 3415.7119 24.0950 15087 3 1139.2422 ‐0.8329
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1832.0020 29838.7466 20 44.49 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 3777.1590 3048.4304 23.5375 8409 3 1016.8150 ‐0.0401
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1832.0020 29838.7466 20 44.49 None 1845.9440 SLLADLVNLDISDNSEK 136.0420 1845.9780 18.6943 2695 3 615.9975 18.6819
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1832.0020 29838.7466 20 44.49 None 1519.7369 DVNWPLGWPIGGFP 163.9310 1519.7298 24.6150 4661 2 760.3685 ‐4.3597
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1832.0020 29838.7466 20 44.49 None 3028.4727 HAAAEIFANPDVIAEVPWYGIEQEYTL 233.3657 3028.4573 25.5565 1070 3 1010.1573 ‐3.6678
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 1761.9381 LLEATGISTVPGSGFGQK 23194.7400 1761.9377 17.7673 33798 2 881.4725 0.4901
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1708.0670 2854.4625 20.0187 21039 3 952.1590 1.82
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 10022.9800 1140.5759 18.6803 16049 2 570.7916 ‐0.2946
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 1783.8610 HYLSLTSGGLGAYSDSR 16313.5000 1783.8618 16.9290 12630 3 595.2921 0.7316
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1261.1990 2255.1293 18.2349 12051 2 1128.0683 2.61
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 2080.9817 TTILPAEEEMPEIMDSFK 132.7216 2080.9974 25.6966 10455 2 1041.0023 8.23
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 Carbamidomethyl+C(4) 2104.9831 NVVCNFTEGAMYSFPQIK 182.9688 2104.9573 23.4030 1567 2 1052.9823 ‐10.9148
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 1535.7700 EATGISTVPGSGFGQK 700.3465 1535.7715 19.8388 1341 2 768.3894 1.54
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1944.9670 54014.7989 9 22.25 None 916.4523 HYLSLTSGG 456.1838 916.4526 16.9150 770 1 916.4526 1.75



NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 1187.6419 FVDIGIPANNK 14272.7600 1187.6427 16.8980 15969 2 594.3250 0.1894
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 940.5826 LLILTDPR 1386.7160 940.5814 17.4667 11065 2 470.7944 ‐2.0219
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 2065.9396 HTPGTFTNQMQTSFSEPR 2472.3270 2065.9406 24.7603 9971 3 689.3184 0.7198
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 1253.6525 NDGIYIFNLGK 2947.4490 1253.6520 19.9711 3383 2 627.3296 ‐0.7169
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 1409.7536 RNDGIYIFNLGK 3037.4630 1409.7509 18.9244 3617 2 705.3791 ‐2.0837
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 1954.0181 RNDGIYIFNLGKTWEK 891.6534 1954.0367 19.9134 1580 3 652.0171 9.46
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 453.3435 LLIL 209.6959 453.3428 16.7781 17796 1 453.3428 ‐2.0360
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 1089.5364 NDGIYIFNLG 442.5921 1089.5365 19.2306 3131 2 545.2719 ‐0.4692
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 975.5258 NLGKTWEK 204.4528 975.5295 18.1867 2375 1 975.5295 4.62
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 833.3943 32209.2755 20 26.19 None 941.5051 DIGIPANNK 2498.8230 941.5053 16.9247 1355 1 941.5053 1.0489
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 1187.6419 FVDIGIPANNK 15179.3500 1187.6427 16.8980 15969 2 594.3250 0.3697
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 940.5826 LLILTDPR 1367.4650 940.5814 17.4667 11065 2 470.7944 ‐1.9332
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 Carbamidomethyl+C(13) 2177.0366 EGALGNIPIIAFCDTDSPMR 794.8912 2177.0343 21.5078 6355 2 1089.0208 0.4137
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 1253.6525 NDGIYIFNLGK 2195.7230 1253.6520 19.9711 3383 2 627.3296 ‐0.5122
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 1349.6655 ATNGSASSAQLSQK 192.9483 1349.6988 18.4561 6098 2 675.3530 24.6506
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 Carbamidomethyl+C(5) 2957.5787 HSIGCLFWLLARMVLQMRGTIAAGQK 768.4057 2957.5495 24.0121 10251 4 740.1428 ‐9.8706
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 1409.7536 RNDGIYIFNLGK 1075.4080 1409.7509 18.9244 3617 2 705.3791 ‐1.8210
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 1954.0181 RNDGIYIFNLGKTWEK 242.1445 1953.9973 18.2618 1584 2 977.5023 ‐9.6145
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 453.3435 LLIL 162.9558 453.3428 16.7781 17796 1 453.3428 ‐1.5087
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 750.5599 32209.2755 20 26.19 None 941.5051 DIGIPANNK 1730.4030 941.5053 16.9247 1355 1 941.5053 1.37
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 1834.4690 2271.1358 37.2463 30558 4 568.5394 ‐0.5999
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1795.8683 LAEMPADSGYPAYLAAR 10493.2900 1795.8659 28.8037 19556 2 898.4366 ‐0.9804
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1578.7170 FEDPAEGEDTLVEK 13675.2100 1578.7158 24.2460 14154 2 789.8615 ‐0.6757
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1545.8054 TTLVANTSNMPVAAR 2639.3590 1545.8074 23.6023 11218 2 773.4073 1.08
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1183.5742 LYDDLNAGFR 8388.2060 1183.5710 26.1905 11196 2 592.2892 ‐3.1397
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1255.7005 LAADTPLLTGQR 15405.7500 1255.7020 24.5699 9894 2 628.3546 0.8662
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1471.7639 EDDLNEIVQLVGK 4498.0780 1471.7642 35.1185 8626 2 736.3857 0.1479
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1019.5520 ISGDVYIPR 1286.8360 1019.5538 23.3688 8085 2 510.2805 1.0826
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 2080.9346 LTTFEDDEKESEYGYVR 5302.7250 2080.9364 24.2433 7178 3 694.3170 1.1499
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1337.6260 YSTALESFYEK 2071.7470 1337.6277 27.3778 6180 2 669.3175 1.0209
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3597.7900 2690.3538 35.6968 5846 3 897.4561 1.03
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5354.8620 1675.7416 22.4096 5491 2 838.3744 2.97
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMG 1811.0760 3736.8086 24.5327 5139 3 1246.2744 ‐2.6294
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 885.4465 LASFYER 3781.9600 885.4471 20.9256 4084 2 443.2272 ‐0.1977
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1664.6713 DMGYNVSMMADSTSR 2963.5020 1664.6770 26.5750 2757 2 832.8421 3.88
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1674.7646 EDYLAQNAFTPYDK 1545.2230 1674.7664 28.3536 3835 2 837.8868 1.32
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1574.8272 DALAEGDKITLETAK 1898.7560 1574.8247 23.9541 8414 3 525.6131 ‐1.6892
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 3324.5731 GNEMAEVLMDFPQLTMTLPDGREESVMKR 2738.2830 3324.5647 20.9224 5040 3 1108.8598 ‐1.4029
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 2813.4720 ITLETAKLLREDYLAQNAFTPYDK 235.2073 2813.4470 19.7698 3039 3 938.4872 ‐8.1034
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1153.5160 EDYLAQNAFT 504.2545 1153.5182 29.1265 5648 2 577.2627 1.53
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 772.3624 ASFYER 192.6917 772.3626 20.9345 1389 1 772.3626 0.6306
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 614.2933 FYER 74.0482 614.2922 21.5372 1330 1 614.2922 ‐1.6951
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 450.2459 AGFR 153.8058 450.2462 28.2101 1125 1 450.2462 0.1090
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1002.4527 ESEYGYVR 199.0555 1002.4540 23.1905 1083 2 501.7306 0.6095
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1275.6791 AEGDKITLETAK 941.1774 1275.6804 23.9408 828 2 638.3438 0.6992
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 867.4359 LASFYER 96.6960 867.4394 20.5820 3691 1 867.4394 4.97
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 2254.1085 EDDLNEIVQLVGKDALAEGDK 253.2161 2254.1101 34.6086 3597 3 752.0416 1.0920
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 59 43.82 None 1657.7380 EDYLAQNAFTPYDK 623.6569 1657.7440 25.6310 938 2 829.3756 3.27
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 1787.7940 2271.1358 37.2463 30558 4 568.5394 ‐0.6846
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1795.8683 LAEMPADSGYPAYLAAR 6174.4750 1795.8659 28.8037 19556 2 898.4366 ‐1.2800
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1545.8054 TTLVANTSNMPVAAR 4875.9620 1545.8074 23.6023 11218 2 773.4073 0.9311
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1183.5742 LYDDLNAGFR 7531.6800 1183.5710 26.1905 11196 2 592.2892 ‐3.7823
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1255.7005 LAADTPLLTGQR 13444.3300 1255.7020 24.5699 9894 2 628.3546 0.2639
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1471.7639 EDDLNEIVQLVGK 3640.6650 1471.7642 35.1185 8626 2 736.3857 ‐0.3332
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1019.5520 ISGDVYIPR 6360.3470 1019.5538 23.3688 8085 2 510.2805 0.3480
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1337.6260 YSTALESFYEK 3167.1770 1337.6277 27.3778 6180 2 669.3175 0.4646
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3346.2070 2690.3538 35.6968 5846 3 897.4561 0.7413
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 8727.6170 1675.7416 22.4096 5491 2 838.3744 1.28
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 885.4465 LASFYER 8188.2110 885.4471 20.9256 4084 2 443.2272 ‐1.0074
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1674.7646 EDYLAQNAFTPYDK 2378.1380 1674.7664 28.3536 3835 2 837.8868 0.9358
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1733.8745 EASIYTGITIAEYFR 686.9128 1733.8775 36.0790 1440 2 867.4424 1.77
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1948.8997 MPAFYGGKLTTFEDDEK 961.0214 1948.9009 33.1091 3321 3 650.3052 0.3578
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 946.4775 TSNMPVAAR 167.3727 946.4737 22.9505 1695 1 946.4737 ‐3.5541
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 772.3624 ASFYER 415.4283 772.3626 20.9345 1389 1 772.3626 0.2571
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1456.1690 69154.7867 59 43.82 None 1436.7268 EDDLNEIVQLVGK 284.8047 1436.7219 33.6981 787 2 718.8646 ‐3.9964
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 2092.0566 VSGPVVVADGMAGAAMYELVR 2276.5750 2092.0563 22.4683 13150 2 1046.5318 1.1636
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 1942.8390 2203.0820 19.5004 9312 3 735.0322 ‐0.8431
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMG 2461.3350 3736.8086 24.5327 5139 3 1246.2744 ‐1.9362
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 2896.4898 EVLQREDDLNEIVQLVGKDALAEGDK 175.2534 2896.4465 23.0210 10680 3 966.1537 ‐13.6436
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1556.8590 2465.1603 24.0699 4918 2 1233.0838 5.21
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAAR 492.3186 3064.5348 22.1079 6022 3 1022.1831 2.50
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 3324.5731 GNEMAEVLMDFPQLTMTLPDGREESVMKR 5391.7670 3324.5647 20.9224 5040 3 1108.8598 ‐0.8168
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 2813.4720 ITLETAKLLREDYLAQNAFTPYDK 297.4439 2813.4470 19.7698 3039 3 938.4872 ‐7.6502
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 3027.5732 EDDLNEIVQLVGKDALAEGDKITLETAK 746.3517 3027.5459 21.5329 2044 4 757.6419 ‐9.0158
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 1285.6317 PDGREESVMKR 180.8627 1285.6258 21.4601 1822 1 1285.6258 ‐2.6914
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 863.4444 AMYELVR 148.2386 863.4446 22.9826 1562 1 863.4446 1.49
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 Carbamidomethyl+C(11) 2185.0747 GVSVPALDKDCLWEFQPNK 474.8067 2185.0721 19.9580 994 2 1093.0397 0.2768
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 59 43.82 None 2448.1244 GNEMAEVLMDFPQLTMTLPDGR 410.3892 2448.1107 22.5265 11445 2 1224.5590 ‐3.6861
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 2604.2980 SLPFSVTEGPDGYPLIHANYLGEK 335.1930 2604.3041 20.0509 10291 3 868.7729 2.16
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 1496.7236 FIGTAGAASTMMNPK 11324.7900 1496.7244 16.3654 6779 2 748.8658 0.4791
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 1248.6834 YATPALLSADVK 4314.0570 1248.6786 27.5783 6462 2 624.8430 ‐4.2017
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 Carbamidomethyl+C(10) 1744.8323 GSVIDQLGYCINSYR 2207.2240 1744.8386 19.3580 4803 2 872.9230 3.45
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 949.4295 EAAMSTDPK 977.5193 949.4284 28.1811 3198 1 949.4284 ‐0.3333



NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 1138.5197 EFEMALQDR 3758.9460 1138.5178 24.7075 2582 2 569.7626 ‐2.1861
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 2052.0225 EFQVHESFPFSISLAWK 496.6156 2052.0120 18.5395 19916 4 513.7585 ‐6.3042
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 2251.1275 TVEVEKAVEKEFEMALQDR 1055.2480 2251.1109 32.9691 8283 2 1126.0591 ‐6.3759
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 Carbamidomethyl+C(5) 1773.8953 VLNECVEAEAWLRGK 844.5671 1773.8934 22.3694 5520 3 591.9693 ‐1.0282
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 558.2770 TVEVE 832.9039 558.2776 32.3107 16060 1 558.2776 1.0191
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 Carbamidomethyl+C(4) 1145.5408 LGYCINSYR 269.0583 1145.5352 20.6031 2117 1 1145.5352 ‐3.6626
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 1078.5020 AGAASTMMNPK 414.4818 1078.5032 18.1737 2013 2 539.7553 0.5601
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 2234.1009 TVEVEKAVEKEFEMALQDR 596.3732 2234.0990 31.1682 9363 3 745.3712 ‐0.5070
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 397.7999 88115.6927 14 10.65 None 2034.9960 EFQVHESFPFSISLAWK 197.6718 2034.9868 16.0836 1483 3 679.0004 ‐4.3110
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1452.8421 TVVSIPNGPSALAVK 73744.1700 1452.8405 17.6623 146251 2 726.9239 ‐1.1927
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1653.9244 MVDVLVEQNIVPGIK 88333.9800 1653.9242 20.1103 96406 2 827.4657 0.0289
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1387.7176 LASIGLENTEANR 39942.9000 1387.7194 22.9770 59239 2 694.3633 1.0932
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1307.6842 ATPEQVASYTLK 19294.4800 1307.6852 24.6337 57695 2 654.3462 0.5082
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 57327.8200 3024.4970 37.2425 56428 3 1008.8372 0.4974
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 8211.3590 2479.1850 21.8075 42003 2 1240.0961 ‐1.6142
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 873.4577 EAAWGLAR 18822.6000 873.4581 22.6285 37595 2 437.2327 ‐0.5021
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 6559.1580 3400.7786 25.5449 22743 3 1134.2644 ‐1.7799
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 20073.8200 2147.9532 23.7822 19675 3 716.6559 0.8993
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1582.8774 NRIPPAVPGIMASFL 473.5669 1582.8817 23.3794 874 2 791.9445 2.00
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 740.4665 NIVPGIK 170.0154 740.4639 18.3482 17505 1 740.4639 ‐3.2669
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 953.5415 PNGPSALAVK 4929.5840 953.5422 17.6637 10220 1 953.5422 1.41
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 673.3780 AWGLAR 153.8412 673.3779 22.6292 5332 1 673.3779 0.0349
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1153.6575 SIPNGPSALAVK 4434.6960 1153.6565 17.6611 2032 1 1153.6565 0.4011
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 374.3445 1183.4720 23.2372 1861 1 1183.4720 1.10
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 277.8338 1112.4346 23.2315 1713 1 1112.4346 1.0885
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1308.7886 VLVEQNIVPGIK 227.2758 1308.7911 19.2649 1631 2 654.8992 1.90
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 916.4847 QGLDGLASR 452.4618 916.4832 19.2489 1629 1 916.4832 ‐0.8576
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1038.5466 EQVASYTLK 138.7025 1038.5505 26.0005 1602 1 1038.5505 4.08
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1096.6361 VEQNIVPGIK 356.9773 1096.6331 20.1028 848 1 1096.6331 ‐1.5685
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1209.7201 LVEQNIVPGIK 437.5828 1209.7195 20.1088 835 1 1209.7195 0.8958
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 706.8887 2129.9423 25.7003 1198 3 710.6523 0.7371
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1370.6910 LASIGLENTEANR 300.0644 1370.6852 21.9480 1228 3 457.5666 ‐4.5324
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18514.5600 33437.3367 61 58.52 None 1290.6576 ATPEQVASYTLK 232.1777 1290.6600 23.9394 1104 2 645.8337 1.67
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1387.7176 LASIGLENTEANR 24582.3800 1387.7194 22.9770 59239 2 694.3633 0.5649
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1307.6842 ATPEQVASYTLK 22762.4500 1307.6852 24.6337 57695 2 654.3462 ‐0.0649
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 52496.1100 3024.4970 37.2425 56428 3 1008.8372 ‐0.2274
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 873.4577 EAAWGLAR 22993.2100 873.4581 22.6285 37595 2 437.2327 ‐1.3185
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 22348.6000 2147.9532 23.7822 19675 3 716.6559 0.4257
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 657.4800 2304.0542 22.5338 9861 4 576.7690 ‐0.4660
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1452.8421 TVVSIPNGPSALAVK 8064.8550 1452.8350 28.4183 35245 2 726.9211 ‐5.4387
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1137.6375 SHVAPSALTVR 1145.3450 1137.6395 25.0731 2406 2 569.3234 0.5839
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1543.8187 RLASIGLENTEANR 845.2245 1543.8215 25.3186 4165 3 515.2787 1.35
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1470.2150 1669.9212 32.2205 8281 2 835.4642 0.9521
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 602.3409 WGLAR 87.0054 602.3440 22.5994 6344 1 602.3440 4.29
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 673.3780 AWGLAR 191.5162 673.3779 22.6292 5332 1 673.3779 ‐0.3662
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 372.5807 2606.2639 38.6313 4720 2 1303.6356 ‐3.2672
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 743.4410 PSALTVR 86.7874 743.4397 24.6467 3503 1 743.4397 ‐1.7638
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Oxidation+M(1) 673.3589 MVDVLV 62.2147 673.3579 31.4536 2225 1 673.3579 ‐1.7396
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 390.0162 1183.4720 23.2372 1861 1 1183.4720 1.22
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 302.5630 1112.4346 23.2315 1713 1 1112.4346 0.8099
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1252.7260 VSIPNGPSALAVK 206.3073 1252.7292 30.5344 1636 2 626.8683 1.74
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 204.5811 1651.9026 31.0836 2230 2 826.4549 ‐3.9306
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 855.4472 EAAWGLAR 299.5460 855.4491 22.6277 1467 2 428.2282 0.4984
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 494.7844 2129.9423 25.7003 1198 3 710.6523 0.2687
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1290.6576 ATPEQVASYTLK 401.0659 1290.6600 23.9394 1104 2 645.8337 0.9840
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9208.7270 33437.3367 61 58.52 None 1370.6910 LASIGLENTEANR 349.2100 1370.6912 23.6037 964 2 685.8492 ‐0.6212
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1452.8421 TVVSIPNGPSALAVK 97948.2700 1452.8405 17.6623 146251 2 726.9239 ‐0.9140
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1653.9244 MVDVLVEQNIVPGIK 110107.0000 1653.9242 20.1103 96406 2 827.4657 0.3821
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 12454.2500 2479.1850 21.8075 42003 2 1240.0961 ‐0.9548
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 7973.5970 3400.7786 25.5449 22743 3 1134.2644 ‐1.1740
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1996.1147 MVDVLVEQNIVPGIKVDK 689.6818 1996.1163 19.4642 3656 3 666.0436 1.47
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 740.4665 NIVPGIK 107.5237 740.4639 18.3482 17505 1 740.4639 ‐2.8293
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 953.5415 PNGPSALAVK 24705.5000 953.5422 17.6637 10220 1 953.5422 1.52
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1066.6255 IPNGPSALAVK 232.3726 1066.6246 16.7493 4102 2 533.8159 ‐1.3530
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 736.3836 STTDGKK 200.4728 736.3845 25.3640 3861 1 736.3845 2.0252
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1153.6575 SIPNGPSALAVK 7286.5630 1153.6565 17.6611 2032 1 1153.6565 0.7098
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1308.7886 VLVEQNIVPGIK 171.4295 1308.7911 19.2649 1631 2 654.8992 1.43
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1499.7224 EETLYQSTTDGKK 458.5930 1499.7247 25.2165 1480 1 1499.7247 3.80
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1096.6361 VEQNIVPGIK 423.6406 1096.6331 20.1028 848 1 1096.6331 ‐1.2421
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11776.3100 33437.3367 61 58.52 None 1209.7201 LVEQNIVPGIK 459.1888 1209.7195 20.1088 835 1 1209.7195 1.1869
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1452.8421 TVVSIPNGPSALAVK 73744.1700 1452.8405 17.6623 146251 2 726.9239 ‐1.1927
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1653.9244 MVDVLVEQNIVPGIK 88333.9800 1653.9242 20.1103 96406 2 827.4657 0.0289
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1387.7176 LASIGLENTEANR 39942.9000 1387.7194 22.9770 59239 2 694.3633 1.0932
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1307.6842 ATPEQVASYTLK 19294.4800 1307.6852 24.6337 57695 2 654.3462 0.5082
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 57327.8200 3024.4970 37.2425 56428 3 1008.8372 0.4974
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 8211.3590 2479.1850 21.8075 42003 2 1240.0961 ‐1.6142
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 873.4577 EAAWGLAR 18822.6000 873.4581 22.6285 37595 2 437.2327 ‐0.5021
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 970.5680 AAQDILLAR 27409.1100 970.5680 24.0949 35744 2 485.7876 ‐0.7389
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 6559.1580 3400.7786 25.5449 22743 3 1134.2644 ‐1.7799
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 20073.8200 2147.9532 23.7822 19675 3 716.6559 0.8993
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 901.5102 ANSLAQLGK 225.8510 901.5105 18.9953 1416 2 451.2589 ‐0.4738
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 740.4665 NIVPGIK 170.0154 740.4639 18.3482 17505 1 740.4639 ‐3.2669
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 953.5415 PNGPSALAVK 4929.5840 953.5422 17.6637 10220 1 953.5422 1.41
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 810.4832 QDILLAR 186.6458 810.4839 25.7350 5537 1 810.4839 1.23



NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 673.3780 AWGLAR 153.8412 673.3779 22.6292 5332 1 673.3779 0.0349
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 700.4352 DILLAR 2142.6040 700.4361 24.0986 2919 1 700.4361 1.42
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1153.6575 SIPNGPSALAVK 4434.6960 1153.6565 17.6611 2032 1 1153.6565 0.4011
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 374.3445 1183.4720 23.2372 1861 1 1183.4720 1.10
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 277.8338 1112.4346 23.2315 1713 1 1112.4346 1.0885
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1308.7886 VLVEQNIVPGIK 227.2758 1308.7911 19.2649 1631 2 654.8992 1.90
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 916.4847 QGLDGLASR 452.4618 916.4832 19.2489 1629 1 916.4832 ‐0.8576
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1038.5466 EQVASYTLK 138.7025 1038.5505 26.0005 1602 1 1038.5505 4.08
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1096.6361 VEQNIVPGIK 356.9773 1096.6331 20.1028 848 1 1096.6331 ‐1.5685
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1209.7201 LVEQNIVPGIK 437.5828 1209.7195 20.1088 835 1 1209.7195 0.8958
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 706.8887 2129.9423 25.7003 1198 3 710.6523 0.7371
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1370.6910 LASIGLENTEANR 300.0644 1370.6852 21.9480 1228 3 457.5666 ‐4.5324
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19153.9300 41978.8296 55 47.56 None 1290.6576 ATPEQVASYTLK 232.1777 1290.6600 23.9394 1104 2 645.8337 1.67
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1387.7176 LASIGLENTEANR 24582.3800 1387.7194 22.9770 59239 2 694.3633 0.5649
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1307.6842 ATPEQVASYTLK 22762.4500 1307.6852 24.6337 57695 2 654.3462 ‐0.0649
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 52496.1100 3024.4970 37.2425 56428 3 1008.8372 ‐0.2274
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 873.4577 EAAWGLAR 22993.2100 873.4581 22.6285 37595 2 437.2327 ‐1.3185
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 970.5680 AAQDILLAR 35692.8000 970.5680 24.0949 35744 2 485.7876 ‐1.5010
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 22348.6000 2147.9532 23.7822 19675 3 716.6559 0.4257
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 657.4800 2304.0542 22.5338 9861 4 576.7690 ‐0.4660
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1452.8421 TVVSIPNGPSALAVK 8064.8550 1452.8350 28.4183 35245 2 726.9211 ‐5.4387
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1137.6375 SHVAPSALTVR 1145.3450 1137.6395 25.0731 2406 2 569.3234 0.5839
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 901.5102 ANSLAQLGK 527.3090 901.5105 18.9953 1416 2 451.2589 ‐1.2745
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1543.8187 RLASIGLENTEANR 845.2245 1543.8215 25.3186 4165 3 515.2787 1.35
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 2773.3349 ANSLAQLGKYTGEGESEEAKEGMFVK 118.5400 2773.3401 35.4467 1466 3 925.1182 1.79
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1470.2150 1669.9212 32.2205 8281 2 835.4642 0.9521
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 602.3409 WGLAR 87.0054 602.3440 22.5994 6344 1 602.3440 4.29
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 810.4832 QDILLAR 209.7116 810.4839 25.7350 5537 1 810.4839 0.9695
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 673.3780 AWGLAR 191.5162 673.3779 22.6292 5332 1 673.3779 ‐0.3662
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 372.5807 2606.2639 38.6313 4720 2 1303.6356 ‐3.2672
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 743.4410 PSALTVR 86.7874 743.4397 24.6467 3503 1 743.4397 ‐1.7638
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Oxidation+M(1) 673.3589 MVDVLV 62.2147 673.3579 31.4536 2225 1 673.3579 ‐1.7396
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 390.0162 1183.4720 23.2372 1861 1 1183.4720 1.22
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 302.5630 1112.4346 23.2315 1713 1 1112.4346 0.8099
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1252.7260 VSIPNGPSALAVK 206.3073 1252.7292 30.5344 1636 2 626.8683 1.74
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 204.5811 1651.9026 31.0836 2230 2 826.4549 ‐3.9306
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 855.4472 EAAWGLAR 299.5460 855.4491 22.6277 1467 2 428.2282 0.4984
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 494.7844 2129.9423 25.7003 1198 3 710.6523 0.2687
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1290.6576 ATPEQVASYTLK 401.0659 1290.6600 23.9394 1104 2 645.8337 0.9840
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 1370.6910 LASIGLENTEANR 349.2100 1370.6912 23.6037 964 2 685.8492 ‐0.6212
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10046.7500 41978.8296 55 47.56 None 884.4836 ANSLAQLGK 180.7207 884.4844 21.6697 946 1 884.4844 1.08
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 1238.6263 AYEIATTAAEAK 21025.0800 1238.6245 20.3290 11225 2 619.8159 ‐1.8826
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 893.5091 NLLSVGYK 3616.2190 893.5083 24.5907 3725 2 447.2578 ‐1.6906
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 940.4808 IKEYMEK 574.3365 940.4756 24.0868 1950 1 940.4756 ‐4.7194
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 2145.9571 DNLTLWTSDISEEGDDAHK 659.3684 2145.9259 26.0286 2184 3 715.9801 ‐14.2526
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 1769.9068 DTFVYLAKLSEQAER 1082.8110 1769.9239 29.6808 3674 2 885.4656 9.66
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2485.9810 29577.2064 10 29.39 None 922.4703 IKEYMEK 104.0805 922.4747 24.7905 1770 2 461.7410 3.35
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 1332.7005 GILAADESTGTIGK 14579.0500 1332.7005 23.0673 27282 2 666.8539 ‐0.8095
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 1488.8016 GILAADESTGTIGKR 12160.6200 1488.8012 21.3565 23038 3 496.9386 ‐0.7710
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 1492.7390 FASINVENIESNR 11200.5800 1492.7406 27.0834 9990 2 746.8739 0.5093
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 2232.1102 GVVDLAGTNGETTTQGLDSLGAR 3678.5590 2232.1035 29.0878 7827 2 1116.5554 ‐2.0852
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 Carbamidomethyl+C(5) 3137.6188 YAIICQENGLVPIVEPEVLTDGSHDIKK 13972.6500 3137.6200 34.3054 4425 4 785.1605 0.1733
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 533.2718 FASIN 145.2876 533.2731 26.3046 2971 1 533.2731 1.61
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 1205.6121 AADESTGTIGKR 426.9251 1205.6150 22.3065 2919 2 603.3112 1.37
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2815.5430 38578.8257 8 22.7 None 1475.7125 FASINVENIESNR 288.8221 1475.7099 26.3995 1947 2 738.3586 ‐2.3049
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 1932.6740 2376.1419 22.9820 10803 2 1188.5746 1.17
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1116.6147 VVEEEVIATK 8807.4330 1116.6142 19.8563 9000 2 558.8107 ‐1.0113
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1279.5835 NALSESEGDMVK 5203.6130 1279.5825 20.9382 8262 2 640.2949 ‐1.0602
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVASEK 1588.9410 3075.4834 27.6093 7215 3 1025.8326 0.3527
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1362.6900 NEELVPGATFTGK 7137.8880 1362.6920 25.6962 7025 2 681.8496 1.84
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1003.5306 LVEADIESK 2142.2710 1003.5266 18.5274 4007 2 502.2670 ‐4.6775
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1442.7373 EQVVAETPVDEVK 1575.0970 1442.7361 22.2819 2751 2 721.8717 ‐0.9184
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 946.5026 GQMLDGVVK 3141.4050 946.5019 16.9978 1597 2 473.7546 ‐1.5031
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1159.6317 LVEADIESKR 1458.7790 1159.6316 17.5782 878 2 580.3194 ‐0.6045
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 1116.5280 SDAPAPTSQSR 125.2496 1116.5510 25.6092 2314 1 1116.5510 21.8036
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 2100.0754 EIEMQREDLLSKPENIR 359.8924 2100.0618 40.4071 1763 2 1050.5346 ‐5.6520
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 784.4927 GISPALVK 537.3657 784.4930 20.8665 803 2 392.7501 ‐0.6677
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 896.4585 APAPTSQSR 115.2701 896.4581 27.8323 1941 1 896.4581 0.3057
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 608.9909 77141.3663 14 17.7 None 918.4779 EEEVIATK 4921.7580 918.4792 19.8642 1124 1 918.4792 2.95
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1523.8580 LGPNYLQLPVNAPK 55224.0400 1523.8566 18.7419 70245 2 762.4320 ‐0.9132
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1136.6786 APGVQTPVIVR 29733.1200 1136.6792 23.4504 65498 2 568.8432 ‐0.0269
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1525.8261 GPILLEDYHLVEK 14146.8000 1525.8263 30.2420 27352 3 509.2803 0.0307
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1620.8744 TWPEDILPLQPVGR 4011.2490 1620.8742 21.2399 26666 2 810.9407 ‐0.0087
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1045.5524 SLLEEDAIR 47610.4200 1045.5503 24.4670 22741 2 523.2788 ‐2.7098
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1984.9916 EGNFDLVGNNFPVFFIR 11358.6600 1984.9896 23.5125 22077 2 992.9984 ‐0.3612
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 2342.9650 2242.0615 22.1034 20537 3 748.0253 1.1285
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1072.5422 WIDALSDPR 9488.6910 1072.5435 26.2979 19524 2 536.7754 0.5699
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1255.5590 DEEVNYFPSR 22813.2700 1255.5578 23.2125 15007 2 628.2826 ‐1.2511
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 5178.4910 2831.3049 30.1557 14634 4 708.5817 0.6781
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1679.7880 HMDGSGVNTYMLINK 3690.1840 1679.7903 25.8186 14280 3 560.6016 1.31



NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1069.5174 SHIQENWR 1587.5270 1069.5152 16.2819 2389 2 535.2612 ‐2.6594
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 3514.6776 ILDFFSHHPESLNMFTFLFDDIGIPQDYR 363.8062 3514.6522 35.8170 1809 4 879.4185 ‐6.8824
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 Carbamidomethyl+C(3) 1579.7897 ERCIIEKENNFK 642.2720 1579.7879 31.4113 8701 2 790.3976 ‐1.0631
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 1697.8969 LLQTRVFSYADTQR 412.5982 1697.9045 16.9099 5086 3 566.6397 4.10
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 774.3781 IPQDYR 125.6236 774.3745 35.7217 16262 1 774.3745 ‐4.2165
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 968.5887 GVQTPVIVR 520.8292 968.5895 23.4554 2327 1 968.5895 1.23
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 849.4829 QLPVNAPK 294.6092 849.4823 19.2207 2016 1 849.4823 ‐0.1458
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 812.4989 QTPVIVR 354.8632 812.4990 23.4494 1803 1 812.4990 0.6316
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 893.4152 GNYPEWK 149.4922 893.4128 27.8003 1417 1 893.4128 ‐2.0170
NP_001031791.1 catalase 2 Arabidopsis thaliana 5850.1530 55337.2938 40 46.41 None 882.4468 VNYFPSR 224.4357 882.4484 21.9007 854 2 441.7278 0.9176
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1136.6786 APGVQTPVIVR 33300.1100 1136.6792 23.4504 65498 2 568.8432 ‐0.6959
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1525.8261 GPILLEDYHLVEK 16660.9300 1525.8263 30.2420 27352 3 509.2803 ‐0.2647
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1072.5422 WIDALSDPR 11411.9300 1072.5435 26.2979 19524 2 536.7754 ‐0.1350
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 2774.9260 2831.3049 30.1557 14634 4 708.5817 0.5346
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1679.7880 HMDGSGVNTYMLINK 4693.6350 1679.7903 25.8186 14280 3 560.6016 1.0237
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 390.0308 1176.5721 25.4044 3325 2 588.7897 ‐0.8566
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1145.5698 YDQVRHAEK 152.2838 1145.5706 17.2446 5947 2 573.2889 ‐0.4759
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1235.6055 SIAAGNYPEWK 149.2898 1235.6060 28.6951 4249 2 618.3066 ‐0.6117
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 968.5887 GVQTPVIVR 777.3894 968.5895 23.4554 2327 1 968.5895 1.36
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 893.4152 GNYPEWK 96.4966 893.4128 27.8003 1417 1 893.4128 ‐2.3567
NP_001031791.1 catalase 2 Arabidopsis thaliana 1841.2710 55337.2938 40 46.41 None 1119.6521 APGVQTPVIVR 370.7825 1119.6550 22.6874 1001 2 560.3311 1.15
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1523.8580 LGPNYLQLPVNAPK 64625.4900 1523.8566 18.7419 70245 2 762.4320 ‐0.6082
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1620.8744 TWPEDILPLQPVGR 2567.0170 1620.8742 21.2399 26666 2 810.9407 0.3323
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1984.9916 EGNFDLVGNNFPVFFIR 15836.2800 1984.9896 23.5125 22077 2 992.9984 0.1149
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 3506.6182 YRPASSYNSPFFTTNSGAPVWNNNSSMTVGPR 1401.8330 3506.6085 19.1735 3065 3 1169.5410 ‐0.8938
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1516.7894 LFIQIIDPADEDK 419.3134 1516.7998 21.0129 3883 2 758.9035 7.68
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 3514.6776 ILDFFSHHPESLNMFTFLFDDIGIPQDYR 405.0139 3514.7410 25.5639 1011 3 1172.2519 19.9204
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1558.7431 PVWNNNSSMTVGPR 147.6608 1558.7372 19.9450 14275 2 779.8722 ‐3.4063
NP_001031791.1 catalase 2 Arabidopsis thaliana 3174.5900 55337.2938 40 46.41 None 1270.5851 YRPASSYNSPF 205.3899 1270.5848 19.1901 2219 2 635.7960 ‐0.3693
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 1268.6270 GIPYLNTYDGR 14128.9200 1268.6294 27.2876 9024 2 634.8183 1.37
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 2132.9996 GSFETIHIQDSTGHEFATR 1436.5570 2133.0039 25.4414 7478 3 711.6728 2.20
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 944.5411 LTIIEEAR 12893.7400 944.5410 22.9927 6193 2 472.7741 ‐0.9565
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 964.5462 LGNVYTIGK 7951.2020 964.5453 21.8081 4635 2 482.7763 ‐1.7476
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 725.3213 NTYDGR 113.3358 725.3179 28.3709 5138 1 725.3179 ‐4.4702
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 1211.6055 IPYLNTYDGR 203.3702 1211.6012 25.5490 4954 1 1211.6012 ‐2.0675
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1464.8500 27821.3679 11 19.26 None 831.4571 TIIEEAR 126.5737 831.4589 23.3573 4399 1 831.4589 2.40
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 904.5647 27821.3679 11 19.26 None 1268.6270 GIPYLNTYDGR 11457.0600 1268.6294 27.2876 9024 2 634.8183 0.9887
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 904.5647 27821.3679 11 19.26 None 2132.9996 GSFETIHIQDSTGHEFATR 1517.3720 2133.0039 25.4414 7478 3 711.6728 1.27
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 904.5647 27821.3679 11 19.26 None 964.5462 LGNVYTIGK 7317.3400 964.5453 21.8081 4635 2 482.7763 ‐2.5130
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 904.5647 27821.3679 11 19.26 None 851.4621 GNVYTIGK 3099.4690 851.4632 21.8038 966 1 851.4632 1.49
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1967.9345 TGAEEVYQLGPLNEYER 14567.4200 1967.9344 30.1487 23257 2 984.4709 0.5702
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1501.8009 ANTFVAEVLGLDPR 11007.1500 1501.8015 21.8142 15735 2 751.4044 0.3742
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1157.6888 LLGVTTLDVAR 8540.8470 1157.6882 18.2844 13037 2 579.3478 ‐1.0326
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 2122.1577 QLEDALTGMDLVIIPAGIPR 5343.9400 2122.1513 22.9489 10341 2 1061.5793 ‐2.1930
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1440.7151 AGAGSATLSMAYAAAK 1133.2450 1440.7167 25.2730 9509 2 720.8620 0.9484
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1244.6481 IQNGGTEVVEAK 1650.6380 1244.6479 16.1177 7950 2 622.8276 ‐0.5047
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1799.0459 VAILGAAGGIGQSLSLLMK 5251.5820 1799.0483 23.2059 6887 2 900.0278 1.86
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 714.4509 INAGIVK 588.7787 714.4401 26.7476 44785 1 714.4401 ‐14.8243
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1159.6317 AKDELAGSIQK 1894.0570 1159.6295 21.2778 3552 2 580.3184 ‐2.4347
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1381.6747 YQLGPLNEYER 415.1983 1381.6727 31.5411 1463 2 691.3400 ‐1.5761
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1950.9080 TGAEEVYQLGPLNEYER 351.6128 1950.9160 29.8989 6020 3 650.9769 4.95
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 697.4243 INAGIVK 97.7018 697.4255 26.3410 2451 1 697.4255 1.07
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2298.0490 35317.7445 32 48.05 None 1142.6052 AKDELAGSIQK 443.6316 1142.6036 21.5755 1369 1 1142.6036 ‐0.0694
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1967.9345 TGAEEVYQLGPLNEYER 9664.4180 1967.9344 30.1487 23257 2 984.4709 0.3670
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1440.7151 AGAGSATLSMAYAAAK 1501.3660 1440.7167 25.2730 9509 2 720.8620 0.4498
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 714.4509 INAGIVK 213.4887 714.4401 26.7476 44785 1 714.4401 ‐15.2140
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1159.6317 AKDELAGSIQK 1015.5490 1159.6295 21.2778 3552 2 580.3184 ‐3.0908
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1307.6776 KPGMTRDDLFK 266.6255 1307.6800 27.6268 1768 2 654.3436 0.9106
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1381.6747 YQLGPLNEYER 278.6920 1381.6727 31.5411 1463 2 691.3400 ‐2.1077
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 612.3583 35317.7445 32 48.05 None 1950.9080 TGAEEVYQLGPLNEYER 303.8070 1950.9169 30.1187 3013 3 650.9772 4.60
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 1501.8009 ANTFVAEVLGLDPR 3687.8170 1501.8015 21.8142 15735 2 751.4044 0.6711
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 2122.1577 QLEDALTGMDLVIIPAGIPR 10273.4500 2122.1513 22.9489 10341 2 1061.5793 ‐1.6661
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 1799.0459 VAILGAAGGIGQSLSLLMK 3685.5700 1799.0483 23.2059 6887 2 900.0278 2.0957
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 1440.7151 AGAGSATLSMAYAAAK 1547.6010 1440.7173 16.2948 4558 2 720.8623 1.54
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTGAVV 744.2787 3490.8097 24.4412 8957 4 873.4579 7.23
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 4187.2387 EVDVPVVGGHAGVTILPLLSQVKPPSSFTPQEIEYL 957.3647 4187.2114 22.9995 8176 4 1047.5583 ‐6.5190
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 Carbamidomethyl+C(21) 2274.1006 AGAGSATLSMAYAAAKFADACLR 318.2938 2274.1171 22.0331 5474 2 1137.5622 8.93
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 Carbamidomethyl+C(33) 3499.7309 IQNGGTEVVEAKAGAGSATLSMAYAAAKFADAC 491.1077 3499.7264 24.6823 2587 3 1167.2470 0.6091
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 1512.7978 QLEDALTGMDLVII 323.4171 1512.8001 22.7701 1674 2 756.9037 1.55
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 852.4462 EVDVPVVGG 193.5490 852.4419 23.6844 1539 1 852.4419 ‐4.0479
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 None 557.3042 GLDPR 1122.4860 557.3024 21.7950 1214 1 557.3024 ‐2.8183
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1242.5950 35317.7445 32 48.05 Carbamidomethyl+C(21) 2256.0900 AGAGSATLSMAYAAAKFADACLR 524.2857 2256.0903 20.5262 5322 2 1128.5488 1.85
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2196.8670 27832.5437 4 13.82 None 1189.6609 DSTLIMQLLR 17691.8500 1189.6610 21.8276 17364 2 595.3341 ‐0.2267
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2196.8670 27832.5437 4 13.82 None 907.5247 NLLSVAYK 8283.0670 907.5251 16.6350 13550 2 454.2662 ‐0.3699
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2196.8670 27832.5437 4 13.82 None 1624.8541 LLDSHLIPSAGASESK 4680.0470 1624.8565 16.2128 6312 3 542.2903 1.33
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2196.8670 27832.5437 4 13.82 None 680.3978 LSVAYK 3378.6140 680.3972 16.6393 2394 1 680.3972 ‐0.2450
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1338.6688 ELTGGIYFGEPR 2841.8390 1338.6682 28.4343 9679 2 669.8378 ‐0.6954
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 2026.1219 YNIALLPGDGIGPEVISVAK 7466.0210 2026.1174 21.1959 8703 2 1013.5624 ‐1.5203
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1390.7940 LSDAILLGAIGGYK 7716.1350 1390.7936 20.6553 4142 2 695.9005 ‐0.4697
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 618.3731 2716.3089 30.6142 2883 3 906.1078 1.34
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1257.6950 ANVLDASILWR 975.9432 1257.7060 22.6586 5174 2 629.3566 8.03
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1312.6420 AGSLEGLEFDFK 354.0334 1312.6522 25.5934 2393 1 1312.6522 9.46
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 921.5152 VAFETARK 95.3347 921.5366 16.9363 938 2 461.2720 22.3948
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1747.9126 IVPGKYSSLTDHQFR 871.7244 1747.8966 20.1143 2682 2 874.4519 ‐8.8274



NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1740.8452 YSSLTDHQFRAPYR 211.0572 1740.8392 21.1813 1389 2 870.9232 ‐3.1894
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1573.8009 IVPGKYSSLTDHQF 279.7166 1573.8017 22.7376 3347 2 787.4045 0.5453
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 798.4032 LEFDFK 251.5933 798.4028 23.0692 2407 1 798.4028 ‐0.0276
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1294.6314 AGSLEGLEFDFK 299.0337 1294.6334 25.5639 1245 1 1294.6334 3.1768
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1075.5140 33275.6936 13 32.33 None 1723.8187 YSSLTDHQFRAPYR 183.6642 1723.8220 21.3567 955 3 575.2789 1.51
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1338.6688 ELTGGIYFGEPR 2841.8390 1338.6682 28.4343 9679 2 669.8378 ‐0.6954
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 2026.1219 YNIALLPGDGIGPEVISVAK 7466.0210 2026.1174 21.1959 8703 2 1013.5624 ‐1.5203
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1526.8975 ANPLATILSAAMLLK 9177.0760 1526.8979 25.6728 4293 2 763.9526 0.2943
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1390.7940 LSDAILLGAIGGYK 7716.1350 1390.7936 20.6553 4142 2 695.9005 ‐0.4697
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 618.3731 2716.3089 30.6142 2883 3 906.1078 1.34
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1257.6950 ANVLDASILWR 975.9432 1257.7060 22.6586 5174 2 629.3566 8.03
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1312.6420 AGSLEGLEFDFK 354.0334 1312.6522 25.5934 2393 1 1312.6522 9.46
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 921.5152 VAFETARK 95.3347 921.5366 16.9363 938 2 461.2720 22.3948
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1342.7325 RIEDAVVDALNK 1630.5590 1342.7351 26.0396 3571 2 671.8712 1.28
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1747.9126 IVPGKYSSLTDHQFR 871.7244 1747.8966 20.1143 2682 2 874.4519 ‐8.8274
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1740.8452 YSSLTDHQFRAPYR 211.0572 1740.8392 21.1813 1389 2 870.9232 ‐3.1894
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1573.8009 IVPGKYSSLTDHQF 279.7166 1573.8017 22.7376 3347 2 787.4045 0.5453
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 798.4032 LEFDFK 251.5933 798.4028 23.0692 2407 1 798.4028 ‐0.0276
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1294.6314 AGSLEGLEFDFK 299.0337 1294.6334 25.5639 1245 1 1294.6334 3.1768
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1430.2980 42063.3638 25 31.96 None 1723.8187 YSSLTDHQFRAPYR 183.6642 1723.8220 21.3567 955 3 575.2789 1.51
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 2026.1219 YNIALLPGDGIGPEVISVAK 10078.7300 2026.1174 21.1959 8703 2 1013.5624 ‐1.0289
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1526.8975 ANPLATILSAAMLLK 7831.6320 1526.8979 25.6728 4293 2 763.9526 0.6004
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1390.7940 LSDAILLGAIGGYK 8966.6760 1390.7936 20.6553 4142 2 695.9005 ‐0.2140
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1186.6314 IEDAVVDALNK 136.5428 1186.6039 19.8169 13754 2 593.8056 ‐23.4397
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1312.6420 AGSLEGLEFDFK 147.5500 1312.6522 25.5934 2393 1 1312.6522 9.36
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1476.7549 KEVAEGVDMMIVR 141.2912 1476.7714 23.6542 992 2 738.8893 11.84
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 2191.1757 LSDAILLGAIGGYKWDKNEK 178.5862 2191.1605 22.7215 1006 3 731.0584 ‐6.3166
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 798.4032 LEFDFK 104.8121 798.4028 23.0692 2407 1 798.4028 0.3919
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1294.6314 AGSLEGLEFDFK 95.1759 1294.6334 25.5639 1245 1 1294.6334 3.14
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1159.0000 42063.3638 25 31.96 None 1169.6048 IEDAVVDALNK 150.3141 1169.5998 18.3289 6329 2 585.3036 ‐4.5906
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 3374.0110 2197.1059 31.5117 7439 2 1099.0566 ‐0.7968
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1431.6500 2641.3589 41.2903 5047 3 881.1245 1.62
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 1651.8187 DHGINFIGPNPDSIR 551.4208 1651.8234 27.6602 3179 3 551.2793 2.98
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 4503.8290 2372.1114 32.2450 2950 3 791.3753 ‐0.1312
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 933.4676 INAEDPFK 1285.0380 933.4736 23.1001 2307 2 467.2404 4.35
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 438.5903 54677.6432 6 17.64 None 1437.7188 VMGDKATARETMK 427.8031 1437.7326 21.2701 1682 2 719.3700 8.61
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1581.8370 TIEKPVEDPSELPK 63536.9200 1581.8340 21.2540 155886 3 527.9495 ‐1.9819
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 78067.9000 2564.3028 22.9487 93853 3 855.4391 0.4784
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1763.9174 VETLLNLDTKPYSDR 16562.0400 1763.9162 28.1731 82624 3 588.6436 ‐0.6429
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 20037.5900 3000.3933 21.4472 67365 3 1000.8026 ‐1.6876
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1817.8565 HETASIDQFSWGVANR 23628.1000 1817.8554 28.1539 57730 3 606.6233 ‐0.5642
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 545.3293 LSLNV 5645.4400 545.3291 26.6340 51560 1 545.3291 ‐0.5892
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 12158.3200 2676.2710 22.5415 43087 3 892.7619 0.8940
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 15195.7600 2623.3309 19.2995 42918 3 875.1152 1.0939
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 12689.8800 3842.9786 25.6403 36651 3 1281.6644 ‐1.0766
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 899.5673 AILNLSLR 19520.2600 899.5655 18.4440 30304 2 450.2864 ‐2.8533
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 3100.6540 1775.9670 21.9447 10312 2 888.4871 ‐0.8269
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 4563.0810 2467.2283 34.0817 9809 3 823.0810 0.4038
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1007.5044 EEGGFEVIK 8309.5610 1007.5033 23.1497 9167 2 504.2553 ‐1.8104
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1135.5994 EEGGFEVIKK 19783.2400 1135.5982 19.6547 9079 2 568.3027 ‐1.5366
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1460.7281 IWGRDISDAHYK 292.6731 1460.7017 33.8565 794 1 1460.7017 ‐15.9826
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1416.7441 VLALQSDNSTVNR 135.0536 1416.7227 50.7497 760 2 708.8650 ‐15.2533
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1509.7730 SMREEGGFEVIKK 19753.6900 1509.7727 20.2957 15174 3 503.9291 ‐0.3527
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 651.3461 GGNNILV 298.3286 651.3458 19.1734 39237 1 651.3458 ‐0.2475
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 995.5044 VEDPSELPK 505.1310 995.5049 22.4878 11936 2 498.2561 ‐0.2493
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1550.8213 DSEVILYPQAIFR 267.5995 1550.8281 20.0466 10291 2 775.9177 4.45
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 472.2766 TIEK 108.7875 472.2756 21.1472 7489 1 472.2756 ‐2.4134
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 Carbamidomethyl+C(1) 706.3189 CGVGADK 151.5331 706.3154 19.7013 3194 1 706.3154 ‐4.6474
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1480.7894 IEKPVEDPSELPK 280.0027 1480.7836 21.3081 3011 2 740.8954 ‐3.9304
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 670.3770 PSELPK 231.5932 670.3763 22.5823 2512 1 670.3763 ‐0.8827
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 640.3242 WPLGW 115.9004 640.3221 20.6339 2362 1 640.3221 ‐3.2298
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 615.2885 DAHYK 55.1459 615.2902 33.6770 1924 1 615.2902 2.01
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1535.8064 TLLNLDTKPYSDR 626.8443 1535.8073 28.6752 1708 2 768.4073 0.5870
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 943.5571 TLLQQNVK 252.6953 943.5542 24.1054 1433 2 472.2807 ‐3.8993
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 912.4673 TIEKPVED 3187.4050 912.4671 21.2516 1284 1 912.4671 0.5552
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 914.4466 EDPSELPK 4014.7010 914.4477 21.2521 992 1 914.4477 1.21
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 46 56.98 None 1186.6579 IWIGGSGIDLR 161.8554 1186.6538 22.3157 944 2 593.8306 ‐3.8568
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 60260.1300 2564.3028 22.9487 93853 3 855.4391 0.8668
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 35376.5600 3000.3933 21.4472 67365 3 1000.8026 ‐1.1858
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 10839.9700 2676.2710 22.5415 43087 3 892.7619 1.14
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 10482.1500 2623.3309 19.2995 42918 3 875.1152 1.76
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 20168.3400 3842.9786 25.6403 36651 3 1281.6644 ‐0.3557
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 899.5673 AILNLSLR 23111.2400 899.5655 18.4440 30304 2 450.2864 ‐2.7799
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 3159.9110 1775.9670 21.9447 10312 2 888.4871 ‐0.4284
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 1817.8565 HETASIDQFSWGVANR 966.9733 1817.8586 17.5828 7856 3 606.6244 1.50
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 1416.7441 VLALQSDNSTVNR 542.8781 1416.7218 15.7267 10589 2 708.8645 ‐15.6621
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 2692.3981 KVSGEVPWFGIEQEYTLLQQNVK 1141.6430 2692.4153 22.0675 14493 3 898.1433 7.52
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 602.3620 NLSLR 2451.7370 602.3630 18.4283 3288 1 602.3630 2.0388
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 640.3242 WPLGW 142.0651 640.3221 20.6339 2362 1 640.3221 ‐2.7609
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 Carbamidomethyl+C(4) 2168.1169 LVICDTWTPAGEPIPTNKR 354.8595 2168.1092 19.2969 1167 2 1084.5582 ‐2.1154
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 1186.6579 IWIGGSGIDLR 160.4062 1186.6538 22.3157 944 2 593.8306 ‐3.6769
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 46 56.98 None 1274.6276 IDQFSWGVANR 226.0780 1274.6323 17.0552 909 2 637.8198 3.61
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 935.4945 IIGFDNTR 85760.5700 935.4939 22.7332 1765845 2 468.2506 ‐2.2411
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 952.4887 EYPGAFIR 20921.6000 952.4872 24.4578 776260 2 476.7472 ‐3.1084



NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 907.4884 EVDYLLR 40370.4000 907.4871 24.7769 676744 2 454.2472 ‐3.0413
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 1939.9899 FETLSYLPDLSDVELAK 109663.5000 1939.9874 37.4987 181594 2 970.4973 ‐0.9435
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 1080.5837 KEYPGAFIR 212.5479 1080.5870 25.9234 2535 2 540.7971 1.15
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 660.3828 PGAFIR 2686.4340 660.3821 24.4541 148840 1 660.3821 ‐1.3630
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 563.3300 GAFIR 712.4510 563.3296 24.4521 61853 1 563.3296 ‐1.2651
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 652.3049 FDNTR 1699.4000 652.3046 22.7317 19467 1 652.3046 ‐0.8545
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 505.2365 DNTR 1515.6990 505.2356 22.7368 7331 1 505.2356 ‐2.4704
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 715.3661 EVDYLL 3484.6850 715.3669 24.7665 5936 1 715.3669 0.9373
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 952.4887 EYPGAFIR 72.1046 952.4858 26.0919 4175 2 476.7465 ‐4.5683
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 709.3264 GFDNTR 90.9023 709.3239 24.2470 2419 1 709.3239 ‐3.6086
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 822.4104 IGFDNTR 211.9484 822.4105 25.1309 1743 1 822.4105 0.2595
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 1449.7472 SYLPDLSDVELAK 1380.6820 1449.7404 37.4900 986 1 1449.7404 ‐2.7976
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 17254.2700 19680.5519 15 23.56 None 934.4781 EYPGAFIR 193.0300 934.4785 24.4568 54914 2 467.7429 ‐1.1546
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1359.7478 LLSGESGISLIDR 5838.5990 1359.7453 29.2392 10758 2 680.3763 ‐2.0925
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 9460.1520 1263.5993 21.7991 9147 2 632.3033 ‐0.7603
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 Carbamidomethyl+C(15) 2551.1817 GAPIVAEYLGGAVNCDAHHMTDPR 1341.1590 2551.1819 30.5950 7660 4 638.5509 ‐0.5709
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1159.5266 GFSSEGYIDGK 5769.2150 1159.5259 21.3952 4554 2 580.2666 ‐1.0997
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1529.6979 NDDPQTASRPWDK 7022.4730 1529.6971 17.8522 4281 3 510.5705 ‐0.6837
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 Carbamidomethyl+C(2) 1994.0376 YCIVAGKKALESANLGGDK 1918.7980 1994.0355 19.0086 4821 3 665.3500 ‐0.8521
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1915.0243 ALESANLGGDKLNTIDKR 913.6506 1915.0254 22.4661 4094 3 639.0133 0.6699
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1115.5691 SGESGISLIDR 265.0585 1115.5643 27.4920 1179 1 1115.5643 ‐3.1181
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1046.5477 GESGISLIDR 281.0921 1046.5488 27.7355 1025 1 1046.5488 2.1199
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 None 1141.5160 GFSSEGYIDGK 807.1495 1141.5208 22.3156 2490 2 571.2641 3.25
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 900.3946 45129.0609 11 23.68 Carbamidomethyl+C(9) 1245.5892 ADGLGVSSCIER 232.3292 1245.5922 23.6038 1241 1 1245.5922 3.47
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 952.2264 21047.2994 6 24.21 None 1617.8483 VLNFAIDDAILEER 7118.1370 1617.8503 35.5400 6467 2 809.4288 1.46
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 952.2264 21047.2994 6 24.21 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 2880.8680 2242.1643 40.5429 6195 3 748.0596 0.7243
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 952.2264 21047.2994 6 24.21 None 1085.6354 LIFIGPPGSGK 1888.2600 1085.6347 17.9625 4818 2 543.3210 ‐1.1832
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 952.2264 21047.2994 6 24.21 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 443.0620 2224.1426 40.9981 4315 3 742.0524 ‐4.3204
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 565.0764 21047.2994 6 24.21 None 1617.8483 VLNFAIDDAILEER 3986.5030 1617.8503 35.5400 6467 2 809.4288 0.9852
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 565.0764 21047.2994 6 24.21 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 2454.9270 2242.1643 40.5429 6195 3 748.0596 0.2237
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1611.9105 ALLDDPVFRPLVEK 11640.1500 1611.9087 19.6722 56188 3 537.9744 ‐1.0122
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 59727.3000 2280.0553 22.3089 51309 2 1140.5313 ‐0.7685
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 2069.0808 QMGLSDKDIVALSGAHTLGR 19878.2900 2069.0823 17.6731 31526 4 518.0260 0.7294
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1101.6150 EGLLQLVSDK 767.0825 1101.6164 17.9966 3181 2 551.3118 0.7904
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 1947.0850 1635.7326 15.2007 3032 3 545.9157 ‐0.3311
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1858.0168 ELLSGEKEGLLQLVSDK 240.2190 1857.9855 25.3835 15140 2 929.4964 ‐15.9222
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1309.7223 DIVALSGAHTLGR 356.4268 1309.7480 22.7257 1886 2 655.3776 19.5771
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1593.8999 ALLDDPVFRPLVEK 456.2007 1593.9000 21.1443 7484 2 797.4536 0.4782
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7223.7800 27805.3852 9 34.14 None 1083.6045 EGLLQLVSDK 443.7846 1083.6013 18.3246 7374 2 542.3043 ‐3.3601
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 1025.6102 IGGIGTVPVGR 66939.6600 1025.6099 23.3021 139532 2 513.3086 ‐1.6713
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 24421.6300 1451.6721 21.2256 88531 3 484.5622 ‐1.5260
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 975.5510 LPLQDVYK 14814.7500 975.5493 24.4438 70222 2 488.2783 ‐3.1770
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 1026.4891 STNLDWYK 54365.0800 1026.4897 24.0859 68835 2 513.7485 ‐0.8415
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 914.5669 QTVAVGVIK 12193.2500 914.5656 21.1968 46817 2 457.7864 ‐3.0822
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 1007.5520 ARYDEIIK 8641.1680 1007.5510 19.6265 27012 2 504.2791 ‐2.4930
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 3525.7691 NGDAGMVKMTPTKPMVVETFSEYPPLGRFAVR 396.7381 3525.7593 33.2447 813 5 705.9577 ‐2.7716
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 798.4832 IGTVPVGR 1278.0000 798.4825 22.5455 13015 2 399.7449 ‐2.7137
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 685.3992 GTVPVGR 1407.2350 685.3988 23.3009 8143 1 685.3988 ‐0.6589
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 838.4094 NLDWYK 9077.0650 838.4112 24.0816 7048 1 838.4112 2.92
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 635.2784 ARYDE 1252.6020 635.2783 19.6259 4320 1 635.2783 ‐0.5197
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 861.4465 ARYDEII 236.5344 861.4495 20.5525 4153 2 431.2284 1.46
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 685.4607 VAVGVIK 654.0920 685.4610 21.1937 2332 1 685.4610 0.2626
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 506.2358 ARYD 610.2918 506.2351 19.6221 2330 1 506.2351 ‐2.1329
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 786.5084 TVAVGVIK 1438.6000 786.5082 21.1900 2310 1 786.5082 ‐0.1013
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 855.5047 GIGTVPVGR 1160.6770 855.5055 23.3061 2244 1 855.5055 1.36
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 765.4002 IDAPGHR 132.0746 765.3985 21.2249 2019 1 765.3985 ‐2.2115
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 748.3624 ARYDEI 1487.7750 748.3612 19.6283 2005 1 748.3612 ‐1.7226
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 628.3777 TVPVGR 229.4604 628.3787 23.3128 1746 1 628.3787 1.1803
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4549.9290 41716.3073 20 23.66 None 896.5564 QTVAVGVIK 158.0493 896.5542 21.1960 1852 2 448.7807 ‐4.1361
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 1384.7795 AAALNIVPTSTGAAK 165297.7000 1384.7786 24.5747 240824 2 692.8930 ‐1.3057
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 163606.9000 1833.9060 36.4605 93348 2 917.4566 0.6101
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 1254.6113 TFAEEVNAAFR 54840.9200 1254.6106 29.7253 75785 2 627.8089 ‐1.5470
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 798.5084 VLITAPGK 16392.7300 798.5083 18.8880 5595 2 399.7578 ‐1.9628
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDDMVK 2624.4490 2378.0226 37.6390 2605 3 793.3457 ‐0.2848
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 944.5411 IVPTSTGAAK 753.1008 944.5410 22.9927 6193 2 472.7741 ‐1.7331
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 586.3559 ITAPGK 14016.0300 586.3559 18.8822 2712 1 586.3559 ‐0.4065
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 447.2562 TGAAK 193.6842 447.2585 23.5022 2109 1 447.2585 4.20
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 758.0540 1336.6165 36.4671 1572 1 1336.6165 ‐1.2341
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 1041.5575 NIVPTSTGAAK 452.4026 1041.5616 24.5617 1338 1 1041.5616 4.59
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 699.4400 LITAPGK 1685.4830 699.4402 19.6573 1045 1 699.4402 0.1393
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 18578.2500 34560.8260 27 32.18 None 1171.6681 LNIVPTSTGAAK 421.1609 1171.6660 24.5764 868 1 1171.6660 ‐0.6981
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1456.7795 VVDLADIVANNWK 104408.6000 1456.7769 21.2087 110050 2 728.8921 ‐1.5564
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1037.6717 AVALVLPNLK 15485.4600 1037.6697 19.0998 79145 2 519.3385 ‐2.4801
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1780.0215 VPTPNVSVVDLVVQVSK 16211.2600 1780.0212 21.5118 56957 2 890.5142 0.5781
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1786.8184 VIAWYDNEWGYSQR 82236.3000 1786.8180 19.0897 51460 2 893.9127 0.5783
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1908.1164 VPTPNVSVVDLVVQVSKK 5296.6620 1908.1147 20.5996 20864 3 636.7097 ‐0.5784
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 3129.7430 1833.9068 21.1613 12680 2 917.4570 1.38
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1384.7795 AAALNIVPTSTGAAK 12898.9200 1384.7812 16.0944 7282 2 692.8942 1.61
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1254.6113 TFAEEVNAAFR 3183.6990 1254.6116 18.3020 4554 2 627.8094 0.0551
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1768.8501 TFAEEVNAAFRDAAEK 351.4237 1768.8768 21.3571 1261 3 590.2971 15.3499
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 867.5662 ALVLPNLK 2660.1910 867.5663 19.1013 7251 1 867.5663 1.0763
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1340.6845 VDLADIVANNWK 562.0852 1340.6835 21.2546 4845 2 670.8454 ‐0.7254
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 831.4571 VPTSTGAAK 192.1324 831.4600 17.2284 4353 1 831.4600 4.93
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 683.4450 VLPNLK 2609.3260 683.4439 19.1012 3763 1 683.4439 ‐1.0766



NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 796.5291 LVLPNLK 1632.1050 796.5288 19.1016 2412 1 796.5288 0.5119
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 10468.8000 34560.8260 27 32.18 None 1006.4952 AEEVNAAFR 167.9832 1006.4977 18.0394 776 2 503.7525 1.04
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1434.7587 AASFNIIPSSTGAAK 42373.7400 1434.7569 17.2406 175644 2 717.8821 ‐1.1178
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1676.9734 TLLFGEKPVTVFGIR 24441.5900 1676.9719 20.4557 91392 3 559.6621 ‐0.7992
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1761.7867 LVSWYDNEWGYSSR 55405.2700 1761.7865 18.9644 90290 2 881.3969 0.6076
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 29363.0400 2741.2724 24.4012 52863 2 1371.1399 2.24
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 2033.0736 FGIVEGLMTTVHSITATQK 6887.8780 2033.0729 23.0938 45969 3 678.3625 0.1291
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1140.6445 VVDLIVHMSK 33621.8600 1140.6441 16.6283 27861 2 570.8257 ‐0.7314
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1498.8475 VPTVDVSVVDLTVR 20259.0600 1498.8465 19.5142 20096 2 749.9269 ‐0.4188
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 4873.4030 2923.3629 22.1486 15623 3 975.1258 1.56
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 2172.0091 GILGYTEDDVVSTDFVGDNR 2179.2750 2172.0040 19.4909 14141 2 1086.5056 ‐0.9265
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1049.5336 FGIVEGLMTT 476.8203 1049.5298 20.0909 11309 1 1049.5298 ‐2.2582
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 692.4090 TVFGIR 49.9610 692.4056 17.4634 7199 1 692.4056 ‐4.3052
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1599.8047 EGLMTTVHSITATQK 183.1994 1599.8061 18.0399 4653 3 533.9402 0.9412
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1349.7576 FGEKPVTVFGIR 2617.7260 1349.7579 20.4563 2772 2 675.3826 0.2560
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 603.3137 FGIVEG 54.4838 603.3161 18.2695 2564 1 603.3161 4.06
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 714.3967 IVHMSK 2945.9010 714.3975 16.6321 1923 1 714.3975 1.68
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 649.3344 LVSWY 153.2545 649.3348 19.2804 1862 1 649.3348 1.1635
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1188.6259 FNIIPSSTGAAK 381.7119 1188.6258 17.7400 1842 2 594.8165 ‐0.3665
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 827.4808 LIVHMSK 318.2211 827.4799 16.6415 964 1 827.4799 ‐0.1262
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1202.6892 GEKPVTVFGIR 319.7640 1202.6909 20.4652 953 2 601.8491 1.24
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1276.5229 YDNEWGYSSR 1543.9340 1276.5214 18.9687 802 1 1276.5214 0.7076
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 10900.4400 33905.9091 21 50.65 None 1743.7762 LVSWYDNEWGYSSR 255.3495 1743.7808 18.5607 2028 3 581.9318 2.37
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 1099.6358 VSAVDLSLAPK 7301.6810 1099.6362 26.1672 13922 2 550.3217 ‐0.1767
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 5842.8370 1797.8368 23.7080 13189 3 599.9504 1.69
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 1020.5513 YVISGWAPK 4730.3280 1020.5510 16.9548 10474 2 510.7791 ‐0.9510
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 3166.3890 2648.3209 36.9617 8641 4 662.8357 1.62
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 916.5350 ALLTLEEK 7540.0510 916.5356 24.6325 5996 2 458.7714 ‐0.1798
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 1185.5647 SHDGPFIAGER 7210.6450 1185.5621 18.1503 821 3 395.8589 ‐2.5822
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 545.3042 IAGER 192.8208 545.3041 17.4696 3949 1 545.3041 ‐0.3243
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 Carbamidomethyl+C(3) 966.4098 GDCPFSQR 359.4380 966.4090 21.2646 1319 1 966.4090 ‐0.0367
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 346.4796 1655.7667 23.7082 838 2 828.3870 4.02
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 2355.7050 23568.8964 19 48.11 None 1002.5407 YVISGWAPK 324.3099 1002.5417 18.2304 794 1 1002.5417 1.43
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 1099.6358 VSAVDLSLAPK 10049.3600 1099.6362 26.1672 13922 2 550.3217 ‐0.8664
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 7396.2590 1797.8368 23.7080 13189 3 599.9504 1.36
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 1643.3780 2648.3209 36.9617 8641 4 662.8357 1.1119
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 916.5350 ALLTLEEK 9198.2160 916.5356 24.6325 5996 2 458.7714 ‐0.9721
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 1944.9061 SWSVPESFPHVHNYMK 191.1107 1944.9208 30.9157 2639 2 972.9640 7.53
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 2982.4740 2984.5576 39.5356 6001 4 746.8949 2.1018
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 4003.9440 1556.6964 23.7094 1589 2 778.8518 3.0184
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 None 1000.5673 SAVDLSLAPK 2676.5600 1000.5678 26.1434 1398 1 1000.5678 1.1102
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 1662.0940 23568.8964 19 48.11 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 373.8752 1655.7667 23.7082 838 2 828.3870 4.1721
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10570.5200 1347.6083 29.4250 24625 2 674.3078 0.5644
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1945.0212 DPNATVIMLATGTGIAPFR 7558.0120 1945.0174 21.9389 17713 3 649.0106 ‐1.7981
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 4985.4300 2757.2753 32.0543 16557 4 690.0743 0.5593
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1387.7064 EGQSVGVIADGIDK 19574.0800 1387.7051 23.8256 15059 2 694.3562 ‐1.0867
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 823.4308 VDYAISR 12916.0900 823.4300 17.5485 6462 2 412.2186 ‐1.9805
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1366.6849 LVYTNDQGETVK 5805.4880 1366.6842 18.2972 4886 2 683.8457 ‐0.7221
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 1891.4260 2486.1873 41.8658 2269 2 1243.5973 ‐0.0775
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1473.7431 AQITTETDTPTPAK 825.2363 1473.7405 27.6085 911 3 491.9183 ‐1.9748
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1265.6161 KAEQWNVEVY 2662.4110 1265.6192 26.7399 15180 2 633.3132 2.1002
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1362.6915 SFLWKMFFEK 2945.6990 1362.6928 22.2666 3548 2 681.8501 0.7641
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 1769.8217 WHMVFSHQGEIPYR 350.8081 1769.8183 32.6498 3834 2 885.4128 ‐1.5640
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 872.4108 NDQGETVK 3355.2760 872.4118 18.2779 1465 2 436.7095 0.1711
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3073.7950 39575.2615 25 45.71 None 985.4738 KAEQWNVE 231.6974 985.4729 26.7434 988 1 985.4729 0.0378
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 19310.3600 1347.6083 29.4250 24625 2 674.3078 0.0136
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 7216.0600 2757.2753 32.0543 16557 4 690.0743 0.4235
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 2239.2300 2486.1873 41.8658 2269 2 1243.5973 0.0097
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 1366.6849 LVYTNDQGETVK 1563.0450 1366.6876 18.3849 2062 2 683.8474 1.22
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 1473.7431 AQITTETDTPTPAK 232.0072 1473.7405 27.6085 911 3 491.9183 ‐2.2552
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 Carbamidomethyl+C(9) 1475.7022 KDNTFVYMCGLK 1354.2540 1475.7281 31.0097 4418 2 738.3677 17.0067
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 1265.6161 KAEQWNVEVY 8241.4860 1265.6192 26.7399 15180 2 633.3132 1.35
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 342.0935 1792.8154 30.5769 1902 2 896.9114 4.97
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 1769.8217 WHMVFSHQGEIPYR 435.9383 1769.8183 32.6498 3834 2 885.4128 ‐1.8782
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2136.8710 39575.2615 25 45.71 None 985.4738 KAEQWNVE 593.2437 985.4729 26.7434 988 1 985.4729 ‐0.2762
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1119.5827 SAVLMNLESR 10670.8300 1119.5839 25.4132 7348 2 560.2956 ‐0.1047
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1625.8567 MVLAASGVEHEELLK 1778.6280 1625.8577 27.0634 5730 3 542.6241 0.2345
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1068.8260 1986.0927 31.6432 3606 2 993.5500 1.14
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 910.4516 QILTYGES 338.7456 910.4476 25.9545 3362 1 910.4476 ‐4.0132
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1462.7132 EIEAIGGNTSASASR 185.7587 1462.7290 27.6984 871 2 731.8682 10.22
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1866.9266 MIAAEDIGRQILTYGES 791.8334 1866.9137 39.4224 242720 2 933.9605 ‐6.6866
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 Oxidation+M(10) 2100.9906 LNGELLEEFMTENFTAAR 277.1449 2100.9881 26.0202 11813 3 701.0009 ‐1.4169
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1282.6638 AASGVEHEELLK 550.6633 1282.6619 27.0858 2268 2 641.8346 ‐2.3218
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 767.3570 EIEAIGGN 154.1479 767.3546 26.6504 1992 1 767.3546 ‐3.1207
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 862.4451 LMNLESR 366.8515 862.4488 25.3638 1863 1 862.4488 4.98
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 749.3610 MNLESR 2310.1290 749.3638 25.4104 1412 1 749.3638 3.86
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 892.4411 QILTYGES 211.3873 892.4428 26.8537 2100 1 892.4428 2.25
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1607.8462 MVLAASGVEHEELLK 447.4065 1607.8475 28.8462 1400 3 536.6207 0.4585
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 352.9751 48786.4580 14 11.53 None 1848.9160 MIAAEDIGRQILTYGES 272.5599 1848.9118 31.1994 975 3 616.9754 ‐2.5988
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 Carbamidomethyl+C(4) 1275.6038 ITACLDPDGWK 2952.3210 1275.6057 27.2435 6042 2 638.3065 1.1371
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 Carbamidomethyl+C(8) 1497.7553 GPTPEPLCQVMLR 1229.1250 1497.7574 29.7714 4586 2 749.3823 1.54
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 1951.9549 YDIGAGFGHFGIAVDDVAK 875.0716 1951.9253 24.1956 3038 3 651.3133 ‐14.9773



NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 1667.8527 SVFVDNIDFLKELE 415.4670 1667.8567 39.7740 2404 2 834.4320 2.26
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 1939.9695 AFGMELLRTRDNPEYK 2044.9050 1939.9680 35.4270 4385 2 970.4876 ‐0.1772
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 2621.3610 YDIGAGFGHFGIAVDDVAKTVELVK 1891.4330 2621.3564 22.4433 1532 2 1311.1818 ‐0.2429
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 2312.1769 GNAYAQIAIGTDDVYKTAEAIK 1093.3430 2312.1869 20.7413 777 3 771.4005 4.10
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 270.5995 29593.8742 8 9.16 None 1505.7846 IGTDDVYKTAEAIK 958.7196 1505.7794 20.7853 1056 2 753.3933 ‐3.4917
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 1197.5634 EIDEHLLAEE 20659.2900 1197.5613 24.8608 24406 2 599.2843 ‐2.1556
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 1821.9282 LGGPGSIVHWHLEYEK 1219.3260 1821.9277 24.4197 4135 2 911.4675 0.1360
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 Carbamidomethyl+C(9) 3513.6029 ASPGNIQGCDLHEGDWGQVGSIVFWNYVHDR 1005.7460 3513.6396 19.4233 3146 4 879.1653 10.32
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 2698.3465 ATGAQSALSSSGITYMANGEAKVAKER 3257.9290 2698.3591 22.7096 8812 3 900.1246 5.38
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 Carbamidomethyl+C(4) 2831.3550 DVICTKATGAQSALSSSGITYMANGEAK 599.3593 2831.3345 23.6802 941 3 944.4497 ‐6.4620
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 921.4676 EIDEHLLA 182.2065 921.4644 23.4227 13887 2 461.2358 ‐4.3627
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 955.4367 DEHLLAEE 5485.6970 955.4382 24.8676 1208 1 955.4382 2.49
NP_001077807.1 MLP like protein 28 Arabidopsis thaliana 1483.5480 32505.8612 8 31.25 None 2680.3359 ATGAQSALSSSGITYMANGEAKVAKER 313.7441 2680.3340 21.7653 908 4 670.8389 ‐1.2366
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3474.6580 16163.0733 16 49.01 None 2099.9954 IVMELYADTTPETAENFR 17656.1400 2099.9933 31.3928 26641 2 1050.5003 ‐0.2259
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3474.6580 16163.0733 16 49.01 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 7590.1600 1474.7584 22.4467 21663 2 737.8829 0.8832
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3474.6580 16163.0733 16 49.01 None 1116.5394 VYFDMTVGGK 5445.9230 1116.5407 17.2344 9728 2 558.7740 0.6214
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3474.6580 16163.0733 16 49.01 Carbamidomethyl+C(24) 2823.3189 HTGPGILSMANAGANTNGSQFFICTEK 1708.9450 2823.3212 19.2602 3169 3 941.7786 1.66
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3474.6580 16163.0733 16 49.01 None 1017.4710 YFDMTVGGK 1239.3800 1017.4719 17.2355 763 1 1017.4719 1.46
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 None 2099.9954 IVMELYADTTPETAENFR 7303.0780 2099.9933 31.3928 26641 2 1050.5003 ‐0.3551
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 7239.7200 1474.7584 22.4467 21663 2 737.8829 0.4037
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 None 2137.1764 HVVFGQVVEGLNVVRDIEK 718.8282 2137.1404 31.2057 3001 3 713.0517 ‐17.0096
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 None 1168.6361 FKDENFIKK 1437.7950 1168.6357 18.0925 6677 3 390.2167 ‐0.9173
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 None 1487.7311 VYFDMTVGGKSAGR 578.7762 1487.7306 21.6779 1856 2 744.3690 ‐0.8535
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1632.2470 16163.0733 16 49.01 None 963.4530 PETAENFR 699.0900 963.4510 33.8967 1180 1 963.4510 ‐1.6187
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 947.7692 16163.0733 16 49.01 None 1116.5394 VYFDMTVGGK 7507.3440 1116.5407 17.2344 9728 2 558.7740 0.7753
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 947.7692 16163.0733 16 49.01 None 1651.9279 HVVFGQVVEGLNVVR 2173.2810 1651.9295 18.9043 8327 3 551.3147 1.1200
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 947.7692 16163.0733 16 49.01 Carbamidomethyl+C(24) 2823.3189 HTGPGILSMANAGANTNGSQFFICTEK 1312.6110 2823.3212 19.2602 3169 3 941.7786 2.0223
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 947.7692 16163.0733 16 49.01 Carbamidomethyl+C(8) 1330.6096 NGSQFFICTEK 201.9561 1330.6147 19.8573 3635 2 665.8110 3.74
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 947.7692 16163.0733 16 49.01 None 1017.4710 YFDMTVGGK 2132.2190 1017.4719 17.2355 763 1 1017.4719 2.1757
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1618.8660 VASPQQAQEVHVAVR 22905.7100 1618.8716 19.7716 32693 3 540.2954 3.0655
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1303.6641 IDISGQNSWVGK 46848.2000 1303.6655 25.0084 19625 2 652.3364 0.1832
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1435.7427 GGAFTGEISVEQLK 2885.6480 1435.7432 28.4818 14649 2 718.3752 ‐0.3150
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1649.8493 IIYGGSVNGGNSAELAK 572.1867 1649.8501 22.4042 3444 2 825.4287 0.2946
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 931.4843 LEEREAGK 195.0178 931.4914 24.2201 3661 2 466.2493 5.71
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1475.7853 AATSLTAPPSFSGLR 228.0902 1475.7783 29.2583 2574 2 738.3928 ‐5.2707
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1672.8190 LDAAAVSSHQSFFHR 165.7033 1672.8421 31.9816 1338 2 836.9247 13.6257
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1606.8258 MAATSLTAPPSFSGLR 379.1652 1606.8594 26.6385 1278 3 536.2913 20.5566
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 Carbamidomethyl+C(13) 2141.0696 LEEREAGKTFDVCFAQLK 307.4044 2141.0875 34.6569 9914 3 714.3673 8.1773
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 665.7773 2349.2170 37.5749 1654 3 783.7439 2.0825
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 786.4145 IIYGGSVN 182.8655 786.4145 22.4370 3131 1 786.4145 0.1599
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3168.0530 32477.6350 12 40.85 None 1361.7284 PQQAQEVHVAVR 18472.5800 1361.7273 19.7958 853 2 681.3673 ‐1.5741
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 1514.8213 LAGVLDVYEAHLSK 43504.1400 1514.8200 18.0740 53210 3 505.6115 ‐1.0129
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 6095.2400 2349.2048 21.4544 31747 2 1175.1060 ‐2.1691
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 886.5608 ALVTLIEK 16274.9000 886.5606 26.4439 19155 2 443.7839 ‐1.1238
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 1102.5680 VYGPHFASPK 13596.6900 1102.5687 19.7695 13170 2 551.7880 0.0836
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 1042.6619 RALVTLIEK 3693.9460 1042.6634 24.1304 6539 2 521.8353 0.7438
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 702.4396 VTLIEK 3301.2990 702.4418 26.4372 4985 1 702.4418 3.73
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 1401.7373 AGVLDVYEAHLSK 6782.4260 1401.7400 18.0751 3710 2 701.3737 1.76
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 6080.2370 18678.6004 14 33.13 None 1084.5574 VYGPHFASPK 118.2504 1084.5538 20.2676 1219 1 1084.5538 ‐2.1664
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 886.5608 ALVTLIEK 19700.4100 886.5606 26.4439 19155 2 443.7839 ‐1.9329
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 1102.5680 VYGPHFASPK 17048.0600 1102.5690 19.7968 11906 2 551.7881 ‐0.3975
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 1042.6619 RALVTLIEK 6552.2040 1042.6634 24.1304 6539 2 521.8353 0.0222
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 1003.4996 YGPHFASPK 6836.4170 1003.4993 19.7923 7266 2 502.2533 ‐1.7568
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 702.4396 VTLIEK 4617.5830 702.4418 26.4372 4985 1 702.4418 3.0043
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1976.4090 18678.6004 14 33.13 None 815.5237 LVTLIEK 1193.8460 815.5274 26.4397 827 1 815.5274 4.78
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1929.9117 GDTPSEFVLGYPDEYIK 3192.8540 1929.9100 34.0557 16392 2 965.4587 ‐0.2790
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1432.7795 ILVGQGNDGVSFVK 6136.1770 1432.7780 17.1902 11395 2 716.8926 ‐1.1249
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1063.5531 VYVGQDLNR 2547.5430 1063.5530 19.1200 6516 2 532.2801 ‐0.7251
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 2897.3437 TLLGAEEFVLEDGEYLMNIDGYYDK 2202.3320 2897.3455 44.8865 5586 3 966.4534 1.85
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 Carbamidomethyl+C(11) 1791.9714 IFGVEEPIIVCLQFK 1820.7890 1791.9738 23.4257 4523 3 597.9961 1.42
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 2312.2133 SVEATYQKPNIFSNTAITSLK 2599.4050 2312.2008 18.4190 12136 3 771.4051 ‐4.9844
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1786.8745 ITYLEVEYEKDGEAK 1001.8740 1786.8778 24.4217 7244 3 596.2974 1.26
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 2318.1412 KLPAIGGNEGVTWDDGVYDGVR 604.0727 2318.1460 30.2491 5579 3 773.3869 2.07
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1365.7121 GKDLVPGDDHGKK 1404.4320 1365.7121 18.5526 5008 2 683.3597 ‐0.1898
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 Carbamidomethyl+C(2) 777.3964 VCLQFK 119.4001 777.3974 20.4918 2853 1 777.3974 1.19
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1107.5429 GQGNDGVSFVK 397.3480 1107.5426 17.4534 2502 2 554.2750 ‐0.8229
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1890.8617 IGGNEGVTWDDGVYDGVR 669.0760 1890.8558 29.9107 2378 2 945.9315 ‐2.6225
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 736.2117 47402.1866 21 30.14 None 1046.5265 VYVGQDLNR 268.4323 1046.5249 20.1321 3914 1 1046.5249 ‐0.4730
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 1929.9117 GDTPSEFVLGYPDEYIK 3047.8050 1929.9100 34.0557 16392 2 965.4587 ‐0.5035
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 1254.5637 VWDDGSYDGIK 6501.1850 1254.5657 23.7836 8306 2 627.7865 0.5915
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 1063.5531 VYVGQDLNR 2755.4430 1063.5530 19.1200 6516 2 532.2801 ‐1.4350
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 2897.3437 TLLGAEEFVLEDGEYLMNIDGYYDK 2974.2950 2897.3455 44.8865 5586 3 966.4534 0.7601
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 Carbamidomethyl+C(4) 2325.0089 LALCGGEGGQEWDDDVYEGVR 902.2385 2325.0064 30.0937 4127 2 1163.0068 0.0265
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 1786.8745 ITYLEVEYEKDGEAK 803.9380 1786.8778 24.4217 7244 3 596.2974 1.25
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 1119.5469 TSFFGYNVGK 188.6722 1119.5578 33.0913 2664 1 1119.5578 10.88
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 596.6703 47402.1866 21 30.14 None 927.4458 YPDEYIK 2240.7600 927.4462 35.1772 4534 1 927.4462 0.8449
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1345.6780 AIMQAAQEVAEGK 2581.1210 1345.6817 25.1749 7954 2 673.3445 1.53
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1249.6171 SLQNFEIGGER 794.0121 1249.6242 29.2292 2404 2 625.3157 4.01
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2463.2150 THTQDATPLTLGQEFGGYATQVK 598.6651 2463.2188 31.6119 1236 3 821.7444 1.23
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 841.4600 MPEPIVR 5258.3820 841.4621 20.7161 826 2 421.2347 0.6743
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2546.2158 SYSTSFREERDTFGPIQVPSDK 548.7977 2546.2322 36.2182 12481 2 1273.6197 7.66
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 926.4764 MSIYVASR 2152.1970 926.4653 23.2651 10953 2 463.7363 ‐13.5686
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1303.6529 DTFGPIQVPSDK 315.7053 1303.6452 27.9931 2836 2 652.3262 ‐6.7319
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1534.7608 SLQNFEIGGERER 304.2233 1534.7678 36.1975 1848 1 1534.7678 6.34



NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 Carbamidomethyl+C(13) 1680.8374 LIADASASFEKNCVR 169.3421 1680.8280 31.8120 2892 2 840.9176 ‐5.7342
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1741.9782 ERMPEPIVRAFGVLK 409.0480 1741.9666 23.8452 2763 3 581.3270 ‐6.9958
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 545.2930 VPSDK 305.9417 545.2936 28.0030 2938 1 545.2936 0.5091
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 697.3338 AIMQAAQ 186.8711 697.3319 23.0125 1343 1 697.3319 ‐2.8992
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2529.1892 SYSTSFREERDTFGPIQVPSDK 176.5041 2529.1835 34.8747 2072 3 843.7327 ‐2.2799
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 None 1160.6270 AGALGDSVTITR 4307.3340 1160.6259 22.2532 24291 2 580.8166 ‐1.4463
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 None 1033.5598 IMEIASLEK 10150.4300 1033.5593 26.2256 13609 2 517.2833 ‐1.1877
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 Carbamidomethyl+C(8) 1667.7945 GVSFTIDCSKPVDDK 4505.7060 1667.7953 23.8331 8266 3 556.6033 0.3995
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 None 1558.6180 YFNIAENEGEEED 4020.0200 1558.6177 25.7617 7002 2 779.8125 ‐0.1340
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 None 1166.6052 ITVTADGQFSK 526.8030 1166.5805 18.9486 1176 1 1166.5805 ‐19.7880
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 None 738.3457 YFNIAE 70.7262 738.3483 27.1691 2389 1 738.3483 3.55
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2166.7940 14075.1760 7 48.39 Carbamidomethyl+C(6) 1511.7047 SFTIDCSKPVDDK 361.8216 1511.7086 23.8223 885 2 756.3579 2.76
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1915.9350 30675.0078 7 27.87 None 1045.5888 VGSSEAALLAK 2991.4040 1045.5880 21.0485 21660 2 523.2976 ‐1.3955
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1915.9350 30675.0078 7 27.87 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLNIPTK 9038.1810 3550.8993 24.1276 14188 3 1184.3046 ‐3.2899
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1915.9350 30675.0078 7 27.87 None 1411.8407 GTVEIITPVELIK 14684.2300 1411.8402 35.3116 11608 2 706.4238 ‐0.4453
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1915.9350 30675.0078 7 27.87 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 853.4018 1858.9664 23.4247 986 2 929.9868 0.8205
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1035.4090 30675.0078 7 27.87 None 1045.5888 VGSSEAALLAK 3641.1460 1045.5880 21.0485 21660 2 523.2976 ‐2.1154
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1035.4090 30675.0078 7 27.87 None 1411.8407 GTVEIITPVELIK 17550.3000 1411.8402 35.3116 11608 2 706.4238 ‐0.9600
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1035.4090 30675.0078 7 27.87 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1316.1730 1858.9562 28.2721 7270 3 620.3236 ‐5.4591
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1555.7131 MFVLDEADEMLSR 5881.4820 1555.7138 36.0553 17962 2 778.3606 0.5336
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1401.7332 GLDVIQQAQSGTGK 30143.5000 1401.7345 22.9139 14774 2 701.3709 0.7523
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1827.9388 GIYAYGFEKPSAIQQR 2754.7550 1827.9412 25.8291 12939 3 609.9852 1.33
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 2059.0892 IQVGVFSATMPPEALEITR 2030.2730 2059.0834 21.2016 11478 2 1030.0454 ‐2.0783
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1920.9953 FYNVVVEELPSNVADLL 4335.2400 1920.9955 24.2454 9448 2 961.0014 0.6442
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1114.6830 VLITTDLLAR 10326.4300 1114.6806 18.9179 9351 2 557.8440 ‐2.6959
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1017.5463 DELTLEGIK 5417.8180 1017.5456 26.1929 4000 2 509.2764 ‐1.3625
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 894.4754 MLFDIQK 3478.8790 894.4752 17.6536 3310 2 447.7412 ‐1.0228
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1491.7550 GVAINFVTRDDER 2143.3880 1491.7528 24.4745 2745 2 746.3800 ‐1.5387
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1173.6474 RDELTLEGIK 1169.6860 1173.6454 20.8054 1463 2 587.3263 ‐2.1881
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 935.5197 ALGDYLGVK 1462.7140 935.5130 26.1917 8200 2 468.2601 ‐7.9608
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 902.5306 ITTDLLAR 231.1955 902.5338 18.4101 3087 2 451.7706 2.09
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 751.3985 GDYLGVK 125.0477 751.4003 26.2113 2554 1 751.4003 2.19
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 650.3508 FDIQK 1187.1690 650.3517 17.6917 2114 1 650.3517 1.95
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2198.8080 46042.8078 34 31.84 None 1383.7227 GLDVIQQAQSGTGK 427.6347 1383.7248 22.5405 1592 2 692.3660 1.43
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1555.7131 MFVLDEADEMLSR 3627.8980 1555.7138 36.0553 17962 2 778.3606 0.0994
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1401.7332 GLDVIQQAQSGTGK 28057.3600 1401.7345 22.9139 14774 2 701.3709 0.2319
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1827.9388 GIYAYGFEKPSAIQQR 5066.5510 1827.9412 25.8291 12939 3 609.9852 0.9914
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1491.7550 GVAINFVTRDDER 1944.6760 1491.7528 24.4745 2745 2 746.3800 ‐2.0087
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 935.5197 ALGDYLGVK 738.1675 935.5130 26.1917 8200 2 468.2601 ‐8.7424
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 958.5204 ELAQQIEK 43.4847 958.5408 28.9463 4354 2 479.7740 19.7722
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1553.7853 DIIMREFRSGSSR 482.7905 1553.7925 25.8769 2390 2 777.3999 4.69
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1017.5323 IQQAQSGTGK 211.9843 1017.5298 22.7397 3233 2 509.2685 ‐3.9356
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 751.3985 GDYLGVK 110.4469 751.4003 26.2113 2554 1 751.4003 2.25
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 925.4486 EFRSGSSR 163.2522 925.4488 25.4054 1112 1 925.4488 0.6042
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 940.5098 ELAQQIEK 97.9845 940.5131 29.3131 2908 2 470.7602 1.92
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1473.7445 GVAINFVTRDDER 220.4931 1473.7398 23.1178 1867 2 737.3736 ‐3.6764
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1376.3750 46042.8078 34 31.84 None 1383.7227 GLDVIQQAQSGTGK 621.8135 1383.7248 22.5405 1592 2 692.3660 0.8238
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 2059.0892 IQVGVFSATMPPEALEITR 2436.1480 2059.0834 21.2016 11478 2 1030.0454 ‐1.5748
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 1920.9953 FYNVVVEELPSNVADLL 4586.5900 1920.9955 24.2454 9448 2 961.0014 1.0965
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 1114.6830 VLITTDLLAR 7266.8750 1114.6806 18.9179 9351 2 557.8440 ‐2.5426
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 1017.5463 DELTLEGIK 346.4306 1017.5268 23.7343 10346 1 1017.5268 ‐17.8109
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 1598.7849 QFYVNVEKEEWK 197.4570 1598.7994 22.8210 2548 2 799.9033 9.15
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 503.5197 46042.8078 34 31.84 None 871.4407 DELTLEGI 64.7729 871.4365 21.9707 3622 1 871.4365 ‐3.7869
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 2052.0495 VTIVQSSTVYNDTPATIDK 748.8928 2052.0517 26.2733 7341 2 1026.5295 1.03
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 2193.0605 DMSTVQNATPFNGVAPSTTVR 7099.2130 2193.0662 27.9626 6569 2 1097.0367 3.54
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 6127.9220 2164.0376 32.1717 6357 2 1082.5224 0.6071
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 4805.2620 1481.6986 24.3316 6277 2 741.3529 2.90
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 2010.2860 1189.5820 25.2129 4283 2 595.2946 2.0160
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 1245.6586 PFNGVAPSTTVR 418.7138 1245.6586 28.5254 2914 2 623.3329 ‐1.0214
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 429.5802 52288.9193 5 13.50 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 3933.2080 2485.2876 43.2909 6708 3 829.1007 3.43
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 429.5802 52288.9193 5 13.50 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 4293.0970 2711.3913 43.0495 3101 3 904.4686 1.0431
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 429.5802 52288.9193 5 13.50 None 1503.7802 DKEVISTWGVQNK 173.5769 1503.8066 29.7153 783 3 501.9404 17.1547
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 429.5802 52288.9193 5 13.50 None 1741.8656 TNQLKWSFSGAFEAR 1121.1430 1741.8680 29.7913 3530 2 871.4376 1.62
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 429.5802 52288.9193 5 13.50 None 1821.9229 AEATDVANAVLDGSDAILL 718.7332 1821.9223 42.9105 8736 2 911.4648 ‐0.2142
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2522.6400 16743.9467 7 28.38 None 1434.7111 LTPDYDALDVANK 21578.1000 1434.7128 26.2780 32379 2 717.8600 1.0770
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2522.6400 16743.9467 7 28.38 None 1140.5605 YPLTTESAMK 9283.5490 1140.5611 21.1308 18893 2 570.7842 ‐0.0152
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2522.6400 16743.9467 7 28.38 None 1416.7005 LTPDYDALDVANK 338.1712 1416.7041 25.6079 1144 1 1416.7041 4.54
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2569.1420 16743.9467 7 28.38 None 1434.7111 LTPDYDALDVANK 19608.0700 1434.7128 26.2780 32379 2 717.8600 0.5751
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2569.1420 16743.9467 7 28.38 None 1140.5605 YPLTTESAMK 11405.6900 1140.5611 21.1308 18893 2 570.7842 ‐0.6820
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2569.1420 16743.9467 7 28.38 None 1029.5728 LDHYQILK 623.9973 1029.5767 23.4363 4866 2 515.2920 2.07
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2569.1420 16743.9467 7 28.38 None 1213.6899 VNTLIRPDGTK 570.8321 1213.6793 22.3923 4329 2 607.3433 ‐9.8000
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 None 1645.8003 EGLPAFPMGNIDQTR 9287.2590 1645.8021 31.8638 17567 2 823.4047 1.30
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 4541.6880 1350.6703 24.1897 9306 2 675.8388 1.44
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 None 1398.7264 VSLAGYEEYIVR 6148.4630 1398.7278 31.4158 9056 2 699.8675 0.8359
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 None 1520.6574 YTENGMSEDLAYK 4966.5990 1520.6586 22.5229 7183 2 760.8329 0.7909
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 3601.0770 1544.6838 24.4765 4242 2 772.8455 0.4067
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 Carbamidomethyl+C(14) 2123.9948 MAAATSSIAPSLSCPSPSSSSK 500.9930 2123.9759 20.1469 4858 3 708.6635 ‐8.6019
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 None 1655.8639 EKVSLAGYEEYIVR 1759.1070 1655.8495 22.9020 4776 2 828.4284 ‐8.5370
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 8 11.51 None 1299.6579 SLAGYEEYIVR 554.8190 1299.6583 22.2991 856 2 650.3328 ‐0.0347
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 1723.7710 2225.0830 40.5582 7591 2 1113.0451 ‐0.4605
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1969.0171 MGLDDKDIVALSGAHTLGR 3221.1350 1969.0201 29.1841 7080 3 657.0116 1.11
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1796.8602 EGPGAPGGQSWTPEWLK 3826.9340 1796.8609 32.3128 6478 2 898.9341 0.4422
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1669.8796 LSNLGAEFNPPEGIVI 2143.7950 1669.8803 37.6508 5820 2 835.4438 0.2849
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1175.5368 YAADQDAFFK 3358.4650 1175.5388 25.1089 3616 2 588.2731 0.6409



NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1027.5055 SFNSTTAATK 165.8806 1027.5078 25.4740 1565 2 514.2575 0.8263
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK 1098.0020 2381.1879 37.9311 1341 3 794.4008 0.2426
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1428.7594 LPDAGPPSPATHLR 106.9143 1428.7527 28.6257 1242 2 714.8800 ‐5.3376
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1439.7165 LSNLGAEFNPPEGI 449.9868 1439.7161 37.7526 1560 2 720.3617 ‐0.9105
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 686.8838 40393.2397 10 22.37 None 1009.4949 SFNSTTAATK 141.7919 1009.4975 23.4136 1485 2 505.2524 1.1535
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 15265.3500 1237.6261 23.4835 23189 2 619.3167 0.8334
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 41712.6300 1960.9574 37.9138 22207 2 980.9823 2.93
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 1025.5197 HSLPDGLMR 6786.4180 1025.5207 21.2528 22095 2 513.2640 0.3361
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 1137.5575 TEFGPSQPFK 11398.4200 1137.5583 23.4077 17905 2 569.2828 0.2072
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 1879.1590 2499.2928 23.6277 17859 2 1250.1500 ‐0.6429
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 31449.4400 1757.7608 31.7199 15854 2 879.3840 1.43
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 1545.2220 2887.4468 36.8892 15050 3 963.1538 0.6523
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 2594.3283 LYQMQQNGTLLFPAINVNDSVTK 2921.3080 2594.3250 20.9049 13984 3 865.4465 ‐0.6718
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 1319.7053 LVGVSEETTTGVK 2842.8650 1319.7078 20.6864 13427 2 660.3575 1.47
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 994.4993 DSAAVFAWK 2946.7850 994.4985 27.9996 12974 2 497.7529 ‐1.4434
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 1026.4309 DMSQADFGR 16404.1900 1026.4304 19.0574 10336 2 513.7188 ‐1.1586
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(2)
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 865.4302 AEEIFEK 1151.6710 865.4509 21.9601 1117 1 865.4509 24.5168
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 4695.7910 1259.5827 20.2925 6433 2 630.2950 ‐1.1678
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(14) 2124.0828 ATDVMIAGKVAVICGYGDVGK 595.2239 2124.0747 25.5955 1876 2 1062.5410 ‐3.0001
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 1206.6212 VGVSEETTTGVK 294.2725 1206.6272 19.7877 3998 2 603.8172 4.49
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 243.9454 1044.4585 20.6405 2691 2 522.7329 0.9637
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 760.3988 GPSQPFK 1702.1230 760.3991 23.4194 1267 1 760.3991 0.7329
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(2) 968.4506 ICGYGDVGK 859.5080 968.4510 23.4869 1112 1 968.4510 1.43
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 None 780.3635 SQADFGR 6868.7660 780.3645 19.0372 1068 1 780.3645 1.15
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6022.6180 36045.1502 24 65.23 Carbamidomethyl+C(5) 1219.6140 VAVICGYGDVGK 202.9881 1219.6185 25.1961 1317 2 610.3129 3.63
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 513.9129 36045.1502 24 65.23 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 1972.9860 2499.2928 23.6277 17859 2 1250.1500 0.0239
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 513.9129 36045.1502 24 65.23 None 2594.3283 LYQMQQNGTLLFPAINVNDSVTK 1986.6690 2594.3250 20.9049 13984 3 865.4465 ‐0.2756
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 513.9129 36045.1502 24 65.23 Carbamidomethyl+C(2)
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2436.2270 21508.2141 4 13.83 None 1040.6463 LVTPLTLQR 44500.3200 1040.6462 17.2129 11824 2 520.8268 ‐0.5577
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2436.2270 21508.2141 4 13.83 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 3382.8060 1826.0473 23.1360 5319 2 913.5273 1.64
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2436.2270 21508.2141 4 13.83 None 727.4461 PLTLQR 3645.7170 727.4435 17.2051 1762 1 727.4435 ‐2.8980
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2436.2270 21508.2141 4 13.83 None 828.4938 TPLTLQR 165.3122 828.4958 17.2028 1337 1 828.4958 3.28
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1658.8285 YGAGIGPGVYDIHSPR 30686.5200 1658.8304 25.1267 58919 3 553.6150 0.7223
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1411.7904 GGIGVIQIDEAALR 87487.4600 1411.7895 31.8379 50246 2 706.3984 ‐1.2764
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 942.5619 VVEVNALAK 21202.9000 942.5603 20.7997 40476 2 471.7838 ‐3.2165
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1235.5759 GNASVPAMEMTK 42135.0400 1235.5768 21.5273 37374 2 618.2921 ‐0.2232
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 50082.3600 2384.2161 40.5099 35391 3 795.4102 ‐0.2917
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 2075.0880 ALAGQKDEALFSANAAALASR 12429.3700 2075.0856 28.5306 25601 3 692.3667 ‐1.3688
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2080.4060 1714.9341 21.9840 14802 3 572.3162 1.95
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1506.7547 DEALFSANAAALASR 7864.5670 1506.7558 29.3050 7354 2 753.8815 0.2529
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1051.5419 AVNEYKEAK 125.2322 1051.5424 20.8420 1563 2 526.2749 ‐0.7948
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 843.4934 VEVNALAK 15189.5000 843.4925 20.7971 3421 1 843.4925 ‐0.9685
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1495.7652 GAGIGPGVYDIHSPR 629.5223 1495.7631 25.1209 2398 2 748.3852 ‐1.8931
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1028.5735 IQIDEAALR 600.2323 1028.5773 31.8391 1456 1 1028.5773 4.53
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 921.4789 YGDVSRPK 1223.6340 921.4820 21.9819 1051 1 921.4820 3.41
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5131.2230 84698.9500 39 37.25 None 1349.6961 GIGPGVYDIHSPR 144.3604 1349.6920 24.0157 909 3 450.5689 ‐3.4899
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 45352.4700 2140.2591 24.9660 51115 2 1070.6332 ‐0.3144
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 19180.3800 2861.4264 21.1195 44563 3 954.4803 0.3223
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1096.5786 YLFAGVVDGR 29510.0100 1096.5778 18.0987 41297 2 548.7925 ‐1.1340
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1181.6313 GVTAFGFDLVR 46761.4300 1181.6309 20.3310 36936 2 591.3191 ‐0.6115
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1199.5732 FALESFWDGK 59357.0000 1199.5724 20.5207 36902 2 600.2898 ‐0.8792
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1146.6769 SFELLSLLPK 21969.5900 1146.6760 22.7890 34150 2 573.8416 ‐1.1480
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 9957.0070 2213.1408 22.5167 24653 2 1107.0740 ‐0.7263
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2310.3068 LNLPILPTTTIGSFPQTVELR 10041.1900 2310.3004 22.6268 19952 2 1155.6538 ‐1.0721
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1790.9622 GMLTGPVTILNWSFVR 2731.8190 1790.9635 23.7807 16618 2 895.9854 1.01
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 14320.2800 2418.2608 25.6164 16218 2 1209.6340 ‐0.4302
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1903.8400 3013.4183 21.1884 7240 4 754.1100 0.9192
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 914.9454 2300.2127 22.5876 5023 3 767.4091 ‐0.9864
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1506.7547 DEALFSANAAALASR 760.1187 1506.7550 18.0777 2206 2 753.8811 0.4885
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 734.4559 LLSVFR 6381.5280 734.4562 17.3093 1084 1 734.4562 1.0916
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1411.7904 GGIGVIQIDEAALR 2063.5630 1411.7893 19.1700 4746 2 706.3983 ‐0.6635
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3499.7020 2438.4039 21.5215 16752 3 813.4728 1.95
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1261.6899 VSADLRSSIWK 680.4750 1261.6817 17.6667 4945 2 631.3445 ‐6.6571
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 2071.9971 FALESFWDGKSTAEDLQK 489.9474 2072.0115 24.0474 1796 2 1036.5094 8.68
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 Oxidation+M(12) 1922.0415 KYTEVKPALKNMVDAAK 243.1035 1922.0332 23.0847 1945 3 641.3493 ‐3.9632
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 673.3628 AGVVDGR 1800.2820 673.3613 18.1029 3558 1 673.3613 ‐1.5201
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1052.5047 ALESFWDGK 1543.7320 1052.4993 20.5191 2422 1 1052.4993 ‐3.7787
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 656.3362 DEAALR 164.5441 656.3344 19.2723 2319 1 656.3344 ‐2.2086
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 912.5764 ELLSLLPK 6053.3300 912.5782 22.7982 1861 1 912.5782 2.36
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1676.9622 KLNLPILPTTTIGSFP 328.9814 1676.9570 23.7595 1284 3 559.6572 ‐2.9684
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 39 37.25 None 1223.6266 HTAVDLINETK 825.3797 1223.6198 21.8549 1040 1 1223.6198 ‐3.8230
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 328.9004 16829.7187 9 25.69 None 1458.7448 VNGGGHTSQVYAIR 1420.5560 1458.7431 18.0660 2839 3 486.9192 ‐1.3748
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 328.9004 16829.7187 9 25.69 None 884.5200 TLLVADPR 1573.6930 884.5239 21.9445 2794 2 442.7656 3.90
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 328.9004 16829.7187 9 25.69 Carbamidomethyl+C(12) 1682.7625 MATQPATESVQCFGR 992.2883 1682.7916 24.7217 6831 2 841.8994 17.4635
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 328.9004 16829.7187 9 25.69 None 1049.5738 DILVRYDR 558.9571 1049.5822 19.8241 1305 2 525.2947 7.29
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 328.9004 16829.7187 9 25.69 None 1359.6764 NGGGHTSQVYAIR 408.0916 1359.6733 17.2008 12691 3 453.8960 ‐2.5031
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 750.0171 16829.7187 9 25.69 None 1458.7448 VNGGGHTSQVYAIR 2503.5010 1458.7431 18.0660 2839 3 486.9192 ‐1.6509
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 750.0171 16829.7187 9 25.69 None 884.5200 TLLVADPR 4823.8820 884.5239 21.9445 2794 2 442.7656 2.88
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 750.0171 16829.7187 9 25.69 Carbamidomethyl+C(12) 1682.7625 MATQPATESVQCFGR 2290.8260 1682.7916 24.7217 6831 2 841.8994 17.1005
NP_001078601.1 40S ribosomal protein S16 3 Arabidopsis thaliana 750.0171 16829.7187 9 25.69 None 1804.9116 ALVAYYQKYVDEQSK 330.9560 1804.9102 27.7893 2487 2 902.9588 ‐0.6628
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 1763.9174 VETLLNLDTKPYSDR 16710.6600 1763.9162 28.1731 82624 3 588.6436 ‐1.0065
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 1817.8565 HETASIDQFSWGVANR 41668.2900 1817.8554 28.1539 57730 3 606.6233 ‐0.9432
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 6770.9170 2467.2283 34.0817 9809 3 823.0810 ‐0.1613



NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 1581.8370 TIEKPVEDPSELPK 863.8408 1581.8356 21.3754 4578 3 527.9500 ‐1.3279
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 545.3293 LSLNV 2102.2940 545.3291 26.6340 51560 1 545.3291 ‐1.0261
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 1007.5044 EEGGFEVIK 180.2904 1007.5181 30.5209 1233 2 504.2627 12.1399
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 995.5044 VEDPSELPK 380.7438 995.5049 22.4878 11936 2 498.2561 ‐0.9974
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2551.8870 47809.8511 23 43.49 None 1535.8064 TLLNLDTKPYSDR 902.9244 1535.8073 28.6752 1708 2 768.4073 0.1417
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 60260.1300 2564.3028 22.9487 93853 3 855.4391 0.8668
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 35376.5600 3000.3933 21.4472 67365 3 1000.8026 ‐1.1858
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 10839.9700 2676.2710 22.5415 43087 3 892.7619 1.14
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 10482.1500 2623.3309 19.2995 42918 3 875.1152 1.76
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 20168.3400 3842.9786 25.6403 36651 3 1281.6644 ‐0.3557
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 899.5673 AILNLSLR 23111.2400 899.5655 18.4440 30304 2 450.2864 ‐2.7799
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 1775.9690 IIAEYIWIGGSGIDLR 3159.9110 1775.9670 21.9447 10312 2 888.4871 ‐0.4284
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 1817.8565 HETASIDQFSWGVANR 966.9733 1817.8586 17.5828 7856 3 606.6244 1.50
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 1416.7441 VLALQSDNSTVNR 542.8781 1416.7218 15.7267 10589 2 708.8645 ‐15.6621
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 2692.3981 KVSGEVPWFGIEQEYTLLQQNVK 1141.6430 2692.4153 22.0675 14493 3 898.1433 7.52
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 602.3620 NLSLR 2451.7370 602.3630 18.4283 3288 1 602.3630 2.0388
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 640.3242 WPLGW 142.0651 640.3221 20.6339 2362 1 640.3221 ‐2.7609
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 Carbamidomethyl+C(4) 2168.1169 LVICDTWTPAGEPIPTNKR 354.8595 2168.1092 19.2969 1167 2 1084.5582 ‐2.1154
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 1186.6579 IWIGGSGIDLR 160.4062 1186.6538 22.3157 944 2 593.8306 ‐3.6769
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8761.2330 47809.8511 23 43.49 None 1274.6276 IDQFSWGVANR 226.0780 1274.6323 17.0552 909 2 637.8198 3.61
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10570.5200 1347.6083 29.4250 24625 2 674.3078 0.5644
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1630.7959 LYSIASSAIGDFGDSK 21302.6700 1630.7959 18.7208 24109 2 815.9016 0.1548
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1441.7533 EGQSIGVIPEGIDK 22225.9200 1441.7547 26.5501 20673 2 721.3810 0.8850
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1232.6555 GIDDIMVSLAAK 3479.0170 1232.6578 19.9175 12758 2 616.8325 1.03
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1266.6365 DGIDWLEYKK 1946.6950 1266.6378 28.0464 6717 2 633.8225 0.6707
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1138.5415 DGIDWLEYK 3833.9040 1138.5444 31.6555 5689 2 569.7758 1.85
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1307.6842 LVYTNDGGEIVK 14199.1200 1307.6846 22.2124 19347 2 654.3460 0.0659
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 211.8020 2352.1307 20.0672 2389 3 784.7151 ‐20.1679
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1095.5317 YTNDGGEIVK 1069.4500 1095.5347 22.4088 2456 1 1095.5347 3.42
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1214.6449 GIDDIMVSLAAK 115.6947 1214.6469 19.3223 1434 2 607.8271 1.19
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 553.2617 FGDSK 119.4788 553.2625 17.7717 1315 1 553.2625 1.60
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 None 1062.5500 DDIMVSLAAK 214.3478 1062.5458 20.5023 1213 1 1062.5458 ‐2.8813
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 4894.0120 29912.4653 34 35.11 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 19310.3600 1347.6083 29.4250 24625 2 674.3078 0.0136
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1441.7533 EGQSIGVIPEGIDK 27426.1200 1441.7547 26.5501 20673 2 721.3810 0.3870
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1266.6365 DGIDWLEYKK 3377.3080 1266.6378 28.0464 6717 2 633.8225 0.0745
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1138.5415 DGIDWLEYK 1925.9990 1138.5444 31.6555 5689 2 569.7758 1.06
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1307.6842 LVYTNDGGEIVK 6044.2220 1307.6846 22.2124 19347 2 654.3460 ‐0.5072
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 Carbamidomethyl+C(9) 1475.7022 KDNTFVYMCGLK 1354.2540 1475.7281 31.0097 4418 2 738.3677 17.0067
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 2035.9259 SFLWKMFFEEHEDYK 526.5239 2035.9093 35.8346 64494 2 1018.4583 ‐7.6022
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 342.0935 1792.8154 30.5769 1902 2 896.9114 4.97
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 Carbamidomethyl+C(1)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1783.8149 LWKMFFEEHEDYK 661.0291 1783.8131 36.5401 1373 2 892.4102 ‐0.9579
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3807.7690 29912.4653 34 35.11 None 1095.5317 YTNDGGEIVK 725.5679 1095.5314 22.2182 1328 1 1095.5314 0.6298
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1630.7959 LYSIASSAIGDFGDSK 22667.7100 1630.7959 18.7208 24109 2 815.9016 0.4995
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1232.6555 GIDDIMVSLAAK 4177.9360 1232.6578 19.9175 12758 2 616.8325 1.73
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1624.7927 MAEYAEELWELLK 742.6205 1624.7936 23.4924 5053 2 812.9005 1.0422
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 2875.4917 FNGLAWLFLGVPTSSSLLYKEEFEK 373.4583 2875.4630 25.6331 2874 3 959.1592 ‐8.6928
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1372.6995 SSLLYKEEFEK 163.7370 1372.7018 25.5936 2362 1 1372.7018 3.52
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1354.6485 SIASSAIGDFGDSK 295.6407 1354.6455 18.0010 1902 2 677.8264 ‐2.2299
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1062.5500 DDIMVSLAAK 160.1042 1062.5458 20.5023 1213 1 1062.5458 ‐2.5443
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1648.1260 29912.4653 34 35.11 None 1154.5324 ASSAIGDFGDSK 481.5193 1154.5256 18.7252 759 1 1154.5256 ‐4.3039
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1203.6368 EIEYPGQVLR 100648.9000 1203.6365 25.6566 202220 2 602.3219 ‐0.7315
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1588.7278 TNTDFLPYNGDGFK 138435.0000 1588.7264 29.4951 190015 2 794.8668 ‐0.7963
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 92876.5000 2360.1578 24.2076 174251 2 1180.5825 ‐2.1727
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQEVGGK 7930.0910 4704.2190 22.6851 54153 4 1176.8102 ‐2.3906
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 1958.0760 2386.1271 29.6827 26476 3 796.0472 2.1439
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1238.6852 HQLITATVNGGK 39468.6000 1238.6862 18.4456 14915 2 619.8468 0.4745
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1215.5892 FVESAATSFSVA 1737.8310 1215.5844 28.6073 7335 2 608.2958 ‐4.3858
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 2258.0282 FEDNFDATSNLNVMVTPTDK 1225.3320 2258.0350 31.3630 1584 2 1129.5211 4.0472
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 2069.0258 TADGDEGGKHQLITATVNGGK 19669.7500 2069.0263 19.0107 69943 4 518.0120 ‐0.8848
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1343.6842 KFVESAATSFSVA 572.9589 1343.6741 25.5866 2082 1 1343.6741 ‐5.7401
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 832.4676 YPGQVLR 2182.1030 832.4693 25.6807 5464 1 832.4693 2.40
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 535.2399 EIEY 149.1310 535.2380 25.9316 3145 1 535.2380 ‐3.5852
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 747.3995 TATVNGGK 201.0887 747.3973 18.6602 2972 1 747.3973 ‐2.7042
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 860.4836 ITATVNGGK 277.6579 860.4839 21.1561 2712 1 860.4839 0.9266
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1192.5229 TADGDEGGKHQL 196.6382 1192.5286 20.3863 2135 2 596.7679 4.52
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1373.6372 TDFLPYNGDGFK 281.2203 1373.6370 29.4983 1539 1 1373.6370 1.22
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1272.5895 DFLPYNGDGFK 231.3563 1272.5849 29.4939 1052 1 1272.5849 ‐2.0373
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1325.6736 KFVESAATSFSVA 445.8491 1325.6742 27.0880 16337 2 663.3407 0.2065
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 1197.5786 FVESAATSFSVA 173.7223 1197.5751 30.6124 2487 2 599.2912 ‐3.3834
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 26502.3400 23816.0454 39 65.75 None 2051.0152 TADGDEGGKHQLITATVNGGK 360.9891 2051.0076 19.4922 1136 2 1026.0074 ‐2.9957
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1203.6368 EIEYPGQVLR 96492.8600 1203.6365 25.6566 202220 2 602.3219 ‐1.3629
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1588.7278 TNTDFLPYNGDGFK 147616.7000 1588.7264 29.4951 190015 2 794.8668 ‐1.2120
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 1372.4690 2386.1270 29.6899 25538 3 796.0472 1.46
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1238.6852 HQLITATVNGGK 74409.0900 1238.6862 18.4456 14915 2 619.8468 ‐0.1373
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 2258.0282 FEDNFDATSNLNVMVTPTDK 750.3190 2258.0350 31.3630 1584 2 1129.5211 4.0065
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1215.5892 FVESAATSFSVA 1878.6420 1215.5844 28.6073 7335 2 608.2958 ‐5.0105
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 2069.0258 TADGDEGGKHQLITATVNGGK 17833.7100 2069.0263 19.0107 69943 4 518.0120 ‐0.9484
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1343.6842 KFVESAATSFSVA 814.8505 1343.6907 26.7174 15046 2 672.3490 4.0670
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 669.4042 PGQVLR 6303.3350 669.4046 25.6557 12846 1 669.4046 0.3431
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 832.4676 YPGQVLR 6469.4200 832.4687 25.6562 4781 1 832.4687 1.22



NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1192.5229 TADGDEGGKHQL 134.7481 1192.5286 20.3863 2135 2 596.7679 3.75
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 457.2405 VNGGK 83.7071 457.2413 21.7968 2023 1 457.2413 0.9101
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1896.9410 DGDEGGKHQLITATVNGGK 9117.6040 1896.9461 19.0161 1952 3 632.9869 2.81
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1114.5925 NVMVTPTDKK 227.3893 1114.5953 29.7672 1922 2 557.8013 1.51
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1373.6372 TDFLPYNGDGFK 414.8009 1373.6370 29.4983 1539 1 1373.6370 1.66
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18223.0300 23816.0454 39 65.75 None 1197.5786 FVESAATSFSVA 284.5938 1197.5780 28.3489 2356 2 599.2926 ‐1.6077
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9346.5540 23816.0454 39 65.75 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 85218.5600 2360.1578 24.2076 174251 2 1180.5825 ‐1.5575
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9346.5540 23816.0454 39 65.75 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQEVGGK 5847.8490 4704.2190 22.6851 54153 4 1176.8102 ‐3.9536
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9346.5540 23816.0454 39 65.75 None 4687.2111 QAYFGETASEGGFDNNAVATANILESSSQEVGGK 1132.7250 4687.1982 23.5017 15494 3 1563.0709 0.2643
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1611.9105 ALLDDPVFRPLVEK 10673.3500 1611.9087 19.6722 56188 3 537.9744 ‐1.1529
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 72087.8400 2280.0553 22.3089 51309 2 1140.5313 ‐1.3540
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 922.4516 LSELGFADA 8696.8850 922.4517 28.9787 50119 1 922.4517 0.7881
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 2064.8644 YAADEDAFFADYAEAHMK 33868.9300 2064.8654 31.3983 32988 3 688.9600 0.7496
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 2069.0808 QMGLSDKDIVALSGAHTLGR 23821.3800 2069.0823 17.6731 31526 4 518.0260 ‐0.4112
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1101.6150 EGLLQLVSDK 43209.5800 1101.6144 31.0793 29854 2 551.3108 ‐1.1230
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1858.0168 ELLSGEKEGLLQLVSDK 15448.7900 1858.0164 32.9277 29690 3 620.0103 ‐0.1109
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 2248.6000 1635.7349 22.8691 21868 3 545.9165 0.9386
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 923.4404 TGGPFGTMR 3446.5050 923.4433 21.2929 20318 2 462.2253 2.03
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1343.6478 NYPTVSEDYKK 13060.0300 1343.6455 17.7234 12816 3 448.5534 ‐1.9292
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 611.2970 FGTMR 500.7323 611.2944 21.4986 3510 1 611.2944 ‐4.2845
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1427.7893 LDDPVFRPLVEK 238.2515 1427.7945 20.5697 2266 2 714.4009 3.76
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14625.6300 27846.3943 13 52.80 None 1615.8901 LSGEKEGLLQLVSDK 3511.7220 1615.8908 32.9268 1236 2 808.4490 0.5378
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1384.7795 AAALNIVPTSTGAAK 111190.2000 1384.7786 24.5747 240824 2 692.8930 ‐0.7757
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1456.7795 VVDLADIVANNWK 105706.2000 1456.7769 21.2087 110050 2 728.8921 ‐1.8365
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 186911.6000 1833.9060 36.4605 93348 2 917.4566 0.8884
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1037.6717 AVALVLPNLK 14214.9700 1037.6697 19.0998 79145 2 519.3385 ‐2.6048
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1254.6113 TFAEEVNAAFR 43923.1100 1254.6106 29.7253 75785 2 627.8089 ‐0.9441
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 833.4628 VAINGFGR 8186.9800 833.4603 21.5680 64788 1 833.4603 ‐2.4687
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1780.0215 VPTPNVSVVDLVVQVSK 21992.8000 1780.0212 21.5118 56957 2 890.5142 0.1780
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1786.8184 VIAWYDNEWGYSQR 102429.2000 1786.8180 19.0897 51460 2 893.9127 0.1757
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7978.6620 2557.2310 32.0201 42034 3 853.0819 0.8164
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1627.8537 DSPLDVVVINDTGGVK 56825.6600 1627.8566 31.5364 34263 2 814.4319 1.35
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1555.6805 GTMTTTHSYTGDQR 31469.2400 1555.6794 14.2662 26780 3 519.2313 ‐0.8627
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1908.1164 VPTPNVSVVDLVVQVSKK 6888.7920 1908.1147 20.5996 20864 3 636.7097 ‐0.7962
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1755.9487 KDSPLDVVVINDTGGVK 1200.3800 1755.9461 28.5151 5149 3 585.9869 ‐1.4730
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 683.4450 VLPNLK 1254.0030 683.4439 19.1012 3763 1 683.4439 ‐1.5320
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 813.4465 VPTSTGAAK 2235.3370 813.4440 23.2444 2553 1 813.4440 ‐2.6154
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 796.5291 LVLPNLK 1474.3210 796.5288 19.1016 2412 1 796.5288 0.0918
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1357.7110 VDLADIVANNWK 209.5840 1357.7173 22.5858 2358 3 453.2440 4.24
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1397.6114 MTTTHSYTGDQR 12648.6500 1397.6107 14.2668 2259 2 699.3090 ‐0.6934
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 447.2562 TGAAK 159.9100 447.2585 23.5022 2109 1 447.2585 4.63
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1266.5709 TTTHSYTGDQR 6780.1350 1266.5730 14.2657 1596 2 633.7901 1.48
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 961.8011 1336.6165 36.4671 1572 1 1336.6165 ‐1.0181
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1258.6426 DLADIVANNWK 577.7147 1258.6396 19.7169 1476 2 629.8234 ‐2.7852
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1977.9764 GIFDADVKPSGDSALSVDGK 944.2421 1977.9776 32.0137 978 2 989.4924 1.85
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 635.3359 TSTGAAK 192.4977 635.3349 23.3006 913 1 635.3349 ‐1.5056
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1367.7529 AAALNIVPTSTGAAK 269.2548 1367.7490 24.5831 998 2 684.3781 ‐3.0639
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1384.7795 AAALNIVPTSTGAAK 165297.7000 1384.7786 24.5747 240824 2 692.8930 ‐1.3057
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 163606.9000 1833.9060 36.4605 93348 2 917.4566 0.6101
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1254.6113 TFAEEVNAAFR 54840.9200 1254.6106 29.7253 75785 2 627.8089 ‐1.5470
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 833.4628 VAINGFGR 10814.3000 833.4603 21.5680 64788 1 833.4603 ‐2.8252
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7848.5140 2557.2310 32.0201 42034 3 853.0819 0.2255
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1627.8537 DSPLDVVVINDTGGVK 57377.8600 1627.8566 31.5364 34263 2 814.4319 1.98
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 798.5084 VLITAPGK 16392.7300 798.5083 18.8880 5595 2 399.7578 ‐1.9628
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1755.9487 KDSPLDVVVINDTGGVK 1075.9770 1755.9461 28.5151 5149 3 585.9869 ‐1.8343
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDDMVK 2624.4490 2378.0226 37.6390 2605 3 793.3457 ‐0.2848
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 944.5411 IVPTSTGAAK 753.1008 944.5410 22.9927 6193 2 472.7741 ‐1.7331
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 726.3668 DSPLDVV 222.2919 726.3636 30.0448 3251 1 726.3636 ‐4.5572
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 586.3559 ITAPGK 14016.0300 586.3559 18.8822 2712 1 586.3559 ‐0.4065
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 447.2562 TGAAK 193.6842 447.2585 23.5022 2109 1 447.2585 4.20
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 758.0540 1336.6165 36.4671 1572 1 1336.6165 ‐1.2341
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1041.5575 NIVPTSTGAAK 452.4026 1041.5616 24.5617 1338 1 1041.5616 4.59
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 699.4400 LITAPGK 1685.4830 699.4402 19.6573 1045 1 699.4402 0.1393
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1977.9764 GIFDADVKPSGDSALSVDGK 865.0620 1977.9776 32.0137 978 2 989.4924 1.0509
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1171.6681 LNIVPTSTGAAK 421.1609 1171.6660 24.5764 868 1 1171.6660 ‐0.6981
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1404.7369 ELDYLVGAVSNPK 50413.9900 1404.7353 28.5240 101272 2 702.8713 ‐1.3034
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1573.8432 GVTTIIGGGDSVAAVEK 86511.3300 1573.8452 26.6909 98802 2 787.4263 1.93
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1933.9767 LASLADLYVNDAFGTAHR 18543.2200 1933.9775 19.8485 68631 3 645.3307 0.6071
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1100.6562 IGVIESLLEK 88423.5200 1100.6553 19.9773 64491 2 550.8313 ‐1.3123
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 999.5986 FSLAPLVPR 20576.7700 999.5965 19.4270 57075 2 500.3019 ‐2.7809
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 2759.4520 2269.1876 20.0075 36381 3 757.0674 1.45
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1539.8992 GVSLLLPTDVVIADK 14349.3600 1539.8984 20.9288 17111 2 770.4528 ‐0.5243
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1579.8942 VLPGVVALDEATPVTV 2385.3210 1579.8977 36.4449 6201 2 790.4525 2.62
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1102.6368 RPFAAIVGGSK 3142.7390 1102.6371 14.7856 6138 2 551.8222 ‐0.2267
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 713.4556 AAIPTIK 6030.4550 713.4564 20.5000 1621 1 713.4564 1.02
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 891.4934 FLIENGAK 1458.1840 891.4921 21.2859 2607 2 446.2497 ‐2.4199
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1518.7646 AQGLSVGSSLVEEDK 476.6698 1518.7744 17.5764 1326 2 759.8908 6.98
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 972.4673 FYKEEEK 355.3529 972.4803 24.2224 1203 2 486.7438 12.92
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 789.4101 GTEAVANK 229.6749 789.4055 19.1238 1072 1 789.4055 ‐5.4534
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 2540.6630 2370.2966 21.2427 10440 3 790.7704 2.52
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 2062.0716 KLASLADLYVNDAFGTAHR 2107.8770 2062.0691 19.0467 7661 3 688.0279 ‐1.0023
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1335.6063 EEEKNEPDFAK 293.0669 1335.6005 28.0733 1213 2 668.3039 ‐4.6306
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 652.4141 APLVPR 127.6624 652.4109 17.5910 46253 1 652.4109 ‐4.7718
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1924.9797 GVMSHISTGGGASLELLEGK 389.4677 1924.9723 21.2851 9721 2 962.9898 ‐3.2786



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 987.5721 GVIESLLEK 3806.3290 987.5726 19.9848 8633 1 987.5726 1.17
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 581.3770 PLVPR 186.5990 581.3763 19.4250 6270 1 581.3763 ‐1.2581
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 771.4359 VGAVSNPK 2306.4650 771.4387 28.5460 3719 1 771.4387 3.07
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 970.4490 NDAFGTAHR 1571.4080 970.4513 17.9906 2440 2 485.7293 1.54
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 571.3814 IPTIK 125.2276 571.3810 22.1131 2361 1 571.3810 ‐0.6843
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 852.5302 SLAPLVPR 253.6186 852.5298 19.4256 2178 1 852.5298 0.1066
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 930.5506 VIESLLEK 962.2687 930.5511 19.9841 2083 1 930.5511 1.17
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1531.7288 ADLYVNDAFGTAHR 643.8007 1531.7271 21.0107 2053 2 766.3672 ‐1.1362
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 765.4981 LAPLVPR 244.0788 765.4974 19.4257 1665 1 765.4974 ‐0.5485
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1162.6103 DYLVGAVSNPK 731.6093 1162.6044 28.5232 1621 1 1162.6044 ‐3.6788
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 718.3981 ESLLEK 177.8794 718.3961 20.7906 1452 1 718.3961 ‐2.5639
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 1130.6052 GGGASLELLEGK 410.2813 1130.6077 19.7496 1101 2 565.8075 1.38
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 2251.1751 VGVAGVMSHISTGGGASLELLEGK 406.2088 2251.1787 18.9585 2930 3 751.0644 1.21
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9791.9100 42729.4379 67 47.90 None 772.3836 GTEAVANK 160.0628 772.3822 20.2795 2449 1 772.3822 ‐1.3062
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 1404.7369 ELDYLVGAVSNPK 56156.7200 1404.7353 28.5240 101272 2 702.8713 ‐1.8222
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 1573.8432 GVTTIIGGGDSVAAVEK 91082.6100 1573.8452 26.6909 98802 2 787.4263 0.9553
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 1579.8942 VLPGVVALDEATPVTV 2848.6320 1579.8977 36.4449 6201 2 790.4525 1.56
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 1933.9767 LASLADLYVNDAFGTAHR 520.4487 1933.9728 30.0232 2913 3 645.3291 ‐2.2384
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 713.4556 AAIPTIK 7360.0620 713.4564 20.5000 1621 1 713.4564 0.9902
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 771.4359 VGAVSNPK 2634.6830 771.4387 28.5460 3719 1 771.4387 3.69
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 989.4898 GGGDSVAAVEK 2138.7790 989.4913 26.6894 2843 1 989.4913 2.1066
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 571.3814 IPTIK 131.1779 571.3810 22.1131 2361 1 571.3810 ‐1.1139
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5926.7990 42729.4379 67 47.90 None 1162.6103 DYLVGAVSNPK 1001.8850 1162.6044 28.5232 1621 1 1162.6044 ‐3.9434
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1933.9767 LASLADLYVNDAFGTAHR 24656.2300 1933.9775 19.8485 68631 3 645.3307 0.8315
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1100.6562 IGVIESLLEK 73190.9300 1100.6553 19.9773 64491 2 550.8313 ‐1.1643
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 999.5986 FSLAPLVPR 19159.4000 999.5965 19.4270 57075 2 500.3019 ‐2.6703
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 2248.3440 2269.1876 20.0075 36381 3 757.0674 1.61
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1573.8432 GVTTIIGGGDSVAAVEK 12851.1500 1573.8443 16.9069 18464 2 787.4258 1.1009
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1539.8992 GVSLLLPTDVVIADK 18423.4000 1539.8984 20.9288 17111 2 770.4528 ‐0.2133
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 1339.2980 2238.1415 21.7785 8157 2 1119.5744 ‐1.1371
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1102.6368 RPFAAIVGGSK 5353.4790 1102.6371 14.7856 6138 2 551.8222 ‐0.0779
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1404.7369 ELDYLVGAVSNPK 4873.0660 1404.7362 17.8102 3654 2 702.8717 ‐0.4205
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2874.3655 TFNEALDTTQTVIWNGPMGVFEFEK 311.7096 2874.3353 21.7289 2130 3 958.7833 ‐9.2214
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1518.7646 AQGLSVGSSLVEEDK 679.6300 1518.7744 17.5764 1326 2 759.8908 6.29
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 5189.3620 2370.2966 21.2427 10440 3 790.7704 2.31
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2062.0716 KLASLADLYVNDAFGTAHR 1447.5740 2062.0691 19.0467 7661 3 688.0279 ‐0.7445
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 652.4141 APLVPR 224.2318 652.4109 17.5910 46253 1 652.4109 ‐4.3067
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 987.5721 GVIESLLEK 2263.5200 987.5726 19.9848 8633 1 987.5726 1.22
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 581.3770 PLVPR 241.5245 581.3763 19.4250 6270 1 581.3763 ‐0.7709
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1250.5913 YVNDAFGTAHR 98.5015 1250.5947 23.1914 2480 2 625.8010 2.49
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 852.5302 SLAPLVPR 457.1996 852.5298 19.4256 2178 1 852.5298 0.5092
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 930.5506 VIESLLEK 880.4260 930.5511 19.9841 2083 1 930.5511 1.00
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 765.4981 LAPLVPR 701.5747 765.4974 19.4257 1665 1 765.4974 ‐0.1187
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 970.4490 NDAFGTAHR 99.3232 970.4472 17.3363 1298 2 485.7272 ‐2.4518
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1924.9797 GVMSHISTGGGASLELLEGK 194.2347 1924.9818 17.3597 904 4 482.0009 1.0711
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 2251.1751 VGVAGVMSHISTGGGASLELLEGK 269.4475 2251.1787 18.9585 2930 3 751.0644 2.91
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1555.8326 GVTTIIGGGDSVAAVEK 325.1333 1555.8280 17.8868 1798 3 519.2808 ‐2.9767
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5115.2200 42729.4379 67 47.90 None 1386.7264 ELDYLVGAVSNPK 863.1390 1386.7307 17.2263 854 2 693.8690 3.31
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4799.0350 29005.0460 3 16.10 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 55558.3500 2329.2015 21.2371 61057 3 777.0720 ‐0.0586
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4799.0350 29005.0460 3 16.10 None 2152.1145 IGVNEPSQLAIHENAYGLAR 175.0075 2152.1300 22.9957 1962 2 1076.5686 8.55
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4799.0350 29005.0460 3 16.10 None 1030.5065 HENAYGLAR 86.8135 1030.5024 21.4711 2329 1 1030.5024 ‐2.6141
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1453.7546 FVIGGPHGDAGLTGR 28951.2000 1453.7527 15.7753 38723 3 485.2557 ‐1.5308
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 Carbamidomethyl+C(2)
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1761.8555 YLDDNTIFHLNPSGR 4122.9490 1761.8553 18.3970 14295 3 587.9566 ‐0.0837
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1525.9200 TGTIPDKDILVLIK 1854.1670 1525.9196 19.3571 13231 3 509.3114 ‐0.4056
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 5863.5520 2383.2747 26.5968 12867 4 596.5741 ‐0.0446
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1043.5302 NDGGAMIPIR 4323.2920 1043.5330 23.3989 12767 2 522.2701 1.50
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1141.6113 TIFHLNPSGR 662.8658 1141.6087 15.5765 1310 2 571.3080 ‐2.8059
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1207.6178 IGGPHGDAGLTGR 14254.8200 1207.6157 15.7779 5384 2 604.3115 ‐2.1660
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1237.6436 NTIFHLNPSGR 361.5017 1237.6477 17.3779 1720 2 619.3275 2.36
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1094.5337 GGPHGDAGLTGR 7903.0260 1094.5337 15.7738 1366 2 547.7705 ‐0.5821
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 746.3791 GDAGLTGR 2723.3910 746.3808 15.7811 1222 1 746.3808 2.13
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1997.3970 42953.7605 12 24.87 None 1026.5037 NDGGAMIPIR 122.0929 1026.5076 21.9780 2186 2 513.7574 3.1389
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1658.8285 YGAGIGPGVYDIHSPR 28985.0700 1658.8304 25.1267 58919 3 553.6150 1.0557
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1411.7904 GGIGVIQIDEAALR 73062.1400 1411.7895 31.8379 50246 2 706.3984 ‐0.7616
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1096.5786 YLFAGVVDGR 28581.2700 1096.5778 18.0987 41297 2 548.7925 ‐1.2805
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1235.5759 GNASVPAMEMTK 34799.1500 1235.5768 21.5249 38084 2 618.2920 0.3506
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1181.6313 GVTAFGFDLVR 48590.1500 1181.6309 20.3310 36936 2 591.3191 ‐0.7895
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1199.5732 FALESFWDGK 41745.4100 1199.5724 20.5207 36902 2 600.2898 ‐1.0639
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 10489.6300 2213.1408 22.5167 24653 2 1107.0740 ‐1.2870
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2310.3068 LNLPILPTTTIGSFPQTVELR 13420.8300 2310.3004 22.6268 19952 2 1155.6538 ‐1.6689
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 1428.7510 1714.9341 21.9840 14802 3 572.3162 1.90
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1116.5531 IPSTDEIADR 2344.7830 1116.5503 19.6775 7651 2 558.7788 ‐3.1171
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2154.2784 ALGVETVPVLVGPVSYLLLSK 2421.4850 2154.2744 24.9236 6486 2 1077.6408 ‐0.9970
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 943.5459 VVEVDALAK 4784.5480 943.5469 21.9635 5404 2 472.2771 0.2627
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 734.4559 LLSVFR 3815.3190 734.4562 17.3093 1084 1 734.4562 0.6521
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2077.1764 GGIGVIQIDEAALREGLPLR 453.8212 2077.1290 21.8470 7115 2 1039.0681 ‐22.0695
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2207.0808 WFDTNYHYIVPELGPEVK 1966.8920 2207.0916 20.2760 5707 3 736.3687 5.31
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2290.1561 VVDIQEDLDIDVLVHGEPER 201.7976 2290.1775 32.2180 2011 3 764.0640 9.50
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2412.3133 NIWANDLAASLITLQSLEGVVGK 361.9284 2412.2903 20.9161 1683 3 804.7683 ‐9.0404
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2171.0363 ALAGQTNESFFTANADALSSR 641.5815 2170.9853 30.7473 1008 2 1085.9963 ‐22.6163
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 5422.9330 2438.4039 21.5215 16752 3 813.4728 1.39
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1403.7893 TIDLIKSGFPQGK 862.8399 1403.7984 16.9441 2028 3 468.6043 6.71
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 3169.5913 EGVKYGAGIGPGVYDIHSPRIPSTDEIADR 2712.7490 3169.6030 29.8069 1689 4 793.1562 3.52



NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1289.6848 VSADLRSDIWK 356.7977 1289.6946 16.3756 947 2 645.3510 7.05
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 673.3628 AGVVDGR 2807.2410 673.3613 18.1029 3558 1 673.3613 ‐1.9787
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1052.5047 ALESFWDGK 1908.4000 1052.4993 20.5191 2422 1 1052.4993 ‐4.1188
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1495.7652 GAGIGPGVYDIHSPR 1000.3110 1495.7631 25.1209 2398 2 748.3852 ‐1.4253
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1028.5735 IQIDEAALR 571.7809 1028.5773 31.8391 1456 1 1028.5773 4.73
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1169.5949 NIWANDLAASL 148.2121 1169.6000 20.9733 1103 2 585.3036 3.72
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 921.4789 YGDVSRPK 1296.5830 921.4820 21.9819 1051 1 921.4820 4.1459
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 1098.5426 IPSTDEIADR 210.4205 1098.5476 19.9849 2961 2 549.7774 4.0122
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5039.3680 84926.1401 51 38.04 None 2395.2868 NIWANDLAASLITLQSLEGVVGK 237.2406 2395.2812 21.7983 7492 3 799.0986 ‐1.8630
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1096.5786 YLFAGVVDGR 29510.0100 1096.5778 18.0987 41297 2 548.7925 ‐1.1340
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1181.6313 GVTAFGFDLVR 46761.4300 1181.6309 20.3310 36936 2 591.3191 ‐0.6115
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1199.5732 FALESFWDGK 59357.0000 1199.5724 20.5207 36902 2 600.2898 ‐0.8792
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 9957.0070 2213.1408 22.5167 24653 2 1107.0740 ‐0.7263
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 2310.3068 LNLPILPTTTIGSFPQTVELR 10041.1900 2310.3004 22.6268 19952 2 1155.6538 ‐1.0721
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1790.9622 GMLTGPVTILNWSFVR 2731.8190 1790.9635 23.7807 16618 2 895.9854 1.01
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 2154.2784 ALGVETVPVLVGPVSYLLLSK 2339.4480 2154.2744 24.9236 6486 2 1077.6408 ‐0.4582
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 914.9454 2300.2127 22.5876 5023 3 767.4091 ‐0.9864
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 2427.2013 AAGASWIQLDEPLFVMDLEGHK 1477.3000 2427.2022 22.8315 4490 3 809.7389 1.73
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 734.4559 LLSVFR 6381.5280 734.4562 17.3093 1084 1 734.4562 1.0916
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1411.7904 GGIGVIQIDEAALR 2063.5630 1411.7893 19.1700 4746 2 706.3983 ‐0.6635
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3499.7020 2438.4039 21.5215 16752 3 813.4728 1.95
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1403.7893 TIDLIKSGFPQGK 976.7769 1403.7984 16.9441 2028 3 468.6043 6.37
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1289.6848 VSADLRSDIWK 267.2075 1289.6946 16.3756 947 2 645.3510 7.87
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1142.5477 AAGASWIQLDE 133.8891 1142.5415 21.8033 4839 1 1142.5415 ‐3.8277
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 673.3628 AGVVDGR 1800.2820 673.3613 18.1029 3558 1 673.3613 ‐1.5201
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1052.5047 ALESFWDGK 1543.7320 1052.4993 20.5191 2422 1 1052.4993 ‐3.7787
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 656.3362 DEAALR 164.5441 656.3344 19.2723 2319 1 656.3344 ‐2.2086
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 928.4557 VMDLEGHK 295.0915 928.4537 23.7070 1406 1 928.4537 ‐0.9356
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1676.9622 KLNLPILPTTTIGSFP 328.9814 1676.9570 23.7595 1284 3 559.6572 ‐2.9684
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 2633.7590 84926.1401 51 38.04 None 1223.6266 HTAVDLINETK 825.3797 1223.6198 21.8549 1040 1 1223.6198 ‐3.8230
NP_001118802.1 branched chain amino acid aminotransferase 3 Arabidopsis thaliana 201.7353 45130.4743 5 3.89 None 1836.9603 EGVAPINLIVENEFHR 3569.1510 1836.9595 34.3352 4377 3 612.9914 ‐0.3314
NP_001118802.1 branched chain amino acid aminotransferase 3 Arabidopsis thaliana 201.7353 45130.4743 5 3.89 Carbamidomethyl+C(15) 3298.6400 NVTVDELLEADEVFCTGTAVVVSPVGSVTYK 289.9323 3298.5902 33.1998 2299 3 1100.2016 ‐13.9828
NP_001118802.1 branched chain amino acid aminotransferase 3 Arabidopsis thaliana 201.7353 45130.4743 5 3.89 Carbamidomethyl+C(1) 4184.9501 CNAVSSNSSSTLVTELADIDWDTVGFGLKPADYM 237.0616 4184.8972 22.8307 1154 3 1395.6372 ‐10.9313
NP_001118802.1 branched chain amino acid aminotransferase 3 Arabidopsis thaliana 201.7353 45130.4743 5 3.89 None 1729.8868 DGNNILLFRPEENAK 520.7036 1729.8561 24.8791 776 2 865.4317 ‐17.4228
NP_001118802.1 branched chain amino acid aminotransferase 3 Arabidopsis thaliana 201.7353 45130.4743 5 3.89 Carbamidomethyl+C(7) 3092.4850 NGAERMCMPAPTVEQFVEAVTETVLANK 327.5970 3092.4642 32.4646 4623 3 1031.4929 ‐5.7727
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 1130.5688 EIEDAVADLR 12115.1400 1130.5676 25.0300 3628 2 565.7875 ‐1.5438
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 1355.6689 NTADTTIYSIEK 782.4749 1355.6685 26.2625 3594 2 678.3379 ‐0.5290
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 1235.5750 SASSGDDLNEIK 2692.9590 1235.5753 18.2311 3340 2 618.2913 ‐0.1647
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 757.4454 IPSEIAK 103.7305 757.4290 21.9496 1844 1 757.4290 ‐21.3285
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 2055.0492 ELIDTKNTADTTIYSIEK 497.1125 2055.0635 30.3467 1102 3 685.6927 7.1794
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1069.1680 16267.9939 6 22.22 None 1355.6689 NTADTTIYSIEK 397.7490 1355.6674 30.7135 1059 2 678.3373 ‐1.3289
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1791.9527 LGVAEVQELPFFDTVK 1852.6450 1791.9541 21.9320 21798 2 896.4807 1.1498
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1221.6660 IAILNANYMAK 80715.5400 1221.6658 17.6274 18079 2 611.3365 ‐0.5934
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(8)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 6675.2920 2760.2740 19.7959 11540 3 920.7628 1.85
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1171.6066 GNADVQNNVLK 25533.5500 1171.6044 17.9665 10041 2 586.3059 ‐2.2917
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1243.6165 NTAGIEPEDVAK 9801.6690 1243.6146 19.5501 9116 2 622.3109 ‐1.9027
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 951.1895 1838.9052 17.4493 9098 3 613.6399 0.6929
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 2061.3740 3237.4876 22.0654 8014 3 1079.8341 ‐0.9402
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1399.7176 NTAGIEPEDVAKR 5948.5680 1399.7145 18.4952 7998 3 467.2430 ‐2.4378
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 5315.3450 3029.5907 20.0213 6587 3 1010.5351 ‐0.2457
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(10) 3424.5777 DIDYSSGDVCGVLVQYPGTEGEVLDYAEFVK 3183.7490 3424.5652 38.7570 4572 3 1142.1933 ‐2.4705
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1043.5480 GNINIEEVR 28080.1800 1043.5468 21.5378 4016 2 522.2771 ‐1.7679
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 412.0419 2484.2184 18.1247 3829 4 621.8100 1.55
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1171.6430 GNINIEEVRK 4349.4080 1171.6419 18.7893 2630 2 586.3246 ‐1.4110
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 6192.5670 2328.1135 18.8410 2609 3 776.7094 1.1841
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1075.5994 IIGISVDSSGK 4671.5350 1075.5980 15.7366 1558 2 538.3027 ‐1.8536
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 3067.6860 VVMATDLLALTVLKPPGEFGADIVVGSAQR 827.7909 3067.6802 21.6388 1306 3 1023.2316 ‐0.9551
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 2583.2582 FSKFDAGLTESQMIQHMVDLASK 690.4182 2583.2755 25.6003 2860 2 1292.1414 8.1712
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(3) 2270.1558 IKCSDAHAIADAASKSEINLR 230.5190 2270.1371 40.8309 1589 4 568.2897 ‐9.1781
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1575.8013 GFKNTAGIEPEDVAK 534.1527 1575.8087 26.2068 1427 2 788.4080 4.45
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1868.9694 QALRMAMQTREQHIR 452.9457 1868.9603 22.5452 1274 3 623.6583 ‐4.7866
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 3085.5059 SEINLRVVDSTTITASFDETTTLDDVDK 1168.2430 3085.5038 32.8732 1241 3 1029.1728 0.2542
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 Carbamidomethyl+C(18) 2085.0771 GNADVQNNVLKLHIPHRC 303.8887 2085.0738 26.8731 848 3 695.6961 ‐1.3085
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1259.5903 GFKNTAGIEPED 1303.0420 1259.5906 28.4600 15731 2 630.2990 ‐0.0614
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1872.8738 FGVPMGYGGPHAAFLATSQ 369.5573 1872.8726 18.1417 4048 3 624.9624 ‐0.5188
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1403.6723 GTLMIEPTESESK 465.5414 1403.6703 23.7020 1361 2 702.3388 ‐1.5349
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 924.4608 LNANYMAK 6019.7330 924.4636 17.6249 1157 1 924.4636 3.33
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1367.6954 AAFLATSQEYKR 309.3031 1367.6974 17.0580 871 2 684.3524 1.17
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1153.6324 GNINIEEVRK 290.1636 1153.6384 17.8890 2800 2 577.3228 4.52
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1026.5214 GNINIEEVR 176.2864 1026.5252 22.7585 3596 2 513.7662 2.44
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2633.7890 107194.3958 53 39.65 None 1382.6910 NTAGIEPEDVAKR 317.3578 1382.6861 19.5149 924 2 691.8467 ‐3.7467
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1791.9527 LGVAEVQELPFFDTVK 1737.0600 1791.9541 21.9320 21798 2 896.4807 1.42
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1221.6660 IAILNANYMAK 51541.2500 1221.6658 17.6274 18079 2 611.3365 ‐0.4005
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 5765.2290 2760.2740 19.7959 11540 3 920.7628 1.78
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 Carbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 560.3138 1838.9052 17.4493 9098 3 613.6399 0.8927
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 2202.1170 3237.4876 22.0654 8014 3 1079.8341 ‐0.3768
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 4503.8990 3029.5907 20.0213 6587 3 1010.5351 0.2637
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 376.8683 2484.2184 18.1247 3829 4 621.8100 2.01
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 5249.2220 2328.1135 18.8410 2609 3 776.7094 1.10
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1075.5994 IIGISVDSSGK 3899.8830 1075.5980 15.7366 1558 2 538.3027 ‐1.7148



NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2068.0684 SFIGMGYYNTHVPTVILR 755.5000 2068.0841 24.1970 12552 3 690.0329 8.0823
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 Carbamidomethyl+C(8)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1311.7089 SIRLDSMKFSK 125.8388 1311.7195 17.2961 14722 3 437.9113 7.88
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2583.2582 FSKFDAGLTESQMIQHMVDLASK 613.5145 2583.2755 25.6003 2860 2 1292.1414 8.92
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 2494.2837 YVSSLSPFISTPRSVNHTAAFGR 657.6248 2494.2692 18.8862 2178 3 832.0946 ‐4.9174
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1872.8738 FGVPMGYGGPHAAFLATSQ 293.5348 1872.8726 18.1417 4048 3 624.9624 ‐0.3102
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 955.4744 VNHTAAFGR 1185.7350 955.4733 18.7004 2853 1 955.4733 ‐0.0063
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 924.4608 LNANYMAK 4145.0630 924.4636 17.6249 1157 1 924.4636 4.1734
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1780.8727 SFIGMGYYNTHVPTVI 182.9489 1780.8643 22.8540 1047 3 594.2929 ‐4.5036
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1413.9920 107194.3958 53 39.65 None 1367.6954 AAFLATSQEYKR 317.1366 1367.6974 17.0580 871 2 684.3524 1.88
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1116.6259 TSLAPGSGVVTK 19358.6200 1116.6268 19.4931 9357 2 558.8171 ‐0.3958
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1331.5824 MFVDYSEPESK 3288.1690 1331.5846 23.3457 2189 2 666.2959 0.8326
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 2052.9945 NEGRDTIILAGAEYGSGSSR 578.1476 2053.0349 26.6502 6288 3 685.0165 19.4906
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 459.7675 2618.2732 34.9960 4774 3 873.4293 ‐16.7236
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 2624.2699 NEGRDTIILAGAEYGSGSSRDWAAK 357.1949 2624.3059 32.8669 2949 3 875.4402 13.7457
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1850.9548 DGKQIFFRDIWPSNK 3771.3790 1850.9563 30.6198 3081 3 617.6570 0.5378
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1707.8483 DSPAAKYLMERGVDR 254.4048 1707.8594 26.8886 2827 2 854.4333 6.63
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1760.8775 EVAEVVQSSVLPDMFK 265.6178 1760.8744 35.2252 1130 2 880.9408 ‐1.7708
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 376.7809 87116.1895 9 4.78 None 1088.5081 DSPAAKYLME 106.7825 1088.5045 25.5277 778 2 544.7559 ‐4.6156
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 1648.4320 11925.1009 2 22.43 None 1114.6466 LITPSILSDR 7093.7780 1114.6470 17.8968 20115 2 557.8271 ‐0.2542
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 1648.4320 11925.1009 2 22.43 None 1657.7890 VNNMVLFDQATYDK 7531.7490 1657.7906 29.4844 10810 2 829.3989 1.1322
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1680.8340 NAVVTVPAYFNDSQR 36394.2300 1680.8362 28.3252 51995 2 840.9218 1.26
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1647.8159 NQVAMNPVNTVFDAK 14105.3200 1647.8165 29.6287 46890 2 824.4119 0.5467
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1473.6856 TTPSYVAFTDSER 54692.9600 1473.6873 24.6750 45524 2 737.3473 1.0477
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1675.7307 ATAGDTHLGGEDFDNR 15463.5800 1675.7287 19.3107 39279 3 559.2478 ‐1.1782
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 44209.4100 2560.2562 35.1096 37761 3 854.0902 2.0116
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1358.6158 NALENYAYNMR 22229.3100 1358.6169 25.7737 37627 2 679.8121 0.6402
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1436.7532 VQQLLQDFFNGK 23429.7900 1436.7512 20.4695 32239 2 718.8792 ‐1.5366
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 30367.6500 1386.7293 27.2728 28802 2 693.8683 ‐0.4831
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1215.6514 DAGVIAGLNVMR 18194.2700 1215.6514 30.0945 25624 2 608.3293 ‐0.4359
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1278.6300 MVNHFVQEFK 24231.3100 1278.6281 15.7729 18384 2 639.8177 ‐1.8078
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1230.5307 FSDSSVQSDMK 46733.7900 1230.5299 19.0668 17698 2 615.7686 ‐1.0340
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1426.7649 STVHDVVLVGGSTR 4908.3690 1426.7646 21.2802 10977 3 476.2597 ‐0.3886
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1313.6194 FEELNMDLFR 9200.1940 1313.6200 34.6687 10390 2 657.3137 0.1637
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1566.8084 EFAAEEISSMVLIK 1455.4330 1566.8094 36.3960 6398 2 783.9083 0.7258
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPASGGAGPK 5051.6350 2733.1530 20.9774 5073 3 911.7225 1.62
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1540.7577 ARFEELNMDLFR 1399.0620 1540.7568 19.5747 12459 3 514.2571 ‐0.6946
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2232.0660 3148.4956 43.7903 10384 3 1050.1701 0.9757
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 3407.6311 KIEDSIEQAIQWLEGNQLAEADEFEDKMK 2660.4820 3407.6475 43.6628 7451 4 852.6673 5.0473
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 725.7831 2316.2121 20.5753 3103 2 1158.6097 5.57
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1800.9273 MDKSTVHDVVLVGGSTR 859.0552 1800.9221 24.7918 1781 2 900.9647 ‐2.4597
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 870.5407 LPAADKKK 804.5762 870.5407 27.2655 1566 2 435.7740 ‐0.9710
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 166.5873 2630.2574 21.0560 2024 3 877.4240 2.89
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 679.3774 DAGVIAGL 180.4404 679.3778 31.4206 4866 1 679.3778 0.7997
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1235.6089 MNPVNTVFDAK 144.2918 1235.6060 28.6951 4249 2 618.3066 ‐2.7256
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1029.5874 GVIAGLNVMR 151.8431 1029.5922 28.4227 3487 2 515.2997 4.0400
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 746.3832 ARFEEL 277.3429 746.3803 19.4995 2371 1 746.3803 ‐3.4601
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1396.6856 VTVPAYFNDSQR 85.5793 1396.6914 28.8424 2247 2 698.8493 4.0268
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 873.4975 IAGLNVMR 927.5306 873.4987 30.0980 1923 1 873.4987 2.0774
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1432.6088 GDTHLGGEDFDNR 1703.9880 1432.6080 19.3091 1589 2 716.8077 ‐0.6327
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1503.6459 AGDTHLGGEDFDNR 393.7817 1503.6466 20.6848 1402 3 501.8870 0.3140
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 138.3368 1015.5591 28.3686 1383 2 508.2832 ‐2.0757
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1060.4517 ENYAYNMR 404.0329 1060.4536 25.7683 1188 1 1060.4536 2.40
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 757.4567 PAADKKK 214.0095 757.4580 26.6059 1120 1 757.4580 2.0983
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 2456.1940 INPDEAVAYGAAVQGAILSGEGNEK 2807.6620 2456.2044 35.1151 1088 3 819.4063 4.22
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 924.4421 VAFTDSER 577.5124 924.4411 24.6824 949 1 924.4411 ‐0.4136
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1083.4623 SDSSVQSDMK 4235.1450 1083.4642 19.0736 871 1 1083.4642 2.28
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1174.5375 SYVAFTDSER 323.1094 1174.5405 24.6725 755 1 1174.5405 3.49
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 852.5302 LPAADKKK 112.3140 852.5296 25.5561 4069 2 426.7684 ‐1.5629
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1408.7543 STVHDVVLVGGSTR 601.0061 1408.7592 20.0623 2260 2 704.8832 3.99
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 Carbamidomethyl+C(6) 1369.7032 ELESICNPIIAK 271.6279 1369.6971 27.4855 1093 2 685.3522 ‐4.6602
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12610.2400 57578.9412 81 59.31 None 1630.7894 NQVAMNPVNTVFDAK 285.9043 1630.7918 29.6254 978 2 815.8996 1.87
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1680.8340 NAVVTVPAYFNDSQR 49306.4600 1680.8362 28.3252 51995 2 840.9218 1.1785
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1647.8159 NQVAMNPVNTVFDAK 13746.0500 1647.8165 29.6287 46890 2 824.4119 0.1641
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1473.6856 TTPSYVAFTDSER 79526.7700 1473.6873 24.6750 45524 2 737.3473 0.5676
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 31918.4100 2560.2562 35.1096 37761 3 854.0902 1.98
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1358.6158 NALENYAYNMR 29459.4300 1358.6169 25.7737 37627 2 679.8121 0.0956
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 29777.5600 1386.7293 27.2728 28802 2 693.8683 ‐1.0120
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1215.6514 DAGVIAGLNVMR 22873.9700 1215.6514 30.0945 25624 2 608.3293 ‐1.0606
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1659.8952 IINEPTAAAIAYGLDK 11219.5200 1659.8968 30.6526 18014 2 830.4521 0.7935
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1426.7649 STVHDVVLVGGSTR 9415.1190 1426.7646 21.2802 10977 3 476.2597 ‐0.6556
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1313.6194 FEELNMDLFR 13724.6700 1313.6200 34.6687 10390 2 657.3137 ‐0.4061
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1566.8084 EFAAEEISSMVLIK 1557.4790 1566.8094 36.3960 6398 2 783.9083 0.2979
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 5592.0070 3148.4956 43.7903 10384 3 1050.1701 0.2154
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 3407.6311 KIEDSIEQAIQWLEGNQLAEADEFEDKMK 2872.7010 3407.6475 43.6628 7451 4 852.6673 4.34
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1029.5874 GVIAGLNVMR 298.5714 1029.5922 28.4227 3487 2 515.2997 3.11



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 125.8746 1015.5591 28.3686 1383 2 508.2832 ‐2.8125
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1060.4517 ENYAYNMR 443.5080 1060.4536 25.7683 1188 1 1060.4536 2.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 924.4421 VAFTDSER 759.8361 924.4411 24.6824 949 1 924.4411 ‐0.7447
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8130.0610 57578.9412 81 59.31 None 1174.5375 SYVAFTDSER 458.8519 1174.5405 24.6725 755 1 1174.5405 3.36
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1436.7532 VQQLLQDFFNGK 17740.8400 1436.7512 20.4695 32239 2 718.8792 ‐1.2639
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1278.6300 MVNHFVQEFK 34816.6700 1278.6281 15.7729 18384 2 639.8177 ‐1.5938
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1680.8340 NAVVTVPAYFNDSQR 3622.3660 1680.8369 17.6536 1571 2 840.9221 2.71
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 655.8941 1386.7189 19.1650 4228 2 693.8631 ‐7.7791
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1473.6856 TTPSYVAFTDSER 6332.7700 1473.6857 16.0893 1887 2 737.3465 0.2608
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1215.6514 DAGVIAGLNVMR 325.7292 1215.6650 17.7159 1734 2 608.3361 10.40
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1540.7577 ARFEELNMDLFR 1459.3820 1540.7568 19.5747 12459 3 514.2571 ‐0.5724
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 2683.2958 VEIIANDQGNRTTPSYVAFTDSER 482.5378 2683.2875 20.6694 4431 3 895.1007 ‐2.0081
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 140.5667 2630.2574 21.0560 2024 3 877.4240 3.44
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 Oxidation+M(5) 1819.9119 NQVAMNPVNTVFDAKR 721.7075 1819.9091 25.6324 1587 2 910.4582 ‐0.7139
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 855.3995 QDFFNGK 197.1930 855.4001 19.1229 1692 1 855.4001 1.42
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4089.2990 57578.9412 81 59.31 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 2156.0791 IENVPEMPLVVSDSAEAVEK 820.5409 2156.0766 32.6581 21052 2 1078.5419 ‐0.4216
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 1613.8057 LESIYGSFEKPSEK 12842.2500 1613.8078 24.5668 13542 3 538.6075 0.9061
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 1913.8109 TMISDSDYTEFDNFTK 2750.8480 1913.8123 30.8107 7335 2 957.4098 1.0134
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 16340.9100 1182.5150 19.3746 6790 2 591.7611 ‐0.5094
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 2042.0764 IINSDEVQSVVNPIKDGSK 1694.1730 2042.0802 26.8002 6292 3 681.3649 1.65
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 977.5084 MSLLAEASR 415.1833 977.5146 24.3630 5418 2 489.2610 4.31
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 2478.2545 GHKIENVPEMPLVVSDSAEAVEK 1864.8760 2478.2484 29.1361 4754 4 620.3175 ‐3.2943
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1125.4400 44707.0319 8 22.66 None 848.3996 DSAEAVEK 237.3567 848.4015 32.6393 2853 1 848.4015 2.74
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1200.6947 VVAVSDITGAIR 11187.4800 1200.6951 17.5936 17240 2 600.8512 ‐0.1023
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1061.5473 DLSLSELER 12768.3500 1061.5472 27.9030 6067 2 531.2773 ‐0.7022
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1296.7158 NPEGIDINALIK 2977.0390 1296.7179 31.9877 6012 2 648.8626 1.36
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 839.4118 VQHDNAR 2536.1490 839.4097 18.9941 5272 1 839.4097 ‐2.0013
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1342.6638 DDGTLVSYIGFR 3426.6180 1342.6634 33.4887 3451 2 671.8353 ‐0.5132
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1196.6746 HASRILGLDSK 384.4617 1196.6642 21.6972 2206 1 1196.6642 ‐7.2792
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 4156.0518 VFTQKIHDLIGIHTDVPAPDMGTNAQTMAWILD 1061.3510 4156.0779 25.6279 1342 3 1386.0308 7.31
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 632.3614 LGLDSK 92.4517 632.3628 22.3950 4164 1 632.3628 2.74
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 475.2259 DNAR 45.5852 475.2273 18.9653 3538 1 475.2273 2.84
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 833.4363 SLSELER 237.9766 833.4324 27.9069 810 1 833.4324 ‐4.1513
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1002.5578 AVSDITGAIR 406.4626 1002.5579 17.6054 753 1 1002.5579 1.0543
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 1043.5368 DLSLSELER 516.9698 1043.5417 27.5740 2626 2 522.2745 4.1202
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1112.4980 33437.9920 20 28.80 None 822.3853 VQHDNAR 102.1003 822.3817 16.9526 2936 1 822.3817 ‐3.8539
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 3552.7138 IHDLIGIHTDVPAPDMGTNAQTMAWILDEYSK 606.4904 3552.7204 23.3377 53856 3 1184.9116 3.15
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 1200.6947 VVAVSDITGAIR 10887.3900 1200.6951 17.5936 17240 2 600.8512 0.0828
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 1567.8366 GVVFATEALLAEYGK 823.7593 1567.8192 21.2117 5667 2 784.4132 ‐10.7671
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 1061.5473 DLSLSELER 756.7944 1061.5240 18.0787 1567 1 1061.5240 ‐20.5268
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 4156.0518 VFTQKIHDLIGIHTDVPAPDMGTNAQTMAWILD 751.2429 4156.0779 25.6279 1342 3 1386.0308 8.54
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 832.4523 SDITGAIR 239.3544 832.4530 17.6271 992 1 832.4530 1.26
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 547.6501 33437.9920 20 28.80 None 1002.5578 AVSDITGAIR 278.0645 1002.5579 17.6054 753 1 1002.5579 1.01
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1533.8000 36932.2058 8 17.17 None 1964.9712 ELELAGFQYLGGPDDGKR 9990.8130 1964.9698 32.1692 16733 3 655.6614 ‐0.5823
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1533.8000 36932.2058 8 17.17 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 12499.3000 1391.6746 26.9016 12063 2 696.3410 0.5364
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1533.8000 36932.2058 8 17.17 None 1219.6933 VYVIGEEGILK 16308.6700 1219.6933 29.3181 11068 2 610.3503 ‐0.4072
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1533.8000 36932.2058 8 17.17 None 1785.9415 GDKLIEGVPETLDMLR 5225.6190 1785.9413 33.6116 3814 3 595.9853 ‐0.0629
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1637.8940 36932.2058 8 17.17 None 1964.9712 ELELAGFQYLGGPDDGKR 7934.8700 1964.9715 32.1375 14168 3 655.6620 ‐0.1275
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1637.8940 36932.2058 8 17.17 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 16196.0300 1391.6746 26.9016 12063 2 696.3410 0.0104
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1637.8940 36932.2058 8 17.17 None 1219.6933 VYVIGEEGILK 18781.8800 1219.6933 29.3181 11068 2 610.3503 ‐1.0296
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1637.8940 36932.2058 8 17.17 Carbamidomethyl+C(3) 1148.5881 PGCLFIATNR 354.0222 1148.5854 26.4977 831 1 1148.5854 ‐1.3426
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 2280.1403 MTPTKPMVVETFSEYPPLGR 67922.9800 2280.1385 18.9427 157165 3 760.7177 ‐0.0650
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 15718.7100 2506.3281 19.9936 127841 3 836.1142 0.3283
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 1025.6102 IGGIGTVPVGR 4835.5610 1025.6077 15.4989 1452 2 513.3075 ‐2.9722
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 1586.8312 YDEIIKEVSSYLK 618.8645 1586.8330 16.3241 1267 2 793.9201 1.55
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 Carbamidomethyl+C(28) 3817.8901 GAANFTSQVIIMNHPGQIGNGYAPVLDCHTSHIA 342.7870 3817.8988 18.6401 3422 5 764.3856 2.66
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 1394.6951 VETFSEYPPLGR 277.5001 1394.6993 19.0216 5121 2 697.8533 3.0931
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 945.5251 PTGLTTEVK 507.3741 945.5233 19.9926 3582 1 945.5233 ‐0.7231
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4029.5890 49844.5675 8 23.16 None 1016.5623 APTGLTTEVK 185.1375 1016.5623 19.9971 1274 1 1016.5623 1.85
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 1747.8246 LNTDESPNTPGQYGVR 39254.3400 1747.8237 20.2156 16781 2 874.4155 ‐0.1926
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 1814.9105 MIDPLVNDLAQHYTGK 6416.5550 1814.9100 18.8815 12810 3 605.6415 ‐0.2169
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 965.5150 TTLTSSLDK 9124.2230 965.5138 18.7417 6981 2 483.2605 ‐2.0100
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 913.5353 DTIIGAVPK 1747.9660 913.5355 23.4434 2300 2 457.2714 ‐0.6283
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 1175.5804 SPNTPGQYGVR 283.4848 1175.5762 18.7424 4740 2 588.2917 ‐4.0486
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 776.4050 PGQYGVR 233.8852 776.4038 21.6872 3949 1 776.4038 ‐1.0419
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 763.4196 LTSSLDK 240.6695 763.4190 17.6364 2272 1 763.4190 ‐0.4688
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 991.4956 NTPGQYGVR 392.9821 991.4955 18.6056 775 2 496.2514 ‐0.7620
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 11508.1100 7926.1931 9 69.44 None 947.5044 TTLTSSLDK 328.3108 947.5027 19.3514 1573 2 474.2550 ‐2.5270
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 1169.6201 IWTPAEDLPK 5429.3020 1169.6219 29.5038 4267 2 585.3146 0.4258
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 2709.3045 AITLPGEGEIMDMMAVADPDAVHAVR 2157.1560 2709.3074 41.1348 4220 3 903.7740 1.1390
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 2712.2424 VETDLSNDDLFFLLAHDSDEFNR 1313.0570 2712.2456 39.1228 3655 3 904.7534 1.63
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 1279.6317 WQDDYLVVNK 366.5280 1279.6419 26.5497 23851 2 640.3246 7.0364
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 1382.7274 GSSAALVLDGHDLK 1104.6880 1382.7213 24.2799 1912 2 691.8643 ‐5.1217
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 178.4473 100965.6443 6 6.59 None 2130.9502 VETDLSNDDLFFLLAHDSD 216.6484 2130.9513 39.0657 1875 2 1065.9793 1.99
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 707.0911 18617.4021 5 28.22 None 1778.9575 VDVSTFEEVLVPIGFK 7203.4900 1778.9603 23.0903 10004 2 889.9838 2.76
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 707.0911 18617.4021 5 28.22 None 3454.7417 FVVGLDISESALAKANETYGSSPKAEYFSFVK 352.8477 3454.7437 20.8173 5059 3 1152.2527 2.05
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 707.0911 18617.4021 5 28.22 Oxidation+M(1) 3170.5674 MASPERFVVGLDISESALAKANETYGSSPK 440.4475 3170.5607 20.3676 2200 5 634.9180 ‐2.1032
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 707.0911 18617.4021 5 28.22 None 1213.6463 FVVGLDISESAL 149.4774 1213.6512 21.1461 2678 2 607.3293 3.29
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 707.0911 18617.4021 5 28.22 None 1428.7621 VDVSTFEEVLVPI 1797.9960 1428.7626 23.0799 1159 2 714.8850 0.5365
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 1634.8425 ILAEEFGWDKDLAK 6114.8520 1634.8430 30.4726 18066 3 545.6192 ‐0.0240
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 890.5094 FSVSPVVR 1831.1510 890.5095 23.4855 7522 2 445.7584 ‐1.6325



NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 2116.0644 GHVFEEMQRPGTPLYNIK 1385.1290 2116.0690 27.0896 6424 3 706.0278 1.59
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 1769.9221 AYLPVVESFGFSGQLR 469.4576 1769.9239 29.6808 3674 2 885.4656 1.0222
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 1039.6622 IRPVLTVNK 3014.6800 1039.6616 19.9475 1615 2 520.3344 ‐1.9930
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 2259.1827 STLTDSLVAAAGIIAQETAGDVR 182.7101 2259.1628 28.0048 12369 3 753.7258 ‐8.9441
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 828.4098 IGPSDDPK 86.9019 828.3992 21.3071 2640 1 828.3992 ‐12.5430
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 208.9295 2421.2075 27.2789 981 3 807.7407 23.5535
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 2724.2545 FGVSESKMMERLWGENFFDSATR 623.8951 2724.2648 33.3889 1400 2 1362.6360 5.95
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 1408.6743 AEEFGWDKDLAK 192.6834 1408.6757 29.0565 13658 2 704.8415 0.3239
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 1145.5255 EGPLAEENMR 216.1361 1145.5282 27.2827 1728 2 573.2677 1.0979
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 206.4962 91964.6102 27 14.39 None 656.4090 VSPVVR 695.2716 656.4069 23.4787 1227 1 656.4069 ‐3.4447
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 9740.1830 2931.5498 24.2954 14116 3 977.8548 0.0321
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 3740.7910 1387.6718 18.8340 6280 2 694.3396 0.2959
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1113.5609 VFSGTVSTGMK 409.8393 1113.5638 20.7151 3182 1 1113.5638 4.1635
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1063.5782 GVQYLNEIK 447.5402 1063.5794 18.2592 1431 2 532.2933 0.5648
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1439.6723 LQMTPLSDYEDK 1316.6260 1439.6531 17.9265 6028 2 720.3302 ‐13.1820
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 364.1457 2196.1606 20.3392 3719 2 1098.5839 18.2855
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 2339.2030 GVQYLNEIKDSVVAGFQWASK 474.1196 2339.2016 22.5244 2498 3 780.4054 0.1409
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 Carbamidomethyl+C(9) 2651.2692 QETVEDVPCGNTVAMVGLDQFITK 300.1570 2651.3297 23.0983 1889 3 884.4481 23.8923
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 2186.1746 LGIQMKPDEKELMGKPLMK 334.4994 2186.1456 19.3399 1097 2 1093.5764 ‐11.8017
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1710.8333 YRVENLYEGPLDDK 768.0870 1710.8343 18.1621 3143 2 855.9208 1.36
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1850.9568 GLKLQMTPLSDYEDKL 1085.3290 1850.9553 18.5261 1654 3 617.6566 ‐0.5557
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 Carbamidomethyl+C(10) 2779.3641 KQETVEDVPCGNTVAMVGLDQFITK 288.1901 2779.3350 18.2758 1424 3 927.1165 ‐9.2887
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 Carbamidomethyl+C(2) 938.4441 FCYEPIK 139.0694 938.4395 19.4877 1675 1 938.4395 ‐3.7645
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thalia 438.5757 91964.6102 27 14.39 None 1375.6793 HGWAFTLTNFAK 75.8405 1375.6844 18.6621 1432 2 688.3458 3.03
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 2053.0124 VEIESLFDGVDFSEPLTR 30691.0900 2053.0107 39.2625 13822 2 1027.0090 ‐0.0979
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1679.8388 DAVITVPAYFNDAQR 944.8360 1679.8400 27.4627 2760 2 840.4236 0.9487
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1522.7536 ITPSWVAFTDTER 621.7200 1522.7859 22.3829 4172 2 761.8966 21.1847
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1921.0178 IKDAVITVPAYFNDAQR 712.1158 1920.9760 24.6834 1681 2 960.9917 ‐21.1846
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1285.6133 FEELNMDLFK 566.5758 1285.6224 20.8090 1023 2 643.3148 6.70
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 768.4363 DHKALGK 2807.2400 768.4370 17.2348 7341 1 768.4370 1.22
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 2099.0552 FEELNMDLFKKTMEPVK 526.4217 2099.0355 21.0777 1513 2 1050.0214 ‐8.5627
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 2019.0103 LETYVYNMKSTVADKEK 1118.9080 2019.0002 24.6335 1063 3 673.6716 ‐4.8152
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 2588.2912 EKMEGVLKEALEWLEENVNAEK 1945.2570 2588.2974 35.9281 953 4 647.8298 1.72
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 622.3307 DHKALG 87.1994 622.3299 18.9202 5128 1 622.3299 ‐1.2476
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1228.6606 EKMEGVLKEAL 384.3699 1228.6553 35.2093 3850 2 614.8313 ‐4.7059
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 565.3093 DHKAL 72.9568 565.3086 20.0024 1949 1 565.3086 ‐1.2242
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1432.7835 IKDAVITVPAYFN 378.6895 1432.7789 23.4004 900 3 478.2645 ‐3.3746
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis 1844.1090 74303.4088 16 18.35 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1075.5630 GGAIDDSVITK 9843.7600 1075.5610 20.4939 31148 2 538.2842 ‐2.4087
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1970.1797 SLLALQGPLAAPVLQHLTK 9801.9670 1970.1781 21.3459 24755 3 657.3976 ‐0.6254
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 29511.8900 1297.5489 20.8854 21709 2 649.2781 ‐2.0650
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1121.5738 VGFFSSGPPAR 16883.3600 1121.5743 16.6904 18420 2 561.2908 ‐0.1577
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1547.8428 IGEITSGGFSPNLKK 1415.1550 1547.8436 24.3192 17398 3 516.6194 0.4330
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1658.9112 AEGGFLGADVILQQLK 6383.3030 1658.9117 21.8585 16129 2 829.9595 0.4778
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1415.7066 TALYDFHVAHGGK 7817.8830 1415.7060 22.2399 12656 3 472.5735 ‐0.6469
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1419.7478 IGEITSGGFSPNLK 4202.5150 1419.7489 27.0958 12342 2 710.3781 0.5904
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 717.0611 3405.7475 24.7188 6704 3 1135.9207 ‐2.8176
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1465.7104 DKDLAHIEEHMK 1451.5970 1465.7080 19.5078 4582 3 489.2409 ‐1.7981
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 1684.6430 2450.1322 31.0162 4284 2 1225.5697 ‐0.2166
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1650.9810 1745.8585 26.0491 1693 3 582.6243 ‐3.1348
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 661.3515 LAQSDK 96.7721 661.3365 28.9378 9731 1 661.3365 ‐22.5711
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 793.4277 MPFVATK 2352.8700 793.4330 21.6573 7593 2 397.2201 5.47
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1222.5885 DLAHIEEHMK 3037.1450 1222.5959 22.7914 2814 2 611.8016 5.44
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 789.4465 LAQSDKK 260.5239 789.4301 18.3383 2686 1 789.4301 ‐20.2751
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1568.7890 DLAHIEEHMKAFK 837.9345 1568.7905 20.8511 2787 2 784.8989 1.0191
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1344.7998 GPLAAPVLQHLTK 442.5207 1344.8023 21.2794 2629 2 672.9048 1.67
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 679.3410 DLAHIE 159.7072 679.3424 21.9913 1479 1 679.3424 2.65
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 629.3981 LQQLK 124.2551 629.3966 23.6960 1398 1 629.3966 ‐2.3086
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 27 48.04 None 1022.5054 GFFSSGPPAR 524.3891 1022.5071 16.6755 824 1 1022.5071 2.49
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 None 1547.8428 IGEITSGGFSPNLKK 2043.6370 1547.8436 24.3192 17398 3 516.6194 0.1313
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 None 1419.7478 IGEITSGGFSPNLK 7044.7610 1419.7489 27.0958 12342 2 710.3781 0.0801
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 None 1415.7066 TALYDFHVAHGGK 5611.0240 1415.7054 22.2157 11612 3 472.5733 ‐1.3244
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 2335.7580 2450.1322 31.0162 4284 2 1225.5697 ‐0.1496
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1671.3200 1745.8585 26.0491 1693 3 582.6243 ‐3.4932
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 700.4345 44787.0270 27 48.04 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 432.7716 1297.5429 20.5341 956 2 649.2751 ‐7.2122
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1384.7795 AAALNIVPTSTGAAK 111190.2000 1384.7786 24.5747 240824 2 692.8930 ‐0.7757
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1456.7795 VVDLADIVANNWK 105706.2000 1456.7769 21.2087 110050 2 728.8921 ‐1.8365
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 186911.6000 1833.9060 36.4605 93348 2 917.4566 0.8884
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1037.6717 AVALVLPNLK 14214.9700 1037.6697 19.0998 79145 2 519.3385 ‐2.6048
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1254.6113 TFAEEVNAAFR 43923.1100 1254.6106 29.7253 75785 2 627.8089 ‐0.9441
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 833.4628 VAINGFGR 8186.9800 833.4603 21.5680 64788 1 833.4603 ‐2.4687
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1780.0215 VPTPNVSVVDLVVQVSK 21992.8000 1780.0212 21.5118 56957 2 890.5142 0.1780
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1786.8184 VIAWYDNEWGYSQR 102429.2000 1786.8180 19.0897 51460 2 893.9127 0.1757
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7978.6620 2557.2310 32.0201 42034 3 853.0819 0.8164
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1627.8537 DSPLDVVVINDTGGVK 56825.6600 1627.8566 31.5364 34263 2 814.4319 1.35
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1555.6805 GTMTTTHSYTGDQR 31469.2400 1555.6794 14.2662 26780 3 519.2313 ‐0.8627
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1908.1164 VPTPNVSVVDLVVQVSKK 6888.7920 1908.1147 20.5996 20864 3 636.7097 ‐0.7962
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1755.9487 KDSPLDVVVINDTGGVK 1200.3800 1755.9461 28.5151 5149 3 585.9869 ‐1.4730
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 683.4450 VLPNLK 1254.0030 683.4439 19.1012 3763 1 683.4439 ‐1.5320
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 813.4465 VPTSTGAAK 2235.3370 813.4440 23.2444 2553 1 813.4440 ‐2.6154
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 796.5291 LVLPNLK 1474.3210 796.5288 19.1016 2412 1 796.5288 0.0918



NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1357.7110 VDLADIVANNWK 209.5840 1357.7173 22.5858 2358 3 453.2440 4.24
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1397.6114 MTTTHSYTGDQR 12648.6500 1397.6107 14.2668 2259 2 699.3090 ‐0.6934
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 447.2562 TGAAK 159.9100 447.2585 23.5022 2109 1 447.2585 4.63
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1266.5709 TTTHSYTGDQR 6780.1350 1266.5730 14.2657 1596 2 633.7901 1.48
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 961.8011 1336.6165 36.4671 1572 1 1336.6165 ‐1.0181
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1258.6426 DLADIVANNWK 577.7147 1258.6396 19.7169 1476 2 629.8234 ‐2.7852
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1977.9764 GIFDADVKPSGDSALSVDGK 944.2421 1977.9776 32.0137 978 2 989.4924 1.85
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 635.3359 TSTGAAK 192.4977 635.3349 23.3006 913 1 635.3349 ‐1.5056
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 29214.1700 37952.2598 43 46.00 None 1367.7529 AAALNIVPTSTGAAK 269.2548 1367.7490 24.5831 998 2 684.3781 ‐3.0639
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1384.7795 AAALNIVPTSTGAAK 165297.7000 1384.7786 24.5747 240824 2 692.8930 ‐1.3057
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 163606.9000 1833.9060 36.4605 93348 2 917.4566 0.6101
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1254.6113 TFAEEVNAAFR 54840.9200 1254.6106 29.7253 75785 2 627.8089 ‐1.5470
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 833.4628 VAINGFGR 10814.3000 833.4603 21.5680 64788 1 833.4603 ‐2.8252
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7848.5140 2557.2310 32.0201 42034 3 853.0819 0.2255
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1627.8537 DSPLDVVVINDTGGVK 57377.8600 1627.8566 31.5364 34263 2 814.4319 1.98
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 798.5084 VLITAPGK 16392.7300 798.5083 18.8880 5595 2 399.7578 ‐1.9628
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1755.9487 KDSPLDVVVINDTGGVK 1075.9770 1755.9461 28.5151 5149 3 585.9869 ‐1.8343
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDDMVK 2624.4490 2378.0226 37.6390 2605 3 793.3457 ‐0.2848
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 944.5411 IVPTSTGAAK 753.1008 944.5410 22.9927 6193 2 472.7741 ‐1.7331
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 726.3668 DSPLDVV 222.2919 726.3636 30.0448 3251 1 726.3636 ‐4.5572
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 586.3559 ITAPGK 14016.0300 586.3559 18.8822 2712 1 586.3559 ‐0.4065
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 447.2562 TGAAK 193.6842 447.2585 23.5022 2109 1 447.2585 4.20
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 758.0540 1336.6165 36.4671 1572 1 1336.6165 ‐1.2341
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1041.5575 NIVPTSTGAAK 452.4026 1041.5616 24.5617 1338 1 1041.5616 4.59
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 699.4400 LITAPGK 1685.4830 699.4402 19.6573 1045 1 699.4402 0.1393
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1977.9764 GIFDADVKPSGDSALSVDGK 865.0620 1977.9776 32.0137 978 2 989.4924 1.0509
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidops 22061.2900 37952.2598 43 46.00 None 1171.6681 LNIVPTSTGAAK 421.1609 1171.6660 24.5764 868 1 1171.6660 ‐0.6981
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 1393.6441 VATEESSAEVTDR 27506.1800 1393.6439 15.6946 11903 2 697.3256 ‐0.3286
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 1263.6579 VHISEPEPEVK 23476.8200 1263.6552 19.3081 10445 2 632.3313 ‐2.4930
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 3856.6820 2719.4387 25.8637 9676 4 680.6151 2.07
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 835.4044 TTVEEEK 151.2046 835.4085 29.4607 6146 1 835.4085 5.43
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 2100.0972 VHISEPEPEVKHESLLEK 2333.2390 2100.0968 22.3009 3350 4 525.7797 ‐1.2614
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1308.4880 1850.9302 20.2373 9572 2 925.9687 ‐0.3906
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 None 1271.6266 GLTFDSGGYNIK 1010.6130 1271.6277 26.6336 9395 2 636.3175 0.5047
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 None 1318.6233 TIEVNNTDAEGR 5331.6100 1318.6280 16.4010 8275 2 659.8176 3.45
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 None 1163.5473 SGVADMVNTGGR 8667.4020 1163.5464 20.6181 5203 2 582.2768 ‐1.3274
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 None 1556.8894 GDILVVGVTEKDLAK 860.8650 1556.8957 21.3271 3851 2 778.9515 4.0702
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 None 1861.9225 MAHTLGLTQPNSTEPHK 429.9492 1861.9538 20.8516 3730 2 931.4805 17.2662
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 459.8800 50878.0366 17 10.95 Carbamidomethyl+C(17) 2445.1789 GLTFDSGGYNIKTGPGCSIELMK 841.6521 2445.1743 24.8914 1045 2 1223.0908 ‐0.6268
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 227.2222 50878.0366 17 10.95 None 1271.6266 GLTFDSGGYNIK 2307.2560 1271.6277 26.6336 9395 2 636.3175 ‐0.0887
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 227.2222 50878.0366 17 10.95 None 1163.5473 SGVADMVNTGGR 6377.7740 1163.5464 20.6181 5203 2 582.2768 ‐1.9813
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 227.2222 50878.0366 17 10.95 None 3041.5538 VDAHLSGLLAQVSSEEDFTGKPGQSTVLR 198.4536 3041.4844 34.8554 6558 3 1014.4996 ‐22.6394
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 2498.1410 1850.9302 20.2373 9572 2 925.9687 0.0357
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 None 1937.9662 ASQSTSAAIVLASSVSDESK 631.5122 1938.0027 20.2845 7624 3 646.6724 19.2063
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 None 1548.7904 AVDIIGFGTGAEEAAK 634.8017 1548.8111 26.1766 3982 2 774.9092 13.6888
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 None 1678.8799 SGTGFGVATLVEWVQK 218.9613 1678.8964 17.7721 2283 3 560.3037 9.76
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 None 1678.9050 ISFTAKEIDVIEWK 583.9720 1678.8624 19.0229 1067 2 839.9349 ‐24.7978
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 Carbamidomethyl+C(17) 2445.1789 GLTFDSGGYNIKTGPGCSIELMK 294.3611 2445.1743 24.8914 1045 2 1223.0908 0.0200
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 158.9555 50878.0366 17 10.95 None 1004.4895 LASSVSDESK 96.5842 1004.4899 22.5144 1816 1 1004.4899 1.06
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 2116.1384 TILGSVGAETEDSQIELLLK 6810.1040 2116.1362 37.0228 16653 2 1058.5717 ‐0.2049
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 1213.6899 GKDLAELIAAGR 28133.3400 1213.6907 27.0616 11998 2 607.3490 0.2383
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 1028.5735 DLAELIAAGR 17993.6800 1028.5747 30.9642 10318 2 514.7910 0.5252
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 1303.7984 VVAAYLLAVLSGK 946.9783 1303.8004 23.0985 6163 2 652.4038 1.60
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 1516.7966 LASVPSGGGASAAESKK 157.1208 1516.7854 28.4397 6136 2 758.8963 ‐7.3654
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6823.6810 10243.5885 10 63.27 None 2099.1118 TILGSVGAETEDSQIELLLK 338.8242 2099.1192 36.7738 3354 2 1050.0632 4.04
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4546.5100 10243.5885 10 63.27 None 2116.1384 TILGSVGAETEDSQIELLLK 4722.3500 2116.1362 37.0228 16653 2 1058.5717 ‐0.3251
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4546.5100 10243.5885 10 63.27 None 1213.6899 GKDLAELIAAGR 18679.2600 1213.6907 27.0616 11998 2 607.3490 ‐0.3875
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4546.5100 10243.5885 10 63.27 None 1028.5735 DLAELIAAGR 12695.9900 1028.5747 30.9642 10318 2 514.7910 ‐0.2043
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4546.5100 10243.5885 10 63.27 None 2099.1118 TILGSVGAETEDSQIELLLK 249.2746 2099.1192 36.7738 3354 2 1050.0632 4.1707
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1661.8017 LLEQDNPDLGYDAAK 2756.4160 1661.7994 24.0592 14888 2 831.4034 ‐1.1766
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1508.7665 TLFNELEVVEGMK 2016.7460 1508.7672 36.0811 9184 2 754.8872 0.4246
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1196.7361 IGVQIIQNALK 31261.7700 1196.7359 18.7855 8810 2 598.8716 ‐0.6006
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 843.5298 LSGGVAVLK 8173.5620 843.5298 20.5765 8069 2 422.2685 ‐0.9553
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1016.5259 GVEDLADAVK 3171.8060 1016.5237 24.2634 6940 2 508.7655 ‐2.7877
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1235.5871 SVAAGMNAMDLR 791.0430 1235.5891 25.0301 5943 2 618.2982 1.44
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1775.9208 AMETVGKEGVITIQDGK 3352.2130 1775.9242 24.8899 3241 2 888.4657 2.82
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 826.5033 AGIIDPLK 5378.7910 826.5028 25.6026 2958 2 413.7550 ‐1.5716
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 458.7461 2235.0734 24.1863 1223 2 1118.0403 3.33
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1415.7853 LAVDTVVTNLQSR 438.8666 1415.7753 32.9488 4794 2 708.3913 ‐7.2134
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 Carbamidomethyl+C(7) 2298.1152 AIFTEGCKSVAAGMNAMDLRR 416.5119 2298.0932 35.7483 1323 2 1149.5502 ‐8.5054
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 730.4458 SGGVAVLK 2943.3850 730.4468 20.5714 3210 1 730.4468 1.27
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 586.3923 GVAVLK 137.5896 586.3921 21.1928 3100 1 586.3921 ‐0.3936
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 852.4098 DLGYDAAK 138.1429 852.4078 24.4891 1806 1 852.4078 ‐1.7768
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 737.3828 LGYDAAK 115.6377 737.3810 23.7011 1505 1 737.3810 ‐2.2071
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 930.5255 GVITIQDGK 219.6365 930.5287 22.4729 1486 2 465.7680 2.84
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 860.4360 EDLADAVK 593.3333 860.4352 24.2564 1009 1 860.4352 ‐0.2803
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1187.6630 KEGVITIQDGK 329.3903 1187.6662 25.5226 870 3 396.5603 2.80
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2608.6980 61820.1386 19 23.97 None 1644.7752 LLEQDNPDLGYDAAK 117.1516 1644.7689 26.7707 3899 3 548.9278 ‐3.8472
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1846.8606 IHYETTGPEIWEDTR 2826.4140 1846.8642 26.5000 9643 3 616.2929 2.0241
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1334.7467 LIAVVFPSFGER 3905.6520 1334.7460 21.0641 8942 2 667.8766 ‐0.7623
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1356.6352 IGYSMITDAEEK 8579.6860 1356.6350 25.4846 7963 2 678.8212 ‐0.3073
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1086.6306 IQGIGAGFVPK 9002.4630 1086.6302 17.0284 7637 2 543.8187 ‐0.9705
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1355.7318 YLSTQLFQSIR 2379.5780 1355.7318 19.2979 7523 2 678.3695 ‐0.1952



NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 2073.1339 VIGVEPTESAILSGGKPGPHK 1295.7780 2073.1340 25.6057 6068 4 519.0390 ‐1.0804
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1345.7362 AFGAELVLTEPAK 8653.7480 1345.7346 29.8446 6048 2 673.3710 ‐1.3998
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1461.7804 LILTMPASMSLER 2711.7790 1461.7810 27.0914 1911 3 487.9318 0.2135
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1398.7264 AAAFDVSSAAFTLK 634.6082 1398.7146 17.8418 10860 2 699.8609 ‐8.6064
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 573.6024 2523.2332 43.0636 4702 2 1262.1202 ‐13.7174
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 2031.9770 IHYETTGPEIWEDTRGK 730.0355 2031.9785 21.3534 1148 4 508.7501 ‐0.4390
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1348.6963 ILTMPASMSLER 1829.1940 1348.7011 27.0590 3044 2 674.8542 3.03
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 938.4730 VFPSFGER 228.7009 938.4761 19.7965 1056 2 469.7417 2.45
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 23 40.31 None 1380.7158 AAAFDVSSAAFTLK 324.3295 1380.7196 18.3243 2467 2 690.8634 2.87
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 1846.8606 IHYETTGPEIWEDTR 2427.5770 1846.8642 26.5000 9643 3 616.2929 1.68
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 1356.6352 IGYSMITDAEEK 6599.1340 1356.6350 25.4846 7963 2 678.8212 ‐0.8530
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 2073.1339 VIGVEPTESAILSGGKPGPHK 1136.7090 2073.1340 25.6057 6068 4 519.0390 ‐1.1444
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 1345.7362 AFGAELVLTEPAK 7926.6230 1345.7346 29.8446 6048 2 673.3710 ‐1.9516
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 1461.7804 LILTMPASMSLER 1027.3040 1461.7810 27.0914 1911 3 487.9318 ‐0.0635
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 735.5120 2523.2332 43.0636 4702 2 1262.1202 ‐13.6094
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 917.8013 41941.3524 23 40.31 Carbamidomethyl+C(7)
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2467.2960 13577.0481 10 29.60 Carbamidomethyl+C(13) 1989.9733 MSLGLPVAATVNCADNTGAK 11854.7400 1989.9730 18.5503 13984 2 995.4901 0.4947
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2467.2960 13577.0481 10 29.60 None 829.4778 IASAANAIV 3223.2040 829.4797 23.5188 9825 1 829.4797 2.98
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2467.2960 13577.0481 10 29.60 None 949.5717 NLYIISVK 3310.4240 949.5706 17.7466 9553 2 475.2889 ‐1.9415
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2467.2960 13577.0481 10 29.60 Carbamidomethyl+C(12) 1858.9328 SLGLPVAATVNCADNTGAK 832.9006 1858.9336 31.9472 5673 3 620.3161 0.5448
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2467.2960 13577.0481 10 29.60 None 722.4447 YIISVK 894.7290 722.4429 17.7496 1021 1 722.4429 ‐2.2418
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 494.2987 13577.0481 10 29.60 None 829.4778 IASAANAIV 5490.2420 829.4797 23.5188 9825 1 829.4797 2.23
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 494.2987 13577.0481 10 29.60 Carbamidomethyl+C(12) 1858.9328 SLGLPVAATVNCADNTGAK 651.3242 1858.9336 31.9472 5673 3 620.3161 0.1540
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2848.1160 13577.0481 10 29.60 Carbamidomethyl+C(13) 1989.9733 MSLGLPVAATVNCADNTGAK 15048.6200 1989.9730 18.5503 13984 2 995.4901 0.9726
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2848.1160 13577.0481 10 29.60 None 949.5717 NLYIISVK 6880.2790 949.5706 17.7466 9553 2 475.2889 ‐1.8495
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 2848.1160 13577.0481 10 29.60 None 722.4447 YIISVK 2230.3570 722.4429 17.7496 1021 1 722.4429 ‐1.7986
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1680.8340 NAVVTVPAYFNDSQR 36394.2300 1680.8362 28.3252 51995 2 840.9218 1.26
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1473.6856 TTPSYVAFTDSER 54692.9600 1473.6873 24.6750 45524 2 737.3473 1.0477
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1675.7307 ATAGDTHLGGEDFDNR 15463.5800 1675.7287 19.3107 39279 3 559.2478 ‐1.1782
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1358.6158 NALENYAYNMR 22229.3100 1358.6169 25.7737 37627 2 679.8121 0.6402
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 30367.6500 1386.7293 27.2728 28802 2 693.8683 ‐0.4831
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1215.6514 DAGVIAGLNVMR 18194.2700 1215.6514 30.0945 25624 2 608.3293 ‐0.4359
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 13446.6300 2658.2710 33.8626 24871 3 886.7619 1.09
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1278.6300 MVNHFVQEFK 24231.3100 1278.6281 15.7729 18384 2 639.8177 ‐1.8078
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4933.9080 2574.2709 21.4692 17579 3 858.7618 1.88
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1661.8316 NQVAMNPINTVFDAK 3911.0330 1661.8329 19.2383 13960 2 831.4201 0.9991
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1226.5899 FTDSSVQSDIK 11162.4000 1226.5878 19.7805 8776 2 613.7975 ‐2.1221
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 2786.3632 KEQVFSTYSDNQPGVLIQVYEGER 1158.6400 2786.3719 21.8612 8489 3 929.4622 3.88
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1407.7631 VQQLLVDFFNGK 2453.2000 1407.7607 21.1937 7494 2 704.3840 ‐1.8199
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1431.7438 NSIDDVVLVGGSTR 3736.9440 1431.7454 26.9952 3859 2 716.3763 1.0062
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1771.8432 VDAKNALENYAYNMR 422.0278 1771.8488 31.5533 1084 2 886.4281 3.43
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 679.3774 DAGVIAGL 180.4404 679.3778 31.4206 4866 1 679.3778 0.7997
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1029.5874 GVIAGLNVMR 151.8431 1029.5922 28.4227 3487 2 515.2997 4.0400
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1396.6856 VTVPAYFNDSQR 85.5793 1396.6914 28.8424 2247 2 698.8493 4.0268
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 873.4975 IAGLNVMR 927.5306 873.4987 30.0980 1923 1 873.4987 2.0774
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1432.6088 GDTHLGGEDFDNR 1703.9880 1432.6080 19.3091 1589 2 716.8077 ‐0.6327
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1503.6459 AGDTHLGGEDFDNR 393.7817 1503.6466 20.6848 1402 3 501.8870 0.3140
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 138.3368 1015.5591 28.3686 1383 2 508.2832 ‐2.0757
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1552.6914 EQVFSTYSDNQPGV 574.8223 1552.6968 35.3912 1302 2 776.8521 3.72
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1060.4517 ENYAYNMR 404.0329 1060.4536 25.7683 1188 1 1060.4536 2.40
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 978.4738 DSSVQSDIK 374.8774 978.4788 19.7493 1007 2 489.7430 4.20
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 924.4421 VAFTDSER 577.5124 924.4411 24.6824 949 1 924.4411 ‐0.4136
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1174.5375 SYVAFTDSER 323.1094 1174.5405 24.6725 755 1 1174.5405 3.49
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 None 1643.8210 NQVAMNPINTVFDAK 1513.6810 1643.8250 19.8024 3356 2 822.4162 2.64
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8960.0210 71603.9617 50 34.36 Carbamidomethyl+C(6) 1369.7032 ELESICNPIIAK 271.6279 1369.6971 27.4855 1093 2 685.3522 ‐4.6602
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1278.6300 MVNHFVQEFK 34816.6700 1278.6281 15.7729 18384 2 639.8177 ‐1.5938
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4428.7530 2574.2709 21.4692 17579 3 858.7618 2.0398
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1661.8316 NQVAMNPINTVFDAK 2512.6450 1661.8329 19.2383 13960 2 831.4201 1.53
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1407.7631 VQQLLVDFFNGK 3742.0490 1407.7607 21.1937 7494 2 704.3840 ‐1.5579
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1680.8340 NAVVTVPAYFNDSQR 3622.3660 1680.8369 17.6536 1571 2 840.9221 2.71
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 655.8941 1386.7189 19.1650 4228 2 693.8631 ‐7.7791
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1473.6856 TTPSYVAFTDSER 6332.7700 1473.6857 16.0893 1887 2 737.3465 0.2608
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1215.6514 DAGVIAGLNVMR 325.7292 1215.6650 17.7159 1734 2 608.3361 10.40
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 2683.2958 VEIIANDQGNRTTPSYVAFTDSER 482.5378 2683.2875 20.6694 4431 3 895.1007 ‐2.0081
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3997.9570 71603.9617 50 34.36 None 1643.8210 NQVAMNPINTVFDAK 481.2485 1643.8250 19.8024 3356 2 822.4162 2.59
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1056.6048 AIALTVDTPR 25641.7400 1056.6029 24.2848 49746 2 528.8051 ‐2.4186
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 2011.9026 MDEANDSGLASYVAGQIDR 139142.8000 2011.9006 31.3846 47698 2 1006.4539 ‐0.3145
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1875.0110 QLDYVPATISALEEVVK 25244.1000 1875.0104 22.7881 41769 2 938.0089 0.1945
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1143.6772 FTLPPNLTLK 19797.6700 1143.6764 19.0741 32413 2 572.3418 ‐1.2487
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 992.5047 NFEGLDLGK 14723.8400 992.5050 26.4800 30723 2 496.7562 ‐0.4311
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 10948.1300 2908.4348 25.1288 28832 3 970.1498 0.5361
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 2439.0558 MVYDYYASGAEDQWTLQENR 4910.9410 2439.0484 30.5996 21833 2 1220.0278 ‐1.7578



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1058.5993 VPVFLDGGVR 18016.2900 1058.5990 17.6306 19846 2 529.8032 ‐0.8852
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1107.5873 FFQLYVYK 1846.2140 1107.5883 19.2934 18850 2 554.2978 0.3030
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1533.8168 ISMPIMVAPTAFQK 6030.4670 1533.8153 20.1529 18031 2 767.4113 ‐0.9399
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1913.0565 DIQWLQTITNMPILVK 18332.6900 1913.0574 23.9799 10881 2 957.0323 0.9995
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1318.5845 MAHPDGEYATAR 30096.2900 1318.5832 15.2452 10368 3 440.1992 ‐1.2756
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1367.6702 NHIVTEWDTPR 16716.3600 1367.6727 21.9632 8641 2 684.3400 1.79
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1718.9660 IAIQAGAAGIIVSNHGAR 1459.5950 1718.9669 16.9070 2938 3 573.6605 0.5329
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 440.1244 2269.1161 36.1846 2353 2 1135.0617 2.0426
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 1982.3090 2985.3884 36.2651 4436 3 995.8010 0.5247
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 656.3151 WDTPR 364.1744 656.3137 21.3077 12276 1 656.3137 ‐2.0492
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 782.4771 PPNLTLK 803.8166 782.4800 19.0665 3111 1 782.4800 4.1670
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 801.4465 LTVDTPR 1208.7650 801.4483 24.2839 2224 1 801.4483 2.85
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 988.5132 AASAAGTIMTL 381.8046 988.5132 25.8186 1190 1 988.5132 0.9219
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 738.2876 MAHPDGE 3012.9500 738.2862 15.2462 1130 1 738.2862 ‐1.4834
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1272.6834 QLDYVPATISAL 196.6385 1272.6871 23.1325 1114 2 636.8472 2.73
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 960.5189 FQLYVYK 141.9042 960.5160 18.6405 957 1 960.5160 ‐2.1995
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 895.5611 LPPNLTLK 525.8105 895.5601 17.3414 764 1 895.5601 ‐0.4117
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1349.6597 NHIVTEWDTPR 180.0231 1349.6515 22.3746 1513 1 1349.6515 ‐4.2510
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 14943.6300 40363.6259 36 60.76 None 1516.7902 ISMPIMVAPTAFQK 332.3568 1516.7844 19.8690 8047 2 758.8958 ‐3.8658
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 1056.6048 AIALTVDTPR 32562.7500 1056.6029 24.2848 49746 2 528.8051 ‐3.1324
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 2011.9026 MDEANDSGLASYVAGQIDR 118831.6000 2011.9006 31.3846 47698 2 1006.4539 ‐0.4930
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 992.5047 NFEGLDLGK 10154.5700 992.5050 26.4800 30723 2 496.7562 ‐1.1808
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 2439.0558 MVYDYYASGAEDQWTLQENR 2963.3730 2439.0484 30.5996 21833 2 1220.0278 ‐1.6970
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 1367.6702 NHIVTEWDTPR 23784.0600 1367.6727 21.9632 8641 2 684.3400 1.0684
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 1318.5845 MAHPDGEYATAR 170.8906 1318.6108 26.5252 1210 2 659.8090 19.1333
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 3307.4770 2985.3884 36.2651 4436 3 995.8010 ‐0.1889
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 656.3151 WDTPR 135.5969 656.3137 21.3077 12276 1 656.3137 ‐2.4551
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 801.4465 LTVDTPR 1639.2630 801.4483 24.2839 2224 1 801.4483 2.31
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8575.3380 40363.6259 36 60.76 None 565.3093 NHIVT 118.3701 565.3086 20.0024 1949 1 565.3086 ‐1.6537
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 1864.8923 TSQPFGLTSGEEAELGGGK 4461.0830 1864.8943 27.7615 18399 2 932.9508 1.26
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 1359.7882 IFSVDAPAIVSLK 5423.4360 1359.7891 19.9502 9298 2 680.3982 0.4084
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 4919.3690 1636.7699 26.8884 7933 2 818.8886 1.96
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 1839.9375 TSIPYGLEGGTEFVLEK 6365.1760 1839.9398 33.2991 7676 2 920.4736 1.23
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 4339.4830 2503.2083 38.9121 7367 2 1252.1078 ‐0.3857
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 3927.2260 2736.3228 40.5413 6809 2 1368.6650 ‐0.6507
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 981.6091 LGVNVAPIAK 7784.1860 981.6094 23.9856 6723 2 491.3083 ‐0.4653
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 1753.7664 GGEEWDDGGAYENVKK 888.3012 1753.7648 20.6514 3861 3 585.2598 ‐0.8560
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 2337.0378 LEAQGGRGGEEWDDGGAYENVK 445.9562 2337.0263 34.9556 2540 3 779.6803 ‐4.5064
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2066.3600 32147.1196 17 47.81 None 1821.9269 TSIPYGLEGGTEFVLEK 754.1659 1821.9265 34.3270 1174 2 911.4669 0.1831
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 1864.8923 TSQPFGLTSGEEAELGGGK 4772.9150 1864.8943 27.7615 18399 2 932.9508 1.17
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 7324.0110 1636.7699 26.8884 7933 2 818.8886 1.1708
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 1839.9375 TSIPYGLEGGTEFVLEK 7026.2690 1839.9398 33.2991 7676 2 920.4736 1.74
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 4041.8590 2503.2083 38.9121 7367 2 1252.1078 ‐0.2890
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 3979.3990 2736.3228 40.5413 6809 2 1368.6650 ‐0.4233
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 981.6091 LGVNVAPIAK 9571.8840 981.6094 23.9856 6723 2 491.3083 ‐1.2211
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2003.5100 32147.1196 17 47.81 None 1753.7664 GGEEWDDGGAYENVKK 143.2151 1753.7892 33.6489 921 2 877.3982 12.69
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 969.6091 ALLDVGLIR 6808.3780 969.6106 19.4408 9854 2 485.3090 0.7994
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 1545.7155 NYIYGGHVSNYMK 2057.1910 1545.7221 22.9427 9013 3 515.9122 4.1790
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 1550.7921 GALDGGLDIPHSDKR 5134.6200 1550.7923 22.4529 6002 3 517.6023 ‐0.0505
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 1366.6737 GVEAESIEELYK 8498.0820 1366.6741 27.3869 2964 2 683.8407 0.0835
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 2218.1390 LLGEDEPEKLQTHFSAYIK 380.8457 2218.1365 18.0063 2211 4 555.2896 ‐2.1384
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 1309.6495 DGGLDIPHSDKR 395.1794 1309.6538 24.2660 1335 2 655.3305 2.27
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 1405.3430 21545.0741 7 25.79 None 1155.5252 YGGHVSNYMK 420.6801 1155.5283 22.9506 757 2 578.2678 2.77
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1159.5953 AIDLIDEAGSR 14873.0400 1159.5988 25.4445 15810 2 580.3030 2.24
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5726.4020 2264.1515 30.0951 15172 2 1132.5794 ‐0.8461
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1029.5687 TAIAEGLAQR 22684.6300 1029.5680 19.9489 10555 2 515.2876 ‐1.4145
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1035.5027 LLEDSMAEK 1554.1760 1035.5021 19.3606 10461 2 518.2547 ‐1.2411
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1157.4966 LDMSEFMER 16490.5500 1157.4976 29.8841 7938 2 579.2524 0.4100
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTIDEYRK 3880.9910 1853.8975 26.8634 7894 3 618.6374 ‐4.5905
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1315.6740 IASGDVPETIEGK 11295.8500 1315.6741 21.4944 7742 2 658.3407 ‐0.1613
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1022.5339 LDEMIVFR 3459.6020 1022.5336 29.8556 7551 2 511.7704 ‐0.9955
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1985.9572 AHPDVFNMMLQILEDGR 2512.4810 1985.9589 24.9923 4838 3 662.6578 1.0535
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1758.8619 VGGFAAEEAMEDPIPIL 2286.3520 1758.8684 40.4683 1089 2 879.9378 4.0330
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 634.2791 DEAGSR 187.7693 634.2764 25.8894 5605 1 634.2764 ‐4.2409
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1380.6754 GYTEGGQLTEAVR 232.5506 1380.6803 30.4185 5102 2 690.8438 3.24
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 1663.7818 DVFNMMLQILEDGR 424.2817 1663.7844 24.6216 3268 2 832.3958 1.56
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1122.3100 102413.5602 33 16.61 None 747.3632 IDEAGSR 180.8462 747.3596 28.2345 1051 1 747.3596 ‐4.4412
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5834.8030 2264.1515 30.0951 15172 2 1132.5794 ‐0.8833
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1159.5953 AIDLIDEAGSR 14015.8400 1159.5978 25.3970 13079 2 580.3025 0.9752
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1029.5687 TAIAEGLAQR 17960.1500 1029.5680 19.9489 10555 2 515.2876 ‐2.1434
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1157.4966 LDMSEFMER 16519.7500 1157.4976 29.8841 7938 2 579.2524 ‐0.2472
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1022.5339 LDEMIVFR 4899.5720 1022.5336 29.8556 7551 2 511.7704 ‐1.7284
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1758.8619 VGGFAAEEAMEDPIPIL 2028.6630 1758.8684 40.4683 1089 2 879.9378 3.27
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1244.6845 KEIELQVTER 421.4792 1244.6594 21.1704 13866 2 622.8333 ‐21.1363
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1116.5895 EIELQVTER 929.9753 1116.5828 24.9106 12432 2 558.7950 ‐7.2559
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1315.6740 IASGDVPETIEGK 694.1115 1315.6630 22.4582 8582 2 658.3351 ‐9.1890
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 2251.0990 YTDEALVAAAQLSHQYISDR 200.1823 2251.1109 32.9691 8283 2 1126.0591 6.02
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTIDEYRK 1798.2050 1853.8975 26.8634 7894 3 618.6374 ‐4.9799
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 862.4815 MLSRDIK 407.1059 862.4664 23.5529 2668 1 862.4664 ‐17.2335
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1120.5779 SMGINLKDSR 1052.6130 1120.5988 17.2231 1545 2 560.8031 17.4483
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1709.7986 LDMSEFMERHTVSK 346.2366 1709.8145 23.2959 1385 2 855.4109 9.79
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 Carbamidomethyl+C(6) 1583.8210 TKNNPCLIGEPGVGK 2290.9120 1583.8220 20.5950 1377 3 528.6122 0.1869
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1380.6754 GYTEGGQLTEAVR 790.4569 1380.6803 30.4185 5102 2 690.8438 2.01
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 1131.5528 SGDVPETIEGK 273.6454 1131.5496 21.8779 4336 2 566.2784 ‐4.0653



NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 582.2704 FMER 63.8474 582.2683 30.9628 2101 1 582.2683 ‐4.1014
NP_001190035.1 Clp ATPase Arabidopsis thaliana 842.6930 102413.5602 33 16.61 None 744.3999 AEGLAQR 2186.0650 744.4025 19.9500 1362 1 744.4025 3.58
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1372.7260 TLLYGGIYGYPR 7004.1860 1372.7278 18.4789 14193 2 686.8676 1.1671
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1993.0025 YIDDLKDPGPTGKPYSAR 10145.7200 1993.0021 21.0595 10715 4 499.0060 ‐1.4421
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 Carbamidomethyl+C(5) 2012.9820 LLYECAPMSFIVEQAGGK 2051.8290 2012.9800 20.9265 10191 2 1006.9936 ‐0.3585
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1263.6480 YIGSLVGDFHR 4664.0030 1263.6470 17.0452 5655 2 632.3271 ‐1.1734
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 914.5418 QIASLVQR 3788.6550 914.5412 20.3127 1889 2 457.7742 ‐1.4682
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 2227.1677 AGISNLTGVQGAVNIQGEDQKK 307.3430 2227.1969 19.2194 4380 3 743.0705 13.4818
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 Carbamidomethyl+C(12) 1665.8265 LDVISNEVFSNCLR 505.1439 1665.8102 32.1079 1803 2 833.4087 ‐9.5876
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1448.7856 VLDIQPTEIHQR 852.9202 1448.7643 17.2603 1283 2 724.8858 ‐14.7819
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1833.9844 VPLYIGSTEEVEKLEK 5138.0030 1833.9833 29.0606 13313 3 611.9993 ‐0.5543
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 673.3991 ASLVQR 178.5167 673.3997 20.0562 2596 1 673.3997 0.9969
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 928.4734 IQGEDQKK 151.2164 928.4710 18.0951 2222 2 464.7391 ‐3.4748
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 Carbamidomethyl+C(12) 1647.8160 LDVISNEVFSNCLR 286.1311 1647.8100 32.3895 7334 2 824.4086 ‐3.4558
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 1245.6375 YIGSLVGDFHR 243.4686 1245.6322 16.8778 3084 2 623.3198 ‐4.5828
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 981.5062 45618.1762 14 22.78 None 897.5152 QIASLVQR 153.7374 897.5151 21.4674 1541 2 449.2612 ‐1.0191
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 None 1645.8003 EGLPAFPMGNIDQTR 10780.8400 1645.8021 31.8638 17567 2 823.4047 0.9093
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 4446.9420 1350.6703 24.1897 9306 2 675.8388 0.7554
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 None 1398.7264 VSLAGYEEYIVR 9106.8240 1398.7278 31.4158 9056 2 699.8675 0.3138
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 4627.7820 1086.5998 23.0140 7974 2 543.8035 0.6863
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 4659.7370 1544.6838 24.4765 4242 2 772.8455 ‐0.0336
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 Carbamidomethyl+C(13) 1992.9543 AAATSSIAPSLSCPSPSSSSK 478.7572 1993.0021 21.0595 10715 4 499.0060 22.7070
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 None 2931.3941 GHSYSEIINESVIESVDSLNPFMHAR 336.9894 2931.3232 37.2148 1178 3 977.7793 ‐24.0513
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 8 14.21 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 546.2838 1069.5689 23.8033 4280 2 535.2881 ‐3.3622
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 2077.0998 VVPGFLGGSADLASSNMTLLK 23420.3600 2077.0936 21.0753 60072 2 1039.0504 ‐2.2471
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1575.7649 ALPTYTPESPGDATR 70737.6600 1575.7665 22.6641 54971 2 788.3869 1.1022
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1805.9796 SIGINSFGASAPAPLLYK 5933.2570 1805.9806 19.8826 51948 2 903.4939 0.9254
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 2017.9654 NNLGWPYEPFQVPDDVK 44531.0700 2017.9648 35.4836 51263 2 1009.4861 0.3942
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1400.7420 SIITGELPAGWEK 53474.0500 1400.7419 30.4235 46521 2 700.8746 ‐0.2466
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1237.6423 VTTTIGYGSPNK 41511.7200 1237.6428 18.8281 44158 2 619.3250 0.0393
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1005.5615 FLAIDAVEK 15392.0300 1005.5608 26.8540 39927 2 503.2840 ‐1.4715
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1403.6914 ANSYSVHGAALGEK 15396.8600 1403.6936 18.3182 34948 3 468.5694 1.66
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLALAEK 3365.3610 3485.7783 23.5633 32653 3 1162.5976 ‐2.4436
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1628.7551 HTPEGATLESDWSAK 12170.2300 1628.7550 22.3150 24174 3 543.5899 ‐0.1060
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 2255.0584 AMPNTLMFRPADGNETAGAYK 13155.2800 2255.0591 17.3205 18195 3 752.3579 0.7006
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 957.5728 TPSILALSR 2779.9880 957.5717 17.2579 17196 2 479.2895 ‐1.9022
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSAR 2379.0500 3420.5801 21.7494 11426 3 1140.8649 ‐2.8927
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1115.6671 TVTDKPTLIK 21136.5200 1115.6673 18.6958 9410 2 558.3373 ‐0.3589
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 996.4686 NPYWFNR 2892.0670 996.4688 25.6624 8724 2 498.7381 ‐0.5160
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 3378.6920 3646.8376 41.3177 5364 3 1216.2840 ‐0.5832
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1159.5953 ESVLPSDVSAR 6659.4370 1159.5954 21.6102 4657 2 580.3013 ‐0.4432
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 5905.9320 1359.7136 24.0729 35513 2 680.3604 6.1218
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1832.9124 AAAVETVEPTTDSSIVDK 964.7800 1832.8936 29.6565 5348 2 916.9504 ‐9.8385
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1193.6048 KYPEEASELK 40164.3200 1193.6045 17.0932 12453 2 597.3059 ‐0.7696
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1085.6677 KTPSILALSR 3182.5730 1085.6691 16.0582 1709 2 543.3382 0.7214
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 169.3329 2604.2860 38.0424 1277 3 868.7668 ‐4.5301
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1014.6194 VTDKPTLIK 341.1041 1014.6191 18.7678 3173 2 507.8132 ‐0.9276
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 858.4931 LAIDAVEK 1309.6900 858.4949 26.8503 2627 1 858.4949 2.01
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1037.5262 TTIGYGSPNK 220.6195 1037.5258 18.8637 2506 2 519.2665 ‐1.0691
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1676.7955 GWPYEPFQVPDDVK 407.7968 1676.7942 34.9346 2060 2 838.9007 ‐0.5909
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 759.4723 SILALSR 767.5774 759.4730 17.2632 1682 1 759.4730 1.77
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 731.3682 PSDVSAR 79.2724 731.3653 20.6058 1121 1 731.3653 ‐3.7200
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1955.9280 NTLMFRPADGNETAGAYK 197.5520 1955.9214 17.2637 1097 2 978.4643 ‐2.7619
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1761.8753 AAVETVEPTTDSSIVDK 388.0533 1761.8693 30.3427 1090 2 881.4383 ‐3.0347
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 Carbamidomethyl+C(4) 1132.5780 SQQCLNALAK 563.5917 1132.5779 24.0764 922 1 1132.5779 1.1736
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 893.4761 SSNMTLLK 303.1572 893.4735 21.4536 906 2 447.2404 ‐3.7716
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1315.6277 NSYSVHGAALGEK 3868.1680 1315.6278 18.2183 894 2 658.3175 ‐0.2348
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 Carbamidomethyl+C(6) 1364.6344 VVSFVCWELFD 130.1264 1364.6400 21.1897 805 2 682.8236 3.23
NP_001190145.1 transketolase Arabidopsis thaliana 6961.2580 80295.5034 71 46.49 None 1386.6648 ANSYSVHGAALGEK 283.6813 1386.6601 19.7344 814 2 693.8337 ‐3.5882
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1575.7649 ALPTYTPESPGDATR 94681.8200 1575.7665 22.6641 54971 2 788.3869 0.6793
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 2017.9654 NNLGWPYEPFQVPDDVK 64364.7100 2017.9648 35.4836 51263 2 1009.4861 0.2190
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1400.7420 SIITGELPAGWEK 64888.8700 1400.7419 30.4235 46521 2 700.8746 ‐0.7676
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1237.6423 VTTTIGYGSPNK 77524.4800 1237.6427 18.8205 43115 2 619.3250 ‐0.6687
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1005.5615 FLAIDAVEK 13535.2900 1005.5608 26.8540 39927 2 503.2840 ‐2.2139
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1403.6914 ANSYSVHGAALGEK 26344.7000 1403.6909 18.2203 22649 3 468.5685 ‐0.7856
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1115.6671 TVTDKPTLIK 20652.4700 1115.6673 18.6958 9410 2 558.3373 ‐1.0396
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 996.4686 NPYWFNR 4179.0010 996.4688 25.6624 8724 2 498.7381 ‐1.2635
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 1910.0700 3646.8376 41.3177 5364 3 1216.2840 ‐1.4864
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 6508.0260 1359.7136 24.0729 35513 2 680.3604 5.78
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1352.6845 VSIEAASTFGWGK 398.6892 1352.6762 33.2842 2046 2 676.8417 ‐6.9247
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1832.9124 AAAVETVEPTTDSSIVDK 217.1971 1832.8818 24.2631 950 2 916.9445 ‐16.5234
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1732.9592 QKLPHLPGTSIEGVEK 989.6842 1732.9613 24.6514 12027 3 578.3253 0.8792
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 745.4090 AIDAVEK 19820.8400 745.4089 26.8504 7645 1 745.4089 ‐0.2392
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 915.5510 TDKPTLIK 2780.8430 915.5504 18.6982 2411 2 458.2789 ‐2.1844
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1218.6113 SYSVHGAALGEK 9912.2750 1218.6114 18.2195 2164 2 609.8093 ‐0.9567
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1676.7955 GWPYEPFQVPDDVK 773.3339 1676.7942 34.9346 2060 2 838.9007 ‐0.9572
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 629.3981 LNALAK 179.4082 629.3966 23.6960 1398 1 629.3966 ‐2.7236
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1037.5262 TTIGYGSPNK 1588.9200 1037.5257 18.8215 1200 1 1037.5257 0.2037
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 Carbamidomethyl+C(4) 1132.5780 SQQCLNALAK 1333.9200 1132.5779 24.0764 922 1 1132.5779 0.9006
NP_001190145.1 transketolase Arabidopsis thaliana 6987.3640 80295.5034 71 46.49 None 1315.6277 NSYSVHGAALGEK 4326.0300 1315.6278 18.2183 894 2 658.3175 ‐0.8035
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 2077.0998 VVPGFLGGSADLASSNMTLLK 11233.4200 2077.0936 21.0753 60072 2 1039.0504 ‐1.7369
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1805.9796 SIGINSFGASAPAPLLYK 6175.1300 1805.9806 19.8826 51948 2 903.4939 1.50
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLALAEK 2349.5210 3485.7783 23.5633 32653 3 1162.5976 ‐1.8156
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 2255.0584 AMPNTLMFRPADGNETAGAYK 12400.8200 2255.0591 17.3205 18195 3 752.3579 1.0086



NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 957.5728 TPSILALSR 5193.0540 957.5717 17.2579 17196 2 479.2895 ‐1.8072
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 355.0278 3646.8418 23.1450 4355 3 1216.2854 1.63
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1237.6423 VTTTIGYGSPNK 313.5374 1237.6339 17.7731 4054 2 619.3206 ‐6.9638
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 Carbamidomethyl+C(10) 2539.1713 SGHPGLPMGCAPMAHILYDEVMR 701.9013 2539.1726 22.1026 1083 4 635.5486 0.4868
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1832.9124 AAAVETVEPTTDSSIVDK 242.7126 1832.9029 18.9589 1056 4 458.9812 ‐5.1624
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1085.6677 KTPSILALSR 4218.3540 1085.6691 16.0582 1709 2 543.3382 0.8639
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1192.6242 DLASSNMTLLK 73.1106 1192.6192 19.8332 4314 2 596.8132 ‐4.4815
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 2052.9808 PNTLMFRPADGNETAGAYK 1083.1170 2052.9860 17.3242 3561 3 685.0002 3.0289
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 759.4723 SILALSR 2013.9810 759.4730 17.2632 1682 1 759.4730 1.93
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 1955.9280 NTLMFRPADGNETAGAYK 157.9917 1955.9214 17.2637 1097 2 978.4643 ‐2.2966
NP_001190145.1 transketolase Arabidopsis thaliana 1045.2680 80295.5034 71 46.49 None 2430.1936 TPGHPENFETPGIEVTTGPLGQGI 589.6157 2430.1882 20.4054 849 2 1215.5977 ‐0.3311
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1541.7702 IIMTMPSYTSLER 27627.3500 1541.7714 18.8886 24607 2 771.3893 0.8069
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1347.7155 SFGAELVLTDPAK 38941.6900 1347.7162 30.0770 18170 2 674.3618 0.3336
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1233.5667 EAEEMKPVSVD 1865.8860 1233.5654 19.6836 11457 2 617.2863 ‐1.5122
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1341.7049 YLSSVLFDELR 2694.4290 1341.7022 20.7786 3841 2 671.3547 ‐2.2674
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1139.5952 GISLAFMAAMK 350.4028 1139.6100 24.5004 6963 2 570.3086 12.53
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1342.7478 LIVTIHASFGER 554.0967 1342.7286 26.4825 2676 2 671.8679 ‐14.5117
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 952.4734 PSYTSLER 346.4095 952.4725 18.7065 2246 2 476.7399 ‐1.8081
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1130.5728 SFGAELVLTDP 137.4185 1130.5778 31.3525 1786 2 565.7925 3.81
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1315.6021 MTMPSYTSLER 198.5943 1315.6030 20.4040 1228 1 1315.6030 2.64
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1001.4608 EAEEMKPVS 265.4830 1001.4575 20.7090 792 2 501.2324 ‐4.0166
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3749.2500 26631.8014 15 28.74 None 1329.7049 SFGAELVLTDPAK 319.9454 1329.7083 30.3873 1155 2 665.3578 2.27
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 2943.0280 26631.8014 15 28.74 None 1347.7155 SFGAELVLTDPAK 55700.5900 1347.7162 30.0770 18170 2 674.3618 ‐0.2171
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 2943.0280 26631.8014 15 28.74 None 1139.5952 GISLAFMAAMK 256.3868 1139.6100 24.5004 6963 2 570.3086 11.80
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 2943.0280 26631.8014 15 28.74 None 1130.5728 SFGAELVLTDP 232.0019 1130.5778 31.3525 1786 2 565.7925 3.1657
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 2943.0280 26631.8014 15 28.74 None 1329.7049 SFGAELVLTDPAK 711.3251 1329.7083 30.3873 1155 2 665.3578 1.19
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1142.5364 FEDENFTLK 57316.5900 1142.5347 25.0541 79229 2 571.7710 ‐2.0298
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1288.7334 IVMGLFGEVVPK 7856.6340 1288.7319 20.8240 61417 2 644.8696 ‐1.4752
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 36131.9000 1221.5802 30.2125 55981 1 1221.5802 ‐0.0040
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1343.7140 HVVFGQVIEGMK 25156.9600 1343.7123 17.3973 39092 2 672.3598 ‐1.4954
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 2435.1184 DFMIQGGDFTEGNGTGGISIYGAK 1499.6800 2435.1255 33.7958 6610 2 1218.0664 4.1817
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1076.5809 MGLFGEVVPK 6502.4110 1076.5791 20.8245 4897 1 1076.5791 ‐0.4900
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1407.6751 TEGNGTGGISIYGAK 525.4167 1407.6736 32.6607 3015 2 704.3404 ‐1.1863
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 668.3515 HVVFGQ 2022.9120 668.3535 17.4329 2511 1 668.3535 3.1275
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5194.8090 28421.2958 13 26.25 None 1124.5259 FEDENFTLK 572.0341 1124.5255 24.5245 9635 2 562.7664 ‐0.8481
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1347.3130 28421.2958 13 26.25 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 28833.9100 1221.5802 30.2125 55981 1 1221.5802 ‐0.2521
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1347.3130 28421.2958 13 26.25 None 2435.1184 DFMIQGGDFTEGNGTGGISIYGAK 1261.1270 2435.1255 33.7958 6610 2 1218.0664 4.02
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1347.3130 28421.2958 13 26.25 None 874.4741 SQLVSANR 189.2508 874.4645 19.0044 5666 1 874.4645 ‐10.7270
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1347.3130 28421.2958 13 26.25 None 1407.6751 TEGNGTGGISIYGAK 321.6476 1407.6736 32.6607 3015 2 704.3404 ‐1.7034
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 None 1040.6463 LVTPLTLQR 31582.3500 1040.6462 17.2129 11824 2 520.8268 ‐0.6835
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 None 1608.7752 LSQEVSGDALGEEFK 6818.8400 1608.7737 25.8797 7459 2 804.8905 ‐0.8099
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 10908.8100 1336.6315 19.9654 6927 2 668.8194 ‐0.2203
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 4394.3690 1826.0473 23.1360 5319 2 913.5273 1.92
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 None 1372.7431 KLEIDDDQKLR 1577.2370 1372.7413 19.0111 2284 3 458.2520 ‐1.5226
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 None 828.4938 TPLTLQR 155.2887 828.4958 17.2028 1337 1 828.4958 2.26
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3005.7550 22325.0810 7 32.49 Carbamidomethyl+C(2) 1351.6926 GCIVSPDLSVLNL 451.9191 1351.6947 22.6384 978 2 676.3510 1.70
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2267.4550 29210.8248 3 19.34 None 2008.0709 ENAITVGTQHALDPLTTVK 13110.3600 2008.0720 29.4601 14476 3 670.0289 0.3052
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2267.4550 29210.8248 3 19.34 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3457.9760 2192.1273 36.3875 11477 2 1096.5673 ‐1.8694
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2267.4550 29210.8248 3 19.34 None 1334.7314 GSLFLGDVATQVK 23043.7100 1334.7329 30.3713 9213 2 667.8701 0.3184
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1204.6783 TAGGLLLTETTK 48113.1000 1204.6791 24.9515 51835 2 602.8432 0.1580
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1371.6427 YAGTEVEFNDVK 78635.0700 1371.6414 23.3119 45405 2 686.3244 ‐1.1201
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 9155.3680 2621.4266 18.2683 38929 3 874.4804 0.9644
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 906.4601 ASDVMAILS 4210.6200 906.4609 31.8160 35177 1 906.4609 1.54
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1662.9313 ITPLPVSTGSTVLYSK 13847.7100 1662.9316 17.9964 27196 2 831.9694 0.4031
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 10211.7500 2540.3120 35.3363 18633 4 635.8335 0.5294
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 7821.1640 2083.0921 28.8256 16174 3 695.0355 0.4228
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1588.7952 EDDIVGILETEDIK 9421.5900 1588.7972 33.9749 6591 2 794.9023 1.00
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1635.8193 MAATQLTASPVTMSAR 1406.9540 1635.8253 20.4264 5170 3 545.9466 3.84
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1008.5109 DGSNYIALR 462.2723 1008.5363 23.5161 3451 2 504.7718 24.5333
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 2193.2013 HLILKEDDIVGILETEDIK 655.7148 2193.2024 34.9312 2320 3 731.7390 0.8421
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1861.0429 NKIDITVPTGAQIIYSK 20802.9300 1861.0424 18.1067 20584 3 621.0190 ‐0.2046
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 3727.0052 EKPSIGTVIAVGPGSLDEEGKITPLPVSTGSTVLYSK 1639.1110 3727.0121 20.0477 13674 4 932.5085 2.13
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1238.6627 PVSTGSTVLYSK 355.6990 1238.6639 19.3504 3477 2 619.8356 0.5562
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1077.5939 PTGAQIIYSK 814.0807 1077.5935 18.0062 1355 2 539.3004 ‐0.9383
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1042.5415 STGSTVLYSK 401.8423 1042.5398 19.3343 878 1 1042.5398 ‐0.6223
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1186.6678 TAGGLLLTETTK 202.7558 1186.6732 26.0535 2540 2 593.8402 4.0869
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10227.5400 26801.9082 18 65.61 None 1618.7927 MAATQLTASPVTMSAR 671.3121 1618.7921 20.2211 3042 2 809.8997 ‐0.2471
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 907.5247 NLLSVAYK 4897.2160 907.5251 16.6350 13550 2 454.2662 ‐0.4462
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 1017.4710 DQYVYMAK 11349.4000 1017.4687 19.9778 11331 2 509.2380 ‐2.9139
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 1668.8803 LLDSHLIPSATASESK 8260.7950 1668.8828 16.3488 8240 3 556.9658 1.41
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 1744.9341 AAQDVAVADLAPTHPIR 3020.2210 1744.9344 25.5359 7665 3 582.3163 0.2192
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 903.5146 IVSSIEQK 670.0371 903.5155 29.4545 1893 1 903.5155 1.19
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 3313.6508 QAFEEAIAELDTLGEESYKDSTLIMQLLR 204.0945 3313.7080 31.2971 6312 4 829.1824 17.3820
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 1341.6719 KTAAEDTMIAYK 1407.3890 1341.6765 20.7070 3365 2 671.3419 3.38
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 680.3978 LSVAYK 3410.0470 680.3972 16.6393 2394 1 680.3972 ‐0.7013
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 877.4262 PSATASESK 170.4712 877.4214 16.0076 1708 1 877.4214 ‐4.7743
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 774.3855 YVYMAK 169.7121 774.3862 18.0644 1615 1 774.3862 1.29
NP_001190621.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2653.2050 29701.8013 15 32.69 None 889.5142 NLLSVAYK 232.8010 889.5135 16.6953 1010 2 445.2604 ‐1.6184
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1473.7373 IHYETTGPEIWK 2882.2330 1473.7391 25.1452 15362 3 491.9179 1.1038
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1948.9222 TPNGYMLQQFENPANPK 2709.4610 1948.9262 28.9639 13939 2 974.9667 2.25



NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1449.7440 LIITMPASMSTER 21417.4300 1449.7451 18.4625 12789 2 725.3762 0.6422
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2833.2610 2135.1494 18.0309 11651 4 534.5428 ‐1.1501
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 5627.3420 1310.5832 23.3992 11611 2 655.7952 2.47
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1382.7467 LFVAIFPSFGER 7479.5350 1382.7473 22.2451 10226 2 691.8773 0.2501
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1285.6787 YLSTVLFDATR 3934.9090 1285.6780 19.1627 7330 2 643.3426 ‐0.8371
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 998.4135 EAEAMTFEA 1619.9530 998.4116 25.2502 6903 1 998.4116 ‐1.0444
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1413.7736 YLSTVLFDATRK 2837.9800 1413.7730 17.9192 4045 3 471.9292 ‐0.6941
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1873.9443 IHYETTGPEIWKGTGGK 303.6242 1873.9326 30.0429 2021 2 937.4699 ‐5.7451
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1122.6153 LSTVLFDATR 251.6601 1122.6206 17.8941 1834 2 561.8139 4.1115
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1377.7485 ESAILSGGKPGPHK 478.1565 1377.7495 17.2286 837 2 689.3784 0.5443
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 21 34.78 None 1267.6681 YLSTVLFDATR 241.7082 1267.6627 19.5770 8335 3 423.2257 ‐4.5952
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 790.2034 2603.3192 23.4045 15064 3 868.4446 3.20
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 1449.7440 LIITMPASMSTER 14171.5900 1449.7451 18.4625 12789 2 725.3762 0.9197
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 1382.7467 LFVAIFPSFGER 10218.3900 1382.7473 22.2451 10226 2 691.8773 0.5028
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 1285.6787 YLSTVLFDATR 1203.2080 1285.6780 19.1627 7330 2 643.3426 ‐0.6204
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 2135.1495 LYGVEPVESAILSGGKPGPHK 1617.0980 2135.1494 18.0309 11651 4 534.5428 ‐0.0774
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 1413.7736 YLSTVLFDATRK 3043.6700 1413.7730 17.9192 4045 3 471.9292 ‐0.6049
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 None 1022.5153 DVTELIGNTP 215.6624 1022.5129 25.6215 2039 1 1022.5129 ‐0.9780
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1271.8460 33919.2387 21 34.78 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEGCVGR 266.4490 2586.2757 24.8063 2373 2 1293.6415 ‐2.1788
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 1146.6405 VSVFLPEEVK 30634.3500 1146.6403 28.7053 42555 2 573.8238 ‐0.6748
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 9200.7140 2421.1906 22.2328 23014 2 1211.0990 ‐1.5140
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 893.4979 YLEELVK 12368.3600 893.4979 24.1740 15318 2 447.2526 ‐0.7689
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 1232.6369 ETINKEIEEK 1157.3590 1232.6169 25.0962 840 2 616.8121 ‐16.6002
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 1047.5721 SVFLPEEVK 649.7375 1047.5719 28.7005 3677 1 1047.5719 0.8314
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 730.4345 LEELVK 2111.0240 730.4348 24.1865 2281 1 730.4348 0.5951
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 960.5401 VFLPEEVK 198.3470 960.5426 28.6873 1193 1 960.5426 3.06
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3744.3870 18988.9907 13 30.54 None 1427.7569 GYVAGPVTFIFEK 279.4391 1427.7540 21.7258 843 2 714.3806 ‐2.2070
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3422.7420 18988.9907 13 30.54 None 1146.6405 VSVFLPEEVK 46004.5400 1146.6403 28.7053 42555 2 573.8238 ‐1.3382
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3422.7420 18988.9907 13 30.54 None 893.4979 YLEELVK 15936.0800 893.4979 24.1740 15318 2 447.2526 ‐1.5741
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3422.7420 18988.9907 13 30.54 None 1047.5721 SVFLPEEVK 1106.0420 1047.5719 28.7005 3677 1 1047.5719 0.5347
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3422.7420 18988.9907 13 30.54 None 730.4345 LEELVK 2093.4480 730.4348 24.1865 2281 1 730.4348 0.2098
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3422.7420 18988.9907 13 30.54 None 960.5401 VFLPEEVK 467.8690 960.5426 28.6873 1193 1 960.5426 3.1396
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 1062.6470 18063.6814 2 14.46 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 7273.3970 2421.1906 22.2328 23014 2 1211.0990 ‐0.8762
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 1062.6470 18063.6814 2 14.46 None 1425.7108 VVETYEATSAEVK 141.3733 1425.6981 17.8459 4378 2 713.3527 ‐8.7701
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 1359.7591 VATIQGLSGTGSLR 4084.9680 1359.7621 25.2892 8303 2 680.3847 1.91
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 1531.8366 TEELQPYVLNVVK 12933.3300 1531.8382 31.2777 6808 2 766.4227 0.5642
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 1937.0603 ATAELLFGAGHPVIKEQR 217.8928 1937.0209 26.5482 1812 4 485.0107 ‐21.6573
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 962.5418 LNLGVGAYR 1327.2000 962.5417 24.2473 1352 2 481.7745 ‐1.6681
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 2790.4362 YFPGAKVVISSPTWGNHKNIFNDAK 195.1170 2790.4083 32.5725 791 3 930.8076 ‐9.8959
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 Oxidation+M(11) 2248.1471 DWSFILKQIGMFSFTGLNK 599.7590 2248.1490 29.6775 6623 3 750.0545 0.7250
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 Oxidation+M(4)
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 Oxidation+M(6) 1119.5827 KAENLMLER 430.2829 1119.5827 34.6321 2373 2 560.2950 ‐1.1482
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 538.3698 49495.9061 9 14.29 None 679.3774 FTGLNK 209.1995 679.3778 31.4206 4866 1 679.3778 0.4027
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 1314.7165 VINTWADIINR 12536.7200 1314.7173 19.0870 25326 2 657.8623 0.3215
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 1459.7328 LIFQYASFNNSR 511.8624 1459.7297 25.4937 13563 3 487.2481 ‐2.3322
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 963.4530 ESESLWGR 7249.3260 963.4516 21.6852 5424 2 482.2294 ‐2.2551
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 966.4680 EWELSFR 2269.1090 966.4711 30.3449 2053 2 483.7392 2.41
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 1933.9913 MTAILERRESESLWGR 523.3190 1933.9756 23.6174 2209 2 967.4914 ‐7.5400
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 651.3461 ELSFR 171.7208 651.3466 29.1242 2077 1 651.3466 0.9800
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 1066.5356 LIFQYASFN 104.5071 1066.5313 27.2665 1837 2 533.7693 ‐4.7246
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 617.3502 39050.6793 12 10.76 None 1441.7223 LIFQYASFNNSR 327.6514 1441.7269 27.3736 819 2 721.3671 3.1051
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 380.4677 39050.6793 12 10.76 None 1314.7165 VINTWADIINR 7879.7130 1314.7173 19.0870 25326 2 657.8623 0.5489
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 380.4677 39050.6793 12 10.76 None 1459.7328 LIFQYASFNNSR 3602.9460 1459.7329 18.6009 9578 2 730.3701 0.2258
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 380.4677 39050.6793 12 10.76 None 1937.9352 NAHNFPLDLAAVEAPSTNG 231.2046 1937.9710 25.6993 1090 2 969.4891 19.5165
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 380.4677 39050.6793 12 10.76 None 515.3300 IINR 72.8188 515.3302 17.2319 4684 1 515.3302 0.5907
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1252.7008 VINALANPIDGR 80500.4500 1252.6996 16.6795 166684 2 626.8534 ‐1.3223
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1252.7260 LIESPAPGIISR 66600.4400 1252.7259 25.7347 160893 2 626.8666 ‐0.4361
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1416.7845 IAQIPVSEAYLGR 61716.3000 1416.7822 28.1962 154720 2 708.8947 ‐1.8263
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1209.6361 TLTAEAESFLK 53363.9000 1209.6351 30.8375 115512 2 605.3212 ‐1.2592
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1604.8642 TNKPQFQEIIASTK 27269.1500 1604.8647 24.6909 102731 3 535.6264 0.2336
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1553.7383 EAYPGDVFYLHSR 52296.4300 1553.7387 27.5790 95561 3 518.5844 0.1321
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1474.7860 ASSVAQVVTSLQER 117135.2000 1474.7850 28.5910 94525 2 737.8962 ‐0.7188
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 99945.5200 2273.2138 24.9578 93345 2 1137.1105 ‐2.1388
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1101.5535 EGIQEQLER 61068.0700 1101.5515 19.9260 91089 2 551.2794 ‐2.3496
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1030.5527 ADEISNIIR 81830.4100 1030.5531 25.2785 87589 2 515.7802 ‐0.3093
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1942.0604 EVTIVNTGTVLQVGDGIAR 114438.3000 1942.0584 32.3050 75964 2 971.5328 ‐0.4646
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1574.8061 EQHTLIIYDDLSK 59945.2000 1574.8054 27.7762 74448 3 525.6067 ‐0.4997
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 815.4621 ELIIGDR 13689.5900 815.4599 21.2913 24910 2 408.2336 ‐3.7277
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLEIGQVR 3992.2020 3611.7725 24.4250 17432 3 1204.5957 ‐3.4617
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 2292.1718 TLTAEAESFLKEGIQEQLER 2146.5970 2292.1744 37.0128 15726 3 764.7296 1.10
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 775.4825 FLVQLR 3374.2190 775.4820 17.2288 5540 1 775.4820 ‐0.1773
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 2429.3221 RSVYEPLQTGLIAIDSMIPIGR 937.6309 2429.3158 23.8080 2452 3 810.4434 ‐2.0993
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 724.3988 ASSVAQVV 101.1190 724.3956 29.4703 74489 1 724.3956 ‐4.2344
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 624.3828 PGIISR 116.4889 624.3806 25.4754 7711 1 624.3806 ‐3.4422
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 802.4054 QEQLER 15099.2500 802.4050 19.9135 4826 1 802.4050 ‐0.0130
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1316.7169 SVAQVVTSLQER 185.3340 1316.7130 30.6182 4750 2 658.8601 ‐3.1880
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1093.5425 GDVFYLHSR 1628.6400 1093.5429 27.6052 3294 1 1093.5429 1.60
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 628.4141 LVQLR 636.2582 628.4143 17.2313 2997 1 628.4143 0.4385
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 625.3304 ASSVAQV 105.7236 625.3328 27.1784 2781 1 625.3328 3.83
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1303.7005 AQIPVSEAYLGR 3664.1710 1303.7014 28.2188 2422 2 652.3543 0.3863
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 926.5054 ALANPIDGR 2035.3240 926.5059 16.6814 2248 1 926.5059 1.14
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 642.3933 PGIISR 5489.8050 642.3949 25.7309 1940 1 642.3949 2.23
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1286.7063 TGTVLQVGDGIAR 242.0360 1286.7099 32.9374 1744 2 643.8586 2.48
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1059.5793 QVVTSLQER 530.3948 1059.5803 28.5941 1375 1 1059.5803 1.96



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1104.6048 IPVSEAYLGR 958.0133 1104.6047 28.2009 1359 1 1104.6047 1.0948
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 761.4403 EIIASTK 559.6971 761.4425 24.6977 1216 1 761.4425 3.1865
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1482.7911 VNTGTVLQVGDGIAR 268.9467 1482.7963 33.1278 902 2 741.9018 3.14
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1400.7492 NTGTVLQVGDGIAR 314.8590 1400.7515 34.4422 881 2 700.8794 1.61
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1229.6484 KEGIQEQLER 137.7995 1229.6539 39.0627 861 2 615.3306 4.0086
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 956.4472 TNKPQFQE 157.3814 956.4493 23.1901 826 1 956.4493 3.0467
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1232.6634 QIPVSEAYLGR 219.4590 1232.6631 28.1806 805 1 1232.6631 1.48
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 24625.9300 55385.3855 79 40.83 None 1535.7278 EAYPGDVFYLHSR 251.2740 1535.7303 27.5815 6071 3 512.5816 1.17
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1252.7260 LIESPAPGIISR 54644.2300 1252.7259 25.7347 160893 2 626.8666 ‐1.0400
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1416.7845 IAQIPVSEAYLGR 90848.7200 1416.7822 28.1962 154720 2 708.8947 ‐2.3383
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1209.6361 TLTAEAESFLK 47396.2400 1209.6351 30.8375 115512 2 605.3212 ‐1.8873
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1604.8642 TNKPQFQEIIASTK 31764.4600 1604.8647 24.6909 102731 3 535.6264 ‐0.0844
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1553.7383 EAYPGDVFYLHSR 53122.2500 1553.7387 27.5790 95561 3 518.5844 ‐0.1712
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1474.7860 ASSVAQVVTSLQER 95738.5100 1474.7850 28.5910 94525 2 737.8962 ‐1.1983
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1030.5527 ADEISNIIR 67165.0900 1030.5531 25.2785 87589 2 515.7802 ‐1.0377
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1942.0604 EVTIVNTGTVLQVGDGIAR 125382.6000 1942.0584 32.3050 75964 2 971.5328 ‐0.6823
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1574.8061 EQHTLIIYDDLSK 48307.7000 1574.8054 27.7762 74448 3 525.6067 ‐0.8091
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 2292.1718 TLTAEAESFLKEGIQEQLER 2113.9590 2292.1744 37.0128 15726 3 764.7296 1.0160
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 815.4621 ELIIGDR 211.9097 815.4419 27.2299 4527 1 815.4419 ‐24.7429
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 991.5207 PVSEAYLGR 24841.9800 991.5207 28.1976 13658 1 991.5207 0.5484
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1190.5953 PGDVFYLHSR 25881.9700 1190.5964 27.5762 10679 2 595.8019 ‐0.1156
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 740.3461 YDDLSK 38906.6800 740.3467 27.7755 5513 1 740.3467 0.7026
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1316.7169 SVAQVVTSLQER 144.1680 1316.7130 30.6182 4750 2 658.8601 ‐3.7561
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 624.3828 PGIISR 124.1612 624.3811 25.6243 4052 1 624.3811 ‐3.0953
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 761.4403 EIIASTK 713.5958 761.4425 24.6977 1216 1 761.4425 2.00
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1303.7005 AQIPVSEAYLGR 254.7998 1303.6975 26.9217 966 2 652.3524 ‐3.1594
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1482.7911 VNTGTVLQVGDGIAR 388.5553 1482.7963 33.1278 902 2 741.9018 2.64
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1400.7492 NTGTVLQVGDGIAR 501.8945 1400.7515 34.4422 881 2 700.8794 0.9551
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 956.4472 TNKPQFQE 238.4901 956.4493 23.1901 826 1 956.4493 2.46
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1232.6634 QIPVSEAYLGR 690.2468 1232.6631 28.1806 805 1 1232.6631 1.0198
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1535.7278 EAYPGDVFYLHSR 312.9634 1535.7303 27.5815 6071 3 512.5816 1.36
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 16750.0400 55385.3855 79 40.83 None 1013.5262 ADEISNIIR 192.1141 1013.5264 26.7924 1058 2 507.2668 ‐1.2272
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1252.7008 VINALANPIDGR 108519.5000 1252.6996 16.6795 166684 2 626.8534 ‐1.1179
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 124556.1000 2273.2138 24.9578 93345 2 1137.1105 ‐1.5558
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLEIGQVR 7800.1550 3611.7725 24.4250 17432 3 1204.5957 ‐2.8009
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1942.0604 EVTIVNTGTVLQVGDGIAR 9174.0350 1942.0593 19.2734 16541 2 971.5333 0.4678
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1416.7845 IAQIPVSEAYLGR 10835.8600 1416.7846 17.5967 9847 2 708.8960 0.1839
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 775.4825 FLVQLR 6574.6300 775.4820 17.2288 5540 1 775.4820 0.2494
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 876.5189 FLLQEKV 16999.4200 876.5175 17.0648 16234 2 438.7624 ‐2.4436
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 3270.6277 LELAQFAELEAFSQFSSDLDKATQNQLAR 1045.1550 3270.5948 24.8819 5137 3 1090.8698 ‐8.4043
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1001.5448 IDSMIPIGR 549.8635 1001.5397 24.3535 12261 1 1001.5397 ‐3.8030
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 742.3842 ANPIDGR 1105.7400 742.3843 16.6826 5020 1 742.3843 0.8714
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1383.7227 NTGTVLQVGDGIAR 296.6184 1383.7228 18.9408 3123 2 692.3651 0.1907
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 855.4683 LANPIDGR 1045.5240 855.4694 16.6827 3064 1 855.4694 2.13
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 628.4141 LVQLR 839.6166 628.4143 17.2313 2997 1 628.4143 0.9111
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 729.4505 LLQEKV 1607.8560 729.4505 17.0622 2022 1 729.4505 0.7339
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1027.5895 VLQVGDGIAR 355.8135 1027.5870 20.8578 1317 1 1027.5870 ‐1.0230
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1272.6834 SVYEPLQTGLIA 278.9351 1272.6803 25.6645 1277 1 1272.6803 ‐0.5912
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 1587.8265 SVYEPLQTGLIAIDS 530.4279 1587.8216 25.0058 818 2 794.4144 ‐2.6539
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10449.6700 55385.3855 79 40.83 None 776.4301 VINALANP 369.9251 776.4267 16.6847 762 1 776.4267 ‐3.6039
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 1547.6900 AAEDPEFETFYTK 38974.4300 1547.6918 27.2876 25511 2 774.3495 1.1873
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 2591.2711 AWMAAQDQPHENLIFPEEVLPR 14029.2700 2591.2748 34.9929 23710 3 864.4298 2.0123
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 1041.6051 NILLNEGIR 12796.6900 1041.6055 25.9873 19237 2 521.3064 ‐0.2535
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 2029.9284 AFNPTQAEETYSMVTANR 4978.4700 2029.9274 29.6685 12992 2 1015.4674 0.2348
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 1161.5463 PEFETFYTK 3413.0040 1161.5482 27.2861 789 1 1161.5482 3.0266
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2889.7850 39775.7263 6 17.56 None 2011.9178 AFNPTQAEETYSMVTANR 164.1785 2011.9120 28.6389 809 3 671.3089 ‐2.6626
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 1320.6543 FSQGLAQDPTTR 13656.4000 1320.6562 19.2822 7784 2 660.8317 1.1746
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 Carbamidomethyl+C(8) 1474.6056 DFGYSFPCDGPGR 3296.6740 1474.6095 27.6309 6112 2 737.8084 2.47
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 Carbamidomethyl+C(9) 1602.7006 KDFGYSFPCDGPGR 2531.9140 1602.6988 28.1756 4715 2 801.8531 ‐0.9871
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 1676.7511 DYNPEQNEDNVLAR 3188.8360 1676.7522 22.5232 4105 2 838.8797 0.8717
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 897.5516 TPLANLIR 2462.6620 897.5514 17.4650 3943 2 449.2793 ‐1.0809
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 2641.3562 GGALGPVNIAYSGVYQWWYTIGLR 299.5227 2641.3044 34.6545 1236 3 881.1063 ‐18.9449
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 2079.1386 QILIEPIFAQWIQSAHGK 509.3260 2079.1217 22.8938 900 3 693.7121 ‐7.8689
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 1367.6895 YQWWYTIGLR 97.7150 1367.6854 36.3545 4642 2 684.3464 ‐3.1952
NP_051058.1 photosystem I P700 chlorophyll a apoprotein A2 Arabidopsis thaliana 469.3049 82589.5081 9 6.54 None 2623.3456 GGALGPVNIAYSGVYQWWYTIGLR 348.8420 2623.3364 33.3178 1077 3 875.1170 ‐2.8962
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1955.0233 IFNVLGEPVDNLGPVDTR 52824.9700 1955.0199 20.2745 195200 2 978.0136 ‐1.1051
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 2061.0321 GIYPAVDPLDSTSTMLQPR 131872.7000 2061.0288 33.8476 177242 2 1031.0180 ‐0.8877
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1517.7442 ESGVINEQNLAESK 102047.5000 1517.7406 20.8646 173338 2 759.3739 ‐2.3658
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 44882.2900 2296.0982 30.5263 164552 3 766.0376 1.82
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1415.7125 TNPTTSNPEVSIR 50494.8400 1415.7088 19.7191 163405 2 708.3581 ‐2.7305
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1601.8104 VALVYGQMNEPPGAR 57890.2500 1601.8134 25.2766 157728 2 801.4103 1.01
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 77987.0400 2142.0613 20.3947 134083 2 1071.5343 ‐2.3835
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1191.6256 SAPAFIELDTK 57807.8000 1191.6247 27.9664 120626 2 596.3160 ‐1.1469
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1630.8071 IVGEEHYETAQQVK 76166.7300 1630.8047 17.8051 114940 3 544.2731 ‐1.5219
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 975.5622 IGLFGGAGVGK 62097.2500 975.5608 17.4801 113684 2 488.2840 ‐2.1872
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1433.7747 FVQAGSEVSALLGR 70982.4100 1433.7725 18.9541 113653 2 717.3899 ‐1.6309
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1471.7614 VGLTALTMAEYFR 60648.6100 1471.7583 21.4768 111502 2 736.3828 ‐2.1278
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1735.0153 IAQIIGPVLDVAFPPGK 110109.1000 1735.0145 21.6897 105915 2 868.0109 ‐0.1276
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1007.5772 LSIFETGIK 37514.0800 1007.5750 18.3641 97483 2 504.2911 ‐2.8587
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1261.6973 MPNIYNALVVK 41847.9400 1261.6960 19.3752 90637 2 631.3516 ‐1.3875
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 58247.4400 2401.1804 38.8805 83336 3 801.0650 1.07
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1471.8553 TVLIMELINNIAK 157515.1000 1471.8540 24.6504 81872 2 736.4306 ‐0.9560
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1045.6041 VVDLLAPYR 37913.8400 1045.6033 18.4974 73470 2 523.3053 ‐1.3417
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1077.5609 AVAMSATEGLK 42171.8400 1077.5605 20.5153 44530 2 539.2839 ‐0.9756



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1949.9967 DVNEQDVLLFIDNIFR 58232.7900 1949.9931 25.6763 41795 2 975.5002 ‐1.2742
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1233.6620 AVAMSATEGLKR 29161.0800 1233.6608 18.8203 36545 2 617.3340 ‐1.3492
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1229.5177 EGNDLYMEMK 43437.6100 1229.5164 23.8343 36314 2 615.2619 ‐1.4041
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1486.6665 TREGNDLYMEMK 26118.9200 1486.6645 21.8774 33917 3 496.2263 ‐1.5091
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 9072.5250 2614.2986 20.9847 24080 3 872.1044 0.0139
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1201.7052 VVDLLAPYRR 5823.5230 1201.7043 17.0756 13241 2 601.3558 ‐1.1569
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1328.6706 AHGGVSVFGGVGER 2429.2900 1328.6721 15.2783 2624 3 443.5622 0.8839
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVL 8511.4270 3842.9792 20.8378 31546 4 961.5002 0.1804
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1033.5564 PAFIELDTK 37051.6400 1033.5561 27.9719 12197 2 517.2817 ‐0.9664
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 894.4931 SIFETGIK 2552.4170 894.4909 18.3717 11931 1 894.4909 ‐1.7427
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 Carbamidomethyl+C(6) 1868.9284 EINVTCEVQQLLGNNR 267.2650 1868.9216 37.5940 5853 2 934.9645 ‐3.1124
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1041.5687 AGSEVSALLGR 550.4066 1041.5712 17.1680 5182 2 521.2892 1.34
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 861.4789 SATEGLKR 6549.1730 861.4805 18.8198 4603 1 861.4805 2.93
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1059.5793 AGSEVSALLGR 1184.2140 1059.5760 18.9543 3930 1 1059.5760 ‐1.9963
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 787.4382 VGLTALTM 554.6387 787.4345 20.3481 3844 1 787.4345 ‐4.2833
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 807.4611 IFETGIK 2448.5840 807.4641 18.3616 3794 1 807.4641 4.10
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 435.2714 IFR 76.7874 435.2709 24.4213 3526 1 435.2709 ‐1.5660
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 602.3620 EGLKR 128.3920 602.3630 18.4283 3288 1 602.3630 1.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1209.5205 TREGNDLYME 289.2965 1209.5245 20.9746 2989 2 605.2659 2.25
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1219.5524 YGQMNEPPGAR 1018.1010 1219.5527 25.2838 2744 1 1219.5527 1.33
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 701.2997 YMEMK 419.2923 701.2984 21.8720 2504 1 701.2984 ‐1.6115
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 673.2900 TREGND 519.0271 673.2904 21.8776 2294 1 673.2904 0.6805
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1056.4891 GQMNEPPGAR 1304.9900 1056.4884 25.2809 2279 1 1056.4884 0.3652
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1130.6568 PNIYNALVVK 3308.0220 1130.6508 19.3846 2272 1 1130.6508 ‐4.1028
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1739.9109 VDMGNPLSVPVGGATLGR 253.7159 1739.9068 19.0393 2004 2 870.4570 ‐2.0457
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 992.5193 MSATEGLKR 1963.9700 992.5216 18.8145 1793 2 496.7644 1.35
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 506.2722 APYR 85.1622 506.2706 18.2969 1649 1 506.2706 ‐3.4085
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1033.6041 NIYNALVVK 172.1148 1033.6006 18.5188 1638 2 517.3039 ‐4.0260
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1202.5874 TALTMAEYFR 255.0322 1202.5830 19.5427 1607 2 601.7951 ‐4.1028
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 644.3250 NLAESK 208.6680 644.3252 20.4057 1600 1 644.3252 0.3857
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 932.4108 TREGNDLY 1846.1040 932.4125 22.5988 1567 1 932.4125 2.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 703.4097 TEGLKR 851.3197 703.4100 18.8209 1509 1 703.4100 0.6825
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1311.6539 EPVDNLGPVDTR 229.9424 1311.6500 20.7186 1454 2 656.3286 ‐3.3036
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 643.4137 NALVVK 177.8648 643.4142 20.5596 1369 1 643.4142 0.8414
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1003.5683 DLLAPYRR 185.1513 1003.5710 16.0765 1243 2 502.2892 1.77
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 774.4468 ATEGLKR 642.6921 774.4455 18.8212 1222 1 774.4455 ‐1.2865
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 662.3733 APYRR 137.9721 662.3737 18.3308 1169 1 662.3737 0.6969
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1014.4851 NEQNLAESK 127.4271 1014.4891 19.3052 1039 2 507.7482 3.74
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1264.6202 LSTEMGTLQER 209.7900 1264.6179 30.9419 1028 2 632.8126 ‐2.1784
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 917.4186 TMAEYFR 241.3795 917.4206 23.1713 1012 2 459.2139 1.08
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1350.6648 GEPVDNLGPVDTR 289.3664 1350.6645 19.6904 988 2 675.8359 ‐0.4884
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1105.5347 VALVYGQMNE 417.5612 1105.5307 25.2790 861 1 1105.5307 ‐2.4257
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 777.4254 IDNIFR 75.2328 777.4297 25.0863 842 2 389.2185 4.36
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 608.3151 AHGGVSV 189.6762 608.3157 15.7026 839 1 608.3157 1.0012
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1088.5081 VALVYGQMNE 130.7430 1088.5045 25.5277 778 2 544.7559 ‐3.9192
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 1215.6514 AVAMSATEGLKR 266.9832 1215.6542 18.5081 2352 2 608.3307 1.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 44802.7900 53990.9783 142 72.09 None 2278.0842 MPSAVGYQPTLSTEMGTLQER 338.0351 2278.0907 30.5009 1835 3 760.0351 3.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 2061.0321 GIYPAVDPLDSTSTMLQPR 184489.1000 2061.0288 33.8476 177242 2 1031.0180 ‐1.0387
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 75982.7000 2296.0982 30.5263 164552 3 766.0376 1.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1601.8104 VALVYGQMNEPPGAR 59369.9000 1601.8134 25.2766 157728 2 801.4103 1.17
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1191.6256 SAPAFIELDTK 65620.7900 1191.6247 27.9664 120626 2 596.3160 ‐1.7851
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 42853.4300 2401.1804 38.8805 83336 3 801.0650 1.0946
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1077.5609 AVAMSATEGLK 39242.3200 1077.5605 20.5153 44530 2 539.2839 ‐1.6776
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1233.6620 AVAMSATEGLKR 33973.1700 1233.6608 18.8203 36545 2 617.3340 ‐1.9638
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1415.7125 TNPTTSNPEVSIR 9868.1620 1415.7115 19.9043 4977 2 708.3594 ‐1.3560
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 1736.4480 2142.0651 34.8489 4668 2 1071.5362 ‐0.7193
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1433.7747 FVQAGSEVSALLGR 968.8604 1433.7576 27.6953 2237 2 717.3824 ‐12.5797
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1517.7442 ESGVINEQNLAESK 349.5674 1517.7636 25.0690 1492 2 759.3854 12.46
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1958.0058 FLSQPFFVAEVFTGSPGK 153.8235 1957.9613 33.2558 1477 2 979.4843 ‐22.3481
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1630.8071 IVGEEHYETAQQVK 118.2407 1630.7918 29.6254 978 2 815.8996 ‐9.6132
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1033.5564 PAFIELDTK 23013.2800 1033.5561 27.9719 12197 2 517.2817 ‐1.6931
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 Carbamidomethyl+C(6) 1868.9284 EINVTCEVQQLLGNNR 178.8524 1868.9216 37.5940 5853 2 934.9645 ‐3.3711
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 907.4553 AMSATEGLK 1272.4690 907.4565 20.5185 5814 1 907.4565 1.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 861.4789 SATEGLKR 9118.2270 861.4805 18.8198 4603 1 861.4805 2.1707
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 865.4666 FIELDTK 1932.7480 865.4674 27.9650 3118 1 865.4674 1.48
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 836.4182 MSATEGLK 1464.2400 836.4189 20.5374 3013 1 836.4189 1.0303
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1219.5524 YGQMNEPPGAR 1456.6350 1219.5527 25.2838 2744 1 1219.5527 1.46
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 643.3410 NLAESK 218.1350 643.3423 24.3864 2284 1 643.3423 1.44
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1056.4891 GQMNEPPGAR 2206.4390 1056.4884 25.2809 2279 1 1056.4884 0.0710
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 646.3519 TLQER 116.9800 646.3507 28.1159 2238 1 646.3507 ‐2.1840
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1431.7049 LVYGQMNEPPGAR 1172.8520 1431.7096 22.6300 1878 2 716.3584 2.31
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 992.5193 MSATEGLKR 3477.3480 992.5216 18.8145 1793 2 496.7644 0.7838
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 703.4097 TEGLKR 841.5377 703.4100 18.8209 1509 1 703.4100 0.2898
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 602.3620 EGLKR 141.8542 602.3643 20.1940 1379 1 602.3643 3.51
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 774.4468 ATEGLKR 517.4443 774.4455 18.8212 1222 1 774.4455 ‐1.6595
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 1105.5347 VALVYGQMNE 362.1289 1105.5307 25.2790 861 1 1105.5307 ‐2.7062
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17353.3000 53990.9783 142 72.09 None 2278.0842 MPSAVGYQPTLSTEMGTLQER 465.4573 2278.0907 30.5009 1835 3 760.0351 2.32
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1955.0233 IFNVLGEPVDNLGPVDTR 91370.5700 1955.0199 20.2745 195200 2 978.0136 ‐0.6402
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 80893.5900 2142.0613 20.3947 134083 2 1071.5343 ‐1.8492
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 975.5622 IGLFGGAGVGK 68813.0600 975.5608 17.4801 113684 2 488.2840 ‐2.0856
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1433.7747 FVQAGSEVSALLGR 75216.8400 1433.7725 18.9541 113653 2 717.3899 ‐1.3594
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1471.7614 VGLTALTMAEYFR 61820.1500 1471.7583 21.4768 111502 2 736.3828 ‐1.8421
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1735.0153 IAQIIGPVLDVAFPPGK 134323.9000 1735.0145 21.6897 105915 2 868.0109 0.2557
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1007.5772 LSIFETGIK 51619.0300 1007.5750 18.3641 97483 2 504.2911 ‐2.7452



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1261.6973 MPNIYNALVVK 41026.2700 1261.6960 19.3752 90637 2 631.3516 ‐1.1798
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1471.8553 TVLIMELINNIAK 108825.2000 1471.8540 24.6504 81872 2 736.4306 ‐0.6703
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1045.6041 VVDLLAPYR 41022.7500 1045.6033 18.4974 73470 2 523.3053 ‐1.2141
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1949.9967 DVNEQDVLLFIDNIFR 114025.4000 1949.9931 25.6763 41795 2 975.5002 ‐0.8111
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2061.0321 GIYPAVDPLDSTSTMLQPR 5803.0790 2061.0277 19.9729 24217 2 1031.0175 ‐0.8968
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 4974.1740 2614.2986 20.9847 24080 3 872.1044 0.4153
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATAK 1091.6040 3258.6105 25.6168 13501 3 1086.8750 ‐1.4125
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1201.7052 VVDLLAPYRR 6517.4000 1201.7043 17.0756 13241 2 601.3558 ‐0.9714
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2462.2661 YKELQDIIAILGLDELSEEDR 2041.3530 2462.2746 24.1613 9499 3 821.4297 4.72
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1601.8104 VALVYGQMNEPPGAR 9342.7780 1601.8138 16.3266 6686 2 801.4105 2.07
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2171.1078 ELQDIIAILGLDELSEEDR 5201.1110 2171.1043 24.4260 6303 2 1086.0558 ‐0.1492
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 1301.5910 2401.1801 22.1206 4280 2 1201.0937 2.78
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1328.6706 AHGGVSVFGGVGER 2321.7920 1328.6721 15.2783 2624 3 443.5622 0.9509
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 784.8895 2296.1433 18.0951 4296 3 766.0526 21.8316
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVL 4323.4450 3842.9792 20.8378 31546 4 961.5002 ‐0.4991
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 3943.9521 LILSGEFDSLPEQAFYLVGNIDEATAKATNLEMESK 335.3579 3943.9419 25.5664 4215 3 1315.3188 ‐0.3015
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 3710.8517 FVQAGSEVSALLGRMPSAVGYQPTLSTEMGTLQ 1484.3890 3710.8522 25.5794 3238 3 1237.6223 2.31
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 715.4461 VSALLGR 391.3788 715.4461 18.4429 8046 1 715.4461 0.7447
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 797.4264 QLLGNNR 155.4163 797.4291 18.7541 5497 1 797.4291 4.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 787.4382 VGLTALTM 340.2804 787.4345 20.3481 3844 1 787.4345 ‐3.8604
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1102.6368 VDLLAPYRR 2448.2080 1102.6346 17.0763 3735 2 551.8210 ‐2.3375
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1148.6310 KGSITSIQAVY 205.2379 1148.6320 21.5095 3331 2 574.8197 0.5714
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1045.5710 MELINNIAK 2009.8360 1045.5664 24.6475 3275 1 1045.5664 ‐3.0868
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1026.5102 DVNEQDVLL 237.3482 1026.5098 25.5804 2475 1 1026.5098 0.9619
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1202.5874 TALTMAEYFR 347.4781 1202.5821 21.4947 2427 1 1202.5821 ‐2.6891
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 805.4567 LFGGAGVGK 1295.6210 805.4563 17.4794 2319 1 805.4563 0.3976
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1130.6568 PNIYNALVVK 3111.0810 1130.6508 19.3846 2272 1 1130.6508 ‐3.7870
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 946.5356 VDLLAPYR 472.6399 946.5354 18.4921 2086 1 946.5354 0.9138
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1739.9109 VDMGNPLSVPVGGATLGR 260.3224 1739.9068 19.0393 2004 2 870.4570 ‐1.6606
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 732.4403 LLAPYR 165.8460 732.4396 18.5221 1777 1 732.4396 ‐0.1963
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1033.6041 NIYNALVVK 2960.6150 1033.6030 19.3811 1705 1 1033.6030 0.3122
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1271.7392 LIMELINNIAK 713.4041 1271.7349 24.6687 1275 1 1271.7349 ‐1.4503
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1003.5683 DLLAPYRR 196.2174 1003.5710 16.0765 1243 2 502.2892 2.0897
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 662.3733 APYRR 68.4873 662.3737 18.3308 1169 1 662.3737 1.1589
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 1198.6103 IFNVLGEPVDN 705.6129 1198.6098 20.2664 1061 1 1198.6098 1.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 608.3151 AHGGVSV 123.4614 608.3157 15.7026 839 1 608.3157 1.01
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2445.2395 YKELQDIIAILGLDELSEEDR 183.2743 2445.2275 20.8516 9125 3 815.7474 ‐4.0503
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 None 2044.0056 GIYPAVDPLDSTSTMLQPR 212.9806 2044.0116 21.2197 2174 2 1022.5095 4.1784
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 27161.4800 53990.9783 142 72.09 Carbamidomethyl+C(11) 2384.1511 DTLGQEINVTCEVQQLLGNNR 236.0189 2384.1505 22.6357 1642 2 1192.5789 1.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1228.6532 DLAVEGNEIIR 137019.0000 1228.6501 26.2047 3065648 2 614.8287 ‐2.9182
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1407.6678 LTYYTPEYETK 177073.0000 1407.6666 23.3381 2765932 2 704.3370 ‐1.0133
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1465.7546 TFQGPPHGIQVER 115761.8000 1465.7544 21.6639 2299800 3 489.2563 ‐0.3654
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 137165.7000 1546.7328 32.4660 2252096 2 773.8700 ‐1.9725
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1021.5313 DTDILAAFR 74544.7300 1021.5296 32.3109 2085083 2 511.2684 ‐2.3718
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2169.9870 GGLDFTKDDENVNSQPFMR 404452.7000 2169.9816 28.1797 2037315 3 723.9987 ‐2.1333
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2270.1299 ESTLGFVDLLRDDYVEKDR 329489.8000 2270.1259 34.6533 1552144 3 757.3802 ‐1.3843
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 155878.6000 3854.8550 40.5009 1254945 3 1285.6232 ‐2.9024
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1249.6787 ESTLGFVDLLR 139389.1000 1249.6751 21.1511 914102 2 625.3412 ‐3.2544
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1447.7652 LSGGDHIHAGTVVGK 99820.7300 1447.7630 17.2396 788442 3 483.2592 ‐1.7328
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 185119.9000 1950.9153 21.3057 619551 3 650.9766 ‐0.2603
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 94492.2000 1116.5822 21.0322 497555 2 558.7947 ‐1.3406
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 201303.5000 1261.6285 19.5859 447331 2 631.3179 ‐0.4221
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1187.6644 DNGLLLHIHR 97392.7800 1187.6633 23.5973 391227 3 396.5593 ‐1.2691
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1999.0019 ESTLGFVDLLRDDYVEK 75068.4500 1998.9984 36.0854 271951 3 667.0043 ‐1.5229
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1451.6220 DDENVNSQPFMR 161238.0000 1451.6195 22.1258 169697 2 726.3134 ‐1.8092
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(5) 910.4452 AVYECLR 41676.8400 910.4441 18.9977 165138 2 455.7257 ‐2.0023
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 146053.4000 1794.8152 22.7195 149080 3 598.9432 0.1631
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 44884.0500 3038.4473 20.6403 113868 4 760.3673 ‐1.0051
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1324.6783 EITFNFPTIDK 31426.1800 1324.6784 19.8509 109564 2 662.8429 ‐0.1903
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 7269.8410 2840.4070 33.9417 101848 4 710.8572 ‐0.0387
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1819.9549 LEGDRESTLGFVDLLR 23186.9300 1819.9538 34.5638 36152 3 607.3228 ‐0.4947
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 3212.2160 2569.2794 35.1143 24874 4 643.0753 ‐0.1048
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2410.1813 LTYYTPEYETKDTDILAAFR 2453.7720 2410.1805 20.2100 23365 3 804.0650 0.1449
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 4994.3570 1502.8530 14.4642 11068 3 501.6225 1.0074
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1684.8613 NEGRDLAVEGNEIIR 5037.5770 1684.8585 23.9101 5908 3 562.2910 ‐1.6545
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 912.4720 AMHAVIDR 4650.2120 912.4703 15.7815 5719 2 456.7388 ‐2.6680
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 608.3402 ASVGFK 1578.6100 608.3407 15.2317 1420 1 608.3407 0.6777
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1039.4691 DDYVEKDR 955.3517 1039.4802 34.6592 1873 1 1039.4802 11.07
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1708.8765 TFQGPPHGIQVERDK 323.7788 1708.8360 29.1281 1245 2 854.9216 ‐23.4803
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 921.4346 MSPQTETK 236.5542 921.4244 22.7820 886 2 461.2159 ‐11.8684
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1866.9120 EITFNFPTIDKLDGQE 434412.8000 1866.9086 36.2072 3908828 2 933.9580 ‐1.3181
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTCEEMIKR 1602.8820 2894.3687 23.3305 5055 4 724.3476 ‐3.2221
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 1629.7190 4146.0171 22.7048 3365 3 1382.6772 ‐1.4661
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1415.7893 LEDLRIPPAYTK 637.4358 1415.7896 26.5707 1350 3 472.6014 ‐0.0203
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 577.3457 LAAFR 2778.7530 577.3449 32.3090 118525 1 577.3449 ‐1.4280
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(3) 740.3396 YECLR 12586.3900 740.3399 18.9953 63282 1 740.3399 0.6871
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 690.4297 ILAAFR 2642.4540 690.4293 32.3098 32852 1 690.4293 ‐0.4381
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1308.6543 LRDDYVEKDR 363.6672 1308.6484 34.5978 32380 2 654.8279 ‐4.7306
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 464.2616 AAFR 2819.9370 464.2607 32.3113 31381 1 464.2607 ‐2.3828
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 701.3941 GIQVER 3183.0480 701.3943 21.6605 29403 1 701.3943 0.5336
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 838.4530 HGIQVER 7353.2140 838.4547 21.6624 25249 1 838.4547 2.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 3771.0680 1123.5250 21.3092 24263 2 562.2661 0.8113
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 562.3208 HIHR 324.5688 562.3211 23.5945 22507 1 562.3211 0.3856
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1055.6109 NGLLLHIHR 908.8345 1055.6111 23.5943 20228 2 528.3092 ‐0.3908



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 675.4049 LHIHR 1301.9990 675.4051 23.5926 19061 1 675.4051 0.4487
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 550.2806 PFMR 7491.1750 550.2801 28.1835 13285 1 550.2801 ‐1.0794
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(2) 704.3509 ACVQAR 4712.7520 704.3526 21.0006 12707 1 704.3526 2.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 762.4509 FVDLLR 343.0533 762.4500 21.1525 9132 1 762.4500 ‐0.8101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1367.7028 ELGVPIVMHDYL 622.7911 1367.7037 21.2487 8197 2 684.3555 0.4759
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 260.2511 1001.4740 23.5849 6245 2 501.2406 ‐2.8678
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 21926.2400 2640.2372 20.6461 6175 3 880.7506 2.0710
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 879.4141 NSQPFMR 740.8472 879.4135 22.1258 4768 1 879.4135 ‐0.0430
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 577.3457 LAAFR 1223.6060 577.3458 19.5986 4555 1 577.3458 0.2042
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1451.6220 DDENVNSQPFMR 378.7501 1451.6200 27.8454 3682 2 726.3136 ‐1.4537
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 901.5730 LLLHIHR 789.0807 901.5729 23.6003 3591 2 451.2901 ‐1.0283
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(1) 721.3338 CEVWK 323.7152 721.3338 32.4680 3440 1 721.3338 0.2233
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 425.2619 IHR 76.9647 425.2613 23.5931 3323 1 425.2613 ‐2.0346
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 573.3355 AVIDR 2383.7300 573.3351 15.7808 3283 1 573.3351 ‐0.7379
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 585.2780 GHYLN 153.9916 585.2768 24.5408 3248 1 585.2768 ‐2.0773
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 393.2245 AFR 47.9054 393.2242 32.3119 3191 1 393.2242 ‐1.2928
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1810.8065 FTKDDENVNSQPFMR 517.4730 1810.8119 28.1964 3158 2 905.9096 3.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1274.6164 TFQGPPHGIQVE 129.0190 1274.6132 22.0919 2955 2 637.8103 ‐2.8321
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2878.3894 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 723.5356 2878.3777 40.4992 2938 2 1439.6925 ‐2.2068
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1247.6491 GGDHIHAGTVVGK 267.5768 1247.6445 18.1351 2861 2 624.3259 ‐4.0918
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 881.5203 IHAGTVVGK 5031.8710 881.5219 17.2443 2520 1 881.5219 2.40
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 282.2782 1066.5040 21.8557 2382 2 533.7556 1.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 567.2522 LSGGDH 1202.8740 567.2517 17.2377 2368 1 567.2517 ‐0.9843
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 855.4319 NEGRDLAV 165.6546 855.4291 25.6950 2330 1 855.4291 ‐2.7079
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(9) 1738.8251 YLNATAGTCEEMIKR 330.5909 1738.8291 21.4875 2299 2 869.9182 2.11
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 180.9544 1194.5640 21.8964 2272 2 597.7856 2.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 962.4829 ESTLGFVDL 271.5601 962.4848 22.5369 2255 1 962.4848 2.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 646.3519 VERDK 84.0841 646.3507 28.1159 2238 1 646.3507 ‐1.7769
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 547.2835 EKDR 1297.1950 547.2829 34.6586 2235 1 547.2829 ‐1.1197
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1591.8002 EITFNFPTIDKLDG 628.7737 1591.8006 36.6124 2150 2 796.4039 0.2955
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1160.5146 LTYYTPEYE 467.0255 1160.5127 23.3363 2070 1 1160.5127 ‐0.3047
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 682.3406 DTDILAA 90.4342 682.3375 33.1923 2044 1 682.3375 ‐4.4452
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 876.4938 DNGLLLHI 108.0907 876.4975 22.3195 2044 2 438.7524 3.27
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(12) 1513.6853 GFTANTSLSHYCR 425.6837 1513.6840 21.1124 1988 2 757.3457 ‐0.8206
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(1) 809.3532 CEEMIK 8848.9710 809.3523 22.7217 1940 1 809.3523 ‐0.6187
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1012.4622 YTPEYETK 173.9288 1012.4666 22.5254 1876 2 506.7369 3.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 537.3031 SVGFK 2146.2380 537.3024 15.2250 1800 1 537.3024 ‐1.5310
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 613.2980 WSPEL 384.6244 613.2981 32.4607 1794 1 613.2981 0.0275
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 902.3486 DDENVNSQ 2154.6480 902.3477 22.1242 1674 1 902.3477 ‐0.3125
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 876.4421 DGLTSLDR 383.8763 876.4411 40.5044 1657 1 876.4411 ‐0.5673
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 763.4097 DNGLLLH 162.3617 763.4099 22.0761 1595 1 763.4099 0.5627
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1433.6114 DDENVNSQPFMR 238.5616 1433.6062 26.5966 1557 2 717.3067 ‐3.7752
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1505.7271 FNFPTIDKLDGQE 543.8693 1505.7271 33.7575 1530 2 753.3672 ‐0.0114
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1018.5792 HIHAGTVVGK 289.8807 1018.5800 17.8899 1489 2 509.7936 0.0497
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1276.5732 TYYTPEYETK 366.3376 1276.5705 23.3300 1385 1 1276.5705 ‐0.5458
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(4) 1176.5500 AGTCEEMIKR 660.5504 1176.5431 21.6735 1331 1 1176.5431 ‐4.4802
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1000.5422 AVEGNEIIR 252.5950 1000.5462 27.0712 1325 2 500.7767 3.82
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 679.3774 VTPQPGV 1386.6000 679.3774 40.5063 1135 1 679.3774 0.1833
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 540.2664 DTDIL 135.2744 540.2664 32.3156 1125 1 540.2664 ‐0.2019
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1174.5011 GGLDFTKDDEN 436.4062 1174.4978 28.1775 1107 1 1174.4978 ‐1.4578
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(2) 803.4444 GCTIKPK 126.9152 803.4453 14.5262 1100 1 803.4453 1.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 1001.6320 1017.5131 21.8910 1066 1 1017.5131 ‐0.4727
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1620.7136 GGLDFTKDDENVNSQ 412.1921 1620.7176 28.7144 1035 2 810.8624 2.04
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 978.4826 VNSQPFMR 277.8076 978.4796 23.0554 1012 1 978.4796 ‐2.1152
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(7) 1255.6140 PELAAACEVWK 295.0227 1255.6177 34.0153 976 2 628.3125 2.62
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 885.4213 GHYLNATAG 211.0372 885.4247 22.7126 946 1 885.4247 4.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 557.2202 SQAETG 254.7784 557.2203 25.9192 941 1 557.2203 ‐0.0037
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1064.5411 TFNFPTIDK 404.3798 1064.5391 21.2311 921 2 532.7732 ‐2.5014
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1261.5623 LTYYTPEYET 337.3748 1261.5625 23.3273 908 1 1261.5625 1.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(19) 2331.0281 MHDYLTGGFTANTSLSHYCR 875.2469 2331.0308 19.1697 887 3 777.6818 1.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1072.5534 GPPHGIQVER 277.8423 1072.5534 20.7842 860 2 536.7803 ‐0.6172
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1909.9290 TGTWTTVWTDGLTSLDR 510.2989 1909.9218 41.9107 842 2 955.4645 ‐3.2581
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(5) 1139.5072 TAGTCEEMIK 306.0478 1139.5048 20.9959 841 2 570.2560 ‐2.6040
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2327.1514 GDRESTLGFVDLLRDDYVEK 367.4566 2327.1556 35.1133 838 3 776.3901 2.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 787.4131 EEMIKR 240.1988 787.4130 18.8843 761 1 787.4130 0.3169
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1231.6681 ESTLGFVDLLR 429.1539 1231.6674 21.1546 7510 2 616.3374 ‐0.9527
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 1064.2730 1932.9034 21.9081 3627 4 483.9813 ‐2.3784
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1307.6518 EITFNFPTIDK 422.4662 1307.6527 20.4080 3648 2 654.3300 0.4118
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 2152.9604 GGLDFTKDDENVNSQPFMR 471.1935 2152.9535 28.9187 1455 3 718.3227 ‐2.9129
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 95314.6400 53468.3747 305 65.55 None 1849.8854 EITFNFPTIDKLDGQE 455.4140 1849.8874 33.7919 1116 2 925.4473 1.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1407.6678 LTYYTPEYETK 158743.6000 1407.6666 23.3381 2765932 2 704.3370 ‐1.5304
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1465.7546 TFQGPPHGIQVER 167690.0000 1465.7544 21.6639 2298194 3 489.2563 ‐0.6419
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 184390.9000 1546.7328 32.4660 2252096 2 773.8700 ‐2.4117
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1021.5313 DTDILAAFR 49830.6000 1021.5296 32.3109 2085083 2 511.2684 ‐3.1052
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2169.9870 GGLDFTKDDENVNSQPFMR 319734.5000 2169.9816 28.1797 2037315 3 723.9987 ‐2.6132
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2270.1299 ESTLGFVDLLRDDYVEKDR 235758.0000 2270.1259 34.6533 1552144 3 757.3802 ‐1.8929
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 245639.7000 3854.8550 40.5009 1254945 3 1285.6232 ‐3.8651
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1447.7652 LSGGDHIHAGTVVGK 138048.5000 1447.7630 17.2394 787756 3 483.2592 ‐2.0109
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 193459.5000 1950.9153 21.3057 619551 3 650.9766 ‐0.6775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 95819.0500 1116.5821 21.0305 493222 2 558.7947 ‐2.0427
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1187.6644 DNGLLLHIHR 103524.7000 1187.6633 23.5973 391227 3 396.5593 ‐1.4675
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1999.0019 ESTLGFVDLLRDDYVEK 72937.5900 1998.9984 36.0854 271951 3 667.0043 ‐1.9538
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(5) 910.4452 AVYECLR 61188.7700 910.4441 18.9977 165138 2 455.7257 ‐2.7980
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 148434.1000 1794.8152 22.7195 149080 3 598.9432 ‐0.2093



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1228.6532 DLAVEGNEIIR 53388.8300 1228.6534 26.4836 109227 2 614.8304 ‐0.8163
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 10085.7700 2840.4070 33.9417 101848 4 710.8572 ‐0.1832
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1819.9549 LEGDRESTLGFVDLLR 19352.0000 1819.9538 34.5638 36152 3 607.3228 ‐0.8743
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 3989.8510 2569.2794 35.1143 24874 4 643.0753 ‐0.2208
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 912.4720 AMHAVIDR 5752.2980 912.4703 15.7815 5719 2 456.7388 ‐3.4625
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1451.6220 DDENVNSQPFMR 2384.6820 1451.6236 22.2607 2738 2 726.3155 0.5578
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1866.9120 EITFNFPTIDKLDGQE 464273.6000 1866.9086 36.2072 3908828 2 933.9580 ‐1.5779
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTCEEMIKR 838.6138 2894.3687 23.3305 5055 4 724.3476 ‐3.3722
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1415.7893 LEDLRIPPAYTK 1545.9450 1415.7896 26.5707 1350 3 472.6014 ‐0.2841
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 577.3457 LAAFR 2697.4870 577.3449 32.3090 118525 1 577.3449 ‐1.8560
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1839.9236 GFVDLLRDDYVEKDR 7810.2000 1839.9241 34.6551 77493 2 920.4657 0.4530
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 935.5057 PHGIQVER 14950.5000 935.5069 21.6606 64382 1 935.5069 1.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(3) 740.3396 YECLR 23118.1200 740.3399 18.9953 63282 1 740.3399 0.3047
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1193.5361 YYTPEYETK 7681.1510 1193.5346 23.3376 58954 1 1193.5346 ‐0.1402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1115.5579 PTIDKLDGQE 67752.9100 1115.5570 36.2012 39061 1 1115.5570 0.1093
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 690.4297 ILAAFR 1580.1690 690.4293 32.3098 32852 1 690.4293 ‐0.8345
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 766.3618 PEYETK 6240.9890 766.3635 23.3378 31802 1 766.3635 2.74
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 464.2616 AAFR 3056.0100 464.2607 32.3113 31381 1 464.2607 ‐2.8423
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 701.3941 GIQVER 5360.3410 701.3943 21.6605 29403 1 701.3943 0.1402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 879.4141 NSQPFMR 829.7206 879.4146 28.1805 28481 1 879.4146 0.8102
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 562.3208 HIHR 368.4901 562.3211 23.5945 22507 1 562.3211 ‐0.0465
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1055.6109 NGLLLHIHR 550.7471 1055.6111 23.5943 20228 2 528.3092 ‐1.1052
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 675.4049 LHIHR 224.6277 675.4051 23.5926 19061 1 675.4051 0.0482
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 788.4890 LLHIHR 1091.2330 788.4905 23.5924 17040 1 788.4905 2.0502
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 558.2770 DTDIL 595.7271 558.2776 32.3107 16060 1 558.2776 0.5858
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(3) 833.3934 EACVQAR 4926.0000 833.3945 21.0233 13776 1 833.3945 1.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(3) 863.4080 AACEVWK 4689.0460 863.4095 32.4702 13751 1 863.4095 1.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 550.2806 PFMR 5310.0980 550.2801 28.1835 13285 1 550.2801 ‐1.5149
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(2) 704.3509 ACVQAR 9216.6750 704.3526 21.0006 12707 1 704.3526 2.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 4619.4270 1756.8383 22.1317 12659 3 586.2843 1.1253
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(2) 577.2763 ECLR 4300.4170 577.2768 18.9930 12258 1 577.2768 0.4370
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 765.3712 SQPFMR 771.6221 765.3716 28.1813 11833 1 765.3716 0.5459
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 1092.4630 1295.6142 21.3114 10583 2 648.3108 3.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1624.7853 ESTLGFVDLLRDDY 301.4474 1624.7851 36.2006 9993 1 1624.7851 2.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 644.3726 IQVER 813.4330 644.3756 21.7097 9232 1 644.3756 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 3176.5018 PPEEAGAAVAAESSTGTWTTVWTDGLTSLDR 3210.3310 3176.4786 40.5036 8056 2 1588.7429 ‐4.5802
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(1) 965.4543 CEEMIKR 2492.2240 965.4556 21.3088 6960 1 965.4556 1.99
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2692.3101 VTPQPGVPPEEAGAAVAAESSTGTWTTV 1931.4590 2692.3006 40.5043 6812 2 1346.6539 ‐1.7193
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 678.3392 QPFMR 133.6998 678.3402 28.1768 6555 1 678.3402 1.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1523.7376 FNFPTIDKLDGQE 957.8709 1523.7311 36.2122 6526 1 1523.7311 ‐2.2359
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 401.2871 IIR 114.4699 401.2868 24.7742 6469 1 401.2868 ‐1.6824
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1308.6543 LRDDYVEKDR 234.7970 1308.6504 34.9159 5909 2 654.8288 ‐3.8346
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 631.3774 AGTVVGK 7768.4360 631.3770 17.2379 5803 1 631.3770 ‐0.8645
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 366.5612 1404.5895 24.4993 5608 2 702.7984 2.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 752.3614 EITFNF 181.4860 752.3629 36.2046 5104 1 752.3629 2.0111
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 560.3402 GTVVGK 3023.1900 560.3404 17.2414 4942 1 560.3404 ‐0.2652
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 12721.6900 967.4238 22.7237 4930 1 967.4238 2.0582
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(4) 946.4775 LEACVQAR 296.3940 946.4781 21.4240 4714 1 946.4781 1.0621
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1405.6230 GGLDFTKDDENVN 535.8131 1405.6220 28.1765 4704 2 703.3147 ‐1.3626
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1681.8796 LGFVDLLRDDYVEK 14470.7200 1681.8813 36.0837 4604 2 841.4443 0.8800
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 445.1929 DTDI 50.4608 445.1922 32.3111 4322 1 445.1922 ‐2.3721
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 929.5051 VEGNEIIR 3399.0570 929.5053 26.4850 4058 1 929.5053 0.7380
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 847.4196 DTDILAAF 382.5473 847.4215 32.3134 3843 1 847.4215 2.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1782.9272 TLGFVDLLRDDYVEK 5403.2370 1782.9302 36.0854 3738 2 891.9687 1.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 642.3134 LTYYT 150.6647 642.3123 23.3262 3721 1 642.3123 ‐1.9979
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 901.5730 LLLHIHR 350.7968 901.5729 23.6003 3591 2 451.2901 ‐1.8290
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1363.6852 TVWTDGLTSLDR 339.9105 1363.6791 40.5031 3388 1 1363.6791 ‐2.8749
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1000.5422 AVEGNEIIR 1876.0680 1000.5428 26.4870 3385 1 1000.5428 1.74
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 701.3941 GNEIIR 1013.2350 701.3946 25.9473 3305 1 701.3946 0.6128
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 573.3355 AVIDR 3604.0560 573.3351 15.7808 3283 1 573.3351 ‐1.1670
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 585.2780 GHYLN 123.0663 585.2768 24.5408 3248 1 585.2768 ‐2.5031
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 393.2245 AFR 33.2841 393.2242 32.3119 3191 1 393.2242 ‐1.7722
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 1292.5600 1038.4581 22.7164 3140 1 1038.4581 ‐0.6077
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1274.6164 TFQGPPHGIQVE 153.0161 1274.6132 22.0919 2955 2 637.8103 ‐3.4237
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1247.6491 GGDHIHAGTVVGK 311.0597 1247.6445 18.1351 2861 2 624.3259 ‐4.6986
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 881.5203 IHAGTVVGK 3291.5240 881.5219 17.2443 2520 1 881.5219 2.0909
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 906.5043 TDILAAFR 165.6192 906.5058 32.3089 2375 1 906.5058 1.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 567.2522 LSGGDH 1707.1760 567.2517 17.2377 2368 1 567.2517 ‐1.4150
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 739.3522 GHYLNAT 439.9206 739.3518 21.3016 2286 1 739.3518 ‐0.5813
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 248.7182 1194.5640 21.8964 2272 2 597.7856 1.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 547.2835 EKDR 1213.9770 547.2829 34.6586 2235 1 547.2829 ‐1.5560
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1591.8002 EITFNFPTIDKLDG 650.4465 1591.8006 36.6124 2150 2 796.4039 ‐0.1184
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 876.4938 DNGLLLHI 153.1187 876.4975 22.3195 2044 2 438.7524 2.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 867.4094 TPEYETK 1511.1550 867.4093 21.3450 2001 1 867.4093 0.0750
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(1) 809.3532 CEEMIK 5708.4240 809.3523 22.7217 1940 1 809.3523 ‐0.9819
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 613.2980 WSPEL 379.8964 613.2981 32.4607 1794 1 613.2981 ‐0.3904
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 791.4046 YVEKDR 752.5189 791.4028 36.1701 1787 1 791.4028 ‐2.2900
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2083.9931 SSTGTWTTVWTDGLTSLDR 1257.0990 2083.9874 40.4989 1688 2 1042.4973 ‐2.1151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 885.4213 GHYLNATAG 192.1857 885.4240 21.2898 1658 1 885.4240 3.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 876.4421 DGLTSLDR 595.4347 876.4411 40.5044 1657 1 876.4411 ‐0.9117
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 763.4097 DNGLLLH 234.6310 763.4099 22.0761 1595 1 763.4099 0.1866
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1505.7271 FNFPTIDKLDGQE 363.6440 1505.7271 33.7575 1530 2 753.3672 ‐0.4736
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 547.3385 MIKR 73.9424 547.3407 21.3369 1389 1 547.3407 3.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1276.5732 TYYTPEYETK 414.9878 1276.5705 23.3300 1385 1 1276.5705 ‐0.7786



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 2349.9310 1123.5226 21.9223 1322 2 562.2649 ‐2.0221
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1864.8348 GGLDFTKDDENVNSQPF 230.3477 1864.8421 28.2102 1203 2 932.9247 4.1107
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 680.3362 LSGGDHI 630.7231 680.3378 17.2309 1175 1 680.3378 2.1308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 679.3774 VTPQPGV 2274.6290 679.3774 40.5063 1135 1 679.3774 ‐0.2162
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 540.2664 DTDIL 91.0229 540.2664 32.3156 1125 1 540.2664 ‐0.6402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1174.5011 GGLDFTKDDEN 310.5942 1174.4978 28.1775 1107 1 1174.4978 ‐1.7190
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 1314.4620 1017.5131 21.8910 1066 1 1017.5131 ‐0.7778
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1620.7136 GGLDFTKDDENVNSQ 338.4456 1620.7176 28.7144 1035 2 810.8624 2.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(9) 1400.6304 WSPELAAACEVW 358.3227 1400.6309 32.4821 986 1 1400.6309 2.0481
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1261.5623 LTYYTPEYET 415.8737 1261.5625 23.3273 908 1 1261.5625 1.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 950.4618 EITFNFPT 222.2112 950.4581 38.5538 900 1 950.4581 ‐3.3674
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1506.7111 FNFPTIDKLDGQE 322.8853 1506.7028 36.2014 898 1 1506.7028 ‐3.5315
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1451.6220 DDENVNSQPFMR 419.8077 1451.6137 28.1774 869 1 1451.6137 ‐3.8286
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(7) 1480.6883 NATAGTCEEMIKR 1181.0600 1480.6881 21.3046 854 2 740.8477 ‐0.6736
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1909.9290 TGTWTTVWTDGLTSLDR 662.2490 1909.9218 41.9107 842 2 955.4645 ‐3.4938
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 2327.1514 GDRESTLGFVDLLRDDYVEK 406.3723 2327.1556 35.1133 838 3 776.3901 1.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 787.4131 EEMIKR 230.4267 787.4130 18.8843 761 1 787.4130 ‐0.0524
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 631.3774 1776.8056 22.7209 6012 3 592.9401 0.3605
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 340.0685 1932.9063 23.5750 3718 3 644.9736 0.1500
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 82166.8800 53468.3747 305 65.55 None 1849.8854 EITFNFPTIDKLDGQE 393.6048 1849.8896 36.9712 2295 2 925.4484 2.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1249.6787 ESTLGFVDLLR 108642.3000 1249.6751 21.1511 914102 2 625.3412 ‐3.0511
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 218872.5000 1261.6285 19.5859 447331 2 631.3179 ‐0.2144
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 126827.1000 3854.8565 22.8136 215745 3 1285.6237 ‐1.7935
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 144035.4000 1950.9148 14.3302 129589 3 650.9765 ‐0.2543
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 61362.4300 3038.4473 20.6403 113868 4 760.3673 ‐0.8591
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1324.6783 EITFNFPTIDK 40033.5400 1324.6784 19.8509 109564 2 662.8429 0.0408
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 66203.7400 1116.5821 14.3378 95801 2 558.7947 ‐1.2116
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1819.9549 LEGDRESTLGFVDLLR 25854.4200 1819.9531 20.4077 89911 3 607.3225 ‐0.7136
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1407.6678 LTYYTPEYETK 73773.9800 1407.6657 15.4420 63335 2 704.3365 ‐1.3838
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 66280.9400 1546.7347 19.4460 52937 2 773.8710 ‐0.4368
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1187.6644 DNGLLLHIHR 60979.0300 1187.6622 15.6852 50536 3 396.5589 ‐2.1389
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 2169.9870 GGLDFTKDDENVNSQPFMR 18876.8900 2169.9869 17.4920 39270 3 724.0005 0.5942
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 143065.1000 1794.8150 15.0499 35102 3 598.9432 0.2313
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1021.5313 DTDILAAFR 18126.6100 1021.5302 19.6024 29867 2 511.2688 ‐1.5869
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1465.7546 TFQGPPHGIQVER 42495.0200 1465.7532 14.6389 26477 3 489.2559 ‐1.0467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 2410.1813 LTYYTPEYETKDTDILAAFR 4451.1620 2410.1805 20.2100 23365 3 804.0650 0.4932
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1228.6532 DLAVEGNEIIR 47601.7200 1228.6534 16.8762 16890 2 614.8304 ‐0.0062
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 6825.0910 1502.8530 14.4642 11068 3 501.6225 1.1198
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1447.7652 LSGGDHIHAGTVVGK 5041.5210 1447.7643 12.28 9465 3 483.2596 ‐0.7263
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 267.7646 1716.8422 19.9718 3004 2 858.9247 ‐8.8711
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1866.9120 EITFNFPTIDKLDGQE 47866.6800 1866.9103 21.0336 79928 2 933.9588 ‐0.0021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 1476.7650 4146.0171 22.7048 3365 3 1382.6772 ‐0.6665
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1001.4786 TIDKLDGQE 157.8369 1001.4756 19.5813 27112 1 1001.4756 ‐1.7119
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(1) 854.4077 CAEAIYK 9592.3780 854.4043 19.5915 12995 1 854.4043 ‐3.0139
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 615.3824 VDLLR 545.2935 615.3824 21.1524 7376 1 615.3824 0.4163
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 18685.4200 2640.2372 20.6461 6175 3 880.7506 2.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 958.5945 GLLLHIHR 2674.0840 958.5935 15.6835 6104 2 479.8004 ‐1.7235
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 6892.3550 1194.5600 14.3297 5330 2 597.7836 ‐0.7536
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 577.3457 LAAFR 171.5726 577.3458 19.5986 4555 1 577.3458 0.6927
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(3) 863.4080 AACEVWK 162.1372 863.4096 20.1037 4351 1 863.4096 2.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 6957.2970 1123.5237 14.3288 3980 2 562.2655 ‐0.1775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(3) 833.3934 EACVQAR 5969.1380 833.3937 14.3399 3674 1 833.3937 1.46
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1120.6361 STLGFVDLLR 801.7007 1120.6322 21.1530 3346 1 1120.6322 ‐1.8804
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 562.3208 HIHR 125.2626 562.3203 15.6797 3219 1 562.3203 ‐0.5020
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1909.9290 TGTWTTVWTDGLTSLDR 524.3748 1909.9332 22.3289 2983 2 955.4702 3.1614
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1055.6109 NGLLLHIHR 1271.5210 1055.6110 15.6798 2876 2 528.3091 ‐0.3960
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 981.5040 FNFPTIDK 215.2735 981.5045 19.8484 2816 1 981.5045 1.13
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 2391.1463 VTPQPGVPPEEAGAAVAAESSTGTW 452.2491 2391.1383 22.6035 2674 3 797.7176 ‐2.5236
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1057.5564 ESTLGFVDLL 454.0946 1057.5548 20.7162 2667 1 1057.5548 ‐0.0950
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 675.4049 LHIHR 164.6012 675.4049 15.6813 2570 1 675.4049 0.6452
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 788.4890 LLHIHR 132.7722 788.4892 15.6818 2282 1 788.4892 1.1819
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 656.3151 GHYLNA 186.2811 656.3143 14.3253 2277 1 656.3143 ‐0.6461
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 819.4723 GFVDLLR 352.4993 819.4719 20.4176 2172 1 819.4719 0.3826
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 3077.3030 1017.5109 14.3313 2119 1 1017.5109 ‐2.3655
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(4) 946.4775 LEACVQAR 3819.6160 946.4771 14.3367 2119 1 946.4771 0.7981
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1217.6385 QGPPHGIQVER 10323.1700 1217.6400 14.6372 2118 2 609.3237 0.9972
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(2) 704.3509 ACVQAR 9691.9300 704.3504 14.3549 2058 1 704.3504 ‐0.0254
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 2454.1783 VAAESSTGTWTTVWTDGLTSLDR 353.4771 2454.1636 21.2253 1987 2 1227.5854 ‐4.0863
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 4063.3490 1295.6083 14.3296 1788 2 648.3078 ‐0.0659
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1193.5361 YYTPEYETK 5543.5740 1193.5337 15.4451 1728 1 1193.5337 ‐0.3245
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1334.6811 SGGDHIHAGTVVGK 1440.0990 1334.6799 12.27 1617 2 667.8436 ‐0.9363
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 2692.3101 VTPQPGVPPEEAGAAVAAESSTGTWTTV 1378.9400 2692.3038 22.8092 1616 2 1346.6556 0.0246
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1464.7329 TTVWTDGLTSLDR 306.9807 1464.7289 22.7846 1509 2 732.8681 ‐2.5445
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 585.2780 GHYLN 128.4729 585.2787 14.3296 1386 1 585.2787 1.99
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 867.4094 TPEYETK 2585.2890 867.4114 15.4432 1303 1 867.4114 3.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1030.4728 YTPEYETK 1803.3240 1030.4715 15.4412 1252 1 1030.4715 0.1125
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 766.3618 PEYETK 2484.2100 766.3626 15.4403 1236 1 766.3626 1.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 3162.4000 1756.8370 14.7484 1178 3 586.2839 0.9553
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1794.9150 965.4547 14.3282 1160 1 965.4547 1.39
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1075.5670 ESTLGFVDLL 166.4267 1075.5697 21.1429 1145 1 1075.5697 3.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(2) 803.4444 GCTIKPK 153.0671 803.4453 14.5262 1100 1 803.4453 1.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 690.4297 ILAAFR 224.0308 690.4290 19.5907 1091 1 690.4290 ‐0.4218
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 4604.8970 967.4218 15.0535 994 1 967.4218 0.6850
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1064.5411 TFNFPTIDK 192.2607 1064.5391 21.2311 921 2 532.7732 ‐2.3667



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(19) 2331.0281 MHDYLTGGFTANTSLSHYCR 338.3867 2331.0308 19.1697 887 3 777.6818 1.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1429.7546 LSGGDHIHAGTVVGK 285.1063 1429.7526 15.4429 9130 3 477.2557 ‐1.5390
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 1311.8020 1932.9027 14.3320 5383 4 483.9811 ‐1.4743
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1231.6681 ESTLGFVDLLR 245.0623 1231.6658 22.8078 4763 2 616.3366 ‐2.0374
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1848.9014 EITFNFPTIDKLDGQE 250.9364 1848.9043 19.3124 1373 3 616.9729 1.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 549.0263 1776.8034 15.0555 1257 3 592.9393 ‐0.3479
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1307.6518 EITFNFPTIDK 182.9167 1307.6551 20.6217 1990 2 654.3312 2.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis tha 42279.5900 53468.3747 305 65.55 None 1170.6378 DNGLLLHIHR 194.9155 1170.6408 15.6875 1403 3 390.8851 2.02
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1609.8180 SNNTVYNATAGGIISK 13076.2600 1609.8208 24.0243 27348 2 805.4140 1.03
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1234.7518 NILVIGPVPGQK 58034.8400 1234.7510 18.0118 23287 2 617.8791 ‐1.0209
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 954.5619 EVIDIIPR 6367.1300 954.5613 28.4583 17887 2 477.7843 ‐1.3420
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 967.4553 VQLSEMNF 7914.2720 967.4556 30.5732 15914 1 967.4556 1.1357
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1876.9691 YSEITFPILAPDPATNK 4274.3860 1876.9700 20.7019 15304 2 938.9886 0.9447
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1451.7125 GGYEITIVDASNGR 7349.2280 1451.7147 26.0658 10081 2 726.3610 1.27
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1007.5230 IPYDMQLK 3506.1410 1007.5252 24.3956 9645 2 504.2662 1.95
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 2248.2336 GALNVGAVLILPEGFELAPPDR 2988.1760 2248.2343 23.3299 9144 2 1124.6208 1.32
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 2616.3708 YSEITFPILAPDPATNKDVHFLK 1755.5880 2616.3704 20.4216 4304 3 872.7950 0.4869
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1045.5636 ITIVDASNGR 243.3910 1045.5664 24.6475 3275 1 1045.5664 3.26
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 613.3668 DIIPR 131.5746 613.3662 29.1352 2462 1 613.3662 ‐0.8934
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 1007.6248 LVIGPVPGQK 266.4062 1007.6255 18.0126 806 1 1007.6255 1.48
NP_051072.1 cytochrome f Arabidopsis thaliana 4155.0340 35470.9316 21 34.69 None 989.5125 IPYDMQLK 105.7937 989.5086 24.9500 1183 1 989.5086 ‐2.9830
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 1609.8180 SNNTVYNATAGGIISK 26911.7600 1609.8208 24.0243 27348 2 805.4140 1.64
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 954.5619 EVIDIIPR 4801.0350 954.5613 28.4583 17887 2 477.7843 ‐2.1130
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 967.4553 VQLSEMNF 5349.1450 967.4556 30.5732 15914 1 967.4556 0.8167
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 1451.7125 GGYEITIVDASNGR 7572.5000 1451.7147 26.0658 10081 2 726.3610 0.9003
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 1007.5230 IPYDMQLK 4828.0120 1007.5252 24.3956 9645 2 504.2662 0.7282
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 1708.8501 EKGGYEITIVDASNGR 3387.2860 1708.8502 23.9874 4748 3 570.2882 ‐0.2860
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 613.3668 DIIPR 96.8582 613.3662 29.1352 2462 1 613.3662 ‐1.3113
NP_051072.1 cytochrome f Arabidopsis thaliana 2051.3400 35470.9316 21 34.69 None 1690.8395 EKGGYEITIVDASNGR 450.5490 1690.8439 23.1693 1066 3 564.2862 2.80
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1485.7373 LAFYDYIGNNPAK 43453.0300 1485.7375 18.5216 34551 2 743.3724 0.1109
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 2239.1468 MPTFFETFPVVLVDGDGIVR 8277.9590 2239.1424 24.7857 29794 2 1120.0748 ‐0.9550
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1923.8660 YQWDQGYFQQEIYR 1638.5210 1923.8672 31.7854 20349 2 962.4372 1.1469
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 2156.0342 AGSMDNGDGIAVGWLGHPVFR 4846.2970 2156.0357 20.1436 18919 3 719.3501 0.9979
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1290.6688 AQLGEIFELDR 10215.9500 1290.6690 32.6899 17683 2 645.8381 ‐0.2279
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 2282.0976 DVFAGIDPDLDAQVEFGAFQK 6198.4490 2282.0923 38.3448 11192 2 1141.5498 ‐1.2716
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1206.6589 VHTVVLNDPGR 2300.8580 1206.6586 18.5270 2246 2 603.8329 ‐0.7191
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1055.6095 TGKPSLDLPK 666.4662 1055.6105 20.5658 1350 2 528.3089 0.3230
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1326.6697 QGMFVIPFMTR 1629.3520 1326.6676 22.1065 3186 2 663.8375 ‐1.8376
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1446.7700 RAQLGEIFELDR 3029.0370 1446.7707 30.2989 14054 3 482.9284 0.3063
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 655.3522 RAQLGE 1390.8930 655.3517 29.1507 5056 1 655.3517 ‐0.6171
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1171.5419 LAFYDYIGNN 539.5524 1171.5414 17.5573 3777 2 586.2743 ‐0.8729
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 826.4094 EFGAFQK 119.5873 826.4060 36.0171 1981 1 826.4060 ‐3.6029
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 978.4891 GEIFELDR 410.6302 978.4884 32.6952 1437 1 978.4884 0.1739
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 4103.9130 56208.3136 23 26.18 None 1188.6484 VHTVVLNDPGR 310.0355 1188.6489 18.6937 1199 2 594.8281 0.0228
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 1923.8660 YQWDQGYFQQEIYR 3829.5800 1923.8672 31.7854 20349 2 962.4372 0.9190
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 1290.6688 AQLGEIFELDR 10258.4400 1290.6690 32.6899 17683 2 645.8381 ‐0.8105
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 2282.0976 DVFAGIDPDLDAQVEFGAFQK 4887.8140 2282.0923 38.3448 11192 2 1141.5498 ‐1.2988
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 1206.6589 VHTVVLNDPGR 3203.7600 1206.6586 18.5270 2246 2 603.8329 ‐1.3488
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 1055.6095 TGKPSLDLPK 645.5762 1055.6105 20.5658 1350 2 528.3089 ‐0.3913
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 1446.7700 RAQLGEIFELDR 3172.4670 1446.7707 30.2989 14054 3 482.9284 0.0337
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 655.3522 RAQLGE 1133.7420 655.3517 29.1507 5056 1 655.3517 ‐1.0232
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 611.8074 56208.3136 23 26.18 None 826.4094 EFGAFQK 74.5165 826.4060 36.0171 1981 1 826.4060 ‐3.9613
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 24039.6500 9551.7469 8 51.85 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 24039.6500 9551.7469 8 51.85 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 24039.6500 9551.7469 8 51.85 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 24039.6500 9551.7469 8 51.85 Carbamidomethyl+C(6) 875.4080 IPWDGCK 87.1834 875.4107 20.7254 3393 1 875.4107 3.79
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 24039.6500 9551.7469 8 51.85 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13814.4900 9551.7469 8 51.85 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13814.4900 9551.7469 8 51.85 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6028.6280 9551.7469 8 51.85 Carbamidomethyl+C(2)
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1200.6293 VVDAMGVPIDGK 6718.1710 1200.6314 24.8696 24568 2 600.8194 1.54
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1250.6375 AAELTNLFESR 18629.4600 1250.6384 30.1321 21994 2 625.8228 0.2814
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 4244.6170 2308.1551 24.3498 19245 3 770.0565 ‐0.3265
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1043.5732 TGSIVDVPAGK 35407.9500 1043.5738 20.6886 19081 2 522.2905 ‐0.0415
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1026.5942 AVDSLVPIGR 8459.7590 1026.5944 26.0899 16777 2 513.8008 ‐0.5114
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1330.7577 TTIAIDTILNQK 10822.5800 1330.7555 18.8417 15937 2 665.8814 ‐1.8813
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1704.8261 DNGMHALIIYDDLSK 3725.5590 1704.8316 31.6479 12693 3 568.9487 3.33
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1283.6994 QPQYAPLPIEK 5718.8640 1283.6994 25.0962 11106 2 642.3533 ‐0.3370
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1572.7441 NFYANFQVDEIGR 3377.4040 1572.7433 31.2682 7530 2 786.8753 ‐0.4754
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 874.4741 GGLTNERK 322.7953 874.4720 28.4273 7502 1 874.4720 ‐1.7606
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 892.4887 LELAQYR 3124.0100 892.4883 21.6781 6474 2 446.7478 ‐1.2733
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 746.3791 GGLTNER 168.2484 746.3678 35.0691 1498 1 746.3678 ‐14.9149
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 2722.3763 AMLGRVVDAMGVPIDGKGALSDHEQR 1997.0680 2722.3800 22.5582 10001 3 908.1315 2.0338
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 800.4261 GLTNERK 71.8496 800.4293 29.8864 2381 2 400.7183 3.0334
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 856.4887 DSLVPIGR 861.8547 856.4898 26.0886 2243 1 856.4898 1.42
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1002.4925 DAMGVPIDGK 583.9283 1002.4940 24.8680 1563 1 1002.4940 2.56
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 466.2409 QYR 54.9267 466.2406 21.3684 1344 1 466.2406 ‐1.0050
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2310.0690 55256.4040 33 28.80 None 1312.7471 TTIAIDTILNQK 507.3159 1312.7468 18.7839 1256 2 656.8770 ‐0.5414
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1200.6293 VVDAMGVPIDGK 9042.8200 1200.6314 24.8696 24568 2 600.8194 0.7223
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1250.6375 AAELTNLFESR 25389.2600 1250.6384 30.1321 21994 2 625.8228 ‐0.3237
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1043.5732 TGSIVDVPAGK 39444.8300 1043.5738 20.6886 19081 2 522.2905 ‐0.7626
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1026.5942 AVDSLVPIGR 10268.8200 1026.5944 26.0899 16777 2 513.8008 ‐1.2420
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1704.8261 DNGMHALIIYDDLSK 3404.1610 1704.8316 31.6479 12693 3 568.9487 2.66
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1283.6994 QPQYAPLPIEK 4865.3390 1283.6994 25.0962 11106 2 642.3533 ‐0.9236



NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1572.7441 NFYANFQVDEIGR 4808.8860 1572.7433 31.2682 7530 2 786.8753 ‐0.9000
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 892.4887 LELAQYR 4149.5370 892.4883 21.6781 6474 2 446.7478 ‐2.0791
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 748.8605 2036.9785 26.1971 6303 3 679.6644 23.4008
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 Carbamidomethyl+C(27) 3946.9889 TTIAIDTILNQKQINSRATSESETMYCVYVAIGQK 353.7890 3947.0247 29.2704 1144 6 658.6768 9.0701
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 778.4458 YVAIGQK 160.2565 778.4466 24.7699 20849 1 778.4466 1.0980
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 856.4887 DSLVPIGR 750.6846 856.4898 26.0886 2243 1 856.4898 1.42
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 651.3461 LFESR 183.5692 651.3466 29.1242 2077 1 651.3466 0.5727
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1002.4925 DAMGVPIDGK 571.3228 1002.4940 24.8680 1563 1 1002.4940 2.63
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2236.6860 55256.4040 33 28.80 None 1233.6110 AAELTNLFESR 1181.2510 1233.6136 28.2245 1035 2 617.3105 1.1448
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1861.9595 VYVGNLPWFTQPDGLR 1133.5000 1861.9661 21.4335 6589 2 931.4867 3.53
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1358.7274 IAIASLDGTEVGGR 1302.3270 1358.7308 26.5245 3042 2 679.8690 2.82
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1528.7027 DAALSFNGTQYEGR 576.2543 1528.7076 29.4294 2021 2 764.8574 3.93
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1139.5150 YSVDMNPGTR 1155.9710 1139.5193 20.0688 1307 2 570.2633 3.64
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1684.8038 DAALSFNGTQYEGRR 316.5885 1684.8096 31.6785 1119 2 842.9085 3.31
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1421.7006 VSSSELSVLDEEK 275.7309 1421.6897 27.2646 3324 2 711.3485 ‐7.7881
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 2711.3669 GSGYVTMGSINSAKIAIASLDGTEVGGR 397.0438 2711.3913 43.0495 3101 3 904.4686 9.11
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 2073.0346 EEEVVKGEAEPNKDSVVSK 1224.8790 2073.0159 39.0518 1604 2 1037.0116 ‐8.2960
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 1810.8687 EMRVRYSVDMNPGTR 136.5116 1810.8794 31.2394 983 2 905.9433 6.71
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 219.5535 32746.8631 24 18.77 None 557.3042 PDGLR 630.5493 557.3032 18.9262 1960 1 557.3032 ‐1.9222
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1358.7274 IAIASLDGTEVGGR 1473.9410 1358.7308 26.5245 3042 2 679.8690 1.37
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1139.5150 YSVDMNPGTR 987.5283 1139.5193 20.0688 1307 2 570.2633 2.90
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1421.7006 VSSSELSVLDEEK 253.5682 1421.6897 27.2646 3324 2 711.3485 ‐8.2973
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 888.4170 NPQTGESR 393.5764 888.4299 17.2376 1681 1 888.4299 14.8761
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1684.8038 DAALSFNGTQYEGRR 209.2867 1684.8096 31.6785 1119 2 842.9085 3.12
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1774.9116 IAIASLDGTEVGGREMR 170.4039 1774.9062 34.6865 1056 2 887.9567 ‐3.0273
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1359.7478 IIVREGIEKSES 2243.3800 1359.7453 29.2392 10758 2 680.3763 ‐2.6365
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1550.7856 VRYSVDMNPGTRR 497.6849 1550.7923 22.4529 6002 3 517.6023 3.52
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 2860.3946 VSSSELSVLDEEKEEEVVKGEAEPNK 681.4359 2860.4227 28.0797 2512 4 715.8611 9.18
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1246.6638 IVREGIEKSES 325.8148 1246.6625 26.9724 4194 2 623.8349 ‐2.0170
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 668.4090 IIVREG 649.2229 668.4069 26.6539 2614 1 668.4069 ‐3.3762
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1115.5691 VREGIEKSES 542.3813 1115.5643 27.4920 1179 1 1115.5643 ‐3.3958
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 954.4891 VKGEAEPNK 182.7116 954.4869 26.3725 876 2 477.7471 ‐3.8069
NP_171616.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 146.7291 32746.8631 24 18.77 None 1666.7932 DAALSFNGTQYEGRR 197.5901 1666.7960 30.3655 4484 2 833.9016 1.60
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1650.7978 EQIFEMPTGGAAIMR 86645.7400 1650.7971 32.2560 131824 2 825.9022 ‐0.2856
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 57895.2100 2936.5102 21.6478 113003 3 979.5082 ‐0.8756
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1810.9010 AQVEEFYVITWNSPK 3361.0140 1810.8973 20.1514 17636 2 905.9523 ‐1.6677
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 990.5043 ITYQFYR 10590.5500 990.5034 16.0035 14846 2 495.7554 ‐1.6253
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 18539.4400 1047.5235 19.3816 14737 2 524.2654 ‐2.2414
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 885.5040 NVSPIEVK 2527.7800 885.5014 19.5170 10190 2 443.2543 ‐3.7961
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1527.7954 VFPNGEVQYLHPK 3705.1370 1527.7955 16.3829 5254 3 509.9367 ‐0.0703
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 770.4407 EGPNLLK 2473.8230 770.4407 19.5105 2674 1 770.4407 0.3942
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 875.4404 EGVGLNMR 231.6987 875.4432 23.7266 1963 1 875.4432 3.28
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1938.9960 KAQVEEFYVITWNSPK 1543.8910 1938.9975 19.1915 11099 3 647.0040 0.9179
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1375.7063 AEKTESSSAAPAVK 651.6860 1375.7032 29.8919 3203 2 688.3552 ‐2.4854
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 672.3927 SPIEVK 2381.0120 672.3913 19.5090 3654 1 672.3913 ‐1.9371
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 873.4611 PTGGAAIMR 17474.4800 873.4611 32.2532 3417 1 873.4611 0.6502
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1133.5442 EMPTGGAAIMR 4934.5540 1133.5426 32.2651 2354 1 1133.5426 ‐0.1381
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1280.6126 FEMPTGGAAIMR 5909.5950 1280.6104 32.2506 2188 1 1280.6104 ‐0.0851
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 1349.6736 EAPVGFTPPQLDP 331.9482 1349.6783 19.4600 1710 2 675.3428 3.98
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 16458.8800 22363.6807 34 61.76 None 776.3726 YQFYR 3979.8040 776.3734 16.0088 1534 1 776.3734 1.38
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 None 1650.7978 EQIFEMPTGGAAIMR 108024.6000 1650.7971 32.2560 131824 2 825.9022 ‐0.6665
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 550.5292 1047.5286 32.4701 11132 1 1047.5286 3.93
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 None 873.4611 PTGGAAIMR 30065.0000 873.4611 32.2532 3417 1 873.4611 0.3050
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 Carbamidomethyl+C(3) 715.3444 EQCLAL 63.0618 715.3465 34.1798 2758 1 715.3465 2.28
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 None 1280.6126 FEMPTGGAAIMR 9651.6670 1280.6104 32.2506 2188 1 1280.6104 ‐0.3168
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7967.2720 22363.6807 34 61.76 Carbamidomethyl+C(3) 1030.4986 EQCLALGTR 170.5561 1030.4990 31.8997 829 1 1030.4990 1.0803
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 52769.1100 2936.5102 21.6478 113003 3 979.5082 ‐0.3904
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1810.9010 AQVEEFYVITWNSPK 3810.0150 1810.8973 20.1514 17636 2 905.9523 ‐1.2562
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 990.5043 ITYQFYR 25627.1400 990.5034 16.0035 14846 2 495.7554 ‐1.5181
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1527.7954 VFPNGEVQYLHPK 2318.0730 1527.7955 16.3829 5254 3 509.9367 0.0485
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1546.7536 EAPVGFTPPQLDPNT 338.0382 1546.7493 23.6264 3613 2 773.8783 ‐2.4781
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1281.6586 PNGEVQYLHPK 291.4035 1281.6576 16.3722 2706 2 641.3325 ‐0.8754
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 2216.1022 EAPVGFTPPQLDPNTPSPIFAG 642.6887 2216.1042 21.6784 2153 2 1108.5557 2.25
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1365.6838 EFYVITWNSPK 505.6004 1365.6873 21.4356 1756 2 683.3473 2.42
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 877.4203 TYQFYR 719.3469 877.4214 16.0076 1708 1 877.4214 2.28
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 776.3726 YQFYR 2504.8880 776.3734 16.0088 1534 1 776.3734 1.02
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8808.7220 22363.6807 34 61.76 None 1509.7849 VFPNGEVQYLHPK 342.5123 1509.7881 15.9884 2974 2 755.3977 2.57
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 None 1527.8530 TPLVPASVVFDLGGR 8988.8160 1527.8539 21.2790 10435 2 764.4306 0.6548
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 None 1666.8395 DQSTLQYTTVINQR 2946.2140 1666.8404 25.5160 8644 2 833.9238 0.7503
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 4283.6880 1498.7728 15.9916 5741 3 500.2624 0.1700
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 Carbamidomethyl+C(8) 1721.9295 IPNLIFDCGATFLLK 1084.9290 1721.9288 22.9108 4918 2 861.4681 ‐0.1318
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 None 1095.6772 TVPINPTLLK 8323.3520 1095.6768 17.3453 4322 2 548.3420 ‐0.9541
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 Carbamidomethyl+C(6) 1064.4718 ELWVDCDK 1673.5760 1064.4745 22.9139 1531 2 532.7409 1.00
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 None 1137.5422 DQSTLQYTTV 235.5477 1137.5379 23.3057 1119 1 1137.5379 ‐2.5478
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 805.8821 46401.7410 15 17.55 Carbamidomethyl+C(8) 1328.6668 SVKPFGACFSTK 1684.2910 1328.6716 15.9855 798 2 664.8394 3.41
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 None 1527.8530 TPLVPASVVFDLGGR 8053.0360 1527.8539 21.2790 10435 2 764.4306 0.9613
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 5343.5120 1498.7728 15.9916 5741 3 500.2624 0.2813
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 None 1095.6772 TVPINPTLLK 14187.3300 1095.6768 17.3453 4322 2 548.3420 ‐0.8079
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 None 2695.3501 ISSVNPYTVLESSIYNAFTSEFVK 1372.8480 2695.3738 25.6012 7653 3 899.1295 9.20
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 None 1018.5527 INASTGIGGTK 295.1425 1018.5619 20.3097 2130 2 509.7846 8.79
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 Carbamidomethyl+C(8) 1328.6668 SVKPFGACFSTK 787.9335 1328.6716 15.9855 798 2 664.8394 3.67
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 862.9859 46401.7410 15 17.55 None 2678.3236 ISSVNPYTVLESSIYNAFTSEFVK 583.6561 2678.3187 25.4300 1456 3 893.4444 ‐0.7318
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 343.7599 44138.4418 3 12.44 None 1620.8380 EVPETERPFTFLR 8382.1530 1620.8380 29.6114 7843 3 540.9509 ‐0.4101
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 343.7599 44138.4418 3 12.44 Carbamidomethyl+C(7) 1830.8539 AAQDSVCDAIEAIEGGPK 918.0180 1830.8581 33.2456 7022 2 915.9327 2.65



NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 343.7599 44138.4418 3 12.44 None 1804.9089 FKEDVWSRPGGGGGISR 423.4702 1804.9033 28.9831 1875 2 902.9553 ‐3.0152
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1649.9949 VLVVANPANTNALILK 98166.0800 1649.9945 18.9627 72321 2 825.5009 ‐0.0552
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1017.5251 EFAPSIPEK 29997.1800 1017.5243 22.5929 37973 2 509.2658 ‐1.4761
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1360.7545 MELIDAAFPLLK 44426.7700 1360.7531 22.7206 37434 2 680.8802 ‐1.2320
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 943.5459 LSVPVSDVK 13651.3200 943.5455 22.3156 32717 2 472.2764 ‐1.1438
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1884.9450 NGDWSIVQGLPIDEVSR 31694.4200 1884.9462 35.4219 32243 2 942.9767 1.1001
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 8013.2880 2266.1017 24.2934 26022 3 756.0388 1.1714
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 2349.1721 ELVKDDAWLDGEFISTVQQR 13047.5700 2349.1752 33.9013 20765 3 783.7299 1.55
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 2189.2290 1645.7966 15.0936 2934 3 549.2704 0.1298
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 Carbamidomethyl+C(36) 4030.8878 DWVLGTPEGTFVSMGVYSDGSYSVPSGLIYSFPV 914.2993 4030.8125 22.4210 1834 3 1344.2757 ‐17.0594
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 741.4141 APSIPEK 2103.3150 741.4143 22.5765 1849 1 741.4143 0.5440
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 644.3614 PVSDVK 85.7840 644.3643 21.9118 1639 1 644.3643 4.65
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1054.6255 PANTNALILK 7417.0040 1054.6263 18.9618 1316 1 1054.6263 1.00
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1100.6714 LIDAAFPLLK 343.2833 1100.6707 22.7192 836 1 1100.6707 0.5591
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1239.7056 ANPANTNALILK 1731.6700 1239.7063 18.9582 826 1 1239.7063 2.0857
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10618.9600 35913.2053 23 46.99 None 1168.6684 NPANTNALILK 2724.7730 1168.6651 18.9635 794 1 1168.6651 ‐1.5485
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 943.5459 LSVPVSDVK 21480.6100 943.5455 22.3156 32717 2 472.2764 ‐1.9210
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 1884.9450 NGDWSIVQGLPIDEVSR 49398.3500 1884.9462 35.4219 32243 2 942.9767 0.8504
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 8562.5190 2266.1020 24.3139 24787 3 756.0388 0.7566
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 2349.1721 ELVKDDAWLDGEFISTVQQR 6388.7910 2349.1752 33.9013 20765 3 783.7299 1.42
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 2013.0400 NGDWSIVQGLPIDEVSRK 326.2004 2013.0117 33.2146 5114 3 671.6754 ‐14.2880
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 Carbamidomethyl+C(13) 1773.8912 KLSSALSAASSACDHIR 1115.3510 1773.8934 22.3694 5520 3 591.9693 0.8739
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 425.2619 HIR 64.3274 425.2613 23.5931 3323 1 425.2613 ‐2.5050
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4030.1060 35913.2053 23 46.99 None 830.4618 SVPVSDVK 1090.5150 830.4634 22.3082 2916 1 830.4634 2.0877
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 1701.9058 AVFVDLEPTVIDEVR 80514.8700 1701.9065 35.1106 36103 2 851.4569 0.3440
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 987.5469 DVNAAVGTIK 36074.5700 987.5470 20.0062 20099 2 494.2771 ‐1.4010
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 48006.4100 1132.5673 27.7472 19362 2 566.7873 ‐0.6466
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 1977.8825 TVGGGDDAFNTFFSETGAGK 12734.2600 1977.8841 33.1229 18824 2 989.4457 1.74
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 Carbamidomethyl+C(1) 1885.9477 CGINYQPPTVVPGGDLAK 13779.2400 1885.9485 28.2997 14566 2 943.4779 0.6948
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 1663.8762 SLSIERPTYTNLNR 5016.2060 1663.8750 23.9230 8784 3 555.2965 ‐1.0981
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 2385.1946 QLFHPEQLISGKEDAANNFAR 200.4101 2385.1777 40.0682 21214 2 1193.0925 ‐5.8536
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 1380.6980 IDHKFDLMYAK 1373.7550 1380.6950 24.0419 3589 3 460.9032 ‐2.6765
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 887.4332 FDLMYAK 270.3170 887.4298 23.1817 1792 1 887.4298 ‐3.4989
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 5728.1630 50225.2812 10 26.22 None 928.5098 PTVIDEVR 1857.8710 928.5124 35.1036 1162 1 928.5124 3.84
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 None 2607.2759 EPELVTGLVTNSPTSVTDQMFWR 704.9871 2607.2719 33.6948 3186 3 869.7621 ‐0.9271
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 Carbamidomethyl+C(12) 2104.0631 VGYLGELPELPCSLTEQAK 881.4969 2104.0468 36.7053 9620 2 1052.5270 ‐6.9651
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 None 3081.5680 IGVLSWIGHVVVESTWDLDGEDWITVR 613.4622 3081.5103 38.0308 3126 3 1027.8416 ‐17.7740
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 Carbamidomethyl+C(11) 2076.9867 GSTATVSAATCHESGETLAVK 821.1667 2077.0015 25.3718 2509 2 1039.0044 7.79
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 None 978.4639 NGGFIDEAR 571.7575 978.4815 22.1316 2030 1 978.4815 18.7906
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 None 839.4509 EPELVTGL 204.9745 839.4491 32.1567 4009 1 839.4491 ‐1.6355
NP_172003.1 mitogen activated protein kinase kinase kinase 18 Arabidopsis thaliana 212.1444 38198.6631 7 6.78 None 2612.2780 WIGHVVVESTWDLDGEDWITVR 487.5891 2612.2887 38.0114 1805 3 871.4344 4.34
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 Carbamidomethyl+C(12) 1516.8040 GVVLSLNDLLACDK 1164.9080 1516.7991 30.1764 3202 2 758.9032 ‐3.2616
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1075.6146 IPFGAQITTK 2144.8780 1075.6180 16.2074 3201 2 538.3126 2.50
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 Carbamidomethyl+C(4) 2217.0816 LQQCVTDGELSDDNVAALLR 603.1579 2217.0756 32.8119 2290 2 1109.0415 ‐1.7503
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1214.6739 VTDAQVEIAIR 1116.0470 1214.6756 28.2255 1320 2 607.8414 0.9702
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 Carbamidomethyl+C(2) 1389.6468 LCEELHFDAQK 976.8289 1389.6591 23.3402 9266 2 695.3332 8.92
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1830.8981 LSDELAEDLFREHTR 723.0497 1830.8581 33.2456 7022 2 915.9327 ‐21.3907
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1614.9115 SPLLSHFLPTLPHR 250.1861 1614.8839 17.3577 5975 2 807.9456 ‐16.9586
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1690.8283 GVGPISLIGDESDFER 2642.6260 1690.8292 33.2846 2963 2 845.9183 0.8189
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 836.4373 NPGIHGNK 518.4734 836.4376 24.9628 2786 1 836.4376 0.8506
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1604.7762 LANAVSSGDLEAQDSK 832.9307 1604.7471 26.9967 2144 2 802.8772 ‐18.0010
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1566.7606 SSAASSDQLSVSTQAK 311.0046 1566.7289 22.6302 1972 2 783.8681 ‐20.1785
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1864.9949 MNPSLVTAINAPISPSPR 166.0862 1865.0174 24.6659 1822 2 933.0123 12.26
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 Carbamidomethyl+C(4)
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 3508.6377 TVSDIFSSGTGEFDETEVYQTIPSDLSIDVEK 520.6378 3508.6351 38.4605 1341 3 1170.2165 0.4920
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1749.9381 LQYLLGIDDSTATALR 393.0747 1749.8951 23.9696 1259 2 875.4512 ‐24.2556
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1203.6467 SLASVVEELEK 852.7754 1203.6448 20.8331 1103 2 602.3260 ‐2.0384
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1654.8283 EAEAISVDVTSKSYR 435.6276 1654.8310 22.6095 1278 2 827.9192 1.15
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 2153.0833 VSFPRSSAASSDQLSVSTQAK 483.5013 2153.0852 31.0206 841 4 539.0267 ‐0.1853
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 629.3141 LSDELA 213.3574 629.3134 32.3145 9702 1 629.3134 ‐1.0106
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1093.6041 SPLLSHFLPT 212.9834 1093.6045 17.8971 2362 2 547.3059 ‐0.2028
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 1084.5157 EAEAISVDVTS 302.8007 1084.5113 21.9973 1370 1 1084.5113 ‐2.8840
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 197.2577 112633.9785 34 7.97 None 962.5306 PFGAQITTK 310.6710 962.5288 16.4844 988 2 481.7680 ‐2.6237
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 Carbamidomethyl+C(12) 1516.8040 GVVLSLNDLLACDK 558.7405 1516.7991 30.1764 3202 2 758.9032 ‐3.7176
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 Carbamidomethyl+C(4) 2217.0816 LQQCVTDGELSDDNVAALLR 427.0248 2217.0756 32.8119 2290 2 1109.0415 ‐1.8139
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1226.6991 ELTGLQPIVEK 439.8017 1226.7016 26.2250 2285 2 613.8544 1.0142
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1214.6739 VTDAQVEIAIR 1311.3370 1214.6756 28.2255 1320 2 607.8414 0.3450
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1101.5786 VEQLDELQK 472.4478 1101.5769 30.0313 763 1 1101.5769 ‐0.6590
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 Carbamidomethyl+C(6) 1574.7883 TYLLYCVTGEVTR 548.7060 1574.7848 31.0022 3421 2 787.8960 ‐2.6186
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1690.8283 GVGPISLIGDESDFER 3127.8390 1690.8292 33.2846 2963 2 845.9183 0.4605
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 Carbamidomethyl+C(4)
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 3508.6377 TVSDIFSSGTGEFDETEVYQTIPSDLSIDVEK 562.7225 3508.6351 38.4605 1341 3 1170.2165 ‐0.3715
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1075.6146 IPFGAQITTK 1285.0740 1075.6004 22.0347 1244 2 538.3039 ‐14.5074
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 None 1654.8911 LLYRAYVTDALSGGR 757.9713 1654.8949 33.9088 1169 2 827.9511 2.1087
NP_172176.1 translocon at the inner envelope membrane of chloroplasts 110 Arabidopsis th 135.1518 112633.9785 34 7.97 Carbamidomethyl+C(5) 1473.7407 YLLYCVTGEVTR 312.2811 1473.7385 32.7329 13642 2 737.3729 ‐1.9776
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1566.8261 EAEEVEPILEALPK 32471.3100 1566.8273 33.4574 39080 2 783.9173 0.8290
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1654.8224 AGGFPEPEIVHYNPK 8706.3720 1654.8237 26.7794 35585 3 552.2794 0.7418
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1504.8006 DLATAFLNVLGNEK 30830.2400 1504.7995 23.0980 31929 2 752.9034 ‐0.7101
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 7983.7240 1724.7794 22.2450 27784 3 575.5980 ‐0.1413
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1485.6778 EADFTTDDMILSK 16926.3700 1485.6770 28.0455 25554 2 743.3421 ‐0.5493
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1036.5310 EIFNISGEK 5266.8870 1036.5331 24.6850 25506 2 518.7702 1.73
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1770.7817 QLPGESDQDFADFSSK 47460.5900 1770.7825 26.7881 24853 2 885.8949 0.7665
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1828.8712 SSLSAEGFDVVYDINGR 16403.3400 1828.8705 33.0323 22919 2 914.9389 0.0500
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1207.5742 DQHFFASVEK 3524.8140 1207.5745 22.5656 13022 2 604.2909 ‐0.1537



NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 4973.7240 2168.2317 17.2023 11532 4 542.8134 ‐0.1656
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1187.6167 EGHQVTLFTR 1882.5110 1187.6180 21.7190 7336 2 594.3126 0.5946
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1613.7727 KEADFTTDDMILSK 2447.7860 1613.7736 26.0781 6687 3 538.5960 0.4486
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 786.3668 DYDFVK 27986.7400 786.3657 21.5717 6297 1 786.3657 ‐1.0027
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 2647.4690 1793.8805 17.9626 5889 2 897.4439 1.52
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1332.7369 GKLETESLLQSK 3722.5870 1332.7381 21.8468 8009 2 666.8727 0.6448
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 591.3534 MILSK 114.6965 591.3562 26.6799 59292 1 591.3562 4.90
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 284.3405 1062.4421 21.4700 23129 2 531.7247 0.5468
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 Carbamidomethyl+C(3) 1260.6293 IYCSSAGVYLK 312.8074 1260.6322 17.3920 2844 2 630.8197 1.39
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1477.8122 PNSGIQISQLGHVK 210.3726 1477.8156 15.3885 2400 3 493.2767 2.1659
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1305.6474 PEPEIVHYNPK 114.6333 1305.6429 29.3244 1109 2 653.3251 ‐3.6869
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 Carbamidomethyl+C(3) 1296.5525 PHCEEDAVDPK 1261.8150 1296.5555 22.2393 1040 2 648.7814 2.0157
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1096.5786 PEIVHYNPK 138.4870 1096.5727 26.7969 964 1 1096.5727 ‐4.1709
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7520.2830 42790.9320 40 49.74 None 1189.5636 DQHFFASVEK 179.3539 1189.5695 20.8949 973 2 595.2884 4.49
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1566.8261 EAEEVEPILEALPK 41016.1700 1566.8274 33.4662 38111 2 783.9173 0.4203
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1654.8224 AGGFPEPEIVHYNPK 9569.5580 1654.8237 26.7794 35585 3 552.2794 0.4095
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1036.5310 EIFNISGEK 5162.7390 1036.5331 24.6850 25506 2 518.7702 0.6923
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1828.8712 SSLSAEGFDVVYDINGR 18035.4900 1828.8705 33.0323 22919 2 914.9389 ‐0.2312
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1187.6167 EGHQVTLFTR 3053.8820 1187.6180 21.7190 7336 2 594.3126 ‐0.0458
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1613.7727 KEADFTTDDMILSK 2660.8540 1613.7736 26.0781 6687 3 538.5960 0.1281
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1332.7369 GKLETESLLQSK 6382.3240 1332.7381 21.8468 8009 2 666.8727 0.0857
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1953.9970 KAFPFRDQHFFASVEK 286.4998 1953.9839 35.4289 4661 2 977.4956 ‐6.2990
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1322.6739 PEPEIVHYNPK 193.0953 1322.6802 23.9687 1863 2 661.8437 3.81
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1254.6113 GFDVVYDINGR 221.4193 1254.6166 34.4878 1470 2 627.8119 3.31
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1305.6474 PEPEIVHYNPK 162.9074 1305.6429 29.3244 1109 2 653.3251 ‐4.2612
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3012.2450 42790.9320 40 49.74 None 1811.8446 SSLSAEGFDVVYDINGR 316.8061 1811.8402 34.4373 974 2 906.4237 ‐2.3545
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 992.3640 42790.9320 40 49.74 None 1504.8006 DLATAFLNVLGNEK 18971.4600 1504.7995 23.0980 31929 2 752.9034 ‐0.4121
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 992.3640 42790.9320 40 49.74 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 4015.1700 2168.2317 17.2023 11532 4 542.8134 0.8732
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 992.3640 42790.9320 40 49.74 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 1393.6090 1793.8805 17.9626 5889 2 897.4439 2.04
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 992.3640 42790.9320 40 49.74 None 1028.5887 LHLQVQYK 536.2975 1028.5778 18.9476 1487 2 514.7926 ‐11.1409
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 992.3640 42790.9320 40 49.74 None 1477.8122 PNSGIQISQLGHVK 329.8958 1477.8156 15.3885 2400 3 493.2767 2.17
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 7362.0130 16181.9493 7 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 7362.0130 16181.9493 7 54.05 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 685.6410 5122.3287 39.0671 9404 4 1281.3376 0.2181
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 7362.0130 16181.9493 7 54.05 Carbamidomethyl+C(27) 4549.0909 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 3604.6340 4549.0816 37.0368 2880 4 1138.0259 ‐0.6457
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 7362.0130 16181.9493 7 54.05 None 769.3727 VVSGSIDQ 663.7401 769.3694 37.2152 1644 1 769.3694 ‐3.8253
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10174.9700 16181.9493 7 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10174.9700 16181.9493 7 54.05 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 599.9600 5122.3287 39.0671 9404 4 1281.3376 ‐0.1656
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10174.9700 16181.9493 7 54.05 Carbamidomethyl+C(27) 4549.0909 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 6108.0180 4549.0816 37.0368 2880 4 1138.0259 ‐0.9693
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 2908.5084 NLMLVGDGKDATIITGSLNVIDGSTTFR 1943.0030 2908.5096 25.5978 5326 3 970.1747 1.23
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 1643.7984 TVNEAVAAAPENSNTR 10830.9000 1643.8007 17.3176 3230 2 822.4040 1.91
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 1102.5851 VSADQTVINR 5403.7070 1102.5834 17.4163 2730 2 551.7953 ‐2.1372
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 1488.7289 EDQNQNTAISIQK 2898.5290 1488.7307 18.0492 2672 2 744.8690 1.1653
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 1004.5676 TFLGRPWK 79.7440 1004.5785 18.2134 2415 2 502.7929 10.1014
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 592.4604 62143.7425 6 12.3 None 1981.0237 DATIITGSLNVIDGSTTFR 523.4792 1981.0204 21.1925 1055 3 661.0117 ‐1.4419
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1970.1797 SLLALQGPLAAPVLQHLTK 9346.0190 1970.1781 21.3459 24755 3 657.3976 ‐0.3915
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1121.5738 VGFFSSGPPAR 22884.7700 1121.5743 16.6904 18420 2 561.2908 ‐0.0019
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1658.9112 AEGGFLGADVILQQLK 8525.9500 1658.9117 21.8585 16129 2 829.9595 0.8329
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1654.8120 MVPFAGWSMPIQYK 993.3566 1654.8136 21.3251 15311 2 827.9104 1.51
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 Carbamidomethyl+C(12) 1877.8885 ENGSLFDVAHMCGLSLK 2515.1810 1877.8889 19.9446 10579 3 626.6345 0.5419
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 2188.9660 3405.7475 24.7188 6704 3 1135.9207 ‐2.2104
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 Carbamidomethyl+C(6) 3172.5442 LEAGLCLYGNDMEQHISPVEAGLTWAIGK 1749.4310 3172.5360 22.5077 2566 3 1058.1835 ‐1.0291
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1344.7998 GPLAAPVLQHLTK 327.3722 1344.8023 21.2794 2629 2 672.9048 1.53
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1424.7031 PFAGWSMPIQYK 325.4792 1424.7031 20.5206 931 1 1424.7031 2.1503
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1022.5054 GFFSSGPPAR 442.5054 1022.5071 16.6755 824 1 1022.5071 3.0144
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 None 1636.8015 MVPFAGWSMPIQYK 325.0607 1636.8037 19.9671 823 2 818.9055 1.39
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 12 34.07 Carbamidomethyl+C(12) 1860.8619 ENGSLFDVAHMCGLSLK 326.4370 1860.8594 21.0611 5291 2 930.9334 ‐0.4331
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 1679.9003 FDGILGLGFQEISVGK 2471.1950 1679.8941 22.2730 6133 2 840.4507 ‐3.1040
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 2361.2548 TVVDQYGQTILDLLLSETQPK 514.8647 2361.2598 25.2717 5513 3 787.7581 2.36
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 Carbamidomethyl+C(2)
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 1662.8367 GVSMGIESVVDKENAK 177.2764 1662.8002 20.7871 17158 2 831.9038 ‐21.3809
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 2764.4305 AAAIHYGTGAIAGFFSNDAVTVGDLVVK 1187.7080 2764.3928 24.2915 2333 3 922.1358 ‐12.4448
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 1192.6183 AAPVWYNMLK 589.5545 1192.6287 16.8986 832 2 596.8180 8.47
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 189.8169 55354.9454 7 10.8 None 920.4876 FDGILGLGF 228.5579 920.4848 23.6424 1591 1 920.4848 ‐1.9661
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 1025.3060 16516.8125 5 38.51 None 1796.8814 SIIASENLSSPFDFNR 136.3619 1796.8744 27.1477 6842 3 599.6297 ‐4.1708
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 1025.3060 16516.8125 5 38.51 None 1213.6535 SLGGNPTQAQLK 8076.8870 1213.6541 18.9403 3270 2 607.3307 ‐0.5521
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 1025.3060 16516.8125 5 38.51 None 1445.6253 EAFMLFDTDGDGK 3460.1720 1445.6281 32.5537 2046 2 723.3177 1.85
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 1025.3060 16516.8125 5 38.51 None 1689.9170 VLDKEGTGFVAVADLR 478.6654 1689.9239 28.4098 2290 3 563.9795 3.54
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 1025.3060 16516.8125 5 38.51 None 1046.5517 VLDKEGTGFV 155.9590 1046.5488 27.7355 1025 1 1046.5488 ‐2.0215
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 2172.0091 GILGYTEDDVVSTDFVGDNR 117788.9000 2172.0039 32.8510 184003 2 1086.5056 ‐1.5327
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1434.7587 AASFNIIPSSTGAAK 37625.9100 1434.7569 17.2406 175644 2 717.8821 ‐1.3898
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1676.9734 TLLFGEKPVTVFGIR 26003.9500 1676.9719 20.4557 91392 3 559.6621 ‐0.9568
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1761.7867 LVSWYDNEWGYSSR 91975.7600 1761.7865 18.9644 90290 2 881.3969 0.2143
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1734.8156 DAPMFVVGVNEHEYK 66688.4900 1734.8152 27.7441 83221 3 578.9432 ‐0.2349
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1498.8475 VPTVDVSVVDLTVR 33423.7500 1498.8482 32.7014 81431 2 749.9277 0.3898
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 13134.5300 2923.3644 39.0024 54181 3 975.1263 1.70
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 24414.5400 2741.2724 24.4012 52863 2 1371.1399 1.58
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 2033.0736 FGIVEGLMTTVHSITATQK 11057.5000 2033.0729 23.0938 45969 3 678.3625 ‐0.1211
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1140.6445 VVDLIVHMSK 39218.5500 1140.6441 16.6283 27861 2 570.8257 ‐0.8943
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 833.4628 IGINGFGR 761.9841 833.4607 15.9015 1724 2 417.2340 ‐3.4345
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 1109.2700 2680.2483 40.5048 805 2 1340.6278 4.1745
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1148.6674 AGIALSDKFVK 8762.0320 1148.6689 24.5707 6994 2 574.8381 0.8097
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 588.2850 YMFK 173.3065 588.2846 25.1772 135789 1 588.2846 ‐0.7845



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 692.4090 TVFGIR 162.5402 692.4056 17.4634 7199 1 692.4056 ‐4.7578
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1462.8417 LFGEKPVTVFGIR 5624.1370 1462.8407 20.4569 5338 2 731.9240 ‐0.7502
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 Carbamidomethyl+C(4)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 760.3698 DAPMFVV 294.4676 760.3693 25.6019 3269 1 760.3693 ‐0.3346
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1077.6303 GIALSDKFVK 6218.8220 1077.6319 24.5693 2651 2 539.3196 0.8657
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 603.3137 FGIVEG 159.9399 603.3161 18.2695 2564 1 603.3161 4.0302
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 649.3344 LVSWY 217.3454 649.3348 19.2804 1862 1 649.3348 0.6974
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1231.5841 GILGYTEDDVVS 154.1900 1231.5902 26.8182 1380 2 616.2987 4.75
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1074.5215 VGVNEHEYK 299.5416 1074.5248 27.7413 1122 1 1074.5248 4.74
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1202.6892 GEKPVTVFGIR 373.8624 1202.6909 20.4652 953 2 601.8491 1.0066
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1102.6103 DVSVVDLTVR 566.4196 1102.6075 32.7095 946 1 1102.6075 ‐1.3110
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1276.5229 YDNEWGYSSR 1263.2630 1276.5214 18.9687 802 1 1276.5214 0.4374
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1302.7264 TVDVSVVDLTVR 598.6979 1302.7261 32.7060 777 1 1302.7261 1.83
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 28823.9100 37027.3918 72 62.72 None 1743.7762 LVSWYDNEWGYSSR 359.2976 1743.7808 18.5607 2028 3 581.9318 2.87
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 2172.0091 GILGYTEDDVVSTDFVGDNR 108123.0000 2172.0039 32.8510 184003 2 1086.5056 ‐1.6215
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1734.8156 DAPMFVVGVNEHEYK 79221.6100 1734.8152 27.7441 83221 3 578.9432 ‐0.5901
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1498.8475 VPTVDVSVVDLTVR 62936.0400 1498.8482 32.7014 81431 2 749.9277 ‐0.0763
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 13541.3000 2923.3644 39.0024 54181 3 975.1263 0.5411
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 1138.8120 2680.2483 40.5048 805 2 1340.6278 4.04
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 2033.0736 FGIVEGLMTTVHSITATQK 120.0191 2033.0262 41.3973 1259 2 1017.0167 ‐22.7861
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 990.5102 AIKEESEGK 107.1662 990.5246 23.8513 1218 2 495.7659 13.0246
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 964.4258 GILGYTEDD 490.3784 964.4252 28.9903 2424 1 964.4252 ‐0.1167
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 975.4530 GVNEHEYK 25607.5800 975.4531 27.7386 2087 1 975.4531 0.6074
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1231.5841 GILGYTEDDVVS 105.4863 1231.5902 26.8182 1380 2 616.2987 3.18
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1162.5626 GILGYTEDDVV 1436.1860 1162.5612 32.8509 1061 1 1162.5612 ‐0.1946
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1102.6103 DVSVVDLTVR 741.8173 1102.6075 32.7095 946 1 1102.6075 ‐1.5923
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1302.7264 TVDVSVVDLTVR 1107.4680 1302.7261 32.7060 777 1 1302.7261 1.28
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18919.5800 37027.3918 72 62.72 None 1717.7890 DAPMFVVGVNEHEYK 724.0816 1717.7881 28.2163 2404 2 859.3977 ‐0.6241
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1434.7587 AASFNIIPSSTGAAK 42373.7400 1434.7569 17.2406 175644 2 717.8821 ‐1.1178
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1676.9734 TLLFGEKPVTVFGIR 24441.5900 1676.9719 20.4557 91392 3 559.6621 ‐0.7992
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1761.7867 LVSWYDNEWGYSSR 55405.2700 1761.7865 18.9644 90290 2 881.3969 0.6076
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 29363.0400 2741.2724 24.4012 52863 2 1371.1399 2.24
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 2033.0736 FGIVEGLMTTVHSITATQK 6887.8780 2033.0729 23.0938 45969 3 678.3625 0.1291
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1140.6445 VVDLIVHMSK 33621.8600 1140.6441 16.6283 27861 2 570.8257 ‐0.7314
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1498.8475 VPTVDVSVVDLTVR 20259.0600 1498.8465 19.5142 20096 2 749.9269 ‐0.4188
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 4873.4030 2923.3629 22.1486 15623 3 975.1258 1.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 2172.0091 GILGYTEDDVVSTDFVGDNR 2179.2750 2172.0040 19.4909 14141 2 1086.5056 ‐0.9265
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1734.8156 DAPMFVVGVNEHEYK 3554.9820 1734.8193 17.4447 6043 3 578.9446 2.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 2516.2854 VVISAPSKDAPMFVVGVNEHEYK 208.7186 2516.2941 24.0064 3267 2 1258.6507 5.34
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1049.5336 FGIVEGLMTT 476.8203 1049.5298 20.0909 11309 1 1049.5298 ‐2.2582
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 692.4090 TVFGIR 49.9610 692.4056 17.4634 7199 1 692.4056 ‐4.3052
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1599.8047 EGLMTTVHSITATQK 183.1994 1599.8061 18.0399 4653 3 533.9402 0.9412
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 Carbamidomethyl+C(4)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1349.7576 FGEKPVTVFGIR 2617.7260 1349.7579 20.4563 2772 2 675.3826 0.2560
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 603.3137 FGIVEG 54.4838 603.3161 18.2695 2564 1 603.3161 4.06
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 714.3967 IVHMSK 2945.9010 714.3975 16.6321 1923 1 714.3975 1.68
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1002.4738 SDLDIVSNAS 115.5056 1002.4705 18.5601 1872 2 501.7389 ‐3.8858
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 649.3344 LVSWY 153.2545 649.3348 19.2804 1862 1 649.3348 1.1635
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1188.6259 FNIIPSSTGAAK 381.7119 1188.6258 17.7400 1842 2 594.8165 ‐0.3665
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 827.4808 LIVHMSK 318.2211 827.4799 16.6415 964 1 827.4799 ‐0.1262
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1202.6892 GEKPVTVFGIR 319.7640 1202.6909 20.4652 953 2 601.8491 1.24
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1276.5229 YDNEWGYSSR 1543.9340 1276.5214 18.9687 802 1 1276.5214 0.7076
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 11139.5100 37027.3918 72 62.72 None 1743.7762 LVSWYDNEWGYSSR 255.3495 1743.7808 18.5607 2028 3 581.9318 2.37
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 2255.0687 AHAESVNLQFENPLDENTAR 1693.9730 2255.0713 29.2738 8285 3 752.3620 1.09
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 2203.0990 ASNTFPTPLDVSNKDDVAVGR 3107.4480 2203.0981 27.7833 8004 3 735.0375 ‐0.0609
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 2569.2385 MVVSTYQAASGAGAAAMEELVQQTR 1351.9540 2569.2387 20.6493 7884 3 857.0844 0.6846
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 1265.6484 GTIVVDNSSAFR 4416.5220 1265.6478 23.4391 5041 2 633.3275 ‐0.8796
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 3047.5718 MSLQESAPSLAVVGVTGAVGQEFLSVLSDR 647.7052 3047.5395 22.7074 9852 3 1016.5180 ‐9.6593
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 1246.6790 KAPGVYIIDDR 5808.2430 1246.6754 23.1797 3574 2 623.8413 ‐3.2568
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 4127.1192 EFGPLAAEKGTIVVDNSSAFRMVDGVPLVIPEVN 790.0070 4127.0938 22.0004 3140 4 1032.5289 ‐5.1697
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 794.4043 YIIDDR 190.2154 794.4047 24.6751 2440 1 794.4047 0.9200
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 547.6377 41030.9019 16 27.20 None 2301.2449 PSLAVVGVTGAVGQEFLSVLSDR 430.7192 2301.2462 20.7310 753 3 767.7536 0.9945
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 2255.0687 AHAESVNLQFENPLDENTAR 1457.0870 2255.0713 29.2738 8285 3 752.3620 1.0266
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 2203.0990 ASNTFPTPLDVSNKDDVAVGR 3036.5590 2203.0981 27.7833 8004 3 735.0375 ‐0.5503
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 1265.6484 GTIVVDNSSAFR 3759.0370 1265.6478 23.4391 5041 2 633.3275 ‐1.4762
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 1490.7485 ASNTFPTPLDVSNK 775.4650 1490.7749 21.8967 2319 2 745.8911 17.1620
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 2569.2385 MVVSTYQAASGAGAAAMEELVQQTR 853.6193 2569.2018 29.5659 926 3 857.0721 ‐14.2657
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 1486.7610 DFPYSSIKMLASK 1025.4440 1486.7566 27.0478 5877 2 743.8819 ‐3.4914
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 453.9065 41030.9019 16 27.20 None 1246.6790 KAPGVYIIDDR 3369.1480 1246.6754 23.1797 3574 2 623.8413 ‐3.8641
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 8 40.28 None 1523.7588 DFGEETTALSIVNK 2469.8960 1523.7607 29.5462 7912 2 762.3840 1.09
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 8 40.28 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 15306.4600 2061.0288 29.9310 7719 2 1031.0180 ‐0.9107
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 8 40.28 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 2870.6560 1134.5629 27.4208 7661 2 567.7851 0.8927
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 8 40.28 Carbamidomethyl+C(17) 2786.4506 LLTVPSAKTLGEWAGLCKIDSEGNAR 1157.4590 2786.4656 22.4899 2046 3 929.4934 6.1536
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 8 40.28 None 1505.7482 DFGEETTALSIVNK 418.0677 1505.7471 30.6390 2747 2 753.3772 ‐0.7497
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1300.4220 15719.0970 8 40.28 None 1523.7588 DFGEETTALSIVNK 2846.9930 1523.7607 29.5462 7912 2 762.3840 0.7889
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1300.4220 15719.0970 8 40.28 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 6432.4250 2061.0288 29.9310 7719 2 1031.0180 ‐1.0617
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1300.4220 15719.0970 8 40.28 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 3161.9250 1134.5629 27.4208 7661 2 567.7851 0.2226
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 1680.8340 NAVVTVPAYFNDSQR 3622.3660 1680.8369 17.6536 1571 2 840.9221 2.71
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 2741.2828 AIDETIEWIEGNQLAEVDEFEYK 307.2168 2741.2646 25.5940 1007 2 1371.1360 ‐4.2189
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 1689.9244 VVSGPGEKPMIVVSYK 642.2499 1689.9342 18.4100 4210 3 563.9829 5.57



NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 Carbamidomethyl+C(15) 1981.0212 IQQLLQDFFNGKELCK 501.2633 1981.0314 20.9984 3454 2 991.0194 6.94
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2871.0500 71313.8321 8 13.47 Carbamidomethyl+C(15) 1963.9946 IQQLLQDFFNGKELCK 291.2368 1963.9980 19.3147 1872 3 655.3375 2.0895
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 Carbamidomethyl+C(14) 2191.0965 LYSLEANSVIHALCFSPNR 2617.0530 2191.1018 24.2925 10016 2 1096.0545 3.79
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 1188.6371 LWDLAAGVSTR 4760.2750 1188.6369 18.4136 8242 2 594.8221 ‐0.6880
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 9405.9900 1448.6971 16.6648 6861 3 483.5706 ‐1.5720
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 1414.7577 DGVVLLWDLAEGK 8266.0160 1414.7586 39.7027 3661 2 707.8829 0.5209
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 759.4763 SIILWK 6710.3340 759.4769 17.9717 2070 1 759.4769 1.1296
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 Carbamidomethyl+C(4) 2882.3666 VIYCTSLNWSADGSTLFSGYTDGVIR 1112.3300 2882.4219 25.6103 2858 2 1441.7146 21.0631
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 1031.5592 QIVSASRDR 181.8711 1031.5773 24.3713 2000 2 516.2923 16.8939
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 1258.7253 SIVEDLKVDLK 608.3105 1258.7249 29.1007 3347 2 629.8661 ‐0.6813
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 Carbamidomethyl+C(6) 1296.6518 VIHALCFSPNR 194.3087 1296.6581 23.4078 1769 2 648.8327 4.22
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 588.3028 LYSLE 307.4771 588.3045 23.5077 1456 1 588.3045 2.97
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 Carbamidomethyl+C(4) 1655.7370 VIYCTSLNWSADGST 392.7262 1655.7419 25.3111 1148 3 552.5855 2.34
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1202.5580 36146.7965 21 29.97 None 741.4658 SIILWK 75.0297 741.4621 17.2407 1499 1 741.4621 ‐4.6140
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 Carbamidomethyl+C(14) 2191.0965 LYSLEANSVIHALCFSPNR 1384.7990 2191.1018 24.2925 10016 2 1096.0545 3.04
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 1188.6371 LWDLAAGVSTR 4067.5110 1188.6369 18.4136 8242 2 594.8221 ‐0.5073
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 6463.7050 1448.6971 16.6648 6861 3 483.5706 ‐1.4738
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 759.4763 SIILWK 12034.0100 759.4769 17.9717 2070 1 759.4769 1.13
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 2005.0502 FVGHTKDVLSVAFSLDNR 181.7513 2005.0563 24.3102 957 3 669.0236 3.80
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 709.3668 LWDLAAG 155.0860 709.3647 18.0163 1706 1 709.3647 ‐2.2173
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 741.4658 SIILWK 127.5754 741.4621 17.2407 1499 1 741.4621 ‐4.1767
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 None 1988.0236 FVGHTKDVLSVAFSLDNR 156.5398 1988.0254 23.7684 2532 2 994.5163 2.0072
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 685.3023 36146.7965 21 29.97 Carbamidomethyl+C(14) 2174.0699 LYSLEANSVIHALCFSPNR 265.0059 2174.0680 22.4145 2434 2 1087.5377 0.5641
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1566.7500 26152.7371 9 21.46 None 1280.6845 VNQAYVIGTSTK 15238.4800 1280.6847 20.2393 12009 2 640.8460 ‐0.1930
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1566.7500 26152.7371 9 21.46 None 985.5564 SIEAVPELK 7768.6260 985.5554 23.9628 4179 2 493.2813 ‐1.7982
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1566.7500 26152.7371 9 21.46 None 1481.9050 ASITPGTVLIILAGR 6780.7620 1481.9049 22.8476 3794 2 741.4561 ‐0.1149
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1566.7500 26152.7371 9 21.46 None 1619.8250 FSLSQGMKPHELVF 754.4219 1619.8373 26.4835 774 2 810.4223 7.64
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1566.7500 26152.7371 9 21.46 None 1601.8145 FSLSQGMKPHELVF 273.0843 1601.8187 24.4366 3347 3 534.6111 2.90
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1180.9420 26152.7371 9 21.46 None 1280.6845 VNQAYVIGTSTK 17137.1200 1280.6847 20.2393 12009 2 640.8460 ‐0.7812
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1180.9420 26152.7371 9 21.46 None 985.5564 SIEAVPELK 6373.4050 985.5554 23.9628 4179 2 493.2813 ‐2.5518
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1180.9420 26152.7371 9 21.46 None 1619.8250 FSLSQGMKPHELVF 868.0957 1619.8282 33.6406 2963 2 810.4178 1.60
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1180.9420 26152.7371 9 21.46 None 1263.6579 VNQAYVIGTSTK 206.5964 1263.6535 19.0439 1412 2 632.3304 ‐4.4356
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1043.3700 17175.5727 3 14.38 None 1099.6358 VSAVDLSLAPK 7301.6810 1099.6362 26.1672 13922 2 550.3217 ‐0.1767
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1043.3700 17175.5727 3 14.38 None 1185.5647 SHDGPFIAGER 7210.6450 1185.5621 18.1503 821 3 395.8589 ‐2.5822
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1043.3700 17175.5727 3 14.38 None 545.3042 IAGER 192.8208 545.3041 17.4696 3949 1 545.3041 ‐0.3243
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 608.8667 41510.3832 2 11.38 None 1945.0212 DPNATVIMLATGTGIAPFR 9790.7580 1945.0174 21.9389 17713 3 649.0106 ‐1.5708
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 608.8667 41510.3832 2 11.38 Carbamidomethyl+C(21) 2384.2014 LYSIASSALGDLGNSETVSLCVK 1680.3220 2384.1982 20.5622 4331 2 1192.6028 0.4736
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 243905.4000 2586.2088 29.5469 170119 3 862.7411 ‐0.1082
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSFYCAPHQ 24929.4400 4406.9841 37.3380 69388 4 1102.5015 0.1438
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 None 1213.5749 NNAGYPHNVVF 368.5566 1213.5769 28.6600 2289 2 607.2921 1.75
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 None 2287.0877 GYPHNVVFDEDEIPSGVDVAK 885.7289 2287.0778 29.5417 1079 2 1144.0425 ‐3.2927
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 None 1814.7980 NNAGYPHNVVFDEDEI 357.7293 1814.8038 30.4739 907 2 907.9055 3.97
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 41172.6800 17041.3670 14 38.92 None 1701.7140 NNAGYPHNVVFDEDE 2394.7380 1701.7138 29.5434 814 2 851.3605 0.1622
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 224356.9000 2586.2088 29.5469 170119 3 862.7411 ‐0.7074
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSFYCAPHQ 22703.4400 4406.9841 37.3380 69388 4 1102.5015 ‐0.1648
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 772.4199 PSGVDVAK 45577.1800 772.4198 29.5415 3028 1 772.4198 ‐0.1388
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 1213.5749 NNAGYPHNVVF 431.1795 1213.5769 28.6600 2289 2 607.2921 0.5816
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 Carbamidomethyl+C(11) 2371.0846 LTEPGTYSFYCAPHQGAGMVGK 828.7885 2371.0814 37.2777 1753 2 1186.0443 ‐0.1788
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 2287.0877 GYPHNVVFDEDEIPSGVDVAK 1671.9320 2287.0778 29.5417 1079 2 1144.0425 ‐3.3171
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 1814.7980 NNAGYPHNVVFDEDEI 328.1791 1814.8038 30.4739 907 2 907.9055 3.07
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 37816.8000 17041.3670 14 38.92 None 1701.7140 NNAGYPHNVVFDEDE 2898.2980 1701.7138 29.5434 814 2 851.3605 ‐0.1902
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 3564.7592 AEDSPAVTSTPLVVTEHPVEPTTELPVEHPEEK 4494.2430 3564.7600 29.5312 12543 4 891.9455 0.6322
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPEEEKK 9692.8660 3399.6465 27.5992 8183 4 850.6671 1.0066
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 2276.0565 EEEVKPQETTTLESEFDHK 2596.0310 2276.0599 23.9988 5350 3 759.3582 1.02
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1215.6831 ITLLEELQEK 1681.0270 1215.6846 31.9955 5145 2 608.3459 0.8143
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1779.8759 AQISEPELAAEHEEVK 1858.3910 1779.8751 22.0870 4529 3 593.9632 ‐0.4490
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 2151.0564 AQISEPELAAEHEEVKENK 7063.5270 2151.0561 20.6277 3291 3 717.6902 0.1563
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 2825.3072 NNVPEHETPTVATEESPATTTEVTDR 571.6372 2825.2929 19.0343 4232 3 942.4358 ‐4.2700
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 2843.4408 ITLLEELQEKTEEDEENKPSVIEK 1668.0790 2843.4439 32.4624 14958 4 711.6164 0.7286
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1601.8170 LPGYHAKTTEEEVK 1094.7680 1601.8138 16.3266 6686 2 801.4105 ‐1.8861
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1572.8479 IVEGEEDKKGLVEK 528.8080 1572.8578 23.2656 1989 2 786.9325 6.61
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1001.5514 LLEELQEK 202.2370 1001.5498 33.2412 8466 2 501.2785 ‐2.2370
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2617.8400 29896.8514 12 67.92 None 1690.8283 QISEPELAAEHEEVK 1136.4890 1690.8231 21.4096 1799 2 845.9152 ‐2.8190
NP_173565.2 phosphoenolpyruvate carboxylase family protein Arabidopsis thaliana 186.1504 36534.7567 5 8.33 None 1894.9981 IPIIADADTGGGNALNVQR 2041.3000 1894.9977 28.4176 9191 2 948.0025 0.2691
NP_173565.2 phosphoenolpyruvate carboxylase family protein Arabidopsis thaliana 186.1504 36534.7567 5 8.33 None 947.4793 TGLSDAIDR 2640.2040 947.4755 20.2123 3307 2 474.2414 ‐4.7745
NP_173565.2 phosphoenolpyruvate carboxylase family protein Arabidopsis thaliana 186.1504 36534.7567 5 8.33 Carbamidomethyl+C(7) 1654.8152 TKGYRLCNMLEGGR 650.0693 1654.8136 21.3251 15311 2 827.9104 ‐0.8362
NP_173565.2 phosphoenolpyruvate carboxylase family protein Arabidopsis thaliana 186.1504 36534.7567 5 8.33 Carbamidomethyl+C(7) 1423.6821 TKGYRLCNMLEG 203.9268 1423.6801 19.4820 5002 2 712.3437 ‐1.5128
NP_173565.2 phosphoenolpyruvate carboxylase family protein Arabidopsis thaliana 186.1504 36534.7567 5 8.33 Carbamidomethyl+C(7) 1636.8047 TKGYRLCNMLEGGR 311.4596 1636.8037 19.9671 823 2 818.9055 ‐0.4221
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 2255.1653 VVPVETTPAAPVTTETKEEEK 5806.1860 2255.1700 21.7733 5783 3 752.3949 2.73
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1190.5840 SSFVFVSDFR 2403.0930 1190.5838 19.4510 4750 2 595.7955 ‐0.6528
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 2500.3029 VVSEVAVPETEVTAVKEEEVATGK 7599.5940 2500.3009 27.7358 4390 3 834.1052 ‐0.2211
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1100.6350 YVAPEVVPVK 1063.0080 1100.6348 23.8889 3081 2 550.8211 ‐0.7486
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1283.6478 AVAAPAPEATEEK 2832.4850 1283.6463 16.6242 2509 2 642.3268 ‐1.4715
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 2031.0415 ELFINVPWWYIPYYK 1669.9670 2031.0410 24.6293 1990 2 1016.0241 0.4361
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1923.9546 EEEVATGKEILQSESFK 4854.6050 1923.9559 33.9257 815 2 962.4816 1.94
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1855.8973 QGHVVIYSSYGEFQNK 1762.3720 1855.8826 20.8673 9314 2 928.4449 ‐7.5021
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1595.7435 EEGYLASELQEAEK 463.9004 1595.7559 24.9526 1598 2 798.3816 7.60
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1255.7369 NALAELKELVR 484.6205 1255.7481 22.7335 1071 2 628.3777 8.70
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 1316.6692 EEEKAAPGETKK 3649.3320 1316.6699 17.2427 5243 2 658.8386 0.1978
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 4129.0499 DSPFTVEDGVTEAVVKSTSKYTIDLPATEGSTLSW 520.4559 4129.0201 40.5009 1720 3 1377.0116 ‐5.5313
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 None 2248.1191 SLEAETKEEEKSAAPATVETK 267.9883 2248.1020 41.3201 923 2 1124.5546 ‐6.6130
NP_173669.1 patellin 2 Arabidopsis thaliana 783.0646 76065.1349 21 19.3 Oxidation+M(5) 1767.9210 EAFTMLKNTVQWRK 146.9562 1767.9277 20.5985 1335 2 884.4675 4.1283



NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 2255.1653 VVPVETTPAAPVTTETKEEEK 3821.5220 2255.1700 21.7733 5783 3 752.3949 1.30
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 2500.3029 VVSEVAVPETEVTAVKEEEVATGK 5877.8680 2500.3009 27.7358 4390 3 834.1052 ‐0.7956
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 1100.6350 YVAPEVVPVK 1570.5620 1100.6348 23.8889 3081 2 550.8211 ‐1.4377
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 1923.9546 EEEVATGKEILQSESFK 2441.4910 1923.9559 33.9257 815 2 962.4816 0.9916
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 1520.7843 VGLTDEPVITDSFK 629.6008 1520.7628 31.5054 1158 2 760.8851 ‐14.5434
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 1316.6692 EEEKAAPGETKK 1513.8600 1316.6699 17.2427 5243 2 658.8386 ‐0.3703
NP_173669.1 patellin 2 Arabidopsis thaliana 420.7118 76065.1349 21 19.3 None 4129.0499 DSPFTVEDGVTEAVVKSTSKYTIDLPATEGSTLSW 822.2281 4129.0201 40.5009 1720 3 1377.0116 ‐6.5726
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1612.8792 ESQEALSPLVDLALK 2172.0160 1612.8844 35.6833 3579 2 806.9458 3.98
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1148.5906 LSGTGSEGATIR 10369.8500 1148.5897 16.1460 3429 2 574.7985 ‐1.2408
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 1417.0040 2516.1728 27.6651 2447 3 839.3958 2.86
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1031.5480 GATLVVSGDGR 2839.7000 1031.5459 18.2623 2152 2 516.2766 ‐2.7047
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1717.7816 EDFGGGHPDPNLTYAK 3783.6380 1717.7809 22.0407 5854 3 573.2652 ‐0.4264
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 688.3876 SAPTVIT 450.5743 688.3989 16.8937 2304 1 688.3989 16.6971
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1663.9126 LVFRLSGTGSEGATIR 378.4168 1663.9013 17.6232 1078 4 416.7308 ‐8.3480
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 490.4896 63398.7992 8 13.38 None 1700.7551 EDFGGGHPDPNLTYAK 1364.4590 1700.7562 21.4631 3941 3 567.5903 0.6541
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 None 1723.8286 VADAFSYLETNHATGK 3693.4040 1723.8297 26.8706 12101 3 575.2814 0.2722
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 None 1571.7740 AWVYSDYGGVDVLK 5477.9050 1571.7753 31.8251 8102 2 786.3913 0.4563
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 None 786.4760 VVVYPIP 3507.1390 786.4795 30.1479 7162 1 786.4795 4.92
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 None 2384.2456 NIDFAQAAGLPLAIETADEGLVR 3320.3830 2384.2664 40.2802 7557 3 795.4270 8.10
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 Carbamidomethyl+C(20) 2586.1739 ENIEDLPDKYDVVFDAIGMCDK 3570.6990 2586.1792 36.4081 4222 3 862.7312 2.0642
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 613.2225 41157.3827 6 21.24 None 1553.7231 DAFSYLETNHATGK 609.0563 1553.7290 26.8532 2125 2 777.3682 3.06
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 743.1324 17368.3981 5 31.45 None 1106.5589 TYPQSAGNIR 11376.1300 1106.5582 16.6746 13212 2 553.7827 ‐1.1746
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 743.1324 17368.3981 5 31.45 None 1317.6467 LPTDDGLTAQMR 366.3996 1317.6414 21.2812 8236 2 659.3244 ‐4.2934
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 743.1324 17368.3981 5 31.45 None 4356.1439 VDYQLIDITEDGFVSLLTDSGGTKDDLKLPTDDGLT 1325.1120 4356.1383 24.3692 12727 4 1089.7900 ‐0.0825
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 743.1324 17368.3981 5 31.45 None 1287.6103 VDYQLIDITED 112.4477 1287.6081 22.4366 7403 2 644.3077 ‐2.0224
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 743.1324 17368.3981 5 31.45 None 745.3951 QSAGNIR 100.7662 745.3973 16.9534 1056 1 745.3973 3.52
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1343.6664 FYGEVTQQMLK 79500.4100 1343.6665 16.9457 55667 2 672.3369 ‐0.1757
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1668.8778 ILVIEGLHPMFDER 10406.0400 1668.8778 19.9816 48148 3 556.9641 ‐0.0353
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1472.6726 ANDFDLMYEQVK 126094.7000 1472.6732 29.6398 45826 2 736.8402 0.3093
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1475.8217 IRDLYEQLIANK 11552.3900 1475.8201 17.9058 35174 2 738.4137 ‐1.1006
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 19672.7200 2401.2157 37.5674 31794 2 1201.1115 2.44
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 25084.0600 2979.3606 34.3142 31600 3 993.7917 ‐0.1489
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 17396.2400 2494.1694 23.7565 23639 2 1247.5883 ‐0.8257
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1961.0226 LDELIYVESHLSNLSTK 1103.2650 1961.0309 29.0849 9090 3 654.3485 4.36
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 3037.8400 1038.5292 20.5493 7097 2 519.7682 ‐0.3683
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1206.6365 DLYEQLIANK 9370.8380 1206.6358 29.9548 6292 2 603.8215 ‐0.9767
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 2829.8260 2939.2497 36.9966 5259 3 980.4214 1.21
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1272.7310 LTSVFGGAAKPPK 3112.6330 1272.7288 14.8460 2091 3 424.9145 ‐2.0579
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1018.5098 IQRDMAER 1411.2630 1018.5008 18.2666 5860 1 1018.5008 ‐7.8776
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(19) 2622.2698 YFSPVYLFDEGSTISWIPCGRK 262.0329 2622.2156 34.7650 2448 3 874.7434 ‐20.0385
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(4) 1166.6238 KLTCSYPGIK 26674.2200 1166.6244 19.2424 10418 2 583.8159 0.0194
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(8)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1605.8595 DLYEQLIANKATAR 355.5835 1605.8676 18.0346 1954 2 803.4374 5.1334
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(4) 753.3600 KLTCSY 74.8133 753.3630 17.8042 3254 1 753.3630 4.51
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 498.3035 IRDL 147.2066 498.3033 18.7287 3039 1 498.3033 ‐0.6123
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 686.4196 QLIANK 224.9196 686.4192 17.3718 2421 1 686.4192 ‐0.3230
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(4) 590.2967 KLTCS 176.6850 590.2974 19.2276 1749 1 590.2974 1.1717
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 870.4396 YFSPVYL 78.3963 870.4366 34.6970 1202 1 870.4366 ‐2.8707
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 None 1299.6427 PTTLIPDDNEGK 453.7746 1299.6438 37.5672 783 1 1299.6438 2.00
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11171.1000 44748.8005 34 55.70 Carbamidomethyl+C(8)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1343.6664 FYGEVTQQMLK 52423.4400 1343.6665 16.9457 55667 2 672.3369 0.0625
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1668.8778 ILVIEGLHPMFDER 13483.0600 1668.8778 19.9816 48148 3 556.9641 0.1203
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1475.8217 IRDLYEQLIANK 14507.9700 1475.8201 17.9058 35174 2 738.4137 ‐0.8134
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 19551.9300 2494.1694 23.7565 23639 2 1247.5883 ‐0.1608
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 2952.6193 NGIAVEKPIYNHVTGLLDPPELIQPPK 1363.7940 2952.6217 20.0794 11697 4 738.9109 0.8145
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1272.7310 LTSVFGGAAKPPK 5404.9750 1272.7288 14.8460 2091 3 424.9145 ‐2.0054
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 2517.2467 AVSTIYSTQALNSTHFLTSSSSSK 1006.8150 2517.2136 20.0789 2522 3 839.7427 ‐12.2273
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1605.8595 DLYEQLIANKATAR 2062.8490 1605.8676 18.0346 1954 2 803.4374 5.88
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 1033.5347 GEVTQQMLK 1802.9430 1033.5344 16.9447 2537 1 1033.5344 1.1281
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3750.2720 44748.8005 34 55.70 None 790.4094 IRDLYE 2690.5970 790.4090 17.9047 1713 1 790.4090 0.3462
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 5549.5990 18011.2367 7 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 36653.6900 2237.0749 33.9719 85146 2 1119.0411 ‐1.0426
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 5549.5990 18011.2367 7 21.69 None 1653.8880 VKPSSPAELEALMGPK 10337.0800 1653.8871 28.5350 44793 3 551.9672 ‐0.5938
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4050.0880 18011.2367 7 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 25104.8200 2237.0749 33.9719 85146 2 1119.0411 ‐1.0950
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4050.0880 18011.2367 7 21.69 None 1653.8880 VKPSSPAELEALMGPK 9664.0710 1653.8871 28.5350 44793 3 551.9672 ‐0.9258
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4050.0880 18011.2367 7 21.69 None 1038.5466 VKPSSPAELE 175.5153 1038.5526 28.9198 2670 2 519.7799 4.23
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4050.0880 18011.2367 7 21.69 None 1138.5238 PYEDGWMIK 2240.8670 1138.5210 33.9656 2033 1 1138.5210 ‐1.3906
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4050.0880 18011.2367 7 21.69 None 987.5179 ELEALMGPK 204.3943 987.5169 28.5327 973 1 987.5169 ‐0.4985
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1431.4190 24209.5968 4 16.82 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 12570.5500 2393.1799 35.1133 8224 2 1197.0936 ‐1.8063
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1431.4190 24209.5968 4 16.82 None 1584.8592 LKDANVDDQIVLNK 1842.1160 1584.8581 22.4822 6685 3 528.9575 ‐0.7916
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1188.7650 24209.5968 4 16.82 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 10877.5800 2393.1799 35.1133 8224 2 1197.0936 ‐1.7712
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1188.7650 24209.5968 4 16.82 None 1584.8592 LKDANVDDQIVLNK 810.2735 1584.8581 22.4822 6685 3 528.9575 ‐1.1038
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1685.7977 VSDSVPAPSDDAEQLR 21319.6900 1685.7975 21.9918 29770 2 843.4024 0.1326
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1369.6304 YEGDEVNMTLAK 21898.7100 1369.6313 23.0464 19459 2 685.3193 0.4475
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1397.7787 AILLWTLEPGER 33738.5600 1397.7792 21.0011 18019 2 699.3932 0.1417
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1146.5711 MLVALLGEDDA 5083.4270 1146.5681 34.6590 16493 1 1146.5681 ‐1.3215
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1466.7122 TLDKELSNDFER 10193.3500 1466.7107 23.5568 15425 3 489.5751 ‐1.1670
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1034.5378 AQINATFNR 13291.2900 1034.5370 19.3969 13786 2 517.7722 ‐1.3771
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1346.6223 YQDDHGEEILK 3088.4270 1346.6193 18.3338 9946 3 449.5446 ‐2.4661
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 2243.1455 TAFEGWGTNEDLIISILAHR 2441.6390 2243.1412 23.1747 8972 3 748.3853 ‐1.5320
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1160.5331 HYNDEDVIR 2145.5100 1160.5322 16.6956 8350 2 580.7697 ‐1.2729
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1713.7827 SLEEDVAHHTTGDFR 4853.7530 1713.7833 22.9014 7182 3 571.9326 0.3500
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1009.4585 ELSNDFER 6667.6190 1009.4573 18.9670 2888 2 505.2323 ‐1.9221
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 Carbamidomethyl+C(13) 2789.3822 WTSSNQVLMEVACTRTSTQLLHAR 1547.0140 2789.3806 19.6743 25677 3 930.4651 0.1892
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1835.9021 SLEEGDDDDKFLALLR 8263.6410 1835.9028 33.7931 25299 3 612.6391 0.4392



NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1841.8777 KSLEEDVAHHTTGDFR 1109.2270 1841.8765 21.4624 3540 4 461.2246 ‐1.9892
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1533.7867 SAINKTGTDEGALTR 2148.2650 1533.7857 18.2639 3219 2 767.3965 ‐0.6262
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 432.2817 TLAK 82.3015 432.2801 21.7659 9204 1 432.2801 ‐3.9321
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 833.3900 HTTGDFR 314.0657 833.3900 23.0061 2903 1 833.3900 0.5467
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1635.7861 EEGDDDDKFLALLR 3116.3920 1635.7870 33.7887 2214 2 818.3971 0.7136
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 722.3580 NATFNR 154.0852 722.3584 18.4086 1319 1 722.3584 0.7582
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 835.4421 INATFNR 1163.5990 835.4444 19.3827 1182 1 835.4444 3.44
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 Carbamidomethyl+C(1) 1425.7380 CTRTSTQLLHAR 371.5266 1425.7374 21.0998 1098 3 475.9173 ‐0.5990
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1198.5699 PAPSDDAEQLR 333.4209 1198.5646 21.9895 971 1 1198.5646 ‐2.9949
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 1016.5272 AQINATFNR 238.7678 1016.5274 18.5791 1913 2 508.7674 ‐0.4685
NP_174810.1 annexin 1 Arabidopsis thaliana 4841.9060 36317.7340 24 57.73 None 991.4479 ELSNDFER 273.4987 991.4455 19.8686 932 2 496.2264 ‐3.1614
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1312.2190 12488.5052 2 24.11 Carbamidomethyl+C(3) 1717.8677 VSCLSIVDPGDSDIIK 7456.2710 1717.8703 30.8306 23881 2 859.4388 1.02
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1312.2190 12488.5052 2 24.11 None 1317.6395 SEIEYYAMLAK 2515.2840 1317.6461 29.6210 13160 2 659.3267 4.1548
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1384.7795 AAALNIVPTSTGAAK 111190.2000 1384.7786 24.5747 240824 2 692.8930 ‐0.7757
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1148.6198 VLDEEFGIVK 32727.3400 1148.6190 27.9489 80286 2 574.8131 ‐1.1578
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1289.6583 IVDNETISVDGK 37302.5800 1289.6565 20.7415 74817 2 645.3319 ‐1.7358
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1627.8537 DSPLEVVVLNDSGGVK 75616.6300 1627.8542 32.0884 65134 2 814.4307 0.4112
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 833.4628 VAINGFGR 8186.9800 833.4603 21.5680 64788 1 833.4603 ‐2.4687
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 6379.0570 1775.8993 21.3841 54008 2 888.4533 0.1429
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1067.6823 AVSLVLPQLK 17942.6300 1067.6807 19.1224 47586 2 534.3440 ‐2.1683
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1061.4972 YDSMLGTFK 25531.3800 1061.4978 26.6061 45179 2 531.2525 ‐0.0873
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1822.0320 VPTPNVSVVDLVINVEK 9778.1850 1822.0310 21.7317 38094 2 911.5191 ‐0.1615
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1772.8027 VVAWYDNEWGYSQR 70687.0900 1772.8046 18.6466 32859 2 886.9059 1.80
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1449.7332 GLTAEDVNEAFRK 21687.7300 1449.7337 24.3354 31899 3 483.9161 0.1419
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1151.6783 VVDLAHLVASK 54567.8900 1151.6779 17.3266 29766 2 576.3426 ‐0.8088
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1555.6805 GTMTTTHSYTGDQR 31469.2400 1555.6794 14.2662 26780 3 519.2313 ‐0.8627
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 812.5240 VIITAPAK 11964.7100 812.5236 18.8812 15757 2 406.7654 ‐1.4995
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1950.1270 VPTPNVSVVDLVINVEKK 1485.7700 1950.1263 20.8487 14313 3 650.7136 ‐0.2244
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1755.9487 KDSPLEVVVLNDSGGVK 7514.1080 1755.9480 28.8518 13909 3 585.9875 ‐0.3982
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(10) 1419.6686 SAIHSFPAQCSSK 773.5602 1419.6692 24.8249 5751 2 710.3383 0.3336
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 5621.8300 1934.8607 33.0372 2233 3 645.6251 1.0526
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 2079.2620 2392.0377 37.6865 6368 2 1196.5225 0.7729
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 931.5207 AVTTSTPVR 84.8503 931.5316 23.1937 4484 2 466.2694 10.32
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1321.6383 GLTAEDVNEAFR 534.9178 1321.6366 26.4185 771 1 1321.6366 0.4805
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 22832.2700 1440.5943 18.1111 38415 2 720.8008 ‐0.4639
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1577.8282 KGLTAEDVNEAFRK 3828.0900 1577.8294 22.5773 7978 3 526.6147 0.6925
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(13) 2445.2265 AANGPMKGILDVCDAPLVSVDFR 1008.4640 2445.2278 39.5219 2337 3 815.7475 1.0496
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 600.3715 ITAPAK 10197.1100 600.3718 18.8749 6170 1 600.3718 0.3687
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 953.5415 DLAHLVASK 25250.9900 953.5412 17.3282 5434 2 477.2742 ‐1.0600
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 897.5768 SLVLPQLK 2142.6610 897.5775 19.1239 5174 1 897.5775 1.92
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 929.5302 DLVINVEK 299.1298 929.5294 23.3276 2920 2 465.2684 ‐1.6500
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(7) 1148.5154 HSFPAQCSSK 220.9108 1148.5124 24.7926 2703 2 574.7598 ‐3.0589
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1059.4953 DNETISVDGK 216.3960 1059.4929 20.6387 2629 2 530.2501 ‐2.8506
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 813.4465 VPTSTGAAK 2235.3370 813.4440 23.2444 2553 1 813.4440 ‐2.6154
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 789.4101 LNDSGGVK 255.6327 789.4093 28.6679 2397 1 789.4093 ‐0.5817
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1397.6114 MTTTHSYTGDQR 12648.6500 1397.6107 14.2668 2259 2 699.3090 ‐0.6934
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 829.5142 VINVEKK 340.3076 829.5140 22.5498 2238 2 415.2606 ‐1.1673
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 447.2562 TGAAK 159.9100 447.2585 23.5022 2109 1 447.2585 4.63
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 713.4556 IITAPAK 1156.8820 713.4556 18.8743 1887 1 713.4556 0.2799
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 697.4607 VLPQLK 181.1922 697.4598 19.1236 1820 1 697.4598 ‐1.0127
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 888.4785 VLNDSGGVK 1432.6120 888.4742 32.0423 1646 1 888.4742 ‐4.1785
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1266.5709 TTTHSYTGDQR 6780.1350 1266.5730 14.2657 1596 2 633.7901 1.48
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 987.5469 VVLNDSGGVK 207.6580 987.5484 33.9564 1426 1 987.5484 2.39
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 785.4040 IVDNETI 233.5373 785.4041 21.2495 1247 1 785.4041 0.6446
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(2) 1377.6831 VCDAPLVSVDFR 290.9838 1377.6793 22.0703 1240 1 1377.6793 ‐0.9222
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 725.4305 AHLVASK 12228.0200 725.4318 17.3248 1168 1 725.4318 2.0687
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 880.4233 DSMLGTFK 132.0139 880.4197 25.1222 1084 1 880.4197 ‐3.4921
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 635.3359 TSTGAAK 192.4977 635.3349 23.3006 913 1 635.3349 ‐1.5056
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 Carbamidomethyl+C(6) 1225.5042 PADEECKVYD 12237.8100 1225.4996 18.1179 829 1 1225.4996 ‐2.2341
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1215.6579 EVVVLNDSGGVK 196.7413 1215.6506 33.9526 815 1 1215.6506 ‐4.5899
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1271.6478 IVDNETISVDGK 408.6269 1271.6464 21.4294 21053 2 636.3268 ‐1.4356
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1043.4866 YDSMLGTFK 146.8552 1043.4821 25.3688 1591 1 1043.4821 ‐3.3086
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1272.6318 IVDNETISVDGK 192.5853 1272.6366 19.2363 2158 2 636.8219 3.23
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17826.4600 48115.8491 97 66.00 None 1367.7529 AAALNIVPTSTGAAK 269.2548 1367.7490 24.5831 998 2 684.3781 ‐3.0639
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1384.7795 AAALNIVPTSTGAAK 165297.7000 1384.7786 24.5747 240824 2 692.8930 ‐1.3057
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1148.6198 VLDEEFGIVK 21372.5300 1148.6190 27.9489 80286 2 574.8131 ‐1.8200
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1627.8537 DSPLEVVVLNDSGGVK 85787.8400 1627.8542 32.0884 65134 2 814.4307 0.0174
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 833.4628 VAINGFGR 10814.3000 833.4603 21.5680 64788 1 833.4603 ‐2.8252
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1061.4972 YDSMLGTFK 28213.5000 1061.4978 26.6061 45179 2 531.2525 ‐0.7984
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1449.7332 GLTAEDVNEAFRK 26720.8400 1449.7337 24.3354 31899 3 483.9161 ‐0.1317
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 812.5240 VIITAPAK 23556.9400 812.5236 18.8812 15757 2 406.7654 ‐2.3500
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1755.9487 KDSPLEVVVLNDSGGVK 7430.5880 1755.9480 28.8518 13909 3 585.9875 ‐0.7595
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1289.6583 IVDNETISVDGK 1365.2150 1289.6586 20.8844 6521 2 645.3329 ‐0.6784
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 5912.2960 1934.8607 33.0372 2233 3 645.6251 0.6401
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1321.6383 GLTAEDVNEAFR 632.8105 1321.6366 26.4185 771 1 1321.6366 0.2603
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 Carbamidomethyl+C(10) 1419.6686 SAIHSFPAQCSSK 600.2379 1419.6692 24.8249 5751 2 710.3383 ‐0.1768
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1027.5895 VVSNRDPLK 283.3278 1027.5756 20.0091 1842 2 514.2915 ‐14.8757
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1577.8282 KGLTAEDVNEAFRK 3533.2370 1577.8294 22.5773 7978 3 526.6147 0.3823
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 Carbamidomethyl+C(13) 2445.2265 AANGPMKGILDVCDAPLVSVDFR 1093.2820 2445.2278 39.5219 2337 3 815.7475 0.4908
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 Carbamidomethyl+C(1) 2452.2402 CWHGRKDSPLEVVVLNDSGGVK 685.2073 2452.2433 26.9503 1888 3 818.0859 1.47
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 944.5411 IVPTSTGAAK 753.1008 944.5410 22.9927 6193 2 472.7741 ‐1.7331
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 600.3715 ITAPAK 19274.8300 600.3718 18.8749 6170 1 600.3718 ‐0.0528
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1049.5514 LDEEFGIVK 3285.9340 1049.5504 27.9565 3730 1 1049.5504 ‐0.1872



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 898.4339 DSMLGTFK 12386.1400 898.4335 26.5997 3333 1 898.4335 ‐0.1088
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 Carbamidomethyl+C(7) 1148.5154 HSFPAQCSSK 166.6532 1148.5124 24.7926 2703 2 574.7598 ‐3.7212
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 789.4101 LNDSGGVK 586.3033 789.4093 28.6679 2397 1 789.4093 ‐0.9505
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 447.2562 TGAAK 193.6842 447.2585 23.5022 2109 1 447.2585 4.20
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 713.4556 IITAPAK 2332.1390 713.4556 18.8743 1887 1 713.4556 ‐0.1100
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 676.3260 NDSGGVK 4852.4970 676.3262 32.0695 1800 1 676.3262 0.0346
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 888.4785 VLNDSGGVK 1249.1970 888.4742 32.0423 1646 1 888.4742 ‐4.5196
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1041.5575 NIVPTSTGAAK 452.4026 1041.5616 24.5617 1338 1 1041.5616 4.59
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1171.6681 LNIVPTSTGAAK 421.1609 1171.6660 24.5764 868 1 1171.6660 ‐0.6981
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1043.4866 YDSMLGTFK 205.7685 1043.4821 25.3688 1591 1 1043.4821 ‐3.6064
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13981.9300 48115.8491 97 66.00 None 1130.6092 VLDEEFGIVK 200.8014 1130.6121 28.5909 1498 1 1130.6121 3.99
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 9420.6950 1775.8993 21.3841 54008 2 888.4533 0.5414
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1067.6823 AVSLVLPQLK 24210.1100 1067.6807 19.1224 47586 2 534.3440 ‐2.0325
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1822.0320 VPTPNVSVVDLVINVEK 6283.3790 1822.0310 21.7317 38094 2 911.5191 0.2541
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1772.8027 VVAWYDNEWGYSQR 61060.1300 1772.8046 18.6466 32859 2 886.9059 1.54
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1151.6783 VVDLAHLVASK 65499.5100 1151.6779 17.3266 29766 2 576.3426 ‐0.6418
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1950.1270 VPTPNVSVVDLVINVEKK 1148.6070 1950.1263 20.8487 14313 3 650.7136 0.0043
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 1384.7795 AAALNIVPTSTGAAK 12898.9200 1384.7812 16.0944 7282 2 692.8942 1.61
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 833.4628 VAINGFGR 2309.5090 833.4607 15.9015 1724 2 417.2340 ‐3.3856
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 953.5415 DLAHLVASK 27732.2000 953.5412 17.3282 5434 2 477.2742 ‐0.9665
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 897.5768 SLVLPQLK 2769.9860 897.5775 19.1239 5174 1 897.5775 1.78
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 831.4571 VPTSTGAAK 192.1324 831.4600 17.2284 4353 1 831.4600 4.93
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 697.4607 VLPQLK 255.1035 697.4598 19.1236 1820 1 697.4598 ‐0.5617
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 Carbamidomethyl+C(2) 1377.6831 VCDAPLVSVDFR 341.3241 1377.6793 22.0703 1240 1 1377.6793 ‐0.6836
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5706.3170 48115.8491 97 66.00 None 725.4305 AHLVASK 9203.5600 725.4318 17.3248 1168 1 725.4318 2.10
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 1272.6794 VVGAAKDEINEK 1923.6800 1272.6792 24.9765 10487 2 636.8432 ‐0.5139
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 890.4578 VKDANESK 5031.2650 890.4592 24.5644 7746 2 445.7332 0.7113
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 1604.8166 IDVDELQAVAQEFK 689.8400 1604.8210 35.8527 1895 2 802.9141 2.39
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 Carbamidomethyl+C(12)
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 2070.0826 EGNIIDRVVGAAKDEINEK 577.7836 2070.0638 38.4267 1518 3 690.6928 ‐8.8008
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 Carbamidomethyl+C(3) 1715.8761 PPCRFIAPVFAEMAK 321.9055 1715.8728 23.0810 1432 2 858.4400 ‐1.6570
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 963.4968 APVFAEMAK 528.9260 963.4960 21.3340 768 2 482.2516 ‐1.6110
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 872.4472 VKDANESK 213.9322 872.4467 22.0466 847 1 872.4467 ‐0.0160
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 873.4312 VKDANESK 130.7854 873.4298 25.1272 1334 1 873.4298 ‐0.9619
NP_175128.1 thioredoxin H5 Arabidopsis thaliana 618.5765 13293.4368 10 39.83 None 2053.0560 EGNIIDRVVGAAKDEINEK 336.1053 2053.0505 39.1842 768 2 1027.0289 ‐1.9650
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 1207.6205 TPFTSGLDLEK 2472.9960 1207.6212 27.4840 19334 2 604.3142 0.1766
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 2119.0917 FISPNEVSVETIDGGNTIVK 13731.8200 2119.0902 31.4855 18819 2 1060.0487 0.0962
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 1029.5575 AIDNAEGLVK 34742.6600 1029.5551 21.1925 9441 2 515.2812 ‐3.0207
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 1178.5899 VVSVDSSSDGVK 26924.7900 1178.5899 16.4677 8447 2 589.7986 ‐0.4636
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 1984.6950 2539.3345 37.1887 5285 3 847.1163 4.40
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8044.3820 2420.2048 39.3356 3951 2 1210.6060 2.82
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 1615.9265 IVSSTGALSLSEVPKK 3902.7080 1615.9211 15.7978 2449 3 539.3119 ‐3.4112
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 1502.8424 VSSTGALSLSEVPKK 393.6228 1502.8463 15.4025 1397 3 501.6203 2.35
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2503.8360 54273.2910 19 23.8 None 958.5204 IDNAEGLVK 4684.1680 958.5197 21.1781 1055 2 479.7635 ‐1.4899
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 1207.6205 TPFTSGLDLEK 3528.9010 1207.6212 27.4840 19334 2 604.3142 ‐0.4526
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 2119.0917 FISPNEVSVETIDGGNTIVK 4139.6950 2119.0902 31.4855 18819 2 1060.0487 ‐0.0223
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 1756.2710 2539.3345 37.1887 5285 3 847.1163 3.82
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 5063.0330 2420.2048 39.3356 3951 2 1210.6060 2.84
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 5368.9390 2548.2985 37.3041 3514 3 850.1044 0.8427
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 761.4040 IGVETDK 61.6958 761.4130 21.1200 2106 1 761.4130 11.62
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 None 862.4516 TSGLDLEK 206.3425 862.4555 26.5055 1070 1 862.4555 4.74
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 Carbamidomethyl+C(4) 874.4451 NVGCIPSK 406.0571 874.4468 25.9357 769 1 874.4468 2.1622
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 841.6928 54273.2910 19 23.8 Carbamidomethyl+C(7)
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1820.9501 DLYVNSAVQVDISGGRK 1353.8610 1820.9426 21.1017 27602 2 910.9749 ‐3.7009
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 2081.3130 2966.4306 45.2179 6706 3 989.4817 2.81
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 5760.9260 2319.2812 37.4286 6099 3 773.7652 0.6723
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1266.6252 DVVFEFPITEA 4351.0870 1266.6255 38.5349 5565 1 1266.6255 1.65
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1141.6252 VEAFSAVYKK 1363.4450 1141.6197 17.3826 11519 2 571.3135 ‐5.3356
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1665.8734 LTGKDVVFEFPITEA 150.2779 1665.8780 17.2706 813 2 833.4426 2.42
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 3223.5641 EKGVELSELDEQVAQAFFDLENTNQELK 832.8699 3223.5494 42.9427 1648 3 1075.1880 ‐3.5246
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1866.9232 VAQAFFDLENTNQELK 342.9080 1866.9188 44.1418 4485 2 933.9630 ‐1.9047
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 16 46.07 None 1123.6146 VEAFSAVYKK 280.6277 1123.6151 18.5212 6241 2 562.3112 ‐0.1095
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 1013.5302 VEAFSAVYK 496.0105 1013.5294 25.9276 21729 2 507.2684 ‐2.1991
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 3545.5090 2966.4306 45.2179 6706 3 989.4817 1.00
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 5541.8360 2319.2812 37.4286 6099 3 773.7652 0.1496
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 1266.6252 DVVFEFPITEA 5690.4330 1266.6255 38.5349 5565 1 1266.6255 1.10
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 1692.8551 DLYVNSAVQVDISGGR 455.0132 1692.8175 34.1410 2335 2 846.9124 ‐22.3797
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 1866.9232 VAQAFFDLENTNQELK 448.4742 1866.9188 44.1418 4485 2 933.9630 ‐2.1645
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1510.1710 21922.4723 16 46.07 None 995.5197 VEAFSAVYK 317.8356 995.5238 23.7405 1195 2 498.2655 2.59
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1119.5827 SAVLMNLESR 5922.2690 1119.5839 25.4132 7348 2 560.2956 0.5739
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 979.5207 QILTYGER 4987.9660 979.5214 20.0320 7119 2 490.2643 ‐0.0402
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1462.7132 EIEAIGGNTSASASR 851.2373 1462.7102 18.4289 5846 2 731.8588 ‐2.1216
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1625.8567 MVLAASGVEHEELLK 3264.4140 1625.8577 27.0634 5730 3 542.6241 0.5585
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 2712.4164 VISKPLTMGSFGDVLAVPSYDTISSK 1089.2780 2712.4174 20.7130 5701 3 904.8107 1.0604
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1025.8820 1986.0927 31.6432 3606 2 993.5500 1.44
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1197.7201 LQITTLPNGLK 5348.7540 1197.7199 17.6812 2985 2 599.3636 ‐0.6487
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 903.5146 SVDQLTLK 596.0935 903.5129 21.8245 2170 2 452.2601 ‐2.6579
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 3344.6620 NPMGFLLEAIHSAGYSGPLASPLYAPESALDR 741.1407 3344.6415 25.0207 2993 3 1115.5520 ‐4.9949
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1830.9668 LVREIEAIGGNTSASASR 1193.1620 1830.9630 22.2085 880 3 610.9925 ‐2.0198
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 1935.9957 MIAAEDIGRQILTYGER 972.4246 1936.0096 22.1749 7587 2 968.5084 7.77
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 2774.5008 AALTSLDMPLQGVSLPPPLADKVEPSK 1381.0880 2774.4941 21.1692 4485 3 925.5029 ‐1.6846
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 979.4731 PSYDTISSK 179.2382 979.4685 19.5038 2175 1 979.4685 ‐3.7838



NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 632.3400 54573.1929 30 30.02 None 885.5040 SVDQLTLK 134.2286 885.5003 21.6739 835 1 885.5003 ‐3.5549
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1119.5827 SAVLMNLESR 10670.8300 1119.5839 25.4132 7348 2 560.2956 ‐0.1047
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 979.5207 QILTYGER 8858.7080 979.5210 20.0987 6083 2 490.2641 ‐1.2316
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1625.8567 MVLAASGVEHEELLK 1778.6280 1625.8577 27.0634 5730 3 542.6241 0.2345
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1068.8260 1986.0927 31.6432 3606 2 993.5500 1.14
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 903.5146 SVDQLTLK 575.0927 903.5129 21.8245 2170 2 452.2601 ‐3.4575
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 974.5669 KPVDQFLK 391.8403 974.5729 29.6537 52708 2 487.7901 4.46
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 896.4360 DIADFTSK 195.7283 896.4531 24.9729 9027 1 896.4531 19.3910
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1462.7132 EIEAIGGNTSASASR 185.7587 1462.7290 27.6984 871 2 731.8682 10.22
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 Oxidation+M(10) 2100.9906 LNGELLEEFMTENFTAAR 277.1449 2100.9881 26.0202 11813 3 701.0009 ‐1.4169
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 697.3668 KPVDQF 509.3329 697.3662 29.6637 9066 1 697.3662 ‐0.9629
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1282.6638 AASGVEHEELLK 550.6633 1282.6619 27.0858 2268 2 641.8346 ‐2.3218
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 767.3570 EIEAIGGN 154.1479 767.3546 26.6504 1992 1 767.3546 ‐3.1207
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 862.4451 LMNLESR 366.8515 862.4488 25.3638 1863 1 862.4488 4.98
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 749.3610 MNLESR 2310.1290 749.3638 25.4104 1412 1 749.3638 3.86
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 1607.8462 MVLAASGVEHEELLK 447.4065 1607.8475 28.8462 1400 3 536.6207 0.4585
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thalia 506.3519 54573.1929 30 30.02 None 957.5404 KPVDQFLK 103.4845 957.5433 29.6740 34661 2 479.2753 1.98
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 726.9325 43650.3196 13 25.58 None 1423.7468 FSDGLITPDFLAK 3669.0480 1423.7478 20.4221 12140 2 712.3775 0.5678
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 726.9325 43650.3196 13 25.58 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 8609.9740 1797.0462 22.7343 9484 2 899.0268 0.7474
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 726.9325 43650.3196 13 25.58 None 1448.7090 ELTVYPVDEPMR 6070.2720 1448.7114 27.4446 7036 2 724.8593 1.65
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 726.9325 43650.3196 13 25.58 None 2588.2748 AQEMFAHLLFGADTNVVQPMNVR 789.1293 2588.2790 21.3586 3561 3 863.4312 2.74
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 726.9325 43650.3196 13 25.58 None 2063.9992 NNPTADASAQQAFVTSVTNK 299.7865 2064.0151 16.6703 1284 3 688.6766 7.67
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 1423.7468 FSDGLITPDFLAK 5171.6500 1423.7478 20.4221 12140 2 712.3775 0.8357
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 7371.8340 1797.0462 22.7343 9484 2 899.0268 1.1538
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 1366.7154 TLVAQGFWPYGK 4596.8600 1366.7147 19.3977 7288 2 683.8610 ‐0.4584
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 2746.4444 GASFAVEGATLLGAPVESMTLNQQVKK 1724.4130 2746.3729 21.8786 11016 3 916.1291 ‐24.8801
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 2618.3494 GASFAVEGATLLGAPVESMTLNQQVK 796.9894 2618.3452 21.4920 5869 3 873.4532 ‐0.6014
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 1448.7090 ELTVYPVDEPMR 369.0349 1448.7367 22.6482 2857 2 724.8720 19.2781
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 2063.9992 NNPTADASAQQAFVTSVTNK 352.6769 2064.0151 16.6703 1284 3 688.6766 8.1850
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 820.0352 43650.3196 13 25.58 None 1501.8043 PVESMTLNQQVKK 268.3805 1501.8040 24.2429 6143 2 751.4057 0.1047
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1109.5950 LGEEGAPAIPR 76110.3400 1109.5939 21.5610 24973 2 555.3006 ‐1.5154
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1194.6001 TIEAYNIADGK 6711.4560 1194.6017 22.3310 22887 2 597.8045 0.8632
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1516.7067 WAQLPDPGDNFEK 3188.6560 1516.7065 28.5316 21962 2 758.8569 ‐0.1260
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1141.6364 APTLQGQWIK 9076.7540 1141.6369 25.9875 20320 2 571.3221 ‐0.0640
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1677.8006 SYDTVTSEWTFLTK 8367.9970 1677.8034 34.4093 18207 2 839.4053 1.35
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 11437.3800 1231.6119 22.9979 17702 2 616.3096 1.1798
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1532.7703 WTEVETTGAKPSAR 29228.8400 1532.7696 18.0206 11593 3 511.5947 ‐0.6342
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1325.6736 LYSFGGELTPNK 6310.7440 1325.6729 17.1725 10121 2 663.3401 ‐0.8215
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1042.5164 LDEVGGPEAR 34171.0300 1042.5161 16.2359 5774 2 521.7617 ‐0.9237
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1672.8078 WAQLPDPGDNFEKR 1761.2600 1672.8113 26.9839 5606 3 558.2753 2.0547
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1014.5731 SVFAHAVVGK 876.5988 1014.5730 19.9174 5133 2 507.7901 ‐0.7667
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 698.3580 GGTGPGPR 250.9204 698.3608 16.9353 1895 1 698.3608 4.1404
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 184.8427 2692.3038 22.8092 1616 2 1346.6556 7.1339
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 2848.3900 TIEAYNIADGKWAQLPDPGDNFEKR 609.8932 2848.4162 24.0341 1430 3 950.1436 9.80
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 980.4684 EAYNIADGK 2333.5370 980.4713 22.3238 2055 1 980.4713 3.54
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 285.1360 988.5244 23.2733 1557 2 494.7658 ‐0.8210
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 None 1112.5623 TSEWTFLTK 1919.0850 1112.5618 34.4064 1387 1 1112.5618 0.7980
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 Carbamidomethyl+C(2) 691.3556 SCLGVR 196.7197 691.3556 23.2563 1185 1 691.3556 0.2416
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8000.0140 37065.3696 38 36.95 Carbamidomethyl+C(3) 790.4240 VSCLGVR 424.2159 790.4268 23.0251 1133 1 790.4268 4.0123
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1194.6001 TIEAYNIADGK 5980.1580 1194.6017 22.3310 22887 2 597.8045 0.2267
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1516.7067 WAQLPDPGDNFEK 2160.8760 1516.7065 28.5316 21962 2 758.8569 ‐0.5820
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1141.6364 APTLQGQWIK 11119.9700 1141.6369 25.9875 20320 2 571.3221 ‐0.7301
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1677.8006 SYDTVTSEWTFLTK 16002.5000 1677.8034 34.4093 18207 2 839.4053 1.77
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 23315.1300 1231.6119 22.9979 17702 2 616.3096 0.5640
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1325.6736 LYSFGGELTPNK 6975.6900 1325.6742 27.0880 16337 2 663.3407 ‐0.3571
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1532.7703 WTEVETTGAKPSAR 19784.8500 1532.7696 18.0206 11593 3 511.5947 ‐0.9315
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1672.8078 WAQLPDPGDNFEKR 1917.9090 1672.8113 26.9839 5606 3 558.2753 1.73
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1014.5731 SVFAHAVVGK 2620.1800 1014.5730 19.9174 5133 2 507.7901 ‐1.5041
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1272.6769 MAPTLQGQWIK 246.8568 1272.6837 30.4849 1653 2 636.8455 4.30
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 631.3562 GQWIK 262.8706 631.3543 26.5258 17146 1 631.3543 ‐3.4305
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 Carbamidomethyl+C(3) 790.4240 VSCLGVR 156.7703 790.4258 23.4642 3496 1 790.4258 2.93
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 980.4684 EAYNIADGK 2563.6640 980.4713 22.3238 2055 1 980.4713 3.99
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1241.5797 QLPDPGDNFEK 272.0806 1241.5833 30.9332 1781 2 621.2953 1.39
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 257.1266 988.5244 23.2733 1557 2 494.7658 ‐1.5730
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1116.6008 VETTGAKPSAR 205.3554 1116.6007 17.0590 1490 2 558.8040 ‐1.3169
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1112.5623 TSEWTFLTK 3220.0590 1112.5618 34.4064 1387 1 1112.5618 0.5194
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1176.5895 TIEAYNIADGK 391.8568 1176.5917 23.9055 5839 2 588.7995 0.7239
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3300.1570 37065.3696 38 36.95 None 1255.6504 MAPTLQGQWIK 208.7063 1255.6437 29.3643 1870 1 1255.6437 ‐3.9514
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1680.8340 NAVVTVPAYFNDSQR 36394.2300 1680.8362 28.3252 51995 2 840.9218 1.26
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1647.8159 NQVAMNPVNTVFDAK 14105.3200 1647.8165 29.6287 46890 2 824.4119 0.5467
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1473.6856 TTPSYVAFTDSER 54692.9600 1473.6873 24.6750 45524 2 737.3473 1.0477
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1675.7307 ATAGDTHLGGEDFDNR 15463.5800 1675.7287 19.3107 39279 3 559.2478 ‐1.1782
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1436.7532 VQQLLQDFFNGK 23429.7900 1436.7512 20.4695 32239 2 718.8792 ‐1.5366
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1278.6300 MVNHFVQEFK 24231.3100 1278.6281 15.7729 18384 2 639.8177 ‐1.8078
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4933.9080 2574.2709 21.4692 17579 3 858.7618 1.88
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1697.8242 NGLENYAYNVGNTLR 234.8225 1697.8181 34.5532 1501 2 849.4127 ‐3.3471
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 725.7831 2316.2121 20.5753 3103 2 1158.6097 5.57
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 870.5407 LPAADKKK 804.5762 870.5407 27.2655 1566 2 435.7740 ‐0.9710
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1658.8029 AKFEEMNMDLFRK 506.9413 1658.8079 27.0612 1022 3 553.6075 2.02
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675



NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1235.6089 MNPVNTVFDAK 144.2918 1235.6060 28.6951 4249 2 618.3066 ‐2.7256
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1396.6856 VTVPAYFNDSQR 85.5793 1396.6914 28.8424 2247 2 698.8493 4.0268
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1432.6088 GDTHLGGEDFDNR 1703.9880 1432.6080 19.3091 1589 2 716.8077 ‐0.6327
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1503.6459 AGDTHLGGEDFDNR 393.7817 1503.6466 20.6848 1402 3 501.8870 0.3140
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 757.4567 PAADKKK 214.0095 757.4580 26.6059 1120 1 757.4580 2.0983
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 924.4421 VAFTDSER 577.5124 924.4411 24.6824 949 1 924.4411 ‐0.4136
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1174.5375 SYVAFTDSER 323.1094 1174.5405 24.6725 755 1 1174.5405 3.49
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 852.5302 LPAADKKK 112.3140 852.5296 25.5561 4069 2 426.7684 ‐1.5629
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 7398.7000 68699.0116 40 28.85 None 1630.7894 NQVAMNPVNTVFDAK 285.9043 1630.7918 29.6254 978 2 815.8996 1.87
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1436.7532 VQQLLQDFFNGK 17740.8400 1436.7512 20.4695 32239 2 718.8792 ‐1.2639
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1278.6300 MVNHFVQEFK 34816.6700 1278.6281 15.7729 18384 2 639.8177 ‐1.5938
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4428.7530 2574.2709 21.4692 17579 3 858.7618 2.0398
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1680.8340 NAVVTVPAYFNDSQR 3622.3660 1680.8369 17.6536 1571 2 840.9221 2.71
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1625.9333 QATKDAGVIAGLNVLR 220.4048 1625.9132 19.6423 3462 3 542.6426 ‐12.3260
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1473.6856 TTPSYVAFTDSER 6332.7700 1473.6857 16.0893 1887 2 737.3465 0.2608
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 2683.2958 VEIIANDQGNRTTPSYVAFTDSER 482.5378 2683.2875 20.6694 4431 3 895.1007 ‐2.0081
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 Oxidation+M(5) 1819.9119 NQVAMNPVNTVFDAKR 721.7075 1819.9091 25.6324 1587 2 910.4582 ‐0.7139
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 855.3995 QDFFNGK 197.1930 855.4001 19.1229 1692 1 855.4001 1.42
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 4262.5210 68699.0116 40 28.85 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 1448.7414 ATGAMQSTAQELLK 1956.6770 1448.7377 21.6576 7825 3 483.5841 ‐2.7107
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 Carbamidomethyl+C(7) 1210.5562 IWEDVFCNK 639.2609 1210.5571 18.9302 3264 2 605.7822 0.3202
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 1866.9179 DLSSSLIGESLLDSSSEK 1666.9300 1866.9114 35.5041 34031 2 933.9594 ‐2.9702
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 Carbamidomethyl+C(8) 2068.9241 YREAEVDCTEALNLDDR 707.2823 2068.9618 32.4241 3273 2 1034.9845 19.0010
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 1529.7806 DIVQPVLGSNESSGK 1385.8260 1529.7712 21.0918 3101 2 765.3892 ‐6.1469
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 2623.3760 QLELKPSVQELAAHAASLAMTEASK 414.3449 2623.3297 25.7247 875 3 875.1148 ‐17.0043
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 630.3821 QELLK 1532.9170 630.3817 22.2085 5044 1 630.3817 ‐0.6723
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 1076.4677 ATGAMQSTAQE 234.2467 1076.4717 21.5865 1522 2 538.7395 3.1316
NP_176039.2 carboxylate clamp tetratricopeptide repeat Arabidopsis thaliana 223.8519 53983.2803 9 4.83 None 1430.7308 ATGAMQSTAQELLK 353.9594 1430.7364 22.3975 2769 2 715.8719 3.35
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 905.5850 15824.4513 5 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAYPTSD 2389.4690 5030.3167 37.9019 44499 4 1258.3346 0.0502
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 905.5850 15824.4513 5 54.05 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9961.8200 15824.4513 5 54.05 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9961.8200 15824.4513 5 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAYPTSD 2899.6720 5030.3167 37.9019 44499 4 1258.3346 ‐0.3238
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9961.8200 15824.4513 5 54.05 None 1115.5619 FITPEGELEV 186.9319 1115.5572 39.1336 2571 1 1115.5572 ‐3.3292
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 4964.6440 2500.1902 33.6120 8576 2 1250.5987 0.9343
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 2516.1464 GLDNLETEVEDVDWESTFYVR 1851.0490 2516.1458 39.4159 6659 2 1258.5765 1.1281
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 1742.7254 DSEYPSFVFDDYMK 3777.9040 1742.7301 34.8843 5683 2 871.8687 2.64
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 1713.8806 AHTDAGGIILLFQDDK 3598.0560 1713.8802 33.2582 1507 3 571.9649 ‐0.2760
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 Carbamidomethyl+C(13) 2314.1847 LENLAEDLLDLLCENLGLEK 96.3945 2314.2180 21.8916 5297 4 579.3100 13.5070
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 785.4040 ENLGLEK 96.3495 785.4026 24.3802 1829 1 785.4026 ‐1.3064
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 845.0342 36411.2031 12 23.44 None 1087.5207 WESTFYVR 174.5544 1087.5215 37.9075 1085 1 1087.5215 1.01
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 896.1838 36411.2031 12 23.44 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 8225.2000 2500.1902 33.6120 8576 2 1250.5987 1.0293
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 896.1838 36411.2031 12 23.44 None 2516.1464 GLDNLETEVEDVDWESTFYVR 1627.4120 2516.1458 39.4159 6659 2 1258.5765 1.21
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 896.1838 36411.2031 12 23.44 None 1742.7254 DSEYPSFVFDDYMK 3942.7410 1742.7301 34.8843 5683 2 871.8687 2.70
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 896.1838 36411.2031 12 23.44 None 901.4414 ESTFYVR 157.7501 901.4427 39.1589 1145 1 901.4427 1.72
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 896.1838 36411.2031 12 23.44 None 1087.5207 WESTFYVR 151.7806 1087.5215 37.9075 1085 1 1087.5215 1.45
NP_176536.2 AT hook motif DNA binding family protein Arabidopsis thaliana 342.4393 39814.9467 4 17.99 None 1999.0019 FEILSLGGSYLVNEEGGSK 1310.1500 1999.0036 20.9717 8179 3 667.0061 1.02
NP_176536.2 AT hook motif DNA binding family protein Arabidopsis thaliana 342.4393 39814.9467 4 17.99 None 3270.6463 LANLGEWMNTSAGLAFAPHVISVGSGEDIVSK 2413.0800 3270.6169 24.0696 12976 3 1090.8771 ‐7.3472
NP_176536.2 AT hook motif DNA binding family protein Arabidopsis thaliana 342.4393 39814.9467 4 17.99 Carbamidomethyl+C(3) 1752.8983 ALCIMSGTGTVSSVTLR 1607.6860 1752.9110 22.9103 4962 2 876.9591 7.25
NP_176536.2 AT hook motif DNA binding family protein Arabidopsis thaliana 342.4393 39814.9467 4 17.99 None 873.4312 GSGEDIVSK 319.8609 873.4298 25.1272 1334 1 873.4298 ‐0.5663
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1676.7618 VANPIVEMDGDEMTR 21298.2600 1676.7636 27.9686 30677 2 838.8855 1.28
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 2041.9964 DTYLNTEEFIDAVAAELK 127752.6000 2041.9979 44.3881 23296 2 1021.5026 1.94
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 49495.9200 1320.6447 19.5130 18018 2 660.8260 ‐1.5654
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1287.7559 LITPFVELDIK 15975.1000 1287.7539 21.3870 17717 2 644.3806 ‐1.8064
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1251.6653 LIDDMVAYALK 2497.1490 1251.6650 19.7403 16612 2 626.3361 ‐0.6471
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1797.8766 GGETSTNSIASIFAWTR 7719.9030 1797.8761 21.6424 14865 2 899.4417 0.1138
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1418.6257 AFADASMNTAYEK 20740.3800 1418.6285 21.9569 13318 2 709.8179 1.72
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1355.6914 TIEAEAAHGTVTR 18342.3200 1355.6890 16.8085 12574 3 452.5678 ‐2.0063
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 8537.7880 1156.5097 22.1209 11481 2 578.7585 ‐0.0784
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1514.7162 DIFQEVYEASWK 11802.3500 1514.7202 37.0373 10297 2 757.8637 2.20
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1117.5789 YFDLGLPHR 1326.8350 1117.5823 17.5422 8751 2 559.2948 2.36
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 2327.1401 DTYLNTEEFIDAVAAELKER 8386.6210 2327.1433 42.1639 7942 3 776.3859 1.13
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1033.5789 NILNGTVFR 10851.8900 1033.5801 18.0336 7273 2 517.2937 0.4987
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(14) 1773.9680 NILNGTVFREPIICK 7786.5730 1773.9656 18.8888 6586 3 591.9934 ‐1.3487
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLVCPDGK 978.2632 3290.5204 25.2013 2522 3 1097.5117 ‐3.1544
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 2683.3574 LSRDTYLNTEEFIDAVAAELKER 353.1199 2683.2966 35.3980 12781 3 895.1037 ‐21.9826
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1821.9076 DATDDKVTIESAEATKK 7505.2920 1821.9071 18.0918 10750 3 607.9739 ‐0.1965
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1595.7601 SKYDAAGIWYEHR 1501.0100 1595.7663 23.1453 5589 3 532.5936 3.32
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 677.3464 GTVESGK 206.1998 677.3450 18.5961 5521 1 677.3450 ‐1.9511
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1061.5877 TPFVELDIK 181.4794 1061.5843 21.0515 5065 2 531.2958 ‐3.8224
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 828.3734 DATDDKVT 143.9045 828.3767 17.2359 1603 1 828.3767 4.03
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 997.5578 NILNGTVFR 165.3423 997.5594 20.1039 1342 1 997.5594 2.49
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 960.4686 GIWYEHR 453.9427 960.4691 21.6894 1326 1 960.4691 1.99
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 863.4873 FVELDIK 404.1616 863.4855 21.9195 1285 1 863.4855 ‐1.4831
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(10) 1319.7141 GTVFREPIICK 262.9253 1319.7198 20.0418 1259 2 660.3635 4.0544
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 Carbamidomethyl+C(5) 1302.6359 LEAACVGTVESGK 443.2728 1302.6423 17.6462 4624 3 434.8856 4.77
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11620.9000 46088.4641 37 54.39 None 1658.7513 VANPIVEMDGDEMTR 343.7168 1658.7563 28.9573 1224 3 553.5903 3.0144
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1676.7618 VANPIVEMDGDEMTR 21245.6200 1676.7636 27.9686 30677 2 838.8855 0.9265
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 2041.9964 DTYLNTEEFIDAVAAELK 75876.9000 2041.9979 44.3881 23296 2 1021.5026 1.77
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1418.6257 AFADASMNTAYEK 5907.3740 1418.6285 21.9569 13318 2 709.8179 1.63



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 9660.6940 1156.5097 22.1209 11481 2 578.7585 ‐0.7362
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1514.7162 DIFQEVYEASWK 20023.2300 1514.7202 37.0373 10297 2 757.8637 2.1748
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 2327.1401 DTYLNTEEFIDAVAAELKER 5770.4410 2327.1433 42.1639 7942 3 776.3859 1.63
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1380.6331 YDAAGIWYEHR 1925.7620 1380.6423 24.9014 3104 2 690.8248 5.38
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1226.6086 LTMTFEGKDGK 137.3001 1226.5874 29.7867 1159 2 613.7973 ‐18.2440
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1595.7601 SKYDAAGIWYEHR 2404.8150 1595.7663 23.1453 5589 3 532.5936 3.78
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5454.2740 46088.4641 37 54.39 None 1496.7056 DIFQEVYEASWK 329.6769 1496.7105 32.8040 4980 2 748.8589 2.13
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 256727.3000 1548.8057 19.0951 3869848 2 774.9065 ‐2.1519
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 935.4945 IIGFDNTR 63541.2900 935.4939 22.7332 1765845 2 468.2506 ‐1.4594
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 153136.7000 2080.9922 21.3268 521140 3 694.3356 ‐1.0686
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 914.4229 YWTMWK 27671.4400 914.4212 18.4275 496286 2 457.7142 ‐2.7469
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1009.5102 EYPNAFIR 32029.7000 1009.5099 24.3749 429370 2 505.2586 ‐0.9955
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 907.4884 EVDYLIR 31983.2500 907.4871 24.0616 282502 2 454.2472 ‐2.2197
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1941.9692 FETLSYLPDLTDSELAK 245726.3000 1941.9661 35.8081 279198 2 971.4867 ‐1.0233
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 25690.4100 1942.9699 19.9943 240673 2 971.9886 ‐1.1324
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1351.5662 EHGNSPGYYDGR 15757.8200 1351.5643 14.1375 9576 3 451.1930 ‐1.6220
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 924.5666 VWPPIGKK 6073.4530 924.5671 16.6125 9244 1 924.5671 1.47
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 2070.0641 KFETLSYLPDLTDSELAK 178021.0000 2070.0604 33.9269 450054 3 690.6916 ‐1.5589
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 2198.1591 KKFETLSYLPDLTDSELAK 72047.4500 2198.1584 31.7813 109532 3 733.3910 0.0325
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1547.7772 KANNDITSITSNGGR 960.1846 1547.7744 23.1095 1189 1 1547.7744 0.4786
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 717.4042 PNAFIR 3613.4970 717.4044 24.3759 59134 1 717.4044 0.4356
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 620.3515 NAFIR 512.6240 620.3514 24.3752 19693 1 620.3514 ‐0.1469
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 506.3085 AFIR 60.1981 506.3104 24.4040 8120 1 506.3104 3.85
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 602.2821 EVDYL 148.1495 602.2815 24.7663 6271 1 602.2815 ‐0.9701
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 730.3155 GYYDGR 219.6657 730.3155 14.7203 5215 1 730.3155 0.3586
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 485.4877 1781.8328 18.4392 4900 2 891.4200 1.0052
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 510.2307 YDGR 89.6518 510.2294 14.7115 4109 1 510.2294 ‐2.6850
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 489.1980 EVDY 94.7088 489.1972 24.7748 2804 1 489.1972 ‐1.8609
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 709.3264 GFDNTR 76.1874 709.3239 24.2470 2419 1 709.3239 ‐3.2175
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 876.4673 LTDSELAK 275.4185 876.4666 33.9289 2383 1 876.4666 ‐0.1402
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1110.6194 KKFETLSYL 4706.2040 1110.6168 31.7817 2238 1 1110.6168 ‐1.1121
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 673.2940 YYDGR 168.2228 673.2934 14.7161 2050 1 673.2934 ‐0.7670
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 822.4104 IGFDNTR 121.0400 822.4135 21.6990 1972 1 822.4135 4.66
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 907.4421 EHGFVYR 268.3891 907.4427 24.4088 1941 1 907.4427 1.88
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 751.3596 WTMWK 82.9235 751.3604 17.9321 1674 1 751.3604 1.32
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 700.3777 PNAFIR 123.4647 700.3788 23.7095 1614 1 700.3788 1.28
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 662.3355 DSELAK 548.0514 662.3367 33.9407 1508 1 662.3367 1.61
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 997.5353 KKFETLSY 2291.3210 997.5388 31.7845 1357 1 997.5388 4.19
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1020.5261 LEHGFVYR 218.6308 1020.5301 26.9018 1254 2 510.7687 3.75
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 869.4403 KFETLSY 330.5743 869.4400 33.1796 1154 1 869.4400 0.2128
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1080.5724 IAYKPPSFTG 385.0852 1080.5708 19.9838 1050 1 1080.5708 ‐0.3308
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1278.6266 FELEHGFVYR 229.9249 1278.6323 16.3614 1036 3 426.8823 4.1335
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 Carbamidomethyl+C(6) 973.4448 LPLFGCTDS 284.2911 973.4433 20.7146 1027 2 487.2253 ‐2.2806
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 1333.5556 EHGNSPGYYDGR 1246.8570 1333.5560 15.7887 3639 2 667.2817 0.0620
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66947.8500 20501.3116 92 71.67 None 896.4124 YWTMWK 140.5703 896.4104 18.4325 1425 2 448.7088 ‐3.0673
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 935.4945 IIGFDNTR 85760.5700 935.4939 22.7332 1765845 2 468.2506 ‐2.2411
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 1009.5102 EYPNAFIR 51393.9800 1009.5099 24.3749 429370 2 505.2586 ‐1.7357
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 907.4884 EVDYLIR 49870.5900 907.4871 24.0616 282502 2 454.2472 ‐3.0170
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 1941.9692 FETLSYLPDLTDSELAK 150292.9000 1941.9661 35.8081 279198 2 971.4867 ‐1.2411
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 2070.0641 KFETLSYLPDLTDSELAK 139446.8000 2070.0604 33.9269 450054 3 690.6916 ‐2.0102
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 2198.1591 KKFETLSYLPDLTDSELAK 70685.8600 2198.1584 31.7813 109532 3 733.3910 ‐0.4555
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 679.3774 DYLIR 11834.0700 679.3768 24.7721 141127 1 679.3768 ‐1.0168
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 717.4042 PNAFIR 11528.8400 717.4044 24.3759 59134 1 717.4044 0.0468
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 620.3515 NAFIR 967.6805 620.3514 24.3752 19693 1 620.3514 ‐0.5628
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 652.3049 FDNTR 1699.4000 652.3046 22.7317 19467 1 652.3046 ‐0.8545
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 506.3085 AFIR 83.3248 506.3104 24.4040 8120 1 506.3104 2.08
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 505.2365 DNTR 1515.6990 505.2356 22.7368 7331 1 505.2356 ‐2.4704
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 602.2821 EVDYL 144.6980 602.2815 24.7663 6271 1 602.2815 ‐1.3911
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 763.3832 TDSELAK 305.7501 763.3845 33.9363 6247 1 763.3845 1.29
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 991.4942 DLTDSELAK 353.7542 991.4944 33.9253 5608 1 991.4944 0.7581
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 1088.5470 PDLTDSELAK 16431.1000 1088.5438 31.7805 3712 1 1088.5438 ‐2.0721
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 489.1980 EVDY 772.9615 489.1972 24.7748 2804 1 489.1972 ‐2.3135
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 709.3264 GFDNTR 90.9023 709.3239 24.2470 2419 1 709.3239 ‐3.6086
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 876.4673 LTDSELAK 235.0411 876.4666 33.9289 2383 1 876.4666 ‐0.4847
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 1110.6194 KKFETLSYL 4960.1080 1110.6168 31.7817 2238 1 1110.6168 ‐1.3912
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 854.4294 FETLSYL 182.7049 854.4332 34.5472 2182 1 854.4332 4.76
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 822.4104 IGFDNTR 211.9484 822.4105 25.1309 1743 1 822.4105 0.2595
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 880.4676 YPNAFIR 149.9153 880.4677 24.3726 1643 1 880.4677 0.4520
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 700.3777 PNAFIR 184.5919 700.3788 23.7095 1614 1 700.3788 1.92
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 662.3355 DSELAK 197.4722 662.3367 33.9407 1508 1 662.3367 1.19
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 997.5353 KKFETLSY 2715.3570 997.5388 31.7845 1357 1 997.5388 4.1412
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 1364.6944 YLPDLTDSELAK 528.1812 1364.6921 35.8012 1084 1 1364.6921 ‐0.0314
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22360.9300 20501.3116 92 71.67 None 991.4996 EYPNAFIR 260.3690 991.5007 24.3721 21852 2 496.2540 ‐0.3552
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 222271.9000 1548.8057 19.0951 3869848 2 774.9065 ‐1.8376
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 197592.1000 2080.9922 21.3268 521140 3 694.3356 ‐0.8059
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 914.4229 YWTMWK 24022.7200 914.4212 18.4275 496286 2 457.7142 ‐2.6679
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 53685.4800 1942.9699 19.9943 240673 2 971.9886 ‐0.6719
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 935.4945 IIGFDNTR 15061.3200 935.4925 15.4971 10599 2 468.2499 ‐2.8774
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 924.5666 VWPPIGKK 4954.5110 924.5671 16.6125 9244 1 924.5671 1.48
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 796.4716 VWPPIGK 698.1003 796.4714 16.0689 3288 2 398.7393 ‐1.2052
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 2070.0641 KFETLSYLPDLTDSELAK 4107.4440 2070.0652 19.9498 32571 3 690.6933 1.0298
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(6)
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1925.9868 EYPNAFIRIIGFDNTR 458.0298 1925.9961 19.4511 2847 2 963.5017 5.00
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 751.3596 WTMWK 8817.5250 751.3599 18.4284 46918 1 751.3599 1.60



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 565.2803 TMWK 2724.9190 565.2801 18.4249 32530 1 565.2801 0.1469
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 704.6721 1289.6165 19.0958 7329 1 1289.6165 ‐0.3906
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 515.2485 1190.5478 19.0954 5805 1 1190.5478 ‐1.0701
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 709.3264 GFDNTR 1541.3430 709.3256 15.4908 3454 1 709.3256 ‐0.4098
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 697.4032 WPPIGK 69.1433 697.4003 16.5770 3138 1 697.4003 ‐3.4935
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 733.3490 WTMWK 74.6646 733.3452 18.4249 2445 1 733.3452 ‐4.4210
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1536.8281 NAFIRIIGFDNTR 160.3345 1536.8328 21.1228 1949 2 768.9200 3.91
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 907.4421 EHGFVYR 118.1312 907.4427 24.4088 1941 1 907.4427 1.43
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1314.6729 SFIAYKPPSFTG 615.8050 1314.6712 20.0009 1749 1 1314.6712 0.7007
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1425.6797 EFELEHGFVYR 298.5326 1425.6796 21.7943 1386 1 1425.6796 2.1328
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 822.4104 IGFDNTR 703.6005 822.4094 15.4949 1203 1 822.4094 ‐0.3850
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1278.6266 FELEHGFVYR 124.1671 1278.6323 16.3614 1036 3 426.8823 4.1876
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 1296.6371 FELEHGFVYR 190.6545 1296.6305 22.0481 991 1 1296.6305 ‐3.2205
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 896.4124 YWTMWK 204.5212 896.4104 18.4325 1425 2 448.7088 ‐2.9950
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41639.3600 20501.3116 92 71.67 None 918.4680 IIGFDNTR 721.5449 918.4658 17.9100 1053 1 918.4658 ‐1.2058
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 2222.1049 VGLDVFEEEPFMKPGLADTK 16693.3300 2222.1054 35.1998 24855 3 741.3733 0.5467
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1109.5296 IVEADEFMR 13093.0300 1109.5322 25.3420 15866 2 555.2698 1.17
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1449.7948 EADLISLHPVLDK 6414.1340 1449.7944 29.2330 15480 3 483.9363 ‐0.4524
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 2013.9335 AFSNMAVGYNNVDVEAANK 8353.5630 2013.9367 26.9172 13739 2 1007.4720 2.12
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1415.7675 EGMATLAALNVLGR 20116.1800 1415.7674 20.6245 11805 2 708.3873 ‐0.2220
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1490.8213 GPVIDEAALVEHLK 41539.4300 1490.8207 30.2191 11106 3 497.6117 ‐0.5797
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 Carbamidomethyl+C(7) 1061.5408 EAILVNCSR 13901.3700 1061.5404 19.2572 10203 2 531.2738 ‐1.0627
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1306.7478 NAIVVPHIASASK 3710.5950 1306.7471 23.1104 5704 2 653.8772 ‐0.7596
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 784.4927 ALGLPVSK 3723.6520 784.4931 22.6422 2316 2 392.7502 ‐0.5302
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1515.8166 AKPVSIEVYNPNGK 467.5873 1515.8145 22.2842 4288 3 505.9430 ‐1.4848
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1858.9956 WTREGMATLAALNVLGR 668.5916 1858.9730 27.1481 1209 2 929.9902 ‐11.6825
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 2284.1761 FVTAYGQFLKANGEQPVTWK 2603.4380 2284.1699 19.9539 15599 3 762.0615 ‐2.3321
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1129.5636 ANGEQPVTWK 1165.2080 1129.5605 19.2250 6961 2 565.2839 ‐3.2929
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1293.6070 GYNNVDVEAANK 345.2483 1293.6126 25.2671 6923 2 647.3099 4.0067
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 600.3715 GLPVSK 1402.1030 600.3742 22.6440 1431 1 600.3742 4.17
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 2266.1655 FVTAYGQFLKANGEQPVTWK 520.7772 2266.1668 19.6080 1535 3 756.0605 0.9582
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4606.3090 42476.0530 31 40.41 None 1288.7372 NAIVVPHIASASK 286.3578 1288.7374 24.3708 863 2 644.8723 ‐0.1447
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 2222.1049 VGLDVFEEEPFMKPGLADTK 13268.5600 2222.1054 35.1998 24855 3 741.3733 0.0519
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1109.5296 IVEADEFMR 7814.5920 1109.5322 25.3420 15866 2 555.2698 1.1676
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1449.7948 EADLISLHPVLDK 6470.1520 1449.7944 29.2330 15480 3 483.9363 ‐0.7260
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 2013.9335 AFSNMAVGYNNVDVEAANK 7080.6180 2013.9367 26.9172 13739 2 1007.4720 2.1038
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1490.8213 GPVIDEAALVEHLK 33070.7300 1490.8207 30.2191 11106 3 497.6117 ‐0.8650
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1306.7478 NAIVVPHIASASK 3607.0190 1306.7471 23.1104 5704 2 653.8772 ‐1.3332
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 784.4927 ALGLPVSK 3607.1050 784.4931 22.6422 2316 2 392.7502 ‐1.3965
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1858.9956 WTREGMATLAALNVLGR 430.8240 1858.9730 27.1481 1209 2 929.9902 ‐11.9468
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 1559.7709 IGSAYARMMVEGFK 939.5725 1559.7740 27.7923 4069 2 780.3906 1.31
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 897.3771 EADEFMR 420.7655 897.3808 25.3497 2172 1 897.3808 4.22
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2850.7990 42476.0530 31 40.41 None 600.3715 GLPVSK 1634.8800 600.3742 22.6440 1431 1 600.3742 4.0401
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 595.6660 42476.0530 31 40.41 None 1415.7675 EGMATLAALNVLGR 16119.7600 1415.7674 20.6245 11805 2 708.3873 0.0429
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 595.6660 42476.0530 31 40.41 None 1643.9102 TILSVEDIIDLIGDK 283.3611 1643.8984 19.2266 3767 3 548.6377 ‐7.0726
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 595.6660 42476.0530 31 40.41 Oxidation+M(12) 2238.0998 VGLDVFEEEPFMKPGLADTK 288.2897 2238.1034 19.5312 1705 2 1119.5554 3.1504
NP_177132.1 putative delta aminolevulinic acid dehydratase Arabidopsis thaliana 447.1266 47146.6762 4 7.21 None 1507.6516 AGADVVSPSDMMDGR 8614.2310 1507.6487 24.9242 5733 2 754.3280 ‐1.9120
NP_177132.1 putative delta aminolevulinic acid dehydratase Arabidopsis thaliana 447.1266 47146.6762 4 7.21 None 1721.7725 NSTGDEAYNDNGLVPR 3763.9550 1721.7745 22.2440 5151 2 861.3909 1.39
NP_177132.1 putative delta aminolevulinic acid dehydratase Arabidopsis thaliana 447.1266 47146.6762 4 7.21 None 2076.9774 YASSFYGPFREALDSNPR 157.0936 2077.0160 30.3317 4222 3 693.0102 18.8430
NP_177132.1 putative delta aminolevulinic acid dehydratase Arabidopsis thaliana 447.1266 47146.6762 4 7.21 None 2058.9668 YASSFYGPFREALDSNPR 314.1981 2058.9642 29.3250 820 2 1029.9857 ‐0.5376
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 Carbamidomethyl+C(16) 2102.0839 IFVEELGAPESSLLNCVPK 567.2162 2102.0842 20.7660 5016 2 1051.5457 0.9557
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 2328.1507 QPNYLENFVQATFNALTTEK 507.8329 2328.1533 31.8742 3578 3 776.7226 1.27
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1148.5906 LSGTGSEGATIR 10369.8500 1148.5897 16.1460 3429 2 574.7985 ‐1.2408
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1031.5480 GATLVVSGDGR 2839.7000 1031.5459 18.2623 2152 2 516.2766 ‐2.7047
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1999.0818 VSLVSTSPIDGQKPGTSGLR 391.0802 1999.0347 28.0883 13623 3 667.0164 ‐23.3841
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1717.7816 EDFGGGHPDPNLTYAK 3783.6380 1717.7809 22.0407 5854 3 573.2652 ‐0.4264
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1359.6063 YDYENVDATAAK 1775.0570 1359.6048 19.8484 2032 2 680.3060 ‐1.3566
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1663.9126 LVFRLSGTGSEGATIR 378.4168 1663.9013 17.6232 1078 4 416.7308 ‐8.3480
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 789.4101 NVDATAAK 130.8202 789.4129 18.6624 2158 1 789.4129 3.51
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 456.4288 63710.1934 10 15.38 None 1700.7551 EDFGGGHPDPNLTYAK 1364.4590 1700.7562 21.4631 3941 3 567.5903 0.6541
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 1197.5634 EIDEHLLAEE 20659.2900 1197.5613 24.8608 24406 2 599.2843 ‐2.1556
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 960.5248 LETEVEIK 7408.1070 960.5214 20.7414 15592 2 480.7643 ‐4.3293
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 1310.6297 VLEGDLMNEYK 8815.6170 1310.6300 26.0416 12842 2 655.8186 ‐0.0336
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 921.4676 EIDEHLLA 182.2065 921.4644 23.4227 13887 2 461.2358 ‐4.3627
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 847.4407 ETEVEIK 2881.2840 847.4367 20.7824 1462 1 847.4367 ‐4.2049
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 955.4367 DEHLLAEE 5485.6970 955.4382 24.8676 1208 1 955.4382 2.49
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2296.3900 18003.4241 7 18.35 None 1098.4772 EGDLMNEYK 2954.0470 1098.4774 26.0373 763 1 1098.4774 1.93
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1214.6991 VVVLTAEEVQK 7335.2620 1214.7007 22.8669 6322 2 607.8540 0.9378
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1190.5840 SSFVFVSDFR 2403.0930 1190.5838 19.4510 4750 2 595.7955 ‐0.6528
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1027.5782 SADVAAAPVVK 8903.8830 1027.5755 18.3550 3910 2 514.2914 ‐3.3149
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1838.8542 IDELVESGEEVSEFEK 2540.2370 1838.8585 28.5721 3668 2 919.9329 2.92
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1458.6536 QFEDNYPEFAAK 515.7095 1458.6571 25.3474 2750 2 729.8322 2.84
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 2338.2024 EVTIPTPVAEKEEVAAPVSDEK 2183.8070 2338.2017 24.0365 2171 2 1169.6045 0.7957
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 2031.0415 ELFINVPWWYIPYYK 1669.9670 2031.0410 24.6293 1990 2 1016.0241 0.4361
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1231.6892 IVITIDNQTSK 3033.5000 1231.6913 23.1872 3646 2 616.3493 1.52
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 586.3195 VGEPGK 555.5584 586.3298 29.2298 1713 1 586.3298 17.4357
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1183.6569 EVTIPTPVAEK 2231.3290 1183.6421 21.9513 972 2 592.3247 ‐12.9681
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1856.8814 EGHVVIYSSYGEFQNK 237.0645 1856.8448 50.6840 767 2 928.9261 ‐19.2020
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1906.0320 SADTIFKYIAPEQVPVK 2606.3760 1906.0315 18.9544 5556 3 636.0153 ‐0.1722
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 2529.2930 EAPAAEAEKSVSVKEEETVVVAEK 856.5862 2529.2668 37.3165 3345 3 843.7604 ‐9.8114
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1912.9552 RAVKQFEDNYPEFAAK 653.3993 1912.9447 30.1275 1639 2 956.9760 ‐4.9497
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1971.0216 MAQEEVQKSADVAAAPVVK 352.1102 1971.0080 28.9337 811 2 986.0076 ‐6.2842
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1039.5459 SADTIFKYI 235.3917 1039.5418 16.5050 3216 2 520.2745 ‐4.5628
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1441.6270 QFEDNYPEFAAK 394.5700 1441.6302 30.1319 1863 2 721.3187 2.0770



NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1895.9597 PTPVAEKEEVAAPVSDEK 302.2657 1895.9630 25.2909 1340 2 948.4851 2.94
NP_177360.1 patellin 1 Arabidopsis thaliana 687.0474 64160.4569 19 26.00 None 1213.6787 IVITIDNQTSK 488.7099 1213.6793 22.3923 4329 2 607.3433 0.0824
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 1920.9953 FYNVVVEELPSNVADLL 4586.5900 1920.9955 24.2454 9448 2 961.0014 1.0965
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 1114.6830 VLITTDLLAR 7266.8750 1114.6806 18.9179 9351 2 557.8440 ‐2.5426
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 762.4509 VFDLLR 592.3713 762.4500 21.1525 9132 1 762.4500 ‐0.3794
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 1017.5463 DELTLEGIK 346.4306 1017.5268 23.7343 10346 1 1017.5268 ‐17.8109
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 2538.2691 QSLRADAIKMFVLDEADEMLSR 1027.5710 2538.2839 21.3902 3055 3 846.7661 6.74
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 2386.1781 ADAIKMFVLDEADEMLSRGFK 497.1003 2386.1971 21.4767 2599 3 796.0705 8.63
NP_177417.1 translation initiation factor 4A 3 Arabidopsis thaliana 391.0693 47112.7951 7 13.29 None 871.4407 DELTLEGI 64.7729 871.4365 21.9707 3622 1 871.4365 ‐3.7869
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1647.8081 AVLMDLEPGTMDSIR 14881.2200 1647.8116 32.9083 21514 2 824.4094 2.90
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1696.8329 NSSYFVEWIPNNVK 3836.3470 1696.8346 20.0352 15044 2 848.9209 1.71
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1215.5827 VSEQFTAMFR 5000.7380 1215.5825 18.2976 10685 2 608.2949 ‐0.5924
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1139.6935 LAVNLIPFPR 7983.6500 1139.6935 20.5825 9187 2 570.3504 ‐0.5987
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 Carbamidomethyl+C(4) 1065.4275 NMMCAADPR 1535.5880 1065.4270 17.8480 6245 2 533.2171 ‐1.0649
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1059.5292 YLTASAMFR 3537.3070 1059.5277 17.4730 3711 2 530.2675 ‐2.0055
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 Carbamidomethyl+C(6) 1916.8596 FWEVICDEHGVDPTGR 2781.9990 1916.8575 28.9159 1157 3 639.6240 ‐0.9856
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1875.9481 MSTKEVDEQILNVQNK 279.7246 1875.9337 37.4097 47783 2 938.4705 ‐7.1585
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1957.0025 GHYTEGAELIDAVLDVVR 1286.4680 1957.0237 17.7148 3851 3 653.0127 10.20
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1905.8833 MASTFVGNSTSIQEMFR 167.9714 1905.8999 28.8829 1462 3 635.9715 8.93
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1409.7107 HGRYLTASAMFR 1541.6330 1409.7097 25.6246 1638 1 1409.7097 1.86
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1714.7451 MASTFVGNSTSIQEMF 205.8865 1714.7393 29.2871 3992 3 572.2513 ‐3.4096
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1495.7580 SYFVEWIPNNVK 499.4539 1495.7516 19.1410 1988 3 499.2554 ‐4.4372
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 783.3818 TASAMFR 445.3230 783.3850 17.4705 1155 1 783.3850 4.57
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 781.4104 HGRYLTA 80.6434 781.4120 26.1987 902 1 781.4120 2.39
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 1182.9090 50787.7601 16 23.27 None 1198.5561 VSEQFTAMFR 220.2002 1198.5514 17.4455 1996 2 599.7793 ‐4.3891
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 1890.7890 2469.2021 23.2135 13607 3 823.7389 1.63
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 1596.9108 QIYPPINVLPSLSR 3652.0300 1596.9097 20.4839 12229 2 798.9585 ‐0.2581
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 1715.9327 VTLFLNLANDPTIER 3551.5240 1715.9332 20.6457 11730 2 858.4702 0.9641
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 1369.7362 FTTVQFTGEVLK 2702.9570 1369.7354 18.4942 6815 2 685.3713 ‐0.5507
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 1689.9323 NIFQSLDLAWTLLR 2476.2660 1689.9321 25.6609 2744 2 845.4697 0.4943
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 1121.6201 TVQFTGEVLK 89.7960 1121.6156 17.0130 3309 2 561.3114 ‐4.3958
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 2206.0406 TYPEEMIQTGISTIDVMNSI 693.2511 2206.0362 23.0142 3134 2 1103.5217 ‐0.5060
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 844.4159 NDPTIER 291.5199 844.4157 22.0331 2596 1 844.4157 0.6672
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 438.4811 54221.7466 9 15.84 None 691.3556 MNSIAR 187.9775 691.3556 23.2563 1185 1 691.3556 0.7466
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 1773.8905 LDLETSPWPTISESAK 2646.6340 1773.8864 20.7802 5585 2 887.4468 ‐1.9744
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 1840.8898 SGTIDYIEFVTATMHR 1047.8560 1840.8897 21.8096 877 2 920.9485 0.4018
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 948.4633 KGTTDSDPK 1232.6960 948.4667 27.8782 2091 1 948.4667 4.25
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 1916.9389 EENLIEAFKYFDKDR 1299.7840 1916.9502 29.7720 2001 3 639.6549 6.0408
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 1340.6733 LDLETSPWPTIS 317.7809 1340.6708 22.7472 998 2 670.8390 ‐2.0984
NP_177731.2 calcium dependent protein kinase 29 Arabidopsis thaliana 183.0088 37218.7956 6 4.95 None 1074.5466 EENLIEAFK 229.7120 1074.5490 29.9397 912 1 1074.5490 3.54
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 1393.6441 VATEESSAEVTDR 27506.1800 1393.6439 15.6946 11903 2 697.3256 ‐0.3286
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 1263.6579 VHISEPEPEVK 23476.8200 1263.6552 19.3081 10445 2 632.3313 ‐2.4930
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 3856.6820 2719.4387 25.8637 9676 4 680.6151 2.07
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 835.4044 TTVEEEK 151.2046 835.4085 29.4607 6146 1 835.4085 5.43
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3897.3740 20786.3981 5 35.14 None 2100.0972 VHISEPEPEVKHESLLEK 2333.2390 2100.0968 22.3009 3350 4 525.7797 ‐1.2614
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 926.4618 FFESPATK 268.5574 926.4653 23.2651 10953 2 463.7363 2.22
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1352.6441 SASGNVVVYEGDR 7124.8850 1352.6432 19.2077 6881 2 676.8253 ‐0.8628
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1422.7223 SQPIPAENNEPVK 12769.4100 1422.7219 18.3647 4977 2 711.8646 ‐0.4412
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1122.6041 EAEGIVTYLK 1574.0550 1122.6061 27.0368 4158 2 561.8067 1.20
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1857.8501 IDASEEANKEFANEYK 729.3560 1857.8530 21.9838 1866 3 619.9558 1.40
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1106.5212 TEETAAKDEL 640.1802 1106.5309 21.3241 1385 2 553.7691 8.1825
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1784.9218 EFANEYKIQGFPTLK 464.5046 1784.9045 30.2377 2534 2 892.9559 ‐9.3255
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1598.7697 EDFINFVEKNSEK 1051.1650 1598.7769 30.7705 1362 2 799.8921 4.63
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 771.3672 FANEYK 163.5500 771.3643 23.4064 1585 1 771.3643 ‐3.2978
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 995.4833 EFANEYKI 155.8013 995.4850 30.1356 1223 1 995.4850 2.31
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 603.1837 56649.6896 11 14.37 None 1104.5936 EAEGIVTYLK 258.1849 1104.5924 27.9655 1524 2 552.7999 ‐1.5824
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3296.8890 25120.5464 11 21.66 None 1341.6321 FGNFSIESESPK 22011.2800 1341.6324 25.8830 25394 2 671.3199 ‐0.0154
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3296.8890 25120.5464 11 21.66 None 1346.7791 SPLLLQSNPIHK 21774.2800 1346.7776 16.2958 10039 3 449.5974 ‐1.3605
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3296.8890 25120.5464 11 21.66 None 835.4560 EFIEAVK 13923.7700 835.4541 21.3694 7007 2 418.2307 ‐3.2075
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3296.8890 25120.5464 11 21.66 None 899.4258 GVEFEYR 11216.2600 899.4251 21.5477 5224 2 450.2162 ‐1.5823
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3296.8890 25120.5464 11 21.66 None 1155.5833 FWADFVDKK 1557.5520 1155.5844 17.5183 4734 2 578.2959 0.4641
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2527.8090 25120.5464 11 21.66 None 1341.6321 FGNFSIESESPK 43928.5700 1341.6325 25.8887 24718 2 671.3199 ‐0.4890
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2527.8090 25120.5464 11 21.66 None 1055.5520 IVAYAAEYR 2376.8490 1055.5528 20.8560 7891 2 528.2800 ‐0.6241
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2527.8090 25120.5464 11 21.66 None 843.3995 AYAAEYR 206.3287 843.4004 20.8486 1221 1 843.4004 1.22
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2194.6190 25120.5464 11 21.66 None 1346.7791 SPLLLQSNPIHK 38702.9000 1346.7776 16.2958 10039 3 449.5974 ‐1.2888
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2194.6190 25120.5464 11 21.66 None 1155.5833 FWADFVDKK 1310.8390 1155.5844 17.5183 4734 2 578.2959 0.6325
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2194.6190 25120.5464 11 21.66 None 2024.0488 FGNFSIESESPKLIAWAK 549.4025 2024.0621 21.3213 1088 2 1012.5347 7.75
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 2254.7930 2287.0487 28.1466 9787 2 1144.0280 ‐0.0887
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 None 1906.9579 LSPSVNTNGPYSLVMEAK 3605.7610 1906.9558 18.5333 4358 2 953.9815 ‐0.5626
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 None 1098.5136 IEGADSFMTK 3506.0130 1098.5166 22.4046 5778 2 549.7619 2.1237
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 Carbamidomethyl+C(9)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 Oxidation+M(7) 3410.5403 ITQFQSMTFQAVEDSDTTWGLVMEGVDSGSK 868.0740 3410.5378 37.5003 1776 3 1137.5175 0.4662
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 328.9335 49849.7912 10 10.88 None 1706.8418 PSVNTNGPYSLVMEAK 635.5251 1706.8384 20.0333 2050 2 853.9228 ‐1.7335
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 149.2990 49849.7912 10 10.88 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 1805.3060 2287.0487 28.1466 9787 2 1144.0280 ‐0.1131
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 149.2990 49849.7912 10 10.88 None 1098.5136 IEGADSFMTK 2973.4720 1098.5166 22.4046 5778 2 549.7619 1.34
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 149.2990 49849.7912 10 10.88 Carbamidomethyl+C(7) 1884.8949 SPSLASCDPKTFHYFK 304.0271 1884.9140 26.2179 17972 3 628.9762 9.68
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 149.2990 49849.7912 10 10.88 Oxidation+M(7) 3410.5403 ITQFQSMTFQAVEDSDTTWGLVMEGVDSGSK 1030.8370 3410.5378 37.5003 1776 3 1137.5175 ‐0.3692
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 238.1198 49935.8041 5 11.6 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 2254.7930 2287.0487 28.1466 9787 2 1144.0280 ‐0.0887
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 238.1198 49935.8041 5 11.6 None 2005.0423 LSPSVNANGPYSLVMEAKK 917.2175 2005.0408 25.8823 958 2 1003.0240 ‐0.1018
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 238.1198 49935.8041 5 11.6 None 1098.5136 IEGADSFMTK 3506.0130 1098.5166 22.4046 5778 2 549.7619 2.1237
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 238.1198 49935.8041 5 11.6 None 1666.8105 ILENGNMVIYDSNGK 502.6956 1666.7960 30.3655 4484 2 833.9016 ‐8.4850
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 238.1198 49935.8041 5 11.6 None 1745.8718 AQESTLRWVWEANR 823.2488 1745.8597 16.6454 770 3 582.6248 ‐6.8975
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 1834.4690 2271.1358 37.2463 30558 4 568.5394 ‐0.5999
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1795.8683 LAEMPADSGYPAYLAAR 10493.2900 1795.8659 28.8037 19556 2 898.4366 ‐0.9804



NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1578.7170 FEDPAEGEDTLVEK 13675.2100 1578.7158 24.2460 14154 2 789.8615 ‐0.6757
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1545.8054 TTLVANTSNMPVAAR 2639.3590 1545.8074 23.6023 11218 2 773.4073 1.08
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1183.5742 LYDDLNAGFR 8388.2060 1183.5710 26.1905 11196 2 592.2892 ‐3.1397
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1255.7005 LAADTPLLTGQR 15405.7500 1255.7020 24.5699 9894 2 628.3546 0.8662
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1471.7639 EDDLNEIVQLVGK 4498.0780 1471.7642 35.1185 8626 2 736.3857 0.1479
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1019.5520 ISGDVYIPR 1286.8360 1019.5538 23.3688 8085 2 510.2805 1.0826
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 2080.9346 LTTFEDDEKESEYGYVR 5302.7250 2080.9364 24.2433 7178 3 694.3170 1.1499
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1337.6260 YSTALESFYEK 2071.7470 1337.6277 27.3778 6180 2 669.3175 1.0209
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3597.7900 2690.3538 35.6968 5846 3 897.4561 1.03
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5354.8620 1675.7416 22.4096 5491 2 838.3744 2.97
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMG 1811.0760 3736.8086 24.5327 5139 3 1246.2744 ‐2.6294
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 885.4465 LASFYER 3781.9600 885.4471 20.9256 4084 2 443.2272 ‐0.1977
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1664.6713 DMGYNVSMMADSTSR 2963.5020 1664.6770 26.5750 2757 2 832.8421 3.88
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1674.7646 EDYLAQNAFTPYDK 1545.2230 1674.7664 28.3536 3835 2 837.8868 1.32
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1574.8272 DALAEGDKITLETAK 1898.7560 1574.8247 23.9541 8414 3 525.6131 ‐1.6892
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 3324.5731 GNEMAEVLMDFPQLTMTLPDGREESVMKR 2738.2830 3324.5647 20.9224 5040 3 1108.8598 ‐1.4029
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 2813.4720 ITLETAKLLREDYLAQNAFTPYDK 235.2073 2813.4470 19.7698 3039 3 938.4872 ‐8.1034
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1153.5160 EDYLAQNAFT 504.2545 1153.5182 29.1265 5648 2 577.2627 1.53
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 772.3624 ASFYER 192.6917 772.3626 20.9345 1389 1 772.3626 0.6306
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 614.2933 FYER 74.0482 614.2922 21.5372 1330 1 614.2922 ‐1.6951
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 450.2459 AGFR 153.8058 450.2462 28.2101 1125 1 450.2462 0.1090
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1002.4527 ESEYGYVR 199.0555 1002.4540 23.1905 1083 2 501.7306 0.6095
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1275.6791 AEGDKITLETAK 941.1774 1275.6804 23.9408 828 2 638.3438 0.6992
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 867.4359 LASFYER 96.6960 867.4394 20.5820 3691 1 867.4394 4.97
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 2254.1085 EDDLNEIVQLVGKDALAEGDK 253.2161 2254.1101 34.6086 3597 3 752.0416 1.0920
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1967.7540 69154.7867 42 43.82 None 1657.7380 EDYLAQNAFTPYDK 623.6569 1657.7440 25.6310 938 2 829.3756 3.27
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 2092.0566 VSGPVVVADGMAGAAMYELVR 2276.5750 2092.0563 22.4683 13150 2 1046.5318 1.1636
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 1942.8390 2203.0820 19.5004 9312 3 735.0322 ‐0.8431
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMG 2461.3350 3736.8086 24.5327 5139 3 1246.2744 ‐1.9362
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 2896.4898 EVLQREDDLNEIVQLVGKDALAEGDK 175.2534 2896.4465 23.0210 10680 3 966.1537 ‐13.6436
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1556.8590 2465.1603 24.0699 4918 2 1233.0838 5.21
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAAR 492.3186 3064.5348 22.1079 6022 3 1022.1831 2.50
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 3324.5731 GNEMAEVLMDFPQLTMTLPDGREESVMKR 5391.7670 3324.5647 20.9224 5040 3 1108.8598 ‐0.8168
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 2813.4720 ITLETAKLLREDYLAQNAFTPYDK 297.4439 2813.4470 19.7698 3039 3 938.4872 ‐7.6502
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 3027.5732 EDDLNEIVQLVGKDALAEGDKITLETAK 746.3517 3027.5459 21.5329 2044 4 757.6419 ‐9.0158
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 1285.6317 PDGREESVMKR 180.8627 1285.6258 21.4601 1822 1 1285.6258 ‐2.6914
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 863.4444 AMYELVR 148.2386 863.4446 22.9826 1562 1 863.4446 1.49
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 Carbamidomethyl+C(11) 2185.0747 GVSVPALDKDCLWEFQPNK 474.8067 2185.0721 19.9580 994 2 1093.0397 0.2768
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 355.3867 69154.7867 42 43.82 None 2448.1244 GNEMAEVLMDFPQLTMTLPDGR 410.3892 2448.1107 22.5265 11445 2 1224.5590 ‐3.6861
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1573.8432 GVTTIIGGGDSVAAVEK 86511.3300 1573.8452 26.6909 98802 2 787.4263 1.93
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 2015.9516 VDLNVPLDDNSNITDDTR 17790.6700 2015.9498 28.5321 30617 2 1008.4786 ‐0.2066
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1749.0269 LVAGLPEGGVLLLENVR 16301.2400 1749.0278 21.7868 26818 2 875.0175 0.8213
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 11738.5100 2266.1730 22.2430 25838 2 1133.5901 ‐1.5257
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1388.7420 ELDYLVGAVANPK 25609.9800 1388.7425 29.2231 20817 2 694.8749 0.1660
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1539.8992 GVSLLLPTDVVIADK 14349.3600 1539.8984 20.9288 17111 2 770.4528 ‐0.5243
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1112.5470 TFSEALDTTK 9899.9660 1112.5450 20.7500 12773 2 556.7761 ‐2.3329
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 3376.8100 2359.2091 37.4558 4960 3 787.0745 1.24
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1518.7646 AQGLSVGSSLVEEDK 476.6698 1518.7744 17.5764 1326 2 759.8908 6.98
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 2540.6630 2370.2966 21.2427 10440 3 790.7704 2.52
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 856.5251 LLLENVR 1860.5090 856.5240 21.8776 23533 2 428.7657 ‐2.1223
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 1600.7676 PDGWMGLDIGPDSIK 174.4907 1600.7713 20.1874 2822 3 534.2620 2.74
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 864.4309 SEALDTTK 18969.8200 864.4302 20.7460 1423 1 864.4302 ‐0.1771
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 7618.2110 42188.8769 14 39.15 None 2248.1682 IVPATAIPDGWMGLDIGPDSIK 452.8688 2248.1627 22.8647 3877 2 1124.5850 ‐1.4723
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 None 873.4577 EAAWGLAR 18822.6000 873.4581 22.6285 37595 2 437.2327 ‐0.5021
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 8030.5700 3073.5866 38.1606 11276 3 1025.2004 1.50
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3091.9620 2404.1216 33.5186 8668 3 802.0454 1.78
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(5) 910.4451 TFVDCLR 4757.9480 910.4449 23.5999 7298 2 455.7261 ‐1.1306
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 3686.0090 1484.8172 27.2834 7072 2 742.9122 2.0046
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(12) 1604.8061 GILAIDESNATCGKR 2546.4600 1604.8066 22.5735 2138 3 535.6070 0.2041
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 None 901.5102 ANSLAQLGK 225.8510 901.5105 18.9953 1416 2 451.2589 ‐0.4738
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 None 2294.1259 AKANSLAQLGKYSAEGENEDAK 481.9746 2294.1363 31.2599 1070 3 765.3836 4.00
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 None 673.3780 AWGLAR 153.8412 673.3779 22.6292 5332 1 673.3779 0.0349
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(3) 662.3291 VDCLR 74.9918 662.3267 25.1041 2010 1 662.3267 ‐3.3814
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1570.6450 42555.2237 25 31.20 Carbamidomethyl+C(5) 892.4346 TFVDCLR 126.4353 892.4377 22.3517 2431 2 446.7225 2.28
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 873.4577 EAAWGLAR 22993.2100 873.4581 22.6285 37595 2 437.2327 ‐1.3185
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 6518.5150 3073.5866 38.1606 11276 3 1025.2004 1.0261
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 6050.5500 2404.1216 33.5186 8668 3 802.0454 0.6608
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(5) 910.4451 TFVDCLR 5559.0440 910.4449 23.5999 7298 2 455.7261 ‐1.9263
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 5872.0280 1484.8172 27.2834 7072 2 742.9122 1.07
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(12) 1604.8061 GILAIDESNATCGKR 2340.1440 1604.8066 22.5735 2138 3 535.6070 ‐0.1139
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 901.5102 ANSLAQLGK 527.3090 901.5105 18.9953 1416 2 451.2589 ‐1.2745
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 1865.9677 NKASPETVADFTLTMLK 398.6476 1865.9636 25.9444 796 3 622.6594 ‐2.5147
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 602.3409 WGLAR 87.0054 602.3440 22.5994 6344 1 602.3440 4.29
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 673.3780 AWGLAR 191.5162 673.3779 22.6292 5332 1 673.3779 ‐0.3662
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(3) 662.3291 VDCLR 79.9593 662.3267 25.1041 2010 1 662.3267 ‐3.7856
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 Carbamidomethyl+C(5) 892.4346 TFVDCLR 244.5953 892.4377 22.3517 2431 2 446.7225 1.70
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 855.4472 EAAWGLAR 299.5460 855.4491 22.6277 1467 2 428.2282 0.4984
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1844.1830 42555.2237 25 31.20 None 884.4836 ANSLAQLGK 180.7207 884.4844 21.6697 946 1 884.4844 1.08
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 983.4985 FGEAVWFK 40950.8400 983.4970 18.7031 131139 2 492.2521 ‐2.3033
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 1631.8176 STPQSIWYGPDRPK 23127.7100 1631.8186 23.4961 41827 3 544.6111 0.5322
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDPEAFSELK 36638.9900 3555.7485 45.0073 26248 3 1185.9210 0.0269
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAGLSADPET 3723.8900 4016.7837 22.0822 23639 3 1339.5994 ‐3.0644
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 11774.5500 1893.9593 23.4245 20144 2 947.4833 0.0396



NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 1252.6757 NRELEVIHSR 19748.9900 1252.6741 17.0810 16928 3 418.2296 ‐1.5620
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 982.5316 ELEVIHSR 14887.9300 982.5304 17.6298 5779 2 491.7688 ‐1.9565
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 779.4087 EAVWFK 646.0338 779.4063 18.6983 4815 1 779.4063 ‐2.6176
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 650.3661 AVWFK 173.1757 650.3654 18.7041 3043 1 650.3654 ‐0.8981
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 669.3679 GPDRPK 85.8582 669.3683 22.4243 1149 1 669.3683 0.8586
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 9965.6290 28677.6266 11 45.66 None 836.4301 GEAVWFK 120.4189 836.4271 20.1089 925 2 418.7172 ‐4.5302
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 5848.2280 2104.0876 22.8934 10101 2 1052.5474 ‐1.7741
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1116.6259 TSLAPGSGVVTK 12960.1500 1116.6268 19.4931 9357 2 558.8171 0.2843
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 914.5669 ILLESAIR 13785.6100 914.5661 16.8891 5593 2 457.7867 ‐1.6982
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1840.7919 ANNMFVDYNEPQQDR 1033.3850 1840.7960 24.4559 3251 2 920.9016 2.35
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1009.5135 LSVFDAAMR 7196.7190 1009.5135 17.8124 3169 2 505.2604 ‐0.7406
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 2792.7620 2997.4274 20.5018 3163 3 999.8140 ‐0.1385
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 668.0544 1548.8195 21.9776 12688 2 774.9134 ‐5.2626
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1573.7890 MYLTASSSASSSIIR 162.4872 1573.7760 33.8253 12476 2 787.3916 ‐8.2094
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1596.7864 DTIILAGAEYGSGSSR 311.4980 1596.7528 26.8980 4142 3 532.9224 ‐21.1520
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 1130.3260 2168.0950 23.2689 2552 2 1084.5511 16.1808
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1292.6634 FYSLPALNDPR 1125.3060 1292.6567 20.5940 1540 2 646.8320 ‐5.4512
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1557.7140 SGEDADTLGLTGHER 559.3306 1557.7443 15.7597 1179 2 779.3758 19.5265
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 Carbamidomethyl+C(9) 2037.9521 EMKADWHSCLDSKVGFK 1679.4860 2037.9585 22.4383 11179 2 1019.4829 3.34
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 744.4250 PGSGVVTK 201.6254 744.4248 20.7964 7758 1 744.4248 ‐0.0502
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1381.6787 STYIHEPPYFK 245.3201 1381.6829 22.9572 3013 2 691.3451 2.60
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 920.4585 SSRDWAAK 317.3698 920.4580 22.2656 1709 1 920.4580 0.2804
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 801.4829 LLESAIR 212.5314 801.4807 16.8903 926 1 801.4807 ‐2.2607
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1248.6107 DTIILAGAEYGSG 323.6473 1248.6078 23.1625 764 2 624.8075 ‐2.6653
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1098.6153 TSLAPGSGVVTK 257.8055 1098.6168 17.5347 10465 2 549.8120 0.7324
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 638.2177 108828.8021 35 13.84 None 1274.6528 FYSLPALNDPR 359.8973 1274.6526 20.7652 773 2 637.8299 ‐0.5012
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1292.6634 FYSLPALNDPR 253.8984 1292.6611 18.3037 10411 2 646.8342 ‐1.8558
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 6465.4290 2104.0876 22.8934 10101 2 1052.5474 ‐1.2539
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 914.5669 ILLESAIR 6866.2310 914.5661 16.8891 5593 2 457.7867 ‐1.6192
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 3101.5111 ATIANMSPEYGATMGFFPVDHVTLQYLK 436.7466 3101.5053 22.0588 4566 3 1034.5066 ‐0.3764
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1009.5135 LSVFDAAMR 10532.0700 1009.5135 17.8124 3169 2 505.2604 ‐0.6264
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 3665.7290 2997.4274 20.5018 3163 3 999.8140 0.3625
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1550.7849 VVNFSFDGQPAELK 203.7272 1550.8013 19.6040 35670 2 775.9043 10.04
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 738.9631 1548.8195 21.9776 12688 2 774.9134 ‐4.9483
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 2662.3069 DIWPTTEEIAEVVQSSVLPDMFR 653.8625 2662.3192 25.6529 3466 3 888.1113 5.07
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1960.0896 NGVTATDLVLTVTQMLRK 367.5907 1960.0561 19.1811 2205 3 654.0235 ‐16.6809
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1557.7140 SGEDADTLGLTGHER 592.5082 1557.7443 15.7597 1179 2 779.3758 19.8441
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 1924.9797 LTGRSDETVAMIEAYLR 236.8722 1924.9723 21.2851 9721 2 962.9898 ‐2.8247
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 688.3988 LESAIR 5008.1800 688.3989 16.8937 2304 1 688.3989 0.8317
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 858.4866 VTQMLRK 101.2425 858.4898 18.6008 1622 2 429.7485 2.92
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 431.2440 108828.8021 35 13.84 None 801.4829 LLESAIR 152.7952 801.4807 16.8903 926 1 801.4807 ‐1.8422
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1200.6293 VVDAMGVPIDGK 6718.1710 1200.6314 24.8696 24568 2 600.8194 1.54
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1250.6375 AAELTNLFESR 18629.4600 1250.6384 30.1321 21994 2 625.8228 0.2814
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 4244.6170 2308.1551 24.3498 19245 3 770.0565 ‐0.3265
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1043.5732 TGSIVDVPAGK 35407.9500 1043.5738 20.6886 19081 2 522.2905 ‐0.0415
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1026.5942 AVDSLVPIGR 8459.7590 1026.5944 26.0899 16777 2 513.8008 ‐0.5114
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1330.7577 TTIAIDTILNQK 10822.5800 1330.7555 18.8417 15937 2 665.8814 ‐1.8813
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1704.8261 DNGMHALIIYDDLSK 3725.5590 1704.8316 31.6479 12693 3 568.9487 3.33
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1283.6994 QPQYAPLPIEK 5718.8640 1283.6994 25.0962 11106 2 642.3533 ‐0.3370
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1572.7441 NFYANFQVDEIGR 3377.4040 1572.7433 31.2682 7530 2 786.8753 ‐0.4754
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 874.4741 GGLTNERK 322.7953 874.4720 28.4273 7502 1 874.4720 ‐1.7606
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 892.4887 LELAQYR 3124.0100 892.4883 21.6781 6474 2 446.7478 ‐1.2733
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 815.4621 ELLIGDR 10712.8900 815.4609 22.0568 5342 2 408.2341 ‐2.4426
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1865.9352 AESLHAGNIELAEDLQR 1354.0610 1865.9532 25.3844 9553 2 933.4802 10.1360
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 746.3791 GGLTNER 168.2484 746.3678 35.0691 1498 1 746.3678 ‐14.9149
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 2722.3763 AMLGRVVDAMGVPIDGKGALSDHEQR 1997.0680 2722.3800 22.5582 10001 3 908.1315 2.0338
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1086.5790 IELAEDLQR 235.4722 1086.5823 27.5447 3213 2 543.7948 2.08
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 800.4261 GLTNERK 71.8496 800.4293 29.8864 2381 2 400.7183 3.0334
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 856.4887 DSLVPIGR 861.8547 856.4898 26.0886 2243 1 856.4898 1.42
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1002.4925 DAMGVPIDGK 583.9283 1002.4940 24.8680 1563 1 1002.4940 2.56
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 466.2409 QYR 54.9267 466.2406 21.3684 1344 1 466.2406 ‐1.0050
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 686.4196 LLIGDR 196.8494 686.4187 21.2880 916 1 686.4187 ‐1.1196
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2436.2070 86275.6177 22 21.88 None 1312.7471 TTIAIDTILNQK 507.3159 1312.7468 18.7839 1256 2 656.8770 ‐0.5414
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1181.5797 LADTYGSGELR 10752.0800 1181.5788 19.9170 10162 2 591.2930 ‐1.2525
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1276.5838 LQADDMDELAR 2877.8890 1276.5817 23.4843 7605 2 638.7945 ‐1.9495
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1797.9957 LTVEQNIIIPNVETSK 6070.0880 1797.9975 30.5155 6917 2 899.5024 1.96
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1278.7668 GVVLPDVPEILK 2288.1010 1278.7657 20.6773 6766 2 639.8865 ‐1.1678
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1536.9611 VTELVPLVAEILIK 7445.4380 1536.9626 24.6180 5141 2 768.9850 1.0208
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1529.8151 FGFNLLVGGFFSPK 647.9174 1529.8177 23.9517 1621 3 510.6107 1.19
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 Carbamidomethyl+C(15)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 Carbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1873.9436 MPNGKLERGSSEDLVNK 270.7701 1873.9439 25.7424 1804 2 937.4756 0.6369
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 2439.1456 LQADDMDELARLADTYGSGELR 805.1349 2439.1319 38.8744 1288 3 813.7155 ‐5.1274
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 2007.0289 EPMKLFMENGIEELAKK 717.1485 2007.0425 25.6481 1040 3 669.6857 6.57
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 661.8007 66018.3175 12 17.6 None 1758.9497 IGSDSHIGEIYKKGVR 613.9167 1758.9427 18.0098 1022 2 879.9750 ‐3.6464
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 789.3785 14421.7768 2 18.40 None 1114.6466 LITPSILSDR 9398.8730 1114.6470 17.8968 20115 2 557.8271 ‐0.1009
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 789.3785 14421.7768 2 18.40 Carbamidomethyl+C(5) 1477.7679 IQISCVVSLTDSR 360.2761 1477.7625 16.1666 5707 2 739.3849 ‐3.4300
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 2002.9465 ASGDYAIVIAHNPDSDTTR 6043.9780 2002.9501 23.5935 13515 3 668.3216 2.0178
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 1292.6957 GVVTEIIHDPGR 6110.0380 1292.6993 24.1219 12281 2 646.8533 2.41
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 1326.1330 1974.9486 25.0544 10619 3 658.9877 1.44
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 1251.7783 ATLVVGNVLPLR 14861.9900 1251.7788 19.6242 7094 2 626.3930 0.0018
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 823.3945 SLDFGER 2252.4750 823.3916 20.1714 5229 2 412.1994 ‐4.4408
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 Carbamidomethyl+C(17) 2312.1090 ELFVAAEGMYTGQFLYCGKK 2007.8050 2312.0914 27.0833 13004 3 771.3687 ‐7.1911
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 868.4635 RDAPPGQK 94.4537 868.4424 25.3545 3776 1 868.4424 ‐23.6921



NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 1118.5841 GVVTEIIHDPG 383.5330 1118.5899 22.5257 6094 2 559.7986 4.54
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 Carbamidomethyl+C(15) 2069.9824 FVAAEGMYTGQFLYCGKK 377.3185 2069.9886 25.7304 956 3 690.6677 3.41
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 850.4530 RDAPPGQK 83.7701 850.4497 25.5559 3034 1 850.4497 ‐3.2918
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1732.7500 28030.2598 22 34.11 None 1274.6852 GVVTEIIHDPGR 292.4973 1274.6804 24.2596 936 2 637.8438 ‐4.0722
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 None 2002.9465 ASGDYAIVIAHNPDSDTTR 6641.0800 2002.9501 23.5935 13515 3 668.3216 1.57
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 None 1292.6957 GVVTEIIHDPGR 5806.1340 1292.6993 24.1219 12281 2 646.8533 1.26
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 838.2667 1974.9486 25.0544 10619 3 658.9877 1.04
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 Carbamidomethyl+C(17) 2312.1090 ELFVAAEGMYTGQFLYCGKK 987.0910 2312.0914 27.0833 13004 3 771.3687 ‐7.7117
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 None 1136.6058 VTEIIHDPGR 288.6835 1136.6056 22.2277 13496 2 568.8065 ‐1.3895
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 Carbamidomethyl+C(8) 1364.6668 YTGQFLYCGKK 195.3788 1364.6630 27.5304 3529 2 682.8351 ‐3.5045
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 894.1269 28030.2598 22 34.11 Carbamidomethyl+C(15) 2069.9824 FVAAEGMYTGQFLYCGKK 155.7326 2069.9886 25.7304 956 3 690.6677 2.28
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 861.4249 28030.2598 22 34.11 None 1251.7783 ATLVVGNVLPLR 17837.4200 1251.7788 19.6242 7094 2 626.3930 0.2059
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 861.4249 28030.2598 22 34.11 None 1292.6957 GVVTEIIHDPGR 339.0061 1292.6913 16.6351 2060 2 646.8493 ‐3.4773
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 861.4249 28030.2598 22 34.11 Carbamidomethyl+C(17) 2312.1090 ELFVAAEGMYTGQFLYCGKK 206.5274 2312.1350 18.0005 1082 3 771.3832 11.50
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 861.4249 28030.2598 22 34.11 None 946.4993 GVVTEIIHD 444.4134 946.5019 16.9978 1597 2 473.7546 2.1497
NP_179566.1 profilin 1 Arabidopsis thaliana 458.7229 14380.3176 3 37.40 None 1151.5830 LGDYLIESEL 1286.5070 1151.5807 34.3124 10309 1 1151.5807 ‐0.9752
NP_179566.1 profilin 1 Arabidopsis thaliana 458.7229 14380.3176 3 37.40 None 1640.9370 FPQLKPQEIDGIKK 1163.1550 1640.9396 25.2247 6464 3 547.6514 1.03
NP_179566.1 profilin 1 Arabidopsis thaliana 458.7229 14380.3176 3 37.40 Carbamidomethyl+C(19) 2845.3284 TNQALVFGFYDEPMTGGQCNLVVER 1237.7390 2845.3282 36.0515 6129 3 949.1142 0.0279
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1389.6744 LITADDLDDAAEK 7315.5130 1389.6737 24.1330 14014 2 695.3405 ‐0.7014
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1660.8428 VPIDVFAGITDEDAAK 4913.3270 1660.8451 33.5575 13313 2 830.9262 1.21
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1687.8901 AIQDVFPNESELVVK 9556.5030 1687.8887 31.8434 12863 2 844.4480 ‐0.6451
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1532.9790 1317.6822 25.5917 4479 2 659.3447 ‐0.9911
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1217.6736 GVAASSLEEVKK 7445.7580 1217.6719 18.3226 2663 2 609.3396 ‐1.7689
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 798.4720 VVDGLAPK 292.1360 798.4725 26.7898 2421 1 798.4725 1.0789
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1230.6437 LEGTNVEQGKR 307.3204 1230.6408 29.2303 2011 2 615.8240 ‐2.7746
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1815.9851 KAIQDVFPNESELVVK 684.4710 1815.9671 25.1546 3406 2 908.4872 ‐9.5005
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1684.9415 MLGQVLVTKQTGPQGK 461.6770 1684.9262 19.1818 3146 2 842.9667 ‐8.8482
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1128.6371 QTGPQGKVVSK 422.7765 1128.6309 26.4752 2549 2 564.8191 ‐6.0318
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1247.6478 KGGTSIEDLAEK 920.7781 1247.6504 22.4701 1323 2 624.3289 1.52
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1667.9149 MLGQVLVTKQTGPQGK 339.4975 1667.9167 18.8596 5390 2 834.4620 1.18
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1026.2660 45630.7876 26 23.75 None 1111.6106 QTGPQGKVVSK 110.9632 1111.6099 29.2616 801 2 556.3086 ‐1.1622
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1089.5786 GVAASSLEEVK 2621.0660 1089.5810 21.6603 70272 2 545.2942 0.9157
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1660.8428 VPIDVFAGITDEDAAK 7631.8650 1660.8451 33.5575 13313 2 830.9262 1.1569
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1687.8901 AIQDVFPNESELVVK 7188.2280 1687.8887 31.8434 12863 2 844.4480 ‐1.0052
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1541.0550 1317.6822 25.5917 4479 2 659.3447 ‐1.5586
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1230.6437 LEGTNVEQGKR 145.4561 1230.6699 18.9236 4572 2 615.8386 20.2623
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1217.6736 GVAASSLEEVKK 88.3825 1217.6448 27.6125 4461 2 609.3260 ‐24.7191
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 798.4720 VVDGLAPK 250.4563 798.4725 26.7898 2421 1 798.4725 0.7126
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1389.6744 LITADDLDDAAEK 437.2764 1389.6627 31.0852 1631 2 695.3350 ‐9.1349
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 1946.9389 QKEVFAMRDPTQEDPR 189.2982 1946.9235 32.4418 1290 2 973.9654 ‐7.5493
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 Carbamidomethyl+C(10) 3655.8346 LYELFRKTDCTMLEINPLAETSTNQLVAADAK 818.6355 3655.8643 40.0985 856 5 731.9787 8.1098
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 727.4349 LEEVKK 93.1331 727.4355 26.8810 1925 1 727.4355 0.7082
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 915.4782 AASSLEEVK 376.3587 915.4788 21.6532 765 1 915.4788 1.0329
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 694.0056 45630.7876 26 23.75 None 780.4614 VVDGLAPK 400.7482 780.4592 29.2446 14447 1 780.4592 ‐2.8277
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1618.8660 VASPQQAQEVHVAVR 13189.9000 1618.8716 19.7716 32693 3 540.2954 3.75
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1449.7584 GPEFATIVNSVTSK 9079.8960 1449.7572 18.9270 22266 2 725.3822 ‐0.9052
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1303.6641 IDISGQNSWVGK 32976.0000 1303.6655 25.0084 19625 2 652.3364 0.7586
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 5878.9910 2776.3980 24.0440 17404 3 926.1375 0.6886
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 954.4832 FFVGGNWK 2734.9760 954.4820 17.6039 16324 2 477.7446 ‐2.0387
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 3080.1390 1228.6033 18.8175 15985 2 614.8053 ‐0.2027
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1435.7427 GGAFTGEISVEQLK 2916.5090 1435.7432 28.4818 14649 2 718.3752 0.1863
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1649.8493 IIYGGSVNGGNSAELAK 1341.3800 1649.8501 22.4042 3444 2 825.4287 0.6761
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1046.5225 LVSSSSSSHR 305.6157 1046.5261 18.6126 1202 2 523.7667 2.22
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 625.4628 2349.2170 37.5749 1654 3 783.7439 2.37
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 Carbamidomethyl+C(9) 1613.7992 EAGKTFDVCFAQLK 969.8796 1613.7927 22.7055 1498 2 807.4000 ‐3.9311
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1075.5531 ISGQNSWVGK 177.3670 1075.5557 25.5279 6159 1 1075.5557 3.90
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1100.5371 IDISGQNSWV 676.3623 1100.5333 25.2682 1361 1 1100.5333 ‐2.2279
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 3177.0310 33573.8825 29 48.25 None 1361.7284 PQQAQEVHVAVR 15304.8200 1361.7273 19.7958 853 2 681.3673 ‐1.0312
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1449.7584 GPEFATIVNSVTSK 6212.3210 1449.7572 18.9270 22266 2 725.3822 ‐0.6277
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 5191.1650 2776.3980 24.0440 17404 3 926.1375 1.1321
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 954.4832 FFVGGNWK 5763.1670 954.4820 17.6039 16324 2 477.7446 ‐1.9449
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 4729.2000 1228.6033 18.8175 15985 2 614.8053 ‐0.0072
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 1393.7330 1821.9446 22.5961 10753 2 911.4759 2.46
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1762.9269 MAATSLTAPPSFSGLRR 246.2895 1762.8884 20.2058 13923 2 881.9478 ‐21.1166
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1618.8660 VASPQQAQEVHVAVR 189.9675 1618.9024 19.0953 10835 2 809.9548 22.9499
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 3180.6059 IIYGGSVNGGNSAELAKEEDIDGFLVGGASLK 263.5097 3180.5448 20.5934 4423 3 1060.8531 ‐17.6367
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1435.7427 GGAFTGEISVEQLK 489.3975 1435.7350 25.5799 1525 1 1435.7350 ‐3.1897
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 2188.1907 MAATSLTAPPSFSGLRRISPK 163.7971 2188.1698 20.6381 8492 2 1094.5885 ‐8.0981
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 523.2231 2349.1915 23.9507 922 2 1175.0994 ‐6.9332
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1471.8016 TSLTAPPSFSGLRR 99.1858 1471.7951 20.2011 4553 2 736.4012 ‐4.1781
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1343.7179 PQQAQEVHVAVR 233.0038 1343.7121 18.3006 3184 2 672.3597 ‐4.3183
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 2246.1187 NSAELAKEEDIDGFLVGGASLK 500.2095 2246.1115 23.1163 1532 2 1123.5594 ‐1.6324
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1186.7310 33573.8825 29 48.25 None 1556.7744 AFADAVPSWDNIVVA 365.5281 1556.7761 25.6005 1000 1 1556.7761 3.61
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 None 1605.7490 LQDSEESIEKPTTE 1448.7970 1605.7485 18.9693 4854 2 803.3779 ‐0.2050
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 None 2235.1979 ADVVIPVATVSGVHATINTNEK 2692.7430 2235.1950 29.1477 2475 3 745.7365 ‐0.9350
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 None 1547.6932 ASLDENQSPTSGGER 1852.0690 1547.7027 27.4666 5341 3 516.5724 5.84
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 Carbamidomethyl+C(8) 1206.6147 EITISQLCSR 683.3339 1206.6079 22.8545 2114 1 1206.6079 ‐4.1842
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 Carbamidomethyl+C(11) 2904.4633 NNLNGAVSVNCLRENEQISNISFIAK 853.9255 2904.5063 22.2149 1170 3 968.8403 15.6323
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 652.3442 22846.6848 6 36.84 Carbamidomethyl+C(8) 945.4710 EITISQLC 116.4220 945.4733 22.6786 1960 1 945.4733 3.60
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1308.4880 1850.9302 20.2373 9572 2 925.9687 ‐0.3906
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1271.6266 GLTFDSGGYNIK 1010.6130 1271.6277 26.6336 9395 2 636.3175 0.5047
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1318.6233 TIEVNNTDAEGR 5331.6100 1318.6280 16.4010 8275 2 659.8176 3.45
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1163.5473 SGVADMVNTGGR 8667.4020 1163.5464 20.6181 5203 2 582.2768 ‐1.3274
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1505.7846 AVDIIGFGTGAEVEK 955.7453 1505.7828 26.8929 2224 2 753.3951 ‐1.1879



NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 2150.1703 ELINSPANVLTPAVLAEEAAK 5666.2730 2150.1676 35.9850 10786 2 1075.5875 ‐0.3890
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1556.8894 GDILVVGVTEKDLAK 860.8650 1556.8957 21.3271 3851 2 778.9515 4.0702
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 None 1861.9225 MAHTLGLTQPNSTEPHK 429.9492 1861.9538 20.8516 3730 2 931.4805 17.2662
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 716.2798 54794.5679 9 22.12 Carbamidomethyl+C(17) 2445.1789 GLTFDSGGYNIKTGPGCSIELMK 841.6521 2445.1743 24.8914 1045 2 1223.0908 ‐0.6268
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 1708.9421 IAWEEPFGPVVPVLR 6353.8080 1708.9428 22.2054 5610 2 854.9750 0.6705
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 18908.0400 1555.7048 24.9478 4577 2 778.3561 ‐0.5236
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 1367.6590 FLLSDSFPGNDR 4919.3120 1367.6606 18.6396 4446 2 684.3339 0.9264
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 1659.8874 VVLVMESVADELVEK 1625.2750 1659.8911 36.8507 3786 2 830.4492 2.50
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 1821.9011 DSGIGSQGVTNSINLMTK 420.5439 1821.8967 24.1435 1591 2 911.4520 ‐1.9868
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 Carbamidomethyl+C(16) 3111.4762 GSEIGDFLTMHPAVNCISFTGGDTGISISK 599.1862 3111.5065 23.7238 1147 3 1037.8403 10.21
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 958.4377 GGFSYSGQR 185.2628 958.4494 20.7909 760 2 479.7283 11.72
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 905.4839 SAQKSWAK 169.6539 905.4766 23.4153 4127 1 905.4766 ‐7.3540
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 16 17.34 None 688.3413 SAQKSW 126.7842 688.3438 21.2425 1616 1 688.3438 3.78
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 1708.9421 IAWEEPFGPVVPVLR 4647.2340 1708.9428 22.2054 5610 2 854.9750 1.0441
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 1367.6590 FLLSDSFPGNDR 5012.7040 1367.6606 18.6396 4446 2 684.3339 1.1735
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 1821.9011 DSGIGSQGVTNSINLMTK 570.2411 1821.9224 23.1647 95133 2 911.4648 12.71
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVMDAK 1518.4820 3319.6545 24.2251 3297 3 1107.2230 10.06
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 1682.8636 AGTGLFAEILDGEVYK 214.0083 1682.8931 18.1970 3240 3 561.6359 17.6879
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 702.3855 INLMTK 129.9235 702.3844 20.6100 2578 1 702.3844 ‐0.8877
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 387.3808 53744.7642 16 17.34 None 1523.7588 LTVGPPEENSDITAV 252.6643 1523.7569 21.9901 1274 2 762.3821 ‐0.9121
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 3533.5640 11031.2792 7 45.00 None 1646.7756 NEEDVSPSLEGLTEK 17271.9600 1646.7763 25.7532 11977 2 823.8918 0.6094
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 3533.5640 11031.2792 7 45.00 None 1573.6628 SFYGSGGDYSMFAGK 5257.0900 1573.6640 28.6724 9276 2 787.3356 0.8372
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 3533.5640 11031.2792 7 45.00 None 1362.6536 EINTLNDWETK 1401.8810 1362.6554 23.3646 3115 2 681.8313 1.1323
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 3533.5640 11031.2792 7 45.00 None 1837.8967 EINTLNDWETKFEAK 1008.9170 1837.8991 30.1040 9208 3 613.3046 1.79
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 1015.9360 11031.2792 7 45.00 None 1573.6628 SFYGSGGDYSMFAGK 6772.9040 1573.6640 28.6724 9276 2 787.3356 0.4131
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 1015.9360 11031.2792 7 45.00 None 1837.8967 EINTLNDWETKFEAK 845.0316 1837.8991 30.1040 9208 3 613.3046 1.0231
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 1015.9360 11031.2792 7 45.00 None 1820.8701 EINTLNDWETKFEAK 121.0234 1820.8752 28.4881 793 3 607.6299 2.89
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1809.9130 VFDKDQNGFISAAELR 33642.3000 1809.9137 28.1147 34750 3 603.9761 0.4400
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 14103.9600 1903.8756 28.5437 22354 3 635.2967 0.8460
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1568.7075 DTDSEEELKEAFR 8064.8330 1568.7047 24.7781 15713 3 523.5731 ‐1.8431
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1927.8556 EADVDGDGQINYEEFVK 14761.8400 1927.8572 28.7215 15547 2 964.4323 1.48
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1827.8429 MKDTDSEEELKEAFR 4067.6950 1827.8433 23.5786 12243 3 609.9526 0.2669
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1509.7067 ADQLTDDQISEFK 1139.5480 1509.7106 27.3530 11595 2 755.3589 2.90
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGTIDFPEFLNL 1099.4790 4064.8752 25.5381 7790 3 1355.6299 ‐0.8111
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 751.3985 QISEFK 246.3767 751.3984 29.6556 2840 1 751.3984 0.2863
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1205.6273 QNGFISAAELR 474.1959 1205.6301 29.2753 2463 2 603.3187 1.46
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1352.6329 DSEEELKEAFR 8215.5750 1352.6354 24.7753 1688 2 676.8213 1.10
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 928.4411 NYEEFVK 168.2259 928.4408 29.8852 1496 1 928.4408 0.5163
NP_180271.1 calmodulin 5 Arabidopsis thaliana 8391.6010 16876.7423 12 77.18 None 1237.6059 SEEELKEAFR 289.0740 1237.6061 24.5272 751 2 619.3067 ‐0.2460
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 6050.6480 11451.8423 8 40.87 None 1213.6899 GKDLAELIAAGR 28133.3400 1213.6907 27.0616 11998 2 607.3490 0.2383
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 6050.6480 11451.8423 8 40.87 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAESK 2682.1470 2598.2817 22.2684 11099 3 866.7654 3.0240
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 6050.6480 11451.8423 8 40.87 None 1028.5735 DLAELIAAGR 17993.6800 1028.5747 30.9642 10318 2 514.7910 0.5252
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 6050.6480 11451.8423 8 40.87 None 2855.4130 EKLASVPSGGGGGVAVASATSGGGGGGGAPAA 2992.1700 2855.4137 21.8976 887 3 952.4761 1.0444
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 4209.5880 11451.8423 8 40.87 None 1213.6899 GKDLAELIAAGR 18679.2600 1213.6907 27.0616 11998 2 607.3490 ‐0.3875
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 4209.5880 11451.8423 8 40.87 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAESK 2184.3830 2598.2817 22.2684 11099 3 866.7654 2.13
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 4209.5880 11451.8423 8 40.87 None 1028.5735 DLAELIAAGR 12695.9900 1028.5747 30.9642 10318 2 514.7910 ‐0.2043
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 4209.5880 11451.8423 8 40.87 None 2855.4130 EKLASVPSGGGGGVAVASATSGGGGGGGAPAA 1813.1640 2855.4137 21.8976 887 3 952.4761 0.3681
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1204.6208 NVVLDEFGSPK 9195.2380 1204.6225 26.8460 33066 2 602.8149 0.9250
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1479.7478 GYISPQFVTNPEK 15414.4500 1479.7483 26.2682 31592 2 740.3778 0.2716
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 106173.6000 2247.1122 40.8291 30892 2 1124.0597 ‐1.2962
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1753.9265 AIELPNAMENAGAALIR 28540.3100 1753.9265 20.3509 30242 2 877.4669 0.3149
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1290.6172 VGAATETELEDR 23735.7600 1290.6164 18.5483 29878 2 645.8118 ‐0.9601
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1062.5578 LLAEFENAR 10263.8800 1062.5583 24.3276 28188 2 531.7828 ‐0.1457
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1561.6904 ELFETDSVYDSEK 33393.7600 1561.6884 25.8220 26725 2 781.3478 ‐1.2251
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1904.9560 DSTTLIADAASKDELQAR 14818.6900 1904.9547 26.0298 25831 3 635.6564 ‐0.5365
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1650.7929 TNDSAGDGTTTASILAR 65332.3700 1650.7931 22.1479 24742 2 825.9002 0.3072
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1043.5844 VVNDGVTIAR 36349.5400 1043.5845 18.9918 22536 2 522.2959 ‐0.5786
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1097.5660 APAAAAPEGLMV 16585.7100 1097.5664 28.8361 18326 2 549.2868 ‐0.1700
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 28951.3300 1271.6784 17.2915 17829 2 636.3429 0.2570
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1257.7049 TVQGLIEELQK 12766.4600 1257.7061 31.5944 17381 2 629.3567 0.6201
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2250.2955 APLLIIAEDVTGEALATLVVNK 3597.4850 2250.2955 25.7665 11935 2 1125.6514 0.9626
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 6065.1830 2916.6195 23.3143 11286 3 972.8780 0.9004
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1466.9192 ITAIKDIIPILEK 2214.6250 1466.9181 20.1682 8945 3 489.6442 ‐0.9390
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 940.5714 DIIPILEK 6930.2680 940.5708 30.6943 7915 2 470.7891 ‐1.3509
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1579.8802 HGLLSVTSGANPVSLK 343.5027 1579.8660 23.7265 1182 3 527.2935 ‐9.0761
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2433.2831 VTISKDSTTLIADAASKDELQAR 371.6581 2433.2629 20.1284 961 3 811.7591 ‐7.8132
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 399.5814 1580.7375 16.5660 838 2 790.8724 ‐20.3218
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2746.3564 DDIRAVASISAGNDDLIGSMIADAIDK 2055.6820 2746.3524 50.5909 1774 3 916.1223 ‐0.7313
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1259.6630 ISPQFVTNPEK 292.1348 1259.6637 27.2186 7345 2 630.3355 0.1791
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 849.4465 APAAAAPEGL 1566.8830 849.4453 28.8476 3081 1 849.4453 ‐0.8309
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1090.5779 VVLDEFGSPK 281.0702 1090.5772 26.9428 2853 2 545.7922 ‐1.2110
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 892.4411 LDEFGSPK 1764.0410 892.4428 26.8537 2100 1 892.4428 2.17
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1435.7023 DSAGDGTTTASILAR 279.7147 1435.7083 20.2852 1372 3 479.2409 3.86
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 599.3763 PILEK 273.4986 599.3766 30.6982 1280 1 599.3766 0.4582
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1063.4902 ATETELEDR 262.6865 1063.4921 20.0935 1269 2 532.2497 1.1574
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 914.5054 ENAGAALIR 240.9218 914.5042 20.6474 1237 2 457.7557 ‐2.1664
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 Carbamidomethyl+C(1) 972.5295 CVGLTLGPR 383.8635 972.5295 18.2304 965 2 486.7684 ‐0.7886
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1066.4728 ELFETDSVY 151.8558 1066.4729 25.7036 929 1 1066.4729 1.69
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1387.7176 IADAASKDELQAR 778.5891 1387.7182 25.9832 815 2 694.3628 0.2893
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 828.5189 STVIPAIK 145.8745 828.5218 21.7535 787 1 828.5218 4.0100
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 1057.5888 QGLIEELQK 250.0737 1057.5909 31.5982 759 1 1057.5909 3.0731
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 11661.3700 62243.1879 70 48.46 None 2729.3298 DDIRAVASISAGNDDLIGSMIADAIDK 437.6280 2729.3383 48.5304 2542 3 910.4509 3.30
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1204.6208 NVVLDEFGSPK 11951.0000 1204.6225 26.8460 33066 2 602.8149 0.2941
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1479.7478 GYISPQFVTNPEK 22515.4800 1479.7483 26.2682 31592 2 740.3778 ‐0.2051



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 56528.3600 2247.1122 40.8291 30892 2 1124.0597 ‐1.3430
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1062.5578 LLAEFENAR 7383.2040 1062.5583 24.3276 28188 2 531.7828 ‐0.8562
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1043.5844 VVNDGVTIAR 27881.9900 1043.5845 18.9918 22536 2 522.2959 ‐1.2997
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1097.5660 APAAAAPEGLMV 20505.0400 1097.5664 28.8361 18326 2 549.2868 ‐0.8609
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1257.7049 TVQGLIEELQK 10387.2300 1257.7061 31.5944 17381 2 629.3567 0.0190
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 940.5714 DIIPILEK 5988.0570 940.5708 30.6943 7915 2 470.7891 ‐2.1297
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 843.4934 LGADIVQK 1205.2860 843.4951 22.6080 2305 1 843.4951 2.1516
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1385.7999 TVQGLIEELQKK 129.9939 1385.7837 29.1688 3507 2 693.3955 ‐12.3743
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1904.9560 DSTTLIADAASKDELQAR 286.7923 1904.9095 28.1780 2380 3 635.6414 ‐24.6561
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1650.7929 TNDSAGDGTTTASILAR 368.1511 1650.7860 40.5008 1689 1 1650.7860 ‐1.8363
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1579.8802 HGLLSVTSGANPVSLK 677.1974 1579.8660 23.7265 1182 3 527.2935 ‐9.3869
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 2746.3564 DDIRAVASISAGNDDLIGSMIADAIDK 626.6307 2746.3542 50.6184 904 3 916.1229 ‐0.7302
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 836.3897 AEFENAR 2770.0060 836.3908 24.3390 4915 1 836.3908 1.44
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1259.6630 ISPQFVTNPEK 370.7698 1259.6630 26.9955 4496 2 630.3351 ‐0.9857
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1146.5790 SPQFVTNPEK 209.9609 1146.5784 26.4338 4130 2 573.7929 ‐1.6365
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 849.4465 APAAAAPEGL 1850.4290 849.4453 28.8476 3081 1 849.4453 ‐1.1829
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1090.5779 VVLDEFGSPK 316.4573 1090.5772 26.9428 2853 2 545.7922 ‐1.9058
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 730.4094 GADIVQK 115.7051 730.4102 24.7431 2372 1 730.4102 1.0329
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 845.4476 NDGVTIAR 285.7527 845.4498 18.3741 1637 1 845.4498 2.93
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 787.4019 AAPEGLMV 540.5153 787.4011 30.4092 1529 1 787.4011 ‐0.8906
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 599.3763 PILEK 130.7493 599.3766 30.6982 1280 1 599.3766 0.0364
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1020.5030 GSMIADAIDK 3449.3650 1020.5021 40.8307 1055 1 1020.5021 ‐0.1997
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1057.5888 QGLIEELQK 170.1567 1057.5909 31.5982 759 1 1057.5909 2.92
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4285.4370 62243.1879 70 48.46 None 1462.7213 GYISPQFVTNPEK 263.9256 1462.7280 26.4991 2485 2 731.8677 4.0632
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 1753.9265 AIELPNAMENAGAALIR 31389.8400 1753.9265 20.3509 30242 2 877.4669 0.7053
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 31024.5400 1271.6784 17.2915 17829 2 636.3429 0.4685
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 2250.2955 APLLIIAEDVTGEALATLVVNK 5759.3070 2250.2955 25.7665 11935 2 1125.6514 1.71
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 3408.7840 2916.6195 23.3143 11286 3 972.8780 1.03
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 1466.9192 ITAIKDIIPILEK 2437.5540 1466.9181 20.1682 8945 3 489.6442 ‐0.8360
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 843.4934 LGADIVQK 108.6399 843.5070 18.3526 5018 2 422.2571 15.1954
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 204.2889 1580.7978 22.5309 3874 2 790.9026 18.1940
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 1204.6208 NVVLDEFGSPK 216.6379 1204.6371 19.0950 1986 2 602.8222 13.2842
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2028.2320 62243.1879 70 48.46 None 1062.5578 LLAEFENAR 1716.1370 1062.5569 16.0976 753 2 531.7821 ‐1.3952
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1118.6092 IPVLVDGDYK 9107.6810 1118.6069 25.9327 24252 2 559.8071 ‐2.6472
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1577.8421 LAEVLDVYEAQLSK 18113.9800 1577.8422 32.0513 14851 2 789.4247 0.1358
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1390.7365 QPEYLAIQPFGK 1506.6320 1390.7363 30.6437 7940 2 695.8718 ‐0.3733
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 690.3876 3149.6112 25.5531 7845 3 1050.5419 ‐1.6108
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 858.5295 AVVTLVEK 2953.7740 858.5285 21.0628 4261 2 429.7679 ‐2.0679
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1438.7246 GVSFETVNVDLMK 850.8358 1438.7293 23.2958 1159 2 719.8683 3.1538
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1860.9603 GEQRQPEYLAIQPFGK 1123.8350 1860.9619 17.0438 988 3 620.9921 0.9475
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1493.7383 GEQRQPEYLAIQP 292.7636 1493.7331 16.4811 2298 3 498.5825 ‐3.6579
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 688.4240 VTLVEK 1777.9980 688.4243 21.0640 1354 1 688.4243 0.7114
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1698.8122 NEYLAGDFVSLADLAH 227.3061 1698.8199 24.6794 958 3 566.9448 4.38
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1941.6950 24230.0320 19 41.86 None 1559.8316 LAEVLDVYEAQLSK 1328.0130 1559.8308 32.8459 777 2 780.4191 ‐0.4104
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1118.6092 IPVLVDGDYK 13311.3100 1118.6069 25.9327 24252 2 559.8071 ‐3.3263
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1577.8421 LAEVLDVYEAQLSK 14618.3000 1577.8422 32.0513 14851 2 789.4247 ‐0.2859
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1390.7365 QPEYLAIQPFGK 1986.2960 1390.7363 30.6437 7940 2 695.8718 ‐0.8999
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 858.5295 AVVTLVEK 4508.5730 858.5285 21.0628 4261 2 429.7679 ‐2.8927
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1028.4948 HVSAWWDK 284.9797 1028.4903 17.2430 1551 2 514.7488 ‐5.8227
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1927.9926 HVSAWWDKISSRAAWK 417.1900 1927.9837 29.2051 1637 3 643.3327 ‐4.8779
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 688.4240 VTLVEK 3306.9600 688.4243 21.0640 1354 1 688.4243 0.3145
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1860.2480 24230.0320 19 41.86 None 1559.8316 LAEVLDVYEAQLSK 793.1947 1559.8308 32.8459 777 2 780.4191 ‐0.8423
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 1350.7488 APGGAPANVAIAVSR 1487.0470 1350.7511 23.2099 5316 2 675.8792 1.01
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 2713.3832 EAGALLSYDPNLREPLWPSKEEAK 636.6277 2713.3869 31.7878 4192 4 679.1022 0.8848
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 1578.7143 NGVDDQGINFDTGAR 2641.4930 1578.7138 23.5751 3264 2 789.8605 ‐0.2398
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 1643.8210 LGDDEFGHMLAGILR 640.2750 1643.8183 26.1817 1256 2 822.4128 ‐1.4835
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 1418.7274 EAGALLSYDPNLR 2737.4370 1418.7279 25.0188 1893 2 709.8676 0.2026
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 3646.8136 TFKGAVDPFHVNAVDTTGAGDSFVGALLNQIVD 467.4681 3646.8418 23.1450 4355 3 1216.2854 9.0638
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 376.6091 35446.4952 7 21.23 None 2695.3726 EAGALLSYDPNLREPLWPSKEEAK 530.3272 2695.3651 31.3352 1956 3 899.1266 ‐2.0915
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 1250.3050 2323.2226 21.6216 12766 3 775.0791 ‐0.6848
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 2756.0060 2336.3081 22.1119 5741 2 1168.6577 2.18
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 8894.3430 2334.1335 18.3828 5410 3 778.7160 0.6593
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 1487.7740 DTYPDDLLAPVLR 8523.5630 1487.7753 35.3639 4852 2 744.3913 0.7759
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 1934.0018 GNFKDTYPDDLLAPVLR 3665.4460 1933.9972 33.7852 4298 3 645.3373 ‐2.2202
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 1615.8438 TSLYGDDVVIVAAHR 660.0510 1615.8442 26.9353 3221 3 539.2863 0.1614
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSVNPAVK 1917.0340 3183.5050 22.9885 1840 3 1061.8399 ‐1.3396
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 2464.2460 KDGTTTAGNSSQVSDGAGAVLLMKR 1260.0540 2464.2480 20.4906 8896 3 822.0875 1.23
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 2058.0111 FGVSRQEQDQAAVDSHRK 598.8713 2058.0130 31.9333 3093 3 686.6758 1.1312
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 Carbamidomethyl+C(21) 3059.5700 INVNGGAMAIGHPLGATGARCVATLLHEMK 303.3090 3059.6005 30.9108 1689 4 765.6556 9.46
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 None 883.4744 AAVDSHRK 103.5385 883.4766 32.8622 1280 2 442.2419 1.76
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1140.4460 49091.9856 23 37.88 Carbamidomethyl+C(7) 1943.8990 FAQAQNCLLPMGVTSENV 672.9907 1943.8937 18.0232 1270 2 972.4505 ‐2.1576
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 447.2120 49091.9856 23 37.88 None 1487.7740 DTYPDDLLAPVLR 9203.1630 1487.7753 35.3639 4852 2 744.3913 0.3037
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 447.2120 49091.9856 23 37.88 None 1934.0018 GNFKDTYPDDLLAPVLR 5115.9310 1933.9972 33.7852 4298 3 645.3373 ‐2.6325
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 1009.1540 2323.2226 21.6216 12766 3 775.0791 ‐0.3592
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 2562.3690 2336.3081 22.1119 5741 2 1168.6577 3.1782
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 3895.6300 2334.1335 18.3828 5410 3 778.7160 0.9878
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 1876.9810 INVNGGAMAIGHPLGATGAR 1561.8440 1876.9789 16.4636 3919 3 626.3312 ‐0.7995
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSVNPAVK 1954.8110 3183.5050 22.9885 1840 3 1061.8399 ‐0.7902
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 1629.8094 MAAFYAGFPETVAVR 1261.5480 1629.8188 19.8628 8598 2 815.4130 6.05
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 1578.8010 TNLNPSEVGDIVVGTV 579.5247 1578.8002 20.2452 49956 2 789.9037 ‐0.1111
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 None 1400.7243 TFAAVGVDPAIMGIG 540.7185 1400.7262 23.0537 1611 2 700.8668 1.82
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 605.7083 49091.9856 23 37.88 Carbamidomethyl+C(7) 1943.8990 FAQAQNCLLPMGVTSENV 659.6211 1943.8937 18.0232 1270 2 972.4505 ‐1.6968
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 729.0674 32702.2169 9 16.83 None 1443.7876 IVLEMAGVENALGK 3930.8720 1443.7879 19.3457 9340 2 722.3976 0.0993
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 729.0674 32702.2169 9 16.83 None 1809.0164 VMLRPASPGTGVIAGGAVR 5354.1390 1809.0186 16.1161 7939 3 603.6777 1.25



NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 729.0674 32702.2169 9 16.83 None 1102.5601 GIPMEELWK 5349.2460 1102.5614 32.1434 5691 2 551.7843 0.5626
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 729.0674 32702.2169 9 16.83 None 1029.5761 NIVQVPMTK 1778.1540 1029.5767 23.4363 4866 2 515.2920 ‐0.1036
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 729.0674 32702.2169 9 16.83 Carbamidomethyl+C(8) 2013.0910 QGNVGVGCAKAKEVVAAVQK 552.5981 2013.0938 23.9510 1734 3 671.7028 1.44
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 664.5010 32702.2169 9 16.83 None 1443.7876 IVLEMAGVENALGK 4893.3550 1443.7879 19.3457 9340 2 722.3976 0.3746
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 664.5010 32702.2169 9 16.83 None 1809.0164 VMLRPASPGTGVIAGGAVR 6991.4120 1809.0186 16.1161 7939 3 603.6777 1.45
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 664.5010 32702.2169 9 16.83 None 1425.7770 IVLEMAGVENALGK 347.3350 1425.7733 19.6365 2023 2 713.3903 ‐2.4445
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 664.5010 32702.2169 9 16.83 None 1426.7610 IVLEMAGVENALGK 288.0487 1426.7632 21.4807 1230 2 713.8852 1.98
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 1443.7326 IEDVTPIPTDSTR 54312.5200 1443.7327 22.7880 17119 2 722.3700 ‐0.0119
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 5682.7420 2265.0597 28.8209 12780 3 755.6914 1.57
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 1054.5640 TPGPGAQSALR 7367.6180 1054.5633 16.6042 11145 2 527.7853 ‐1.2940
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 1141.6575 VDVVTLGPSVR 6878.7560 1141.6592 25.5096 7703 2 571.3333 0.9689
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 2524.5570 2492.2237 27.6138 5403 4 623.8114 0.8408
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 1495.8479 EPKVDVVTLGPSVR 784.7576 1495.8522 18.9676 2426 2 748.4298 2.50
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 987.5105 TPIPTDSTR 1000.5130 987.5114 23.8516 5058 1 987.5114 1.34
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 645.3678 AQSALR 68.9655 645.3653 18.5322 2848 1 645.3653 ‐3.8389
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 6547.4020 16313.8401 9 40.67 None 1891.8491 ADRDESSPYAAMLAAQDV 464.2672 1891.8405 26.4765 2696 2 946.4239 ‐4.0363
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 34126.8000 2329.2015 21.2371 61057 3 777.0720 ‐0.3858
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 56706.5200 3135.6001 36.9941 43787 3 1045.8715 0.0234
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1045.5459 NLNAMNQLK 4315.4210 1045.5459 21.3688 28777 2 523.2766 ‐0.6209
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1332.7005 GILAADESTGTIGK 27251.5300 1332.7005 23.0673 27282 2 666.8539 ‐0.2504
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1488.8016 GILAADESTGTIGKR 31215.3600 1488.8012 21.3565 23038 3 496.9386 ‐0.4863
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1320.7270 VAPEVIAEHTVR 1450.5120 1320.7258 21.5682 4673 3 440.9134 ‐1.2202
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1210.6426 LGEGAAESLHVK 1876.0280 1210.6430 20.0878 3164 2 605.8251 ‐0.1535
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1988.0083 GDAKLGEGAAESLHVKDYK 1116.5560 1988.0254 23.7684 2532 2 994.5163 9.30
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1063.5378 DESTGTIGKR 273.2426 1063.5416 22.6890 4013 2 532.2744 2.66
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1129.5735 GILAADESTGTI 278.7018 1129.5710 21.4271 1498 2 565.2891 ‐2.8254
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1678.8646 VEPEILVDGSHDIQK 422.9023 1678.8615 38.4903 985 2 839.9344 ‐1.6446
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 9221.2510 38729.0214 23 29.61 None 1134.5749 ADESTGTIGKR 487.8614 1134.5716 20.3254 827 2 567.7894 ‐3.4622
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 36539.6300 3135.6001 36.9941 43787 3 1045.8715 ‐0.7333
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1045.5459 NLNAMNQLK 2247.6560 1045.5459 21.3688 28777 2 523.2766 ‐1.3409
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1332.7005 GILAADESTGTIGK 14579.0500 1332.7005 23.0673 27282 2 666.8539 ‐0.8095
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1488.8016 GILAADESTGTIGKR 12160.6200 1488.8012 21.3565 23038 3 496.9386 ‐0.7710
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1210.6426 LGEGAAESLHVK 1943.1590 1210.6430 20.0878 3164 2 605.8251 ‐0.7810
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 841.5142 SAGVLPGIK 270.9432 841.5154 25.3058 1995 1 841.5154 1.75
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1320.7270 VAPEVIAEHTVR 2093.7720 1320.7258 21.5682 4673 3 440.9134 ‐1.4567
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1579.7962 EPEILVDGSHDIQK 199.5500 1579.7957 34.5228 5105 2 790.4015 ‐0.6675
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 1205.6121 AADESTGTIGKR 426.9251 1205.6150 22.3065 2919 2 603.3112 1.37
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 Carbamidomethyl+C(5) 735.3495 YAVICQ 288.2133 735.3492 39.4340 1857 1 735.3492 ‐0.4057
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4136.1350 38729.0214 23 29.61 None 783.4359 AESLHVK 1043.1630 783.4351 19.5702 1327 1 783.4351 ‐1.0391
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 2005.0600 VTAAVPSGASTGIYEALELR 37360.0500 2005.0593 33.9814 43256 2 1003.0333 0.2875
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1573.8432 VNQIGSVTESIEAVK 33983.8000 1573.8426 28.1413 42348 2 787.4249 ‐0.3128
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 28363.7800 3000.3572 38.8928 37385 3 1000.7906 0.8284
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 2004.1025 IVLPVPAFNVINGGSHAGNK 6650.3420 2004.0993 20.2764 34659 3 668.7046 ‐1.4051
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1852.9700 LAMQEFMILPVGAASFK 5522.6930 1852.9686 22.9128 29725 2 926.9879 ‐0.2818
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1174.6830 AGAVVSGIPLYK 12826.2500 1174.6831 17.3433 19783 2 587.8452 ‐0.4312
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 2335.2480 3220.4037 38.1666 18625 3 1074.1394 ‐0.8646
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 7743.5410 2324.0426 24.5829 15963 3 775.3524 0.4528
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1896.9338 IEEELGSEAIYAGVNFR 3403.9490 1896.9375 32.1185 14961 2 948.9724 2.65
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 9554.8220 2420.1663 32.4558 11092 2 1210.5868 0.3745
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 3106.4964 YGQDATNVGDEGGFAPNIQENKEGLELLK 537.3873 3106.4903 31.3791 10865 3 1036.1683 ‐0.9948
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 1591.9370 2252.1212 23.1313 10100 2 1126.5642 ‐2.5843
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1212.6194 MGVEVYHHLK 1877.5460 1212.6179 19.2367 5860 3 404.8775 ‐1.6241
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 801.4716 EGLELLK 3848.9450 801.4723 26.0185 5061 2 401.2398 ‐0.1456
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1101.5258 AGWGVMTSHR 1582.7840 1101.5251 20.7361 2328 2 551.2662 ‐1.2219
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 900.4462 TYDLNFK 1200.3800 900.4600 17.3488 2289 2 450.7336 14.5135
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 842.4367 PNIQENK 137.6308 842.4394 23.6318 2195 1 842.4394 3.65
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 876.5189 VSGIPLYK 664.4049 876.5194 17.3542 1406 1 876.5194 1.70
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 876.4673 TESIEAVK 2251.3510 876.4666 28.8837 1400 1 876.4666 ‐0.1840
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6686.7090 48004.5112 47 56.98 None 1170.6365 VGDDLLVTNPK 161.0143 1170.6417 30.2591 1083 2 585.8245 3.75
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 2005.0600 VTAAVPSGASTGIYEALELR 54172.4300 2005.0593 33.9814 43256 2 1003.0333 0.1051
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1573.8432 VNQIGSVTESIEAVK 31055.4900 1573.8426 28.1413 42348 2 787.4249 ‐0.7368
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 28228.0300 3000.3572 38.8928 37385 3 1000.7906 0.1105
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 2049.3030 3220.4037 38.1666 18625 3 1074.1394 ‐1.6455
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1174.6830 AGAVVSGIPLYK 25424.7300 1174.6838 27.4511 15027 2 587.8456 ‐0.4289
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1896.9338 IEEELGSEAIYAGVNFR 2025.7340 1896.9375 32.1185 14961 2 948.9724 2.35
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 Carbamidomethyl+C(2) 918.5077 SCNALLLK 6136.9470 918.5077 22.2220 11593 2 459.7575 ‐1.7110
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 8351.5120 2420.1663 32.4558 11092 2 1210.5868 0.4247
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 3106.4964 YGQDATNVGDEGGFAPNIQENKEGLELLK 593.5592 3106.4903 31.3791 10865 3 1036.1683 ‐1.7431
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1212.6194 MGVEVYHHLK 4067.7170 1212.6179 19.2367 5860 3 404.8775 ‐1.8296
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 801.4716 EGLELLK 2104.6680 801.4723 26.0185 5061 2 401.2398 ‐1.0024
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1101.5258 AGWGVMTSHR 2493.7300 1101.5251 20.7361 2328 2 551.2662 ‐1.9106
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1859.8732 VVIGMDVAASEFYSEDK 508.0895 1859.8790 40.8203 1522 2 930.4432 3.55
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 2357.1983 VGDEGGFAPNIQENKEGLELLK 446.7048 2357.1877 31.3492 3439 3 786.4007 ‐4.6127
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1081.5789 GVEVYHHLK 3872.3890 1081.5806 19.2239 2276 2 541.2940 0.3100
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 876.4673 TESIEAVK 1732.8710 876.4666 28.8837 1400 1 876.4666 ‐0.5285
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 1170.6365 VGDDLLVTNPK 101.7791 1170.6417 30.2591 1083 2 585.8245 3.76
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 777.4505 SGIPLYK 126.0181 777.4531 27.4549 863 1 777.4531 3.19
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6731.6970 48004.5112 47 56.98 None 876.5189 VSGIPLYK 247.6355 876.5223 27.4554 836 1 876.5223 4.1080
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 2004.1025 IVLPVPAFNVINGGSHAGNK 4097.0800 2004.0993 20.2764 34659 3 668.7046 ‐1.1624
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 1852.9700 LAMQEFMILPVGAASFK 5027.6060 1852.9684 22.9194 28885 2 926.9878 0.0426
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 1174.6830 AGAVVSGIPLYK 16613.4000 1174.6831 17.3433 19783 2 587.8452 ‐0.2557
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 6534.9590 2252.1212 23.1313 10100 2 1126.5642 ‐2.0092
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 658.1252 2420.1614 19.3555 2673 2 1210.5844 ‐1.0033
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 1573.8432 VNQIGSVTESIEAVK 403.5963 1573.8428 22.4951 2459 2 787.4250 0.1338



NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 900.4462 TYDLNFK 1157.1510 900.4600 17.3488 2289 2 450.7336 14.5873
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1214.3550 48004.5112 47 56.98 None 876.5189 VSGIPLYK 725.3508 876.5194 17.3542 1406 1 876.5194 1.21
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1453.7546 FVIGGPHGDAGLTGR 24800.4000 1453.7527 15.7753 38723 3 485.2557 ‐1.4312
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1761.8555 YLDDNTIFHLNPSGR 2759.4410 1761.8553 18.3970 14295 3 587.9566 0.0960
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1525.9200 TGTIPDKDILVLIK 1848.0950 1525.9196 19.3571 13231 3 509.3114 ‐0.2872
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1141.6113 TIFHLNPSGR 1450.3450 1141.6087 15.5765 1310 2 571.3080 ‐2.6427
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1963.9661 IIIDTYGGWGAHGGGAFSGK 1369.1170 1964.0066 21.3374 3155 3 655.3404 21.0456
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1936.8923 ETFLFTSESVNEGHPDK 215.0210 1936.9015 24.6244 1546 2 968.9544 5.89
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1207.6178 IGGPHGDAGLTGR 15440.9100 1207.6157 15.7779 5384 2 604.3115 ‐1.9782
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1277.0970 42953.7605 8 16.41 None 1094.5337 GGPHGDAGLTGR 6138.9120 1094.5337 15.7738 1366 2 547.7705 ‐0.4363
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 1155.9950 18055.8710 5 18.7 None 1343.7165 VTGGEVGAASSLAPK 8577.1460 1343.7182 21.4660 24812 2 672.3627 0.4687
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 1155.9950 18055.8710 5 18.7 None 1687.8034 HNGNISFDDVTEIAR 3594.1670 1687.8021 28.0187 8569 3 563.2722 ‐1.1574
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 1155.9950 18055.8710 5 18.7 Carbamidomethyl+C(6)
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 1155.9950 18055.8710 5 18.7 Carbamidomethyl+C(6)
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 1155.9950 18055.8710 5 18.7 None 841.4414 TVDGKDPK 139.5043 841.4413 34.3990 5109 1 841.4413 0.0663
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1989.9552 GFGFVTYDSSQEVQNAIK 12351.2900 1989.9563 31.6545 27464 2 995.4818 1.1682
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1018.4800 SLDGADLDGR 12406.5200 1018.4789 18.9039 14583 2 509.7431 ‐1.7239
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1024.4946 EQSFSADLK 6871.0620 1024.4926 20.5119 9239 2 512.7499 ‐2.5979
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 3362.6110 GFGFVTMSSVSEVEAAAQQFNGYELDGRPLR 2467.0050 3362.6055 22.9537 8517 3 1121.5400 ‐0.4961
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1581.7941 MAASASSLALSSFNPK 364.9192 1581.7913 25.7172 1429 2 791.3993 ‐1.7085
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1436.7281 FNGYELDGRPLR 453.7857 1436.7314 23.9586 9680 3 479.5820 2.0771
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 680.3614 FSADLK 178.1070 680.3623 22.8579 4778 1 680.3623 1.22
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 818.3639 DGADLDGR 2824.6880 818.3652 18.9000 2360 1 818.3652 2.1170
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1697.3830 30717.9789 13 29.7 None 1563.7836 MAASASSLALSSFNPK 793.4326 1563.7846 26.0794 3825 2 782.3959 0.7335
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1640.9990 30717.9789 13 29.7 None 1989.9552 GFGFVTYDSSQEVQNAIK 25510.6200 1989.9563 31.6545 27464 2 995.4818 0.9773
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1640.9990 30717.9789 13 29.7 None 1581.7941 MAASASSLALSSFNPK 864.1531 1581.7658 27.5884 3157 2 791.3865 ‐18.2326
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1640.9990 30717.9789 13 29.7 None 1111.5854 VSEAEARPPR 123.1188 1111.5674 22.9605 1248 2 556.2874 ‐17.4368
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1640.9990 30717.9789 13 29.7 None 1563.7836 MAASASSLALSSFNPK 1125.3450 1563.7846 26.0794 3825 2 782.3959 0.3039
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 2023.1720 23104.6172 1 7.25 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 27919.7700 1631.8319 38.8249 21671 2 816.4196 0.7286
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1556.7802 ALSTSKPDPVVEDQA 11401.7100 1556.7786 20.3285 14803 2 778.8929 ‐1.0177
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1654.8435 VLQFAGIDDVFTSSR 4795.9620 1654.8446 20.7428 13636 2 827.9260 0.8698
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1782.9385 KVLQFAGIDDVFTSSR 228.4548 1782.9302 36.0854 3738 2 891.9687 ‐4.2986
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1025.4912 GDFGRGFGGR 231.7791 1025.4858 19.0967 2969 1 1025.4858 ‐4.2163
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1391.6775 GVERGGERGDFGR 228.6649 1391.6859 32.3051 1984 2 696.3466 5.05
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 Carbamidomethyl+C(5) 2738.3283 ATFDCLQKTYGFLTPEFWKETR 874.6657 2738.3243 20.2912 1765 3 913.4463 ‐0.7436
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1339.6740 ALSTSKPDPVVED 456.8476 1339.6752 21.9487 1521 2 670.3412 0.6434
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 852.5088 31106.7657 8 18.25 None 1539.7537 ALSTSKPDPVVEDQA 167.4099 1539.7604 19.5422 5718 3 513.9250 4.81
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 12144.9100 1280.6430 18.2466 2384 2 640.8251 0.1301
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 None 1735.8497 NSVATGEVYPLDSEVR 1025.1240 1735.8419 27.1129 2002 2 868.4246 ‐4.5708
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 None 1315.6965 AASLQSANPTLSR 212.6476 1315.7165 26.8128 1764 2 658.3619 14.4098
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 None 1723.9377 LGSYALVGLPASYKER 110.4143 1723.9567 22.0277 1396 3 575.3237 10.18
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 None 1131.5681 NSVATGEVYPL 221.4536 1131.5658 25.4757 6714 2 566.2866 ‐3.1687
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 712.4178 27075.4396 11 26.29 None 1298.6699 AASLQSANPTLSR 83.2315 1298.6684 26.5678 2088 2 649.8379 ‐2.0138
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 676.6540 27075.4396 11 26.29 None 1438.7940 LGSYALVGLPASYK 2067.5190 1438.7934 18.7288 5027 2 719.9004 ‐0.2612
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 676.6540 27075.4396 11 26.29 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 6958.5060 1716.8018 18.3106 3485 2 858.9045 1.0707
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 676.6540 27075.4396 11 26.29 None 2101.1441 LKPIGDAGPVIDAGGIFAYAR 962.1855 2101.1349 20.2541 2645 3 701.0498 ‐3.8381
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 676.6540 27075.4396 11 26.29 None 1623.8489 TLASPNKPSSFATFR 623.5261 1623.8165 20.1334 1734 2 812.4119 ‐19.4759
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 676.6540 27075.4396 11 26.29 None 912.4574 PSSFATFR 252.4965 912.4593 21.8483 5084 1 912.4593 3.24
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1846.8606 IHYETTGPEIWEDTR 2826.4140 1846.8642 26.5000 9643 3 616.2929 2.0241
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1334.7467 LIAVVFPSFGER 3905.6520 1334.7460 21.0641 8942 2 667.8766 ‐0.7623
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1356.6352 IGYSMITDAEEK 8579.6860 1356.6350 25.4846 7963 2 678.8212 ‐0.3073
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1086.6306 IQGIGAGFVPK 9002.4630 1086.6302 17.0284 7637 2 543.8187 ‐0.9705
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1355.7318 YLSTQLFQSIR 2379.5780 1355.7318 19.2979 7523 2 678.3695 ‐0.1952
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 2073.1339 VIGVEPTESAILSGGKPGPHK 1295.7780 2073.1340 25.6057 6068 4 519.0390 ‐1.0804
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1345.7362 AFGAELVLTEPAK 8653.7480 1345.7346 29.8446 6048 2 673.3710 ‐1.3998
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1461.7804 LILTMPASMSLER 2711.7790 1461.7810 27.0914 1911 3 487.9318 0.2135
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1398.7264 AAAFDVSSAAFTLK 634.6082 1398.7146 17.8418 10860 2 699.8609 ‐8.6064
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 573.6024 2523.2332 43.0636 4702 2 1262.1202 ‐13.7174
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 2031.9770 IHYETTGPEIWEDTRGK 730.0355 2031.9785 21.3534 1148 4 508.7501 ‐0.4390
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1348.6963 ILTMPASMSLER 1829.1940 1348.7011 27.0590 3044 2 674.8542 3.03
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 938.4730 VFPSFGER 228.7009 938.4761 19.7965 1056 2 469.7417 2.45
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1532.8320 41941.3524 19 40.31 None 1380.7158 AAAFDVSSAAFTLK 324.3295 1380.7196 18.3243 2467 2 690.8634 2.87
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 403.4985 41941.3524 19 40.31 None 1461.7804 LILTMPASMSLER 3308.6910 1461.7753 19.9825 8290 2 731.3913 ‐3.3082
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 403.4985 41941.3524 19 40.31 None 1086.6306 IQGIGAGFVPK 10045.3900 1086.6302 17.0284 7637 2 543.8187 ‐0.8277
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 403.4985 41941.3524 19 40.31 None 1398.7264 AAAFDVSSAAFTLK 332.7955 1398.7146 17.8418 10860 2 699.8609 ‐8.3478
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 403.4985 41941.3524 19 40.31 None 1380.7158 AAAFDVSSAAFTLK 178.4974 1380.7196 18.3243 2467 2 690.8634 2.06
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 831.4822 EVITELK 14359.8000 831.4794 20.1914 13525 2 416.2434 ‐4.2660
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 Carbamidomethyl+C(16) 2478.3538 IFAVVRDFLTILDQVCKEVGR 1116.9920 2478.3582 20.2361 1566 3 826.7909 2.57
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 1764.8763 SDALQLFNASPSDGSKK 1133.8190 1764.8714 19.9410 755 3 588.9620 ‐2.7107
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 1949.8777 EVTEYFHGNSETHPFR 1311.3450 1949.8936 18.8388 9163 3 650.6361 8.66
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 1133.6717 ALLNIPFAFK 397.0957 1133.6922 22.4375 7262 2 567.3497 17.5196
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 Carbamidomethyl+C(6) 2589.2483 TTIPFCFLFVAFFFSSSTADQR 284.0429 2589.2443 37.2956 2741 3 863.7530 ‐0.9225
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 903.4530 SNGLEQQK 147.5688 903.4389 33.2142 1756 1 903.4389 ‐14.9384
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 2129.0332 QETGVERFLESMNSFLNK 825.5482 2129.0340 21.3747 21196 2 1065.0206 1.40
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 976.4694 RSSPADDTK 1851.4930 976.4768 29.5189 2775 1 976.4768 8.51
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 603.3712 ITELK 980.1581 603.3711 20.1868 2939 1 603.3711 ‐0.1627
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 425.2395 EVIT 94.3630 425.2384 19.5881 2265 1 425.2384 ‐3.0348
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 657.3467 THPFR 130.6135 657.3482 18.6320 1805 1 657.3482 2.00
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 490.2871 TELK 2203.8340 490.2867 20.1824 1486 1 490.2867 ‐1.2388
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 2111.0226 QETGVERFLESMNSFLNK 506.0179 2111.0245 20.6521 4060 3 704.3464 1.1825
NP_181908.1 formin like protein 2 Arabidopsis thaliana 215.4167 98662.4666 15 5.3 None 813.4716 EVITELK 172.5089 813.4702 20.1909 765 2 407.2387 ‐2.7569
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 9037.0670 1979.9448 25.0585 11885 3 660.6531 1.92
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1778.9575 VDVSTFEEVLVPIGFK 12648.5500 1778.9603 23.0903 10004 2 889.9838 1.80



NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 990.4931 AEYFSFVK 4933.3830 990.4934 28.5895 8867 2 495.7503 ‐0.4133
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1889.0855 ATPLIVHLVDTSSLPLGR 2333.0700 1889.0827 20.9061 7572 3 630.3658 ‐1.3295
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1519.7863 AVSVEENPHAIPTR 3791.7700 1519.7860 19.4502 5624 3 507.2668 ‐0.3748
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 Carbamidomethyl+C(1) 1705.7275 CWEEEITPWDQGR 5215.5630 1705.7283 30.8222 2515 2 853.3678 0.6975
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1647.8813 AVSVEENPHAIPTRK 837.3351 1647.8946 17.9382 8513 4 412.7291 6.01
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 3454.7417 FVVGLDISESALAKANETYGSSPKAEYFSFVK 1663.4790 3454.7437 20.8173 5059 3 1152.2527 1.05
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1428.7621 VDVSTFEEVLVPI 294.4708 1428.7560 22.5361 2773 2 714.8817 ‐4.3584
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1213.6463 FVVGLDISESAL 282.9667 1213.6512 21.1461 2678 2 607.3293 3.30
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 Carbamidomethyl+C(3) 1696.7530 PGCGGGHDVVAMASPER 929.1387 1696.7576 25.0696 1546 2 848.8824 2.51
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 1477.7758 SVEENPHAIPTRK 253.2373 1477.7722 20.0706 1378 3 493.2623 ‐2.5601
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2634.4830 25459.8123 19 50.22 None 561.3395 PIGFK 96.5102 561.3371 23.1762 1202 1 561.3371 ‐4.4447
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 9076.3020 1979.9448 25.0585 11885 3 660.6531 0.8737
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 None 990.4931 AEYFSFVK 4766.2780 990.4934 28.5895 8867 2 495.7503 ‐1.1641
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 None 1647.8813 AVSVEENPHAIPTRK 1349.7080 1647.8907 17.8778 5149 4 412.7281 4.0905
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 Carbamidomethyl+C(1) 1705.7275 CWEEEITPWDQGR 5207.5130 1705.7283 30.8222 2515 2 853.3678 0.3474
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 Carbamidomethyl+C(3) 1696.7530 PGCGGGHDVVAMASPER 997.7050 1696.7576 25.0696 1546 2 848.8824 2.99
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1355.0640 25459.8123 19 50.22 None 758.3580 PWDQGR 2463.9940 758.3589 30.8305 1091 1 758.3589 1.1347
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1345.6780 AIMQAAQEVAEGK 2581.1210 1345.6817 25.1749 7954 2 673.3445 1.53
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1249.6171 SLQNFEIGGER 794.0121 1249.6242 29.2292 2404 2 625.3157 4.01
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2463.2150 THTQDATPLTLGQEFGGYATQVK 598.6651 2463.2188 31.6119 1236 3 821.7444 1.23
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 841.4600 MPEPIVR 5258.3820 841.4621 20.7161 826 2 421.2347 0.6743
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2546.2158 SYSTSFREERDTFGPIQVPSDK 548.7977 2546.2322 36.2182 12481 2 1273.6197 7.66
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 926.4764 MSIYVASR 2152.1970 926.4653 23.2651 10953 2 463.7363 ‐13.5686
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1303.6529 DTFGPIQVPSDK 315.7053 1303.6452 27.9931 2836 2 652.3262 ‐6.7319
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1534.7608 SLQNFEIGGERER 304.2233 1534.7678 36.1975 1848 1 1534.7678 6.34
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 Carbamidomethyl+C(13) 1680.8374 LIADASASFEKNCVR 169.3421 1680.8280 31.8120 2892 2 840.9176 ‐5.7342
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 1741.9782 ERMPEPIVRAFGVLK 409.0480 1741.9666 23.8452 2763 3 581.3270 ‐6.9958
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 545.2930 VPSDK 305.9417 545.2936 28.0030 2938 1 545.2936 0.5091
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 697.3338 AIMQAAQ 186.8711 697.3319 23.0125 1343 1 697.3319 ‐2.8992
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 264.0268 53512.8464 13 12.60 None 2529.1892 SYSTSFREERDTFGPIQVPSDK 176.5041 2529.1835 34.8747 2072 3 843.7327 ‐2.2799
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 None 1885.9906 FSITTFSPAGVAITSTGTK 1322.9290 1885.9928 19.8818 12719 2 943.5000 2.0958
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 None 881.5819 VGLALALKP 10087.3400 881.5826 18.4521 4736 2 441.2949 ‐0.0230
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 Carbamidomethyl+C(2) 2237.1119 VCTDSTFLITATVDEAAPGLR 801.7418 2237.1264 22.4083 3117 3 746.3803 7.1502
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 None 728.3978 SIFSFK 128.2792 728.3815 18.0808 2080 1 728.3815 ‐21.5513
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 None 1674.9286 GDLLLGDVAFQSRRK 1461.8460 1674.9271 19.0747 3166 3 558.9805 ‐0.7872
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 483.7968 29482.4114 6 23.19 None 1163.6280 GDVAFQSRRK 234.4352 1163.6292 17.6236 11830 2 582.3182 0.7203
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 2117.0146 ALEEEIEDIGGHLNAYTSR 3159.7630 2117.0203 33.0682 10402 3 706.3450 3.0105
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 2012.0117 SSLLLHMDGTSPIAEDIGR 6055.4220 2012.0124 31.8158 6466 3 671.3423 0.5333
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 1240.6572 DTGLFGVYAVAK 3653.3720 1240.6592 19.0974 6306 2 620.8332 1.35
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 1040.6099 TILGPAQNVK 4759.2340 1040.6120 20.5890 6200 2 520.8096 1.65
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 3602.6990 2006.9133 40.4339 5847 2 1003.9603 2.68
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 2417.2010 3313.5873 34.6983 5804 4 829.1523 2.25
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 970.5680 VTTLPNGLR 3761.2070 970.5672 21.6842 3956 2 485.7872 ‐1.6276
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 1332.6906 TATVGVWIDAGSR 1165.1110 1332.6912 26.6516 1771 2 666.8493 0.1869
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 1174.6426 IDAVDASTVKR 9575.5390 1174.6423 16.8750 1499 2 587.8248 ‐0.7448
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 701.3505 YIYDK 234.3548 701.3345 27.0209 1603 1 701.3345 ‐22.5692
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 2750.4294 EDLQNYIKTHYTASRMVIAAAGAVK 686.7135 2750.4304 19.9948 906 3 917.4816 1.0667
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 804.3999 WIDAGSR 291.0684 804.4007 26.6685 2321 1 804.4007 1.89
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 826.4781 LGPAQNVK 723.8975 826.4783 20.6148 882 1 826.4783 0.6977
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 952.5574 VTTLPNGLR 148.3468 952.5611 20.3460 6819 2 476.7842 3.0539
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 1042.1200 59217.0685 29 30.89 None 1156.6321 IDAVDASTVKR 265.3676 1156.6377 17.1095 947 2 578.8225 4.62
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 930.5441 MVIAAAGAVK 1763.3990 930.5476 29.0223 28632 2 465.7774 2.1811
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2086.9690 2117.0203 33.0682 10402 3 706.3450 2.57
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 2012.0117 SSLLLHMDGTSPIAEDIGR 8559.2530 2012.0124 31.8158 6466 3 671.3423 0.0986
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 1040.6099 TILGPAQNVK 10363.0600 1040.6120 20.5890 6200 2 520.8096 0.6437
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 2235.7960 2006.9133 40.4339 5847 2 1003.9603 2.54
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 2005.1100 3313.5873 34.6983 5804 4 829.1523 2.84
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 970.5680 VTTLPNGLR 6052.1980 970.5672 21.6842 3956 2 485.7872 ‐2.3897
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 1332.6906 TATVGVWIDAGSR 1760.4240 1332.6912 26.6516 1771 2 666.8493 ‐0.3723
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 1479.7802 SITREDLQNYIK 664.5722 1479.7722 23.1325 10825 3 493.9289 ‐5.8489
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 1224.6583 HEEVVEQVKK 286.3141 1224.6373 18.9389 1193 2 612.8223 ‐18.1560
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 700.4352 IAAAGAVK 216.4527 700.4361 24.0986 2919 1 700.4361 1.1191
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 804.3999 WIDAGSR 479.0570 804.4007 26.6685 2321 1 804.4007 1.0943
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 2511.2627 QTDEVVLDHLHATAFQYTPLGR 594.1857 2511.2609 34.6825 1734 3 837.7585 ‐0.7371
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalian 956.4837 59217.0685 29 30.89 None 826.4781 LGPAQNVK 1600.7100 826.4783 20.6148 882 1 826.4783 0.3393
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1136.6020 YVDAVMTIPK 3028.6890 1136.6029 26.3346 7742 2 568.8051 0.2614
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1411.1490 1606.7459 33.3686 5746 2 803.8766 0.2030
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1786.8646 TIAVPEGFDYELYNR 2180.4140 1786.8696 32.2428 5419 2 893.9384 3.1419
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1925.9796 GIFWQEDIIPFFQSAK 2982.9570 1925.9831 24.0272 3807 2 963.4952 2.00
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(8) 1685.7874 EAVTVQQCYMELSK 4797.7540 1685.7857 26.8412 3193 2 843.3965 ‐0.7591
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1194.6041 LSPIDPYFDK 1859.5190 1194.6018 33.9293 2288 1 1194.6018 ‐0.5668
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(9) 2090.9740 YIFTIDDDCFVAKDPSGK 1592.3050 2090.9722 31.4378 2041 3 697.6622 ‐0.5928
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1122.6266 AVNALEQHIK 10356.2500 1122.6278 19.0830 1662 2 561.8175 0.5177
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(3)
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 2300.1267 LADAMVTWIEAWDELNPPTK 708.4955 2300.1412 36.3848 3587 3 767.3852 6.41
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(9) 1444.6025 YDDMWAGWCIK 1741.1530 1444.6022 20.2467 1906 2 722.8047 ‐0.2833
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 973.5387 VDAVMTIPK 178.8451 973.5368 24.8405 1095 2 487.2720 ‐2.6845
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 Carbamidomethyl+C(4) 1285.5916 VQQCYMELSK 268.8243 1285.5882 24.8113 1084 2 643.2977 ‐2.9189
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1075.3160 41142.3624 26 34.73 None 1104.6160 AVNALEQHIK 655.5385 1104.6214 18.0704 1269 2 552.8143 4.49
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 1136.6020 YVDAVMTIPK 4902.0530 1136.6029 26.3346 7742 2 568.8051 ‐0.4076
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1379.7530 1606.7459 33.3686 5746 2 803.8766 ‐0.2026
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 1786.8646 TIAVPEGFDYELYNR 2390.1270 1786.8696 32.2428 5419 2 893.9384 2.73
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(8) 1685.7874 EAVTVQQCYMELSK 2062.3550 1685.7857 26.8412 3193 2 843.3965 ‐1.1204
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 1194.6041 LSPIDPYFDK 1466.2690 1194.6018 33.9293 2288 1 1194.6018 ‐0.8224



NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(9) 2090.9740 YIFTIDDDCFVAKDPSGK 3152.8530 2090.9722 31.4378 2041 3 697.6622 ‐1.0501
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 1122.6266 AVNALEQHIK 13235.9800 1122.6278 19.0830 1662 2 561.8175 ‐0.1592
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 2300.1267 LADAMVTWIEAWDELNPPTK 287.8705 2300.1412 36.3848 3587 3 767.3852 6.1569
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(3) 1210.6613 VICDHLGLGVK 178.1136 1210.6404 26.7440 1477 2 605.8238 ‐18.3385
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 None 973.5387 VDAVMTIPK 242.5949 973.5368 24.8405 1095 2 487.2720 ‐3.4449
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(4) 1285.5916 VQQCYMELSK 185.8179 1285.5882 24.8113 1084 2 643.2977 ‐3.5044
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 961.2681 41142.3624 26 34.73 Carbamidomethyl+C(9) 1588.7352 YIFTIDDDCFVAK 237.5130 1588.7377 31.5474 1680 2 794.8725 1.10
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 1948.9440 EGNLPLYGFHDPESFVK 2593.3240 1948.9480 32.0577 6325 3 650.3208 2.47
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 1643.8639 NAELANLLVDPEFAK 5349.6570 1643.8673 35.3659 5641 2 822.4373 2.02
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 Carbamidomethyl+C(3) 2013.8243 GDCIVDGGNEWYENTER 1548.6710 2013.8220 26.3557 2024 2 1007.4146 ‐0.4899
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 2184.0390 AVAENGFLYLGMGVSGGEEGAR 1220.6120 2184.0031 29.5919 9975 3 728.6725 ‐16.1258
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 924.5037 TLSAYLEK 755.6623 924.4926 19.9022 6554 1 924.4926 ‐11.2249
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 1463.7700 TTSKVDETVERAK 429.7897 1463.7601 19.6254 2102 3 488.5915 ‐6.9631
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 1234.6824 VLDKTGMKGTGK 154.2807 1234.6795 30.8991 1153 2 617.8434 ‐2.7265
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 377.6904 53862.4089 8 10.8 None 832.4523 ETVERAK 245.6547 832.4530 17.6271 992 1 832.4530 1.37
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 2108.1022 VQLLEIAQVPDEHVNEFK 10114.2600 2108.1020 32.2872 8636 3 703.3722 0.1510
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1568.8353 MEIIPNPKEVDGVK 2760.8070 1568.8357 25.4489 7705 2 784.9215 0.3523
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1547.7489 YLSGEAQHIEWSK 2381.7840 1547.7510 23.1146 6695 3 516.5885 1.59
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1348.7008 FFDNAIGVNVPR 6259.1170 1348.7017 18.1956 6420 2 674.8545 0.4502
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 965.5415 SGFISLVSR 4279.2040 965.5417 17.9816 4734 2 483.2745 ‐0.5103
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 1930.9620 2412.2734 25.6132 4448 2 1206.6403 4.63
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1305.6355 MTPVSQDVAETK 9488.0370 1305.6358 18.7522 4394 2 653.3216 ‐0.0343
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1373.7100 VVADEFVPWPSK 1223.3460 1373.7227 31.6083 9539 2 687.3650 9.0605
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1300.7359 SIPSIVELDSLK 4624.1600 1300.7376 32.8344 5701 2 650.8724 1.0480
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1757.9068 TNPSNPSIELGPEFKK 970.8548 1757.9209 24.8902 3755 3 586.6452 8.0461
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1967.9644 VPLVLMNSFNTHDDTHK 242.6471 1967.9282 22.9211 2708 2 984.4677 ‐17.7945
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 2237.1197 IVEKYTNSNVDIHTFNQSK 780.7411 2237.0976 18.2173 17325 3 746.3707 ‐9.4958
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 927.5146 ASSDLLLVQ 164.6881 927.5178 25.5911 1248 1 927.5178 4.74
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1130.5840 IVEKYTNSNV 253.4067 1130.5898 18.2415 1086 2 565.7985 4.08
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 1115.5918 VPLVLMNSFN 219.5129 1115.5939 23.9719 899 2 558.3006 1.14
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1303.7520 51909.5962 36 33.90 None 947.5309 SGFISLVSR 138.3650 947.5355 18.2422 1435 2 474.2714 4.1033
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 2108.1022 VQLLEIAQVPDEHVNEFK 6074.5730 2108.1020 32.2872 8636 3 703.3722 ‐0.3111
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1568.8353 MEIIPNPKEVDGVK 1590.3640 1568.8357 25.4489 7705 2 784.9215 ‐0.0745
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1547.7489 YLSGEAQHIEWSK 2539.3070 1547.7510 23.1146 6695 3 516.5885 0.9343
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1185.6474 AATTENLPQLK 454.0102 1185.6463 23.9032 2577 2 593.3268 ‐2.0313
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1629.8119 TNPSNPSIELGPEFK 1185.9120 1629.8146 27.7196 2535 2 815.4109 1.19
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1373.7100 VVADEFVPWPSK 1667.4370 1373.7227 31.6083 9539 2 687.3650 8.44
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1300.7359 SIPSIVELDSLK 6251.1680 1300.7376 32.8344 5701 2 650.8724 0.4710
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 Carbamidomethyl+C(11) 1463.6981 LNGGLGTTMGCTGPK 4777.4570 1463.7020 21.5943 4914 2 732.3547 2.0957
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1757.9068 TNPSNPSIELGPEFKK 1190.7370 1757.9209 24.8902 3755 3 586.6452 7.42
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1493.7999 VSGDVWFGSSIVLK 127.7604 1493.7701 26.0387 2009 2 747.3887 ‐20.4087
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 Oxidation+M(6) 4202.0611 VPLVLMNSFNTHDDTHKIVEKYTNSNVDIHTFNQ 695.7429 4202.0745 40.4972 4773 3 1401.3630 3.87
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 799.4173 51909.5962 36 33.90 None 1329.6838 VSGDVWFGSSIVL 178.4792 1329.6886 24.8917 3508 2 665.3479 2.02
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 1348.7008 FFDNAIGVNVPR 7568.3870 1348.7017 18.1956 6420 2 674.8545 0.6902
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 965.5415 SGFISLVSR 4641.0140 965.5417 17.9816 4734 2 483.2745 ‐0.4124
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 2207.3540 2412.2734 25.6132 4448 2 1206.6403 5.0509
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 1305.6355 MTPVSQDVAETK 89.3742 1305.6106 21.8311 2144 1 1305.6106 ‐17.0941
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 2855.5877 SVIEVRDGLTFLDLIVIQIENLNNK 324.3516 2855.5324 24.6789 1010 3 952.5156 ‐18.1049
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 2237.1197 IVEKYTNSNVDIHTFNQSK 447.5241 2237.0976 18.2173 17325 3 746.3707 ‐9.1925
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 2394.2551 ASSDLLLVQSDLYTLVDGFVTR 341.6641 2394.2595 25.6225 1768 3 798.7580 2.70
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 405.8269 51909.5962 36 33.90 None 947.5309 SGFISLVSR 133.9599 947.5355 18.2422 1435 2 474.2714 4.46
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 2172.0091 GILGYTEDDVVSTDFVGDNR 117788.9000 2172.0039 32.8510 184003 2 1086.5056 ‐1.5327
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1434.7587 AASFNIIPSSTGAAK 37625.9100 1434.7569 17.2406 175644 2 717.8821 ‐1.3898
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1676.9734 TLLFGEKPVTVFGIR 26003.9500 1676.9719 20.4557 91392 3 559.6621 ‐0.9568
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1761.7867 LVSWYDNEWGYSSR 91975.7600 1761.7865 18.9644 90290 2 881.3969 0.2143
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1734.8156 DAPMFVVGVNEHEYK 66688.4900 1734.8152 27.7441 83221 3 578.9432 ‐0.2349
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1498.8475 VPTVDVSVVDLTVR 33423.7500 1498.8482 32.7014 81431 2 749.9277 0.3898
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKDK 20120.9500 2953.3733 38.6878 64830 3 985.1293 0.7139
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 24414.5400 2741.2724 24.4012 52863 2 1371.1399 1.58
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 2033.0736 FGIVEGLMTTVHSITATQK 11057.5000 2033.0729 23.0938 45969 3 678.3625 ‐0.1211
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1140.6445 VVDLIVHMSK 39218.5500 1140.6441 16.6283 27861 2 570.8257 ‐0.8943
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 833.4628 IGINGFGR 761.9841 833.4607 15.9015 1724 2 417.2340 ‐3.4345
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 Carbamidomethyl+C(26)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1148.6674 AGIALSDKFVK 8762.0320 1148.6689 24.5707 6994 2 574.8381 0.8097
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 588.2850 YMFK 173.3065 588.2846 25.1772 135789 1 588.2846 ‐0.7845
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 692.4090 TVFGIR 162.5402 692.4056 17.4634 7199 1 692.4056 ‐4.7578
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1462.8417 LFGEKPVTVFGIR 5624.1370 1462.8407 20.4569 5338 2 731.9240 ‐0.7502
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 Carbamidomethyl+C(4)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 760.3698 DAPMFVV 294.4676 760.3693 25.6019 3269 1 760.3693 ‐0.3346
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1077.6303 GIALSDKFVK 6218.8220 1077.6319 24.5693 2651 2 539.3196 0.8657
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 603.3137 FGIVEG 159.9399 603.3161 18.2695 2564 1 603.3161 4.0302
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 649.3344 LVSWY 217.3454 649.3348 19.2804 1862 1 649.3348 0.6974
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1231.5841 GILGYTEDDVVS 154.1900 1231.5902 26.8182 1380 2 616.2987 4.75
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1074.5215 VGVNEHEYK 299.5416 1074.5248 27.7413 1122 1 1074.5248 4.74
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1202.6892 GEKPVTVFGIR 373.8624 1202.6909 20.4652 953 2 601.8491 1.0066
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1102.6103 DVSVVDLTVR 566.4196 1102.6075 32.7095 946 1 1102.6075 ‐1.3110
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1276.5229 YDNEWGYSSR 1263.2630 1276.5214 18.9687 802 1 1276.5214 0.4374
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1302.7264 TVDVSVVDLTVR 598.6979 1302.7261 32.7060 777 1 1302.7261 1.83
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 29299.9500 37028.3960 29 62.72 None 1743.7762 LVSWYDNEWGYSSR 359.2976 1743.7808 18.5607 2028 3 581.9318 2.87
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 207.1460 23735.0415 1 8.49 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 2439.7190 2146.9637 28.1741 9023 3 716.3261 ‐0.3608
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1348.3280 29419.8729 5 19.20 None 2025.0386 IDLAIDGADEVDPNLDLVK 8219.9650 2025.0363 34.5464 15336 2 1013.0218 ‐0.4531
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1348.3280 29419.8729 5 19.20 None 1791.9739 LLSSGELYDIVGIPTSK 12703.4900 1791.9727 20.6725 14840 2 896.4900 ‐0.2600
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1348.3280 29419.8729 5 19.20 None 1850.9568 MVEAVADKFIVVADDTK 1312.1420 1850.9563 30.6198 3081 3 617.6570 ‐0.1731



NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1348.3280 29419.8729 5 19.20 None 2007.0281 IDLAIDGADEVDPNLDLVK 142.4172 2007.0184 33.7008 1001 3 669.6776 ‐4.6264
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 569.4932 29419.8729 5 19.20 None 2025.0386 IDLAIDGADEVDPNLDLVK 8272.6380 2025.0363 34.5464 15336 2 1013.0218 ‐0.6243
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1656.7904 VFISDDFDGELFPR 2412.0980 1656.7940 35.6817 10990 2 828.9006 2.38
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 847.4632 IAAAASTSR 340.2824 847.4662 18.4968 10483 1 847.4662 4.0637
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1097.4833 FGWSANMER 2688.5520 1097.4849 25.2709 6996 2 549.2461 0.8589
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1529.7152 AQSTGDTISLDYMK 1755.9190 1529.7136 32.4638 5555 2 765.3604 ‐1.0365
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1275.6427 ELISNASDALDK 15813.0100 1275.6437 23.3991 5523 2 638.3255 0.4334
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1930.8625 NESSAAASDSSSQAPPPAEK 753.1128 1930.8984 29.7112 6313 2 965.9529 19.1831
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1196.5728 NSGSFAQLNMK 228.1346 1196.5829 37.3025 3752 2 598.7951 7.96
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1860.8763 NPKEVTTAEYNEFYR 409.7247 1860.8606 30.3882 3632 2 930.9339 ‐7.9735
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 2036.9753 NYSQFVSFPIYTWQEK 919.8996 2036.9867 20.1888 1237 2 1018.9970 6.03
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1649.7806 EVTTAEYNEFYRK 217.9630 1649.8081 35.3509 1158 2 825.4077 16.8494
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1565.7992 AFDMILGISLSENR 655.0511 1565.8068 30.8246 1134 2 783.4070 4.17
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1901.9347 LMKAQSTGDTISLDYMK 459.9989 1901.9277 16.9054 5737 4 476.2374 ‐4.9973
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 2986.3272 TNWFMGYRNESSAAASDSSSQAPPPAEK 235.7930 2986.3086 32.8468 2353 3 996.1077 ‐5.3539
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 2980.4002 FGWSANMERLMKAQSTGDTISLDYMK 633.0127 2980.4212 22.7984 1916 3 994.1452 7.41
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 834.4178 FAQLNMK 64.0017 834.4209 35.2461 1749 1 834.4209 4.14
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 833.3999 NASDALDK 225.1060 833.3992 25.0702 1673 1 833.3992 ‐0.3771
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 2018.9647 NYSQFVSFPIYTWQEK 353.0855 2018.9698 18.6898 2871 2 1009.9886 3.83
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 409.8240 90795.1185 18 7.26 None 1884.9082 LMKAQSTGDTISLDYMK 433.5068 1884.9111 16.5359 3531 3 628.9752 1.38
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1344.7192 LLIQNQDEMIK 11926.4700 1344.7209 25.8004 16017 2 672.8641 1.0327
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1207.6317 AVAGAGVLSGYDK 4666.0030 1207.6309 23.3339 9342 2 604.3191 ‐1.1519
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1446.7416 YFPTQALNFAFK 5724.1150 1446.7411 20.9485 8210 2 723.8742 ‐0.4465
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1084.4836 MMMTSGEAVK 1473.9460 1084.4846 18.8880 5089 2 542.7459 0.3806
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 2764.3729 WFAGNLASGGAAGASSLLFVYSLDYAR 1456.2050 2764.3741 22.5071 995 3 922.1295 1.1368
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 631.3410 LANDAK 301.7672 631.3543 26.5258 17146 1 631.3543 21.1467
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1999.9953 YFPTQALNFAFKDYFK 1576.1350 1999.9649 17.7752 4176 3 667.3265 ‐15.0077
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1020.5473 AGRLSEPYK 509.0258 1020.5392 22.8360 2814 2 510.7732 ‐8.5894
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1748.9541 SSLDAFKQILKNEGAK 1415.1170 1748.9669 25.6245 2616 2 874.9871 7.51
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1136.6099 PTQALNFAFK 322.9775 1136.6104 19.6057 2437 2 568.8088 ‐0.0905
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 810.4509 ALNFAFK 124.4429 810.4467 20.4820 1648 1 810.4467 ‐4.6974
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 2746.3624 WFAGNLASGGAAGASSLLFVYSLDYAR 446.7372 2746.3729 21.8786 11016 3 916.1291 4.57
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 691.1497 34190.1525 5 19.38 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLNIPTK 5298.5210 3550.8993 24.1276 14188 3 1184.3046 ‐2.6450
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 691.1497 34190.1525 5 19.38 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 1310.9560 3174.6396 25.0778 6731 3 1058.8847 ‐0.5615
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 691.1497 34190.1525 5 19.38 None 1937.0015 NALAIAVATEYTFPQAEK 239.5232 1936.9857 19.1146 1563 2 968.9965 ‐7.1168
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 691.1497 34190.1525 5 19.38 None 1348.6783 NALAIAVATEYTF 112.4040 1348.6835 17.8829 1208 2 674.8454 3.07
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 691.1497 34190.1525 5 19.38 Carbamidomethyl+C(2) 3157.6198 LCQLIDEYTQILVVAADNVGSTQLQNIR 269.3796 3157.6236 23.2904 3584 3 1053.2127 2.62
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 115086.5000 2779.3066 29.4713 167296 4 695.5821 ‐0.5883
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 58842.7000 1250.5971 19.0879 119710 2 625.8022 ‐1.6501
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 950.4690 NLNTDAFR 21931.8600 950.4675 20.7064 110342 2 475.7374 ‐2.3641
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1552.6955 EYADFVFQEYGGK 69945.1300 1552.6963 30.7620 105749 2 776.8518 0.5955
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2132.1022 GVSQAGVQFYHDLIDELIK 22497.9800 2132.1009 23.6775 95436 3 711.3718 ‐0.3648
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1151.5772 FGLYYVDFK 85016.4400 1151.5777 19.9160 95141 2 576.2925 ‐0.0534
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1523.7199 WMQDSLITWESK 47210.2200 1523.7196 19.5848 87821 2 762.3634 ‐0.1923
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 75829.4300 2251.1817 18.3145 74315 3 751.0654 ‐0.1809
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1417.7798 DFLSQGVRPSALK 23013.5100 1417.7802 26.2644 67434 3 473.2649 0.0612
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 Carbamidomethyl+C(1) 1779.7504 CNNDNGDVAVDFFHR 57423.0400 1779.7509 27.7791 62520 3 593.9218 0.3068
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1167.6078 YKEDIQLMK 13882.0000 1167.6090 21.6704 53016 2 584.3081 0.4945
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 860.4447 MSIAWPR 22300.4400 860.4446 17.5025 37001 2 430.7259 ‐1.0844
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 753.3777 FTTEQK 1276.1410 753.3754 26.0462 3095 1 753.3754 ‐2.7262
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2682.3272 ALDFILGWHLDTTTFGDYPQIMK 1392.3070 2682.3174 23.8172 3080 3 894.7773 ‐3.0055
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 876.4495 EDIQLMK 784.7523 876.4544 21.6656 2516 1 876.4544 6.14
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2649.3276 EDIQLMKNLNTDAFRMSIAWPR 570.8069 2649.3388 27.4968 7989 4 663.0902 3.84
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 Carbamidomethyl+C(5) 2325.0102 YPERCNNDNGDVAVDFFHR 750.0245 2325.0064 30.0937 4127 2 1163.0068 ‐0.5450
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 723.3420 NTDAFR 14046.7800 723.3413 20.7046 14654 1 723.3413 ‐0.7861
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 729.4042 SIAWPR 3124.4220 729.4043 17.4883 12288 1 729.4043 0.4163
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1257.6586 NAQNYAIGSKPL 384.0434 1257.6578 18.0600 7027 3 419.8908 ‐0.9720
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2290.0523 IGIAHSPAWFEAHDLADSQDGA 651.5823 2290.0476 26.6152 3285 3 764.0207 ‐1.6743
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 536.2351 YKED 3303.6760 536.2354 21.6716 2350 1 536.2354 0.2776
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 893.4839 AALNVYSR 219.1407 893.4840 19.7509 2326 1 893.4840 0.7560
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 508.2766 VDFK 161.3186 508.2767 21.5731 2156 1 508.2767 ‐0.0156
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 Carbamidomethyl+C(4) 726.3240 DIYCR 228.0833 726.3237 19.0887 2128 1 726.3237 ‐0.1235
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1271.6743 DFLSQGVRPSAL 162.2141 1271.6694 25.4744 1608 2 636.3384 ‐4.1232
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1047.5218 NAQNYAIGSK 292.4525 1047.5230 18.8083 1215 2 524.2651 0.4830
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 957.4499 WMQDSLIT 460.4446 957.4448 20.5128 1100 1 957.4448 ‐4.4286
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1499.6723 DTTTFGDYPQIMK 244.4872 1499.6696 21.3300 1043 2 750.3384 ‐1.8331
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2219.0152 IGIAHSPAWFEAHDLADSQDG 432.0750 2219.0062 31.1553 797 2 1110.0068 ‐3.0912
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1399.7692 DFLSQGVRPSALK 270.4114 1399.7706 26.3417 2513 2 700.3890 0.8467
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 2233.1724 NAQNYAIGSKPLTAALNVYSR 724.0879 2233.1697 18.2689 1215 3 745.0614 ‐0.8329
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 18170.8600 60233.8928 70 37.21 None 1506.6933 WMQDSLITWESK 278.7681 1506.6985 19.6035 1836 2 753.8529 3.31
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 63802.3400 2779.3066 29.4713 167296 4 695.5821 ‐0.7263
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 950.4690 NLNTDAFR 24586.6400 950.4675 20.7064 110342 2 475.7374 ‐3.1373
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 1552.6955 EYADFVFQEYGGK 86288.9800 1552.6962 30.7642 104769 2 776.8518 0.1170
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 1417.7798 DFLSQGVRPSALK 26732.7600 1417.7802 26.2644 67434 3 473.2649 ‐0.2031
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 Carbamidomethyl+C(1) 1779.7504 CNNDNGDVAVDFFHR 45498.8500 1779.7509 27.7791 62520 3 593.9218 ‐0.0613
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 1167.6078 YKEDIQLMK 4492.8270 1167.6090 21.6704 53016 2 584.3081 ‐0.1571
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 2132.1022 GVSQAGVQFYHDLIDELIK 656.4952 2132.0863 35.4367 2960 2 1066.5468 ‐6.7385
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 876.4495 EDIQLMK 11996.1100 876.4544 21.6656 2516 1 876.4544 5.69
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 723.3420 NTDAFR 30389.1600 723.3413 20.7046 14654 1 723.3413 ‐1.1733
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 609.2991 TDAFR 1334.6110 609.3012 20.7023 4336 1 609.3012 3.0314
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 706.3155 NTDAFR 1937.9800 706.3154 19.7013 3194 1 706.3154 ‐0.2142
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 890.4618 YKEDIQL 190.0841 890.4642 21.6480 1379 1 890.4642 2.99
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7941.2270 60233.8928 70 37.21 None 2219.0152 IGIAHSPAWFEAHDLADSQDG 356.9111 2219.0190 29.4964 1257 3 740.3445 1.95
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 56424.8700 1250.5971 19.0879 119710 2 625.8022 ‐1.4464



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 2132.1022 GVSQAGVQFYHDLIDELIK 16812.1800 2132.1009 23.6775 95436 3 711.3718 ‐0.0888
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1151.5772 FGLYYVDFK 84236.6500 1151.5777 19.9160 95141 2 576.2925 0.1136
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1523.7199 WMQDSLITWESK 38860.6900 1523.7196 19.5848 87821 2 762.3634 0.1126
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 83686.5200 2251.1817 18.3145 74315 3 751.0654 0.1261
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 860.4447 MSIAWPR 7978.9660 860.4446 17.5025 37001 2 430.7259 ‐1.0254
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 3369.5699 NGITPFVTVFHWDTPQDLEDEYGGFLSER 1112.9990 3369.5622 23.7685 19247 3 1123.8589 ‐0.5077
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1552.6955 EYADFVFQEYGGK 8085.7450 1552.6971 18.7203 12990 2 776.8522 1.78
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 2682.3272 ALDFILGWHLDTTTFGDYPQIMK 1106.9140 2682.3174 23.8172 3080 3 894.7773 ‐2.5865
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 950.4690 NLNTDAFR 71.6910 950.4835 19.3479 4336 1 950.4835 16.4732
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 158.5285 3169.6245 22.3149 1815 3 1057.2130 22.2659
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1749.8959 FGLYYVDFKNNLTR 2276.4970 1749.9087 20.6959 10338 2 875.4580 8.0032
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 2389.2398 EKGVSQAGVQFYHDLIDELIK 1010.2980 2389.2373 22.9841 3464 3 797.0839 ‐0.2504
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 729.4042 SIAWPR 4203.3520 729.4043 17.4883 12288 1 729.4043 0.8573
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 Carbamidomethyl+C(5) 912.4033 WDIYCR 2163.0430 912.4036 19.0857 5547 1 912.4036 1.33
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 477.2079 1096.5217 19.0911 3672 1 1096.5217 ‐1.0334
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1584.8057 ALDFILGWHLDTTT 1316.5970 1584.8090 24.0746 2767 2 792.9081 2.37
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 893.4839 AALNVYSR 157.6102 893.4840 19.7509 2326 1 893.4840 1.1459
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 Carbamidomethyl+C(4) 726.3240 DIYCR 221.4196 726.3237 19.0887 2128 1 726.3237 0.3186
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 650.3144 TWESK 739.4909 650.3119 21.1716 1320 1 650.3119 ‐3.2967
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1257.6586 NAQNYAIGSKPL 294.4261 1257.6539 18.3144 1268 2 629.3306 ‐3.8620
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1337.6406 MQDSLITWESK 333.3681 1337.6382 19.5848 1132 1 1337.6382 0.2428
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1499.6723 DTTTFGDYPQIMK 148.3555 1499.6696 21.3300 1043 2 750.3384 ‐1.5371
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 7803.9520 60233.8928 70 37.21 None 1506.6933 WMQDSLITWESK 159.0421 1506.6985 19.6035 1836 2 753.8529 3.17
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 1299.2760 14285.1877 1 9.76 None 1260.7158 SIAQVLTVSSQK 13317.5800 1260.7137 16.6129 6135 2 630.8605 ‐1.8104
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 2252.1081 QSSLPDFIDAIDFALEEVSR 4020.3220 2252.1194 34.6549 38921 4 563.7853 4.0533
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 983.4793 EQVVHEDK 4755.9780 983.4774 19.7467 7456 1 983.4774 ‐0.9295
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 586.3559 ITPQK 2523.9350 586.3568 19.6583 1817 1 586.3568 1.36
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1177.6575 TLAEFIAEKR 375.3546 1177.6816 31.6076 9036 2 589.3444 19.9636
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 2170.0373 GYTDLPEFMTLQGSVESAPK 405.1461 2169.9863 29.8970 7426 3 724.0003 ‐23.1727
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1519.7235 ETESVNGELDLGTR 1846.7270 1519.7298 24.6150 4661 2 760.3685 4.1596
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 658.4134 GLLVEK 380.3366 658.4134 22.3436 2613 1 658.4134 0.1228
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1625.8017 DESILDDEIAHVAAK 140.3681 1625.7832 20.7591 2372 2 813.3952 ‐11.2659
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1111.6218 TQNVINPGIR 258.4504 1111.6146 17.2780 2132 2 556.3109 ‐7.0828
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 2224.0953 TQNVINPGIREDSSSIHGGDK 412.4442 2224.0415 20.8360 1754 2 1112.5244 ‐23.2029
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1787.8480 EAPSTNLVEDPMLESR 492.8387 1787.8059 31.9128 1378 2 894.4066 ‐23.1717
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 3653.7963 KEAPSTNLVEDPMLESRDLKDSSKEQVVHEDK 1069.9170 3653.8596 24.5785 1015 5 731.5777 17.3228
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1400.6652 DSSKEQVVHEDK 330.4964 1400.6309 32.4821 986 1 1400.6309 ‐22.6189
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1999.9297 SHPWWPGQVFDASAATDK 734.2458 1999.9201 34.4601 893 3 667.3115 ‐4.6243
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1703.8195 VSDGRLDSEDLVQDR 408.0007 1703.8127 30.5556 1031 2 852.4100 ‐3.7488
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 726.3781 VVHEDK 110.3776 726.3745 22.4094 1434 1 726.3745 ‐4.6457
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 965.4687 EQVVHEDK 440.5800 965.4674 19.8997 1583 2 483.2373 ‐2.1292
NP_187578.1 PWWP domain containing protein Arabidopsis thaliana 335.7067 80013.7758 18 6.47 None 1607.7911 DESILDDEIAHVAAK 161.8413 1607.7893 22.4961 962 3 536.6013 ‐1.2481
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1842.9848 NAPSIIFIDEIDSIAPK 19024.8900 1842.9887 40.1703 10411 2 921.9980 2.32
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 1729.6090 1564.7786 25.4330 6815 2 782.8929 ‐0.1023
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1786.9222 LDQLIYIPLPDEDSR 9706.8100 1786.9221 35.7828 6214 2 893.9647 0.3518
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1059.5317 LAEDVDLER 11187.8400 1059.5312 20.9739 5956 2 530.2692 ‐1.1218
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1312.6743 EIDIGVPDEIGR 18950.2200 1312.6769 28.9106 5517 2 656.8421 1.58
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1158.6517 GILLYGPPGSGK 8217.1430 1158.6502 17.1598 5409 2 579.8288 ‐1.7810
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3721.4170 1845.8450 27.3279 4939 2 923.4261 1.1881
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 1687.2590 1251.6168 17.0372 3886 2 626.3120 ‐2.2183
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 968.5775 ELVELPLR 3817.9240 968.5766 29.4258 2344 2 484.7919 ‐1.7174
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1676.8346 VLNQLLTEMDGMNAK 3879.8550 1676.8436 19.7572 6394 2 838.9255 5.12
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1135.6106 YAIRENIEK 1181.0250 1135.6369 20.0147 1200 2 568.3221 22.6297
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 947.5673 KGDLFLVR 224.0747 947.5752 29.3389 4089 2 474.2912 7.16
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 2230.1026 ELQETVQYPVEHPEKFEK 1475.1500 2230.1007 23.6252 2310 4 558.2806 ‐1.8364
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1061.5222 EKTNGEVER 338.5840 1061.5316 34.6442 2267 1 1061.5316 9.83
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 2165.9945 EDEERLDDVGYDDVGGVRK 655.0838 2165.9989 22.3562 1807 4 542.2552 0.9567
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 3078.5524 KSPNRLVVDEAINDDNSVVSLHPATMEK 382.4453 3078.5648 40.4059 1265 3 1026.8598 4.39
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1029.4636 DTHGYVGADL 185.6691 1029.4581 35.8695 1278 1 1029.4581 ‐4.3005
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1294.6638 EIDIGVPDEIGR 398.7469 1294.6656 28.3016 3385 2 647.8364 1.1165
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 929.5567 KGDLFLVR 76.0882 929.5609 31.4294 1397 2 465.2841 3.90
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1389.5850 90134.8774 37 24.60 None 1043.5116 EKTNGEVER 60.1459 1043.5060 35.4161 1318 1 1043.5060 ‐4.3299
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1786.9222 LDQLIYIPLPDEDSR 8766.0480 1786.9221 35.7828 6214 2 893.9647 0.0471
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1312.6743 EIDIGVPDEIGR 15181.7900 1312.6769 28.9106 5517 2 656.8421 1.1055
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3046.8720 1845.8450 27.3279 4939 2 923.4261 0.9165
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 968.5775 ELVELPLR 3850.5580 968.5766 29.4258 2344 2 484.7919 ‐2.4806
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1440.7230 YQAFAQTLQQSR 424.9684 1440.7325 23.3193 13568 3 480.9157 6.1191
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1825.8967 ELQETVQYPVEHPEK 348.2176 1825.8986 32.8531 5064 2 913.4529 1.47
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 Carbamidomethyl+C(10) 1566.7945 LGDVISVHQCPDVK 575.3070 1566.8030 24.0560 1680 2 783.9051 5.0750
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1676.8346 VLNQLLTEMDGMNAK 403.2947 1676.8108 30.8888 1593 2 838.9091 ‐14.3275
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1135.6106 YAIRENIEK 934.2339 1135.6369 20.0147 1200 2 568.3221 21.9602
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 947.5673 KGDLFLVR 229.9807 947.5752 29.3389 4089 2 474.2912 6.67
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 Carbamidomethyl+C(10) 1420.6890 LGDVISVHQCPDV 511.3922 1420.6912 25.2678 6739 2 710.8493 0.9564
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1029.4636 DTHGYVGADL 132.4472 1029.4581 35.8695 1278 1 1029.4581 ‐4.6022
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1078.5640 FAQTLQQSR 174.5978 1078.5677 21.4630 1074 2 539.7875 2.1899
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 1294.6638 EIDIGVPDEIGR 533.9725 1294.6656 28.3016 3385 2 647.8364 0.5361
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 554.5167 90134.8774 37 24.60 None 929.5567 KGDLFLVR 80.9862 929.5609 31.4294 1397 2 465.2841 2.40
NP_187620.1 40S ribosomal protein S28 1 Arabidopsis thaliana 2101.7370 7370.5678 2 25.00 None 1374.7111 EGDILTLLESER 10420.7400 1374.7097 35.8582 18310 2 687.8585 ‐1.7337
NP_187620.1 40S ribosomal protein S28 1 Arabidopsis thaliana 2101.7370 7370.5678 2 25.00 None 1783.9549 GPVREGDILTLLESER 591.3943 1783.9215 29.6827 1271 3 595.3120 ‐19.0023
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 1443.7326 IEDVTPIPTDSTR 54312.5200 1443.7327 22.7880 17119 2 722.3700 ‐0.0119
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 5682.7420 2265.0597 28.8209 12780 3 755.6914 1.57
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 1157.6525 VETVTLGPSVR 30738.8300 1157.6540 22.9995 12285 2 579.3306 0.8167



NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 1054.5640 TPGPGAQSALR 7367.6180 1054.5633 16.6042 11145 2 527.7853 ‐1.2940
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 2524.5570 2492.2237 27.6138 5403 4 623.8114 0.8408
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 1058.5840 ETVTLGPSVR 250.7497 1058.5855 24.5783 5698 1 1058.5855 2.72
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 987.5105 TPIPTDSTR 1000.5130 987.5114 23.8516 5058 1 987.5114 1.34
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 645.3678 AQSALR 68.9655 645.3653 18.5322 2848 1 645.3653 ‐3.8389
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 1891.8491 ADRDESSPYAAMLAAQDV 464.2672 1891.8405 26.4765 2696 2 946.4239 ‐4.0363
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 828.4938 VTLGPSVR 212.7912 828.4930 24.1046 2110 1 828.4930 ‐0.4231
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8297.1410 16329.8395 18 38.67 None 929.5415 TVTLGPSVR 126.5250 929.5436 24.2721 937 1 929.5436 3.0640
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 4909.9850 2265.0597 28.8209 12780 3 755.6914 1.85
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 1157.6525 VETVTLGPSVR 65256.4700 1157.6540 22.9995 12285 2 579.3306 0.1595
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 1402.5500 2492.2237 27.6138 5403 4 623.8114 0.7329
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 828.4938 VTLGPSVR 287.6736 828.4930 24.1046 2110 1 828.4930 ‐0.7809
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 770.3791 AQDVAQR 248.2762 770.3781 27.7418 1373 1 770.3781 ‐1.3963
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 929.5415 TVTLGPSVR 204.1781 929.5436 24.2721 937 1 929.5436 2.44
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 5472.8730 16329.8395 18 38.67 None 971.5269 LAAQDVAQR 151.4920 971.5327 30.3284 770 2 486.2700 4.80
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1680.8340 NAVVTVPAYFNDSQR 36394.2300 1680.8362 28.3252 51995 2 840.9218 1.26
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1473.6856 TTPSYVAFTDSER 54692.9600 1473.6873 24.6750 45524 2 737.3473 1.0477
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1675.7307 ATAGDTHLGGEDFDNR 15463.5800 1675.7287 19.3107 39279 3 559.2478 ‐1.1782
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1358.6158 NALENYAYNMR 22229.3100 1358.6169 25.7737 37627 2 679.8121 0.6402
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1436.7532 VQQLLQDFFNGK 23429.7900 1436.7512 20.4695 32239 2 718.8792 ‐1.5366
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1278.6300 MVNHFVQEFK 24231.3100 1278.6281 15.7729 18384 2 639.8177 ‐1.8078
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4933.9080 2574.2709 21.4692 17579 3 858.7618 1.88
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1313.6194 FEELNMDLFR 9200.1940 1313.6200 34.6687 10390 2 657.3137 0.1637
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1231.6463 DAGVISGLNVMR 10432.9200 1231.6479 29.1914 6405 2 616.3276 0.8977
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1260.6834 EIAEAFLGSPVK 2592.0140 1260.6823 28.9844 6150 2 630.8448 ‐1.2595
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 2672.2839 EQIFSTYSDNQPGVLIQVYEGER 1528.7360 2672.2873 34.8235 3948 3 891.4339 1.07
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 3023.5096 TLSSTAQTTIEIDSLFEGIDFYTTITR 283.3929 3023.5840 35.5708 894 4 756.6515 24.4706
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1540.7577 ARFEELNMDLFR 1399.0620 1540.7568 19.5747 12459 3 514.2571 ‐0.6946
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1771.8432 VDAKNALENYAYNMR 422.0278 1771.8488 31.5533 1084 2 886.4281 3.43
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1891.8973 YSDPSVQADKSHWPFK 147.0503 1891.8823 31.9047 984 2 946.4448 ‐7.4677
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 746.3832 ARFEEL 277.3429 746.3803 19.4995 2371 1 746.3803 ‐3.4601
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1396.6856 VTVPAYFNDSQR 85.5793 1396.6914 28.8424 2247 2 698.8493 4.0268
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1432.6088 GDTHLGGEDFDNR 1703.9880 1432.6080 19.3091 1589 2 716.8077 ‐0.6327
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1503.6459 AGDTHLGGEDFDNR 393.7817 1503.6466 20.6848 1402 3 501.8870 0.3140
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1060.4517 ENYAYNMR 404.0329 1060.4536 25.7683 1188 1 1060.4536 2.40
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 924.4421 VAFTDSER 577.5124 924.4411 24.6824 949 1 924.4411 ‐0.4136
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7939.1340 71500.7772 43 36.46 None 1174.5375 SYVAFTDSER 323.1094 1174.5405 24.6725 755 1 1174.5405 3.49
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1680.8340 NAVVTVPAYFNDSQR 49306.4600 1680.8362 28.3252 51995 2 840.9218 1.1785
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1473.6856 TTPSYVAFTDSER 79526.7700 1473.6873 24.6750 45524 2 737.3473 0.5676
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1358.6158 NALENYAYNMR 29459.4300 1358.6169 25.7737 37627 2 679.8121 0.0956
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1659.8952 IINEPTAAAIAYGLDK 11219.5200 1659.8968 30.6526 18014 2 830.4521 0.7935
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1313.6194 FEELNMDLFR 13724.6700 1313.6200 34.6687 10390 2 657.3137 ‐0.4061
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1231.6463 DAGVISGLNVMR 13125.1600 1231.6479 29.1914 6405 2 616.3276 0.2820
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1260.6834 EIAEAFLGSPVK 5404.2960 1260.6823 28.9844 6150 2 630.8448 ‐1.8590
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 Carbamidomethyl+C(6) 1414.7359 ELESLCNPIIAR 1668.4400 1414.7374 28.2147 3242 2 707.8723 0.3819
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 2672.2839 EQIFSTYSDNQPGVLIQVYEGER 2310.5410 2672.2873 34.8235 3948 3 891.4339 1.69
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 2800.3788 KEQIFSTYSDNQPGVLIQVYEGER 905.6628 2800.3425 31.1356 2216 3 934.1190 ‐12.8885
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1060.4517 ENYAYNMR 443.5080 1060.4536 25.7683 1188 1 1060.4536 2.09
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 924.4421 VAFTDSER 759.8361 924.4411 24.6824 949 1 924.4411 ‐0.7447
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5121.9730 71500.7772 43 36.46 None 1174.5375 SYVAFTDSER 458.8519 1174.5405 24.6725 755 1 1174.5405 3.36
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2015.9516 ADLNVPLDDNQTITDDTR 95576.7700 2015.9476 26.9197 131549 2 1008.4774 ‐1.3137
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 19028.3200 2270.1299 21.7217 108135 2 1135.5686 ‐2.2266
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1404.7369 ELDYLVGAVSNPK 50413.9900 1404.7353 28.5240 101272 2 702.8713 ‐1.3034
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1573.8432 GVTTIIGGGDSVAAVEK 86511.3300 1573.8452 26.6909 98802 2 787.4263 1.93
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1605.9462 VLPGVIALDEAIPVTV 71735.7200 1605.9450 23.6741 89118 2 803.4762 ‐0.6031
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1092.5684 FAAGTEAIANK 54792.4600 1092.5689 19.0024 83752 2 546.7881 ‐0.1482
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1105.5735 SVGDLTSADLK 69004.5900 1105.5719 22.4931 78594 2 553.2896 ‐2.0871
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1933.9767 LASLADLYVNDAFGTAHR 18543.2200 1933.9775 19.8485 68631 3 645.3307 0.6071
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1100.6562 IGVIESLLEK 88423.5200 1100.6553 19.9773 64491 2 550.8313 ‐1.3123
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 999.5986 FSLAPLVPR 20576.7700 999.5965 19.4270 57075 2 500.3019 ‐2.7809
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1525.8836 GVSLLLPTDVVVADK 36630.7700 1525.8821 20.4462 51327 2 763.4447 ‐0.9414
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 11382.7700 2858.3344 23.2221 49504 3 953.4497 ‐0.3026
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 13786.2300 2951.5021 25.5819 40936 3 984.5055 0.5295
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1201.7038 LSELLGIEVTK 34475.6300 1201.7027 18.7332 39484 2 601.3550 ‐1.4157
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 2759.4520 2269.1876 20.0075 36381 3 757.0674 1.45
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1102.6368 RPFAAIVGGSK 3142.7390 1102.6371 14.7856 6138 2 551.8222 ‐0.2267
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 713.4556 AAIPTIK 6030.4550 713.4564 20.5000 1621 1 713.4564 1.02
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1518.7646 AQGLSVGSSLVEEDK 476.6698 1518.7744 17.5764 1326 2 759.8908 6.98
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 972.4673 FYKEEEK 355.3529 972.4803 24.2224 1203 2 486.7438 12.92
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 15931.4300 2356.2745 20.7498 42004 3 786.0964 ‐0.1121
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1773.8330 FYKEEEKNDPEFAK 3057.4270 1773.8317 18.0777 14003 3 591.9488 ‐0.6788
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1725.2570 2600.4060 37.0983 11308 3 867.4735 1.80
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2062.0716 KLASLADLYVNDAFGTAHR 2107.8770 2062.0691 19.0467 7661 3 688.0279 ‐1.0023
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1290.6900 SVGDLTSADLKGK 244.3042 1290.6834 26.5880 7503 2 645.8453 ‐5.4158
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 652.4141 APLVPR 127.6624 652.4109 17.5910 46253 1 652.4109 ‐4.7718
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1282.7617 LLLPTDVVVADK 190.4444 1282.7572 19.5988 36857 2 641.8822 ‐3.8430



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1924.9797 GVMSHISTGGGASLELLEGK 389.4677 1924.9723 21.2851 9721 2 962.9898 ‐3.2786
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 987.5721 GVIESLLEK 3806.3290 987.5726 19.9848 8633 1 987.5726 1.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 821.3999 TITDDTR 108.8585 821.3974 25.8047 7605 1 821.3974 ‐2.5932
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 581.3770 PLVPR 186.5990 581.3763 19.4250 6270 1 581.3763 ‐1.2581
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 616.3301 GPDSIK 87.1101 616.3290 21.0035 4898 1 616.3290 ‐1.6844
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 771.4359 VGAVSNPK 2306.4650 771.4387 28.5460 3719 1 771.4387 3.07
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 970.4490 NDAFGTAHR 1571.4080 970.4513 17.9906 2440 2 485.7293 1.54
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 571.3814 IPTIK 125.2276 571.3810 22.1131 2361 1 571.3810 ‐0.6843
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 517.2729 ENVR 46.7267 517.2715 25.5990 2190 1 517.2715 ‐2.9318
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 852.5302 SLAPLVPR 253.6186 852.5298 19.4256 2178 1 852.5298 0.1066
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 930.5506 VIESLLEK 962.2687 930.5511 19.9841 2083 1 930.5511 1.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1531.7288 ADLYVNDAFGTAHR 643.8007 1531.7271 21.0107 2053 2 766.3672 ‐1.1362
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1056.5936 LPTDVVVADK 1221.8940 1056.5917 20.4479 1788 1 1056.5917 ‐0.6796
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 765.4981 LAPLVPR 244.0788 765.4974 19.4257 1665 1 765.4974 ‐0.5485
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1162.6103 DYLVGAVSNPK 731.6093 1162.6044 28.5232 1621 1 1162.6044 ‐3.6788
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1007.5772 VLPGVIALDE 154.6345 1007.5742 22.5213 1553 2 504.2907 ‐3.6534
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 718.3981 ESLLEK 177.8794 718.3961 20.7906 1452 1 718.3961 ‐2.5639
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1238.5544 NGPMGVFEMEK 142.7143 1238.5524 22.1102 1365 2 619.7798 ‐2.0306
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2000.0699 LLPTDVVVADKFAPDANSK 573.1467 2000.0690 20.7317 1286 2 1000.5381 0.2154
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 759.4611 LGIEVTK 792.0010 759.4613 18.7478 1164 1 759.4613 0.6182
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1145.5871 MGLDIGPDSIK 192.8768 1145.5847 21.9987 1150 1 1145.5847 ‐0.7693
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1130.6052 GGGASLELLEGK 410.2813 1130.6077 19.7496 1101 2 565.8075 1.38
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1387.8195 VLPGVIALDEAIPV 1467.2990 1387.8120 23.6777 1071 1 1387.8120 ‐3.5408
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1125.5575 IVPASGIEDGW 154.7005 1125.5567 20.4313 1065 2 563.2820 ‐1.2556
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 872.5451 LLGIEVTK 516.4778 872.5430 18.7478 994 1 872.5430 ‐1.8752
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1256.5980 IVPASGIEDGWM 160.8800 1256.5956 23.9145 923 2 628.8014 ‐2.2908
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1409.6907 ADLNVPLDDNQTI 322.1907 1409.6931 27.8229 899 3 470.5692 1.03
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1321.6270 TFNEALDTTQTV 143.3000 1321.6320 21.0413 755 2 661.3196 3.81
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 2251.1751 VGVAGVMSHISTGGGASLELLEGK 406.2088 2251.1787 18.9585 2930 3 751.0644 1.21
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22116.8100 50225.9048 108 65.70 None 1272.6794 SVGDLTSADLKGK 258.5523 1272.6803 25.6645 1277 1 1272.6803 2.84
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1404.7369 ELDYLVGAVSNPK 56156.7200 1404.7353 28.5240 101272 2 702.8713 ‐1.8222
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1573.8432 GVTTIIGGGDSVAAVEK 91082.6100 1573.8452 26.6909 98802 2 787.4263 0.9553
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1092.5684 FAAGTEAIANK 18886.6600 1092.5689 19.0024 83752 2 546.7881 ‐0.8419
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 2015.9516 ADLNVPLDDNQTITDDTR 401.0889 2015.9547 27.1880 3127 2 1008.4810 2.0177
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1933.9767 LASLADLYVNDAFGTAHR 520.4487 1933.9728 30.0232 2913 3 645.3291 ‐2.2384
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 849.1713 2270.1433 42.5669 1829 3 757.3860 2.50
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 713.4556 AAIPTIK 7360.0620 713.4564 20.5000 1621 1 713.4564 0.9902
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 907.4884 YLIENGAK 99.4967 907.4888 31.4106 3735 2 454.2480 ‐1.1812
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1475.5210 2600.4060 37.0983 11308 3 867.4735 1.1847
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 771.4359 VGAVSNPK 2634.6830 771.4387 28.5460 3719 1 771.4387 3.69
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 989.4898 GGGDSVAAVEK 2138.7790 989.4913 26.6894 2843 1 989.4913 2.1066
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 571.3814 IPTIK 131.1779 571.3810 22.1131 2361 1 571.3810 ‐1.1139
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1162.6103 DYLVGAVSNPK 1001.8850 1162.6044 28.5232 1621 1 1162.6044 ‐3.9434
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 889.4778 YLIENGAK 566.2647 889.4782 29.9896 4951 1 889.4782 0.8179
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 6301.6840 50225.9048 108 65.70 None 1998.9251 ADLNVPLDDNQTITDDTR 155.2413 1998.9319 26.1084 793 3 666.9822 3.1840
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 38725.6100 2270.1299 21.7217 108135 2 1135.5686 ‐1.6448
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1605.9462 VLPGVIALDEAIPVTV 69404.7500 1605.9450 23.6741 89118 2 803.4762 ‐0.2676
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1933.9767 LASLADLYVNDAFGTAHR 24656.2300 1933.9775 19.8485 68631 3 645.3307 0.8315
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1100.6562 IGVIESLLEK 73190.9300 1100.6553 19.9773 64491 2 550.8313 ‐1.1643
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 999.5986 FSLAPLVPR 19159.4000 999.5965 19.4270 57075 2 500.3019 ‐2.6703
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1525.8836 GVSLLLPTDVVVADK 47461.1600 1525.8821 20.4462 51327 2 763.4447 ‐0.6357
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 18578.4900 2858.3344 23.2221 49504 3 953.4497 0.1623
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 29948.0000 2951.5021 25.5819 40936 3 984.5055 1.0186
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1201.7038 LSELLGIEVTK 35902.8000 1201.7027 18.7332 39484 2 601.3550 ‐1.2302
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 2248.3440 2269.1876 20.0075 36381 3 757.0674 1.61
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1573.8432 GVTTIIGGGDSVAAVEK 12851.1500 1573.8443 16.9069 18464 2 787.4258 1.1009
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1102.6368 RPFAAIVGGSK 5353.4790 1102.6371 14.7856 6138 2 551.8222 ‐0.0779
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1404.7369 ELDYLVGAVSNPK 4873.0660 1404.7362 17.8102 3654 2 702.8717 ‐0.4205
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1518.7646 AQGLSVGSSLVEEDK 679.6300 1518.7744 17.5764 1326 2 759.8908 6.29
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 2062.0716 KLASLADLYVNDAFGTAHR 1447.5740 2062.0691 19.0467 7661 3 688.0279 ‐0.7445
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1282.7617 LLLPTDVVVADK 185.1136 1282.7577 19.9328 177302 2 641.8825 ‐3.1957
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 652.4141 APLVPR 224.2318 652.4109 17.5910 46253 1 652.4109 ‐4.3067
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 987.5721 GVIESLLEK 2263.5200 987.5726 19.9848 8633 1 987.5726 1.22
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 581.3770 PLVPR 241.5245 581.3763 19.4250 6270 1 581.3763 ‐0.7709
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1250.5913 YVNDAFGTAHR 98.5015 1250.5947 23.1914 2480 2 625.8010 2.49
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 852.5302 SLAPLVPR 457.1996 852.5298 19.4256 2178 1 852.5298 0.5092
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 930.5506 VIESLLEK 880.4260 930.5511 19.9841 2083 1 930.5511 1.00
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1088.6198 SELLGIEVTK 463.2928 1088.6192 18.7297 2027 1 1088.6192 0.9409
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1056.5936 LPTDVVVADK 1326.1010 1056.5917 20.4479 1788 1 1056.5917 ‐0.3407
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 765.4981 LAPLVPR 701.5747 765.4974 19.4257 1665 1 765.4974 ‐0.1187
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1007.5772 VLPGVIALDE 138.4999 1007.5742 22.5213 1553 2 504.2907 ‐3.5399
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 970.4490 NDAFGTAHR 99.3232 970.4472 17.3363 1298 2 485.7272 ‐2.4518
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 759.4611 LGIEVTK 476.1021 759.4613 18.7478 1164 1 759.4613 1.0498
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1145.5871 MGLDIGPDSIK 303.3934 1145.5847 21.9987 1150 1 1145.5847 ‐0.4582
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1387.8195 VLPGVIALDEAIPV 1535.5390 1387.8120 23.6777 1071 1 1387.8120 ‐3.3053
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 872.5451 LLGIEVTK 396.1270 872.5430 18.7478 994 1 872.5430 ‐1.4789
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1295.7318 PEGGVLLLENVR 2226.5330 1295.7315 25.5820 929 1 1295.7315 1.59
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1924.9797 GVMSHISTGGGASLELLEGK 194.2347 1924.9818 17.3597 904 4 482.0009 1.0711
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 2251.1751 VGVAGVMSHISTGGGASLELLEGK 269.4475 2251.1787 18.9585 2930 3 751.0644 2.91
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1555.8326 GVTTIIGGGDSVAAVEK 325.1333 1555.8280 17.8868 1798 3 519.2808 ‐2.9767
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 None 1386.7264 ELDYLVGAVSNPK 863.1390 1386.7307 17.2263 854 2 693.8690 3.31
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 13424.0800 50225.9048 108 65.70 Carbamidomethyl+C(4) 2934.4765 ADDCIGPEVESLVASLPEGGVLLLENVR 350.6166 2934.4600 25.6516 1217 2 1467.7336 ‐2.8822
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1280.7685 VVAAGANPVLITR 119650.4000 1280.7683 16.0111 46557 2 640.8878 ‐0.5151
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1541.7693 EVELEDPVENIGAK 50722.2000 1541.7689 27.5363 46365 2 771.3881 ‐0.2821



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1199.6630 DLVGVLEDAIR 64788.1100 1199.6625 39.1204 40113 2 600.3349 ‐0.9155
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1736.8337 NLIEQAEQDYEKEK 42745.3400 1736.8337 28.1841 39399 3 579.6161 ‐0.0209
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1505.7159 GYISPYFVTDSEK 13256.4900 1505.7176 28.6077 35870 2 753.3624 1.1182
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1182.7093 LADLVGVTLGPK 90524.8800 1182.7095 18.5101 30262 2 591.8584 ‐0.2872
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1536.7614 YEDLMAAGIIDPTK 68673.2500 1536.7626 31.3954 29595 2 768.8850 0.8150
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1043.5844 IVNDGVTVAR 29663.7100 1043.5837 18.0160 24486 2 522.2955 ‐1.3214
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 26062.3700 2464.2599 35.0975 22989 3 822.0915 1.99
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1871.8592 SAENNLYVVEGMQFDR 4280.9820 1871.8630 31.0039 20498 2 936.4351 2.77
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 989.5150 EEVGLSLDK 39185.2400 989.5130 22.2933 19106 2 495.2601 ‐2.7161
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4035.8440 1700.9012 29.9028 8920 2 850.9542 0.9394
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIAEAMSK 4157.3090 3160.4382 36.3027 8534 3 1054.1509 0.1700
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 931.5095 GVVTLEEGK 5444.0000 931.5078 18.7786 6740 2 466.2575 ‐2.6132
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 11691.8900 1145.4606 17.1652 3330 2 573.2339 ‐0.2071
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1949.9597 EMTTIVGDGTTQEAVNKR 1225.5920 1949.9414 27.6924 4443 3 650.6520 ‐9.2240
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 2334.2221 VVLTKEMTTIVGDGTTQEAVNK 1414.2980 2334.2205 23.5471 3667 2 1167.6139 0.4437
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1781.9181 VLANDNVKFGYNAATGK 249.2425 1781.9104 36.5548 7200 2 891.4588 ‐3.9510
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1229.6848 LRVEDALNATK 2165.2210 1229.6864 22.5358 5837 2 615.3469 0.9153
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1509.7067 IEQAEQDYEKEK 3617.0840 1509.7121 28.2175 3313 2 755.3597 3.11
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 716.3937 LEDAIR 16030.3000 716.3922 39.1239 2125 1 716.3922 ‐1.8232
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 928.4523 FGYNAATGK 100.4583 928.4495 38.0706 1947 1 928.4495 ‐2.2437
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1082.6317 AAGANPVLITR 6123.1080 1082.6300 16.0115 1930 1 1082.6300 ‐0.3812
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1172.5470 SPYFVTDSEK 2070.3640 1172.5483 28.6102 1527 1 1172.5483 2.31
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 775.4196 VTLEEGK 616.3304 775.4174 18.7563 1458 1 775.4174 ‐2.4123
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1069.6252 ADLVGVTLGPK 2681.9960 1069.6246 18.5112 1356 1 1069.6246 0.5645
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 998.5881 DLVGVTLGPK 2365.3040 998.5851 18.5087 1289 1 998.5851 ‐2.0489
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 671.4087 GVTLGPK 2307.0330 671.4113 18.5080 1186 1 671.4113 4.0251
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 940.5574 GANPVLITR 5654.0520 940.5592 16.0100 1167 1 940.5592 2.16
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 930.5003 VNDGVTVAR 3623.4760 930.5010 18.0141 1164 1 930.5010 1.19
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 706.3519 YNAATGK 86.4642 706.3503 36.4213 928 1 706.3503 ‐1.9338
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 770.4771 VGVTLGPK 366.3275 770.4785 18.5022 914 1 770.4785 2.32
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1396.6227 EQAEQDYEKEK 2004.2140 1396.6231 28.1885 862 2 698.8152 0.1584
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1356.6616 LYVVEGMQFDR 668.7435 1356.6618 31.3821 802 2 678.8345 ‐0.1030
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 1011.5946 AGANPVLITR 2888.5490 1011.5936 16.0140 795 1 1011.5936 0.0732
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 12702.9700 63740.8883 79 44.97 None 2316.2115 VVLTKEMTTIVGDGTTQEAVNK 473.0783 2316.2040 25.4121 3156 2 1158.6056 ‐2.1818
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1199.6630 DLVGVLEDAIR 45373.6600 1199.6625 39.1204 40113 2 600.3349 ‐1.5491
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1505.7159 GYISPYFVTDSEK 22964.4800 1505.7176 28.6077 35870 2 753.3624 0.6560
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1536.7614 YEDLMAAGIIDPTK 64267.3800 1536.7626 31.3954 29595 2 768.8850 0.3702
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1043.5844 IVNDGVTVAR 18252.0300 1043.5837 18.0160 24486 2 522.2955 ‐2.0425
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 23747.6700 2464.2599 35.0975 22989 3 822.0915 1.57
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1871.8592 SAENNLYVVEGMQFDR 4539.9580 1871.8630 31.0039 20498 2 936.4351 2.07
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 3426.7280 1700.9012 29.9028 8920 2 850.9542 0.5866
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 791.4662 ALSYPLK 4289.4170 791.4652 21.9036 8874 1 791.4652 ‐1.2134
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIAEAMSK 3454.2710 3160.4382 36.3027 8534 3 1054.1509 ‐0.5937
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1280.7685 VVAAGANPVLITR 4251.9130 1280.7702 24.3602 5908 2 640.8887 0.4061
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1949.9597 EMTTIVGDGTTQEAVNKR 876.3851 1949.9414 27.6924 4443 3 650.6520 ‐9.6409
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1618.7806 VDAIKDTLENDEEK 801.3698 1618.7824 25.9426 1323 2 809.8949 0.8483
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1542.7871 LSSATSISSSSFGRR 194.5799 1542.7864 27.8049 1173 2 771.8968 ‐0.8611
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1849.0066 SQYLDDIAILTGATVIR 381.1122 1848.9649 39.8492 961 2 924.9861 ‐22.3627
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1086.6517 TAKALVNELK 356.2421 1086.6425 26.8972 2705 2 543.8249 ‐9.8145
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1788.8862 DTLENDEEKVGAEIVK 540.9438 1788.8750 28.1492 1173 2 894.9411 ‐6.1696
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 872.4836 GVLEDAIR 4530.5760 872.4845 39.1206 4111 1 872.4845 1.51
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 697.4243 LVNELK 84.2996 697.4255 26.3410 2451 1 697.4255 1.71
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1285.6311 ISPYFVTDSEK 170.3065 1285.6264 30.3749 1870 2 643.3168 ‐4.5662
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 812.4989 NPVLITR 176.1525 812.4990 23.4494 1803 1 812.4990 0.2693
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1172.5470 SPYFVTDSEK 3669.7540 1172.5483 28.6102 1527 1 1172.5483 2.13
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1101.6150 EEKVGAEIVK 337.8968 1101.6145 26.9349 1520 2 551.3109 ‐1.7057
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 1243.5776 YVVEGMQFDR 468.8072 1243.5845 30.5307 1219 2 622.2959 4.21
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4753.8130 63740.8883 79 44.97 None 930.5003 VNDGVTVAR 2627.3090 930.5010 18.0141 1164 1 930.5010 1.1326
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1280.7685 VVAAGANPVLITR 75654.7900 1280.7683 16.0111 46557 2 640.8878 ‐0.3002
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1182.7093 LADLVGVTLGPK 91809.1900 1182.7095 18.5101 30262 2 591.8584 ‐0.1087
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 3354.8130 2569.4163 25.8518 12164 3 857.1436 2.59
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 886.2371 2464.2480 20.4906 8896 3 822.0875 ‐2.6058
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1871.8592 SAENNLYVVEGMQFDR 2076.1720 1871.8583 18.7618 4237 2 936.4328 0.4144
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1618.7806 VDAIKDTLENDEEK 239.7133 1618.7709 18.7229 2848 2 809.8891 ‐5.5299
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 2819.5037 SQYLDDIAILTGATVIREEVGLSLDK 823.0089 2819.4437 25.5457 1816 3 940.4861 ‐20.0550
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 2446.1959 FGYNAATGKYEDLMAAGIIDPTK 2685.3390 2446.1976 19.5773 6335 3 816.0707 1.97
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1245.7235 ALVNELKLMSK 1693.2370 1245.7221 17.9678 3096 2 623.3647 ‐1.2933
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 3358.5572 SAENNLYVVEGMQFDRGYISPYFVTDSEK 239.4333 3358.5363 22.5643 1261 3 1120.1836 ‐4.5085
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 2784.3509 GVVTLEEGKSAENNLYVVEGMQFDR 859.8972 2784.3648 20.7742 976 3 928.7931 6.08
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1082.6317 AAGANPVLITR 4392.2740 1082.6300 16.0115 1930 1 1082.6300 ‐0.0504
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1069.6252 ADLVGVTLGPK 3749.1030 1069.6246 18.5112 1356 1 1069.6246 0.8993
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1157.6599 LVNELKLMSK 633.9108 1157.6595 17.9465 1299 2 579.3334 ‐0.6550
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 998.5881 DLVGVTLGPK 3079.8530 998.5851 18.5087 1289 1 998.5851 ‐1.6918
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 671.4087 GVTLGPK 2484.3900 671.4113 18.5080 1186 1 671.4113 4.43
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 940.5574 GANPVLITR 3804.9160 940.5592 16.0100 1167 1 940.5592 3.0568
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 770.4771 VGVTLGPK 382.7365 770.4785 18.5022 914 1 770.4785 2.14
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3768.2330 63740.8883 79 44.97 None 1011.5946 AGANPVLITR 1573.2970 1011.5936 16.0140 795 1 1011.5936 0.4261
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1118.6052 IGATSDLQSVK 11655.1200 1118.6054 19.7304 11019 2 559.8063 ‐0.3866
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1427.7489 TDPNQNTGIVIQK 3687.3740 1427.7438 19.5657 10510 2 714.3755 ‐3.7147
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 2232.7440 2638.1982 31.3470 10364 3 880.0709 2.74
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1278.6325 DITFQNTAGPSK 17999.9600 1278.6320 20.8340 8083 2 639.8196 ‐0.6962
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1569.8343 TVAAAVAAAPENSNKR 15346.7800 1569.8336 17.2227 7632 3 523.9494 ‐0.5713
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 2463.2766 DVIEASVNLTITAVEHNYFTVK 2112.5500 2463.2703 23.7522 1213 2 1232.1388 ‐1.2614
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 2420.1921 YTAGQFIGGGGWLSSTGFPFSLGL 1059.6670 2420.1879 25.1671 764 2 1210.5976 ‐0.5354



NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1001.5626 VITAAAEAQK 406.8444 1001.5397 24.3535 12261 1 1001.5397 ‐21.8894
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(9) 1938.9347 GQIHVEHMCSNALAMIK 556.6275 1938.9640 27.5240 4981 3 646.9928 15.2447
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETVEDLHLYPTKK 1053.9680 3678.8068 42.8280 4634 5 736.5672 6.1007
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1310.6223 ADATVAADGSGTFK 900.3338 1310.6337 27.1624 2267 2 655.8205 8.81
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTDIANFEQ 2659.1320 3871.8861 22.8128 62041 3 1291.3002 ‐1.1125
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(1) 1434.7370 CRIGATSDLQSVK 340.6079 1434.7515 17.7616 11533 2 717.8794 9.90
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 3003.5606 TRTIITGSRNVVDGSTTFHSATVAAVGER 765.2656 3003.5588 25.6667 4694 3 1001.8578 0.2822
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1296.6551 KKNIMFMGDGR 1019.9830 1296.6581 18.9525 1629 2 648.8327 1.46
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 948.4997 ATSDLQSVK 388.2233 948.4986 18.8798 1919 1 948.4986 ‐0.2547
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1005.5211 GATSDLQSVK 312.0745 1005.5206 19.7334 989 1 1005.5206 0.3983
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 None 1369.7183 AAAVAAAPENSNKR 3501.5830 1369.7154 17.2228 768 2 685.3614 ‐2.2671
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(2) 1121.5152 MCSNALAMIK 151.1065 1121.5180 25.7201 751 1 1121.5180 3.21
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 1392.7550 64769.2416 20 42.40 Carbamidomethyl+C(1) 1416.7264 CRIGATSDLQSVK 324.2755 1416.7218 15.7267 10589 2 708.8645 ‐3.4187
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1875.0110 QLDYVPATISALEEVVK 22878.4700 1875.0104 22.7881 41769 2 938.0089 0.6298
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1143.6772 FTLPPNLTLK 30198.4000 1143.6764 19.0741 32413 2 572.3418 ‐1.0848
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 6773.3780 2908.4348 25.1288 28832 3 970.1498 1.0140
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1058.5993 VPVFLDGGVR 19401.7800 1058.5990 17.6306 19846 2 529.8032 ‐0.7527
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1107.5873 FFQLYVYK 2385.4470 1107.5883 19.2934 18850 2 554.2978 0.4536
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1533.8168 ISMPIMVAPTAFQK 10164.9500 1533.8153 20.1529 18031 2 767.4113 ‐0.6312
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 1913.0565 DIQWLQTITNMPILVK 18189.5100 1913.0574 23.9799 10881 2 957.0323 1.89
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 2117.1641 FTLPPNLTLKNFEGLDLGK 419.9023 2117.1632 23.5579 11031 3 706.3926 0.1246
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 782.4771 PPNLTLK 613.8924 782.4800 19.0665 3111 1 782.4800 4.14
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 988.5132 AASAAGTIMTL 186.0174 988.5132 25.8186 1190 1 988.5132 1.20
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 960.5189 FQLYVYK 415.1574 960.5160 18.6405 957 1 960.5160 ‐1.8306
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 670.3559 FTLPPN 233.1356 670.3547 22.6537 938 1 670.3547 ‐1.1231
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 4333.5720 40363.6259 13 31.06 None 895.5611 LPPNLTLK 200.2502 895.5601 17.3414 764 1 895.5601 ‐0.0225
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1590.9214 ALEGADLVIIPAGVPR 62233.4000 1590.9216 20.0743 27341 2 795.9645 0.2685
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1318.7001 DDLFNINAGIVK 26826.8000 1318.7006 32.6123 20281 2 659.8539 0.0566
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1860.9226 NGVEEVLDLGPLSDFEK 12962.1300 1860.9262 38.4476 13162 2 930.9668 2.89
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1219.7045 LFGVTTLDVVR 13072.9800 1219.7047 19.8711 11120 2 610.3560 ‐0.2069
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1471.6370 SQVSGYMGDDDLGK 2037.4330 1471.6408 22.1407 2063 2 736.3240 2.96
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1347.7995 KLFGVTTLDVVR 1056.0540 1347.8004 18.3980 2768 2 674.4038 0.4516
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 1220.6018 RGFASESVPDR 754.3762 1220.6083 19.7556 2076 2 610.8078 4.84
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 834.4104 RGFASESV 179.7914 834.4084 17.3309 2159 1 834.4084 ‐1.9342
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 5015.6580 36046.5611 9 24.5 None 959.5520 GVTTLDVVR 269.2364 959.5508 19.9840 830 2 480.2790 ‐2.0670
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 1758.3220 15216.6600 4 30.34 None 1305.6514 FFETFAAPFTK 17016.6600 1305.6501 20.0755 29033 2 653.3287 ‐1.2844
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 1758.3220 15216.6600 4 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSPYNPLQSK 2053.7360 3663.6653 22.2135 11418 3 1221.8933 ‐1.6054
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 1758.3220 15216.6600 4 30.34 None 1011.5146 ETFAAPFTK 347.1976 1011.5145 19.1358 4326 2 506.2609 ‐0.7660
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 1758.3220 15216.6600 4 30.34 None 2939.3330 EDLGNTTGQWDVYGSDAPSPYNPLQSK 456.8252 2939.3168 22.2273 1932 3 980.4438 ‐4.6380
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1812.8803 IYSFGGEFTPNQPIDK 4376.0000 1812.8820 29.6564 32178 2 906.9446 1.0278
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1308.7158 LLTPVEEGPTPR 32582.7600 1308.7163 23.1110 31750 2 654.8618 ‐0.4991
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1522.8111 LNTLDSYNIVDKK 8423.0620 1522.8122 24.3727 23526 3 508.2756 0.2307
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 950.5306 SVFASAALGK 12619.8400 950.5311 23.5467 18439 2 475.7692 ‐0.9676
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1691.8500 WTQVETFGVRPSER 3476.0690 1691.8538 24.8659 12192 3 564.6228 1.61
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 2000.8661 QYNGFYSFDTTTNEWK 3508.7470 2000.8650 31.6464 8793 2 1000.9361 ‐0.0778
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1863.8872 FEYVNGSQVVVGDEHGK 1591.8550 1863.8928 23.3998 6949 3 621.9691 2.18
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1250.6375 GWTASTTATIGGK 787.8323 1250.6438 23.9414 3282 2 625.8255 4.0448
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1394.7162 LNTLDSYNIVDK 928.1222 1394.7077 26.7064 16925 2 697.8575 ‐6.7716
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1991.9821 FEYVNGSQVVVGDEHGKK 190.5647 1992.0042 30.8458 8698 2 996.5057 11.85
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 2724.2563 TELGVEEFEIDADDYIVYVEGYR 320.7812 2724.2624 35.9491 6087 3 908.7590 2.64
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 2063.9345 APTNDRFDDLFFYGIDSA 10384.8500 2063.9345 38.4557 29004 2 1032.4709 0.5977
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 2852.3513 KTELGVEEFEIDADDYIVYVEGYR 1568.0690 2852.3492 40.6253 1760 3 951.4546 ‐0.6106
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1543.7499 WTKVDENGDGPGLR 672.2537 1543.7504 27.3440 1031 3 515.2550 ‐0.1048
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 981.5000 PVEEGPTPR 1351.7420 981.5003 23.1073 3053 1 981.5003 0.9066
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1082.5477 TPVEEGPTPR 516.0795 1082.5467 23.1087 1258 1 1082.5467 ‐0.0025
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1171.5630 EFTPNQPIDK 208.8260 1171.5587 30.6852 1208 1 1171.5587 ‐2.5203
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1154.5800 SQVVVGDEHGK 231.3891 1154.5780 22.6334 1074 2 577.7926 ‐2.9326
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1059.5469 FTPNQPIDK 235.9099 1059.5454 30.8597 1019 2 530.2764 ‐2.7510
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 884.4472 VEEGPTPR 155.7056 884.4510 22.7549 874 2 442.7291 2.04
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1982.8555 QYNGFYSFDTTTNEWK 506.3646 1982.8551 31.0288 938 3 661.6232 ‐0.4455
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1767.6400 67889.5427 22 26.98 None 1674.8234 WTQVETFGVRPSER 494.5274 1674.8251 26.5225 2785 2 837.9162 0.8289
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 11333.9100 3655.8831 22.4669 54144 4 914.7262 0.9822
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1395.7301 IFGSDGSVITMLR 16853.1300 1395.7289 20.0372 49381 2 698.3681 ‐0.7132
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1820.9429 QTSPPFGLEAGTVFELK 5476.9510 1820.9426 21.1017 27602 2 910.9749 0.6743
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 1548.8620 3072.4416 25.5496 18099 2 1536.7244 ‐3.4005
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1933.9502 TSDVIGSDEGTHFTLQVK 8418.5300 1933.9493 17.0933 10493 3 645.3213 ‐0.0466
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 740.3978 VLPADPF 152.9132 740.4004 19.1533 5905 1 740.4004 4.89
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1390.7365 WYSPEGIIQGIK 142.9342 1390.7350 18.7202 2771 2 695.8711 ‐1.0414
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 819.4757 SVITMLR 172.3231 819.4757 21.8136 2185 1 819.4757 0.8741
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 846.4720 AGTVFELK 111.9686 846.4718 19.0299 1471 1 846.4718 0.7106
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1041.5939 SPEGIIQGIK 103.6512 1041.5961 20.2116 815 2 521.3017 1.18
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1802.9323 QTSPPFGLEAGTVFELK 228.3766 1802.9386 22.0605 2098 2 901.9729 4.61
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2951.5800 32158.1143 12 36.24 None 1915.9396 TSDVIGSDEGTHFTLQVK 296.6575 1915.9377 18.3492 1167 2 958.4725 0.0174
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1390.7325 VYVGQGQDGVAAVK 25631.9100 1390.7331 20.4953 18748 2 695.8702 0.2439
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1214.6627 SSTTPVPSTPLK 6842.2160 1214.6646 20.9684 17232 2 607.8359 1.1616
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2147.0543 SAEFTLAPDEYITALSAYGK 1771.1870 2147.0485 21.8421 17120 2 1074.0279 ‐1.8281
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1292.6481 SGFQISAPEATGK 5497.7770 1292.6492 23.8342 16519 2 646.8282 0.5053
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1853.9855 SLSTQEVITALTFTTNK 6700.7970 1853.9826 20.9550 14366 2 927.4949 ‐1.0949
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1967.8310 1939.9766 30.8703 10832 2 970.4919 0.8954
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 4577.8930 2806.4247 19.8126 10643 3 936.1464 0.3777
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 4845.3870 2122.9670 32.3871 9922 2 1061.9871 0.5179
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1207.5702 NGSQVVFGDER 10745.4000 1207.5699 19.8734 6966 2 604.2886 ‐0.6978
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 2647.2110 2990.3768 44.5423 4478 3 997.4638 2.60
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 762.0914 2251.0663 31.3110 3440 2 1126.0368 2.75



NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1640.8683 VSIPFGIGAGTAFEFK 2228.4730 1640.8724 21.7852 2288 2 820.9398 2.12
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 2704.2440 2068.0730 28.8868 10746 3 690.0292 1.94
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 2247.0928 TSYGPYGTKSGFQISAPEATGK 703.1343 2247.1093 21.6601 1224 2 1124.0583 8.98
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1838.9283 PYGTKSGFQISAPEATGK 220.5831 1838.9202 21.8109 3447 3 613.6449 ‐4.3019
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 623.2784 FGDER 136.8572 623.2767 20.1966 2739 1 623.2767 ‐2.6496
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1270.6314 DGIGAVSFVYDK 164.8467 1270.6373 30.8117 2430 2 635.8223 4.15
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 711.3672 TFTTNK 269.5587 711.3674 20.2218 1516 1 711.3674 0.4996
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 838.5033 PVPSTPLK 415.1137 838.5064 20.9718 1203 1 838.5064 4.31
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1622.8577 VSIPFGIGAGTAFEFK 339.8010 1622.8652 23.6884 879 3 541.6266 4.54
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 35 29.22 None 1373.7060 VYVGQGQDGVAAVK 383.8441 1373.7089 20.5447 3498 2 687.3581 1.68
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 2147.0543 SAEFTLAPDEYITALSAYGK 3203.9600 2147.0485 21.8421 17120 2 1074.0279 ‐1.2919
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1853.9855 SLSTQEVITALTFTTNK 7178.4150 1853.9826 20.9550 14366 2 927.4949 ‐0.6674
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1134.6154 TAGPFGIVSGTK 3977.6230 1134.6162 16.9843 11007 2 567.8117 0.3428
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 3260.8090 2806.4247 19.8126 10643 3 936.1464 0.8291
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1740.6030 1939.9749 23.0348 2817 2 970.4911 0.4736
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1640.8683 VSIPFGIGAGTAFEFK 2588.0780 1640.8724 21.7852 2288 2 820.9398 3.0196
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1547.7740 IYASYGGEGIQYVK 166.5988 1547.7603 25.6228 2242 1 1547.7603 ‐6.4238
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 3072.5888 VQLTFDEIIYSIQVTYDGATALQSQLR 589.6486 3072.5768 24.5405 2017 3 1024.8638 ‐2.4463
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1214.6627 SSTTPVPSTPLK 108.3437 1214.6469 19.3223 1434 2 607.8271 ‐13.2256
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1553.8574 NFGVDTVVTTLIFK 95.7774 1553.8287 18.4152 1317 3 518.6144 ‐18.4662
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1928.0276 NKTAGPFGIVSGTKFEFK 876.5629 1928.0291 17.4369 5926 3 643.3479 1.1594
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 569.3042 NKTAGP 429.6242 569.3021 16.0805 1492 1 569.3021 ‐3.2757
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 962.5306 GPFGIVSGTK 123.4899 962.5281 17.7036 1435 2 481.7677 ‐3.2324
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 35 29.22 None 1836.9589 SLSTQEVITALTFTTNK 136.1183 1836.9497 19.1384 779 2 918.9785 ‐4.1460
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1063.5782 VVDIVDTFR 23666.8800 1063.5773 29.3718 32256 2 532.2923 ‐1.4845
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1781.8857 EGSTNPTFLYFAHGLK 6911.4410 1781.8838 19.2128 20927 3 594.6328 ‐1.0070
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1293.6685 LSEEDQAVFKK 5566.2300 1293.6649 18.8060 9915 2 647.3361 ‐3.0690
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1165.5735 LSEEDQAVFK 3001.9160 1165.5732 21.2501 9573 2 583.2903 ‐0.7401
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1515.7690 EIENGILWEVEGK 4610.7250 1515.7710 32.0835 9348 2 758.3891 1.47
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1249.6423 LQEQPTYDKK 759.8235 1249.6190 19.6404 12750 3 417.2112 ‐18.9902
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 2122.1794 YIKLLTPKLSEEDQAVFK 1230.3860 2122.1872 18.7085 2199 3 708.0672 3.82
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 865.4414 DIVDTFR 7741.5070 865.4421 29.3743 6033 1 865.4421 1.43
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1763.8751 EGSTNPTFLYFAHGLK 283.5580 1763.8822 19.2252 805 3 588.6323 4.0307
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2871.2520 18967.3870 15 39.88 None 1148.5470 LSEEDQAVFK 591.7305 1148.5481 21.9255 851 2 574.7777 0.4896
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1194.4020 18967.3870 15 39.88 None 1781.8857 EGSTNPTFLYFAHGLK 8420.2700 1781.8838 19.2128 20927 3 594.6328 ‐0.8221
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1194.4020 18967.3870 15 39.88 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 3139.7770 2447.1997 23.5912 20519 2 1224.1035 ‐0.2891
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1194.4020 18967.3870 15 39.88 None 2122.1794 YIKLLTPKLSEEDQAVFK 1289.0240 2122.1872 18.7085 2199 3 708.0672 4.17
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1194.4020 18967.3870 15 39.88 None 1196.6463 TFLYFAHGLK 180.3064 1196.6435 17.2381 1245 2 598.8254 ‐2.5832
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1194.4020 18967.3870 15 39.88 None 1763.8751 EGSTNPTFLYFAHGLK 232.0078 1763.8822 19.2252 805 3 588.6323 4.10
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1453.7546 FVIGGPHGDAGLTGR 28951.2000 1453.7527 15.7753 38723 3 485.2557 ‐1.5308
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1206.6113 ANVDYEQIVR 11266.9600 1206.6139 23.6590 15550 2 603.8106 1.89
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 5863.5520 2383.2747 26.5968 12867 4 596.5741 ‐0.0446
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1296.7773 IPDKEILEIVK 8769.6180 1296.7773 28.7424 9016 2 648.8923 ‐0.3536
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1662.8374 DDADFTWEVVKPLK 4327.5290 1662.8402 31.5715 6537 3 554.9516 1.68
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 873.5152 SIVASGLAR 10426.8900 873.5156 20.0617 6330 2 437.2614 ‐0.4778
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1141.6113 TIFHLNPSGR 662.8658 1141.6087 15.5765 1310 2 571.3080 ‐2.8059
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 2053.9171 MESFLFTSESVNEGHPDK 1375.6610 2053.8971 26.9090 1830 3 685.3039 ‐9.5255
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1207.6178 IGGPHGDAGLTGR 14254.8200 1207.6157 15.7779 5384 2 604.3115 ‐2.1660
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 922.4629 DYEQIVR 170.8582 922.4650 23.8557 4116 1 922.4650 3.0614
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 574.3307 ASGLAR 106.1435 574.3317 19.9035 3389 1 574.3317 1.66
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1183.6933 PDKEILEIVK 1486.0780 1183.6945 28.7536 2421 2 592.3509 0.6016
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1094.5337 GGPHGDAGLTGR 7903.0260 1094.5337 15.7738 1366 2 547.7705 ‐0.5821
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 746.3791 GDAGLTGR 2723.3910 746.3808 15.7811 1222 1 746.3808 2.13
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2649.5120 43194.8578 29 33.08 None 1086.6405 DKEILEIVK 320.2961 1086.6403 29.9327 1075 2 543.8238 ‐0.7581
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 1206.6113 ANVDYEQIVR 13504.8700 1206.6139 23.6590 15550 2 603.8106 1.0391
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 3992.3470 2383.2747 26.5968 12867 4 596.5741 ‐0.1412
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 1296.7773 IPDKEILEIVK 8357.7530 1296.7773 28.7424 9016 2 648.8923 ‐0.9328
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 1662.8374 DDADFTWEVVKPLK 3451.5720 1662.8402 31.5715 6537 3 554.9516 1.22
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 873.5152 SIVASGLAR 16500.3300 873.5156 20.0617 6330 2 437.2614 ‐1.2941
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 2053.9171 MESFLFTSESVNEGHPDK 310.2186 2053.9379 31.4513 4166 2 1027.4726 10.04
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 779.4298 VLVNIEQ 1148.1770 779.4311 26.2378 2789 1 779.4311 1.69
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 673.3992 VASGLAR 15323.2900 673.3997 20.0562 2596 1 673.3997 0.5943
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 1183.6933 PDKEILEIVK 1617.8400 1183.6945 28.7536 2421 2 592.3509 ‐0.0410
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 922.4629 DYEQIVR 107.7605 922.4589 25.4587 2312 1 922.4589 ‐3.8551
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 574.3307 ASGLAR 1460.3300 574.3319 20.0672 1483 1 574.3319 1.10
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1527.9660 43194.8578 29 33.08 None 1086.6405 DKEILEIVK 355.2032 1086.6403 29.9327 1075 2 543.8238 ‐1.4550
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1774.8970 NYELPDGQVITIGAER 71967.3700 1774.8974 31.0932 50128 2 887.9523 0.5586
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1147.6027 EITALAPSSMK 14368.6600 1147.6048 23.4194 44925 2 574.3061 1.53
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1968.0801 IAPEEHPVLLTEAPLNPK 16277.8100 1968.0797 28.2328 26012 3 656.6981 0.0037
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1176.5354 GYMFTTTAER 17879.4600 1176.5376 23.1919 22101 2 588.7724 1.82
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1918.8640 YPIEHGVVSNWDDMEK 18045.7100 1918.8652 27.3168 15604 3 640.2933 0.7770
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1413.6757 AEYDEAGPGIVHR 27904.5000 1413.6740 19.4610 9839 3 471.8962 ‐1.4068
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 Carbamidomethyl+C(1) 3156.4839 CPEVLFQPSFVGMEAAGIHETTYNSIMK 2038.8180 3156.4777 21.3395 7710 3 1052.8308 ‐0.9548
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 2315.1700 KDLYGNIVLSGGTTMFSGIADR 476.4190 2315.1731 37.9318 946 3 772.3959 1.69
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 976.4483 AGFAGDDAPR 204.1183 976.4651 27.0195 1057 1 976.4651 18.1483
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 2078.0665 NYELPDGQVITIGAERFR 759.1895 2078.0528 28.1180 5661 3 693.3558 ‐6.3646
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 2236.2006 LDLAGRDLTDYLMKILTER 453.8110 2236.1989 20.7725 1556 3 746.0711 ‐0.3951
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 2533.2425 DLYGNIVLSGGTTMFSGIADRMSK 700.8073 2533.2606 24.1593 1521 3 845.0917 7.75
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 678.4046 PGIVHR 205.3910 678.4030 21.0759 2470 1 678.4030 ‐2.1467
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 476.2463 TAER 63.8500 476.2484 23.2354 1461 1 476.2484 4.0255
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 804.4284 ALAPSSMK 694.1810 804.4286 23.4269 1341 1 804.4286 0.7646
NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 None 1255.6641 PDGQVITIGAER 1353.1170 1255.6606 31.0979 1252 1 1255.6606 ‐1.2510



NP_188508.1 actin 2 Arabidopsis thaliana 6729.5260 42105.1171 17 44.56 Carbamidomethyl+C(1) 3139.4574 CPEVLFQPSFVGMEAAGIHETTYNSIMK 392.5082 3139.4454 23.5312 878 3 1047.1533 ‐2.8251
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1834.4420 19929.9347 5 35.83 None 1737.8541 FVSESVEDQTEQVLK 4068.3740 1737.8569 27.1444 13047 2 869.4321 1.25
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1834.4420 19929.9347 5 35.83 None 1375.7580 STYQVAALPLNAK 3021.0310 1375.7596 26.7954 7471 2 688.3834 0.9785
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1834.4420 19929.9347 5 35.83 None 1005.5152 YFPAPSPAR 3007.9950 1005.5148 20.8174 5839 2 503.2611 ‐1.1174
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1834.4420 19929.9347 5 35.83 None 1083.5317 ASGADYSSVVK 8027.7980 1083.5300 18.1096 5402 2 542.2686 ‐2.1620
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1834.4420 19929.9347 5 35.83 None 1942.1008 ANNLVFLSGVLGLIPETGK 6703.3630 1942.1021 24.3024 4596 2 971.5547 1.14
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 None 1473.7373 IHYETTGPEIWK 4576.0740 1473.7391 25.1452 15362 3 491.9179 0.8234
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 None 1948.9222 TPNGYMLQQFENPANPK 3457.6650 1948.9262 28.9639 13939 2 974.9667 2.86
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 5925.9390 1310.5832 23.3992 11611 2 655.7952 2.32
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 None 1447.7647 LVITMPASMSIER 1248.7260 1447.7625 32.9468 768 3 483.2590 ‐2.0306
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 None 1603.8658 LVITMPASMSIERR 171.8879 1603.8328 21.9011 3279 3 535.2824 ‐21.0134
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 647.6014 32452.7509 6 17.38 Oxidation+M(12) 1811.9394 GYKLVITMPASMSIER 392.8754 1811.9344 39.1589 764 2 906.4708 ‐2.6496
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 15265.3500 1237.6261 23.4835 23189 2 619.3167 0.8334
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 1025.5197 HSLPDGLMR 6786.4180 1025.5207 21.2528 22095 2 513.2640 0.3361
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 33910.6400 3033.4420 38.2824 19584 3 1011.8189 0.0971
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 31449.4400 1757.7608 31.7199 15854 2 879.3840 1.43
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 1545.2220 2887.4468 36.8892 15050 3 963.1538 0.6523
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 1319.7053 LVGVSEETTTGVK 2842.8650 1319.7078 20.6864 13427 2 660.3575 1.47
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 994.4993 DSAAVFAWK 2946.7850 994.4985 27.9996 12974 2 497.7529 ‐1.4434
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 1026.4309 DMSQADFGR 16404.1900 1026.4304 19.0574 10336 2 513.7188 ‐1.1586
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(2)
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 871.4520 DGLQVDPK 949.1679 871.4510 20.2812 3037 1 871.4510 ‐0.5269
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 2349.1510 DQSDYVSIPVEGPYKPVHYR 2015.3300 2349.1542 27.2928 2812 4 588.0440 0.4961
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 4695.7910 1259.5827 20.2925 6433 2 630.2950 ‐1.1678
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(14) 2124.0828 ATDVMIAGKVAVICGYGDVGK 595.2239 2124.0747 25.5955 1876 2 1062.5410 ‐3.0001
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 1206.6212 VGVSEETTTGVK 294.2725 1206.6272 19.7877 3998 2 603.8172 4.49
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 243.9454 1044.4585 20.6405 2691 2 522.7329 0.9637
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(2) 968.4506 ICGYGDVGK 859.5080 968.4510 23.4869 1112 1 968.4510 1.43
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 780.3635 SQADFGR 6868.7660 780.3645 19.0372 1068 1 780.3645 1.15
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 Carbamidomethyl+C(5) 1219.6140 VAVICGYGDVGK 202.9881 1219.6185 25.1961 1317 2 610.3129 3.63
NP_189023.1 adenosylhomocysteinase 2 Arabidopsis thaliana 5112.0480 53843.6118 19 38.56 None 854.4254 DGLQVDPK 286.7000 854.4246 21.5740 2562 1 854.4246 ‐0.4236
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1661.8017 LLEQDNPDLGYDAAK 2756.4160 1661.7994 24.0592 14888 2 831.4034 ‐1.1766
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1508.7665 TLFNELEVVEGMK 2016.7460 1508.7672 36.0811 9184 2 754.8872 0.4246
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1196.7361 IGVQIIQNALK 31261.7700 1196.7359 18.7855 8810 2 598.8716 ‐0.6006
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 843.5298 LSGGVAVLK 8173.5620 843.5298 20.5765 8069 2 422.2685 ‐0.9553
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1033.5313 LPTANFDQK 1285.8720 1033.5341 20.8820 7853 2 517.2707 2.0600
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1016.5259 GVEDLADAVK 3171.8060 1016.5237 24.2634 6940 2 508.7655 ‐2.7877
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1927.0647 AAVEEGILPGGGVALLYAAR 5080.4340 1927.0625 21.0567 6919 2 964.0349 ‐0.5953
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1235.5871 SVAAGMNAMDLR 791.0430 1235.5891 25.0301 5943 2 618.2982 1.44
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1585.7592 SAIELSTSDYDKEK 6137.3120 1585.7573 21.1381 5697 3 529.2573 ‐1.3027
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1418.6951 GYTSPYFITNQK 457.1084 1418.6948 25.7773 4828 2 709.8510 ‐0.3082
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2736.1050 2615.3305 41.1273 4719 3 872.4484 3.47
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 17760.1900 1123.5498 16.9965 3173 2 562.2786 0.5243
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 826.5033 AGIIDPLK 5378.7910 826.5028 25.6026 2958 2 413.7550 ‐1.5716
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 458.7461 2235.0734 24.1863 1223 2 1118.0403 3.33
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1327.7005 NVVIEQSWGAPK 347.8452 1327.7258 31.2016 2515 2 664.3665 18.7783
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 Carbamidomethyl+C(9) 1251.6436 VDLSMLGTCKK 184.3602 1251.6324 30.8251 2189 2 626.3198 ‐9.3197
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1146.5637 IGGASEAEVGEK 429.3018 1146.5743 20.5909 1789 2 573.7908 8.11
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 2093.0179 MISTSEEIAQVGTISANGER 327.1963 2092.9862 21.6653 1032 3 698.3336 ‐14.9162
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1331.7239 EIGELIAKAMEK 594.8619 1331.7208 30.3033 2643 2 666.3640 ‐2.5830
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1892.9786 TLFNELEVVEGMKLDR 859.9321 1892.9756 24.2221 1740 2 946.9914 ‐1.0879
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1860.9913 KVTVSKDDTVILDGAGDK 592.4702 1860.9784 30.6434 1017 2 930.9928 ‐6.4839
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 Carbamidomethyl+C(7) 2112.0035 AIFAEGCKSVAAGMNAMDLR 209.1114 2112.0164 38.4397 758 3 704.6770 6.21
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 730.4458 SGGVAVLK 2943.3850 730.4468 20.5714 3210 1 730.4468 1.27
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 586.3923 GVAVLK 137.5896 586.3921 21.1928 3100 1 586.3921 ‐0.3936
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 852.4098 DLGYDAAK 138.1429 852.4078 24.4891 1806 1 852.4078 ‐1.7768
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 737.3828 LGYDAAK 115.6377 737.3810 23.7011 1505 1 737.3810 ‐2.2071
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1013.5051 NVVIEQSWG 133.8964 1013.5042 32.0370 1317 2 507.2557 ‐1.5444
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 753.3777 NVVIEQS 141.3913 753.3775 32.6086 1272 1 753.3775 0.0093
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 860.4360 EDLADAVK 593.3333 860.4352 24.2564 1009 1 860.4352 ‐0.2803
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1644.7752 LLEQDNPDLGYDAAK 117.1516 1644.7689 26.7707 3899 3 548.9278 ‐3.8472
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3312.5510 61622.8664 60 47.66 None 1875.9521 TLFNELEVVEGMKLDR 350.6154 1875.9539 24.2619 3892 2 938.4806 1.50
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1661.8017 LLEQDNPDLGYDAAK 1639.2170 1661.7994 24.0592 14888 2 831.4034 ‐1.5514
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1508.7665 TLFNELEVVEGMK 8280.0130 1508.7672 36.0811 9184 2 754.8872 ‐0.0359
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 843.5298 LSGGVAVLK 15064.9800 843.5298 20.5765 8069 2 422.2685 ‐1.7885
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1235.5871 SVAAGMNAMDLR 1612.8800 1235.5891 25.0301 5943 2 618.2982 0.6409
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 514.9628 2235.0729 23.6688 5172 3 745.6958 2.22
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1418.6951 GYTSPYFITNQK 799.7443 1418.6948 25.7773 4828 2 709.8510 ‐0.8191
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 3759.7930 2615.3305 41.1273 4719 3 872.4484 2.72
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 826.5033 AGIIDPLK 4484.8280 826.5028 25.6026 2958 2 413.7550 ‐2.4144
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 296.7995 1123.5432 29.4406 12224 2 562.2752 ‐6.0501
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1327.7005 NVVIEQSWGAPK 245.2658 1327.7258 31.2016 2515 2 664.3665 18.2164
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 Carbamidomethyl+C(9) 1251.6436 VDLSMLGTCKK 99.5931 1251.6324 30.8251 2189 2 626.3198 ‐9.9242
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1391.6882 SVAAGMNAMDLRR 364.9416 1391.6859 32.3051 1984 2 696.3466 ‐2.3901
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1059.5681 EGVITIQDGK 264.2647 1059.5803 28.5941 1375 1 1059.5803 12.68
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1946.0593 TPVYTIASNAGVEGAVIVGK 148.6792 1946.0541 22.9219 1368 3 649.3562 ‐2.9384
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1331.7239 EIGELIAKAMEK 552.9693 1331.7208 30.3033 2643 2 666.3640 ‐3.1427
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 Carbamidomethyl+C(7) 2112.0035 AIFAEGCKSVAAGMNAMDLR 156.4312 2112.0164 38.4397 758 3 704.6770 5.88
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 730.4458 SGGVAVLK 7800.3120 730.4468 20.5714 3210 1 730.4468 1.75
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 586.3923 GVAVLK 244.1641 586.3921 21.1928 3100 1 586.3921 ‐0.8190
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1262.6297 ITDELGMNLEK 2036.2710 1262.6277 40.4980 2370 1 1262.6277 ‐0.2598
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 642.3933 ATVLTR 110.1402 642.3949 25.7309 1940 1 642.3949 2.1736
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 753.3777 NVVIEQS 123.2653 753.3775 32.6086 1272 1 753.3775 ‐0.3695
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 Carbamidomethyl+C(9) 1105.5381 VDLSMLGTCK 218.7051 1105.5433 28.9831 1174 2 553.2753 3.98



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1041.5575 EGVITIQDGK 134.6238 1041.5574 27.5275 1162 2 521.2824 ‐1.4287
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 789.1413 61622.8664 60 47.66 None 1644.7752 LLEQDNPDLGYDAAK 713.3139 1644.7689 26.7707 3899 3 548.9278 ‐4.1766
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2822.7140 61622.8664 60 47.66 None 1196.7361 IGVQIIQNALK 34705.2100 1196.7359 18.7855 8810 2 598.8716 ‐0.4169
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2822.7140 61622.8664 60 47.66 None 1927.0647 AAVEEGILPGGGVALLYAAR 9773.9930 1927.0625 21.0567 6919 2 964.0349 ‐0.1408
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2822.7140 61622.8664 60 47.66 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 19207.5000 1123.5498 16.9965 3173 2 562.2786 0.6808
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2822.7140 61622.8664 60 47.66 None 2093.0179 MISTSEEIAQVGTISANGER 182.8582 2092.9862 21.6653 1032 3 698.3336 ‐14.6504
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2822.7140 61622.8664 60 47.66 None 593.3406 LYAAR 105.1319 593.3430 22.0632 1440 1 593.3430 4.83
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1641.7863 EIFMPALSSTMTEGK 5276.2620 1641.7877 19.4893 9625 2 821.3975 1.0556
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1530.8010 ITASDVETAAGIAPSK 2322.3090 1530.8035 26.1649 8615 2 765.9054 1.61
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1767.8800 VGYPVNTDALDALYEK 3945.6220 1767.8811 32.3364 6437 2 884.4442 0.9865
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1114.5990 IIENPDSLTL 3413.0920 1114.5988 30.5632 6095 1 1114.5988 1.0076
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1404.7118 VDIESVAGTGPFGR 221.3763 1404.7210 29.1133 6362 2 702.8642 6.07
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1121.5507 PALSSTMTEGK 301.0518 1121.5474 19.4908 1176 1 1121.5474 ‐1.6662
NP_189215.1 dihydrolipoamide S acetyltransferase Arabidopsis thaliana 451.3771 50137.4818 7 11.88 None 1024.4979 ALSSTMTEGK 183.1631 1024.4931 18.2544 919 1 1024.4931 ‐3.7038
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 2080.9921 DIETAGFQEGDEVSLETLK 1451.7270 2080.9896 31.3690 7818 2 1040.9984 ‐0.4423
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 1198.5851 GFEGGQTALYR 4501.0850 1198.5874 21.9697 5601 2 599.7974 1.27
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 Carbamidomethyl+C(6) 1473.7730 LEASGCTLTVLPGR 561.4549 1473.7682 24.0896 4929 2 737.3878 ‐3.3179
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 1288.6016 AAAAEAATSEPAASA 970.2762 1288.6018 16.8367 4458 2 644.8045 ‐0.1288
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 1456.7655 FRLDNLGPQPGSR 1997.0560 1456.7645 16.0199 3555 3 486.2597 ‐0.9176
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 1127.5844 ADEYFAKKR 213.7884 1127.5855 31.3634 3482 2 564.2964 0.4191
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 979.5320 ARAFSTQAK 710.1234 979.5381 18.5471 3109 2 490.2727 5.28
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 1440.7230 NQARADEYFAKK 277.0582 1440.7261 31.9045 3075 2 720.8667 2.0471
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 3131.5855 DIETAGFQEGDEVSLETLKQKGLINPSGR 1205.0750 3131.5883 25.5487 2511 3 1044.5343 1.56
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 359.2392 29878.4256 10 25.99 None 625.3416 INPSGR 104.8806 625.3443 25.8068 1951 1 625.3443 4.86
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1613.7766 AGAEVIGISGDDSASHK 52657.3700 1613.7749 19.9925 29967 3 538.5965 ‐1.0861
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1047.5469 GQAAPDFTLK 16335.5100 1047.5481 23.5497 22540 2 524.2777 0.4835
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1890.9708 NGVVQLIYNNQFQPEK 19714.0100 1890.9734 18.9011 16294 2 945.9904 1.41
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1684.8806 KDWGVPGDLFGALPGR 3092.7840 1684.8809 20.3489 12421 3 562.2985 0.1483
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 907.4884 TQFSVPTK 184.3588 907.4873 27.1629 1971 2 454.2473 ‐1.9694
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 2260.3570 2142.0682 18.4912 7130 3 714.6943 5.75
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 2727.4101 NGVVQLIYNNQFQPEKHIDETLK 998.2065 2727.3947 19.6934 5116 3 909.8031 ‐4.9376
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1741.8715 KAGAEVIGISGDDSASHK 665.5895 1741.8570 18.3575 1390 3 581.2905 ‐8.3406
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1449.8312 TLVTKTQFSVPTK 239.8479 1449.8265 15.6265 958 3 483.9470 ‐3.3719
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 983.5520 KHIDETLK 349.6555 983.5510 19.6118 4490 2 492.2792 ‐1.7461
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6795.6520 23849.1166 11 45.83 None 1280.6270 IYNNQFQPEK 323.1247 1280.6292 17.3348 1019 2 640.8182 1.53
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1783.8207 NDDFPEPSSYMQLLK 12943.2100 1783.8229 35.0829 30856 2 892.4151 1.73
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1472.7566 VVGLEGHVMEQFK 6953.9380 1472.7574 27.1087 10598 3 491.5906 0.0485
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 3507.6564 NENYLFPDTIGHHIQSVTVHDGEWDTQGGIK 389.2641 3507.6797 31.8798 3574 4 877.6754 6.97
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1487.7233 SMVIDMEDHVLKA 12853.3300 1487.7222 29.9652 29645 3 496.5789 ‐1.1493
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1939.9218 RNDDFPEPSSYMQLLK 4227.5670 1939.9233 33.0463 13228 3 647.3126 0.5094
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1421.7133 FPEPSSYMQLLK 353.1967 1421.7144 31.8458 1841 2 711.3608 0.0942
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1057.4983 DMEDHVLKA 6307.2250 1057.4947 29.9571 1559 1 1057.4947 ‐2.5499
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1170.5823 IDMEDHVLKA 1127.3330 1170.5827 29.9629 1447 2 585.7950 ‐0.8495
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1309.6245 VVGLEGHVMEQF 254.7850 1309.6223 25.2899 1401 2 655.3148 ‐2.5887
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 1951.4250 17905.2175 10 48.03 None 1766.7942 NDDFPEPSSYMQLLK 212.7444 1766.8013 35.1287 1385 2 883.9043 4.0470
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 920.4910 ITMIWEK 36095.8200 920.4893 17.5972 112249 2 460.7483 ‐2.6280
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1240.6354 GLEGHVMEQLK 39588.6900 1240.6363 22.8754 46920 2 620.8218 0.3352
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1783.8207 NDDFPEPSSYMQLLK 9589.1790 1783.8229 35.0829 30856 2 892.4151 1.37
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1398.7304 VYEIDFQFIPK 3948.6230 1398.7285 20.6915 28254 2 699.8679 ‐1.4753
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1438.7723 VVGLEGHVMEQLK 4984.7410 1438.7732 26.3255 11205 3 480.2626 0.4336
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1487.7233 SMVIDMEDHVLKA 14959.2700 1487.7222 29.9652 29645 3 496.5789 ‐0.8648
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 Carbamidomethyl+C(16)
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1939.9218 RNDDFPEPSSYMQLLK 4836.1640 1939.9233 33.0463 13228 3 647.3126 0.9234
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1827.8912 IWNYTLGDGKQEEFK 7471.8570 1827.8908 17.1355 8662 3 609.9684 ‐0.1506
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 2113.0349 IWNYTLGDGKQEEFKER 560.4774 2113.0342 16.3315 4720 4 529.0140 ‐1.4218
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 706.3593 MIWEK 16377.2900 706.3588 17.5950 10691 1 706.3588 ‐0.3872
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1233.6110 TLGDGKQEEFK 261.3773 1233.6159 16.5902 5241 2 617.3116 3.67
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1322.6335 GDGKQEEFKER 278.1477 1322.6359 18.5989 5236 2 661.8216 1.12
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 941.4873 GHVMEQLK 235.8114 941.4847 24.2429 3935 2 471.2460 ‐3.5137
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1421.7133 FPEPSSYMQLLK 292.9647 1421.7144 31.8458 1841 2 711.3608 0.6034
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 729.3964 VMEQLK 126.9588 729.3990 25.0075 1779 1 729.3990 3.08
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1714.8071 WNYTLGDGKQEEFK 300.5593 1714.8094 17.7645 1504 3 572.2747 1.39
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1222.6249 GLEGHVMEQLK 424.6684 1222.6200 23.7881 2098 2 611.8136 ‐4.4221
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 6215.6430 17887.1234 40 55.92 None 1766.7942 NDDFPEPSSYMQLLK 200.9303 1766.8013 35.1287 1385 2 883.9043 4.29
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1783.8207 NDDFPEPSSYMQLLK 12943.2100 1783.8229 35.0829 30856 2 892.4151 1.73
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1438.7723 VVGLEGHVMEQLK 12483.3200 1438.7732 26.3255 11205 3 480.2626 0.1633
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1398.7304 VYEIDFQFIPK 783.6283 1398.7483 24.2737 4968 2 699.8778 12.1146
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1487.7233 SMVIDMEDHVLKA 12853.3300 1487.7222 29.9652 29645 3 496.5789 ‐1.1493
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1939.9218 RNDDFPEPSSYMQLLK 4227.5670 1939.9233 33.0463 13228 3 647.3126 0.5094
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 674.3620 VVGLEGH 174.8175 674.3605 27.5537 15374 1 674.3605 ‐2.4903
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1421.7133 FPEPSSYMQLLK 353.1967 1421.7144 31.8458 1841 2 711.3608 0.0942
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1057.4983 DMEDHVLKA 6307.2250 1057.4947 29.9571 1559 1 1057.4947 ‐2.5499
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1170.5823 IDMEDHVLKA 1127.3330 1170.5827 29.9629 1447 2 585.7950 ‐0.8495
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1240.6354 GLEGHVMEQLK 186.5323 1240.6398 27.9122 1298 2 620.8236 2.40
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2401.6530 17887.1234 40 55.92 None 1766.7942 NDDFPEPSSYMQLLK 212.7444 1766.8013 35.1287 1385 2 883.9043 4.0470
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 920.4910 ITMIWEK 46928.6600 920.4893 17.5972 112249 2 460.7483 ‐2.5468
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1398.7304 VYEIDFQFIPK 2739.3440 1398.7285 20.6915 28254 2 699.8679 ‐1.2167
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1166.5841 IWNYTLGDGK 1696.7510 1166.5805 18.9486 1176 1 1166.5805 ‐1.3728
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1438.7723 VVGLEGHVMEQLK 700.0196 1438.7709 16.7284 3237 3 480.2618 ‐1.0265
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1240.6354 GLEGHVMEQLK 136.6110 1240.6618 17.4811 2019 2 620.8345 21.0677
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1827.8912 IWNYTLGDGKQEEFK 9367.1700 1827.8908 17.1355 8662 3 609.9684 0.0463
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 2113.0349 IWNYTLGDGKQEEFKER 1039.8700 2113.0342 16.3315 4720 4 529.0140 ‐0.3264
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 706.3593 MIWEK 20135.2400 706.3588 17.5950 10691 1 706.3588 0.0610
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1322.6335 GDGKQEEFKER 128.8942 1322.6359 18.5989 5236 2 661.8216 1.16



NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 2555.1930 17887.1234 40 55.92 None 1053.5034 EGHVMEQLK 71.1982 1053.5002 18.9788 1590 2 527.2537 ‐3.5230
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 614.0590 25905.8296 1 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 8630.9410 1980.0303 27.7557 29334 3 660.6816 0.4676
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 3372.6814 STMIAAMANLLNYSIYDLELTAIQNNSELR 334.0914 3372.6922 33.3270 13941 5 675.3443 3.43
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 2147.0211 NRETDADGSLNDLIESLER 1321.1120 2147.0239 29.4534 2261 3 716.3461 1.72
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 881.3999 DEYEGIR 6704.8920 881.4197 26.7187 157048 1 881.4197 23.0954
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 904.4847 ASQVRESK 1079.3210 904.4901 25.3375 3101 1 904.4901 6.89
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 2124.9947 YIDFEHPATFETLAMDPK 739.7557 2125.0123 36.8644 2044 2 1063.0098 9.1416
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 1674.8810 KEQILNDLAAFNNGK 354.9567 1674.9060 17.7365 1696 2 837.9566 15.1482
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 2503.2940 VQIAQVDEHKEYSNKIVEAFR 3189.3760 2503.2926 31.0594 30549 3 835.1024 0.0138
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 653.3365 ASQVRE 112.9969 653.3363 24.2989 1417 1 653.3363 ‐0.3472
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 1546.7213 YIDFEHPATFETL 345.2317 1546.7197 36.1985 944 1 1546.7197 1.14
NP_189502.2 P loop containing nucleoside triphosphate hydrolases superfamily protein Arab 230.6596 54968.9291 10 16.24 None 887.4581 ASQVRESK 139.7701 887.4570 24.5880 1554 1 887.4570 ‐0.5575
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 1152.5783 ETGEYIAELK 7913.6280 1152.5756 23.6132 7460 2 576.7914 ‐2.8228
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 1731.9891 LIFGSVTAQDLVDIIK 2799.4600 1731.9899 23.3324 5802 2 866.4986 0.7632
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 1127.6857 AQLMTPLLLK 2892.2270 1127.6866 19.5651 5456 2 564.3470 0.3083
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 922.4880 GEYIAELK 201.7946 922.4831 24.0467 785 1 922.4831 ‐4.5461
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 1341.7049 LIFGSVTAQDLVD 187.2171 1341.7100 21.5308 758 2 671.3587 3.76
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 775.8879 22190.8529 10 18.27 None 1134.5677 ETGEYIAELK 242.6099 1134.5734 23.7622 2051 2 567.7903 4.16
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 350.4471 22190.8529 10 18.27 None 1731.9891 LIFGSVTAQDLVDIIK 2375.3970 1731.9899 23.3324 5802 2 866.4986 1.1454
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 350.4471 22190.8529 10 18.27 None 1127.6857 AQLMTPLLLK 2397.3360 1127.6866 19.5651 5456 2 564.3470 0.4664
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 350.4471 22190.8529 10 18.27 None 2124.1158 VKEEAQQLAMVFQTVGAFK 266.8647 2124.0747 25.5955 1876 2 1062.5410 ‐17.9970
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 350.4471 22190.8529 10 18.27 None 1097.5626 FNFEVVSQK 220.8810 1097.5900 23.7708 948 2 549.2986 24.5516
NP_190291.1 uncharacterized protein Arabidopsis thaliana 2215.8580 10530.0529 3 24.00 None 1495.7427 QDQFYETNPLLK 18033.3900 1495.7430 28.5938 21873 2 748.3751 0.1575
NP_190291.1 uncharacterized protein Arabidopsis thaliana 2215.8580 10530.0529 3 24.00 None 1249.6019 VDEKEGTTTGGR 432.0879 1249.6273 19.0593 2485 2 625.3173 19.9584
NP_190291.1 uncharacterized protein Arabidopsis thaliana 2802.9830 10530.0529 3 24.00 None 1495.7427 QDQFYETNPLLK 23358.1900 1495.7430 28.5938 21873 2 748.3751 ‐0.3103
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1219.7045 LFGVTTLDVVR 13072.9800 1219.7047 19.8711 11120 2 610.3560 ‐0.2069
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 2236.0979 NGLEAVIESDLQGLTEYEQK 6804.6140 2236.1035 41.0969 7083 2 1118.5554 3.11
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1272.6695 GVAFANKPAAAAAN 2333.0380 1272.6704 18.9815 6582 2 636.8388 0.3211
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1334.7791 DVNVVVIPAGVPR 2530.2250 1334.7796 29.7143 2315 2 667.8934 0.1328
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1777.0946 VAVLGAAGGIGQPLSLLIK 911.2256 1777.0970 22.5048 4362 2 889.0521 1.00
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 Carbamidomethyl+C(11) 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 1534.0750 3011.3594 24.4526 2808 3 1004.4580 0.1763
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1244.6481 IQNAGTEVVDAK 3163.8090 1244.6484 26.1935 1209 2 622.8278 ‐0.1473
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAAAR 1025.3420 2694.3283 18.6105 4091 4 674.3375 ‐9.1449
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1347.7995 KLFGVTTLDVVR 1056.0540 1347.8004 18.3980 2768 2 674.4038 0.4516
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 952.4887 DLPFFASR 59.1136 952.4858 26.0919 4175 2 476.7465 ‐3.7951
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 1322.6521 AGSATLSMAYAAAR 338.2925 1322.6566 20.6979 2759 2 661.8319 3.0684
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.0230 42633.7482 19 33.00 None 959.5520 GVTTLDVVR 269.2364 959.5508 19.9840 830 2 480.2790 ‐2.0670
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 2236.0979 NGLEAVIESDLQGLTEYEQK 4050.2860 2236.1035 41.0969 7083 2 1118.5554 3.81
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 1272.6695 GVAFANKPAAAAAN 1577.7070 1272.6704 18.9815 6582 2 636.8388 ‐0.2716
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 1334.7791 DVNVVVIPAGVPR 2977.0560 1334.7796 29.7143 2315 2 667.8934 ‐0.4252
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 1369.7110 AQTSDKKPYGFK 544.9603 1369.7154 17.2228 768 2 685.3614 2.92
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 1439.7224 STSLISGSDSSSLAK 1244.0220 1439.7359 24.9587 3372 2 720.3716 8.09
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 1244.6481 IQNAGTEVVDAK 1389.6090 1244.6484 26.1935 1209 2 622.8278 ‐0.7557
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 455.7581 42633.7482 19 33.00 None 917.4211 STSLISGSDS 322.7627 917.4206 23.1713 1012 2 459.2139 ‐2.1456
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 1622.8748 AGSGVATLGLPDSPGVPK 5919.3260 1622.8759 28.2235 13980 2 811.9416 0.8215
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 1286.7215 IIGGGLPVGAYGGR 14773.8900 1286.7209 16.9463 12625 2 643.8641 ‐0.8365
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 1240.6467 NLMPGGVNSPVR 6801.7820 1240.6467 24.0696 10645 2 620.8270 ‐0.3289
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 1950.9655 AATSDTLTAPYNDIAAVEK 1414.6370 1950.9658 29.1605 7905 2 975.9865 0.7360
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 1274.6409 SVGGQPVVMDSAK 11357.2100 1274.6400 19.1962 5520 2 637.8236 ‐1.0410
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAGIHTL 1133.2140 3386.6484 22.1130 4573 3 1129.5543 ‐2.7173
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 2588.1770 2215.1252 20.8573 7860 2 1108.0662 ‐0.3901
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 708.3271 ASSSSNR 345.1548 708.3133 20.6977 2774 1 708.3133 ‐19.3243
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 882.4792 PGGVNSPVR 89.1320 882.4819 24.0763 1380 1 882.4819 3.98
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1406.1220 50483.8266 15 27.54 None 844.4775 PDLTTLGK 245.9974 844.4801 21.9941 1024 1 844.4801 3.91
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 738.4249 50483.8266 15 27.54 None 1286.7215 IIGGGLPVGAYGGR 18780.9800 1286.7209 16.9463 12625 2 643.8641 ‐0.6195
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 738.4249 50483.8266 15 27.54 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3771.7580 2215.1252 20.8573 7860 2 1108.0662 0.1713
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 738.4249 50483.8266 15 27.54 None 1272.7158 ELTNGILEAGKK 230.3193 1272.7232 18.0488 2406 2 636.8652 5.38
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 738.4249 50483.8266 15 27.54 None 1240.6467 NLMPGGVNSPVR 211.2157 1240.6535 20.1224 1670 1 1240.6535 7.86
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 738.4249 50483.8266 15 27.54 None 1413.6896 LSQPGTYEYLDK 91.4518 1413.7037 25.6301 1646 1 1413.7037 12.1477
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 274.0804 55772.4915 12 5.45 None 1426.8264 GVPLTQLNLASSVK 5899.6840 1426.8267 18.3643 7950 2 713.9170 0.0859
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 274.0804 55772.4915 12 5.45 None 1221.5845 EGTTVTEEDIK 4502.0650 1221.5843 17.6946 5966 2 611.2958 ‐0.5996
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 274.0804 55772.4915 12 5.45 None 1046.5881 VFITDNLPK 973.2242 1046.6118 18.0149 1431 2 523.8095 22.0021
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 274.0804 55772.4915 12 5.45 None 1490.8213 VFITDNLPKTASGK 700.9863 1490.8269 20.2343 2207 2 745.9171 3.64
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 274.0804 55772.4915 12 5.45 None 1203.5739 EGTTVTEEDIK 128.5119 1203.5698 17.6918 807 2 602.2885 ‐3.8896
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 1426.8264 GVPLTQLNLASSVK 7856.6120 1426.8267 18.3643 7950 2 713.9170 0.3550
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 1461.7431 DSDTLSGLLENVAK 1266.9730 1461.7361 19.0958 5434 2 731.3717 ‐4.5913
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 3593.8010 ARATAAPLNAAYTAEEFEFYLSDSDSKLLLTSK 676.6163 3593.7642 25.5104 6445 3 1198.5929 ‐8.2713
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 1490.8213 VFITDNLPKTASGK 246.1327 1490.8269 20.2343 2207 2 745.9171 3.91
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 1270.6678 VFITDNLPKTAS 174.0779 1270.6649 22.4386 3818 1 1270.6649 ‐0.4282
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 2388.1507 ARATAAPLNAAYTAEEFEFYLS 234.8439 2388.1368 25.5126 777 2 1194.5721 ‐3.9751
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 248.5023 55772.4915 12 5.45 None 1472.8108 VFITDNLPKTASGK 211.2980 1472.8122 18.6754 1129 2 736.9098 1.34
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 1345.6358 FFNAFVEAMNR 7352.9250 1345.6367 20.2660 18485 2 673.3220 0.4306
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 973.5313 ETIVNELR 14573.3100 973.5307 22.9347 13545 2 487.2690 ‐1.3822
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 1574.7955 MGNITPTTGTQGQIR 5451.0500 1574.7982 20.9067 8488 2 787.9027 1.18
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 1035.5469 SALVDFDLR 5262.4420 1035.5452 30.0935 8016 2 518.2762 ‐2.3559
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 1488.7250 2140.1137 17.7738 13341 3 714.0428 ‐0.0903
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 2152.9757 AYADGTQTFFNAFVEAMNR 5530.9970 2152.9727 23.6166 11235 2 1076.9900 ‐0.5004
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 Carbamidomethyl+C(24) 3314.6699 NVGLDRPSDLVALSGGHTFGKNQCQFILDR 869.6846 3314.6389 25.7073 4839 3 1105.5512 ‐8.2373
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 2066.0236 DAFGNANSARGFPVIDRMK 1538.5000 2066.0232 25.7876 4235 2 1033.5152 0.5255
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 764.3937 VDFDLR 140.2598 764.3906 29.2416 97655 1 764.3906 ‐3.7251
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 743.4410 IVNELR 239.8368 743.4409 22.3008 34862 1 743.4409 0.1223
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 531.2885 NELR 99.4928 531.2873 21.6515 5214 1 531.2873 ‐2.4435
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 1333.7110 NVGLDRPSDLVAL 626.5924 1333.7099 24.7600 3583 2 667.3586 ‐1.1419
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 937.4560 AFVEAMNR 452.4573 937.4557 20.6064 2898 2 469.2315 ‐1.1025



NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 1446.6834 TFFNAFVEAMNR 302.9170 1446.6882 21.4438 2883 2 723.8477 3.1529
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1312.3710 39345.4223 19 28.33 None 630.3570 VNELR 180.6437 630.3571 23.6550 2427 1 630.3571 0.3546
NP_190481.1 peroxidase 34 Arabidopsis thaliana 505.0254 39345.4223 19 28.33 None 1574.7955 MGNITPTTGTQGQIR 8205.8170 1574.7982 20.9067 8488 2 787.9027 1.83
NP_190481.1 peroxidase 34 Arabidopsis thaliana 505.0254 39345.4223 19 28.33 None 1035.5469 SALVDFDLR 6131.8560 1035.5452 30.0935 8016 2 518.2762 ‐3.0815
NP_190481.1 peroxidase 34 Arabidopsis thaliana 505.0254 39345.4223 19 28.33 None 1806.8882 DAFGNANSARGFPVIDR 360.3593 1806.8823 32.5083 1188 2 903.9448 ‐3.1545
NP_190481.1 peroxidase 34 Arabidopsis thaliana 505.0254 39345.4223 19 28.33 Carbamidomethyl+C(19)
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 827.8762 16944.6204 2 9.59 None 1413.7696 VNGTTVNVGIQPSK 8633.5660 1413.7691 21.0764 6968 2 707.3882 ‐1.0332
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 827.8762 16944.6204 2 9.59 None 938.4942 VNGTTVNVGI 613.2617 938.4960 21.0624 1159 2 469.7516 0.3597
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 54519.3500 2604.3043 34.1919 253530 3 868.7729 0.7486
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1203.6579 NTAASVGEITLK 79109.1400 1203.6568 23.8991 205955 2 602.3320 ‐1.3839
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 950.5710 VPFLFTVK 22651.6700 950.5689 20.0036 120230 2 475.7881 ‐2.9625
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 52052.2200 1362.6376 19.1022 79996 2 681.8224 ‐1.9094
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1192.5997 IQGVWYGQIE 26403.2400 1192.5998 31.5140 75423 2 596.8035 ‐0.3651
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 881.4880 FLVPSYR 17022.7200 881.4855 16.5683 69065 2 441.2464 ‐3.6298
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 22609.6700 2256.0865 35.1830 48770 2 1128.5469 ‐1.3520
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 19677.1700 2174.9628 27.2488 44356 2 1087.9850 ‐0.5583
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1562.7558 GGSTGYDNAVALPAGGR 68917.1300 1562.7564 22.5950 31275 2 781.8819 0.4865
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1096.5521 LTYDEIQSK 21340.9800 1096.5504 19.7693 22499 2 548.7788 ‐2.1516
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1464.7329 QLEASGKPESFSGK 25989.5600 1464.7313 17.2686 20202 3 488.9153 ‐1.2567
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 6888.6060 2294.1297 30.4018 19816 3 765.3814 0.3091
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 2018.9665 EEDGIDYAAVTVQLPGGER 7122.4070 2018.9687 30.9931 17659 2 1009.9880 1.25
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1252.6532 RLTYDEIQSK 53559.9700 1252.6517 18.4943 59482 2 626.8295 ‐1.5572
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 17457.7400 1490.7340 18.0681 27753 2 745.8706 ‐0.6159
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKENVK 4817.3540 2920.3909 23.5816 14033 4 730.8532 ‐0.6234
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1775.8783 GRGGSTGYDNAVALPAGGR 4485.8500 1775.8813 21.0882 8539 3 592.6320 1.71
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1781.8777 SNQTVGKSFGLDSSQAR 436.5087 1781.8779 29.2145 1574 2 891.4426 0.5167
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 3869.8902 NAPPDFQNTKLMTRLTYTLDEIEGPFEVGSDGSV 871.3564 3869.8891 23.7275 1140 3 1290.6345 1.07
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 621.3355 VPSYR 466.0478 621.3347 16.5426 21834 1 621.3347 ‐1.2007
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 522.2671 PSYR 2436.6320 522.2663 16.5621 20761 1 522.2663 ‐1.7479
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 846.4931 SVGEITLK 537.5392 846.4934 22.3498 13386 2 423.7504 ‐0.5447
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 851.5026 PFLFTVK 1897.5190 851.5027 20.0035 11888 1 851.5027 0.7158
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 754.4498 FLFTVK 941.5301 754.4503 20.0056 6320 1 754.4503 0.9800
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 932.4625 IQGVWYGQ 1566.0450 932.4624 31.5166 5128 1 932.4624 0.6807
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 474.3286 ITLK 115.9832 474.3281 23.7670 3205 1 474.3281 ‐1.3270
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 908.4724 EPTSFTVK 292.1906 908.4697 18.6136 3203 2 454.7385 ‐3.7762
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1607.7839 LTYTLDEIEGPFEV 333.9508 1607.7816 32.9568 1908 2 804.3944 ‐1.3239
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1827.8256 GGSTGYDNAVALPAGGRGDE 325.7349 1827.8287 22.0479 1835 3 609.9477 1.83
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 690.3065 1215.5688 19.1069 1594 1 1215.5688 ‐0.7452
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 Carbamidomethyl+C(3) 712.3123 KFCFE 176.4686 712.3096 18.0790 1478 1 712.3096 ‐3.5871
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1097.5837 SKPETGEVIGV 377.2879 1097.5831 34.1971 1330 1 1097.5831 0.5871
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 882.4203 YDEIQSK 419.6565 882.4185 19.7697 1329 1 882.4185 ‐1.4660
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1078.5415 LTYDEIQSK 221.2478 1078.5396 20.1181 1279 2 539.7734 ‐2.4011
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 534.3035 RLTY 1371.6340 534.3030 18.4869 1263 1 534.3030 ‐1.0562
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 729.3414 SKPETGE 229.0123 729.3395 34.0869 1240 1 729.3395 ‐2.2203
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 917.5302 ASVGEITLK 167.7715 917.5346 25.0699 1220 2 459.2709 3.00
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1331.6226 GGSTGYDNAVALPAG 203.0748 1331.6170 21.7150 1170 2 666.3121 ‐4.4998
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1074.4738 DGGSETFSFK 3518.5010 1074.4723 27.2722 985 1 1074.4723 ‐0.2688
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1573.8108 SKPETGEVIGVFESL 348.5161 1573.8026 34.1950 776 1 1573.8026 ‐2.8825
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 936.4785 GKPESFSGK 323.6659 936.4783 18.8316 753 1 936.4783 0.6029
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 932.5604 VPFLFTVK 105.6296 932.5554 21.1513 14761 1 932.5554 ‐4.5876
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1545.7292 GGSTGYDNAVALPAGGR 411.2389 1545.7273 24.1482 953 2 773.3673 ‐1.2293
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19168.5700 35247.4575 81 67.37 None 1758.8518 GRGGSTGYDNAVALPAGGR 341.7544 1758.8491 21.6690 869 3 586.9546 ‐1.4781
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 45801.8800 2604.3043 34.1919 253530 3 868.7729 0.1442
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1203.6579 NTAASVGEITLK 77044.8400 1203.6568 23.8991 205955 2 602.3320 ‐2.0153
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 17621.0400 2256.0865 35.1830 48770 2 1128.5469 ‐1.3938
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 16773.5500 2174.9628 27.2488 44356 2 1087.9850 ‐0.6455
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1562.7558 GGSTGYDNAVALPAGGR 70407.1800 1562.7564 22.5950 31275 2 781.8819 0.0563
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1192.5997 IQGVWYGQIE 5378.0050 1192.6023 30.8923 26530 2 596.8048 1.0604
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 7404.9500 2294.1297 30.4304 17777 3 765.3814 ‐0.2263
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 2018.9665 EEDGIDYAAVTVQLPGGER 9653.0560 2018.9687 30.9931 17659 2 1009.9880 1.79
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 Carbamidomethyl+C(3) 1691.8422 LTCSLHSDLKDFAGK 232.5867 1691.8356 31.5175 1807 2 846.4214 ‐4.0033
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1096.5521 LTYDEIQSK 665.9522 1096.5727 26.7969 964 1 1096.5727 19.7044
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1775.8783 GRGGSTGYDNAVALPAGGR 3889.7950 1775.8813 21.0882 8539 3 592.6320 1.01
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1252.6532 RLTYDEIQSK 2421.1050 1252.6540 18.5915 4868 2 626.8306 ‐0.3250
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 846.4931 SVGEITLK 516.5219 846.4934 22.3498 13386 2 423.7504 ‐1.3762
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 903.4418 PSDTDLGAK 19258.6700 903.4428 34.1927 7949 1 903.4428 1.13
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1197.6586 AAVTVQLPGGER 489.8158 1197.6632 28.6993 7060 2 599.3352 2.62
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 474.3286 ITLK 126.7038 474.3281 23.7670 3205 1 474.3281 ‐1.7837
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 759.4611 VGEITLK 627.3406 759.4618 23.8976 1363 1 759.4618 0.9237
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 998.5153 SKPETGEVIG 311.0498 998.5145 34.1772 1281 1 998.5145 ‐0.1621
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 729.3414 SKPETGE 163.5386 729.3395 34.0869 1240 1 729.3395 ‐2.6058
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 917.5302 ASVGEITLK 176.3536 917.5346 25.0699 1220 2 459.2709 3.1783
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1144.5844 LQPSDTDLGAK 346.2049 1144.5839 34.1766 797 1 1144.5839 0.5130
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1460.7268 SKPETGEVIGVFES 378.4005 1460.7227 34.1957 750 1 1460.7227 ‐0.8673
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13265.7600 35247.4575 81 67.37 None 1758.8518 GRGGSTGYDNAVALPAGGR 235.3349 1758.8491 21.6690 869 3 586.9546 ‐1.8402
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 950.5710 VPFLFTVK 27154.3600 950.5689 20.0036 120230 2 475.7881 ‐2.8702
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 58707.3300 1362.6376 19.1022 79996 2 681.8224 ‐1.6642
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 881.4880 FLVPSYR 36209.7300 881.4855 16.5683 69065 2 441.2464 ‐3.5631
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 755.6910 2604.3041 20.0509 10291 3 868.7729 1.1060
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 2939.5480 2294.1353 18.3774 6100 3 765.3833 3.0451
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 2018.9665 EEDGIDYAAVTVQLPGGER 3386.2940 2018.9698 18.6898 2871 2 1009.9886 2.93
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 1648.8727 MATSLQAAATFLQPAK 685.6510 1648.8696 20.1640 7136 2 824.9385 ‐1.3338
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 1517.8322 ATSLQAAATFLQPAK 135.2049 1517.8379 21.5804 2919 2 759.4226 4.0693
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 621.3355 VPSYR 888.9521 621.3347 16.5426 21834 1 621.3347 ‐0.7259



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 522.2671 PSYR 4175.1720 522.2663 16.5621 20761 1 522.2663 ‐1.2422
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 851.5026 PFLFTVK 3710.4030 851.5027 20.0035 11888 1 851.5027 1.1188
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 754.4498 FLFTVK 1189.5410 754.4503 20.0056 6320 1 754.4503 1.32
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 1442.7162 SKPETGEVIGVFES 307.9845 1442.7140 19.9841 4660 2 721.8607 ‐1.3148
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 3850.2860 35247.4575 81 67.37 None 908.4724 EPTSFTVK 1801.7840 908.4679 19.0989 2321 1 908.4679 ‐3.8729
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 11015.6700 2255.0270 37.7053 10828 2 1128.0171 0.0434
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1878.9848 TSVPDVYAVGDVATFPLK 14437.3000 1878.9842 20.4533 10757 2 939.9957 0.1924
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1786.9334 EFANQGVQPGELAVISK 7280.8760 1786.9355 28.4023 9738 2 893.9714 1.46
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1496.6686 VVGAFMEGGSGDENK 11196.6100 1496.6711 21.9269 8827 2 748.8392 1.77
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1414.7536 ARPSAESLDELVK 3550.1620 1414.7555 24.8919 7109 3 472.2567 1.0907
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1562.7809 GTVASGFTAQPNGEVK 2896.1440 1562.7817 21.3985 7042 2 781.8945 0.5807
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1430.7638 EAVAPYERPALSK 7665.4680 1430.7649 20.0452 6845 3 477.5932 0.5688
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1123.5994 SLVSATGDVFK 2191.2040 1123.6004 27.3754 6140 2 562.3038 0.3510
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1112.5524 FGAYWVQGGK 9033.1990 1112.5549 16.6630 5625 2 556.7811 1.39
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1577.8170 NILYLREIDDADK 370.3879 1577.8547 32.8996 2145 2 789.4310 23.9647
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 2973.4564 FGAYWVQGGKVVGAFMEGGSGDENKALAK 2474.5090 2973.4262 21.5081 1065 3 991.8136 ‐9.2657
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 648.3352 TGDVFK 323.2164 648.3353 27.0101 36193 1 648.3353 0.2586
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1544.7703 GTVASGFTAQPNGEVK 580.1807 1544.7689 21.0777 1819 3 515.5945 ‐1.0596
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 None 1396.7431 ARPSAESLDELVK 335.5132 1396.7461 26.0925 1251 2 698.8767 1.25
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2620.4850 46658.2958 31 37.79 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 16631.4200 2255.0270 37.7053 10828 2 1128.0171 0.0010
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1786.9334 EFANQGVQPGELAVISK 4002.1250 1786.9355 28.4023 9738 2 893.9714 1.00
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1496.6686 VVGAFMEGGSGDENK 6501.5660 1496.6711 21.9269 8827 2 748.8392 1.05
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1414.7536 ARPSAESLDELVK 2930.4210 1414.7555 24.8919 7109 3 472.2567 0.8272
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1562.7809 GTVASGFTAQPNGEVK 5679.3780 1562.7817 21.3985 7042 2 781.8945 0.1504
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1430.7638 EAVAPYERPALSK 10079.9800 1430.7649 20.0452 6845 3 477.5932 0.3007
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1123.5994 SLVSATGDVFK 2225.7160 1123.6004 27.3754 6140 2 562.3038 ‐0.3253
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 648.3352 TGDVFK 410.1923 648.3353 27.0101 36193 1 648.3353 ‐0.1495
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1544.7703 GTVASGFTAQPNGEVK 517.7863 1544.7689 21.0777 1819 3 515.5945 ‐1.3604
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 None 1396.7431 ARPSAESLDELVK 263.6702 1396.7461 26.0925 1251 2 698.8767 1.93
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1934.7580 46658.2958 31 37.79 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 858.3524 46658.2958 31 37.79 None 1878.9848 TSVPDVYAVGDVATFPLK 17540.6400 1878.9842 20.4533 10757 2 939.9957 0.6291
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 858.3524 46658.2958 31 37.79 None 1112.5524 FGAYWVQGGK 5679.3330 1112.5549 16.6630 5625 2 556.7811 1.64
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 858.3524 46658.2958 31 37.79 None 2973.4564 FGAYWVQGGKVVGAFMEGGSGDENKALAK 551.9608 2973.4262 21.5081 1065 3 991.8136 ‐8.7709
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 34126.8000 2329.2015 21.2371 61057 3 777.0720 ‐0.3858
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 56706.5200 3135.6001 36.9941 43787 3 1045.8715 0.0234
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2223.0425 IGENEPSEHSIHENAYGLAR 13949.8200 2223.0426 21.1927 34249 4 556.5161 ‐0.9374
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1045.5459 NLNAMNQLK 4315.4210 1045.5459 21.3688 28777 2 523.2766 ‐0.6209
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1332.7005 GILAADESTGTIGK 27251.5300 1332.7005 23.0673 27282 2 666.8539 ‐0.2504
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1614.8558 LASINVENVETNRR 9079.0710 1614.8568 22.3998 24397 3 538.9571 0.5286
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1336.7219 VSPEVIAEHTVR 21919.1000 1336.7219 22.6838 23363 3 446.2455 ‐0.3284
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 5910.6990 2263.0620 26.9851 23306 2 1132.0347 ‐1.8100
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1488.8016 GILAADESTGTIGKR 31215.3600 1488.8012 21.3565 23038 3 496.9386 ‐0.4863
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1196.6270 LGDGAAESLHVK 39545.4000 1196.6261 19.5625 14835 2 598.8167 ‐1.1433
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 847.5288 LFVDILK 8047.0600 847.5283 19.5252 10555 2 424.2678 ‐1.5023
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 869.5091 EGGVLPGIK 6617.9660 869.5088 23.2485 9095 2 435.2580 ‐1.2755
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 2360.6980 2856.4906 18.0328 8664 4 714.8781 ‐0.9503
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1458.7547 LASINVENVETNR 3913.1140 1458.7578 24.0655 5048 2 729.8825 2.0257
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1154.5688 ANSEATLGTYK 4330.6800 1154.5582 17.5817 9220 2 577.7828 ‐9.6384
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1020.5473 AAQEALYVR 3049.3510 1020.5423 19.7084 6440 2 510.7748 ‐5.5967
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 Carbamidomethyl+C(1) 1442.6944 CKANSEATLGTYK 832.1364 1442.6990 19.3440 76867 2 721.8531 3.0351
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 3115.3370 2605.2604 26.0624 20146 3 869.0917 1.25
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1525.7493 ANSEATLGTYKGDAK 9632.3120 1525.7479 16.5995 7995 3 509.2542 ‐1.0164
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1614.8558 RLASINVENVETNR 2327.3370 1614.8550 22.7210 7167 3 538.9565 ‐0.5917
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1362.6496 ETTTQGLDGLGDR 161.5829 1362.6536 25.0390 4032 2 681.8305 2.97
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1063.5378 DESTGTIGKR 273.2426 1063.5416 22.6890 4013 2 532.2744 2.66
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 734.4447 FVDILK 950.5703 734.4456 19.5167 2055 1 734.4456 1.14
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 729.3777 VDKGTVE 1727.9310 729.3777 25.0444 1633 1 729.3777 0.2390
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1150.6215 PEVIAEHTVR 429.9957 1150.6231 21.5766 1629 2 575.8152 0.8453
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1129.5735 GILAADESTGTI 278.7018 1129.5710 21.4271 1498 2 565.2891 ‐2.8254
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 661.3052 ALSDHH 199.1288 661.3040 18.0597 1346 1 661.3040 ‐1.7620
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 587.3763 VDILK 297.5429 587.3778 19.5194 1345 1 587.3778 2.73
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 745.3839 LDGLGDR 90.2435 745.3872 25.6838 1154 1 745.3872 4.69
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1678.8646 VEPEILVDGSHDIQK 422.9023 1678.8615 38.4903 985 2 839.9344 ‐1.6446
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 740.4665 GGVLPGIK 129.0931 740.4686 23.2541 877 1 740.4686 3.1518
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1134.5749 ADESTGTIGKR 487.8614 1134.5716 20.3254 827 2 567.7894 ‐3.4622
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1680.8089 PSEHSIHENAYGLAR 1036.5200 1680.8100 21.1891 785 2 840.9086 0.8738
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 1507.7387 ANSEATLGTYKGDAK 246.6534 1507.7333 17.3312 4096 3 503.2493 ‐3.7057
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13537.6900 38882.0050 58 63.69 None 2205.0319 IGENEPSEHSIHENAYGLAR 736.6025 2205.0259 21.6557 3130 2 1103.0166 ‐1.7808
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 36539.6300 3135.6001 36.9941 43787 3 1045.8715 ‐0.7333
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 2223.0425 IGENEPSEHSIHENAYGLAR 12881.7800 2223.0426 21.1927 34249 4 556.5161 ‐1.0171
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1045.5459 NLNAMNQLK 2247.6560 1045.5459 21.3688 28777 2 523.2766 ‐1.3409
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1332.7005 GILAADESTGTIGK 14579.0500 1332.7005 23.0673 27282 2 666.8539 ‐0.8095
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1614.8558 LASINVENVETNRR 10998.2300 1614.8568 22.3998 24397 3 538.9571 0.2078
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1336.7219 VSPEVIAEHTVR 17017.7900 1336.7219 22.6838 23363 3 446.2455 ‐0.5695
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1488.8016 GILAADESTGTIGKR 12160.6200 1488.8012 21.3565 23038 3 496.9386 ‐0.7710
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1196.6270 LGDGAAESLHVK 30259.3200 1196.6260 19.5700 14178 2 598.8166 ‐1.9061
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 869.5091 EGGVLPGIK 4624.2300 869.5088 23.2485 9095 2 435.2580 ‐2.0941
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1458.7547 LASINVENVETNR 3042.1960 1458.7578 24.0655 5048 2 729.8825 1.72
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1020.5473 AAQEALYVR 1470.5850 1020.5383 19.9372 2438 2 510.7728 ‐10.2223
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1614.8558 RLASINVENVETNR 2490.7210 1614.8550 22.7210 7167 3 538.9565 ‐0.9126
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1116.5756 VENVETNRR 620.4368 1116.5822 23.0806 41483 2 558.7947 4.82



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1579.7962 EPEILVDGSHDIQK 199.5500 1579.7957 34.5228 5105 2 790.4015 ‐0.6675
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1274.6335 SINVENVETNR 123.2332 1274.6398 24.5303 4917 2 637.8235 3.87
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1083.5429 GDGAAESLHVK 13884.4000 1083.5462 19.5645 2992 2 542.2768 1.03
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1205.6121 AADESTGTIGKR 426.9251 1205.6150 22.3065 2919 2 603.3112 1.37
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 Carbamidomethyl+C(5) 735.3495 YAVICQ 288.2133 735.3492 39.4340 1857 1 735.3492 ‐0.4057
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1150.6215 PEVIAEHTVR 665.2703 1150.6231 21.5766 1629 2 575.8152 0.1842
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 823.4308 LASINVEN 371.8958 823.4276 23.9981 1564 1 823.4276 ‐3.8164
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 861.4061 ENVETNR 90.1439 861.4089 23.3665 1014 1 861.4089 3.35
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 740.4665 GGVLPGIK 108.8185 740.4686 23.2541 877 1 740.4686 2.94
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6992.1590 38882.0050 58 63.69 None 1680.8089 PSEHSIHENAYGLAR 939.6400 1680.8100 21.1891 785 2 840.9086 0.5097
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1312.6743 EIDIGVPDEIGR 15181.7900 1312.6769 28.9106 5517 2 656.8421 1.1055
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3046.8720 1845.8450 27.3279 4939 2 923.4261 0.9165
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 968.5775 ELVELPLR 3850.5580 968.5766 29.4258 2344 2 484.7919 ‐2.4806
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(6) 1578.7945 AIANECQANFISIK 498.4286 1578.7979 39.4960 1073 2 789.9026 1.45
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1440.7230 YQAFAQTLQQSR 424.9684 1440.7325 23.3193 13568 3 480.9157 6.1191
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1825.8967 ELQETVQYPVEHPEK 348.2176 1825.8986 32.8531 5064 2 913.4529 1.47
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(14)
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(10) 1566.7945 LGDVISVHQCPDVK 575.3070 1566.8030 24.0560 1680 2 783.9051 5.0750
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1676.8346 VLNQLLTEMDGMNAK 403.2947 1676.8108 30.8888 1593 2 838.9091 ‐14.3275
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1135.6106 YAIRENIEK 934.2339 1135.6369 20.0147 1200 2 568.3221 21.9602
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 947.5673 KGDLFLVR 229.9807 947.5752 29.3389 4089 2 474.2912 6.67
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 2932.4251 GNSVGDAGGAADRVLNQLLTEMDGMNAKK 170.9484 2932.4524 30.5397 856 4 733.8686 8.52
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(10) 1420.6890 LGDVISVHQCPDV 511.3922 1420.6912 25.2678 6739 2 710.8493 0.9564
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1029.4636 DTHGYVGADL 132.4472 1029.4581 35.8695 1278 1 1029.4581 ‐4.6022
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1078.5640 FAQTLQQSR 174.5978 1078.5677 21.4630 1074 2 539.7875 2.1899
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 Carbamidomethyl+C(3) 1306.6096 NECQANFISIK 73.4688 1306.6025 40.5139 1016 1 1306.6025 ‐4.0049
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 1294.6638 EIDIGVPDEIGR 533.9725 1294.6656 28.3016 3385 2 647.8364 0.5361
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 400.5966 91139.0184 18 10.6 None 929.5567 KGDLFLVR 80.9862 929.5609 31.4294 1397 2 465.2841 2.40
NP_190901.1 plastocyanin like domain containing protein Arabidopsis thaliana 200.5106 35190.8893 4 24.19 None 1942.0644 VTVQPSTEAVTFPNVPKK 1136.5950 1942.0593 19.2734 16541 2 971.5333 ‐2.0634
NP_190901.1 plastocyanin like domain containing protein Arabidopsis thaliana 200.5106 35190.8893 4 24.19 None 3245.6226 KEFHVGDSLIFQYHQNVNDVTQLSDALK 560.0189 3245.6281 22.6153 2948 3 1082.5476 2.61
NP_190901.1 plastocyanin like domain containing protein Arabidopsis thaliana 200.5106 35190.8893 4 24.19 None 3674.7762 QFHVEDTLFFQYNKELNDVREITDELEFR 790.7252 3674.7832 25.6629 2017 3 1225.5993 3.40
NP_190901.1 plastocyanin like domain containing protein Arabidopsis thaliana 200.5106 35190.8893 4 24.19 None 1813.9694 VTVQPSTEAVTFPNVPK 181.6475 1813.9964 21.8002 2666 2 907.5019 15.2787
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 1343.7165 VTGGEVGAASSLAPK 8374.7620 1343.7181 21.4281 27500 2 672.3627 0.9035
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 1267.7984 VTVVPSAAALVIK 18201.9500 1267.7977 18.8814 26265 2 634.4025 ‐0.8812
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 1883.8869 DLQQEIQEGEIEIPEN 8474.3110 1883.8903 32.3453 12206 2 942.4488 2.09
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 1687.8034 HNGNISFDDVTEIAR 4127.0390 1687.8021 28.0187 8569 3 563.2722 ‐0.8156
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 Carbamidomethyl+C(17)
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 865.5506 IGPLGLAPK 2323.9520 865.5543 16.5687 1736 2 433.2808 3.76
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 3727.0580 18083.9248 7 57.23 None 869.5455 PSAAALVIK 3865.9410 869.5448 18.8786 3103 1 869.5448 ‐0.1014
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 463.4330 45618.1762 4 9.83 None 1372.7260 TLLYGGIYGYPR 9696.7310 1372.7278 18.4789 14193 2 686.8676 1.60
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 463.4330 45618.1762 4 9.83 Carbamidomethyl+C(5) 2012.9820 LLYECAPMSFIVEQAGGK 2416.9830 2012.9800 20.9265 10191 2 1006.9936 0.1280
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 463.4330 45618.1762 4 9.83 None 1263.6480 YIGSLVGDFHR 2631.8360 1263.6470 17.0452 5655 2 632.3271 ‐0.9649
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 463.4330 45618.1762 4 9.83 None 2099.0727 AGISNLTGVQGAVNIQGEDQK 211.1857 2099.0355 21.0777 1513 2 1050.0214 ‐16.4165
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 3041.0300 2956.4972 22.3891 12252 3 986.1706 1.59
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 1515.7948 ASGTSLPAQGLMGLGR 12585.2500 1515.7961 18.4033 12066 2 758.4017 0.8538
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 1012.5786 VLIDVPNSR 4917.3650 1012.5793 23.4122 7575 2 506.7933 ‐0.0075
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 1116.6412 LVEPAYVAVR 1692.0840 1116.6432 24.3960 4957 2 558.8252 1.18
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 1225.6939 FLYLSSLAGVR 320.3806 1225.7130 33.1308 2713 2 613.3601 15.1444
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 873.4789 SSVPIASGR 671.1223 873.4774 17.0115 1670 2 437.2424 ‐2.4995
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 999.5404 PAQGLMGLGR 233.5241 999.5386 19.1137 2053 2 500.2730 ‐2.4814
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 517.2617 ASGTSL 423.3092 517.2628 18.4365 1177 1 517.2628 1.72
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 847.7535 46273.6158 16 17.18 None 855.4683 SSVPIASGR 177.0741 855.4694 16.6827 3064 1 855.4694 1.04
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 2015.5260 2956.4972 22.3891 12252 3 986.1706 2.62
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 1515.7948 ASGTSLPAQGLMGLGR 12471.4300 1515.7961 18.4033 12066 2 758.4017 1.1558
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 Carbamidomethyl+C(20) 2832.3873 GPLSLISQSQNLYQSTFSYCLPNSK 515.6571 2832.3843 21.6165 3969 3 944.7996 0.1750
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 1383.7631 SSLYYVNLVGIR 122.3080 1383.7510 26.8826 1344 2 692.3791 ‐8.6706
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 1022.5193 SSLYYVNLV 97.1713 1022.5139 24.5813 1418 1 1022.5139 ‐3.9223
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 1045.4949 FDSGTVYTR 155.0956 1045.4922 23.3720 1394 1 1045.4922 ‐1.1589
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 640.8287 46273.6158 16 17.18 None 999.5404 PAQGLMGLGR 245.8439 999.5390 18.4079 885 1 999.5390 ‐0.1194
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1407.6784 EAGSTMDVVAAQTK 86421.7100 1407.6758 20.4310 38085 2 704.3415 ‐2.0042
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1408.6955 AILNESSEFVGDK 22414.1400 1408.6950 25.3670 35139 2 704.8511 ‐0.4957
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1104.5644 NVSADVAATTR 26370.0600 1104.5629 17.1731 28453 2 552.7851 ‐1.9410
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 13387.1200 2304.1974 22.4904 26354 2 1152.6023 ‐1.0652
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1777.9191 VASPAQAQEVHDELRK 35445.7000 1777.9176 18.9329 24354 3 593.3107 ‐0.8013
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 31405.8500 1338.6476 18.2346 23718 2 669.8274 0.0940
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 10117.3800 1571.7325 19.2767 21329 2 786.3699 0.9361
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 10626.5000 3392.8629 24.4757 21014 3 1131.6258 ‐1.3714
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 954.4832 FFVGGNWK 2734.9760 954.4820 17.6039 16324 2 477.7446 ‐2.0387
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1164.2560 2788.4784 22.5112 10935 3 930.1643 1.42
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 7752.4790 1375.6897 15.9165 6919 2 688.3485 0.6174
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1033.6041 VAYALAQGLK 3317.8360 1033.6033 16.1218 3455 2 517.3053 ‐1.4389
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1649.8242 VASPAQAQEVHDELR 555.5076 1649.8102 31.4864 9752 2 825.4087 ‐8.2896
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1564.7966 RAILNESSEFVGDK 1131.1110 1564.7946 27.4504 923 2 782.9009 ‐1.1988
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 2311.2948 PSQDVVEVVVSPPYVFLPLVK 254.5880 2311.3007 25.5998 1642 3 771.1051 2.89
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1224.6331 AQEVHDELRK 32865.0500 1224.6373 18.9389 1193 2 612.8223 3.0017
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 Carbamidomethyl+C(10) 1112.4790 YGGSVNGGNCK 11876.6900 1112.4781 18.2362 1154 1 1112.4781 0.4588
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 891.4530 SADVAATTR 166.9778 891.4566 18.4841 872 1 891.4566 4.93
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 753.3890 VASPAQAQ 132.5658 753.3916 29.4694 766 1 753.3916 3.00
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1086.5538 NVSADVAATTR 343.4344 1086.5530 16.2482 777 2 543.7801 ‐1.3618
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 14553.9300 27397.2140 45 74.80 None 1087.5378 NVSADVAATTR 350.3108 1087.5371 18.9331 2632 1 1087.5371 0.5008
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1408.6955 AILNESSEFVGDK 10804.1600 1408.6950 25.3670 35139 2 704.8511 ‐1.0122
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1777.9191 VASPAQAQEVHDELRK 45170.5900 1777.9177 18.9407 22654 3 593.3108 ‐1.1224
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 31610.6400 1338.6480 18.2355 21931 2 669.8277 ‐0.1038
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5601.7760 1375.6930 24.3111 21900 2 688.3501 2.75



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1649.8242 VASPAQAQEVHDELR 372.8288 1649.8102 31.4864 9752 2 825.4087 ‐8.6710
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 479.2081 1571.7063 30.6185 2845 2 786.3568 ‐16.1509
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1564.7966 RAILNESSEFVGDK 1568.9120 1564.7946 27.4504 923 2 782.9009 ‐1.6279
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1153.5960 QEVHDELRK 503.0657 1153.5975 17.9279 2685 2 577.3024 0.0955
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 833.3999 GETLEER 235.0663 833.3976 26.0692 2576 1 833.3976 ‐2.5977
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(4) 888.4033 AQNCWVK 179.2759 888.4052 31.6287 1381 1 888.4052 2.27
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(10) 1112.4790 YGGSVNGGNCK 12166.5900 1112.4781 18.2362 1154 1 1112.4781 0.1802
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 None 1520.7816 PAQAQEVHDELRK 13712.1500 1520.7770 18.9402 1143 2 760.8921 ‐3.4918
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5327.4220 27397.2140 45 74.80 Carbamidomethyl+C(12) 1321.6205 IIYGGSVNGGNCK 401.3839 1321.6241 19.8820 4243 2 661.3157 1.82
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 12232.6600 2304.1974 22.4904 26354 2 1152.6023 ‐0.4708
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 9485.0880 1571.7325 19.2767 21329 2 786.3699 1.89
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 7137.4680 3392.8629 24.4757 21014 3 1131.6258 ‐0.7676
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 954.4832 FFVGGNWK 5763.1670 954.4820 17.6039 16324 2 477.7446 ‐1.9449
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1265.5520 2788.4784 22.5112 10935 3 930.1643 1.09
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 10621.6300 1375.6897 15.9165 6919 2 688.3485 0.8675
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 1033.6041 VAYALAQGLK 3674.1540 1033.6033 16.1218 3455 2 517.3053 ‐1.3157
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 1104.5644 NVSADVAATTR 735.1140 1104.5782 16.7466 5420 2 552.7927 12.0735
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 2197.3410 2423.2845 21.5000 3857 3 808.4330 2.0209
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 2311.2948 PSQDVVEVVVSPPYVFLPLVK 240.4895 2311.3007 25.5998 1642 3 771.1051 3.14
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3362.2690 27397.2140 45 74.80 None 1415.6801 ELGGQADVDGFLVGG 282.5943 1415.6789 22.8083 1063 1 1415.6789 1.15
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1659.8377 GFPGTHEFLLLDEGK 12041.5400 1659.8367 32.2874 31319 3 553.9504 ‐0.9485
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1202.5688 FEETLYGTSR 42602.2300 1202.5698 22.0722 29744 2 601.7885 ‐0.2204
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 959.5156 TIINLDDR 12941.4100 959.5149 23.4838 19304 2 480.2611 ‐2.3345
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 770.4407 NVPIGVTA 5387.4410 770.4413 23.3016 15830 1 770.4413 0.7528
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 894.5295 TTYVLAVK 3898.0440 894.5297 22.7217 15031 2 447.7685 ‐1.4350
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1235.6630 GIFTNVTSPTAK 16848.4400 1235.6654 25.1766 13926 2 618.3363 0.8800
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1068.5320 SSSIFGDSLR 130.2177 1068.5243 28.9135 3634 2 534.7658 ‐8.5085
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 877.2704 1607.8123 31.0736 2604 2 804.4098 ‐8.2168
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1443.7478 FEETLYGTSRLK 245.4365 1443.7461 34.5422 1688 2 722.3767 ‐1.7896
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 2195.1707 FEETLYGTSRLKNVPIGVTA 1074.4580 2195.1645 33.3282 1644 3 732.3930 ‐2.9702
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 745.3839 INLDDR 5003.0690 745.3858 23.4877 5179 1 745.3858 2.23
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1455.7478 PGTHEFLLLDEGK 1245.6700 1455.7481 32.2803 4241 2 728.3777 ‐0.4066
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 692.4341 YVLAVK 2517.7960 692.4345 22.7203 2041 1 692.4345 0.2701
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 926.4578 ETLYGTSR 168.5951 926.4620 22.6271 1664 2 463.7346 2.21
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 793.4818 TYVLAVK 4350.3980 793.4816 22.7211 957 1 793.4816 ‐0.2154
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1641.8271 GFPGTHEFLLLDEGK 508.3548 1641.8288 30.4794 3383 3 547.9478 0.6513
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 752.4301 NVPIGVTA 108.4443 752.4322 23.5951 1096 1 752.4322 2.56
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2709.0080 42813.6359 31 28.50 None 1050.5214 SSSIFGDSLR 96.1511 1050.5165 28.8972 833 1 1050.5165 ‐3.9708
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 1633.8618 YTGGMVPDVNQIIVK 41876.6400 1633.8613 18.8190 38075 2 817.4343 0.1864
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 1235.6630 GIFTNVTSPTAK 33942.8900 1235.6627 16.3580 23715 2 618.3350 ‐0.4148
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 12565.8400 1294.6317 19.5945 21568 2 647.8195 ‐0.0277
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 4949.9630 2484.3179 24.7324 19535 3 828.7775 2.21
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 1947.9957 LTGITGGDQVAAAMGIYGPR 458.8842 1947.9830 20.3168 2313 2 974.4951 ‐5.4772
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 913.5029 LIDYYVK 271.2717 913.5085 20.4182 1254 1 913.5085 7.53
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 2167.1580 YTLRYTGGMVPDVNQIIVK 259.8596 2167.1513 21.8183 2727 3 723.0553 ‐2.4737
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 817.4414 NVTSPTAK 1304.6640 817.4390 17.9375 1430 1 817.4390 ‐2.0865
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 1025.5990 PDVNQIIVK 1128.7450 1025.6007 18.8190 1144 1 1025.6007 3.0508
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 918.4891 TNVTSPTAK 796.7576 918.4895 16.3496 774 1 918.4895 1.63
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 2466.3027 LLFEVAPLGLLIENAGGFSSDGHK 275.9358 2466.2942 22.6845 971 3 822.7696 ‐2.5662
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3316.9570 42813.6359 31 28.50 None 2150.1314 YTLRYTGGMVPDVNQIIVK 135.3513 2150.1199 23.7487 1648 2 1075.5636 ‐3.9797
NP_191183.1 copper chaperone Arabidopsis thaliana 2826.6420 13084.7737 8 33.88 None 1506.7111 TSYWPVEAEAEPK 17763.7600 1506.7127 27.1415 14511 2 753.8600 1.0740
NP_191183.1 copper chaperone Arabidopsis thaliana 2826.6420 13084.7737 8 33.88 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2826.6420 13084.7737 8 33.88 None 969.4888 PVEAEAEPK 364.4737 969.4890 27.1534 1394 1 969.4890 1.1533
NP_191183.1 copper chaperone Arabidopsis thaliana 4492.1440 13084.7737 8 33.88 None 1506.7111 TSYWPVEAEAEPK 19320.0200 1506.7127 27.1415 14511 2 753.8600 0.6124
NP_191183.1 copper chaperone Arabidopsis thaliana 4492.1440 13084.7737 8 33.88 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 4492.1440 13084.7737 8 33.88 None 1504.7642 GNVEPEAVFQTVSK 9082.3320 1504.7730 27.9485 62615 2 752.8901 5.67
NP_191183.1 copper chaperone Arabidopsis thaliana 4492.1440 13084.7737 8 33.88 None 562.3195 QTVSK 215.3556 562.3196 26.3765 7001 1 562.3196 ‐0.3455
NP_191183.1 copper chaperone Arabidopsis thaliana 4492.1440 13084.7737 8 33.88 None 969.4888 PVEAEAEPK 418.4498 969.4890 27.1534 1394 1 969.4890 0.8348
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1886.9607 VGSGPFPTENLGTGGDLLR 2047.4550 1886.9617 31.7398 6989 2 943.9845 1.0514
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1490.7710 LAGQEFGTTTGRPR 2486.5440 1490.7710 18.4259 3360 3 497.5952 ‐0.1607
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1157.6525 LDLLLSDAAAR 4224.3450 1157.6538 29.7419 2423 2 579.3306 0.6881
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 964.4847 AAQQYVER 823.6761 964.4853 17.6331 2791 2 482.7463 ‐0.1124
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 2348.2133 LEPYITDTVHFINDSISQKK 815.1959 2348.2129 24.0132 1688 3 783.4092 0.2958
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1420.7101 MSLSSLTLDSNPR 153.7617 1420.7308 37.1954 1614 2 710.8691 14.4980
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 676.3413 QYVER 59.5636 676.3397 19.4543 3491 1 676.3397 ‐2.1503
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1169.5837 LEPYITDTVH 248.0275 1169.5795 25.9298 1055 2 585.2934 ‐4.1150
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 296.0680 53420.5783 16 8.98 None 1868.9501 VGSGPFPTENLGTGGDLLR 380.1721 1868.9545 33.2365 9712 2 934.9809 2.92
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1886.9607 VGSGPFPTENLGTGGDLLR 2892.4130 1886.9617 31.7398 6989 2 943.9845 0.8028
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1490.7710 LAGQEFGTTTGRPR 2204.3440 1490.7710 18.4259 3360 3 497.5952 ‐0.4460
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1157.6525 LDLLLSDAAAR 7809.8940 1157.6538 29.7419 2423 2 579.3306 0.0309
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 909.4499 YTPEMLR 58.9790 909.4305 30.6218 4994 1 909.4305 ‐20.9253
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1420.7101 MSLSSLTLDSNPR 127.3332 1420.7308 37.1954 1614 2 710.8691 13.9882
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1289.6696 SLSSLTLDSNPR 714.5729 1289.6712 34.1365 988 2 645.3392 0.3837
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 372.1808 53420.5783 16 8.98 None 1044.5684 DLLLSDAAAR 205.9730 1044.5653 29.3871 1091 2 522.7863 ‐4.3264
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 None 1645.8003 EGLPAFPMGNIDQTR 9287.2590 1645.8021 31.8638 17567 2 823.4047 1.30
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 4541.6880 1350.6703 24.1897 9306 2 675.8388 1.44
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 None 1398.7264 VSLAGYEEYIVR 6148.4630 1398.7278 31.4158 9056 2 699.8675 0.8359
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 None 1520.6574 YTENGMSEDLAYK 4966.5990 1520.6586 22.5229 7183 2 760.8329 0.7909
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 3601.0770 1544.6838 24.4765 4242 2 772.8455 0.4067
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 Carbamidomethyl+C(14) 2123.9948 MAAATSSIAPSLSCPSPSSSSK 500.9930 2123.9759 20.1469 4858 3 708.6635 ‐8.6019
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 None 1655.8639 EKVSLAGYEEYIVR 1759.1070 1655.8495 22.9020 4776 2 828.4284 ‐8.5370
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 665.9786 64211.7382 16 14.21 None 1299.6579 SLAGYEEYIVR 554.8190 1299.6583 22.2991 856 2 650.3328 ‐0.0347
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 None 1645.8003 EGLPAFPMGNIDQTR 10780.8400 1645.8021 31.8638 17567 2 823.4047 0.9093



NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 4446.9420 1350.6703 24.1897 9306 2 675.8388 0.7554
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 None 1398.7264 VSLAGYEEYIVR 9106.8240 1398.7278 31.4158 9056 2 699.8675 0.3138
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 4627.7820 1086.5998 23.0140 7974 2 543.8035 0.6863
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 4659.7370 1544.6838 24.4765 4242 2 772.8455 ‐0.0336
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 Carbamidomethyl+C(13) 1992.9543 AAATSSIAPSLSCPSPSSSSK 478.7572 1993.0021 21.0595 10715 4 499.0060 22.7070
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 None 2931.3941 GHSYSEIINESVIESVDSLNPFMHAR 336.9894 2931.3232 37.2148 1178 3 977.7793 ‐24.0513
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 769.3529 64211.7382 16 14.21 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 546.2838 1069.5689 23.8033 4280 2 535.2881 ‐3.3622
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 7808.6530 1930.9410 16.2886 5243 3 644.3185 0.5722
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 Carbamidomethyl+C(3) 1305.6508 IVCDPSYLPNK 748.2084 1305.6558 21.9445 3757 2 653.3315 3.38
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 1618.7806 QLDLSVDLSAASAAEE 496.7755 1618.7737 35.0419 1517 2 809.8905 ‐4.1558
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 2588.3184 FQGTSPYIYPLYGLGELPQAFAR 868.0018 2588.3116 23.3378 3858 3 863.4421 ‐1.9999
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 937.4850 APEHLGASR 700.9716 937.4716 20.2349 2443 1 937.4716 ‐13.5269
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 2710.4345 AIAIMSHPIPNTNDSHSVQVIIPQK 200.3118 2710.4239 17.6572 1679 4 678.3614 ‐4.3779
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 2049.0759 VPATPMEALKSSLMGIFEK 928.1396 2049.0701 20.2862 13807 3 683.6949 ‐2.6091
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 Carbamidomethyl+C(13) 1606.8469 VIGVTSEGETAKCKK 181.9931 1606.8517 30.9025 4416 3 536.2887 2.29
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 405.8702 49937.8236 9 9.91 None 1044.4844 VDLSAASAAEE 436.9175 1044.4786 34.4320 1541 1 1044.4786 ‐4.4916
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 179.0066 66858.8160 5 7.94 None 1673.8017 SSPWSELDGLQPETK 1968.5040 1673.8059 31.0552 6595 2 837.4066 2.00
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 179.0066 66858.8160 5 7.94 None 1543.8366 EVIQPTIVDPASFK 2912.7080 1543.8403 30.4396 5257 2 772.4238 1.52
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 179.0066 66858.8160 5 7.94 None 1838.8708 SDSPAIGWGGPGGYVYQK 1688.3190 1838.8726 28.5926 4407 2 919.9399 1.1434
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 179.0066 66858.8160 5 7.94 Carbamidomethyl+C(7) 1407.6614 AYLEFFCSKDK 479.6964 1407.6722 30.1778 10364 2 704.3397 7.0211
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 179.0066 66858.8160 5 7.94 None 3096.4486 VWKDEAFEIWSRSWANLYPEDDPSR 473.8747 3096.4780 36.9524 2264 3 1032.8309 9.46
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1541.7702 IIMTMPSYTSLER 27627.3500 1541.7714 18.8886 24607 2 771.3893 0.8069
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1347.7155 SFGAELVLTDPAK 38941.6900 1347.7162 30.0770 18170 2 674.3618 0.3336
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 931.5611 TPLVFLNK 16078.7500 931.5607 17.6504 13690 2 466.2840 ‐1.2859
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1233.5667 EAEEMKPVSVD 1865.8860 1233.5654 19.6836 11457 2 617.2863 ‐1.5122
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 20294.9600 1297.6091 17.3958 11315 2 649.3082 ‐0.4634
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 816.4825 DASLLIGK 4140.8640 816.4829 23.0714 4528 1 816.4829 0.8996
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1341.7049 YLSSVLFDELR 2694.4290 1341.7022 20.7786 3841 2 671.3547 ‐2.2674
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 Carbamidomethyl+C(8) 1374.6471 QEHFQPTCSIK 3096.6530 1374.6484 18.4292 3783 3 458.8877 0.7367
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1400.7202 DRPAIAMIADAEK 2423.2150 1400.7284 25.8516 8640 2 700.8678 5.45
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1139.5952 GISLAFMAAMK 350.4028 1139.6100 24.5004 6963 2 570.3086 12.53
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1342.7478 LIVTIHASFGER 554.0967 1342.7286 26.4825 2676 2 671.8679 ‐14.5117
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1396.7219 LFSTVGSPSFAQR 432.3691 1396.6988 25.5984 1384 1 1396.6988 ‐14.6554
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1601.8646 LRDLPKDFPSTNAK 405.2487 1601.9010 25.8281 1378 2 801.4541 22.8399
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 952.4734 PSYTSLER 346.4095 952.4725 18.7065 2246 2 476.7399 ‐1.8081
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1130.5728 SFGAELVLTDP 137.4185 1130.5778 31.3525 1786 2 565.7925 3.81
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1315.6021 MTMPSYTSLER 198.5943 1315.6030 20.4040 1228 1 1315.6030 2.64
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 630.4185 SLLIGK 1291.8870 630.4193 23.0784 953 1 630.4193 1.43
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1001.4608 EAEEMKPVS 265.4830 1001.4575 20.7090 792 2 501.2324 ‐4.0166
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 798.4720 DASLLIGK 185.6875 798.4728 23.6002 1341 1 798.4728 1.20
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 1329.7049 SFGAELVLTDPAK 319.9454 1329.7083 30.3873 1155 2 665.3578 2.27
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5059.4550 40155.4964 30 40.76 None 914.5346 TPLVFLNK 112.5055 914.5391 18.4242 4296 2 457.7732 4.1325
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 1541.7702 IIMTMPSYTSLER 12800.6700 1541.7714 18.8886 24607 2 771.3893 1.1185
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 931.5611 TPLVFLNK 38719.1100 931.5607 17.6504 13690 2 466.2840 ‐1.2006
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 1341.7049 YLSSVLFDELR 2390.7360 1341.7022 20.7786 3841 2 671.3547 ‐2.0299
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 2284.1386 TTLIEPTSGNMGISLAFMAAMK 425.3358 2284.1699 19.9539 15599 3 762.0615 14.4035
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 1396.7219 LFSTVGSPSFAQR 266.9268 1396.6988 25.5984 1384 1 1396.6988 ‐14.4227
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 1834.9731 VTMRSFGAELVLTDPAK 487.3864 1834.9884 21.6940 4539 2 917.9978 9.1394
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 2793.5298 LIVTIHASFGERYLSSVLFDELRK 952.1193 2793.5139 22.7532 2727 3 931.8428 ‐4.4856
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 1315.6021 MTMPSYTSLER 247.9722 1315.6030 20.4040 1228 1 1315.6030 2.44
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1400.2370 40155.4964 30 40.76 None 914.5346 TPLVFLNK 122.2923 914.5391 18.4242 4296 2 457.7732 4.15
NP_191844.1 zinc finger protein like protein Arabidopsis thaliana 204.5451 54647.4206 3 5.72 None 2191.0877 ELSSTGVDLAHSIDEVIYSR 1211.4240 2191.0873 20.3960 6666 3 731.0340 0.1425
NP_191844.1 zinc finger protein like protein Arabidopsis thaliana 204.5451 54647.4206 3 5.72 None 3023.5433 TPDHILRELSSTGVDLAHSIDEVIYSR 2279.1450 3023.5386 25.5898 2852 3 1008.5177 ‐0.6130
NP_191844.1 zinc finger protein like protein Arabidopsis thaliana 204.5451 54647.4206 3 5.72 None 1323.6692 YTPGAAKPEYAR 898.3232 1323.6797 20.3197 1414 2 662.3435 7.41
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 1859.0498 AVPIPGSGLQLTNISHVR 17690.0700 1859.0505 18.4368 30719 3 620.3550 0.5153
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 1493.7231 STEQPPHVEGDAVK 32351.0400 1493.7218 16.8180 12623 3 498.5788 ‐1.0362
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 905.4761 AVTLDGMAK 6974.5310 905.4751 20.9510 11776 2 453.2412 ‐1.8709
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 1214.6375 TNLPEDLKER 26033.0700 1214.6362 19.1218 7996 2 607.8217 ‐1.5152
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 1331.6842 AALSSSSLFFSSK 282.2506 1331.6531 22.3837 3063 2 666.3302 ‐23.5457
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 947.4833 DLLGWESK 603.5991 947.4873 30.7826 2148 1 947.4873 5.1003
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 1024.5422 ADAGHVVVEK 263.3458 1024.5311 25.8688 1429 1 1024.5311 ‐9.8413
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 Carbamidomethyl+C(2) 1943.0055 LCAAAAGKTVEIVHYDPK 925.7722 1942.9912 22.5421 3105 2 971.9992 ‐6.8294
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 545.3406 LKER 265.6855 545.3409 18.6246 3612 1 545.3409 0.5153
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 719.3723 LGWESK 100.1718 719.3746 27.8805 3404 1 719.3746 3.96
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 939.5370 LTNISHVR 662.8893 939.5361 19.4227 2636 2 470.2717 ‐1.7482
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 971.4833 SSSLFFSSK 358.6860 971.4835 20.8740 1811 2 486.2454 ‐0.4727
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2723.0760 44100.9590 20 24.63 None 886.4629 PEDLKER 3861.0110 886.4620 19.1238 992 1 886.4620 ‐0.3132
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 1859.0498 AVPIPGSGLQLTNISHVR 35746.4900 1859.0505 18.4368 30719 3 620.3550 0.7203
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 2786.3744 TVWGNPANVANVVGGETFDVVLDNNGK 1561.6610 2786.3719 21.8612 8489 3 929.4622 0.3131
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 4281.1575 TVWGNPANVANVVGGETFDVVLDNNGKDLDTV 1293.0880 4281.1467 22.6736 5390 4 1071.0421 ‐2.5168
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 1462.7246 MAALSSSSLFFSSK 690.0651 1462.7512 19.7061 2997 2 731.8792 18.3466
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 1214.6375 TNLPEDLKER 70.7690 1214.6213 16.9384 1018 2 607.8143 ‐13.6289
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 1407.6750 GETFDVVLDNNGK 176.7508 1407.6693 20.2158 5637 2 704.3383 ‐3.9547
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1841.6100 44100.9590 20 24.63 None 545.3406 LKER 78.0201 545.3409 18.6246 3612 1 545.3409 1.0139
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 1816.9803 AGTVTANIPQAIEEFKK 6307.1870 1816.9810 29.7626 10999 3 606.3318 0.4205
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 1262.6086 EMIDFKPPTAN 4267.6410 1262.6098 27.0745 8942 2 631.8085 0.6261
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 1936.0426 VNFTEEDLLINFLAAVK 2800.5060 1936.0447 25.2416 6864 2 968.5260 1.91
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 1104.5792 LIASPDMMVK 2751.4910 1104.5782 16.7466 5420 2 552.7927 ‐1.4650
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 1365.7260 EYDVNTAISLLK 5260.6110 1365.7259 32.9109 4840 2 683.3666 ‐0.2945
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 1515.1250 1374.6500 19.4563 3626 3 458.8882 ‐0.5764
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 902.0627 37803.5389 14 25.72 None 793.4454 IEEFKK 130.8908 793.4482 27.8442 1933 1 793.4482 3.87
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 None 1730.8807 SAGADIVGSDDLIEQIK 5548.7500 1730.8840 31.1119 14133 2 865.9456 1.67
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 None 1816.9803 AGTVTANIPQAIEEFKK 7335.6820 1816.9810 29.7626 10999 3 606.3318 0.0418
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 None 1262.6086 EMIDFKPPTAN 3960.7460 1262.6098 27.0745 8942 2 631.8085 0.0277



NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 None 1365.7260 EYDVNTAISLLK 4351.2870 1365.7259 32.9109 4840 2 683.3666 ‐0.8352
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 2052.9960 1374.6500 19.4563 3626 3 458.8882 ‐0.8284
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 Carbamidomethyl+C(3) 1952.9317 AACATHSSLMLAYAAASTR 395.9264 1952.9035 31.3870 1913 2 976.9554 ‐14.0740
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1008.7590 37803.5389 14 25.72 Carbamidomethyl+C(3) 1934.9212 AACATHSSLMLAYAAASTR 141.7507 1934.9284 32.4860 2412 2 967.9679 4.1003
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 1548.2850 1573.7610 21.0925 9622 2 787.3842 ‐1.7514
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 2174.9989 DFQGVSPSSFDGNGNYSIGVK 1908.7620 2174.9972 30.2119 7005 2 1088.0022 0.1072
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 1296.7886 DIALITGQKPIK 6508.5000 1296.7886 16.2980 5265 2 648.8979 ‐0.2754
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 1202.5510 GDVMYSFLDR 2889.0700 1202.5546 30.9796 5115 2 601.7809 2.65
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 1580.9119 IREDQPLGIAVTLR 2140.6410 1580.9137 28.9889 3547 3 527.6427 1.0605
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 909.5880 LINLALPR 4312.9490 909.5864 18.2818 2176 2 455.2969 ‐2.5644
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 None 1060.5382 EGGGGSTGAIVR 170.8018 1060.5293 32.5704 1535 1 1060.5293 ‐7.2291
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 903.9052 28457.9123 14 30.53 Carbamidomethyl+C(5) 2274.1217 IVVNCGIGDAAQNDKGLEAAMK 505.7433 2274.1171 22.0331 5474 2 1137.5622 ‐0.9847
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 None 2174.9989 DFQGVSPSSFDGNGNYSIGVK 2333.5540 2174.9972 30.2119 7005 2 1088.0022 0.0200
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 1252.2820 1573.7649 21.1734 5991 2 787.3861 0.2447
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 None 1202.5510 GDVMYSFLDR 4377.3000 1202.5546 30.9796 5115 2 601.7809 1.44
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 None 1580.9119 IREDQPLGIAVTLR 4165.2160 1580.9137 28.9889 3547 3 527.6427 0.7494
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 None 3216.5232 DFQGVSPSSFDGNGNYSIGVKDQGVFPEIR 420.9245 3216.4596 31.5236 944 3 1072.8247 ‐19.5318
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 696.5749 28457.9123 14 30.53 Carbamidomethyl+C(13) 2057.0155 FDAVGKTRGMDVCISTTAK 130.0790 2056.9987 29.2032 4078 2 1029.0030 ‐7.5792
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1633.7857 NPFGQVPAFEDGDLK 46563.0000 1633.7835 31.1114 78987 2 817.3954 ‐1.1468
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1924.9386 SIYGLTTDEAVVAEEEAK 172332.5000 1924.9392 29.5566 61217 2 962.9733 0.8790
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 964.5098 VLDVYEAR 23856.2000 964.5087 21.3815 57094 2 482.7580 ‐1.9050
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1610.7657 YENQGTNLLQTDSK 28438.8600 1610.7674 21.5320 47709 2 805.8873 1.13
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1188.6259 VNEWVAEITK 11431.9700 1188.6262 28.2578 36042 2 594.8167 ‐0.2170
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 995.5560 LAFEQIFK 6700.6470 995.5551 19.6659 29099 2 498.2812 ‐1.6499
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1455.7842 NLDFELVHVELK 23499.1300 1455.7842 33.3433 18414 3 485.9329 ‐0.2159
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 2304.4330 2792.3346 21.7236 15966 3 931.4497 ‐0.5445
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1072.5898 AITQYIAHR 7761.0360 1072.5901 19.7940 6653 2 536.7987 ‐0.3655
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1228.6572 DFELVHVELK 196.4589 1228.6537 31.5249 28871 2 614.8305 ‐3.2966
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 888.4686 TQYIAHR 193.8711 888.4660 20.4812 5227 2 444.7366 ‐3.8149
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 865.4414 LDVYEAR 1928.0530 865.4423 21.3815 5173 1 865.4423 1.89
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 659.3624 YIAHR 5664.7260 659.3621 19.7896 1990 1 659.3621 ‐0.2606
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 626.2933 NPFGQV 154.0883 626.2949 32.3047 1894 1 626.2949 2.59
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 903.3843 YENQGTNL 205.9490 903.3810 19.9852 961 1 903.3810 ‐2.9687
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 946.4993 VLDVYEAR 271.9515 946.5018 22.3039 5268 2 473.7545 1.71
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 23428.2900 24128.6155 31 56.13 None 1592.7551 YENQGTNLLQTDSK 326.7787 1592.7610 21.0381 755 3 531.5919 3.42
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1633.7857 NPFGQVPAFEDGDLK 52944.6600 1633.7835 31.1114 78987 2 817.3954 ‐1.5372
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 964.5098 VLDVYEAR 20192.9900 964.5087 21.3815 57094 2 482.7580 ‐2.6704
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1610.7657 YENQGTNLLQTDSK 22886.9000 1610.7674 21.5320 47709 2 805.8873 0.7880
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1188.6259 VNEWVAEITK 14129.3400 1188.6262 28.2578 36042 2 594.8167 ‐0.8568
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1455.7842 NLDFELVHVELK 29401.1300 1455.7842 33.3433 18414 3 485.9329 ‐0.4911
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1072.5898 AITQYIAHR 8228.1730 1072.5901 19.7940 6653 2 536.7987 ‐1.0704
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1447.7023 ENQGTNLLQTDSK 2852.7340 1447.7074 21.5005 18615 2 724.3573 2.77
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 752.3573 DVYEAR 10095.2900 752.3577 21.3784 8852 1 752.3577 0.4931
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 865.4414 LDVYEAR 2421.1900 865.4423 21.3815 5173 1 865.4423 1.14
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1228.6572 DFELVHVELK 16699.3700 1228.6562 33.3459 2799 2 614.8317 ‐1.8484
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 951.4571 NLDFELVH 397.4949 951.4567 32.2586 2037 1 951.4567 0.1417
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 659.3624 YIAHR 7178.4690 659.3621 19.7896 1990 1 659.3621 ‐0.6656
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 626.2933 NPFGQV 164.8206 626.2949 32.3047 1894 1 626.2949 2.16
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 8699.4860 24128.6155 31 56.13 None 1422.6900 FGQVPAFEDGDLK 224.0163 1422.6977 33.1624 1130 2 711.8525 4.42
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 1667.9075 ILDNGQAGDNVGLLLR 578.8809 1667.9002 18.2409 5960 2 834.4537 ‐4.1904
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 1632.7938 LMDAVDEYIPDPVR 8472.3030 1632.7949 32.6083 5334 2 816.9011 0.8417
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 1213.6787 VGEEVEILGLR 2025.8270 1213.6799 30.6374 5292 2 607.3436 0.6164
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 2113.0733 VDVVDDPELLELVEMELR 5646.4940 2113.0733 43.6325 5098 2 1057.0403 0.7863
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 1603.8326 GITIATAHVEYETAK 2668.1840 1603.8328 21.9011 3279 3 535.2824 0.0235
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 816.4322 REDIQR 78.3307 816.4158 25.3176 4230 1 816.4158 ‐19.5953
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 1575.7901 AIAFDEIDKAPEEK 2379.3200 1575.7891 24.9772 5208 3 525.9346 ‐0.6984
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 2186.1526 QAILKLMDAVDEYIPDPVR 574.4770 2186.1341 23.6061 1905 2 1093.5707 ‐7.5456
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 3652.8787 VELPENVKMVMPGDNVTAVFELIMPVPLETGQR 1946.8870 3652.8734 26.2287 1453 6 609.6516 ‐1.4698
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 Oxidation+M(9)
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 712.3624 ILDNGQA 187.0970 712.3657 18.8941 34004 1 712.3657 4.16
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 643.8063 49638.0295 12 26.65 None 531.2885 DIQR 62.0313 531.2876 23.6400 1389 1 531.2876 ‐1.9718
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 979.1050 20540.5676 4 17.20 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 979.1050 20540.5676 4 17.20 None 1306.6824 MFAVLPESSGLR 1478.9280 1306.6797 16.6752 3169 2 653.8435 ‐2.1496
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 979.1050 20540.5676 4 17.20 None 1575.8676 MFAVLPESSGLRIR 5737.1570 1575.8554 18.8813 5782 2 788.4313 ‐7.3077
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 979.1050 20540.5676 4 17.20 None 1125.5728 ATGPVVVDFWA 778.8553 1125.5666 20.6056 2831 1 1125.5666 ‐3.9514
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1504.7966 GLLTSVQDTASSVAR 2670.1040 1504.7958 29.3997 7197 2 752.9015 ‐0.5272
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1460.7843 AEISELITQLESK 2151.1650 1460.7860 35.4316 3669 2 730.8966 1.0907
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1695.9064 NPTPAPNEALFLLNGK 487.0278 1695.9374 21.0639 6758 3 565.9840 18.2298
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1297.6634 VFASSSTVSVADK 2286.1870 1297.6648 20.6151 2652 2 649.3361 0.7794
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1470.7700 SEIGVSVHRPDFK 143.5651 1470.7456 29.8351 1511 2 735.8764 ‐16.6580
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 1904.9964 GDGGSVYVLIKEGSSLLNP 389.0354 1904.9661 19.7132 1228 2 952.9867 ‐15.3974
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 2108.0447 FAGPFSTTSFSTNAKFEIR 729.3673 2108.0461 23.0587 1438 2 1054.5267 1.49
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 572.3151 ASSVAR 116.7196 572.3161 30.3166 1804 1 572.3161 1.20
NP_192311.1 fibrillin Arabidopsis thaliana 364.2176 35005.5075 19 12.89 None 980.4895 SSSTVSVADK 188.9447 980.4934 21.4142 907 2 490.7503 3.54
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 1504.7966 GLLTSVQDTASSVAR 2433.2190 1504.7958 29.3997 7197 2 752.9015 ‐0.9899
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 1460.7843 AEISELITQLESK 2640.1860 1460.7860 35.4316 3669 2 730.8966 0.6034
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 1695.9064 NPTPAPNEALFLLNGK 169.4627 1695.9374 21.0639 6758 3 565.9840 17.8857
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 2240.0677 VDEISQTIDSDSFTVQNSVR 267.4541 2240.1018 36.2075 3028 2 1120.5546 16.1680
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 1297.6634 VFASSSTVSVADK 1967.6720 1297.6648 20.6151 2652 2 649.3361 0.2007
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 2256.1215 RSLADSLYGTDRGLSVSSDTR 328.4765 2256.1134 29.4783 3240 3 752.7093 ‐3.7095
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 1051.5266 ASSSTVSVADK 240.1805 1051.5275 19.9037 5234 2 526.2674 ‐0.4893
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 646.3155 VSSDTR 91.2889 646.3146 28.5121 4020 1 646.3146 ‐1.7059
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 572.3151 ASSVAR 111.5671 572.3161 30.3166 1804 1 572.3161 1.27
NP_192311.1 fibrillin Arabidopsis thaliana 328.4935 35005.5075 19 12.89 None 983.4680 VDEISQTID 258.6718 983.4644 35.8437 1382 1 983.4644 ‐3.0689



NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1261.6324 AWPYVQNDLR 37779.4300 1261.6328 27.5625 75443 2 631.3200 ‐0.0212
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1563.8166 FYIQPLSPTEAAAR 12888.3300 1563.8153 18.0308 20269 2 782.4113 ‐0.7827
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 11863.8000 1991.9772 25.5797 17191 2 996.4922 0.1786
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1687.8537 YYSETVSSLNNVLAK 14246.7500 1687.8551 17.8815 14167 2 844.4312 1.0425
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1539.7802 LFQTIDNLDYAAR 5129.7480 1539.7808 18.3725 13521 2 770.3940 0.4123
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1004.5160 PYVQNDLR 817.2057 1004.5163 27.5670 9979 1 1004.5163 1.90
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 907.4632 YVQNDLR 1474.3960 907.4639 27.5629 3483 1 907.4639 1.27
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4780.9460 24643.0476 16 31.74 None 1050.5215 IDNLDYAAR 963.1459 1050.5232 19.4180 2224 1 1050.5232 2.14
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 1563.8166 FYIQPLSPTEAAAR 11244.2700 1563.8153 18.0308 20269 2 782.4113 ‐0.4628
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 1687.8537 YYSETVSSLNNVLAK 8368.3970 1687.8551 17.8815 14167 2 844.4312 1.84
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 1539.7802 LFQTIDNLDYAAR 4782.8560 1539.7808 18.3725 13521 2 770.3940 0.7232
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 2068.0709 DLTAKLFQTIDNLDYAAR 471.3531 2068.0759 22.6170 2919 3 690.0302 2.75
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 Oxidation+M(7) 1120.5779 AQAVTSMAGLR 1748.6850 1120.5766 25.5782 3713 1 1120.5766 0.3558
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 1050.5215 IDNLDYAAR 882.0863 1050.5232 19.4180 2224 1 1050.5232 3.0622
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 472.2554 LFQT 37.9630 472.2532 17.1717 1372 1 472.2532 ‐4.5259
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1500.5340 24643.0476 16 31.74 None 1521.7696 LFQTIDNLDYAAR 211.9877 1521.7726 18.5236 751 3 507.9290 1.21
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 308.6172 38658.8892 11 12.14 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 5012.8440 1211.5302 22.2512 18635 2 606.2688 0.0947
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 308.6172 38658.8892 11 12.14 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 2681.1280 2488.2605 35.9682 4119 3 830.0917 2.1351
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 308.6172 38658.8892 11 12.14 None 2155.0414 TEKDAFGNANSARGFDVIDK 1322.4160 2155.0501 21.4313 1251 4 539.5180 2.92
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 308.6172 38658.8892 11 12.14 None 1871.8765 SKIMDVVEDALEFASSM 1009.8660 1871.8758 33.6216 975 2 936.4415 0.0861
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 308.6172 38658.8892 11 12.14 None 2470.2460 GLIQSDQELFSSPDASDTLPLVR 438.3304 2470.2361 34.7292 1131 3 824.0836 ‐3.4721
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7476.1530 1211.5303 22.2527 18025 2 606.2688 ‐0.4528
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 1689.2430 2488.2605 35.9682 4119 3 830.0917 1.40
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 None 1020.5394 MSSLSPLTGK 875.4476 1020.5392 22.8360 2814 2 510.7732 ‐1.6177
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 None 1796.8562 DAFGNANSARGFDVIDK 452.1796 1796.8609 28.3916 5296 2 898.9341 2.89
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 None 715.4349 LSPLTGK 188.3502 715.4340 22.5424 2153 1 715.4340 ‐1.3703
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 332.0591 38658.8892 11 12.14 None 2470.2460 GLIQSDQELFSSPDASDTLPLVR 180.7850 2470.2361 34.7292 1131 3 824.0836 ‐4.0381
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 524.0217 38105.1038 11 27.51 None 1041.5728 FTYLASAIR 3658.2290 1041.5751 16.6316 7555 2 521.2912 1.76
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 524.0217 38105.1038 11 27.51 None 1254.6035 LALNDAMTYDK 2531.2950 1254.6075 25.3507 7007 2 627.8074 2.90
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 524.0217 38105.1038 11 27.51 None 2060.0070 ETVSQTDYEVDLITAFTK 6684.3250 2060.0086 37.5639 6876 2 1030.5080 1.79
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 524.0217 38105.1038 11 27.51 None 725.3464 SEFQSK 299.5666 725.3564 31.0787 1195 1 725.3564 13.9986
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 524.0217 38105.1038 11 27.51 None 2716.4338 DVLKLAGTAVGMELIGNGFINNVGDAK 1360.6070 2716.4187 21.6013 10728 3 906.1444 ‐4.8856
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 1888.0175 GGPISYADIIQLAGQSAVK 3825.2850 1888.0178 20.9873 7606 2 944.5125 1.1026
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 1041.5728 FTYLASAIR 4283.1680 1041.5751 16.6316 7555 2 521.2912 1.37
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 3423.7617 QLAVMSAFLGPDQAATEQLLATDPQVAPWVQK 496.6740 3423.7497 23.5514 2295 3 1141.9214 ‐1.6994
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 929.5567 FIAVGLGPR 2489.4930 929.5565 17.0131 2290 2 465.2819 ‐0.9487
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 2716.4338 DVLKLAGTAVGMELIGNGFINNVGDAK 1441.4210 2716.4187 21.6013 10728 3 906.1444 ‐4.4577
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 428.4468 38105.1038 11 27.51 None 2737.3890 FSSELSRAENEGLSDGLSLIEEVKK 371.7205 2737.3671 22.8680 2663 3 913.1272 ‐6.8558
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 1145.6161 LTDTQLAEVR 6948.0050 1145.6167 21.5875 16757 2 573.3120 0.0695
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 885.3120 2636.3572 23.0426 8175 3 879.4573 ‐0.6480
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 1028.6350 INIVTEIVK 10973.3100 1028.6346 18.4544 8001 2 514.8209 ‐1.0726
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 1971.0281 QLEDIASQLELGEIQLAT 181.9769 1970.9814 20.6747 3472 2 985.9943 ‐23.0877
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 3404.6382 MSATAASSYAMALADVAKRNDTMELTVTDIEK 404.3235 3404.6412 18.7376 12449 3 1135.5519 2.0567
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 915.5510 NIVTEIVK 266.9655 915.5504 18.6982 2411 2 458.2789 ‐1.3915
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 581.2930 QLEDI 46.9810 581.2907 20.4464 1273 1 581.2907 ‐3.9795
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 2618.3501 LEQVFSDPQVLNFFANPTITVEK 441.3738 2618.3452 21.4920 5869 3 873.4532 ‐1.2521
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 1954.0015 QLEDIASQLELGEIQLAT 187.8377 1954.0045 19.7203 1189 2 977.5059 2.1025
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 819.9896 25668.6132 10 17.95 None 1128.5895 LTDTQLAEVR 242.9738 1128.5951 21.6666 874 2 564.8012 4.37
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1414.3110 17602.4973 3 7.89 None 1354.6671 YSQVVSNALDMK 17653.7900 1354.6693 25.6587 15113 2 677.8383 1.58
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1414.3110 17602.4973 3 7.89 None 981.5000 QKDYKDGK 391.2382 981.4877 19.4528 4173 2 491.2475 ‐13.2530
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1414.3110 17602.4973 3 7.89 None 506.2643 LDMK 67.7863 506.2666 25.2063 1978 1 506.2666 4.68
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 2590.1984 SEIPEYLNGEVAGDYGYDPFGLGK 8509.4700 2590.1930 36.3162 30139 2 1295.6001 ‐0.6139
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 1158.6517 IFLPDGLLDR 12639.7300 1158.6515 20.2580 21786 2 579.8294 ‐0.7133
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 2125.1036 HLSDPFGNNLLTVIAGTAER 3170.9850 2125.1039 22.0521 20340 2 1063.0556 0.9415
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 1696.8905 TGALLLDGNTLNYFGK 3402.3020 1696.8896 20.4155 17895 2 848.9484 ‐0.2597
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 Carbamidomethyl+C(5) 1498.6784 YGANCGPEAVWFK 2653.5670 1498.6796 29.4435 12761 2 749.8435 0.7903
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 970.5204 DPEQGALLK 2663.2700 970.5195 19.2361 9795 2 485.7634 ‐1.6538
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 1801.9669 WAMLGAAGFIIPEALNK 4682.8800 1801.9702 23.1240 7565 2 901.4887 2.1897
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 2236.1577 MASLGVSEMLGTPLNFRAVSR 2007.9570 2236.1586 22.8110 4695 3 746.0577 0.7730
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 3885.9334 RIFLPDGLLDRSEIPEYLNGEVAGDYGYDPFGLGK 783.8473 3885.9022 23.3417 3264 3 1295.9723 ‐6.5068
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 2094.8420 30213.7516 23 46.79 None 646.3229 MASLGVS 539.3166 646.3247 21.9806 1756 1 646.3247 2.29
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1158.6517 IFLPDGLLDR 14734.5400 1158.6515 20.2580 21786 2 579.8294 ‐0.5437
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 2125.1036 HLSDPFGNNLLTVIAGTAER 1749.6390 2125.1039 22.0521 20340 2 1063.0556 1.95
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1696.8905 TGALLLDGNTLNYFGK 9677.5650 1696.8896 20.4155 17895 2 848.9484 0.1095
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 3404.6321 SEIPEYLNGEVAGDYGYDPFGLGKKPENFAK 852.9550 3404.6412 18.7376 12449 3 1135.5519 4.14
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1801.9669 WAMLGAAGFIIPEALNK 4324.0290 1801.9702 23.1240 7565 2 901.4887 2.78
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1418.7791 LHPGGPFDPLGLAK 681.8096 1418.7777 18.8099 5309 3 473.5974 ‐1.0856
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1822.9190 MASLGVSEMLGTPLNFR 494.9259 1822.9246 24.0526 3345 2 911.9659 3.46
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1691.8785 ASLGVSEMLGTPLNFR 195.3323 1691.8437 18.8996 1784 2 846.4255 ‐19.9879
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1151.5579 ITNGLDFEDK 102.7552 1151.5603 23.9868 1375 1 1151.5603 3.37
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 2236.1577 MASLGVSEMLGTPLNFRAVSR 1627.4680 2236.1586 22.8110 4695 3 746.0577 1.0760
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 3885.9334 RIFLPDGLLDRSEIPEYLNGEVAGDYGYDPFGLGK 684.3168 3885.9022 23.3417 3264 3 1295.9723 ‐5.7747
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 629.3406 PLNFR 166.4636 629.3395 20.4415 6778 1 629.3395 ‐1.1295
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1640.1470 30213.7516 23 46.79 None 1679.8639 TGALLLDGNTLNYFGK 647.3287 1679.8669 20.2788 19562 2 840.4371 2.00
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 1151.6208 IPLYASNFAR 2791.7720 1151.6184 20.0504 9096 2 576.3128 ‐2.5857
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 1344.7634 TFIAIKPDGVQR 12706.1200 1344.7641 23.7095 8704 3 448.9262 0.2853
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 767.3359 WLYGDN 2674.4690 767.3387 24.8900 7647 1 767.3387 4.0067
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 987.5833 GLISEIISR 4321.6890 987.5828 19.0863 7375 2 494.2950 ‐1.2363
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 887.4945 GDLAVTVGR 6282.9130 887.4949 20.1726 5758 2 444.2511 ‐0.4568
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 1231.7045 VIVPSKDFAQK 4321.3730 1231.7044 20.5846 3242 3 411.2397 ‐0.4211
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 3090.5639 SWITGLLALPAAAYMIQDQEVLAAEMER 442.7703 3090.5687 25.8073 2040 3 1030.8611 2.20
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 1682.9072 LIGATDPQKSEPGTIR 12419.6300 1682.9088 20.2189 990 3 561.6411 0.9482
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 912.5261 IKPDGVQR 237.2009 912.5275 23.3113 12251 1 912.5275 2.86
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 715.4461 LAVTVGR 219.8736 715.4461 18.4429 8046 1 715.4461 0.2993



NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 889.4454 IPLYASNF 355.3990 889.4471 20.3058 5092 1 889.4471 2.19
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1478.2020 25848.5057 14 42.44 None 1140.5895 LIGATDPQKSE 362.0219 1140.5858 20.0827 1128 1 1140.5858 ‐1.9756
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1226.6800 25848.5057 14 42.44 None 1344.7634 TFIAIKPDGVQR 19293.1000 1344.7641 23.7095 8704 3 448.9262 0.0419
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1226.6800 25848.5057 14 42.44 None 887.4945 GDLAVTVGR 6714.7510 887.4949 20.1726 5758 2 444.2511 ‐1.2653
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 None 1444.7464 VLQAQDDIVNAMK 26685.1500 1444.7454 27.2135 18460 2 722.8763 ‐0.8323
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 13845.1700 1190.5838 18.7883 14128 2 595.7956 ‐0.1185
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 13588.0800 1129.6400 20.3114 11341 2 565.3236 ‐0.3641
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1217.7150 2609.2451 37.2323 5787 4 653.0667 1.21
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 None 1165.6212 VHAPEVAVDTK 2776.8720 1165.6195 18.2557 5068 2 583.3134 ‐1.8944
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 None 1054.6619 LKEPSVLLR 1274.4080 1054.6641 23.2922 2350 2 527.8357 1.46
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 None 929.4938 APEVAVDTK 262.1378 929.4917 20.1999 1287 2 465.2495 ‐3.1042
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2946.4080 26288.1451 16 32.61 None 965.4938 VLQAQDDIV 290.1636 965.4989 28.1206 1046 2 483.2531 4.86
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 None 1444.7464 VLQAQDDIVNAMK 16385.7700 1444.7454 27.2135 18460 2 722.8763 ‐1.3286
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 5044.5320 1190.5838 18.7883 14128 2 595.7956 ‐0.7573
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1013.9110 2609.2451 37.2323 5787 4 653.0667 1.19
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 None 1054.6619 LKEPSVLLR 2978.6220 1054.6641 23.2922 2350 2 527.8357 0.7397
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 None 2293.1082 EEDLGLVEAVLDDAKEEYAGK 761.2751 2293.1162 39.0078 1865 3 765.0436 3.02
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 None 1808.8549 ANEISVSAEEEFNIEK 209.0660 1808.8786 25.7224 899 3 603.6310 12.80
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 None 1195.5477 SAEEEFNIEK 145.6583 1195.5503 25.7128 978 2 598.2788 1.1064
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1447.4770 26288.1451 16 32.61 Carbamidomethyl+C(1) 978.4310 CENTLDAR 527.8702 978.4325 18.7943 957 1 978.4325 2.1593
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1517.7707 NAVFGDSSALAPGGVR 13018.6600 1517.7707 26.5109 26006 2 759.3890 ‐0.0126
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1351.7038 ANAVALGNYLMSK 8413.2520 1351.7028 18.3267 19763 2 676.3550 ‐0.9942
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 3624.8960 1991.8867 37.4803 15015 2 996.4470 3.18
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1618.8363 ISATSIYFESLPYK 5111.4510 1618.8382 19.5639 10500 2 809.9227 1.77
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 16500.4200 1206.6298 15.9495 10245 2 603.8185 ‐0.5796
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1854.8111 FSASYEMPGFLMSEMK 9282.8670 1854.8129 21.3346 9728 2 927.9101 1.76
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1340.6481 DFEQIGEFLSR 14856.6800 1340.6494 34.8283 7197 2 670.8284 0.7546
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 992.4796 YSEGIPGNR 3871.2870 992.4787 16.8118 4395 2 496.7430 ‐1.5921
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 903.4717 IGAPAMTSR 2023.1810 903.4733 17.8120 837 2 452.2403 0.9977
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 3039.4979 MEPVSSWGNTSLVSVDPEIHDLIEKEK 308.1624 3039.4500 24.8423 10109 4 760.6180 ‐15.9145
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1934.9382 VNFTTGYIDYDKLEEK 2482.1040 1934.9370 29.0151 16219 3 645.6505 ‐0.4580
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 675.4036 SITLNK 128.6591 675.4066 26.3725 5443 1 675.4066 4.96
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 874.4880 DLIEKEK 305.0517 874.4873 26.9905 1332 1 874.4873 ‐0.1364
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 None 1721.8269 FTTGYIDYDKLEEK 987.6807 1721.8262 29.0447 889 2 861.4168 ‐0.0811
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2225.6060 52174.2496 28 35.88 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 375.0000 867.3797 15.9581 842 1 867.3797 2.25
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 None 1517.7707 NAVFGDSSALAPGGVR 18845.3500 1517.7707 26.5109 26006 2 759.3890 ‐0.4680
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 2546.6050 1991.8867 37.4803 15015 2 996.4470 3.20
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 None 1340.6481 DFEQIGEFLSR 24716.9000 1340.6494 34.8283 7197 2 670.8284 0.1999
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 None 903.4717 IGAPAMTSR 4480.1190 903.4733 17.8120 837 2 452.2403 0.1980
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 None 1934.9382 VNFTTGYIDYDKLEEK 2142.7660 1934.9370 29.0151 16219 3 645.6505 ‐0.8705
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1502.9320 52174.2496 28 35.88 None 675.4036 SITLNK 114.3291 675.4066 26.3725 5443 1 675.4066 4.90
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 864.7945 52174.2496 28 35.88 None 1351.7038 ANAVALGNYLMSK 11208.4600 1351.7028 18.3267 19763 2 676.3550 ‐0.7531
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 864.7945 52174.2496 28 35.88 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 15316.5500 1206.6298 15.9495 10245 2 603.8185 ‐0.3923
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 864.7945 52174.2496 28 35.88 None 1854.8111 FSASYEMPGFLMSEMK 5820.3800 1854.8129 21.3346 9728 2 927.9101 1.54
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 864.7945 52174.2496 28 35.88 None 1934.9382 VNFTTGYIDYDKLEEK 676.2948 1934.9353 20.7683 10521 3 645.6500 ‐1.1107
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 864.7945 52174.2496 28 35.88 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 339.6601 867.3797 15.9581 842 1 867.3797 3.05
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 15265.3500 1237.6261 23.4835 23189 2 619.3167 0.8334
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 41712.6300 1960.9574 37.9138 22207 2 980.9823 2.93
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 1025.5197 HSLPDGLMR 6786.4180 1025.5207 21.2528 22095 2 513.2640 0.3361
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 33910.6400 3033.4420 38.2824 19584 3 1011.8189 0.0971
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 3678.4610 2361.1550 28.6611 18815 4 591.0442 0.8612
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 1137.5575 TEFGPSQPFK 11398.4200 1137.5583 23.4077 17905 2 569.2828 0.2072
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 1879.1590 2499.2928 23.6277 17859 2 1250.1500 ‐0.6429
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 31449.4400 1757.7608 31.7199 15854 2 879.3840 1.43
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 998.5993 AGIIVLAEGR 15325.2000 998.5997 26.6005 15065 2 499.8035 ‐0.3477
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 1545.2220 2887.4468 36.8892 15050 3 963.1538 0.6523
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 2594.3283 LYQMQQNGTLLFPAINVNDSVTK 2921.3080 2594.3250 20.9049 13984 3 865.4465 ‐0.6718
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 1319.7053 LVGVSEETTTGVK 2842.8650 1319.7078 20.6864 13427 2 660.3575 1.47
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 994.4993 DSAAVFAWK 2946.7850 994.4985 27.9996 12974 2 497.7529 ‐1.4434
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 1026.4309 DMSQADFGR 16404.1900 1026.4304 19.0574 10336 2 513.7188 ‐1.1586
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(2)
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 865.4302 AEEIFEK 1151.6710 865.4509 21.9601 1117 1 865.4509 24.5168
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 4695.7910 1259.5827 20.2925 6433 2 630.2950 ‐1.1678
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(14) 2124.0828 ATDVMIAGKVAVICGYGDVGK 595.2239 2124.0747 25.5955 1876 2 1062.5410 ‐3.0001
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 1206.6212 VGVSEETTTGVK 294.2725 1206.6272 19.7877 3998 2 603.8172 4.49
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 243.9454 1044.4585 20.6405 2691 2 522.7329 0.9637
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 760.3988 GPSQPFK 1702.1230 760.3991 23.4194 1267 1 760.3991 0.7329
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(2) 968.4506 ICGYGDVGK 859.5080 968.4510 23.4869 1112 1 968.4510 1.43
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 780.3635 SQADFGR 6868.7660 780.3645 19.0372 1068 1 780.3645 1.15
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 Carbamidomethyl+C(5) 1219.6140 VAVICGYGDVGK 202.9881 1219.6185 25.1961 1317 2 610.3129 3.63
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 8378.1010 54005.9669 48 55.46 None 2343.1404 DQSDYVSIPIEGPYKPPHYR 175.4932 2343.1306 30.0391 876 3 781.7151 ‐3.7526
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 25559.9300 1237.6261 23.4835 23189 2 619.3167 0.2210
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 28954.8900 1960.9574 37.9138 22207 2 980.9823 2.0722
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1025.5197 HSLPDGLMR 5308.5600 1025.5207 21.2528 22095 2 513.2640 ‐0.3951
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 43941.1900 3033.4420 38.2824 19584 3 1011.8189 ‐0.6303
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 3896.5690 2361.1550 28.6611 18815 4 591.0442 0.7670
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1137.5575 TEFGPSQPFK 15403.6000 1137.5583 23.4077 17905 2 569.2828 ‐0.4612
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 45402.5600 1757.7608 31.7199 15854 2 879.3840 1.1233
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 998.5993 AGIIVLAEGR 16988.6900 998.5997 26.6005 15065 2 499.8035 ‐1.0940
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 2058.3770 2887.4468 36.8892 15050 3 963.1538 ‐0.0332
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1319.7053 LVGVSEETTTGVK 1674.5990 1319.7078 20.6864 13427 2 660.3575 1.0483
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 994.4993 DSAAVFAWK 2774.3920 994.4985 27.9996 12974 2 497.7529 ‐2.1920



NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1475.8064 LVGVSEETTTGVKR 14287.6100 1475.8064 19.0444 8578 3 492.6070 ‐0.4818
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1129.5493 DIIMVDHMR 4214.6020 1129.5557 24.4998 6061 2 565.2815 4.72
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1257.6442 DIIMVDHMRK 654.1868 1257.6270 20.5999 3266 2 629.3171 ‐14.6412
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 6462.7150 1259.5827 20.2925 6433 2 630.2950 ‐1.7679
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 2588.3240 1044.4585 20.6405 2691 2 522.7329 0.2431
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 688.3447 PDGLMR 1326.7140 688.3438 21.2425 1616 1 688.3438 ‐1.4189
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 788.3542 MVDHMR 278.2413 788.3567 24.5157 1339 1 788.3567 3.53
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(2) 968.4506 ICGYGDVGK 764.6467 968.4510 23.4869 1112 1 968.4510 0.9055
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1107.5528 GVSEETTTGVK 269.8559 1107.5523 20.6926 777 1 1107.5523 0.4184
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 1111.5387 DIIMVDHMR 189.3039 1111.5436 26.1874 2351 2 556.2754 3.1632
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 Carbamidomethyl+C(5) 1219.6140 VAVICGYGDVGK 186.9821 1219.6185 25.1961 1317 2 610.3129 2.39
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 6961.1570 54005.9669 48 55.46 None 2343.1404 DQSDYVSIPIEGPYKPPHYR 129.8725 2343.1306 30.0391 876 3 781.7151 ‐4.2822
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  248.1725 37768.5905 10 23.26 None 1458.7700 LYDPNQAALNALR 1593.7410 1458.7681 27.7010 13586 2 729.8877 ‐1.3402
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  248.1725 37768.5905 10 23.26 None 2776.2921 SGGGSLPVVVSESGWPSNGGNAASFDNAR 1354.1600 2776.2952 31.4739 5684 3 926.1032 1.11
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  248.1725 37768.5905 10 23.26 None 2326.1384 VSTAIDMTLIGNSFPPSSGEFR 1140.4420 2326.1262 20.7397 4447 2 1163.5667 ‐4.1243
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  248.1725 37768.5905 10 23.26 None 673.3740 VRENR 58.4630 673.3579 31.4536 2225 1 673.3579 ‐23.7430
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  248.1725 37768.5905 10 23.26 None 709.3264 SFDNAR 92.2677 709.3283 30.5569 7663 1 709.3283 2.13
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  398.4810 37768.5905 10 23.26 None 1458.7700 LYDPNQAALNALR 1897.8850 1458.7681 27.7010 13586 2 729.8877 ‐1.8287
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  398.4810 37768.5905 10 23.26 None 2245.1281 YIAVGNEVSPSNGGDVVLPAMR 986.4287 2245.1367 30.9699 10032 3 749.0504 3.34
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  398.4810 37768.5905 10 23.26 None 2776.2921 SGGGSLPVVVSESGWPSNGGNAASFDNAR 2336.6680 2776.2952 31.4739 5684 3 926.1032 1.1774
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  398.4810 37768.5905 10 23.26 None 1710.9385 NTGIEVIIGVPNTDLR 1177.1590 1710.9430 33.4981 933 2 855.9752 2.59
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode  398.4810 37768.5905 10 23.26 None 2043.0334 SWLQNNVLNYYPAVSFK 241.5072 2043.0553 29.2320 2217 3 681.6899 10.92
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 1171.5187 EMTLEEYEK 11211.0200 1171.5186 22.5983 8771 2 586.2630 ‐0.5634
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 988.4555 EGNQRDGGR 1234.1300 988.4566 28.1828 1972 1 988.4566 1.10
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 1065.5211 SNNDEVFIK 794.1998 1065.5154 20.9259 12610 2 533.2613 ‐5.9906
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 2784.3938 ASVNPFDLLDDDAEDPSQIVASKPLK 291.8917 2784.3648 20.7742 976 3 928.7931 ‐9.6658
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 2097.9533 AEEKPEDKEMTLEEYEK 128.2019 2097.9377 20.8598 751 4 525.2399 ‐8.5190
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 Oxidation+M(9) 1698.8367 VDTKAFEAMQQLSSK 182.0835 1698.8303 27.8391 3542 2 849.9188 ‐3.5255
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 1922.9706 LDDDAEDPSQIVASKPLK 216.1158 1922.9668 22.7259 5754 2 961.9870 ‐1.4042
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 1047.5105 SNNDEVFIK 241.4872 1047.5129 19.4883 1548 1 1047.5129 3.49
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 360.4740 38905.2823 9 5.00 None 971.4289 EGNQRDGGR 165.7907 971.4286 28.0953 2642 1 971.4286 0.4954
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 982.5244 LTPFYDVK 5468.5740 982.5251 20.7097 26696 1 982.5251 1.85
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 2648.3851 STVVAVFIASEENSSIPGVGVDMLVK 1223.0760 2648.3886 24.7797 3122 3 883.4677 2.36
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 2138.1591 ALIESIGSLDKDSYVSLLSK 274.5653 2138.1784 19.3576 3282 2 1069.5928 10.79
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 1365.6685 SGPLYWIDTADK 359.6336 1365.6670 22.6860 2569 1 1365.6670 0.9428
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 2381.2468 LFHSGLAHKAINAMELAMEGLK 398.7093 2381.2473 22.9955 858 3 794.4206 1.0109
NP_193517.3 peptidase M20 M25 M40 family protein Arabidopsis thaliana 193.9897 48673.4736 6 7.73 None 768.3927 PFYDVK 36.2946 768.3893 20.8381 3140 1 768.3893 ‐3.5586
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1238.9060 15560.2332 9 29.32 None 1565.7992 GVTLMPNVGYGSDKK 4419.2870 1565.8019 24.9663 10582 3 522.6055 1.50
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1238.9060 15560.2332 9 29.32 None 1201.6535 ASQLDVVVTNR 2598.9250 1201.6548 22.3253 8926 2 601.3310 0.6392
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1238.9060 15560.2332 9 29.32 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 5376.6960 1493.7049 19.6298 7378 3 498.5732 ‐0.4526
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1238.9060 15560.2332 9 29.32 None 697.3515 YGSDKK 101.0843 697.3539 23.3368 1413 1 697.3539 3.78
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1143.1630 15560.2332 9 29.32 None 1565.7992 GVTLMPNVGYGSDKK 3069.4850 1565.8019 24.9663 10582 3 522.6055 1.82
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1143.1630 15560.2332 9 29.32 None 1201.6535 ASQLDVVVTNR 4652.8150 1201.6548 22.3253 8926 2 601.3310 0.0067
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1143.1630 15560.2332 9 29.32 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 4034.0450 1493.7049 19.6298 7378 3 498.5732 ‐0.7387
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1143.1630 15560.2332 9 29.32 None 1437.7042 GVTLMPNVGYGSDK 169.6304 1437.7365 23.1588 2722 3 479.9170 21.9974
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1143.1630 15560.2332 9 29.32 None 1183.6430 ASQLDVVVTNR 313.9189 1183.6421 21.9513 972 2 592.3247 ‐1.8509
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1056.6048 AIALTVDTPR 25641.7400 1056.6029 24.2848 49746 2 528.8051 ‐2.4186
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 992.5047 NFEGLDLGK 14723.8400 992.5050 26.4800 30723 2 496.7562 ‐0.4311
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1072.6150 IPVFLDGGVR 26918.7300 1072.6148 18.3704 25963 2 536.8110 ‐0.7517
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 2439.0558 MVYDYYASGAEDQWTLQENR 4910.9410 2439.0484 30.5996 21833 2 1220.0278 ‐1.7578
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1107.5873 FFQLYVYK 1846.2140 1107.5883 19.2934 18850 2 554.2978 0.3030
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 787.4924 ILIDVSK 19127.4600 787.4932 22.8720 6825 2 394.2502 0.0099
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 Carbamidomethyl+C(18) 2301.0859 MLQMLRDEFELTMALSGCR 1036.8690 2301.0761 21.2125 1858 2 1151.0417 ‐3.1809
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1228.7161 IPVFLDGGVRR 8640.7670 1228.7153 16.9627 1854 3 410.2433 ‐0.9842
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1546.7536 TDWDTPHYLSAKL 1356.8390 1546.7481 22.7985 1446 1 1546.7481 ‐1.3065
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 862.4781 VFLDGGVR 327.0352 862.4780 17.4827 16384 1 862.4780 0.4969
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 674.4083 LIDVSK 2667.3740 674.4101 22.8773 2479 1 674.4101 2.53
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 801.4465 LTVDTPR 1208.7650 801.4483 24.2839 2224 1 801.4483 2.85
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 561.3243 IDVSK 3322.3170 561.3237 22.8754 2124 1 561.3237 ‐1.0350
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 Carbamidomethyl+C(11) 1413.6501 EFELTMALSGCR 201.5027 1413.6540 19.1138 2109 2 707.3306 2.53
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 960.5189 FQLYVYK 141.9042 960.5160 18.6405 957 1 960.5160 ‐2.1995
NP_193570.1 glycolate oxidase Arabidopsis thaliana 2927.2370 40595.8876 16 26.36 None 1054.6044 IPVFLDGGVR 253.1640 1054.6018 20.1053 2694 2 527.8045 ‐3.0887
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 1543.7785 INMVDLPLGATEDR 11971.8400 1543.7756 31.2982 11755 2 772.3914 ‐1.8450
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 945.5404 AFEPGLLAK 3094.4740 945.5379 25.7898 7063 2 473.2726 ‐3.3961
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 1041.5939 GEQVPVIATK 5106.9690 1041.5921 20.6133 2878 2 521.2997 ‐2.4119
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 3499.7301 SLVDLLPEINVVAGDPYNSDPIDPEFMGVEVR 1016.0990 3499.7264 24.6823 2587 3 1167.2470 0.1838
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 Carbamidomethyl+C(2) 1297.7549 LCLLLNVIDPK 1094.0000 1297.7558 21.3707 5763 2 649.3816 0.4524
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 2282.1438 DPLESIDSGVLVSEKFAEIFS 591.2648 2282.1334 35.8045 2249 3 761.3826 ‐4.1823
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 1632.8188 TEQDKLQDQISTAR 2315.6250 1632.8182 28.5427 1574 2 816.9128 ‐0.1539
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 686.4973 46555.1230 8 21.23 None 2070.0641 LESIDSGVLVSEKFAEIFS 302.4746 2070.0707 35.2401 1650 3 690.6951 3.98
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1157.6525 VGETVDLVGLR 58489.3800 1157.6517 27.8342 71927 2 579.3295 ‐1.1365
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1681.9483 ILDEALAGDNVGLLLR 31806.1700 1681.9471 20.8558 67775 2 841.4772 ‐0.4726
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1129.6463 TVGAGVIGTILE 8212.6080 1129.6438 35.0596 65241 1 1129.6438 ‐0.9447
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1810.8817 GITINTATVEYETENR 82931.7300 1810.8829 26.8155 63690 2 905.9451 1.0373
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 2051.0154 IYELMDAVDDYIPIPQR 36479.1200 2051.0119 22.0092 51511 2 1026.0096 ‐0.9877
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1389.6719 SYTVTGVEMFQK 42629.0000 1389.6715 27.8792 49256 2 695.3394 ‐0.4833
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 45175.2500 1812.9716 20.5403 30737 2 906.9894 0.6990
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 1985.5150 3435.7281 25.5460 24125 3 1145.9142 ‐2.7640
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 2135.1383 QTELPFLLAVEDVFSITGR 2642.6110 2135.1344 25.7334 17465 2 1068.0708 ‐0.9817
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1907.0518 TTLTAALTMALASIGSSVAK 7293.0220 1907.0533 25.5750 14513 3 636.3560 0.9371
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 2114.0499 EDQVDDAELLELVELEVR 21477.2800 2114.0509 40.6914 14128 2 1057.5291 1.49
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1095.6449 FEAIIYVLK 4704.9950 1095.6447 20.3327 12978 2 548.3260 ‐0.6853
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1445.7821 QVGVPDMVVFLNK 13026.1000 1445.7812 20.5056 11193 2 723.3942 ‐0.7102
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEVR 3830.2720 3540.8073 46.0416 9375 3 1180.9406 ‐0.6592



NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 3515.0910 2673.3061 20.7781 5500 3 891.7736 1.86
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1536.8567 GMVLAKPGSITPHTK 2201.0300 1536.8581 20.9034 4145 3 512.9576 0.8243
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1307.5750 YDEIDAAPEER 2173.8920 1307.5746 19.2383 1721 2 654.2909 ‐0.6337
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1435.6700 KYDEIDAAPEER 25672.3900 1435.6679 18.1728 30415 3 479.2275 ‐1.6483
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 570.2882 TENPK 312.4375 570.2907 26.6327 7336 1 570.2907 4.32
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 524.2715 ILDEA 94.3787 524.2721 22.0612 3547 1 524.2721 0.9907
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 939.4604 TGVEMFQK 2510.4090 939.4619 27.8812 2468 1 939.4619 2.88
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 835.3832 KYDEIDA 403.6782 835.3821 18.1779 2400 1 835.3821 ‐0.7472
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 672.4039 DLVGLR 5217.2850 672.4038 27.8429 2213 1 672.4038 0.0297
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 588.2988 TENPK 79.7871 588.2982 24.1974 2123 1 588.2982 ‐1.0502
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1328.5715 IYELMDAVDDY 106.9426 1328.5766 21.3633 2121 2 664.7920 3.75
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1139.5765 TVTGVEMFQK 216.9709 1139.5755 25.9741 2098 2 570.2914 ‐1.3858
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 771.4723 VDLVGLR 5708.9010 771.4718 27.8406 2060 1 771.4718 ‐0.3272
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 872.5200 TVDLVGLR 3523.5740 872.5194 27.8168 2042 1 872.5194 ‐0.0068
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1021.5023 VTGVEMFQK 99.3200 1021.5056 25.9189 1962 1 1021.5056 4.58
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 899.5309 DNVGLLLR 256.1346 899.5319 21.7094 1857 2 450.2696 0.3200
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 764.3461 KYDEID 3596.3440 764.3457 18.1659 1830 1 764.3457 ‐0.1766
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1027.5895 AGDNVGLLLR 147.2563 1027.5924 21.4800 1590 2 514.2998 2.1386
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 Carbamidomethyl+C(6) 1259.6235 IVPVACEQGMR 209.4712 1259.6273 19.3406 1479 2 630.3173 2.64
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 869.5091 TVGAGVIGTI 426.5787 869.5126 35.0586 1374 1 869.5126 4.70
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1651.7924 IYELMDAVDDYIPI 164.3462 1651.7981 22.3046 1338 2 826.4027 3.52
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1441.6556 IYELMDAVDDYI 632.0766 1441.6546 22.0164 1153 1 1441.6546 1.52
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1038.5288 VTGVEMFQK 228.8006 1038.5301 27.2032 1034 2 519.7687 0.5412
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 982.5932 TVGAGVIGTIL 421.2223 982.5929 35.0635 880 1 982.5929 0.6096
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 None 1371.6613 SYTVTGVEMFQK 253.0797 1371.6600 27.6238 1404 2 686.3336 ‐1.1497
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11682.1300 51915.3932 70 55.67 Carbamidomethyl+C(11) 1795.9445 IVVELIVPVACEQGMR 249.9653 1795.9515 18.1542 928 4 449.7433 2.76
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1157.6525 VGETVDLVGLR 63325.4000 1157.6517 27.8342 71927 2 579.3295 ‐1.7937
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1129.6463 TVGAGVIGTILE 8536.3850 1129.6438 35.0596 65241 1 1129.6438 ‐1.2185
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1810.8817 GITINTATVEYETENR 89862.6600 1810.8829 26.8155 63690 2 905.9451 0.7461
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1389.6719 SYTVTGVEMFQK 43131.5900 1389.6715 27.8792 49256 2 695.3394 ‐1.0104
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEVR 3034.6830 3540.8073 46.0416 9375 3 1180.9406 ‐1.5319
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1536.8567 GMVLAKPGSITPHTK 3669.2590 1536.8581 20.9034 4145 3 512.9576 0.5258
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1058.5841 GETVDLVGLR 3661.5270 1058.5848 27.8343 4363 1 1058.5848 1.60
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 672.4039 DLVGLR 6229.4580 672.4038 27.8429 2213 1 672.4038 ‐0.3718
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 872.5200 TVDLVGLR 3643.6460 872.5194 27.8168 2042 1 872.5194 ‐0.3524
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 869.5091 TVGAGVIGTI 469.6716 869.5126 35.0586 1374 1 869.5126 4.06
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1038.5288 VTGVEMFQK 355.3867 1038.5301 27.2032 1034 2 519.7687 ‐0.1828
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1539.7285 INTATVEYETENR 329.7560 1539.7365 26.8165 915 2 770.3719 4.37
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 982.5932 TVGAGVIGTIL 369.4952 982.5929 35.0635 880 1 982.5929 0.2948
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6099.8150 51915.3932 70 55.67 None 1371.6613 SYTVTGVEMFQK 314.1149 1371.6600 27.6238 1404 2 686.3336 ‐1.6870
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1681.9483 ILDEALAGDNVGLLLR 43019.0600 1681.9471 20.8558 67775 2 841.4772 ‐0.1090
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 2051.0154 IYELMDAVDDYIPIPQR 75228.4300 2051.0119 22.0092 51511 2 1026.0096 ‐0.4871
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 50493.3600 1812.9716 20.5403 30737 2 906.9894 1.1113
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 2508.0900 3435.7281 25.5460 24125 3 1145.9142 ‐2.1490
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 2135.1383 QTELPFLLAVEDVFSITGR 6059.2380 2135.1344 25.7334 17465 2 1068.0708 ‐0.4499
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1907.0518 TTLTAALTMALASIGSSVAK 7376.9740 1907.0533 25.5750 14513 3 636.3560 1.1545
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1095.6449 FEAIIYVLK 4273.1970 1095.6447 20.3327 12978 2 548.3260 ‐0.5392
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1445.7821 QVGVPDMVVFLNK 12542.3700 1445.7812 20.5056 11193 2 723.3942 ‐0.4342
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1810.8817 GITINTATVEYETENR 7440.2510 1810.8822 16.8892 6882 2 905.9447 1.0592
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 3190.8560 2673.3061 20.7781 5500 3 891.7736 1.53
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 2579.2850 WVDKIYELMDAVDDYIPIPQR 581.5252 2579.2887 24.1980 3386 3 860.4344 2.98
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1194.6841 ALAGDNVGLLLR 2843.1210 1194.6874 20.8584 6544 2 597.8473 2.00
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 931.4731 ETLTENPK 272.1545 931.4721 25.6747 1481 1 931.4721 0.0756
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 1441.6556 IYELMDAVDDYI 682.2833 1441.6546 22.0164 1153 1 1441.6546 1.38
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7417.9710 51915.3932 70 55.67 None 2118.1117 QTELPFLLAVEDVFSITGR 572.7462 2118.1100 25.9308 2803 2 1059.5586 0.5099
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1696.8329 NSSYFVEWIPNNVK 3836.3470 1696.8346 20.0352 15044 2 848.9209 1.71
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1215.5827 VSEQFTAMFR 5000.7380 1215.5825 18.2976 10685 2 608.2949 ‐0.5924
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1919.8990 MASTFIGNSTSIQEMFR 8785.9660 1919.8991 20.5951 9429 2 960.4532 0.6208
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1139.6935 LAVNLIPFPR 7983.6500 1139.6935 20.5825 9187 2 570.3504 ‐0.5987
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 2367.1285 GSQQYSALSVPELTQQMWDAK 3865.9910 2367.1177 20.9976 6932 2 1184.0625 ‐3.4240
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 Carbamidomethyl+C(4) 1065.4275 NMMCAADPR 1535.5880 1065.4270 17.8480 6245 2 533.2171 ‐1.0649
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1972.9974 GHYTEGAELIDSVLDVVR 4841.3330 1972.9993 39.4049 5914 3 658.3380 1.1408
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1027.5571 YLTASAVFR 3702.3810 1027.5584 17.1619 5666 2 514.2828 0.5633
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1813.9232 INVYFNEASGGKYVPR 596.9145 1813.9232 17.8804 2499 3 605.3126 0.0844
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1495.7580 SYFVEWIPNNVK 499.4539 1495.7516 19.1410 1988 3 499.2554 ‐4.4372
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1235.1030 50342.4036 24 32.66 None 1198.5561 VSEQFTAMFR 220.2002 1198.5514 17.4455 1996 2 599.7793 ‐4.3891
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1696.8329 NSSYFVEWIPNNVK 3365.1300 1696.8346 20.0352 15044 2 848.9209 1.63
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1215.5827 VSEQFTAMFR 4553.8570 1215.5825 18.2976 10685 2 608.2949 ‐0.4017
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1919.8990 MASTFIGNSTSIQEMFR 5797.0280 1919.8991 20.5951 9429 2 960.4532 1.0727
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1139.6935 LAVNLIPFPR 9206.5060 1139.6935 20.5825 9187 2 570.3504 ‐0.4362
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 2367.1285 GSQQYSALSVPELTQQMWDAK 3954.8080 2367.1177 20.9976 6932 2 1184.0625 ‐2.8062
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1027.5571 YLTASAVFR 8327.6710 1027.5584 17.1619 5666 2 514.2828 0.6842
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 2798.3434 SGPFGQIFRPDNFVFGQSGAGNNWAK 157.6188 2798.3405 25.7012 2103 2 1399.6739 1.25
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 2076.0001 MASTFIGNSTSIQEMFRR 146.0695 2075.9862 23.4215 3658 2 1038.4967 ‐5.4298
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 Carbamidomethyl+C(25)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 Carbamidomethyl+C(25)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 Carbamidomethyl+C(25)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1346.6409 PELTQQMWDAK 337.7639 1346.6407 21.4161 5045 2 673.8240 ‐0.1586
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1008.9920 50342.4036 24 32.66 None 1848.8796 GSQQYSALSVPELTQQM 658.7366 1848.8801 22.2497 2700 2 924.9437 1.1316
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1498.7424 LFDTIDNLDYAAK 81379.9900 1498.7405 30.6358 149881 2 749.8739 ‐1.2731
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1573.8373 FYLQPLPPTEAAAR 51514.9400 1573.8376 18.1563 139598 2 787.4225 0.2804
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1670.8636 YYAETVSALNEVLAK 110513.1000 1670.8615 19.4304 116022 2 835.9344 ‐1.0325
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 60063.0800 1989.9621 22.2779 85107 2 995.4847 0.4416



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1261.6324 AWPYVQNDLR 37779.4300 1261.6328 27.5625 75443 2 631.3200 ‐0.0212
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1378.7577 YDLNTIISSKPK 70467.5500 1378.7554 16.6802 44587 3 460.2566 ‐1.8796
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1295.7682 DIINVKPLIDR 16129.2800 1295.7683 29.1350 37743 2 648.3878 ‐0.2073
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 777.4505 DFALALK 9386.6820 777.4506 27.9142 22101 1 777.4506 0.5553
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1710.9749 ESAKDIINVKPLIDR 2121.4140 1710.9769 27.5524 12831 3 570.9971 1.1832
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1750.9222 YDLNTIISSKPKDEK 2562.4560 1750.9252 24.3700 12087 3 584.3132 1.59
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1423.8631 DIINVKPLIDRK 5609.1920 1423.8610 16.9524 9104 3 475.2919 ‐1.6809
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1048.5786 DFALALKDR 3274.2430 1048.5777 24.7738 6391 2 524.7925 ‐1.5004
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1844.9654 DRFYLQPLPPTEAAAR 714.3790 1844.9640 28.0706 2494 3 615.6595 ‐0.6258
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1004.5160 PYVQNDLR 817.2057 1004.5163 27.5670 9979 1 1004.5163 1.90
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1273.6998 ETVSALNEVLAK 389.0421 1273.6988 20.4554 5401 2 637.3530 ‐1.1457
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1067.6572 INVKPLIDR 3901.0340 1067.6570 29.1346 5396 2 534.3321 ‐0.7929
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 515.3552 ALALK 4919.9720 515.3547 27.9131 4979 1 515.3547 ‐1.0546
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 907.4632 YVQNDLR 1474.3960 907.4639 27.5629 3483 1 907.4639 1.27
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1060.4654 PGTDNSDQAR 9884.8210 1060.4628 22.2773 3337 1 1060.4628 ‐1.3325
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 715.4461 LALKDR 192.6580 715.4464 25.2793 3054 1 715.4464 0.6442
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1472.8319 LNTIISSKPKDEK 626.8396 1472.8329 22.7775 2198 3 491.6158 0.5136
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1385.6583 FDTIDNLDYAAK 1038.1330 1385.6536 30.6379 1719 1 1385.6536 ‐1.5454
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1022.5153 IDNLDYAAK 1959.7530 1022.5184 30.6317 1620 1 1022.5184 4.0080
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 954.5731 NVKPLIDR 198.8171 954.5723 29.1328 1575 2 477.7898 ‐1.5507
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1004.5524 PLPPTEAAAR 378.8643 1004.5507 19.4790 1177 2 502.7790 ‐2.3417
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1082.6681 NVKPLIDRK 268.9683 1082.6646 18.1996 966 2 541.8359 ‐3.7790
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1167.6157 VGPPPAPSGGLPGT 541.2705 1167.6153 22.2708 938 2 584.3113 ‐0.8511
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 963.4126 GTDNSDQAR 313.3685 963.4128 22.2937 780 1 963.4128 0.9819
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1480.7318 LFDTIDNLDYAAK 498.9886 1480.7335 32.1293 991 2 740.8704 1.0894
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 28393.4600 23795.1646 72 50.67 None 1556.8108 FYLQPLPPTEAAAR 382.3772 1556.8143 19.7188 3410 2 778.9108 2.75
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1498.7424 LFDTIDNLDYAAK 41057.1400 1498.7405 30.6358 149881 2 749.8739 ‐1.7392
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 54134.4100 1989.9621 22.2779 85107 2 995.4847 0.2507
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1261.6324 AWPYVQNDLR 55409.9100 1261.6329 27.5674 74155 2 631.3201 ‐0.5921
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1295.7682 DIINVKPLIDR 17966.1800 1295.7683 29.1350 37743 2 648.3878 ‐0.7871
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 777.4505 DFALALK 10660.8200 777.4506 27.9142 22101 1 777.4506 0.1832
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1710.9749 ESAKDIINVKPLIDR 2529.4480 1710.9769 27.5524 12831 3 570.9971 0.8348
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1750.9222 YDLNTIISSKPKDEK 2175.0500 1750.9252 24.3700 12087 3 584.3132 1.61
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1048.5786 DFALALKDR 2823.9060 1048.5777 24.7738 6391 2 524.7925 ‐2.2187
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1670.8636 YYAETVSALNEVLAK 485.2039 1670.8516 35.5351 2022 2 835.9294 ‐7.3254
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1389.7274 KAWPYVQNDLR 5408.3170 1389.7269 24.3338 19951 3 463.9138 ‐0.7921
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1844.9654 DRFYLQPLPPTEAAAR 944.3296 1844.9640 28.0706 2494 3 615.6595 ‐1.0126
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1004.5160 PYVQNDLR 2522.2850 1004.5163 27.5670 9979 1 1004.5163 0.9303
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 602.3620 ALKDR 2595.0300 602.3626 25.2833 5839 1 602.3626 0.4680
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1067.6572 INVKPLIDR 3866.8180 1067.6570 29.1346 5396 2 534.3321 ‐1.5005
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 515.3552 ALALK 4112.8770 515.3547 27.9131 4979 1 515.3547 ‐1.4999
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1238.5899 DTIDNLDYAAK 5165.9600 1238.5873 30.6368 3624 1 1238.5873 ‐0.8719
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 907.4632 YVQNDLR 1921.3450 907.4639 27.5629 3483 1 907.4639 1.1269
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1060.4654 PGTDNSDQAR 6961.5540 1060.4628 22.2773 3337 1 1060.4628 ‐1.6256
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 715.4461 LALKDR 234.7676 715.4464 25.2793 3054 1 715.4464 0.2548
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1472.8319 LNTIISSKPKDEK 643.8121 1472.8329 22.7775 2198 3 491.6158 0.2335
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 517.2729 NDLR 82.4830 517.2715 25.5990 2190 1 517.2715 ‐3.3765
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1471.6772 PSGGLPGTDNSDQAR 317.2982 1471.6713 21.1419 2178 2 736.3393 ‐4.5709
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1022.5153 IDNLDYAAK 1465.5230 1022.5184 30.6317 1620 1 1022.5184 3.44
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 954.5731 NVKPLIDR 162.4731 954.5723 29.1328 1575 2 477.7898 ‐2.3217
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 930.5043 VGPPPAPSGGL 270.8542 930.5026 22.2824 1521 1 930.5026 ‐1.4030
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1123.5630 TIDNLDYAAK 152.8256 1123.5574 30.6313 1314 1 1123.5574 ‐4.0237
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1167.6157 VGPPPAPSGGLPGT 387.7117 1167.6153 22.2708 938 2 584.3113 ‐1.5027
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 963.4126 GTDNSDQAR 295.9030 963.4128 22.2937 780 1 963.4128 0.6617
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 11660.0000 23795.1646 72 50.67 None 1480.7318 LFDTIDNLDYAAK 405.2878 1480.7335 32.1293 991 2 740.8704 0.6132
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1573.8373 FYLQPLPPTEAAAR 52140.6300 1573.8376 18.1563 139598 2 787.4225 0.6039
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1670.8636 YYAETVSALNEVLAK 161564.5000 1670.8615 19.4304 116022 2 835.9344 ‐0.6729
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1378.7577 YDLNTIISSKPK 64069.7000 1378.7554 16.6802 44587 3 460.2566 ‐1.7996
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1423.8631 DIINVKPLIDRK 2753.1620 1423.8610 16.9524 9104 3 475.2919 ‐1.5891
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1498.7424 LFDTIDNLDYAAK 2073.3800 1498.7426 18.6666 7638 2 749.8750 0.4250
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1295.7682 DIINVKPLIDR 1904.1910 1295.7653 18.0035 2158 2 648.3863 ‐2.2879
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1022.5629 PLPPTEAAAR 346.1281 1022.5627 18.1510 6509 1 1022.5627 1.1122
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1273.6998 ETVSALNEVLAK 283.4312 1273.6988 20.4554 5401 2 637.3530 ‐0.9335
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 659.4087 ISSKPK 3046.7520 659.4086 16.6744 1862 1 659.4086 0.5055
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1241.5685 YYAETVSALNE 527.9498 1241.5714 17.6264 1780 2 621.2893 2.1684
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1344.7369 AETVSALNEVLAK 4407.2090 1344.7333 19.4307 1301 1 1344.7333 ‐0.6989
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1144.6572 TVSALNEVLAK 1888.4700 1144.6568 19.4306 1050 1 1144.6568 1.31
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 17951.6200 23795.1646 72 50.67 None 1082.6681 NVKPLIDRK 91.0291 1082.6646 18.1996 966 2 541.8359 ‐3.6377
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 None 1504.7966 GLLTSVQDTASSVAR 2670.1040 1504.7958 29.3997 7197 2 752.9015 ‐0.5272
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 None 1225.6059 SLVDSLYGTDR 1096.8440 1225.6093 26.7831 5872 2 613.3083 2.30
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 1345.8450 2719.2825 45.1911 4387 3 907.0990 1.85
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 Carbamidomethyl+C(11) 1626.7905 ATVQLSTQFSCQTR 528.8490 1626.7705 21.1476 2141 2 813.8889 ‐12.1316
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 None 918.4567 SLVDSLYGT 233.6096 918.4577 25.8874 3210 1 918.4577 1.50
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 None 572.3151 ASSVAR 116.7196 572.3161 30.3166 1804 1 572.3161 1.20
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 304.8797 33712.4766 7 16.77 Carbamidomethyl+C(8) 1355.6373 QLSTQFSCQTR 178.5444 1355.6392 21.9904 1059 1 1355.6392 3.54
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 920.4910 ITMIWEK 36095.8200 920.4893 17.5972 112249 2 460.7483 ‐2.6280
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1383.7559 VFDIIYEFIPK 102955.0000 1383.7550 23.7985 102234 2 692.3811 ‐0.8285
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1399.5835 NDDFPEPSGYMK 104369.9000 1399.5809 24.8791 70484 2 700.2941 ‐1.9803
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1262.5688 SWDYTYDGKK 25119.3100 1262.5681 20.2150 29456 2 631.7877 ‐0.9276
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1235.6201 GLDGHVMEHLK 25989.7300 1235.6193 20.9283 28510 3 412.5446 ‐1.0333
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1134.4738 SWDYTYDGK 6142.1060 1134.4755 22.6173 8574 2 567.7414 0.9332
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1368.6940 QMVVDIEGHVNK 656.7695 1368.6810 21.2799 2354 2 684.8441 ‐9.7053
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1555.6846 RNDDFPEPSGYMK 16439.2400 1555.6860 23.1606 39530 3 519.2335 0.8035
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 4543.0835 SENHVFADAIGHHIQNVVVHEGEHDSHGSIRSW 337.5484 4543.0945 21.1639 25042 4 1136.5291 3.35



NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1439.7311 QMVVDIEGHVNKA 3011.2290 1439.7287 15.4207 8506 3 480.5811 ‐1.8860
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 3123.4914 NDDFPEPSGYMKFVKQMVVDIEGHVNK 386.0171 3123.4621 32.2429 3885 3 1041.8256 ‐8.3999
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 2457.1577 ITMIWEKRNDDFPEPSGYMK 1054.0010 2457.1399 28.1921 1135 3 819.7182 ‐6.7405
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 706.3593 MIWEK 16377.2900 706.3588 17.5950 10691 1 706.3588 ‐0.3872
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 648.2736 RNDDF 389.4398 648.2763 23.1666 2864 1 648.2763 4.1586
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 756.4073 VMEHLK 1969.1000 756.4070 20.9351 1411 1 756.4070 ‐0.0062
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 874.3690 RNDDFPE 199.6315 874.3643 23.1558 1070 1 874.3643 ‐4.7573
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 21442.7500 17631.8509 32 65.56 None 1537.6740 RNDDFPEPSGYMK 225.9999 1537.6779 23.2427 875 2 769.3426 2.56
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 1235.6201 GLDGHVMEHLK 23766.7100 1235.6193 20.9283 28510 3 412.5446 ‐1.2455
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 1262.5688 SWDYTYDGKK 30361.7700 1262.5681 20.2185 28014 2 631.7877 ‐1.4862
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 1134.4738 SWDYTYDGK 9020.3880 1134.4752 22.6251 7658 2 567.7412 0.0259
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 1368.6940 QMVVDIEGHVNK 273.9056 1368.7213 25.5600 1347 2 684.8643 19.2258
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 3123.4914 NDDFPEPSGYMKFVKQMVVDIEGHVNK 326.7161 3123.4621 32.2429 3885 3 1041.8256 ‐9.1531
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 2457.1577 ITMIWEKRNDDFPEPSGYMK 752.3384 2457.1399 28.1921 1135 3 819.7182 ‐7.3027
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 711.3672 TYDGKK 17303.4500 711.3674 20.2218 1516 1 711.3674 0.1063
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 4301.4690 17631.8509 32 65.56 None 756.4073 VMEHLK 894.2415 756.4070 20.9351 1411 1 756.4070 ‐0.3841
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 920.4910 ITMIWEK 46928.6600 920.4893 17.5972 112249 2 460.7483 ‐2.5468
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 1383.7559 VFDIIYEFIPK 95433.5500 1383.7550 23.7985 102234 2 692.3811 ‐0.5755
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 1368.6940 QMVVDIEGHVNK 244.6451 1368.6810 21.2799 2354 2 684.8441 ‐9.4579
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 1439.7311 QMVVDIEGHVNKA 3300.5430 1439.7287 15.4207 8506 3 480.5811 ‐1.7900
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 706.3593 MIWEK 20135.2400 706.3588 17.5950 10691 1 706.3588 0.0610
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 1350.6834 QMVVDIEGHVNK 181.6386 1350.6790 20.7137 1973 2 675.8431 ‐3.3058
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidop 9147.0560 17631.8509 32 65.56 None 1422.7046 QMVVDIEGHVNKA 146.4899 1422.7103 16.7736 898 2 711.8588 4.1809
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1485.7907 GLVDSDTLPLNVSR 15544.7900 1485.7912 29.3364 7884 2 743.3993 ‐0.1979
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1620.7653 FAVSEDTWNEPLGR 4898.0290 1620.7658 29.2784 7566 2 810.8866 0.0951
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1097.4833 FGWSANMER 4485.6250 1097.4849 25.2709 6996 2 549.2461 0.1680
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1130.5728 DIFYITGSSK 1231.1310 1130.5741 27.8446 4027 2 565.7907 ‐0.0740
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1080.5936 LTSLDQYIK 2683.6480 1080.5949 23.2719 3169 2 540.8011 ‐0.0215
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1637.8057 ETVYEWELLNDVK 581.6398 1637.8062 33.6021 2809 2 819.4067 0.0638
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 840.4938 VLEINPR 2455.8680 840.4944 20.2287 965 2 420.7508 ‐1.0514
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1071.5793 LGIIEDAANR 2290.7910 1071.5732 22.9459 6839 2 536.2903 ‐6.9748
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1439.6900 SPKEVTEEEYTK 98.5708 1439.6704 27.3051 2828 2 720.3388 ‐14.2342
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1864.9691 VKETVYEWELLNDVK 1024.9620 1864.9716 31.8671 2724 3 622.3287 1.0657
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1782.8028 LAEEDPDEIHDDEKK 161.3550 1782.8064 28.5427 1537 2 891.9068 2.0556
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 3836.8084 IYNSVKSGLNISPDAVADEEIEAAEEPETSEATETK 148.8261 3836.8439 40.4926 9169 3 1279.6195 9.89
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1544.8279 ELISNASDALDKIR 867.7025 1544.8298 27.9438 3278 3 515.6148 0.8454
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1632.8169 KGQYTKFWNEFGK 446.1802 1632.8182 28.5427 1574 2 816.9128 0.5870
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1730.8668 GNLASENVDDVKISNR 125.7546 1730.8546 30.4203 1367 2 865.9309 ‐7.0968
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 765.4141 LGIIEDAA 303.8292 765.4153 24.4408 3673 1 765.4153 1.12
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1138.5680 TKFWNEFGK 733.9924 1138.5681 27.4461 2374 2 569.7877 ‐1.0828
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1421.6795 SPKEVTEEEYTK 268.2938 1421.6841 24.4427 4064 2 711.3457 2.96
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94261.1615 19 12.39 None 1603.7387 FAVSEDTWNEPLGR 146.6480 1603.7437 27.2917 1448 2 802.3755 2.33
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1580.8067 AVITVPAYFNDSQR 42756.1900 1580.8066 18.3229 34351 2 790.9069 0.0041
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1381.6594 NQADSVVYQTEK 69463.0400 1381.6582 18.0082 25628 2 691.3328 ‐1.0300
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1579.8115 QAVVNPENTFFSVK 9404.4450 1579.8126 30.7390 21902 2 790.4099 0.7731
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1066.5779 TTPSVVAYTK 14662.6000 1066.5775 19.9460 19233 2 533.7924 ‐0.9585
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1024.6150 IPAVQELVR 5982.0590 1024.6158 26.7816 18846 2 512.8116 0.1878
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1737.8806 IINEPTAASLAYGFDR 10869.7200 1737.8828 30.8340 16170 2 869.4450 1.40
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 4459.7950 2535.3023 22.0469 13698 3 845.7723 1.0607
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1461.7696 QFAAEEISAQVLR 28797.7800 1461.7699 30.7238 13116 2 731.3886 0.0987
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 870.5407 IAGLEVLR 7374.1100 870.5396 17.3710 10025 2 435.7734 ‐2.1650
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1373.7271 DIDEVILVGGSTR 10299.9200 1373.7254 29.5666 9851 2 687.3663 ‐1.4360
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1626.6402 GGDGDDVIDADFTDSQ 4785.0200 1626.6417 27.3468 8617 2 813.8245 1.1009
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1145.6048 DEGIDLLKDK 15011.1700 1145.6036 24.1727 8133 2 573.3055 ‐1.5688
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 869.5091 GVPQIEVK 4641.3880 869.5081 21.4902 6103 2 435.2577 ‐2.0127
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 Carbamidomethyl+C(3) 944.4870 LECPAINK 1671.9200 944.4841 18.0962 4429 2 472.7457 ‐3.8507
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 2774.3513 QDITITGASTLPKDEVDQMVQEAER 322.8985 2774.3605 33.5062 1538 3 925.4583 4.0445
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 980.5047 FAKDDKEK 187.3686 980.5088 33.5301 9253 1 980.5088 5.0425
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1229.6484 TPVENSLRDAK 228.1772 1229.6237 20.9075 1442 2 615.3155 ‐20.4978
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1381.7110 TGPFSTPTSAFLR 994.2689 1381.7202 24.6654 1144 2 691.3637 6.45
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 2805.5910 1595.7721 29.0026 14978 2 798.3897 ‐0.7376
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 5430.4700 2902.4472 31.7913 12993 4 726.3673 0.0400
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 3120.5518 QDITITGASTLPKDEVDQMVQEAERFAK 893.6738 3120.5337 38.3773 8797 3 1040.8494 ‐4.8003
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 786.4832 ISAQVLR 180.6189 786.4795 30.1479 7162 1 786.4795 ‐4.3574
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 812.4876 VPQIEVK 246.7379 812.4874 20.8831 3114 2 406.7473 ‐1.2497
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 864.4825 PSVVAYTK 3203.4410 864.4844 19.9453 2607 1 864.4844 2.78
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1044.5684 EEISAQVLR 185.9351 1044.5653 29.3871 1091 2 522.7863 ‐3.6049
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 850.4417 EAERFAK 213.9200 850.4427 38.2727 1030 1 850.4427 1.35
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4085.0980 76622.1668 62 34.26 None 1562.7962 AVITVPAYFNDSQR 300.0300 1562.7987 18.5351 949 3 521.6044 1.16
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1579.8115 QAVVNPENTFFSVK 12145.7400 1579.8126 30.7390 21902 2 790.4099 0.3524
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1066.5779 TTPSVVAYTK 34383.9700 1066.5775 19.9460 19233 2 533.7924 ‐1.6667
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1024.6150 IPAVQELVR 8169.6130 1024.6158 26.7816 18846 2 512.8116 ‐0.5439
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1737.8806 IINEPTAASLAYGFDR 8000.5780 1737.8828 30.8340 16170 2 869.4450 1.20
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1461.7696 QFAAEEISAQVLR 46466.8600 1461.7699 30.7238 13116 2 731.3886 ‐0.3881
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1373.7271 DIDEVILVGGSTR 9160.1090 1373.7254 29.5666 9851 2 687.3663 ‐1.9721
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 869.5091 GVPQIEVK 3847.7620 869.5081 21.4902 6103 2 435.2577 ‐2.8313
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 870.5407 IAGLEVLR 2405.4920 870.5407 27.2655 1566 2 435.7740 ‐1.7890
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 2774.3513 QDITITGASTLPKDEVDQMVQEAER 325.0115 2774.3605 33.5062 1538 3 925.4583 3.14
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 2062.0564 ASSAAQIHVLGGIGFASSSSSK 202.4278 2062.0061 28.5049 4502 3 688.0069 ‐24.5792
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1019.5368 IGSGSTQEIK 226.9124 1019.5505 28.5280 3783 2 510.2789 12.0789
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1381.7110 TGPFSTPTSAFLR 1336.6420 1381.7202 24.6654 1144 2 691.3637 5.29
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 2152.9815 DEVDQMVQEAERFAKDDK 297.0401 2152.9621 28.1807 22647 3 718.3256 ‐9.1850
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 1766.0890 1595.7721 29.0026 14978 2 798.3897 ‐1.1493
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 3252.2110 2902.4472 31.7913 12993 4 726.3673 ‐0.1110



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1447.7587 RNLNGKGGTFMPR 4620.4700 1447.7600 20.8869 4698 3 483.2582 0.4550
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 1550.7962 ASSAAQIHVLGGIGFAS 476.0531 1550.7960 28.5501 8333 2 775.9016 ‐0.4998
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 663.1871 1396.6431 29.4020 4655 2 698.8252 0.5969
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 812.4876 VPQIEVK 195.2388 812.4874 20.8831 3114 2 406.7473 ‐2.1003
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 814.4781 AVQELVR 247.3199 814.4800 24.0501 1189 1 814.4800 2.90
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 757.4567 AGLEVLR 162.2039 757.4580 26.6059 1120 1 757.4580 1.06
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2131.4400 76622.1668 62 34.26 None 852.5302 IAGLEVLR 253.6203 852.5296 25.5561 4069 2 426.7684 ‐2.3911
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1580.8067 AVITVPAYFNDSQR 34470.3900 1580.8066 18.3229 34351 2 790.9069 0.3302
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 3495.1380 2535.3023 22.0469 13698 3 845.7723 1.15
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 870.5407 IAGLEVLR 7916.1300 870.5396 17.3710 10025 2 435.7734 ‐2.1023
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 3325.6295 SEVFSTAADGQTSVEINVLQGEREFVRDNK 106.8282 3325.5927 21.1613 33242 4 832.1536 ‐11.0732
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1849.0066 LSFKDIDEVILVGGSTR 1519.1290 1849.0050 20.8679 1849 3 617.0065 ‐0.5420
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1720.9228 LVDDASRFLNDKVTK 141.2244 1720.9045 19.0686 4642 2 860.9559 ‐9.9703
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 Carbamidomethyl+C(5) 1651.8109 FEELCSDLLDRVR 213.9065 1651.7981 21.7975 1927 2 826.4027 ‐7.1925
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 2514.3450 GVPQIEVKFDIDANGILSVSAVDK 326.0583 2514.3232 23.7492 1176 3 838.7793 ‐7.7381
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 757.4567 AGLEVLR 390.4581 757.4565 17.3690 3442 1 757.4565 0.6239
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 686.4196 GLEVLR 233.2575 686.4192 17.3718 2421 1 686.4192 0.1300
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1324.6783 GVPQIEVKFDID 434.7496 1324.6771 23.7158 1968 2 662.8422 ‐0.9472
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1830.9960 LSFKDIDEVILVGGSTR 475.6898 1830.9969 20.3879 2012 2 916.0021 1.43
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 923.9911 76622.1668 62 34.26 None 1562.7962 AVITVPAYFNDSQR 367.2730 1562.7987 18.5351 949 3 521.6044 1.95
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 14566.0000 14601.4680 7 40.88 None 1655.8850 EQLALAADVPLTAESK 41342.5000 1655.8867 30.0349 39545 2 828.4470 1.1618
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 14566.0000 14601.4680 7 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 45922.2800 3233.5970 48.2493 14818 3 1078.5372 ‐1.7071
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 14566.0000 14601.4680 7 40.88 None 1126.5487 ASSSQSVTFGR 210.4993 1126.5531 22.8857 8689 2 563.7802 3.88
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 14566.0000 14601.4680 7 40.88 None 1101.5786 AADVPLTAESK 676.3716 1101.5769 30.0313 763 1 1101.5769 ‐0.3783
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 12320.0200 14601.4680 7 40.88 None 1655.8850 EQLALAADVPLTAESK 36932.0100 1655.8867 30.0349 39545 2 828.4470 0.7838
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 12320.0200 14601.4680 7 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 37748.9600 3233.5970 48.2493 14818 3 1078.5372 ‐2.4918
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 12320.0200 14601.4680 7 40.88 None 1172.6634 APSTTISQVLR 200.9549 1172.6689 18.9704 1067 2 586.8381 3.54
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1332.7005 GILAADESTGTIGK 27251.5300 1332.7005 23.0673 27282 2 666.8539 ‐0.2504
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1488.8016 GILAADESTGTIGKR 31215.3600 1488.8012 21.3565 23038 3 496.9386 ‐0.4863
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1686.8545 IGATEPSELSIQENAK 11059.3300 1686.8561 23.3161 15695 2 843.9317 1.29
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1492.7390 FASINVENIESNR 11647.1500 1492.7406 27.0834 9990 2 746.8739 0.9787
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 2232.1102 GVVDLAGTNGETTTQGLDSLGAR 2207.3910 2232.1035 29.0878 7827 2 1116.5554 ‐2.0300
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 Carbamidomethyl+C(5) 3137.6188 YAIICQENGLVPIVEPEVLTDGSHDIKK 16315.9200 3137.6200 34.3054 4425 4 785.1605 0.3489
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 532.2878 AWAGK 530.1553 532.2924 17.6359 5857 1 532.2924 8.72
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1063.5378 DESTGTIGKR 273.2426 1063.5416 22.6890 4013 2 532.2744 2.66
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 533.2718 FASIN 140.9803 533.2731 26.3046 2971 1 533.2731 2.1764
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1129.5735 GILAADESTGTI 278.7018 1129.5710 21.4271 1498 2 565.2891 ‐2.8254
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1031.5368 ELSIQENAK 218.0908 1031.5344 23.0856 921 2 516.2708 ‐3.0013
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 4716.1470 38578.8257 12 27.93 None 1134.5749 ADESTGTIGKR 487.8614 1134.5716 20.3254 827 2 567.7894 ‐3.4622
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 1116.5354 ALVDAPDMER 39975.1800 1116.5362 22.5966 22675 2 558.7717 0.1596
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 1301.6484 VALVNYGEDHGK 61804.0100 1301.6486 19.5425 9968 3 434.5544 ‐0.2063
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 904.4808 ALIEAMEK 8076.0010 904.4816 22.3822 8628 2 452.7444 ‐0.0125
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 1371.7842 LSLTDIVIDINR 1715.3380 1371.7842 21.6768 5576 2 686.3957 ‐0.1922
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 964.4483 ANLNDFDR 8037.3290 964.4463 19.5584 5025 2 482.7268 ‐2.8037
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 1696.0003 LSLTDIVIDINRVPK 1311.5810 1696.0045 21.8177 3908 3 566.0063 2.23
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 720.3597 IEAMEK 2604.3760 720.3627 22.3759 2982 1 720.3627 4.12
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9633.5130 15505.4234 13 39.55 None 833.3458 DAPDMER 456.8395 833.3473 22.5883 2046 1 833.3473 2.76
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 7066.6690 15505.4234 13 39.55 None 1301.6484 VALVNYGEDHGK 75047.3100 1301.6486 19.5425 9968 3 434.5544 ‐0.4373
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 7066.6690 15505.4234 13 39.55 None 904.4808 ALIEAMEK 5795.7380 904.4816 22.3822 8628 2 452.7444 ‐0.8115
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 7066.6690 15505.4234 13 39.55 None 720.3597 IEAMEK 4311.3800 720.3627 22.3759 2982 1 720.3627 4.0432
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 7066.6690 15505.4234 13 39.55 None 1202.5800 ALVNYGEDHGK 28221.1700 1202.5830 19.5427 1607 2 601.7951 1.28
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 7066.6690 15505.4234 13 39.55 None 1131.5429 LVNYGEDHGK 9084.5870 1131.5490 19.5372 1261 2 566.2781 4.1639
NP_194664.1 profilin 2 Arabidopsis thaliana 2969.8280 14111.9643 4 41.22 None 1079.5619 LGDYLIESGL 3231.3200 1079.5605 33.9813 24226 1 1079.5605 ‐0.4545
NP_194664.1 profilin 2 Arabidopsis thaliana 2969.8280 14111.9643 4 41.22 Carbamidomethyl+C(19) 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 12245.1800 2798.3487 35.5722 11806 3 933.4544 0.0608
NP_194664.1 profilin 2 Arabidopsis thaliana 2969.8280 14111.9643 4 41.22 None 1987.9760 DFEEAGHLAPTGLFLGGEK 2663.4080 1987.9765 32.9312 10683 3 663.3303 0.0005
NP_194664.1 profilin 2 Arabidopsis thaliana 2969.8280 14111.9643 4 41.22 None 1061.5514 LGDYLIESGL 253.3844 1061.5534 34.1284 1136 2 531.2803 0.5856
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1479.7954 FQQTFVTAPATLR 2547.7460 1479.7958 17.4624 6795 2 740.4015 0.1701
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1771.9589 EVVVLTGGPSYPVELGR 2106.6170 1771.9607 31.2687 6301 2 886.4840 1.56
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1486.6921 STVNSFANSEGAFR 2587.8610 1486.6954 24.2801 4689 2 743.8513 2.1602
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1185.6586 VGVLTGNAGEIR 3911.9610 1185.6598 22.9749 3463 2 593.3335 0.5396
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1214.6198 IAINMDPTSPR 2530.5830 1214.6227 24.2050 5235 2 607.8150 1.61
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 Carbamidomethyl+C(11) 1601.7813 AKQAVDSNPNCRNK 382.9809 1601.7884 30.8254 3467 3 534.6010 4.57
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1074.5255 FQQTFVTAPA 322.4326 1074.5290 17.8918 5867 2 537.7681 2.39
NP_194746.1 peroxidase 45 Arabidopsis thaliana 553.6713 36342.0943 14 28.62 None 1461.7849 FQQTFVTAPATLR 256.1506 1461.7801 18.3497 996 3 487.9316 ‐3.4248
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 None 1771.9589 EVVVLTGGPSYPVELGR 4682.2700 1771.9607 31.2687 6301 2 886.4840 1.0626
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 None 1486.6921 STVNSFANSEGAFR 4516.8750 1486.6954 24.2801 4689 2 743.8513 1.74
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 None 1185.6586 VGVLTGNAGEIR 6873.6220 1185.6598 22.9749 3463 2 593.3335 ‐0.1019
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 None 1214.6198 IAINMDPTSPR 4175.2780 1214.6227 24.2050 5235 2 607.8150 1.09
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 None 1893.9817 IYNFSPTTRIDPSINR 1377.0220 1893.9824 25.8795 23805 2 947.4948 0.6031
NP_194746.1 peroxidase 45 Arabidopsis thaliana 834.6042 36342.0943 14 28.62 Carbamidomethyl+C(6)
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 87.7446 61632.3923 1 2.93 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 2498.1410 1850.9302 20.2373 9572 2 925.9687 0.0357
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1700.9429 ALDSQIAALSEDIVKK 10762.0400 1700.9428 32.5552 21637 3 567.6525 ‐0.0576
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1232.5940 ELDEQAAAVMR 39209.9500 1232.5928 22.4756 16797 2 616.8001 ‐1.2988
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1675.8749 EALASLESQKEETIK 5290.8450 1675.8721 22.1666 10236 3 559.2956 ‐1.6793
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1572.8479 ALDSQIAALSEDIVK 12100.7500 1572.8501 34.8339 8744 2 786.9287 1.62
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1992.9543 DTSTEVKELDEQAAAVMR 2950.8850 1992.9567 31.0962 4357 3 664.9904 1.42
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4189.4610 23917.8178 9 22.37 None 1516.8217 DSQIAALSEDIVKK 4543.3710 1516.8161 32.5576 2189 2 758.9117 ‐3.6905
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1101.1030 23917.8178 9 22.37 None 1700.9429 ALDSQIAALSEDIVKK 6645.8650 1700.9428 32.5552 21637 3 567.6525 ‐0.4031
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1101.1030 23917.8178 9 22.37 None 1572.8479 ALDSQIAALSEDIVK 8665.7950 1572.8501 34.8339 8744 2 786.9287 1.0216
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1101.1030 23917.8178 9 22.37 None 1075.5630 EALASLESQK 482.0775 1075.5463 21.0431 1965 2 538.2768 ‐16.8408
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1620.8203 GAPHPPSLLMADTWK 7483.3940 1620.8197 18.5716 23189 2 810.9135 ‐0.2481
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1791.9527 LGVAEVQELPFFDTVK 1852.6450 1791.9541 21.9320 21798 2 896.4807 1.1498
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1221.6660 IAILNANYMAK 80715.5400 1221.6658 17.6274 18079 2 611.3365 ‐0.5934
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1320.6735 EYAAFPAPWLR 14891.0700 1320.6732 20.5168 13399 2 660.8403 ‐0.5082



NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(8)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 6675.2920 2760.2740 19.7959 11540 3 920.7628 1.85
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1171.6066 GNADVQNNVLK 25533.5500 1171.6044 17.9665 10041 2 586.3059 ‐2.2917
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1243.6165 NTAGIEPEDVAK 9801.6690 1243.6146 19.5501 9116 2 622.3109 ‐1.9027
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 951.1895 1838.9052 17.4493 9098 3 613.6399 0.6929
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 2061.3740 3237.4876 22.0654 8014 3 1079.8341 ‐0.9402
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1399.7176 NTAGIEPEDVAKR 5948.5680 1399.7145 18.4952 7998 3 467.2430 ‐2.4378
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 5315.3450 3029.5907 20.0213 6587 3 1010.5351 ‐0.2457
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(10) 3424.5777 DIDYSSGDVCGVLVQYPGTEGEVLDYAEFVK 3183.7490 3424.5652 38.7570 4572 3 1142.1933 ‐2.4705
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1043.5480 GNINIEEVR 28080.1800 1043.5468 21.5378 4016 2 522.2771 ‐1.7679
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 412.0419 2484.2184 18.1247 3829 4 621.8100 1.55
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1171.6430 GNINIEEVRK 4349.4080 1171.6419 18.7893 2630 2 586.3246 ‐1.4110
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 6192.5670 2328.1135 18.8410 2609 3 776.7094 1.1841
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1075.5994 IIGISVDSSGK 4671.5350 1075.5980 15.7366 1558 2 538.3027 ‐1.8536
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 3067.6860 VVMATDLLALTVLKPPGEFGADIVVGSAQR 827.7909 3067.6802 21.6388 1306 3 1023.2316 ‐0.9551
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(4) 2028.0682 KLVCTLLPEEEQVAAAVSA 1875.5400 2028.0675 33.8421 5640 2 1014.5374 0.3275
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 2583.2582 FSKFDAGLTESQMIQHMVDLASK 690.4182 2583.2755 25.6003 2860 2 1292.1414 8.1712
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 Carbamidomethyl+C(3) 2270.1558 IKCSDAHAIADAASKSEINLR 230.5190 2270.1371 40.8309 1589 4 568.2897 ‐9.1781
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1575.8013 GFKNTAGIEPEDVAK 534.1527 1575.8087 26.2068 1427 2 788.4080 4.45
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1868.9694 QALRMAMQTREQHIR 452.9457 1868.9603 22.5452 1274 3 623.6583 ‐4.7866
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 3085.5059 SEINLRVVDSTTITASFDETTTLDDVDK 1168.2430 3085.5038 32.8732 1241 3 1029.1728 0.2542
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1259.5903 GFKNTAGIEPED 1303.0420 1259.5906 28.4600 15731 2 630.2990 ‐0.0614
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1258.6500 PPSLLMADTWK 327.9740 1258.6522 16.7987 7263 2 629.8297 1.07
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1872.8738 FGVPMGYGGPHAAFLATSQ 369.5573 1872.8726 18.1417 4048 3 624.9624 ‐0.5188
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1403.6723 GTLMIEPTESESK 465.5414 1403.6703 23.7020 1361 2 702.3388 ‐1.5349
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 924.4608 LNANYMAK 6019.7330 924.4636 17.6249 1157 1 924.4636 3.33
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1367.6954 AAFLATSQEYKR 309.3031 1367.6974 17.0580 871 2 684.3524 1.17
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1153.6324 GNINIEEVRK 290.1636 1153.6384 17.8890 2800 2 577.3228 4.52
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1026.5214 GNINIEEVR 176.2864 1026.5252 22.7585 3596 2 513.7662 2.44
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2899.9920 113894.9909 58 40.98 None 1382.6910 NTAGIEPEDVAKR 317.3578 1382.6861 19.5149 924 2 691.8467 ‐3.7467
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1620.8203 GAPHPPSLLMADTWK 7336.7900 1620.8197 18.5716 23189 2 810.9135 0.0928
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1791.9527 LGVAEVQELPFFDTVK 1737.0600 1791.9541 21.9320 21798 2 896.4807 1.42
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1221.6660 IAILNANYMAK 51541.2500 1221.6658 17.6274 18079 2 611.3365 ‐0.4005
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1320.6735 EYAAFPAPWLR 11045.6900 1320.6732 20.5168 13399 2 660.8403 ‐0.2785
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 5765.2290 2760.2740 19.7959 11540 3 920.7628 1.78
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 560.3138 1838.9052 17.4493 9098 3 613.6399 0.8927
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 2202.1170 3237.4876 22.0654 8014 3 1079.8341 ‐0.3768
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 4503.8990 3029.5907 20.0213 6587 3 1010.5351 0.2637
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 376.8683 2484.2184 18.1247 3829 4 621.8100 2.01
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 5249.2220 2328.1135 18.8410 2609 3 776.7094 1.10
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1075.5994 IIGISVDSSGK 3899.8830 1075.5980 15.7366 1558 2 538.3027 ‐1.7148
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2068.0684 SFIGMGYYNTHVPTVILR 755.5000 2068.0841 24.1970 12552 3 690.0329 8.0823
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 Carbamidomethyl+C(8)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1311.7089 SIRLDSMKFSK 125.8388 1311.7195 17.2961 14722 3 437.9113 7.88
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2583.2582 FSKFDAGLTESQMIQHMVDLASK 613.5145 2583.2755 25.6003 2860 2 1292.1414 8.92
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 2494.2837 YVSSLSPFISTPRSVNHTAAFGR 657.6248 2494.2692 18.8862 2178 3 832.0946 ‐4.9174
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1872.8738 FGVPMGYGGPHAAFLATSQ 293.5348 1872.8726 18.1417 4048 3 624.9624 ‐0.3102
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 955.4744 VNHTAAFGR 1185.7350 955.4733 18.7004 2853 1 955.4733 ‐0.0063
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 924.4608 LNANYMAK 4145.0630 924.4636 17.6249 1157 1 924.4636 4.1734
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1780.8727 SFIGMGYYNTHVPTVI 182.9489 1780.8643 22.8540 1047 3 594.2929 ‐4.5036
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1637.2850 113894.9909 58 40.98 None 1367.6954 AAFLATSQEYKR 317.1366 1367.6974 17.0580 871 2 684.3524 1.88
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 1552.4220 2555.3478 22.6944 11526 3 852.4541 1.37
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 1143.6004 GGVIDEDALVR 15910.2200 1143.6010 24.8375 6928 2 572.3041 ‐0.0063
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 2613.7280 2567.2020 32.8840 6822 3 856.4055 1.72
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 1884.6000 1159.6496 19.2621 4448 2 580.3284 ‐1.2023
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 1324.6644 VIAHDPYAPADR 19918.4200 1324.6646 18.0702 3605 3 442.2264 ‐0.1553
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMSVGR 776.4459 3005.4739 22.4319 2767 3 1002.4962 ‐1.7631
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 1832.9899 ATDDLDTRLLRAMITK 2196.2930 1832.9836 25.6600 2631 2 916.9954 ‐2.9794
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 Carbamidomethyl+C(2) 1713.7459 DCSYNMTPEELNIK 581.9449 1713.7460 33.4822 7005 2 857.3766 0.3237
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 1252.5990 QVDQPGMIGTVGS 252.2953 1252.5939 23.1786 4445 2 626.8006 ‐4.4885
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 663.3308 SNVESK 154.2347 663.3312 22.4633 2194 1 663.3312 0.7202
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 912.3658 63610.2070 15 20.56 None 904.4159 DPYAPADR 254.1676 904.4175 16.4655 879 1 904.4175 2.32
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 373.6765 63610.2070 15 20.56 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 1753.3420 2567.2020 32.8840 6822 3 856.4055 0.6035
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 373.6765 63610.2070 15 20.56 None 1324.6644 VIAHDPYAPADR 14814.2400 1324.6646 18.0702 3605 3 442.2264 ‐0.3929
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 373.6765 63610.2070 15 20.56 None 1240.6056 FASSLSESGEVK 748.5513 1240.6363 22.8754 46920 2 620.8218 23.7950
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 373.6765 63610.2070 15 20.56 Carbamidomethyl+C(2) 1713.7459 DCSYNMTPEELNIK 951.8365 1713.7460 33.4822 7005 2 857.3766 ‐0.0219
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 2071.9852 VDRPADETMVEEPTEIIGA 6236.2370 2071.9832 30.1408 7166 2 1036.4953 ‐0.2026
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 902.5094 FIPEAIGR 4160.1970 902.5060 23.2305 6053 2 451.7566 ‐4.6576
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 849.4213 APGSFTNR 99.4731 849.4375 22.2916 6932 1 849.4375 19.5996
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 1762.8316 LMEVHGDYTAEDVGVK 848.6238 1762.8362 23.7348 3532 3 588.2836 2.59
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 763.3985 AVDPFSK 168.1663 763.3807 31.7994 3124 1 763.3807 ‐22.9270
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 953.4727 KDWYDVK 673.4343 953.4890 29.9806 1414 2 477.2481 16.3134
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 1655.7812 DWYDVKAPGSFTNR 451.9790 1655.7919 19.0014 5246 3 552.6022 6.00
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 2072.0270 NVLTQFWGMDFTTDKLR 1511.8830 2072.0258 24.5386 2053 2 1036.5165 0.1735
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 656.6223 29974.6262 9 22.90 None 1744.8211 LMEVHGDYTAEDVGVK 444.0498 1744.8240 24.1135 1115 3 582.2795 1.96
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3223.4070 18606.1756 4 22.9 None 2098.9750 IEMELFADTTPNTAENFR 28730.1600 2098.9730 33.5023 32225 2 1049.9901 ‐0.2905
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3223.4070 18606.1756 4 22.9 Carbamidomethyl+C(7) 1192.5878 VVTITDCGQLS 3389.3730 1192.5865 24.5525 5774 1 1192.5865 0.0075
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3223.4070 18606.1756 4 22.9 None 1168.6361 FKDENFIKK 1437.7950 1168.6357 18.0925 6677 3 390.2167 ‐0.9173
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3223.4070 18606.1756 4 22.9 None 1483.6812 FADTTPNTAENFR 123.4337 1483.6865 31.5013 4698 2 742.3469 3.0348
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1463.7563 ASIYNAMPLAGVEK 7634.8250 1463.7570 29.5580 7743 2 732.3821 0.3828
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1901.0531 VFNFAAGPATLPENVLLK 1335.9480 1901.0543 21.5968 4681 2 951.0308 1.1388



NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1065.5463 SELEAEFIK 5299.2050 1065.5442 26.1592 3059 2 533.2757 ‐2.5690
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1324.7947 NVGPSGVTIVIIR 1952.5690 1324.7941 18.6918 1944 2 662.9007 ‐0.7605
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1308.5493 GSGMSVMEMSHR 500.5352 1308.5499 20.8579 1902 3 436.8548 0.1590
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1858.8970 ADLLYNAIEESNGFFR 385.5528 1858.9238 22.6515 16378 3 620.3128 14.4854
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1905.9626 DLIGNAQDITPVMLDYK 1456.2690 1905.9640 35.0213 6139 2 953.4857 1.45
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 906.4275 SGSVGSQER 78.6234 906.4158 18.4787 3178 1 906.4158 ‐12.2377
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1640.8642 TNVIWSGKSEKYTK 224.8801 1640.8768 19.0023 1686 3 547.6304 7.01
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 736.3876 EAEFIK 161.4846 736.3845 25.3640 3861 1 736.3845 ‐3.8782
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 561.9775 47815.6348 19 19.30 None 1047.5357 SELEAEFIK 679.6791 1047.5339 25.0349 1384 1 1047.5339 ‐0.6864
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 1463.7563 ASIYNAMPLAGVEK 8707.0170 1463.7570 29.5580 7743 2 732.3821 ‐0.1029
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 1589.7693 VPSFEELEQTPDAK 883.0191 1589.7752 27.6136 2364 2 795.3913 3.15
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 1308.5493 GSGMSVMEMSHR 588.6063 1308.5499 20.8579 1902 3 436.8548 ‐0.0741
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 1905.9626 DLIGNAQDITPVMLDYK 651.6870 1905.9640 35.0213 6139 2 953.4857 1.0166
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 904.4887 TNVIWSGK 236.5477 904.4949 25.9391 5708 1 904.4949 7.39
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 Carbamidomethyl+C(13) 2302.0843 NGFLVADMSSNFCSKPVDVSK 497.5204 2302.1167 34.6753 2415 3 768.0438 13.9840
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 Carbamidomethyl+C(1) 1420.6849 CVASTTQVQDGVR 347.3346 1420.6964 31.5423 2396 2 710.8518 7.36
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 403.4569 47815.6348 19 19.30 None 1901.0531 VFNFAAGPATLPENVLLK 234.9086 1901.0434 33.3349 2048 2 951.0253 ‐4.8460
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 5848.2280 2104.0876 22.8934 10101 2 1052.5474 ‐1.7741
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1116.6259 TSLAPGSGVVTK 12960.1500 1116.6268 19.4931 9357 2 558.8171 0.2843
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 914.5669 ILLESAIR 13785.6100 914.5661 16.8891 5593 2 457.7867 ‐1.6982
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1331.5824 MFVDYSEPESK 4023.5530 1331.5846 23.3457 2189 2 666.2959 1.24
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 691.0016 2618.3151 20.6477 1278 3 873.4432 ‐0.1074
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 668.0544 1548.8195 21.9776 12688 2 774.9134 ‐5.2626
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1596.7864 DTIILAGAEYGSGSSR 311.4980 1596.7528 26.8980 4142 3 532.9224 ‐21.1520
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1202.6052 ILDWENTSPK 200.3406 1202.6185 28.5188 3382 2 601.8129 10.69
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 2134.1359 LRDGMTATDLVLTVTQMLR 235.3789 2134.0896 32.2773 3149 2 1067.5485 ‐20.8251
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 1130.3260 2168.0950 23.2689 2552 2 1084.5511 16.1808
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 Carbamidomethyl+C(17) 3320.6072 VLLQDFTGVPAVVDLACMRDAMNNLGGDSNK 283.2819 3320.6078 19.6644 2219 3 1107.5408 1.96
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 Carbamidomethyl+C(10) 2150.1274 ILLESAIRNCDEFQVKSK 1223.2980 2150.1199 23.7487 1648 2 1075.5636 ‐2.6619
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 460.2402 PESK 229.3354 460.2387 22.5268 10974 1 460.2387 ‐3.6664
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 744.4250 PGSGVVTK 201.6254 744.4248 20.7964 7758 1 744.4248 ‐0.0502
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 510.2711 ILDW 105.2312 510.2716 29.7774 1894 1 510.2716 0.6631
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 920.4585 SSRDWAAK 317.3698 920.4580 22.2656 1709 1 920.4580 0.2804
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 801.4829 LLESAIR 212.5314 801.4807 16.8903 926 1 801.4807 ‐2.2607
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1248.6107 DTIILAGAEYGSG 323.6473 1248.6078 23.1625 764 2 624.8075 ‐2.6653
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 546.1091 98836.5880 19 11.58 None 1098.6153 TSLAPGSGVVTK 257.8055 1098.6168 17.5347 10465 2 549.8120 0.7324
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 45063.7300 2402.2083 36.8108 53096 3 801.4076 0.3542
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1569.8054 NTVPGDVSAMVPGGIR 12026.5400 1569.8034 29.3662 38561 2 785.4053 ‐1.1641
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1806.7738 LDESTGYIDYDQMEK 53973.7000 1806.7721 25.4638 35610 2 903.8897 ‐0.5982
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1337.6696 AYQEQVLSNSAK 66122.4800 1337.6682 18.5556 32925 2 669.3377 ‐1.2916
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1041.4888 GFVEEDFAK 32584.1500 1041.4879 23.9985 25562 2 521.2476 ‐1.4636
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2171.0900 LKDFVSAMESSSTIQSEIAK 7997.7880 2171.0890 18.7101 23444 3 724.3678 ‐0.1677
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 995.4979 FAQTLMER 8501.8230 995.4983 21.7149 23373 2 498.2528 ‐0.2573
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 11372.1300 2738.3789 23.6871 22963 3 913.4645 2.08
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1180.6684 VLEAVHIASNK 21511.5400 1180.6685 20.2483 20057 2 590.8379 ‐0.4609
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 7524.9360 2253.2237 18.0587 15128 4 564.0614 ‐0.9896
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 933.4822 MGTPALTSR 20728.8100 933.4818 18.6568 10452 2 467.2446 ‐1.2316
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVVTTTTH 6028.8690 3655.8538 23.9379 9862 4 914.7189 1.19
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1091.6208 LIVAGASAYAR 11825.5900 1091.6208 15.1269 5969 2 546.3140 ‐0.5509
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 Carbamidomethyl+C(15) 2054.8834 YYGGNEYIDMAETLCQK 1165.2750 2054.8816 19.0718 1489 2 1027.9444 ‐0.1822
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1157.5361 EVLYDFEDK 4422.8340 1157.5341 25.8580 8013 2 579.2707 ‐2.2409
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 3180.6068 QWKGLELIPSENFTSVSVMQAVGSVMTNK 141.1102 3180.6021 34.1268 4499 3 1060.8722 ‐0.4379
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2314.1496 AYQEQVLSNSAKFAQTLMER 248.1854 2314.1694 32.7521 3695 3 772.0613 8.83
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 738.3305 EEDFAK 18367.9800 738.3313 24.0012 3000 1 738.3313 1.37
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1255.6463 PGDVSAMVPGGIR 830.2071 1255.6437 29.3643 1870 1 1255.6437 ‐0.5105
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1103.5691 QEQVLSNSAK 235.8872 1103.5652 19.7099 1552 1 1103.5652 ‐2.3257
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 499.2987 PGGIR 105.3708 499.2982 29.3366 1542 1 499.2982 ‐1.3545
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 609.2879 EDFAK 3337.2010 609.2852 23.9934 1342 1 609.2852 ‐4.4286
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 958.4840 EQVLSNSAK 184.0200 958.4876 19.2400 1323 1 958.4876 4.81
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 816.3410 YDFEDK 1429.0110 816.3431 25.8840 917 1 816.3431 3.0115
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1691.9439 SGGTDNHLVLVNLKPK 1473.8100 1691.9478 18.0643 865 2 846.4776 2.26
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1319.6590 AYQEQVLSNSAK 342.7301 1319.6539 17.9175 833 2 660.3306 ‐4.1315
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1320.6430 AYQEQVLSNSAK 313.7743 1320.6464 18.5316 6636 2 660.8268 2.87
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 1163.6419 VLEAVHIASNK 546.6277 1163.6461 20.1774 970 2 582.3267 3.1226
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8782.7040 57571.8807 42 47.00 None 2297.1231 AYQEQVLSNSAKFAQTLMER 271.5331 2297.1126 31.8298 891 2 1149.0599 ‐3.4879
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 75175.3800 2402.2083 36.8108 53096 3 801.4076 ‐0.1923
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 1569.8054 NTVPGDVSAMVPGGIR 7964.2060 1569.8034 29.3662 38561 2 785.4053 ‐1.5904
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 995.4979 FAQTLMER 8315.5580 995.4981 21.7522 21391 2 498.2527 ‐1.2196
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 1180.6684 VLEAVHIASNK 23245.7800 1180.6685 20.2483 20057 2 590.8379 ‐1.1052
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 933.4822 MGTPALTSR 33608.9500 933.4818 18.6568 10452 2 467.2446 ‐2.0144
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 1041.4888 GFVEEDFAK 613.2383 1041.4921 26.9284 1433 2 521.2497 1.79
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 3180.6068 QWKGLELIPSENFTSVSVMQAVGSVMTNK 279.3561 3180.6021 34.1268 4499 3 1060.8722 ‐1.2074
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 2314.1496 AYQEQVLSNSAKFAQTLMER 430.0624 2314.1694 32.7521 3695 3 772.0613 8.71
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 644.3726 PALTSR 1324.2630 644.3733 18.6506 1601 1 644.3733 0.6782
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 499.2987 PGGIR 88.7827 499.2982 29.3366 1542 1 499.2982 ‐1.8043
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 2080.0492 QEQVLSNSAKFAQTLMER 228.9945 2080.0401 32.7606 1226 3 694.0182 ‐4.5716
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 2296.1390 AYQEQVLSNSAKFAQTLMER 509.6700 2296.1438 33.0217 2337 3 766.0528 1.63
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4519.0290 57571.8807 42 47.00 None 1163.6419 VLEAVHIASNK 773.9915 1163.6461 20.1774 970 2 582.3267 2.88
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1563.8013 AVVQVFEGTSGIDNK 15564.7800 1563.8047 26.7703 21545 2 782.4060 2.83
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1088.5769 TPVSLDMLGR 4260.9020 1088.5770 28.3450 15243 2 544.7921 ‐0.4788
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1912.8786 GYPGYMYTDLATIYER 10318.0500 1912.8758 34.3972 14024 2 956.9416 ‐0.8965
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2507.0480 2469.2021 23.2135 13607 3 823.7389 1.26
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1029.5000 TLDQFYSR 5188.1110 1029.5014 22.4609 11751 2 515.2543 0.7214
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1715.9327 VTLFLNLANDPTIER 5810.5180 1715.9332 20.6457 11730 2 858.4702 0.5879



NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1034.5629 YQEIVNIR 4088.3140 1034.5634 23.4095 11336 2 517.7853 ‐0.2069
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1073.5473 GQVLEVDGEK 7245.7920 1073.5467 18.6956 7134 2 537.2770 ‐1.2282
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1213.4790 DFEENGSMER 7476.9910 1213.4791 17.6235 4747 2 607.2432 ‐0.2888
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1689.9323 NIFQSLDLAWTLLR 3165.2190 1689.9321 25.6609 2744 2 845.4697 0.1277
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 2340.1857 AVVGEEALSSEDLLYLEFLDK 198.6348 2340.1764 34.8716 871 3 780.7303 ‐3.5386
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 8508.9120 2772.4025 41.7415 8565 3 924.8057 2.94
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1229.6484 RGQVLEVDGEK 618.0906 1229.6383 17.2349 2338 2 615.3228 ‐8.6474
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1067.5004 FEGTSGIDNK 317.6475 1067.5043 27.8905 3943 1 1067.5043 4.13
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 987.5292 PVSLDMLGR 142.7517 987.5310 28.1707 1598 1 987.5310 2.19
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 928.4523 LDQFYSR 106.3737 928.4537 23.7070 1406 1 928.4537 2.73
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 1661.7727 TYPEEMIQTGISTID 255.4282 1661.7773 22.4455 1343 2 831.3923 2.54
NP_195563.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1755.9790 54418.9030 18 31.42 None 676.3148 EVDGEK 107.1561 676.3176 17.2359 984 1 676.3176 4.97
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1111.5704 IVMELYTDK 3199.7160 1111.5698 25.8321 25874 2 556.2885 ‐1.0609
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 2654.9320 2073.0626 20.8351 22536 3 691.6924 ‐0.7007
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1624.9057 HVVFGQVVEGLDVVK 6217.0760 1624.9085 19.1688 21379 3 542.3077 1.41
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1085.4534 FEDENFER 14083.1400 1085.4525 19.4662 18439 2 543.2299 ‐1.4395
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 834.3992 TDWLDGK 3687.7330 834.3974 22.0842 8397 1 834.3974 ‐1.6287
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1197.6739 GVGGTGKPLHFK 2458.0210 1197.6725 17.3413 2624 3 399.8957 ‐1.4855
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1465.7719 IVMELYTDKTPR 9821.6460 1465.7710 16.0674 8044 3 489.2618 ‐0.8198
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 2184.1118 IVMELYTDKTPRTAENFR 1124.8670 2184.1279 34.9996 1647 3 728.7142 7.63
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 899.4179 MELYTDK 2887.7990 899.4202 25.8268 3639 1 899.4202 3.86
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 682.3519 VGSSSGKP 127.0352 682.3504 20.3124 2322 1 682.3504 ‐2.0285
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 809.3424 DENFER 746.8645 809.3413 19.4300 1905 1 809.3413 ‐0.9375
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 858.4931 VEGLDVVK 196.1499 858.4898 18.6008 1622 2 429.7485 ‐4.7609
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1122.5790 ELYTDKTPR 255.0027 1122.5766 16.6815 1590 2 561.7919 ‐2.6821
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1041.5840 GGTGKPLHFK 1961.7260 1041.5844 17.3322 1578 2 521.2958 ‐0.2516
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1352.6879 VMELYTDKTPR 1171.8970 1352.6900 16.0981 1379 2 676.8486 1.09
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 1253.6194 MELYTDKTPR 3537.8780 1253.6171 16.0611 1255 2 627.3122 ‐2.2192
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 None 938.3850 EDENFER 1640.4060 938.3859 19.4762 1076 1 938.3859 1.31
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 345.3510 1854.9426 20.7768 1037 2 927.9749 2.77
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2010.3640 18601.0075 27 47.09 Carbamidomethyl+C(17) 1669.8578 VGSSSGKPTKPVVVADC 304.8448 1669.8545 19.6414 894 3 557.2897 ‐2.0234
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 None 1111.5704 IVMELYTDK 3952.1450 1111.5698 25.8321 25874 2 556.2885 ‐1.7439
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 7669.7110 2073.0647 20.7708 17669 3 691.6931 ‐0.1030
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 None 1197.6739 GVGGTGKPLHFK 3632.9640 1197.6725 17.3413 2624 3 399.8957 ‐1.6868
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 None 2184.1118 IVMELYTDKTPRTAENFR 1149.7320 2184.1279 34.9996 1647 3 728.7142 7.23
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 None 899.4179 MELYTDK 2728.4960 899.4202 25.8268 3639 1 899.4202 2.06
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 None 1041.5840 GGTGKPLHFK 1822.6520 1041.5844 17.3322 1578 2 521.2958 ‐0.9739
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 604.3962 1854.9426 20.7768 1037 2 927.9749 2.12
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1396.6790 18601.0075 27 47.09 Carbamidomethyl+C(17) 1669.8578 VGSSSGKPTKPVVVADC 326.4942 1669.8545 19.6414 894 3 557.2897 ‐2.3600
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 703.2554 20420.9192 4 27.7 None 990.5214 AGTDSIISAR 3558.6680 990.5180 19.1402 9998 2 495.7626 ‐4.1917
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 703.2554 20420.9192 4 27.7 None 1399.7104 IYDKDGDYIGIK 1952.5890 1399.7144 22.6184 9349 3 467.2430 2.60
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 703.2554 20420.9192 4 27.7 None 978.5003 GNLDIFSGR 5753.9480 978.5014 27.0263 8632 2 489.7544 0.4005
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 703.2554 20420.9192 4 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 915.8851 2144.9925 21.7391 5101 2 1072.9999 3.32
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 1015.5531 NLAGDVIGTR 8260.1880 1015.5551 23.3723 41771 2 508.2812 1.21
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 1114.6466 TAQLQLAEIK 4315.3200 1114.6475 25.4835 11296 2 557.8274 0.2308
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 1013.5990 AQLQLAEIK 3245.1510 1013.6002 24.9223 4430 2 507.3037 0.5330
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 1701.8766 NLAGDVIGTRTEAADAK 858.4569 1701.8713 34.1931 3760 2 851.4393 ‐2.8743
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 814.5033 LQLAEIK 532.2139 814.5016 23.6260 23461 1 814.5016 ‐1.6096
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 717.3890 GDVIGTR 124.3618 717.3862 24.4638 3905 1 717.3862 ‐3.6258
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 538.3799 31196.5219 7 6.90 None 824.4149 NLAGDVIGT 135.3196 824.4177 35.9177 2056 1 824.4177 3.42
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1680.8340 NAVVTVPAYFNDSQR 36394.2300 1680.8362 28.3252 51995 2 840.9218 1.26
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1647.8159 NQVAMNPVNTVFDAK 14105.3200 1647.8165 29.6287 46890 2 824.4119 0.5467
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1473.6856 TTPSYVAFTDSER 54692.9600 1473.6873 24.6750 45524 2 737.3473 1.0477
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1675.7307 ATAGDTHLGGEDFDNR 15463.5800 1675.7287 19.3107 39279 3 559.2478 ‐1.1782
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 44209.4100 2560.2562 35.1096 37761 3 854.0902 2.0116
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1358.6158 NALENYAYNMR 22229.3100 1358.6169 25.7737 37627 2 679.8121 0.6402
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1436.7532 VQQLLQDFFNGK 23429.7900 1436.7512 20.4695 32239 2 718.8792 ‐1.5366
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 30367.6500 1386.7293 27.2728 28802 2 693.8683 ‐0.4831
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1215.6514 DAGVIAGLNVMR 18194.2700 1215.6514 30.0945 25624 2 608.3293 ‐0.4359
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 13446.6300 2658.2710 33.8626 24871 3 886.7619 1.09
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1278.6300 MVNHFVQEFK 24231.3100 1278.6281 15.7729 18384 2 639.8177 ‐1.8078
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1230.5307 FSDSSVQSDMK 46733.7900 1230.5299 19.0668 17698 2 615.7686 ‐1.0340
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1426.7649 STVHDVVLVGGSTR 4908.3690 1426.7646 21.2802 10977 3 476.2597 ‐0.3886
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1313.6194 FEELNMDLFR 9200.1940 1313.6200 34.6687 10390 2 657.3137 0.1637
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2786.3632 KEQVFSTYSDNQPGVLIQVYEGER 1158.6400 2786.3719 21.8612 8489 3 929.4622 3.88
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1566.8084 EFAAEEISSMVLIK 1455.4330 1566.8094 36.3960 6398 2 783.9083 0.7258
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIPR 871.4134 3035.7057 25.8133 5149 3 1012.5734 0.7944
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPASGGAGPK 5051.6350 2733.1530 20.9774 5073 3 911.7225 1.62
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1540.7577 ARFEELNMDLFR 1399.0620 1540.7568 19.5747 12459 3 514.2571 ‐0.6946
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2232.0660 3148.4956 43.7903 10384 3 1050.1701 0.9757
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 3407.6311 KIEDSIEQAIQWLEGNQLAEADEFEDKMK 2660.4820 3407.6475 43.6628 7451 4 852.6673 5.0473
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 725.7831 2316.2121 20.5753 3103 2 1158.6097 5.57
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1800.9273 MDKSTVHDVVLVGGSTR 859.0552 1800.9221 24.7918 1781 2 900.9647 ‐2.4597
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 870.5407 LPAADKKK 804.5762 870.5407 27.2655 1566 2 435.7740 ‐0.9710
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 166.5873 2630.2574 21.0560 2024 3 877.4240 2.89
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 679.3774 DAGVIAGL 180.4404 679.3778 31.4206 4866 1 679.3778 0.7997
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1235.6089 MNPVNTVFDAK 144.2918 1235.6060 28.6951 4249 2 618.3066 ‐2.7256
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1029.5874 GVIAGLNVMR 151.8431 1029.5922 28.4227 3487 2 515.2997 4.0400
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 746.3832 ARFEEL 277.3429 746.3803 19.4995 2371 1 746.3803 ‐3.4601



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1396.6856 VTVPAYFNDSQR 85.5793 1396.6914 28.8424 2247 2 698.8493 4.0268
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 873.4975 IAGLNVMR 927.5306 873.4987 30.0980 1923 1 873.4987 2.0774
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1432.6088 GDTHLGGEDFDNR 1703.9880 1432.6080 19.3091 1589 2 716.8077 ‐0.6327
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1503.6459 AGDTHLGGEDFDNR 393.7817 1503.6466 20.6848 1402 3 501.8870 0.3140
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 138.3368 1015.5591 28.3686 1383 2 508.2832 ‐2.0757
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1552.6914 EQVFSTYSDNQPGV 574.8223 1552.6968 35.3912 1302 2 776.8521 3.72
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1060.4517 ENYAYNMR 404.0329 1060.4536 25.7683 1188 1 1060.4536 2.40
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 757.4567 PAADKKK 214.0095 757.4580 26.6059 1120 1 757.4580 2.0983
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 2456.1940 INPDEAVAYGAAVQGAILSGEGNEK 2807.6620 2456.2044 35.1151 1088 3 819.4063 4.22
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 924.4421 VAFTDSER 577.5124 924.4411 24.6824 949 1 924.4411 ‐0.4136
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1083.4623 SDSSVQSDMK 4235.1450 1083.4642 19.0736 871 1 1083.4642 2.28
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1174.5375 SYVAFTDSER 323.1094 1174.5405 24.6725 755 1 1174.5405 3.49
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 852.5302 LPAADKKK 112.3140 852.5296 25.5561 4069 2 426.7684 ‐1.5629
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1408.7543 STVHDVVLVGGSTR 601.0061 1408.7592 20.0623 2260 2 704.8832 3.99
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 Carbamidomethyl+C(6) 1369.7032 ELESICNPIIAK 271.6279 1369.6971 27.4855 1093 2 685.3522 ‐4.6602
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13168.4500 71757.0669 88 55.61 None 1630.7894 NQVAMNPVNTVFDAK 285.9043 1630.7918 29.6254 978 2 815.8996 1.87
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1680.8340 NAVVTVPAYFNDSQR 49306.4600 1680.8362 28.3252 51995 2 840.9218 1.1785
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1647.8159 NQVAMNPVNTVFDAK 13746.0500 1647.8165 29.6287 46890 2 824.4119 0.1641
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1473.6856 TTPSYVAFTDSER 79526.7700 1473.6873 24.6750 45524 2 737.3473 0.5676
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 31918.4100 2560.2562 35.1096 37761 3 854.0902 1.98
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1358.6158 NALENYAYNMR 29459.4300 1358.6169 25.7737 37627 2 679.8121 0.0956
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 29777.5600 1386.7293 27.2728 28802 2 693.8683 ‐1.0120
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1215.6514 DAGVIAGLNVMR 22873.9700 1215.6514 30.0945 25624 2 608.3293 ‐1.0606
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 24450.2100 2658.2710 33.8626 24871 3 886.7619 1.1010
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1659.8952 IINEPTAAAIAYGLDK 11219.5200 1659.8968 30.6526 18014 2 830.4521 0.7935
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1426.7649 STVHDVVLVGGSTR 9415.1190 1426.7646 21.2802 10977 3 476.2597 ‐0.6556
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1313.6194 FEELNMDLFR 13724.6700 1313.6200 34.6687 10390 2 657.3137 ‐0.4061
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1566.8084 EFAAEEISSMVLIK 1557.4790 1566.8094 36.3960 6398 2 783.9083 0.2979
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 5592.0070 3148.4956 43.7903 10384 3 1050.1701 0.2154
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 3407.6311 KIEDSIEQAIQWLEGNQLAEADEFEDKMK 2872.7010 3407.6475 43.6628 7451 4 852.6673 4.34
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1029.5874 GVIAGLNVMR 298.5714 1029.5922 28.4227 3487 2 515.2997 3.11
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 125.8746 1015.5591 28.3686 1383 2 508.2832 ‐2.8125
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1552.6914 EQVFSTYSDNQPGV 306.5243 1552.6968 35.3912 1302 2 776.8521 3.0914
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1060.4517 ENYAYNMR 443.5080 1060.4536 25.7683 1188 1 1060.4536 2.09
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 924.4421 VAFTDSER 759.8361 924.4411 24.6824 949 1 924.4411 ‐0.7447
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8993.8940 71757.0669 88 55.61 None 1174.5375 SYVAFTDSER 458.8519 1174.5405 24.6725 755 1 1174.5405 3.36
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1436.7532 VQQLLQDFFNGK 17740.8400 1436.7512 20.4695 32239 2 718.8792 ‐1.2639
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1278.6300 MVNHFVQEFK 34816.6700 1278.6281 15.7729 18384 2 639.8177 ‐1.5938
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIPR 461.2361 3035.7057 25.8133 5149 3 1012.5734 1.54
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1680.8340 NAVVTVPAYFNDSQR 3622.3660 1680.8369 17.6536 1571 2 840.9221 2.71
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 655.8941 1386.7189 19.1650 4228 2 693.8631 ‐7.7791
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1473.6856 TTPSYVAFTDSER 6332.7700 1473.6857 16.0893 1887 2 737.3465 0.2608
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1215.6514 DAGVIAGLNVMR 325.7292 1215.6650 17.7159 1734 2 608.3361 10.40
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1540.7577 ARFEELNMDLFR 1459.3820 1540.7568 19.5747 12459 3 514.2571 ‐0.5724
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 2683.2958 VEIIANDQGNRTTPSYVAFTDSER 482.5378 2683.2875 20.6694 4431 3 895.1007 ‐2.0081
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 140.5667 2630.2574 21.0560 2024 3 877.4240 3.44
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 Oxidation+M(5) 1819.9119 NQVAMNPVNTVFDAKR 721.7075 1819.9091 25.6324 1587 2 910.4582 ‐0.7139
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 855.3995 QDFFNGK 197.1930 855.4001 19.1229 1692 1 855.4001 1.42
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 4109.8450 71757.0669 88 55.61 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 9201.3410 1527.8205 27.8682 10730 2 764.4139 0.3342
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 1195.6358 YLISSWGIEK 4727.2220 1195.6356 18.6879 7939 2 598.3214 ‐0.5527
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 2705.2590 NDNSHGTNFVDSPEPIYGTQFLPR 1965.3200 2705.2685 32.5640 7761 3 902.4277 4.1852
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 1089.4847 ESFGEYTTR 9507.9590 1089.4833 19.5858 4819 2 545.2453 ‐1.8889
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 4931.6580 2584.3523 36.0417 10932 3 862.1223 1.00
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 1142.6568 NVLAPAAPYVK 2802.2020 1142.6584 24.9252 6689 2 571.8328 0.8633
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 3864.9191 YPLNEELLTEAPNVNESAVQLIKFHGSYQQYNR 104.0520 3864.8899 36.1148 1647 3 1288.9681 ‐6.0654
NP_196079.1 sulfite reductase Arabidopsis thaliana 691.4039 72406.4715 8 14.2 None 1681.7526 ESFGEYTTRMGFEK 514.3690 1681.7688 22.4953 1041 3 561.2611 9.80
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1880.9177 GGIDEPFAWESKEFLR 821.7175 1880.9256 21.3896 16281 2 940.9664 4.32
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1085.6313 VVVTEVLGGGR 1824.4740 1085.6276 25.3562 5082 2 543.3174 ‐4.0765
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1430.7023 SNHYDALLAAEAR 1715.1970 1430.6974 23.2494 4145 2 715.8523 ‐3.5256
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 970.5316 VPGAAEASIR 7280.6230 970.5316 17.8371 2749 2 485.7694 ‐0.8104
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1261.6383 AVIEERDTSGGK 1584.3150 1261.6278 25.4829 10213 2 631.3176 ‐8.6188
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 Carbamidomethyl+C(7) 1813.9225 AVTSGDCLVITALSHNR 291.6083 1813.9578 41.0614 3661 3 605.3241 19.5078
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 3231.6532 FNNLIGSVHYSDGETVKDLGLELVENGLAK 1373.8290 3231.6730 30.9249 2677 4 808.6737 6.1766
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1158.6154 DAPIIGSFNPK 499.4358 1158.6329 28.8528 1499 2 579.8201 14.6694
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1871.9935 AGPPPEKTITFSSLMAPK 533.5001 1871.9997 16.6905 11002 4 468.7554 1.81
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 3180.5592 DLGLELVENGLAKFVEWSANMMEEEAKK 215.8940 3180.5448 20.5934 4423 3 1060.8531 ‐3.4866
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 2862.4480 GPLTTAQRLAASAASSVEVSSDPFATEAK 2141.0590 2862.4487 22.5299 2296 3 954.8211 1.0438
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1948.9949 DKVKMWANYVPPATNSK 463.1169 1948.9960 19.0982 1562 2 975.0017 1.1483
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 2373.1616 MQTSFGADRIAEAHLLEQAER 698.3533 2373.1716 30.5167 1384 4 594.0484 3.63
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 696.3675 PPATNSK 121.3438 696.3705 19.7839 35352 1 696.3705 4.03
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 1329.6222 FNNLIGSVHYSD 405.2082 1329.6209 30.1767 1656 2 665.3141 ‐1.2437
NP_196352.2 TUDOR SN protein 1 Arabidopsis thaliana 201.5472 108691.3837 16 5.5 None 788.4261 TEVLGGGR 145.8351 788.4276 24.7772 1295 1 788.4276 2.84
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1200.6947 VVAVSDITGAIR 11187.4800 1200.6951 17.5936 17240 2 600.8512 ‐0.1023
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 2182.0663 FIVEAANHPTDPDADEILSK 1898.7680 2182.0711 27.6229 9067 3 728.0286 2.36
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1061.5473 DLSLSELER 12768.3500 1061.5472 27.9030 6067 2 531.2773 ‐0.7022
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1296.7158 NPEGIDINALIK 2977.0390 1296.7179 31.9877 6012 2 648.8626 1.36
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 839.4118 VQHDNAR 2536.1490 839.4097 18.9941 5272 1 839.4097 ‐2.0013
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1342.6638 DDGTLVSYIGFR 3426.6180 1342.6634 33.4887 3451 2 671.8353 ‐0.5132



NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1196.6746 HASRILGLDSK 384.4617 1196.6642 21.6972 2206 1 1196.6642 ‐7.2792
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 4156.0518 VFTQKIHDLIGIHTDVPAPDMGTNAQTMAWILD 1061.3510 4156.0779 25.6279 1342 3 1386.0308 7.31
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 Oxidation+M(1) 1407.7525 MGAFTLGVNRVAR 1006.1180 1407.7489 20.6473 1691 2 704.3781 ‐2.7434
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 632.3614 LGLDSK 92.4517 632.3628 22.3950 4164 1 632.3628 2.74
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 475.2259 DNAR 45.5852 475.2273 18.9653 3538 1 475.2273 2.84
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 833.4363 SLSELER 237.9766 833.4324 27.9069 810 1 833.4324 ‐4.1513
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1002.5578 AVSDITGAIR 406.4626 1002.5579 17.6054 753 1 1002.5579 1.0543
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 1043.5368 DLSLSELER 516.9698 1043.5417 27.5740 2626 2 522.2745 4.1202
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 Oxidation+M(1) 1389.7420 MGAFTLGVNRVAR 330.1649 1389.7483 19.7050 1740 2 695.3778 4.12
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1204.8950 45041.2796 16 29.68 None 822.3853 VQHDNAR 102.1003 822.3817 16.9526 2936 1 822.3817 ‐3.8539
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1211.6994 ILSQPLADIGGK 7897.1500 1211.6989 17.0015 11175 2 606.3531 ‐0.8545
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1376.7169 GSPLALAQAYETR 3913.4320 1376.7174 28.3115 11040 2 688.8624 0.2174
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1061.5514 DVPTYLPEK 5004.9070 1061.5493 22.6586 8612 2 531.2783 ‐2.5883
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 Carbamidomethyl+C(5) 1083.5980 TILPCNLPR 4852.4580 1083.5994 25.6183 6065 2 542.3033 0.7165
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 766.3519 AGPGFFGN 443.1353 766.3526 26.2581 5824 1 766.3526 1.41
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1635.7795 MATYLASLNHEETR 733.3317 1635.7844 24.0631 2992 3 545.9330 2.51
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1633.8544 GSPLALAQAYETREK 1279.2470 1633.8496 25.8895 1473 2 817.4285 ‐2.7592
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1374.6801 YPALHVEENFR 652.9967 1374.6981 21.5105 4162 2 687.8527 12.88
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1328.6555 KGPYVYEDMVK 1510.9990 1328.6605 23.0667 8311 2 664.8339 3.77
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1516.7175 GPYVYEDMVKMGK 448.7744 1516.7275 29.2739 1943 2 758.8674 6.51
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1735.8398 DAGQELLSRAGPGFFGN 721.9416 1735.8454 30.8766 1368 2 868.4264 3.94
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 939.4571 YPALHVEE 174.8903 939.4602 21.5505 2392 2 470.2337 2.24
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1498.7069 GPYVYEDMVKMGK 180.1992 1498.7007 27.9102 3144 2 749.8540 ‐4.1349
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1310.6449 KGPYVYEDMVK 223.4020 1310.6453 25.1831 1335 1 1310.6453 1.46
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 718.6914 41556.5712 29 20.42 None 1358.7063 GSPLALAQAYETR 314.6170 1358.7080 26.6025 874 2 679.8577 1.0657
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1376.7169 GSPLALAQAYETR 3531.9850 1376.7174 28.3115 11040 2 688.8624 ‐0.3171
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 Carbamidomethyl+C(5) 1083.5980 TILPCNLPR 11243.6000 1083.5994 25.6183 6065 2 542.3033 0.0178
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 766.3519 AGPGFFGN 464.6953 766.3526 26.2581 5824 1 766.3526 0.9990
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1635.7795 MATYLASLNHEETR 897.1350 1635.7844 24.0631 2992 3 545.9330 2.82
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1633.8544 GSPLALAQAYETREK 400.2541 1633.8496 25.8895 1473 2 817.4285 ‐3.1496
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 Carbamidomethyl+C(5) 2604.3702 DAFICLTAATLAELPAGSVVGTASLR 189.0587 2604.3161 37.1323 7053 3 868.7769 ‐20.7432
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1061.5514 DVPTYLPEK 712.1262 1061.5316 34.6442 2267 1 1061.5316 ‐17.8191
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 2105.0696 EIDEALINGHIDIAVHSMK 281.5861 2105.0503 38.7799 1170 2 1053.0288 ‐8.4652
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1328.6555 KGPYVYEDMVK 1774.3070 1328.6605 23.0667 8311 2 664.8339 2.63
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1516.7175 GPYVYEDMVKMGK 255.8808 1516.7275 29.2739 1943 2 758.8674 6.1790
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1735.8398 DAGQELLSRAGPGFFGN 908.4028 1735.8454 30.8766 1368 2 868.4264 3.61
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1615.8438 GSPLALAQAYETREK 706.4454 1615.8442 26.9353 3221 3 539.2863 ‐0.1593
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1498.7069 GPYVYEDMVKMGK 90.6235 1498.7007 27.9102 3144 2 749.8540 ‐4.6011
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 487.0792 41556.5712 29 20.42 None 1359.6903 GSPLALAQAYETR 174.2524 1359.6925 30.9545 15521 2 680.3499 0.8153
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1550.7962 AVVTVPAYFNDAQR 19592.4200 1550.7960 28.5501 8333 2 775.9016 ‐0.0627
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1793.9102 IINEPTAAALSYGMTNK 4711.8780 1793.9118 17.4846 5577 2 897.4595 1.27
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1417.7355 EVDEVLLVGGMTR 2881.8140 1417.7411 30.5670 4062 2 709.3742 3.82
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1164.6259 TTPSVVAFNTK 984.6387 1164.6278 23.2219 3865 2 582.8175 1.1243
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1130.5688 EIEDAVADLR 12115.1400 1130.5676 25.0300 3628 2 565.7875 ‐1.5438
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1240.6242 MKETAEAYLGK 3453.9570 1240.6245 19.4678 3334 2 620.8159 ‐0.1693
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1140.6735 GELLVGTPAKR 1532.9600 1140.6731 19.5148 929 2 570.8402 ‐0.9097
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1839.9494 MVREAELHAQKDKER 478.0708 1839.9275 37.3561 4173 2 920.4674 ‐11.4632
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1235.5750 SSGGLSEDDIQK 3681.7080 1235.5742 17.5144 3618 2 618.2907 ‐1.0520
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1355.6689 NTADTTIYSIEK 782.4749 1355.6685 26.2625 3594 2 678.3379 ‐0.5290
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1235.5750 SASSGDDLNEIK 2692.9590 1235.5753 18.2311 3340 2 618.2913 ‐0.1647
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1366.6307 FDDPQTQKEMK 673.2676 1366.6490 21.3073 3073 2 683.8281 13.1532
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 958.4952 VIENAEGAR 203.1056 958.4850 19.9122 2266 2 479.7461 ‐11.4310
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1456.7179 ASLNSSYLGQNFR 330.4246 1456.7108 22.1256 2179 2 728.8590 ‐4.9564
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 757.4454 IPSEIAK 103.7305 757.4290 21.9496 1844 1 757.4290 ‐21.3285
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1655.8673 MKETAEAYLGKSVTK 706.4493 1655.8833 18.3675 3738 2 828.4453 9.02
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 2394.2776 SVTKAVVTVPAYFNDAQRQATK 734.2582 2394.2686 20.8010 3291 3 798.7610 ‐3.2872
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1950.0039 KSQVFSTAADNQTQVGIR 329.5998 1949.9988 20.6175 1456 2 975.5030 ‐2.0413
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 Carbamidomethyl+C(12) 1960.9433 EVVSSPFSAYRCLSSSGK 227.0547 1960.9563 31.2666 1219 3 654.3236 6.76
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 2055.0492 ELIDTKNTADTTIYSIEK 497.1125 2055.0635 30.3467 1102 3 685.6927 7.1794
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1355.6689 NTADTTIYSIEK 397.7490 1355.6674 30.7135 1059 2 678.3373 ‐1.3289
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 1148.5430 SGGLSEDDIQK 211.9284 1148.5483 19.6433 835 2 574.7778 4.0925
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1886.7330 73218.7294 35 28.45 None 941.4687 VIENAEGAR 271.5649 941.4711 21.9801 16781 2 471.2392 1.16
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1821.9090 SQVFSTAADNQTQVGIR 236.0502 1821.9038 29.1178 6794 2 911.4556 ‐2.6813
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1417.7355 EVDEVLLVGGMTR 2859.2850 1417.7411 30.5670 4062 2 709.3742 3.67
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1164.6259 TTPSVVAFNTK 1658.3570 1164.6278 23.2219 3865 2 582.8175 0.4710
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1240.6242 MKETAEAYLGK 1745.1130 1240.6245 19.4678 3334 2 620.8159 ‐0.7800
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1355.6689 NTADTTIYSIEK 1148.0400 1355.6685 26.2625 3594 2 678.3379 ‐1.0753
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1366.6307 FDDPQTQKEMK 521.7119 1366.6490 21.3073 3073 2 683.8281 12.31
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 757.4454 IPSEIAK 307.9477 757.4290 21.9496 1844 1 757.4290 ‐21.7062
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1490.7268 VLQGEREMATDNK 252.8470 1490.7134 29.5490 1454 2 745.8604 ‐9.4476
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 2055.0492 ELIDTKNTADTTIYSIEK 563.1774 2055.0635 30.3467 1102 3 685.6927 6.24
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 2061.0135 NTADTTIYSIEKSLGEYR 241.5472 2061.0236 35.5973 863 2 1031.0154 5.99
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1519.7639 NTADTTIYSIEKSL 109.2821 1519.7665 34.3037 1162 2 760.3869 1.92
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 155.0446 73218.7294 35 28.45 None 1355.6689 NTADTTIYSIEK 485.5676 1355.6674 30.7135 1059 2 678.3373 ‐1.8751
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1492.6914 VQEEGPAESLDYR 5452.5300 1492.6909 21.8216 18208 2 746.8491 ‐0.4000
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1318.6638 IIQETNESWAK 13639.9600 1318.6649 20.9033 13898 2 659.8361 0.5557
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1039.4942 SVDAGDLSLY 2858.3730 1039.4925 29.2660 10448 1 1039.4925 ‐0.6094
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1367.6801 AHLVNDVEDVEK 10517.1800 1367.6794 20.4283 9033 2 684.3434 ‐0.7257
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 969.5040 VFFLDGSGK 5618.9840 969.5043 17.8593 6866 2 485.2558 ‐0.4500
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1495.6985 MEVATDEDFTPIK 7079.5540 1495.6988 26.7871 4580 2 748.3530 0.1875
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 2693.4338 VSPWHDIPLTLGDGVFNFIVEIPK 2367.9430 2693.4286 25.5802 2176 3 898.4811 ‐1.2289
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1967.9266 MEVATDEDFTPIKQDTK 11765.3500 1967.9267 24.5692 9568 3 656.6471 0.1790
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 2936.5152 FGLGDKPANKDYALKIIQETNESWAK 1612.1070 2936.5114 22.1134 6211 3 979.5086 ‐0.4681
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1658.9112 IIQETNESWAKLVK 1443.8090 1658.9104 28.3558 5998 3 553.6417 ‐0.5040



NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 2167.0587 AKMEVATDEDFTPIKQDTK 933.2843 2167.0494 37.4077 933 2 1084.0283 ‐3.4275
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1608.7752 ATDEDFTPIKQDTK 529.7370 1608.7767 26.1132 5188 2 804.8920 1.0635
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1235.6154 VATDEDFTPIK 161.0965 1235.6208 25.7583 2149 2 618.3140 3.20
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1092.4956 QETNESWAK 375.5204 1092.4970 22.8420 917 2 546.7521 0.6916
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1917.1600 33665.2145 19 38.67 None 1950.9001 MEVATDEDFTPIKQDTK 199.1750 1950.9118 23.1188 2232 4 488.4834 4.90
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 282.4462 33665.2145 19 38.67 None 1318.6638 IIQETNESWAK 5354.7750 1318.6649 20.9033 13898 2 659.8361 ‐0.0113
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 282.4462 33665.2145 19 38.67 None 1039.4942 SVDAGDLSLY 2424.1160 1039.4925 29.2660 10448 1 1039.4925 ‐0.9083
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 282.4462 33665.2145 19 38.67 Carbamidomethyl+C(5) 1666.8370 RPFSCSAIYNPQVK 113.5846 1666.7962 27.8027 9303 2 833.9017 ‐24.6829
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 282.4462 33665.2145 19 38.67 None 1658.9112 IIQETNESWAKLVK 1321.9450 1658.9104 28.3558 5998 3 553.6417 ‐0.8374
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1774.8970 NYELPDGQVITIGAER 71967.3700 1774.8974 31.0932 50128 2 887.9523 0.5586
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1147.6027 EITALAPSSMK 14368.6600 1147.6048 23.4194 44925 2 574.3061 1.53
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1954.0644 VAPEEHPVLLTEAPLNPK 14567.0300 1954.0661 27.6867 24685 3 652.0269 1.0241
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1176.5354 GYMFTTTAER 17879.4600 1176.5376 23.1919 22101 2 588.7724 1.82
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1198.7055 AVFPSIVGRPR 5016.7570 1198.7070 16.4827 19210 2 599.8572 0.8355
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1475.6761 SEYDESGPSIVHR 42031.2500 1475.6755 19.0708 11627 3 492.5633 ‐0.6083
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1932.8796 YPIEHGIVSNWDDMEK 3314.3640 1932.8808 28.8925 11581 3 644.9651 0.7372
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 1650.9470 2183.0687 21.6651 9038 2 1092.0380 ‐4.3446
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 976.4483 AGFAGDDAPR 204.1183 976.4651 27.0195 1057 1 976.4651 18.1483
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 2311.1751 KDLYGNIVLSGGSTMFPGIADR 651.7592 2311.1722 24.9565 902 3 771.0622 ‐0.8471
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 2078.0665 NYELPDGQVITIGAERFR 759.1895 2078.0528 28.1180 5661 3 693.3558 ‐6.3646
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 2113.0699 EKLAYVALDYEQELETAK 615.2348 2113.0720 24.2467 1872 2 1057.0397 1.00
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1208.5728 GGSTMFPGIADR 289.2936 1208.5702 23.1446 3555 2 604.7887 ‐2.6424
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 690.3668 ELETAK 79.3448 690.3689 21.9271 2510 1 690.3689 3.1594
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 981.5112 ESGPSIVHR 231.6435 981.5084 17.5615 1932 2 491.2578 ‐3.6219
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 476.2463 TAER 63.8500 476.2484 23.2354 1461 1 476.2484 4.0255
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 804.4284 ALAPSSMK 694.1810 804.4286 23.4269 1341 1 804.4286 0.7646
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1255.6641 PDGQVITIGAER 1353.1170 1255.6606 31.0979 1252 1 1255.6606 ‐1.2510
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 818.4254 QELETAK 113.7194 818.4265 22.0182 1019 1 818.4265 1.67
NP_196543.1 actin 7 Arabidopsis thaliana 6579.0640 41964.0047 39 38.99 None 1003.5459 EKLAYVALD 187.5165 1003.5430 26.6852 868 2 502.2752 ‐3.5363
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1774.8970 NYELPDGQVITIGAER 63478.0900 1774.8974 31.0932 50128 2 887.9523 0.2472
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1147.6027 EITALAPSSMK 24268.7700 1147.6048 23.4194 44925 2 574.3061 0.6625
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1954.0644 VAPEEHPVLLTEAPLNPK 14550.1000 1954.0661 27.6867 24685 3 652.0269 0.6060
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1176.5354 GYMFTTTAER 33706.7400 1176.5376 23.1919 22101 2 588.7724 0.7816
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1932.8796 YPIEHGIVSNWDDMEK 2293.2720 1932.8808 28.8925 11581 3 644.9651 0.3253
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 976.4483 AGFAGDDAPR 83.3690 976.4651 27.0195 1057 1 976.4651 17.8317
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 549.2701 PSSMK 1296.4200 549.2709 22.8771 10028 1 549.2709 0.8839
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 825.4101 FTTTAER 2652.1900 825.4112 23.1962 2761 1 825.4112 1.35
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 476.2463 TAER 99.1750 476.2484 23.2354 1461 1 476.2484 3.93
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 804.4284 ALAPSSMK 939.6754 804.4286 23.4269 1341 1 804.4286 0.4001
NP_196543.1 actin 7 Arabidopsis thaliana 5261.3250 41964.0047 39 38.99 None 1255.6641 PDGQVITIGAER 2089.7550 1255.6606 31.0979 1252 1 1255.6606 ‐1.4896
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 1198.7055 AVFPSIVGRPR 6319.1780 1198.7070 16.4827 19210 2 599.8572 1.0200
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 Carbamidomethyl+C(1) 3162.5309 CPEVLFQPSLIGMEAPGIHETTYNSIMK 1287.0640 3162.5235 21.2802 9251 3 1054.8460 ‐0.7794
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 1709.4300 2183.0687 21.6651 9038 2 1092.0380 ‐3.7951
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGYALPHAILR 848.3660 3151.6361 20.9686 5049 4 788.6645 ‐1.9484
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 922.4550 DLTDSLMK 381.3923 922.4442 22.3644 2079 1 922.4442 ‐10.5543
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 2311.1751 KDLYGNIVLSGGSTMFPGIADR 261.5368 2311.1722 24.9565 902 3 771.0622 ‐0.5245
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 2657.3426 KDLYGNIVLSGGSTMFPGIADRMSK 919.1498 2657.3211 22.9005 1050 3 886.4452 ‐7.0075
NP_196543.1 actin 7 Arabidopsis thaliana 466.0550 41964.0047 39 38.99 None 1028.6000 FPSIVGRPR 3713.9000 1028.6003 16.4816 2611 2 514.8038 ‐0.2464
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 None 1040.6463 LVTPLTLQR 31582.3500 1040.6462 17.2129 11824 2 520.8268 ‐0.6835
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 None 1608.7752 LSQEVSGDALGEEFK 6818.8400 1608.7737 25.8797 7459 2 804.8905 ‐0.8099
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 10908.8100 1336.6315 19.9654 6927 2 668.8194 ‐0.2203
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 4394.3690 1826.0473 23.1360 5319 2 913.5273 1.92
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 None 1584.8228 GVSDLPGLTDTEKPR 3034.6680 1584.8268 23.9164 3199 3 528.9471 2.42
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 None 1372.7431 KLEIDDDQKLR 1577.2370 1372.7413 19.0111 2284 3 458.2520 ‐1.5226
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 None 828.4938 TPLTLQR 155.2887 828.4958 17.2028 1337 1 828.4958 2.26
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3188.5660 28390.1028 8 31.73 Carbamidomethyl+C(2) 1351.6926 GCIVSPDLSVLNL 451.9191 1351.6947 22.6384 978 2 676.3510 1.70
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 5223.5530 2289.9935 35.6603 8434 2 1145.5004 ‐0.4441
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1001.5877 LITVTPETK 6950.8110 1001.5879 20.6289 6370 2 501.2976 ‐0.5325
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1079.4972 AMQLMTDNR 14730.5100 1079.4965 20.2676 5528 2 540.2519 ‐1.2790
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1135.5300 VGDIMTEENK 7059.3010 1135.5295 18.1961 5444 2 568.2684 ‐0.9720
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1333.6967 GMIGMVSIGDVVR 4664.5000 1333.6975 19.9381 3815 2 667.3524 0.3596
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 674.3468 EELQR 3536.6270 674.3462 19.9185 2748 1 674.3462 ‐0.7420
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1451.7046 STKVGDIMTEENK 843.7777 1451.7034 27.7160 8589 2 726.3554 ‐0.9224
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1753.8637 SSKSTKVGDIMTEENK 247.3541 1753.8611 36.7197 955 2 877.4342 ‐1.1481
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 844.4887 VSIGDVVR 252.3539 844.4887 21.3413 7268 1 844.4887 0.5364
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2177.2700 22843.2794 10 33.50 None 1036.4616 GDIMTEENK 143.3943 1036.4593 18.1360 798 2 518.7333 ‐2.8371
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1755.8588 AIFGSGSPFDPVVYDGK 889.7589 1755.8601 20.1491 19075 2 878.4337 1.0631
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 1368.3320 1784.9406 20.5747 13618 2 892.9739 0.8225
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 3450.9770 2700.4165 23.4899 12249 3 900.8104 0.7005
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 2364.2558 DAHYLTGLLPPVILSQDVQER 10330.3900 2364.2554 21.8666 10659 3 788.7567 0.2911
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1436.6515 FAESSMYSPVYR 3388.1620 1436.6534 25.3648 10460 2 718.8303 1.75
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1319.6954 TYDLGLASNLPR 16472.6900 1319.6973 28.9940 9606 2 660.3523 1.1791
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1004.5524 QYTVPLQR 6940.8650 1004.5534 21.0785 4897 2 502.7803 0.3492
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYT 2976.1880 3788.8219 25.2196 3632 3 1263.6121 ‐1.3175
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1285.7110 GIQVIVVTDGER 6947.0240 1285.7121 26.3029 2770 2 643.3597 0.4763
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 3874.9433 VRDDMLLAASEALAAQVTEEHYANGLIYPPFSNIR 4236.2200 3874.9665 24.0192 8209 4 969.4971 6.02
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 3381.7801 GLAFTDKERDAHYLTGLLPPVILSQDVQER 1368.3020 3381.7786 25.0378 1664 3 1127.9310 0.7044
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 1074.5426 ETGAPITETR 894.9164 1074.5164 30.7767 1055 1 1074.5164 ‐23.2214
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 Carbamidomethyl+C(9) 2817.4928 EISANIAACVAAKTYDLGLASNLPRAK 834.8540 2817.5031 24.8285 6888 3 939.8392 4.39
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 None 861.4061 SQDVQER 164.3260 861.4089 23.3665 1014 1 861.4089 3.22
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1827.3590 64812.0598 33 42.18 Carbamidomethyl+C(7) 971.4615 PTVGEACQK 102.2585 971.4653 22.3478 993 1 971.4653 4.33
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1436.6515 FAESSMYSPVYR 6248.8340 1436.6534 25.3648 10460 2 718.8303 0.7267
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1319.6954 TYDLGLASNLPR 20630.2600 1319.6973 28.9940 9606 2 660.3523 0.6127
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1269.5966 YMALMDLQER 1454.8980 1269.5967 29.5126 9085 2 635.3020 ‐0.8804



NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1004.5524 QYTVPLQR 10604.7500 1004.5534 21.0785 4897 2 502.7803 ‐0.3938
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1285.7110 GIQVIVVTDGER 7917.0290 1285.7121 26.3029 2770 2 643.3597 ‐0.1092
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1643.7507 GSTPTDLPGEDVADNR 223.2976 1643.7841 28.6659 6151 2 822.3957 20.0939
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 885.2264 64812.0598 33 42.18 None 1608.8744 LLNDEFYIGLKQR 481.0674 1608.8717 29.7531 8856 2 804.9395 ‐2.0000
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 1755.8588 AIFGSGSPFDPVVYDGK 2656.7580 1755.8601 20.1491 19075 2 878.4337 1.42
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 1585.0150 1784.9406 20.5747 13618 2 892.9739 1.44
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 4340.9370 2700.4165 23.4899 12249 3 900.8104 1.1243
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 2364.2558 DAHYLTGLLPPVILSQDVQER 9846.3980 2364.2554 21.8666 10659 3 788.7567 0.6275
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 Carbamidomethyl+C(27) 4108.9842 EVVEAMATNNEKPLILALSNPTSQAECTAEQAYTW 4024.2270 4108.9835 21.2360 7777 4 1028.0013 ‐0.1859
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 1059.3490 2600.4640 21.6232 6387 3 867.4929 0.3353
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYT 2818.5000 3788.8219 25.2196 3632 3 1263.6121 ‐0.6107
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 3874.9433 VRDDMLLAASEALAAQVTEEHYANGLIYPPFSNIR 2694.3500 3874.9665 24.0192 8209 4 969.4971 5.80
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 1389.7736 KPQGLYISLNEK 273.3932 1389.7483 19.7050 1740 2 695.3778 ‐18.1664
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 3381.7801 GLAFTDKERDAHYLTGLLPPVILSQDVQER 428.7638 3381.7786 25.0378 1664 3 1127.9310 1.54
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1326.9400 64812.0598 33 42.18 None 1319.6954 TYDLGLASNLPR 368.2390 1319.6770 25.6757 1151 1 1319.6770 ‐11.9271
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1752.2880 24788.5721 12 27.19 None 1539.7537 TYISGDQLSVDDVK 18918.6500 1539.7505 25.4911 30306 2 770.3789 ‐2.0555
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1752.2880 24788.5721 12 27.19 None 1991.9630 SSVLLEVKPWDDETDMK 5042.6250 1991.9647 32.2449 12868 3 664.6597 1.0019
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1752.2880 24788.5721 12 27.19 None 1848.9127 VYAAVLENPGDGFPNASK 2455.9080 1848.9142 28.4930 5102 2 924.9607 1.58
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1752.2880 24788.5721 12 27.19 None 662.3355 SVDDVK 152.9163 662.3374 26.1127 3126 1 662.3374 2.68
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1752.2880 24788.5721 12 27.19 None 1521.7431 TYISGDQLSVDDVK 318.1783 1521.7341 25.5634 989 1 1521.7341 ‐3.7141
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1539.7537 TYISGDQLSVDDVK 13409.2600 1539.7507 25.4875 29198 2 770.3790 ‐2.3777
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1991.9630 SSVLLEVKPWDDETDMK 3345.0890 1991.9647 32.2449 12868 3 664.6597 0.5730
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1848.9127 VYAAVLENPGDGFPNASK 2950.0400 1848.9142 28.4930 5102 2 924.9607 0.9959
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1361.6882 SVQMPGLTWGASK 1078.5310 1361.6792 25.2108 1010 2 681.3432 ‐7.3628
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1033.5425 SFPGKADGVR 182.4880 1033.5341 20.8820 7853 2 517.2707 ‐9.5372
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1111.5419 VYAAVLENPGD 569.4637 1111.5483 30.3585 23336 2 556.2778 4.10
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 1381.8860 24788.5721 12 27.19 None 1075.5266 GDQLSVDDVK 128.7497 1075.5319 23.8053 791 2 538.2696 3.43
NP_196940.1 ubiquitin like superfamily protein Arabidopsis thaliana 439.5183 18643.4035 5 20.86 None 2098.9975 GKEREDHEYLHMVGVGDK 2588.0870 2098.9961 18.9369 3938 2 1050.0017 0.1423
NP_196940.1 ubiquitin like superfamily protein Arabidopsis thaliana 439.5183 18643.4035 5 20.86 Carbamidomethyl+C(11) 1759.9510 LLDLNSISTTCPTIIV 1283.0090 1759.9475 29.9803 1938 3 587.3207 ‐1.9842
NP_196940.1 ubiquitin like superfamily protein Arabidopsis thaliana 439.5183 18643.4035 5 20.86 None 2342.1194 GKEREDHEYLHMVGVGDKDK 226.3883 2342.1614 36.4927 2158 2 1171.5843 19.0687
NP_196940.1 ubiquitin like superfamily protein Arabidopsis thaliana 439.5183 18643.4035 5 20.86 None 1871.8592 EDHEYLHMVGVGDKDK 130.6766 1871.8519 36.4795 831 3 624.6221 ‐3.8258
NP_196940.1 ubiquitin like superfamily protein Arabidopsis thaliana 439.5183 18643.4035 5 20.86 None 1624.7537 GKEREDHEYLHMV 395.0683 1624.7468 20.0672 821 2 812.8770 ‐4.0738
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1334.6661 FVEDLNEMLPK 3058.3310 1334.6666 19.0078 14302 2 667.8370 0.1788
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1264.6684 NFVPGYNQVVK 7647.3700 1264.6693 25.3395 12987 2 632.8383 0.3116
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 3970.2550 1673.8444 22.9726 11738 2 837.4258 1.1510
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1235.6167 GEWNVAGIAYR 4049.9450 1235.6171 28.3011 9487 2 618.3122 ‐0.0978
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1048.5058 DGELAPQYR 20043.9600 1048.5049 18.2272 8106 2 524.7561 ‐1.5129
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 1625.1500 2779.3319 30.3105 7565 3 927.1155 0.6334
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 955.5683 GVLIVNNAR 10512.7500 955.5680 20.5508 7195 2 478.2876 ‐1.1775
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 7716.1990 1531.7838 32.4461 6649 2 766.3955 ‐1.3515
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1544.7989 LQMAPELEKETGAK 7665.6520 1544.8016 22.9341 5212 3 515.6054 1.24
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1411.6740 GEDFPTENYIVK 1796.9330 1411.6745 26.7232 9119 2 706.3409 0.1988
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1849.9007 YFKGEDFPTENYIVK 11305.1600 1849.9010 27.8472 7789 3 617.3052 0.2690
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 617.3327 EMLPK 102.5692 617.3314 20.5125 3223 1 617.3314 ‐2.0513
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 799.4785 LIVNNAR 615.6926 799.4803 20.5571 1100 1 799.4803 2.44
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2005.0730 42694.8017 31 35.68 None 1317.6395 FVEDLNEMLPK 771.0246 1317.6437 19.2318 2024 2 659.3255 2.91
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 1264.6684 NFVPGYNQVVK 11794.9300 1264.6693 25.3395 12987 2 632.8383 ‐0.2856
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 1235.6167 GEWNVAGIAYR 3442.7700 1235.6171 28.3011 9487 2 618.3122 ‐0.7113
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 1834.8920 2779.3319 30.3105 7565 3 927.1155 ‐0.0211
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 955.5683 GVLIVNNAR 14385.2600 955.5680 20.5508 7195 2 478.2876 ‐1.9479
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 12720.1000 1531.7838 32.4461 6649 2 766.3955 ‐1.7991
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 1544.7989 LQMAPELEKETGAK 7706.0110 1544.8016 22.9341 5212 3 515.6054 1.17
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 1411.6740 GEDFPTENYIVK 1273.3840 1411.6748 26.8471 4615 2 706.3410 ‐0.1153
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 210.6151 2333.0652 28.9654 2943 4 584.0218 ‐16.4226
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 1849.9007 YFKGEDFPTENYIVK 6687.0920 1849.9010 27.8472 7789 3 617.3052 ‐0.1192
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 2824.4377 GEWNVAGIAYRAYDLEGKTIGTVGAGR 553.0295 2824.4159 34.6490 1494 3 942.1435 ‐7.5866
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 904.4887 PGYNQVVK 202.0195 904.4901 25.3375 3101 1 904.4901 1.33
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1665.5550 42694.8017 31 35.68 None 799.4785 LIVNNAR 1208.6130 799.4803 20.5571 1100 1 799.4803 2.84
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 252.3275 42694.8017 31 35.68 None 1334.6661 FVEDLNEMLPK 5377.9950 1334.6657 19.0154 12697 2 667.8365 ‐0.3124
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 252.3275 42694.8017 31 35.68 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 1586.6330 1673.8444 22.9726 11738 2 837.4258 1.16
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 252.3275 42694.8017 31 35.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 481.3179 2779.3103 17.9407 4955 3 927.1083 ‐6.6812
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 252.3275 42694.8017 31 35.68 None 1048.5058 DGELAPQYR 104.5257 1048.5204 15.7692 751 2 524.7638 13.4246
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 252.3275 42694.8017 31 35.68 None 1317.6395 FVEDLNEMLPK 825.5417 1317.6437 19.2318 2024 2 659.3255 3.1177
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1985.0830 29210.8248 4 22.63 None 2008.0709 ENAITVGTQHALDPLTTVK 11669.9900 2008.0720 29.4601 14476 3 670.0289 0.7388
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1985.0830 29210.8248 4 22.63 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 2967.0570 2192.1273 36.3875 11477 2 1096.5673 ‐1.7919
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1985.0830 29210.8248 4 22.63 None 1334.7314 GSLFLGDVATQVK 12758.0700 1334.7329 30.3713 9213 2 667.8701 0.8764
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1985.0830 29210.8248 4 22.63 None 881.5819 VGIALALKP 10446.6700 881.5826 18.4521 4736 2 441.2949 ‐0.0898
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 4413.3840 2357.2073 35.8162 10451 3 786.4073 1.1034
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 950.5306 DVIFVTTR 1782.2520 950.5289 25.2069 9020 2 475.7681 ‐2.5370
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 1067.5554 LETMVGVYR 792.2527 1067.5543 24.1900 5218 2 534.2808 ‐1.6675
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 Carbamidomethyl+C(7) 3020.3790 NAEPTECEEQVAQALFDLENTNQELK 3206.1800 3020.3786 38.3871 4885 3 1007.4644 0.7777
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 1167.5568 DVVFEYPVEA 5223.5580 1167.5554 32.0074 4215 1 1167.5554 0.1584
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 1845.8912 DLYINQAVHMDISGNR 1166.0620 1845.8917 32.4549 949 2 923.4495 0.7024
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 2513.3068 TLTSVHEAMLEDVAFPAEIVGKR 399.6954 2513.2640 30.5165 1767 3 838.4262 ‐16.4968
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 Carbamidomethyl+C(9) 3263.5009 DKNAEPTECEEQVAQALFDLENTNQELK 463.3056 3263.4862 37.4095 3687 3 1088.5002 ‐3.4328
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 750.3781 TLTSVHE 213.0987 750.3764 35.3306 1760 1 750.3764 ‐1.9393
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1483.8370 22117.7333 20 49.47 None 1099.5313 AVHMDISGNR 229.5144 1099.5318 30.7400 1155 2 550.2695 ‐0.1518
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 5637.9880 2357.2073 35.8162 10451 3 786.4073 0.5698
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 950.5306 DVIFVTTR 2530.7310 950.5289 25.2069 9020 2 475.7681 ‐3.3102
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 1067.5554 LETMVGVYR 1604.6140 1067.5543 24.1900 5218 2 534.2808 ‐2.3752
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 Carbamidomethyl+C(7) 3020.3790 NAEPTECEEQVAQALFDLENTNQELK 3864.5390 3020.3786 38.3871 4885 3 1007.4644 0.0541
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 1845.8912 DLYINQAVHMDISGNR 1199.6340 1845.8917 32.4549 949 2 923.4495 0.4309
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 1167.5568 DVVFEYPVEA 1137.7300 1167.5453 32.4520 4995 1 1167.5453 ‐8.7774
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 2513.3068 TLTSVHEAMLEDVAFPAEIVGKR 223.8755 2513.2640 30.5165 1767 3 838.4262 ‐17.0751



NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 Carbamidomethyl+C(9) 3263.5009 DKNAEPTECEEQVAQALFDLENTNQELK 364.4116 3263.4862 37.4095 3687 3 1088.5002 ‐4.2261
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 1099.5313 AVHMDISGNR 890.6937 1099.5318 30.7400 1155 2 550.2695 ‐0.8415
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1552.2190 22117.7333 20 49.47 None 1525.8373 LEDVAFPAEIVGKR 192.8639 1525.8321 31.2078 757 3 509.2822 ‐3.8595
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1658.8285 YGAGIGPGVYDIHSPR 28985.0700 1658.8304 25.1267 58919 3 553.6150 1.0557
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 46128.0400 2140.2591 24.9660 51115 2 1070.6332 ‐0.8481
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1411.7904 GGIGVIQIDEAALR 73062.1400 1411.7895 31.8379 50246 2 706.3984 ‐0.7616
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1116.5531 IPSSEEIADR 11481.1400 1116.5514 18.4839 48129 2 558.7793 ‐2.1099
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 21593.3800 2861.4264 21.1195 44563 3 954.4803 ‐0.1434
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1096.5786 YLFAGVVDGR 28581.2700 1096.5778 18.0987 41297 2 548.7925 ‐1.2805
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 942.5619 VVEVNALAK 20514.9500 942.5603 20.7997 40476 2 471.7838 ‐2.4387
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1235.5759 GNASVPAMEMTK 34799.1500 1235.5768 21.5249 38084 2 618.2920 0.3506
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1181.6313 GVTAFGFDLVR 48590.1500 1181.6309 20.3310 36936 2 591.3191 ‐0.7895
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1199.5732 FALESFWDGK 41745.4100 1199.5724 20.5207 36902 2 600.2898 ‐1.0639
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 35246.7800 2384.2161 40.5099 35391 3 795.4102 0.2496
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1146.6769 SFELLSLLPK 28129.1200 1146.6760 22.7890 34150 2 573.8416 ‐1.3131
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2075.0880 ALAGQKDEALFSANAAALASR 19133.0800 2075.0856 28.5306 25601 3 692.3667 ‐0.9161
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 10489.6300 2213.1408 22.5167 24653 2 1107.0740 ‐1.2870
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2310.3068 LNLPILPTTTIGSFPQTVELR 13420.8300 2310.3004 22.6268 19952 2 1155.6538 ‐1.6689
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 9319.2020 2418.2608 25.6164 16218 2 1209.6340 ‐1.0670
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 1428.7510 1714.9341 21.9840 14802 3 572.3162 1.90
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 831.4822 EVITELK 14359.8000 831.4794 20.1914 13525 2 416.2434 ‐4.2660
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1506.7547 DEALFSANAAALASR 6314.5220 1506.7558 29.3050 7354 2 753.8815 0.7145
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1945.3930 3013.4183 21.1884 7240 4 754.1100 0.7476
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 734.4559 LLSVFR 3815.3190 734.4562 17.3093 1084 1 734.4562 0.6521
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2077.1764 GGIGVIQIDEAALREGLPLR 453.8212 2077.1290 21.8470 7115 2 1039.0681 ‐22.0695
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 5422.9330 2438.4039 21.5215 16752 3 813.4728 1.39
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 615.3824 VNALAK 1610.3830 615.3824 21.1524 7376 1 615.3824 ‐0.0603
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 673.3628 AGVVDGR 2807.2410 673.3613 18.1029 3558 1 673.3613 ‐1.9787
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 603.3712 ITELK 980.1581 603.3711 20.1868 2939 1 603.3711 ‐0.1627
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1228.6606 PVLVMDLEGQK 281.9965 1228.6559 39.4751 2468 2 614.8316 ‐4.2055
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1052.5047 ALESFWDGK 1908.4000 1052.4993 20.5191 2422 1 1052.4993 ‐4.1188
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1495.7652 GAGIGPGVYDIHSPR 1000.3110 1495.7631 25.1209 2398 2 748.3852 ‐1.4253
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 425.2395 EVIT 94.3630 425.2384 19.5881 2265 1 425.2384 ‐3.0348
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 912.5764 ELLSLLPK 8385.0280 912.5782 22.7982 1861 1 912.5782 2.97
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 490.2871 TELK 2203.8340 490.2867 20.1824 1486 1 490.2867 ‐1.2388
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1028.5735 IQIDEAALR 571.7809 1028.5773 31.8391 1456 1 1028.5773 4.73
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 921.4789 YGDVSRPK 1296.5830 921.4820 21.9819 1051 1 921.4820 4.1459
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1339.6106 WFDTNYHYIV 219.0647 1339.6139 23.0493 1026 2 670.3106 2.80
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 1128.6663 SFELLSLLPK 306.2027 1128.6627 23.1985 1303 2 564.8350 ‐3.7141
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 9703.0200 84698.9500 62 41.18 None 813.4716 EVITELK 172.5089 813.4702 20.1909 765 2 407.2387 ‐2.7569
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 45352.4700 2140.2591 24.9660 51115 2 1070.6332 ‐0.3144
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 19180.3800 2861.4264 21.1195 44563 3 954.4803 0.3223
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1096.5786 YLFAGVVDGR 29510.0100 1096.5778 18.0987 41297 2 548.7925 ‐1.1340
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1181.6313 GVTAFGFDLVR 46761.4300 1181.6309 20.3310 36936 2 591.3191 ‐0.6115
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1199.5732 FALESFWDGK 59357.0000 1199.5724 20.5207 36902 2 600.2898 ‐0.8792
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1146.6769 SFELLSLLPK 21969.5900 1146.6760 22.7890 34150 2 573.8416 ‐1.1480
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 9957.0070 2213.1408 22.5167 24653 2 1107.0740 ‐0.7263
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2310.3068 LNLPILPTTTIGSFPQTVELR 10041.1900 2310.3004 22.6268 19952 2 1155.6538 ‐1.0721
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1790.9622 GMLTGPVTILNWSFVR 2731.8190 1790.9635 23.7807 16618 2 895.9854 1.01
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 14320.2800 2418.2608 25.6164 16218 2 1209.6340 ‐0.4302
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1903.8400 3013.4183 21.1884 7240 4 754.1100 0.9192
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 914.9454 2300.2127 22.5876 5023 3 767.4091 ‐0.9864
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1506.7547 DEALFSANAAALASR 760.1187 1506.7550 18.0777 2206 2 753.8811 0.4885
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 734.4559 LLSVFR 6381.5280 734.4562 17.3093 1084 1 734.4562 1.0916
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1411.7904 GGIGVIQIDEAALR 2063.5630 1411.7893 19.1700 4746 2 706.3983 ‐0.6635
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3499.7020 2438.4039 21.5215 16752 3 813.4728 1.95
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1261.6899 VSADLRSSIWK 680.4750 1261.6817 17.6667 4945 2 631.3445 ‐6.6571
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 2071.9971 FALESFWDGKSTAEDLQK 489.9474 2072.0115 24.0474 1796 2 1036.5094 8.68
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 Oxidation+M(12) 1922.0415 KYTEVKPALKNMVDAAK 243.1035 1922.0332 23.0847 1945 3 641.3493 ‐3.9632
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 673.3628 AGVVDGR 1800.2820 673.3613 18.1029 3558 1 673.3613 ‐1.5201
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1052.5047 ALESFWDGK 1543.7320 1052.4993 20.5191 2422 1 1052.4993 ‐3.7787
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 656.3362 DEAALR 164.5441 656.3344 19.2723 2319 1 656.3344 ‐2.2086
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 912.5764 ELLSLLPK 6053.3300 912.5782 22.7982 1861 1 912.5782 2.36
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1676.9622 KLNLPILPTTTIGSFP 328.9814 1676.9570 23.7595 1284 3 559.6572 ‐2.9684
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5218.7560 84698.9500 62 41.18 None 1223.6266 HTAVDLINETK 825.3797 1223.6198 21.8549 1040 1 1223.6198 ‐3.8230
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1561.7241 SLDSHIEDQFASGR 8067.6880 1561.7247 23.9715 19729 3 521.2464 0.2512
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1704.8915 VLDVVYNASNNELVR 58217.2500 1704.8928 17.7487 19169 2 852.9500 0.9733
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1245.6838 SAIVQVDAAPFK 17018.3700 1245.6842 27.3045 17522 2 623.3458 0.0123
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1657.7453 LDTGNYSWGSEATTR 6083.8920 1657.7484 24.1831 14298 2 829.3778 2.0983
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 965.4938 ADGYILEGK 6103.3820 965.4917 20.7529 11091 2 483.2495 ‐2.9775
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 959.4543 ELEFYMK 3411.6290 959.4538 26.9033 8866 2 480.2305 ‐1.3169
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1857.8712 DGEEGEEAAVAAPEEVKK 4541.9470 1857.8730 19.4446 8717 3 619.9625 1.0407
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1985.9662 KDGEEGEEAAVAAPEEVKK 2461.5880 1985.9659 17.9792 7499 3 662.6602 0.0317
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 648.3100 QFASGR 166.2938 648.3124 22.1261 3088 1 648.3124 3.02
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1005.4636 IEDQFASGR 254.4922 1005.4668 24.0118 1825 2 503.2371 2.48
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1179.5753 YNASNNELVR 253.9919 1179.5711 19.1021 1728 2 590.2892 ‐3.9951
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1157.5222 YSWGSEATTR 228.3649 1157.5192 24.6321 1478 2 579.2632 ‐3.1011
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 1022.4901 IEDQFASGR 232.4423 1022.4930 22.5400 1468 1 1022.4930 3.96
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 894.4567 DGYILEGK 2957.4780 894.4578 20.7689 916 1 894.4578 1.89
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6496.6310 25107.6706 23 40.99 None 947.4833 ADGYILEGK 245.2677 947.4788 19.5044 1921 1 947.4788 ‐3.9501
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 1561.7241 SLDSHIEDQFASGR 10853.2200 1561.7247 23.9715 19729 3 521.2464 ‐0.0544
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 1245.6838 SAIVQVDAAPFK 20338.1300 1245.6842 27.3045 17522 2 623.3458 ‐0.5955
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 1657.7453 LDTGNYSWGSEATTR 6763.1160 1657.7484 24.1831 14298 2 829.3778 1.13
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 959.4543 ELEFYMK 3832.7350 959.4538 26.9033 8866 2 480.2305 ‐2.0851



NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 648.3100 QFASGR 134.5117 648.3124 22.1261 3088 1 648.3124 3.21
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 1005.4636 IEDQFASGR 296.3435 1005.4668 24.0118 1825 2 503.2371 1.23
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 1157.5222 YSWGSEATTR 228.3457 1157.5192 24.6321 1478 2 579.2632 ‐3.7584
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2361.6150 25107.6706 23 40.99 None 974.5306 VQVDAAPFK 447.7025 974.5288 27.3073 1024 1 974.5288 ‐1.2232
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 15934.1700 22007.2837 7 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 140332.7000 2187.1852 21.0138 69389 2 1094.0962 ‐2.2403
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 15934.1700 22007.2837 7 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 7076.6830 2075.0368 21.1042 24775 3 692.3504 ‐0.2805
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 15934.1700 22007.2837 7 19.91 None 1585.8485 FPQGLLHFQLNSGK 133.7958 1585.8432 19.6463 24407 2 793.4252 ‐3.2817
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 15934.1700 22007.2837 7 19.91 None 602.3620 GVSLAR 190.6772 602.3643 20.1940 1379 1 602.3643 3.61
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 13695.6300 22007.2837 7 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 120203.5000 2187.1852 21.0138 69389 2 1094.0962 ‐1.6893
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 13695.6300 22007.2837 7 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 6584.1430 2075.0368 21.1042 24775 3 692.3504 ‐0.0194
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 13695.6300 22007.2837 7 19.91 None 1845.0017 PAFAPAYAGINGLGVSLAR 2586.1740 1845.0050 21.0171 1240 2 923.0062 2.55
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1199.5732 FALESFWDGK 59357.0000 1199.5724 20.5207 36902 2 600.2898 ‐0.8792
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1790.9622 GMLTGPVTILNWSFVR 2731.8190 1790.9635 23.7807 16618 2 895.9854 1.01
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1294.6889 ISEVDYVQTIK 2839.7850 1294.6605 17.5411 6708 2 647.8339 ‐22.0411
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1457.7594 VTNAAVQQDVDAVK 197.3188 1457.7244 21.8121 1807 1 1457.7244 ‐21.7744
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1046.5993 LLFAGVVDGR 575.0549 1046.6118 18.0149 1431 2 523.8095 11.51
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1331.6954 NIWANDLSASLK 730.1797 1331.6906 17.7353 944 2 666.3489 ‐3.6150
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 2723.3424 FALESFWDGKTNVDDLQNVAANLR 265.0251 2723.3167 22.0335 8394 3 908.4438 ‐8.2863
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1782.9055 NYSEVKSALSNMVAAAK 1050.3080 1782.9031 16.5526 1300 3 594.9725 ‐1.1141
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 Carbamidomethyl+C(7) 1944.0082 TLMSLKCVTGFGFDLVR 455.3584 1943.9909 23.1914 1231 3 648.6685 ‐8.5011
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 545.3042 VVDGR 159.7533 545.3041 17.4696 3949 1 545.3041 0.1743
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1087.5419 WANDLSASLK 328.3299 1087.5371 18.9331 2632 1 1087.5371 ‐2.8692
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1052.5047 ALESFWDGK 1543.7320 1052.4993 20.5191 2422 1 1052.4993 ‐3.7787
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 892.7894 91050.5243 13 11.45 None 1439.7489 VTNAAVQQDVDAVK 290.9696 1439.7486 19.8971 4324 2 720.3779 ‐0.0366
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1980.9621 TINQVQETGSSVFDATQR 3832.9730 1980.9682 26.1118 13190 3 660.9943 3.30
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1351.7831 VISIPLEELPNK 12904.8100 1351.7833 31.1946 8672 2 676.3953 ‐0.1196
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1596.8115 GSNIIILDSYTDSAK 13434.1300 1596.8138 29.3964 8304 2 798.9105 1.27
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 2787.3480 2113.9496 27.4243 7703 2 1057.4784 0.8453
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 10469.9500 1445.6489 25.4637 6933 2 723.3281 0.6523
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1347.7002 DQIVSSLTEVEK 4517.8610 1347.6979 26.2500 5831 2 674.3526 ‐1.9065
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1023.5292 NYLMVDIR 999.2253 1023.5285 28.5053 3916 2 512.2679 ‐1.3572
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1578.9465 VISIPLEELPNKVK 8465.0720 1578.9476 18.5764 4828 3 526.9874 0.5595
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1038.5102 SGTKFLPSSD 2316.2340 1038.5117 22.1723 3138 1 1038.5117 2.89
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1610.8207 NYLMVDIRSEKDK 440.1049 1610.8293 22.7791 2025 2 805.9183 5.82
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 895.4268 VTDGFSGGR 198.8347 895.4277 26.8565 1179 1 895.4277 1.09
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1150.5487 TGSSVFDATQR 235.9881 1150.5547 25.8112 1064 2 575.7810 4.93
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1005.5186 NYLMVDIR 114.5563 1005.5211 27.8515 1039 1 1005.5211 3.05
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1759.2360 41399.5387 30 29.72 None 1330.6737 DQIVSSLTEVEK 343.9503 1330.6780 27.4995 1096 2 665.8426 3.0261
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1980.9621 TINQVQETGSSVFDATQR 5017.0220 1980.9682 26.1118 13190 3 660.9943 2.72
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1351.7831 VISIPLEELPNK 19493.4900 1351.7833 31.1946 8672 2 676.3953 ‐0.6681
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1596.8115 GSNIIILDSYTDSAK 15324.5800 1596.8138 29.3964 8304 2 798.9105 1.1015
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 1966.2610 2113.9496 27.4243 7703 2 1057.4784 0.7240
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 11840.2100 1445.6489 25.4637 6933 2 723.3281 0.1565
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1023.5292 NYLMVDIR 888.9877 1023.5285 28.5053 3916 2 512.2679 ‐2.0895
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1347.7002 DQIVSSLTEVEK 121.6241 1347.6833 21.6551 3803 2 674.3453 ‐13.3381
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1367.6988 NYLMVDIRSEK 520.9545 1367.6964 25.9894 1794 2 684.3518 ‐2.4624
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 895.4268 VTDGFSGGR 206.4279 895.4277 26.8565 1179 1 895.4277 1.18
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1953.2720 41399.5387 30 29.72 None 1005.5186 NYLMVDIR 137.7855 1005.5211 27.8515 1039 1 1005.5211 3.0921
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 None 1988.9712 LGTDSYNFSFAQVLSPSR 1935.0230 1988.9683 20.8264 10158 2 994.9878 ‐0.3595
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 None 2166.2533 VFQVVGDALKPALDTALPIAK 5148.6550 2166.2548 20.7845 9546 3 722.7564 1.44
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 None 746.3944 GWLQSR 953.9556 746.3803 19.4995 2371 1 746.3803 ‐18.0735
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 285.0257 1645.8152 18.7785 1407 2 823.4112 ‐18.5364
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 None 1578.9465 VISIPLEELPNKVK 8150.9160 1578.9476 18.5764 4828 3 526.9874 0.6916
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 395.2230 41399.5387 30 29.72 Carbamidomethyl+C(7) 2733.3566 VLGYKNCYIVTDGFSGGRGWLQSR 283.3498 2733.3393 23.5275 1722 2 1367.1733 ‐3.9167
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1373.7383 AAIQETVSATLNR 1985.7550 1373.7427 25.2311 14057 2 687.3750 2.52
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1777.8603 GTGITEEFEEVPVQSR 26269.1900 1777.8624 27.6133 11432 2 889.4348 1.37
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1556.6863 SIPSAEEEDFNYR 10853.4900 1556.6878 23.9378 9956 2 778.8476 1.0152
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1333.7110 AADNIAANLYAVK 6317.3590 1333.7109 27.0429 6304 2 667.3591 ‐0.3567
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1645.8180 SEEEAWAAGGSGILLR 4101.7170 1645.8250 30.8522 5732 2 823.4161 4.91
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 2125.0196 TVSSGISGASYYTGTFSAVNR 1038.5320 2125.0144 17.6060 1052 2 1063.0108 ‐1.6293
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1099.6259 ADGGLWLLVR 3863.6450 1099.6177 20.9625 3856 2 550.3125 ‐7.9634
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1355.7278 AAIQETVSATLNR 332.6199 1355.7293 25.2713 1053 3 452.5813 0.9203
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1973.7370 44160.6201 9 25.31 None 1760.8337 GTGITEEFEEVPVQSR 643.6056 1760.8338 28.1888 806 2 880.9205 0.3408
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thaliana 915.4467 18135.7055 2 11.59 None 979.5095 DGEFTGLLK 9323.7370 979.5077 28.0727 12845 2 490.2575 ‐2.5140
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thaliana 915.4467 18135.7055 2 11.59 None 1186.6202 TLEEEDPIIK 6621.9610 1186.6187 23.4623 12586 2 593.8130 ‐1.6500
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 1368.3320 1784.9406 20.5747 13618 2 892.9739 0.8225
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 3450.9770 2700.4165 23.4899 12249 3 900.8104 0.7005
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 1004.5524 QYTVPLQR 6940.8650 1004.5534 21.0785 4897 2 502.7803 0.3492
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYT 2976.1880 3788.8219 25.2196 3632 3 1263.6121 ‐1.3175
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 1285.7110 GIQVIVVTDGER 6947.0240 1285.7121 26.3029 2770 2 643.3597 0.4763
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 1145.5797 ETGKPIDETR 1376.6880 1145.5802 20.3277 1944 2 573.2937 ‐0.0625
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 Carbamidomethyl+C(31) 4586.2681 TFTKEVVEAMATLNEKPLILALSNPTSQAECTAEEA 866.7284 4586.2790 25.6654 1150 3 1529.4312 4.12
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 1273.6747 ETGKPIDETRK 280.4772 1273.7045 33.9104 910 2 637.3559 23.0633
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 Carbamidomethyl+C(9) 1948.8966 DLVKMAESCMYSPVYR 853.9903 1948.8868 21.3166 762 4 487.9771 ‐6.3038
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 None 856.4233 DLVKMAES 265.3848 856.4240 20.0388 1436 1 856.4240 1.12
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 819.2168 65066.5343 11 28.23 Carbamidomethyl+C(7) 971.4615 PTVGEACQK 102.2585 971.4653 22.3478 993 1 971.4653 4.33
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 2795.2570 TTYGDPLIYVTENGFSTPGDEDFEK 7084.4390 2795.2606 36.7014 11619 3 932.4251 2.0456
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1055.5156 LFNSGNFEK 4526.7320 1055.5177 22.3686 10801 2 528.2625 1.11
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1718.9224 NWITINQLYTVPTR 4745.6470 1718.9239 20.3371 9519 2 859.9656 1.1525
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1077.5324 GYALGTDAPGR 4425.2190 1077.5301 19.3070 8630 2 539.2687 ‐2.6539
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1074.5798 GMIGPVMITR 10505.7100 1074.5787 17.7478 8350 2 537.7930 ‐1.6535
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1744.8653 GFIFGVASSAYQVEGGR 3501.6210 1744.8645 19.6629 8082 2 872.9359 ‐0.1640
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1325.7100 YYNGLIDGLVAK 1611.7270 1325.7079 18.9672 6913 2 663.3576 ‐1.8447
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1298.6126 GIYYVMDYFK 3617.0290 1298.6129 20.6880 5416 2 649.8101 ‐0.0227



NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 866.4519 FSIAWSR 1755.3150 866.4536 17.5306 4798 1 866.4536 2.49
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 2122.9981 NATGHAPGPPFNAASYYYPK 271.7757 2122.9891 26.9037 4387 3 708.3345 ‐3.9721
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1433.7522 LPEFSETEAALVK 363.0474 1433.7764 24.7972 2189 3 478.5970 16.6745
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 2153.0761 EYVGDRLPEFSETEAALVK 2185.5430 2153.0793 31.4602 12891 3 718.3646 1.77
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 828.5189 LIDGLVAK 1535.1670 828.5168 18.9783 22444 1 828.5168 ‐2.0616
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 573.3355 TVPTR 121.9664 573.3343 21.2842 7157 1 573.3343 ‐2.1360
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1030.4741 NATGHAPGPPF 74.5239 1030.4700 28.9720 2851 1 1030.4700 ‐2.9886
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 886.5179 IGPVMITR 350.4604 886.5215 17.7908 1689 1 886.5215 4.86
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1053.4960 SSAYQVEGGR 178.9144 1053.5002 18.9788 1590 2 527.2537 3.48
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 786.4104 LGTDAPGR 156.0290 786.4127 19.8380 1389 1 786.4127 3.57
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 773.4338 GPVMITR 457.3010 773.4319 17.7515 1318 1 773.4319 ‐2.0340
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 942.4316 FNSGNFEK 224.9103 942.4310 22.3684 1100 1 942.4310 0.2043
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 795.3632 NSGNFEK 125.2562 795.3656 22.3582 1045 1 795.3656 3.63
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1204.6684 INQLYTVPTR 127.0229 1204.6613 18.3035 865 1 1204.6613 ‐4.4537
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1146.5942 NWITINQLY 222.0093 1146.5952 19.6988 844 1 1146.5952 2.1820
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1307.6994 YYNGLIDGLVAK 603.7860 1307.6986 18.0158 1653 2 654.3530 ‐0.8841
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1262.0750 51994.4753 47 33.77 None 1056.5693 GMIGPVMITR 282.7882 1056.5696 18.5233 1363 2 528.7885 ‐0.2743
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 2795.2570 TTYGDPLIYVTENGFSTPGDEDFEK 10136.6500 2795.2606 36.7014 11619 3 932.4251 1.65
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 1055.5156 LFNSGNFEK 6817.7000 1055.5177 22.3686 10801 2 528.2625 0.5667
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 Carbamidomethyl+C(12) 2158.9346 GGADLGNGDTTCDSYTLWQK 1543.8790 2158.9331 27.5477 7095 2 1079.9702 0.0511
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 1298.6126 GIYYVMDYFK 180.5346 1298.6420 34.6628 2564 2 649.8246 21.7489
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 1520.7169 WFLPFDHSQESK 235.2645 1520.7342 27.3295 1635 2 760.8707 10.09
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 2153.0761 EYVGDRLPEFSETEAALVK 1691.6110 2153.0793 31.4602 12891 3 718.3646 1.26
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 942.4316 FNSGNFEK 258.7732 942.4310 22.3684 1100 1 942.4310 ‐0.1217
NP_197972.2 myrosinase 1 Arabidopsis thaliana 768.1613 51994.4753 47 33.77 None 795.3632 NSGNFEK 139.5651 795.3656 22.3582 1045 1 795.3656 3.1192
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1718.9224 NWITINQLYTVPTR 5028.4470 1718.9239 20.3371 9519 2 859.9656 1.98
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1074.5798 GMIGPVMITR 15093.6500 1074.5787 17.7478 8350 2 537.7930 ‐1.5151
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1744.8653 GFIFGVASSAYQVEGGR 4278.8750 1744.8645 19.6629 8082 2 872.9359 0.2230
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1325.7100 YYNGLIDGLVAK 1593.4710 1325.7079 18.9672 6913 2 663.3576 ‐1.6132
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1298.6126 GIYYVMDYFK 1442.8770 1298.6129 20.6880 5416 2 649.8101 0.1988
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 866.4519 FSIAWSR 1548.1410 866.4536 17.5306 4798 1 866.4536 2.32
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1055.5156 LFNSGNFEK 345.1463 1055.4979 19.4294 3760 1 1055.4979 ‐15.3659
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 Oxidation+M(10) 1981.9993 AKIFFHGWFMGPLTEGK 345.1679 1981.9914 22.6010 1522 2 991.4993 ‐2.8912
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 828.5189 LIDGLVAK 2173.4070 828.5168 18.9783 22444 1 828.5168 ‐1.6514
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 773.4338 GPVMITR 301.0533 773.4319 17.7515 1318 1 773.4319 ‐1.6067
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1204.6684 INQLYTVPTR 65.0954 1204.6613 18.3035 865 1 1204.6613 ‐4.1610
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1146.5942 NWITINQLY 173.1961 1146.5952 19.6988 844 1 1146.5952 2.29
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1307.6994 YYNGLIDGLVAK 467.7129 1307.6986 18.0158 1653 2 654.3530 ‐0.6593
NP_197972.2 myrosinase 1 Arabidopsis thaliana 749.0557 51994.4753 47 33.77 None 1056.5693 GMIGPVMITR 378.2457 1056.5696 18.5233 1363 2 528.7885 ‐0.1426
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1167.6078 YKEDIQLMK 4492.8270 1167.6090 21.6704 53016 2 584.3081 ‐0.1571
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1819.9337 SGVQFYHDLIDELKR 964.9944 1819.9392 32.3637 7031 2 910.4732 3.1232
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 2203.9738 ENDSVENGTADYNRESYLK 222.6665 2204.0166 36.7016 3962 2 1102.5119 20.2607
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1663.8326 SGVQFYHDLIDELK 399.1870 1663.8449 33.8671 2759 2 832.4261 7.14
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 876.4495 EDIQLMK 11996.1100 876.4544 21.6656 2516 1 876.4544 5.69
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 966.4639 NLNTDSFR 181.1118 966.4711 30.3449 2053 2 483.7392 5.34
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1823.8956 EDIQLMKNLNTDSFR 993.1984 1823.8849 30.4960 1392 2 912.4461 ‐5.7347
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1279.6681 FKQDSLVEWK 573.0521 1279.6702 31.7180 1371 2 640.3388 0.7451
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 890.4618 YKEDIQL 190.0841 890.4642 21.6480 1379 1 890.4642 2.99
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 318.1644 61547.5664 10 6.00 None 1806.8691 EDIQLMKNLNTDSFR 852.6393 1806.8697 29.0470 1254 3 602.9614 0.0408
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1564.8291 VFSPEEISAMILTK 18544.4600 1564.8294 22.1310 17341 2 782.9183 0.2466
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1494.7223 ITPSWVGFTDSER 12979.2300 1494.7226 18.3951 16229 2 747.8649 0.1332
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1345.6457 NALETYVYNMK 10609.8300 1345.6478 28.8721 15528 2 673.3276 1.46
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1907.0021 IKDAVVTVPAYFNDAQR 12970.5100 1907.0021 17.5692 14854 3 636.3389 0.0847
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 2053.0124 VEIESLFDGVDFSEPLTR 30691.0900 2053.0107 39.2625 13822 2 1027.0090 ‐0.0979
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1155.6480 DAGVIAGLNVAR 10218.5400 1155.6495 26.7656 10922 2 578.3284 0.7727
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1296.6219 FEELNNDLFR 2344.3850 1296.6229 29.7412 10447 2 648.8151 0.4948
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 2498.0841 EALEWLDENQNSEKEEYDEK 2500.9710 2498.0848 26.9618 9739 3 833.3665 0.8074
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 1693.4760 2103.1280 18.7899 9367 3 701.7142 0.8603
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1550.7962 AVVTVPAYFNDAQR 19592.4200 1550.7960 28.5501 8333 2 775.9016 ‐0.0627
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1240.6242 MKETAEAYLGK 3453.9570 1240.6245 19.4678 3334 2 620.8159 ‐0.1693
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1536.7513 NGHVEIIANDQGNR 7116.6940 1536.7504 17.2219 3200 3 512.9216 ‐0.7469
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1523.7601 ARFEELNNDLFR 1452.2000 1523.7608 28.5732 7297 3 508.5918 0.2872
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 2354.1982 DGETKVFSPEEISAMILTKMK 2138.3190 2354.1981 23.2157 1776 3 785.4042 0.4207
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1157.6565 IKDAVVTVPAY 2747.3170 1157.6519 17.5682 2776 2 579.3296 ‐4.4755
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 778.3842 NNDLFR 193.8663 778.3823 28.7191 2646 1 778.3823 ‐2.0248
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 774.3489 ANDQGNR 252.6290 774.3508 18.2564 1838 1 774.3508 2.27
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 654.3280 VYNMK 107.5446 654.3288 28.9849 1064 1 654.3288 1.00
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1137.6375 DAGVIAGLNVAR 420.4218 1137.6395 25.0731 2406 2 569.3234 1.11
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6028.6770 73914.5211 40 27.20 None 1546.8185 VFSPEEISAMILTK 455.9683 1546.8192 21.8368 1975 2 773.9133 0.4913
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1659.8952 IINEPTAAAIAYGLDK 11219.5200 1659.8968 30.6526 18014 2 830.4521 0.7935
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1345.6457 NALETYVYNMK 10274.2300 1345.6478 28.8721 15528 2 673.3276 0.8228
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 2053.0124 VEIESLFDGVDFSEPLTR 23727.1000 2053.0107 39.2625 13822 2 1027.0090 ‐0.2534
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1155.6480 DAGVIAGLNVAR 13104.8600 1155.6495 26.7656 10922 2 578.3284 0.1143
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1296.6219 FEELNNDLFR 2461.1280 1296.6229 29.7412 10447 2 648.8151 ‐0.0845
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1240.6242 MKETAEAYLGK 1745.1130 1240.6245 19.4678 3334 2 620.8159 ‐0.7800
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1665.8231 DAVVTVPAYFNDAQR 218.4221 1665.8102 32.1079 1803 2 833.4087 ‐7.9161



NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 2661.2638 GVNPDEAVAYGAAVQGGILSGEGGDETK 509.2869 2661.2648 31.5818 1214 3 887.7598 0.4130
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1800.8949 IDARNALETYVYNMK 383.2498 1800.9002 36.8680 15074 2 900.9537 3.0174
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1523.7601 ARFEELNNDLFR 1407.8820 1523.7608 28.5732 7297 3 508.5918 ‐0.0076
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 1117.5735 LADKLEGDEK 329.7038 1117.5716 17.2336 875 2 559.2894 ‐2.9680
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1546.6570 73914.5211 40 27.20 None 647.3148 NDLFR 46.7577 647.3171 27.8091 2644 1 647.3171 3.29
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 6953.7460 2197.1059 31.5117 7439 2 1099.0566 ‐0.7220
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1971.0546 ALNDTIITGVPTTINYHK 10211.0500 1971.0547 18.0094 5567 3 657.6898 0.2433
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1720.8752 HEEELAEPQEIVAVK 3078.2500 1720.8742 25.1196 5245 3 574.2963 ‐0.5807
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1503.5960 2641.3589 41.2903 5047 3 881.1245 2.12
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 1222.5660 1702.7385 24.8262 4877 2 851.8729 0.6826
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 3282.6350 2372.1114 32.2450 2950 3 791.3753 0.4066
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1382.5868 GSFYFMEMNTR 2269.6910 1382.5869 19.0928 1408 2 691.7971 ‐0.0967
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1117.6252 LAKEPGEFVK 677.6376 1117.5996 21.8963 4645 1 1117.5996 ‐21.6972
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1651.8187 DHGINFIGPNPDSIR 443.1470 1651.8234 27.6602 3179 3 551.2793 2.13
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1317.7235 VANEIGFPVMIK 572.6152 1317.7231 31.3320 3100 2 659.3652 ‐0.5944
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 933.4676 INAEDPFK 1714.1300 933.4736 23.1001 2307 2 467.2404 5.63
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1097.4966 MDASMITNSK 179.7555 1097.4892 21.9723 2128 2 549.2482 ‐7.2731
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1032.6048 TQTLKVSQK 263.4014 1032.5934 24.9539 2647 1 1032.5934 ‐9.9656
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 Carbamidomethyl+C(13) 2626.3042 QEDIVLRGHSIECRINAEDPFK 314.5663 2626.2927 21.8489 1365 3 876.1024 ‐3.7540
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 Carbamidomethyl+C(6) 1755.8119 GHSIECRINAEDPFK 322.8910 1755.8189 21.3210 11618 3 585.9445 3.33
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 948.4455 DASMITNSK 249.7896 948.4449 20.1138 2205 2 474.7261 ‐1.4008
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1052.7050 58900.5131 17 28.86 None 1079.4860 MDASMITNSK 197.5622 1079.4818 22.2416 4259 1 1079.4818 ‐2.7797
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 1423.6700 ELAEDGYSGVEVR 23403.4700 1423.6684 22.4333 16367 2 712.3378 ‐1.2423
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 9481.6500 1288.6693 26.8602 13853 2 644.8383 0.7957
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 917.5302 ELTSLVQK 1390.8000 917.5291 21.0828 4832 2 459.2682 ‐2.0479
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 1269.5780 DGYMVSSGQPTK 2805.3110 1269.5789 17.7976 2903 2 635.2931 0.3641
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTDYPAMPVA 1435.6230 3590.7648 41.6417 1666 3 1197.5931 2.55
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 1700.8530 FKFPQDSVELYAEK 1254.1410 1700.8505 29.1111 4883 3 567.6217 ‐1.5040
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 559.3198 GVEVR 97.0942 559.3183 20.6841 4279 1 559.3183 ‐2.8602
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 809.4152 YSGVEVR 146.1313 809.4175 22.4023 2856 1 809.4175 3.96
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 504.2776 ESLR 134.5466 504.2778 27.7510 1814 1 504.2778 0.0589
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 1251.5674 DGYMVSSGQPTK 282.2661 1251.5709 16.7040 1479 2 626.2891 2.11
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2063.0090 27629.2556 17 37.50 None 899.5197 ELTSLVQK 209.0470 899.5202 21.2488 1437 2 450.2637 ‐0.2569
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 14812.4700 1288.6693 26.8602 13853 2 644.8383 0.2119
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 None 917.5302 ELTSLVQK 1688.3070 917.5291 21.0828 4832 2 459.2682 ‐2.8396
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTDYPAMPVA 731.5535 3590.7648 41.6417 1666 3 1197.5931 1.84
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 None 1700.8530 FKFPQDSVELYAEK 1314.1710 1700.8505 29.1111 4883 3 567.6217 ‐1.8495
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 None 504.2776 ESLR 179.2775 504.2778 27.7510 1814 1 504.2778 ‐0.3894
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 871.4876 27629.2556 17 37.50 None 899.5197 ELTSLVQK 407.3488 899.5202 21.2488 1437 2 450.2637 ‐1.0587
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1581.8370 TIEKPVEDPSELPK 63536.9200 1581.8340 21.2540 155886 3 527.9495 ‐1.9819
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 78067.9000 2564.3028 22.9487 93853 3 855.4391 0.4784
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1763.9174 VETLLNLDTKPYSDR 16562.0400 1763.9162 28.1731 82624 3 588.6436 ‐0.6429
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 20037.5900 3000.3933 21.4472 67365 3 1000.8026 ‐1.6876
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1817.8565 HETASIDQFSWGVANR 23628.1000 1817.8554 28.1539 57730 3 606.6233 ‐0.5642
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 545.3293 LSLNV 5645.4400 545.3291 26.6340 51560 1 545.3291 ‐0.5892
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 12158.3200 2676.2710 22.5415 43087 3 892.7619 0.8940
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 15195.7600 2623.3309 19.2995 42918 3 875.1152 1.0939
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 12689.8800 3842.9786 25.6403 36651 3 1281.6644 ‐1.0766
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 899.5673 AILNLSLR 19520.2600 899.5655 18.4440 30304 2 450.2864 ‐2.8533
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 3100.6540 1775.9670 21.9447 10312 2 888.4871 ‐0.8269
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 4563.0810 2467.2283 34.0817 9809 3 823.0810 0.4038
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1007.5044 EEGGFEVIK 8309.5610 1007.5033 23.1497 9167 2 504.2553 ‐1.8104
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1135.5994 EEGGFEVIKK 19783.2400 1135.5982 19.6547 9079 2 568.3027 ‐1.5366
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1460.7281 IWGRDISDAHYK 292.6731 1460.7017 33.8565 794 1 1460.7017 ‐15.9826
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1416.7441 VLALQSDNSTVNR 135.0536 1416.7227 50.7497 760 2 708.8650 ‐15.2533
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1509.7730 SMREEGGFEVIKK 19753.6900 1509.7727 20.2957 15174 3 503.9291 ‐0.3527
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 651.3461 GGNNILV 298.3286 651.3458 19.1734 39237 1 651.3458 ‐0.2475
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 995.5044 VEDPSELPK 505.1310 995.5049 22.4878 11936 2 498.2561 ‐0.2493
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1550.8213 DSEVILYPQAIFR 267.5995 1550.8281 20.0466 10291 2 775.9177 4.45
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 472.2766 TIEK 108.7875 472.2756 21.1472 7489 1 472.2756 ‐2.4134
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 Carbamidomethyl+C(1) 706.3189 CGVGADK 151.5331 706.3154 19.7013 3194 1 706.3154 ‐4.6474
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1480.7894 IEKPVEDPSELPK 280.0027 1480.7836 21.3081 3011 2 740.8954 ‐3.9304
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 670.3770 PSELPK 231.5932 670.3763 22.5823 2512 1 670.3763 ‐0.8827
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 640.3242 WPLGW 115.9004 640.3221 20.6339 2362 1 640.3221 ‐3.2298
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 615.2885 DAHYK 55.1459 615.2902 33.6770 1924 1 615.2902 2.01
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1535.8064 TLLNLDTKPYSDR 626.8443 1535.8073 28.6752 1708 2 768.4073 0.5870
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 943.5571 TLLQQNVK 252.6953 943.5542 24.1054 1433 2 472.2807 ‐3.8993
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 912.4673 TIEKPVED 3187.4050 912.4671 21.2516 1284 1 912.4671 0.5552
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 914.4466 EDPSELPK 4014.7010 914.4477 21.2521 992 1 914.4477 1.21
NP_198413.1 glutamine synthetase Arabidopsis thaliana 12800.3400 47809.8511 31 56.98 None 1186.6579 IWIGGSGIDLR 161.8554 1186.6538 22.3157 944 2 593.8306 ‐3.8568
NP_198449.1 uncharacterized protein Arabidopsis thaliana 146.9662 40195.5059 4 7.32 None 1141.6575 LQQNEGILVK 2254.1260 1141.6592 25.5096 7703 2 571.3333 0.3036
NP_198449.1 uncharacterized protein Arabidopsis thaliana 146.9662 40195.5059 4 7.32 Carbamidomethyl+C(9) 1708.8575 LEKDASAACGAIFDLK 1195.5710 1708.8553 28.5813 6700 2 854.9313 ‐1.3712
NP_198449.1 uncharacterized protein Arabidopsis thaliana 146.9662 40195.5059 4 7.32 None 977.5415 LGAFVLDSR 385.9693 977.5243 28.9639 7285 2 489.2658 ‐19.0659
NP_198449.1 uncharacterized protein Arabidopsis thaliana 146.9662 40195.5059 4 7.32 None 1744.8460 LVQSNDIQRDEDGGAK 439.3045 1744.8392 31.8540 1453 2 872.9232 ‐3.9573
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 5520.8140 2531.2392 29.0816 14922 3 844.4179 0.9728
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 2896.4404 VFSNPDVAAEVPWYGIEQEYTLLQK 4786.1840 2896.4465 23.0210 10680 3 966.1537 2.07
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 1449.7948 TLPGPVTDPSQLPK 4004.5310 1449.7968 25.7349 7192 2 725.4020 1.83
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 2972.3949 WNYDGSSTGQAPGEDSEVILYPQAIFK 3383.4800 2972.3959 36.8978 3386 3 991.4702 1.99
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 3487.6661 GYFEDRRPASNMDPYIVTSMIAETTILWNP 513.9194 3487.5903 23.9097 6793 3 1163.2016 ‐20.5003
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 1501.7142 EHIAAYGEGNERR 195.9816 1501.6787 32.6892 1656 2 751.3430 ‐23.6660
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 1235.6630 PGPVTDPSQLPK 352.4745 1235.6654 25.1766 13926 2 618.3363 1.27
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 1129.5524 VFSNPDVAAEV 230.6746 1129.5557 24.4998 6061 2 565.2815 2.85
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1267.5410 39343.2435 14 33.43 None 1021.4850 GYFEDRRP 324.5086 1021.4870 23.8501 2439 1 1021.4870 2.83
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1171.7210 39343.2435 14 33.43 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 6438.1680 2531.2392 29.0816 14922 3 844.4179 0.3893



NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1171.7210 39343.2435 14 33.43 None 1449.7948 TLPGPVTDPSQLPK 5539.6240 1449.7968 25.7349 7192 2 725.4020 0.7948
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1171.7210 39343.2435 14 33.43 None 2972.3949 WNYDGSSTGQAPGEDSEVILYPQAIFK 4681.5990 2972.3959 36.8978 3386 3 991.4702 0.5300
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1171.7210 39343.2435 14 33.43 Carbamidomethyl+C(19) 2692.2653 WPVGWPIGGYPGPQGPYYCGIGADK 602.7340 2692.2772 31.5778 2802 3 898.0973 4.08
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 1171.7210 39343.2435 14 33.43 None 1964.9845 MSLVSDLINLNLSDSTDK 238.8185 1964.9627 32.6906 13929 2 982.9850 ‐10.6919
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 256727.3000 1548.8057 19.0951 3869848 2 774.9065 ‐2.1519
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 935.4945 IIGFDNTR 63541.2900 935.4939 22.7332 1765845 2 468.2506 ‐1.4594
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 952.4887 EYPGAFIR 20409.6100 952.4872 24.4578 776260 2 476.7472 ‐2.3363
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 907.4884 EVDYLLR 53399.3600 907.4871 24.7769 676744 2 454.2472 ‐2.2440
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 153136.7000 2080.9922 21.3268 521140 3 694.3356 ‐1.0686
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 914.4229 YWTMWK 27671.4400 914.4212 18.4275 496286 2 457.7142 ‐2.7469
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 210916.0000 2086.0251 20.1472 429776 2 1043.5162 ‐2.2785
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1939.9899 FETLSYLPDLSDVELAK 73691.7300 1939.9862 21.5775 253360 2 970.4967 ‐1.3492
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1365.5818 EHGNTPGYYDGR 47646.6300 1365.5783 14.7331 57818 3 455.8643 ‐2.8168
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 2828.4604 FETLSYLPDLSDVELAKEVDYLLR 1123.8960 2828.4597 24.6989 11800 3 943.4914 0.5178
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 924.5666 VWPPIGKK 6073.4530 924.5671 16.6125 9244 1 924.5671 1.47
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 2068.0849 KFETLSYLPDLSDVELAK 93694.7300 2068.0790 20.7072 675005 3 690.0312 ‐2.5726
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 2196.1798 KKFETLSYLPDLSDVELAK 53443.9400 2196.1786 19.7361 259876 3 732.7311 ‐0.2159
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 660.3828 PGAFIR 3256.0380 660.3821 24.4541 148840 1 660.3821 ‐0.9582
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 982.5244 KFETLSYL 3341.6950 982.5251 20.7097 26696 1 982.5251 1.72
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 564.3504 YLLR 454.2474 564.3503 24.7733 24235 1 564.3503 ‐0.3644
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 778.4458 VDYLLR 306.2094 778.4466 24.7699 20849 1 778.4466 1.98
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 761.4040 SDVELAK 103.9089 761.4048 22.4356 14705 1 761.4048 1.03
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 715.3661 EVDYLL 3052.2790 715.3669 24.7665 5936 1 715.3669 1.68
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 488.2504 KFET 57.1082 488.2523 21.1077 5660 1 488.2523 3.94
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 485.4877 1781.8328 18.4392 4900 2 891.4200 1.0052
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1110.5466 AYKPPSFTEA 2686.9780 1110.5406 20.1479 4767 1 1110.5406 ‐4.1556
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(4) 863.4080 QVQCISF 2063.5200 863.4096 20.1037 4351 1 863.4096 2.65
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 869.4403 KFETLSY 637.6238 869.4409 19.7104 4165 1 869.4409 1.01
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1850.9422 KFETLSYLPDLSDVEL 336.6619 1850.9403 21.0805 3758 2 925.9738 ‐0.5620
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 693.2951 EHGNTPG 8023.0260 693.2931 14.7169 3742 1 693.2931 ‐2.7173
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 823.4461 YPGAFIR 151.9300 823.4466 24.4773 3517 1 823.4466 1.1739
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1039.5095 YKPPSFTEA 6333.8090 1039.5071 20.1489 3432 1 1039.5071 ‐1.2185
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 836.4189 FETLSYL 357.7653 836.4189 20.5374 3013 1 836.4189 0.6069
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 539.2209 EHGNT 5960.8330 539.2202 14.7224 2549 1 539.2202 ‐1.3372
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 709.3264 GFDNTR 76.1874 709.3239 24.2470 2419 1 709.3239 ‐3.2175
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1110.6194 KKFETLSYL 764.3867 1110.6159 19.7525 2213 1 1110.6159 ‐1.9053
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 822.4104 IGFDNTR 121.0400 822.4135 21.6990 1972 1 822.4135 4.66
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 907.4421 EHGFVYR 268.3891 907.4427 24.4088 1941 1 907.4427 1.88
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 751.3596 WTMWK 82.9235 751.3604 17.9321 1674 1 751.3604 1.32
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 619.3450 KFETL 81.1378 619.3422 22.5055 1651 1 619.3422 ‐4.5431
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1847.9426 KKFETLSYLPDLSDVE 453.9801 1847.9424 21.1848 1527 2 924.4748 0.3477
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 827.3682 PGYYDGR 3215.2100 827.3681 14.7288 1424 1 827.3681 0.3702
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(4) 959.4655 QVQCISFI 389.2013 959.4640 20.8587 1408 2 480.2356 ‐2.4225
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 856.3584 EHGNTPGY 469.6991 856.3591 14.6999 1394 1 856.3591 1.67
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(4) 1192.5820 QVQCISFIAY 278.5887 1192.5860 21.4188 1271 2 596.7966 2.60
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1020.5261 LEHGFVYR 218.6308 1020.5301 26.9018 1254 2 510.7687 3.75
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 816.4614 KKFETLS 108.5953 816.4574 19.4679 1234 1 816.4574 ‐4.4555
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 620.2926 EVDYL 114.5198 620.2916 26.7441 1185 1 620.2916 ‐1.6300
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1199.6518 LPDLSDVELAK 163.6795 1199.6543 21.5795 1184 1 1199.6543 3.24
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1066.5092 FETLSYLPD 118.3484 1066.5124 22.9584 1131 1 1066.5124 4.1664
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 747.4400 KKFETL 216.6582 747.4395 21.5197 1076 1 747.4395 ‐0.2149
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 979.5247 KKFETLSY 99.9983 979.5301 17.5744 1058 2 490.2687 4.27
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1278.6266 FELEHGFVYR 229.9249 1278.6323 16.3614 1036 3 426.8823 4.1335
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 Carbamidomethyl+C(6) 973.4448 LPLFGCTDS 284.2911 973.4433 20.7146 1027 2 487.2253 ‐2.2806
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 874.4880 LSDVELAK 149.8701 874.4868 20.6259 901 2 437.7471 ‐2.2514
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1362.7151 YLPDLSDVELAK 234.4438 1362.7113 21.5697 788 1 1362.7113 ‐0.9601
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 934.4781 EYPGAFIR 512.2349 934.4786 24.4422 57327 2 467.7429 ‐0.2950
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 1347.5713 EHGNTPGYYDGR 1327.9550 1347.5706 16.6369 6662 2 674.2890 ‐0.6874
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 71767.7500 20569.5334 99 75.69 None 896.4124 YWTMWK 140.5703 896.4104 18.4325 1425 2 448.7088 ‐3.0673
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 222271.9000 1548.8057 19.0951 3869848 2 774.9065 ‐1.8376
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 197592.1000 2080.9922 21.3268 521140 3 694.3356 ‐0.8059
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 914.4229 YWTMWK 24022.7200 914.4212 18.4275 496286 2 457.7142 ‐2.6679
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 209815.0000 2086.0251 20.1472 429776 2 1043.5162 ‐1.7649
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1939.9899 FETLSYLPDLSDVELAK 110643.9000 1939.9862 21.5775 253360 2 970.4967 ‐0.8899
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 2828.4604 FETLSYLPDLSDVELAKEVDYLLR 2138.5290 2828.4597 24.6989 11800 3 943.4914 0.9749
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 935.4945 IIGFDNTR 15061.3200 935.4925 15.4971 10599 2 468.2499 ‐2.8774
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 924.5666 VWPPIGKK 4954.5110 924.5671 16.6125 9244 1 924.5671 1.48
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 952.4887 EYPGAFIR 6485.4450 952.4870 16.1779 5695 2 476.7471 ‐2.4943
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 796.4716 VWPPIGK 698.1003 796.4714 16.0689 3288 2 398.7393 ‐1.2052
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 907.4884 EVDYLLR 1327.6800 907.4824 16.4152 2023 2 454.2448 ‐7.3476
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 2623.3470 ASSMLSSAAVVTSPAQATMVAPFTGLK 213.8047 2623.3162 21.4974 1144 3 875.1102 ‐10.7009
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 2068.0849 KFETLSYLPDLSDVELAK 161568.1000 2068.0790 20.7072 675005 3 690.0312 ‐2.3132
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 2196.1798 KKFETLSYLPDLSDVELAK 82571.3200 2196.1786 19.7361 259876 3 732.7311 0.0768
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(6)
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 751.3596 WTMWK 8817.5250 751.3599 18.4284 46918 1 751.3599 1.60
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 565.2803 TMWK 2724.9190 565.2801 18.4249 32530 1 565.2801 0.1469
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 704.6721 1289.6165 19.0958 7329 1 1289.6165 ‐0.3906
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 515.2485 1190.5478 19.0954 5805 1 1190.5478 ‐1.0701
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1110.5466 AYKPPSFTEA 2593.0760 1110.5406 20.1479 4767 1 1110.5406 ‐3.8335
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 869.4403 KFETLSY 1924.1490 869.4409 19.7104 4165 1 869.4409 1.74
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1086.5677 PDLSDVELAK 516.4415 1086.5668 19.7578 3959 1 1086.5668 0.6669
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 709.3264 GFDNTR 1541.3430 709.3256 15.4908 3454 1 709.3256 ‐0.4098
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1039.5095 YKPPSFTEA 8745.3130 1039.5071 20.1489 3432 1 1039.5071 ‐0.8742
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 697.4032 WPPIGK 69.1433 697.4003 16.5770 3138 1 697.4003 ‐3.4935



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1322.6991 KKFETLSYLPD 581.4267 1322.7000 19.7491 2754 2 661.8536 0.6266
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 733.3490 WTMWK 74.6646 733.3452 18.4249 2445 1 733.3452 ‐4.4210
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1110.6194 KKFETLSYL 966.8499 1110.6159 19.7525 2213 1 1110.6159 ‐1.5833
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 907.4421 EHGFVYR 118.1312 907.4427 24.4088 1941 1 907.4427 1.43
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 748.3512 PPSFTEA 3669.0180 748.3512 20.1473 1723 1 748.3512 0.7474
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1449.7472 SYLPDLSDVELAK 447.9149 1449.7395 21.5795 1715 1 1449.7395 ‐3.0100
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 619.3450 KFETL 280.2054 619.3422 22.5055 1651 1 619.3422 ‐4.0676
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1425.6797 EFELEHGFVYR 298.5326 1425.6796 21.7943 1386 1 1425.6796 2.1328
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 660.3828 PGAFIR 585.7707 660.3835 16.1759 1335 1 660.3835 1.22
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 822.4104 IGFDNTR 703.6005 822.4094 15.4949 1203 1 822.4094 ‐0.3850
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1199.6518 LPDLSDVELAK 133.0938 1199.6543 21.5795 1184 1 1199.6543 3.66
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1066.5092 FETLSYLPD 193.0311 1066.5124 22.9584 1131 1 1066.5124 4.22
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 747.4400 KKFETL 563.2179 747.4395 21.5197 1076 1 747.4395 0.2206
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1278.6266 FELEHGFVYR 124.1671 1278.6323 16.3614 1036 3 426.8823 4.1876
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 979.5247 KKFETLSY 253.9343 979.5239 19.6405 1036 2 490.2656 ‐1.4933
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1296.6371 FELEHGFVYR 190.6545 1296.6305 22.0481 991 1 1296.6305 ‐3.2205
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 1362.7151 YLPDLSDVELAK 291.3142 1362.7113 21.5697 788 1 1362.7113 ‐0.7168
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 896.4124 YWTMWK 204.5212 896.4104 18.4325 1425 2 448.7088 ‐2.9950
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 68480.0600 20569.5334 99 75.69 None 918.4680 IIGFDNTR 721.5449 918.4658 17.9100 1053 1 918.4658 ‐1.2058
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 256727.3000 1548.8057 19.0951 3869848 2 774.9065 ‐2.1519
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 935.4945 IIGFDNTR 63541.2900 935.4939 22.7332 1765845 2 468.2506 ‐1.4594
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 952.4887 EYPGAFIR 20409.6100 952.4872 24.4578 776260 2 476.7472 ‐2.3363
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 907.4884 EVDYLLR 53399.3600 907.4871 24.7769 676744 2 454.2472 ‐2.2440
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 153136.7000 2080.9922 21.3268 521140 3 694.3356 ‐1.0686
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 914.4229 YWTMWK 27671.4400 914.4212 18.4275 496286 2 457.7142 ‐2.7469
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 210916.0000 2086.0251 20.1472 429776 2 1043.5162 ‐2.2785
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1939.9899 FETLSYLPDLSDVELAK 73691.7300 1939.9862 21.5775 253360 2 970.4967 ‐1.3492
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1365.5818 EHGNTPGYYDGR 47646.6300 1365.5783 14.7331 57818 3 455.8643 ‐2.8168
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 2828.4604 FETLSYLPDLSDVELAKEVDYLLR 1123.8960 2828.4597 24.6989 11800 3 943.4914 0.5178
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 924.5666 VWPPIGKK 6073.4530 924.5671 16.6125 9244 1 924.5671 1.47
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 2068.0849 KFETLSYLPDLSDVELAK 93694.7300 2068.0790 20.7072 675005 3 690.0312 ‐2.5726
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 2196.1798 KKFETLSYLPDLSDVELAK 53443.9400 2196.1786 19.7361 259876 3 732.7311 ‐0.2159
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1547.7772 KANNDITSITSNGGR 960.1846 1547.7744 23.1095 1189 1 1547.7744 0.4786
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 660.3828 PGAFIR 3256.0380 660.3821 24.4541 148840 1 660.3821 ‐0.9582
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 982.5244 KFETLSYL 3341.6950 982.5251 20.7097 26696 1 982.5251 1.72
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 564.3504 YLLR 454.2474 564.3503 24.7733 24235 1 564.3503 ‐0.3644
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 778.4458 VDYLLR 306.2094 778.4466 24.7699 20849 1 778.4466 1.98
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 761.4040 SDVELAK 103.9089 761.4048 22.4356 14705 1 761.4048 1.03
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 715.3661 EVDYLL 3052.2790 715.3669 24.7665 5936 1 715.3669 1.68
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 488.2504 KFET 57.1082 488.2523 21.1077 5660 1 488.2523 3.94
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 485.4877 1781.8328 18.4392 4900 2 891.4200 1.0052
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1110.5466 AYKPPSFTEA 2686.9780 1110.5406 20.1479 4767 1 1110.5406 ‐4.1556
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(4) 863.4080 QVQCISF 2063.5200 863.4096 20.1037 4351 1 863.4096 2.65
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 869.4403 KFETLSY 637.6238 869.4409 19.7104 4165 1 869.4409 1.01
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1850.9422 KFETLSYLPDLSDVEL 336.6619 1850.9403 21.0805 3758 2 925.9738 ‐0.5620
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 693.2951 EHGNTPG 8023.0260 693.2931 14.7169 3742 1 693.2931 ‐2.7173
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 823.4461 YPGAFIR 151.9300 823.4466 24.4773 3517 1 823.4466 1.1739
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1039.5095 YKPPSFTEA 6333.8090 1039.5071 20.1489 3432 1 1039.5071 ‐1.2185
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 836.4189 FETLSYL 357.7653 836.4189 20.5374 3013 1 836.4189 0.6069
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 539.2209 EHGNT 5960.8330 539.2202 14.7224 2549 1 539.2202 ‐1.3372
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 709.3264 GFDNTR 76.1874 709.3239 24.2470 2419 1 709.3239 ‐3.2175
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1110.6194 KKFETLSYL 764.3867 1110.6159 19.7525 2213 1 1110.6159 ‐1.9053
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 822.4104 IGFDNTR 121.0400 822.4135 21.6990 1972 1 822.4135 4.66
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 907.4421 EHGFVYR 268.3891 907.4427 24.4088 1941 1 907.4427 1.88
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 751.3596 WTMWK 82.9235 751.3604 17.9321 1674 1 751.3604 1.32
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 619.3450 KFETL 81.1378 619.3422 22.5055 1651 1 619.3422 ‐4.5431
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1847.9426 KKFETLSYLPDLSDVE 453.9801 1847.9424 21.1848 1527 2 924.4748 0.3477
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 827.3682 PGYYDGR 3215.2100 827.3681 14.7288 1424 1 827.3681 0.3702
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(4) 959.4655 QVQCISFI 389.2013 959.4640 20.8587 1408 2 480.2356 ‐2.4225
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 856.3584 EHGNTPGY 469.6991 856.3591 14.6999 1394 1 856.3591 1.67
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(4) 1192.5820 QVQCISFIAY 278.5887 1192.5860 21.4188 1271 2 596.7966 2.60
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1020.5261 LEHGFVYR 218.6308 1020.5301 26.9018 1254 2 510.7687 3.75
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 816.4614 KKFETLS 108.5953 816.4574 19.4679 1234 1 816.4574 ‐4.4555
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 620.2926 EVDYL 114.5198 620.2916 26.7441 1185 1 620.2916 ‐1.6300
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1199.6518 LPDLSDVELAK 163.6795 1199.6543 21.5795 1184 1 1199.6543 3.24
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1066.5092 FETLSYLPD 118.3484 1066.5124 22.9584 1131 1 1066.5124 4.1664
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 747.4400 KKFETL 216.6582 747.4395 21.5197 1076 1 747.4395 ‐0.2149
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 979.5247 KKFETLSY 99.9983 979.5301 17.5744 1058 2 490.2687 4.27
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1278.6266 FELEHGFVYR 229.9249 1278.6323 16.3614 1036 3 426.8823 4.1335
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 Carbamidomethyl+C(6) 973.4448 LPLFGCTDS 284.2911 973.4433 20.7146 1027 2 487.2253 ‐2.2806
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 874.4880 LSDVELAK 149.8701 874.4868 20.6259 901 2 437.7471 ‐2.2514
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1362.7151 YLPDLSDVELAK 234.4438 1362.7113 21.5697 788 1 1362.7113 ‐0.9601
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 934.4781 EYPGAFIR 512.2349 934.4786 24.4422 57327 2 467.7429 ‐0.2950
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 1347.5713 EHGNTPGYYDGR 1327.9550 1347.5706 16.6369 6662 2 674.2890 ‐0.6874
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 71767.7500 20635.5059 99 71.82 None 896.4124 YWTMWK 140.5703 896.4104 18.4325 1425 2 448.7088 ‐3.0673
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 222271.9000 1548.8057 19.0951 3869848 2 774.9065 ‐1.8376
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 197592.1000 2080.9922 21.3268 521140 3 694.3356 ‐0.8059
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 914.4229 YWTMWK 24022.7200 914.4212 18.4275 496286 2 457.7142 ‐2.6679
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 209815.0000 2086.0251 20.1472 429776 2 1043.5162 ‐1.7649
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1939.9899 FETLSYLPDLSDVELAK 110643.9000 1939.9862 21.5775 253360 2 970.4967 ‐0.8899
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 2828.4604 FETLSYLPDLSDVELAKEVDYLLR 2138.5290 2828.4597 24.6989 11800 3 943.4914 0.9749
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 935.4945 IIGFDNTR 15061.3200 935.4925 15.4971 10599 2 468.2499 ‐2.8774
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 924.5666 VWPPIGKK 4954.5110 924.5671 16.6125 9244 1 924.5671 1.48
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 952.4887 EYPGAFIR 6485.4450 952.4870 16.1779 5695 2 476.7471 ‐2.4943



NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 796.4716 VWPPIGK 698.1003 796.4714 16.0689 3288 2 398.7393 ‐1.2052
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 907.4884 EVDYLLR 1327.6800 907.4824 16.4152 2023 2 454.2448 ‐7.3476
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 2068.0849 KFETLSYLPDLSDVELAK 161568.1000 2068.0790 20.7072 675005 3 690.0312 ‐2.3132
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 2196.1798 KKFETLSYLPDLSDVELAK 82571.3200 2196.1786 19.7361 259876 3 732.7311 0.0768
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(6)
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 751.3596 WTMWK 8817.5250 751.3599 18.4284 46918 1 751.3599 1.60
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 565.2803 TMWK 2724.9190 565.2801 18.4249 32530 1 565.2801 0.1469
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 704.6721 1289.6165 19.0958 7329 1 1289.6165 ‐0.3906
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 515.2485 1190.5478 19.0954 5805 1 1190.5478 ‐1.0701
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1110.5466 AYKPPSFTEA 2593.0760 1110.5406 20.1479 4767 1 1110.5406 ‐3.8335
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 869.4403 KFETLSY 1924.1490 869.4409 19.7104 4165 1 869.4409 1.74
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1086.5677 PDLSDVELAK 516.4415 1086.5668 19.7578 3959 1 1086.5668 0.6669
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 709.3264 GFDNTR 1541.3430 709.3256 15.4908 3454 1 709.3256 ‐0.4098
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1039.5095 YKPPSFTEA 8745.3130 1039.5071 20.1489 3432 1 1039.5071 ‐0.8742
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 697.4032 WPPIGK 69.1433 697.4003 16.5770 3138 1 697.4003 ‐3.4935
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1322.6991 KKFETLSYLPD 581.4267 1322.7000 19.7491 2754 2 661.8536 0.6266
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 733.3490 WTMWK 74.6646 733.3452 18.4249 2445 1 733.3452 ‐4.4210
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1110.6194 KKFETLSYL 966.8499 1110.6159 19.7525 2213 1 1110.6159 ‐1.5833
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 907.4421 EHGFVYR 118.1312 907.4427 24.4088 1941 1 907.4427 1.43
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 748.3512 PPSFTEA 3669.0180 748.3512 20.1473 1723 1 748.3512 0.7474
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1449.7472 SYLPDLSDVELAK 447.9149 1449.7395 21.5795 1715 1 1449.7395 ‐3.0100
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 619.3450 KFETL 280.2054 619.3422 22.5055 1651 1 619.3422 ‐4.0676
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1425.6797 EFELEHGFVYR 298.5326 1425.6796 21.7943 1386 1 1425.6796 2.1328
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 660.3828 PGAFIR 585.7707 660.3835 16.1759 1335 1 660.3835 1.22
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 822.4104 IGFDNTR 703.6005 822.4094 15.4949 1203 1 822.4094 ‐0.3850
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1199.6518 LPDLSDVELAK 133.0938 1199.6543 21.5795 1184 1 1199.6543 3.66
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1066.5092 FETLSYLPD 193.0311 1066.5124 22.9584 1131 1 1066.5124 4.22
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 747.4400 KKFETL 563.2179 747.4395 21.5197 1076 1 747.4395 0.2206
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 979.5247 KKFETLSY 253.9343 979.5239 19.6405 1036 2 490.2656 ‐1.4933
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1278.6266 FELEHGFVYR 124.1671 1278.6323 16.3614 1036 3 426.8823 4.1876
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1296.6371 FELEHGFVYR 190.6545 1296.6305 22.0481 991 1 1296.6305 ‐3.2205
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 1362.7151 YLPDLSDVELAK 291.3142 1362.7113 21.5697 788 1 1362.7113 ‐0.7168
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 896.4124 YWTMWK 204.5212 896.4104 18.4325 1425 2 448.7088 ‐2.9950
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 68448.1700 20635.5059 99 71.82 None 918.4680 IIGFDNTR 721.5449 918.4658 17.9100 1053 1 918.4658 ‐1.2058
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 256727.3000 1548.8057 19.0951 3869848 2 774.9065 ‐2.1519
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 935.4945 IIGFDNTR 63541.2900 935.4939 22.7332 1765845 2 468.2506 ‐1.4594
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 952.4887 EYPGAFIR 20409.6100 952.4872 24.4578 776260 2 476.7472 ‐2.3363
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 907.4884 EVDYLLR 53399.3600 907.4871 24.7769 676744 2 454.2472 ‐2.2440
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 153136.7000 2080.9922 21.3268 521140 3 694.3356 ‐1.0686
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 914.4229 YWTMWK 27671.4400 914.4212 18.4275 496286 2 457.7142 ‐2.7469
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 18987.5800 2072.0123 20.1778 79378 2 1036.5098 ‐0.9447
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1954.0056 FETLSYLPDLTDVELAK 22321.0400 1954.0046 21.7802 64745 2 977.5060 0.1299
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1365.5818 EHGNTPGYYDGR 47646.6300 1365.5783 14.7331 57818 3 455.8643 ‐2.8168
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 924.5666 VWPPIGKK 6073.4530 924.5671 16.6125 9244 1 924.5671 1.47
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 2082.1005 KFETLSYLPDLTDVELAK 2854.7520 2082.0982 20.8839 104246 3 694.7043 ‐0.8399
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 2210.1955 KKFETLSYLPDLTDVELAK 483.1455 2210.1972 19.8859 32893 3 737.4039 1.1121
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1547.7772 KANNDITSITSNGGR 960.1846 1547.7744 23.1095 1189 1 1547.7744 0.4786
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 660.3828 PGAFIR 3256.0380 660.3821 24.4541 148840 1 660.3821 ‐0.9582
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 564.3504 YLLR 454.2474 564.3503 24.7733 24235 1 564.3503 ‐0.3644
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 778.4458 VDYLLR 306.2094 778.4466 24.7699 20849 1 778.4466 1.98
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 715.3661 EVDYLL 3052.2790 715.3669 24.7665 5936 1 715.3669 1.68
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 485.4877 1781.8328 18.4392 4900 2 891.4200 1.0052
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1417.7726 KKFETLSYLPDL 234.0256 1417.7795 16.7456 4387 3 473.2647 4.53
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 693.2951 EHGNTPG 8023.0260 693.2931 14.7169 3742 1 693.2931 ‐2.7173
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 823.4461 YPGAFIR 151.9300 823.4466 24.4773 3517 1 823.4466 1.1739
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1189.6616 KKFETLSYLP 172.6933 1189.6624 21.0793 3345 2 595.3349 0.2703
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 539.2209 EHGNT 5960.8330 539.2202 14.7224 2549 1 539.2202 ‐1.3372
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 709.3264 GFDNTR 76.1874 709.3239 24.2470 2419 1 709.3239 ‐3.2175
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 822.4104 IGFDNTR 121.0400 822.4135 21.6990 1972 1 822.4135 4.66
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 907.4421 EHGFVYR 268.3891 907.4427 24.4088 1941 1 907.4427 1.88
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1096.5310 AYKPPSFTDA 343.1275 1096.5307 20.1565 1793 1 1096.5307 0.9621
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 751.3596 WTMWK 82.9235 751.3604 17.9321 1674 1 751.3604 1.32
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 827.3682 PGYYDGR 3215.2100 827.3681 14.7288 1424 1 827.3681 0.3702
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 856.3584 EHGNTPGY 469.6991 856.3591 14.6999 1394 1 856.3591 1.67
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 674.3719 DVELAK 66.4073 674.3686 21.1977 1368 1 674.3686 ‐4.7829
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1020.5261 LEHGFVYR 218.6308 1020.5301 26.9018 1254 2 510.7687 3.75
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 620.2926 EVDYL 114.5198 620.2916 26.7441 1185 1 620.2916 ‐1.6300
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1278.6266 FELEHGFVYR 229.9249 1278.6323 16.3614 1036 3 426.8823 4.1335
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 Carbamidomethyl+C(6) 973.4448 LPLFGCTDS 284.2911 973.4433 20.7146 1027 2 487.2253 ‐2.2806
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1443.7155 SFIAYKPPSFTDA 413.8990 1443.7188 20.8762 972 2 722.3630 2.36
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 934.4781 EYPGAFIR 512.2349 934.4786 24.4422 57327 2 467.7429 ‐0.2950
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 1347.5713 EHGNTPGYYDGR 1327.9550 1347.5706 16.6369 6662 2 674.2890 ‐0.6874
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47707.0500 20571.4625 71 75.69 None 896.4124 YWTMWK 140.5703 896.4104 18.4325 1425 2 448.7088 ‐3.0673
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 222271.9000 1548.8057 19.0951 3869848 2 774.9065 ‐1.8376
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 197592.1000 2080.9922 21.3268 521140 3 694.3356 ‐0.8059
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 914.4229 YWTMWK 24022.7200 914.4212 18.4275 496286 2 457.7142 ‐2.6679
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 18550.4100 2072.0123 20.1778 79378 2 1036.5098 ‐0.4364
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1954.0056 FETLSYLPDLTDVELAK 28695.1300 1954.0046 21.7802 64745 2 977.5060 0.5945
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 935.4945 IIGFDNTR 15061.3200 935.4925 15.4971 10599 2 468.2499 ‐2.8774
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 924.5666 VWPPIGKK 4954.5110 924.5671 16.6125 9244 1 924.5671 1.48
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 952.4887 EYPGAFIR 6485.4450 952.4870 16.1779 5695 2 476.7471 ‐2.4943
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 796.4716 VWPPIGK 698.1003 796.4714 16.0689 3288 2 398.7393 ‐1.2052
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 907.4884 EVDYLLR 1327.6800 907.4824 16.4152 2023 2 454.2448 ‐7.3476
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 2623.3470 ASSMLSSAAVVTSPAQATMVAPFTGLK 213.8047 2623.3162 21.4974 1144 3 875.1102 ‐10.7009



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 2082.1005 KFETLSYLPDLTDVELAK 5077.7800 2082.0982 20.8839 104246 3 694.7043 ‐0.5769
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 2210.1955 KKFETLSYLPDLTDVELAK 1754.4290 2210.1972 19.8859 32893 3 737.4039 1.83
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(6)
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 751.3596 WTMWK 8817.5250 751.3599 18.4284 46918 1 751.3599 1.60
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 565.2803 TMWK 2724.9190 565.2801 18.4249 32530 1 565.2801 0.1469
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 704.6721 1289.6165 19.0958 7329 1 1289.6165 ‐0.3906
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 515.2485 1190.5478 19.0954 5805 1 1190.5478 ‐1.0701
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 709.3264 GFDNTR 1541.3430 709.3256 15.4908 3454 1 709.3256 ‐0.4098
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1189.6616 KKFETLSYLP 210.3465 1189.6624 21.0793 3345 2 595.3349 0.4513
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 697.4032 WPPIGK 69.1433 697.4003 16.5770 3138 1 697.4003 ‐3.4935
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 733.3490 WTMWK 74.6646 733.3452 18.4249 2445 1 733.3452 ‐4.4210
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 907.4421 EHGFVYR 118.1312 907.4427 24.4088 1941 1 907.4427 1.43
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1096.5310 AYKPPSFTDA 254.6475 1096.5307 20.1565 1793 1 1096.5307 1.85
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1100.5834 PDLTDVELAK 397.2587 1100.5824 21.7680 1569 1 1100.5824 0.6285
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1425.6797 EFELEHGFVYR 298.5326 1425.6796 21.7943 1386 1 1425.6796 2.1328
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 660.3828 PGAFIR 585.7707 660.3835 16.1759 1335 1 660.3835 1.22
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 822.4104 IGFDNTR 703.6005 822.4094 15.4949 1203 1 822.4094 ‐0.3850
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1278.6266 FELEHGFVYR 124.1671 1278.6323 16.3614 1036 3 426.8823 4.1876
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 1296.6371 FELEHGFVYR 190.6545 1296.6305 22.0481 991 1 1296.6305 ‐3.2205
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 896.4124 YWTMWK 204.5212 896.4104 18.4325 1425 2 448.7088 ‐2.9950
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 41478.8600 20571.4625 71 75.69 None 918.4680 IIGFDNTR 721.5449 918.4658 17.9100 1053 1 918.4658 ‐1.2058
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 969.6091 ALLDVGLIR 6808.3780 969.6106 19.4408 9854 2 485.3090 0.7994
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 1545.7155 NYIYGGHVSNYMK 2057.1910 1545.7221 22.9427 9013 3 515.9122 4.1790
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 1550.7921 GALDGGLDIPHSDKR 5134.6200 1550.7923 22.4529 6002 3 517.6023 ‐0.0505
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 2218.1390 LLGEDEPEKLQTHFSAYIK 380.8457 2218.1365 18.0063 2211 4 555.2896 ‐2.1384
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 1309.6495 DGGLDIPHSDKR 395.1794 1309.6538 24.2660 1335 2 655.3305 2.27
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 868.6219 34494.0371 6 12.29 None 1155.5252 YGGHVSNYMK 420.6801 1155.5283 22.9506 757 2 578.2678 2.77
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 None 2577.2063 AVELDTESDGSQIQSGLAEWTGQR 2614.3970 2577.2068 32.5459 7987 3 859.7405 0.7891
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 Carbamidomethyl+C(15) 2408.1776 TVPNVFIGGNHIGGCDATSNLHK 1371.9440 2408.1776 16.6986 3264 4 602.7999 ‐0.7724
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 Carbamidomethyl+C(3)
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 None 1352.8148 LVPLLTEAGAIAGK 4114.4920 1352.7977 20.0023 27153 2 676.9025 ‐12.8779
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 None 1436.7631 EIVNSESVVVFSK 216.7807 1436.7290 29.6594 3604 2 718.8681 ‐23.8922
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 Carbamidomethyl+C(16)
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 1875.9060 11927.5146 7 73.87 None 758.3580 EWTGQR 117.5697 758.3589 30.8305 1091 1 758.3589 1.30
NP_198893.1 prohibitin 3 Arabidopsis thaliana 713.5566 30399.8826 4 6.14 None 1690.8130 AEGESEAAQLISDATAK 11302.0700 1690.8141 29.2331 6616 2 845.9107 0.8716
NP_198893.1 prohibitin 3 Arabidopsis thaliana 713.5566 30399.8826 4 6.14 None 774.3853 ADQERR 229.7695 774.3833 19.9721 1187 1 774.3833 ‐2.1477
NP_198893.1 prohibitin 3 Arabidopsis thaliana 713.5566 30399.8826 4 6.14 None 860.4836 EIASTLAR 517.6660 860.4745 21.7442 986 1 860.4745 ‐9.9491
NP_198893.1 prohibitin 3 Arabidopsis thaliana 713.5566 30399.8826 4 6.14 None 3065.5578 DFNIVLDDVAITHLSYGVEFSRAVEQK 338.0598 3065.5482 40.8936 5847 3 1022.5209 ‐2.2038
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1787.9902 IINEPTAAAIAYGLDKK 46928.1500 1787.9893 17.7340 78645 3 596.6679 ‐0.4593
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1228.6280 VEIIANDQGNR 43960.1100 1228.6261 18.2603 39640 2 614.8167 ‐2.0004
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1659.8952 IINEPTAAAIAYGLDK 13795.6600 1659.8968 30.6526 18014 2 830.4521 1.1693
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1564.8291 VFSPEEISAMILTK 18544.4600 1564.8294 22.1310 17341 2 782.9183 0.2466
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1494.7223 ITPSWVGFTDSER 12979.2300 1494.7226 18.3951 16229 2 747.8649 0.1332
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1345.6457 NALETYVYNMK 10609.8300 1345.6478 28.8721 15528 2 673.3276 1.46
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1907.0021 IKDAVVTVPAYFNDAQR 12970.5100 1907.0021 17.5692 14854 3 636.3389 0.0847
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1155.6480 DAGVIAGLNVAR 10218.5400 1155.6495 26.7656 10922 2 578.3284 0.7727
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1296.6219 FEELNNDLFR 2344.3850 1296.6229 29.7412 10447 2 648.8151 0.4948
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 2019.0281 VEIESLFDGVDLSEPLTR 8507.2770 2019.0246 38.7736 9769 2 1010.0160 ‐1.0172
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 2498.0841 EALEWLDENQNSEKEEYDEK 2500.9710 2498.0848 26.9618 9739 3 833.3665 0.8074
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 1693.4760 2103.1280 18.7899 9367 3 701.7142 0.8603
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1550.7962 AVVTVPAYFNDAQR 19592.4200 1550.7960 28.5501 8333 2 775.9016 ‐0.0627
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1240.6242 MKETAEAYLGK 3453.9570 1240.6245 19.4678 3334 2 620.8159 ‐0.1693
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1536.7513 NGHVEIIANDQGNR 7116.6940 1536.7504 17.2219 3200 3 512.9216 ‐0.7469
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1523.7601 ARFEELNNDLFR 1452.2000 1523.7608 28.5732 7297 3 508.5918 0.2872
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1703.8963 GTPQIEVTFEKIDAR 1330.7950 1703.8958 21.9028 5566 2 852.4515 ‐0.0572
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 2354.1982 DGETKVFSPEEISAMILTKMK 2138.3190 2354.1981 23.2157 1776 3 785.4042 0.4207
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1561.8220 NEPTAAAIAYGLDKK 14050.3700 1561.8231 17.7357 5536 2 781.4152 0.7298
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 560.3402 GLDKK 134.2971 560.3404 17.2414 4942 1 560.3404 0.1675
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1157.6565 IKDAVVTVPAY 2747.3170 1157.6519 17.5682 2776 2 579.3296 ‐4.4755
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 778.3842 NNDLFR 193.8663 778.3823 28.7191 2646 1 778.3823 ‐2.0248
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 774.3489 ANDQGNR 252.6290 774.3508 18.2564 1838 1 774.3508 2.27
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 887.4330 IANDQGNR 2414.9710 887.4312 18.2570 1530 1 887.4312 ‐1.3659
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 794.4407 AYGLDKK 685.1110 794.4378 17.6838 1464 1 794.4378 ‐3.1782
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 654.3280 VYNMK 107.5446 654.3288 28.9849 1064 1 654.3288 1.00
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1000.5170 IIANDQGNR 1543.1870 1000.5118 18.2666 872 1 1000.5118 ‐4.3274
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1137.6375 DAGVIAGLNVAR 420.4218 1137.6395 25.0731 2406 2 569.3234 1.11
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5423.3130 67685.6184 52 32.14 None 1546.8185 VFSPEEISAMILTK 455.9683 1546.8192 21.8368 1975 2 773.9133 0.4913
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1659.8952 IINEPTAAAIAYGLDK 11219.5200 1659.8968 30.6526 18014 2 830.4521 0.7935
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1345.6457 NALETYVYNMK 10274.2300 1345.6478 28.8721 15528 2 673.3276 0.8228
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1155.6480 DAGVIAGLNVAR 13104.8600 1155.6495 26.7656 10922 2 578.3284 0.1143
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1296.6219 FEELNNDLFR 2461.1280 1296.6229 29.7412 10447 2 648.8151 ‐0.0845
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 2019.0281 VEIESLFDGVDLSEPLTR 6707.9860 2019.0246 38.7736 9769 2 1010.0160 ‐1.1918
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1240.6242 MKETAEAYLGK 1745.1130 1240.6245 19.4678 3334 2 620.8159 ‐0.7800
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1665.8231 DAVVTVPAYFNDAQR 218.4221 1665.8102 32.1079 1803 2 833.4087 ‐7.9161
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 2661.2638 GVNPDEAVAYGAAVQGGILSGEGGDETK 509.2869 2661.2648 31.5818 1214 3 887.7598 0.4130
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1800.8949 IDARNALETYVYNMK 383.2498 1800.9002 36.8680 15074 2 900.9537 3.0174
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1523.7601 ARFEELNNDLFR 1407.8820 1523.7608 28.5732 7297 3 508.5918 ‐0.0076
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 1117.5735 LADKLEGDEK 329.7038 1117.5716 17.2336 875 2 559.2894 ‐2.9680
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1082.5020 67685.6184 52 32.14 None 647.3148 NDLFR 46.7577 647.3171 27.8091 2644 1 647.3171 3.29
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1787.9902 IINEPTAAAIAYGLDKK 83589.8200 1787.9893 17.7340 78645 3 596.6679 ‐0.2728
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1564.8291 VFSPEEISAMILTK 21844.5100 1564.8294 22.1310 17341 2 782.9183 0.5668
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1494.7223 ITPSWVGFTDSER 9840.2360 1494.7226 18.3951 16229 2 747.8649 0.4274
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1907.0021 IKDAVVTVPAYFNDAQR 16487.4600 1907.0021 17.5692 14854 3 636.3389 0.3022
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 1730.0980 2103.1280 18.7899 9367 3 701.7142 1.1288



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 442.9568 1861.9538 20.8516 3730 2 931.4805 4.1681
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 2019.0281 VEIESLFDGVDLSEPLTR 509.3468 2019.0609 23.5354 2316 2 1010.0341 17.4415
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1424.7169 FEELNNDLFRK 193.9509 1424.6975 21.3545 1462 2 712.8524 ‐13.4232
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1157.6565 IKDAVVTVPAY 2986.4440 1157.6519 17.5682 2776 2 579.3296 ‐4.3063
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 1674.9061 INEPTAAAIAYGLDKK 3365.6860 1674.9060 17.7365 1696 2 837.9566 0.4908
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3973.1170 67685.6184 52 32.14 None 794.4407 AYGLDKK 1192.6260 794.4378 17.6838 1464 1 794.4378 ‐2.7574
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thaliana 974.5509 44987.8143 5 12.3 None 1158.6517 GVLLYGPPGTGK 31938.4600 1158.6519 16.4885 9394 2 579.8296 ‐0.1914
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thaliana 974.5509 44987.8143 5 12.3 None 2236.2053 MIMATNRPDVLDPALLRPGR 190.0797 2236.1989 20.7725 1556 3 746.0711 ‐2.1978
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thaliana 974.5509 44987.8143 5 12.3 None 1162.5851 LAEGFNGADLR 162.0554 1162.5902 25.6340 1438 1 1162.5902 6.0580
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thaliana 974.5509 44987.8143 5 12.3 None 1896.0259 IEIPLPNEQSRMDILK 366.7611 1896.0234 17.4949 2592 3 632.6793 ‐0.9838
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thaliana 974.5509 44987.8143 5 12.3 None 2219.1787 MIMATNRPDVLDPALLRPGR 137.3622 2219.1707 21.9721 825 3 740.3951 ‐2.9853
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 1747.3550 1431.7060 28.6636 9607 3 477.9068 0.5262
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 1150.5891 FGVNEFVNPK 3705.7160 1150.5895 27.1229 7641 2 575.7984 ‐0.1595
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 2622.7120 2860.5176 30.6737 7408 3 954.1774 ‐0.1451
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 4279.3440 2256.2208 22.4298 6205 2 1128.6140 ‐0.1721
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 1379.6770 SATGVGIMMNDRK 3628.0030 1379.6797 20.6796 3130 2 690.3435 1.16
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 969.5251 IDPTAPLDK 477.6225 969.5237 21.2291 894 2 485.2655 ‐2.2855
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 Carbamidomethyl+C(8)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 Carbamidomethyl+C(10) 1236.6075 MATQGQVITCK 1711.8110 1236.5979 25.8493 3699 2 618.8026 ‐8.1543
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 1251.5820 SATGVGIMMNDR 1076.4840 1251.5742 17.6975 2385 2 626.2907 ‐6.6122
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 965.0145 41554.2214 20 39.31 None 1325.6736 VEPGSNVAIFGLGT 394.2301 1325.6766 23.2742 993 2 663.3419 1.91
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 3823.0710 1431.7060 28.6636 9607 3 477.9068 0.2579
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 1150.5891 FGVNEFVNPK 3398.8260 1150.5895 27.1229 7641 2 575.7984 ‐0.8206
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 2059.1780 2860.5176 30.6737 7408 3 954.1774 ‐0.8229
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 1379.6770 SATGVGIMMNDRK 3604.8470 1379.6797 20.6796 3130 2 690.3435 1.88
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 973.5564 IIGIDIDSK 4859.0530 973.5565 26.3325 6891 2 487.2819 ‐1.4158
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 Carbamidomethyl+C(8)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 Carbamidomethyl+C(10) 1236.6075 MATQGQVITCK 1142.4250 1236.5979 25.8493 3699 2 618.8026 ‐8.7673
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 Carbamidomethyl+C(9) 1105.5671 ATQGQVITCK 92.9565 1105.5958 22.9328 1689 2 553.3015 24.7300
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 829.4203 NEFVNPK 937.0289 829.4241 27.1429 9418 2 415.2157 2.15
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 725.4285 41554.2214 20 39.31 None 747.3883 GIDIDSK 448.4312 747.3886 26.3331 2099 1 747.3886 0.3263
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1696.8329 NSSYFVEWIPNNVK 3836.3470 1696.8346 20.0352 15044 2 848.9209 1.71
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1215.5827 VSEQFTAMFR 5000.7380 1215.5825 18.2976 10685 2 608.2949 ‐0.5924
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1919.8990 MASTFIGNSTSIQEMFR 8785.9660 1919.8991 20.5951 9429 2 960.4532 0.6208
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1139.6935 LAVNLIPFPR 7983.6500 1139.6935 20.5825 9187 2 570.3504 ‐0.5987
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 2367.1285 GSQQYSALSVPELTQQMWDAK 3865.9910 2367.1177 20.9976 6932 2 1184.0625 ‐3.4240
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 Carbamidomethyl+C(4) 1065.4275 NMMCAADPR 1535.5880 1065.4270 17.8480 6245 2 533.2171 ‐1.0649
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1972.9974 GHYTEGAELIDSVLDVVR 4841.3330 1972.9993 39.4049 5914 3 658.3380 1.1408
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1027.5571 YLTASAVFR 3702.3810 1027.5584 17.1619 5666 2 514.2828 0.5633
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1478.6614 EVDEQMMNIQNK 9061.5490 1478.6611 22.1337 5311 2 739.8342 ‐0.2460
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1495.7580 SYFVEWIPNNVK 499.4539 1495.7516 19.1410 1988 3 499.2554 ‐4.4372
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1480.0100 50393.5293 11 27.3 None 1198.5561 VSEQFTAMFR 220.2002 1198.5514 17.4455 1996 2 599.7793 ‐4.3891
NP_199380.1 FKBP type peptidyl prolyl cis trans isomerase 3 Arabidopsis thaliana 624.1513 22438.5669 4 25.00 None 1018.5568 VVGYGPEAVK 9847.4770 1018.5566 19.4395 4170 2 509.7819 ‐1.6295
NP_199380.1 FKBP type peptidyl prolyl cis trans isomerase 3 Arabidopsis thaliana 624.1513 22438.5669 4 25.00 None 814.5033 IGVGEVIK 898.4399 814.5049 22.3870 2730 2 407.7561 0.1652
NP_199380.1 FKBP type peptidyl prolyl cis trans isomerase 3 Arabidopsis thaliana 624.1513 22438.5669 4 25.00 None 2155.0965 GWDQGILGSDGIPPMLTGGKR 1150.5330 2155.0862 31.8966 1539 2 1078.0467 ‐3.9883
NP_199380.1 FKBP type peptidyl prolyl cis trans isomerase 3 Arabidopsis thaliana 624.1513 22438.5669 4 25.00 None 1528.7390 LENGKVFDSSYNR 523.4574 1528.7402 27.3894 3290 2 764.8737 0.2957
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 1108.5521 NTDEEIFIK 1501.3210 1108.5477 24.1729 11369 2 554.7775 ‐4.4779
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 1171.5187 EMTLEEYEK 11211.0200 1171.5186 22.5983 8771 2 586.2630 ‐0.5634
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 1615.7962 EAAAPAIGDTAQFPSLG 2536.4080 1615.8012 31.9765 7044 2 808.4043 3.37
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 1395.7743 FPTKPAPPSQAVR 372.4803 1395.7778 19.3701 4513 3 465.9308 2.62
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 2845.3924 MASLNPFDLLGDDAEDPSQLAVALSQK 220.8415 2845.3282 36.0515 6129 3 949.1142 ‐21.7925
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 2384.0922 AQKEAEEAEAREMTLEEYEK 281.9487 2384.1156 32.5781 4601 3 795.3767 10.93
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 994.5092 TDEEIFIK 271.4726 994.5083 23.4001 1527 2 497.7578 ‐1.6024
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 487.3219 37999.4893 13 13.45 None 1378.7478 FPTKPAPPSQAVR 157.0045 1378.7546 18.6527 1370 2 689.8809 4.65
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 160.7155 37999.4893 13 13.45 None 1615.7962 EAAAPAIGDTAQFPSLG 2771.6150 1615.8012 31.9765 7044 2 808.4043 2.32
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 160.7155 37999.4893 13 13.45 None 1395.7743 FPTKPAPPSQAVR 672.9825 1395.7778 19.3701 4513 3 465.9308 2.0281
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 160.7155 37999.4893 13 13.45 None 1160.5066 QGGEDETPEAK 137.1988 1160.5127 23.3363 2070 1 1160.5127 6.36
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 160.7155 37999.4893 13 13.45 None 1753.8789 VDTKVFESMQQLSNK 592.9401 1753.8777 27.9462 1962 3 585.2974 ‐1.0027
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 160.7155 37999.4893 13 13.45 None 1598.7697 EAAAPAIGDTAQFPSLG 568.7657 1598.7769 30.7705 1362 2 799.8921 4.50
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 1625.8646 IYVLTQFNSASLNR 1417.6790 1625.8657 19.5863 10374 2 813.4365 0.8530
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 1329.6757 IINSDNVQEAAR 3861.1540 1329.6773 18.3532 4674 2 665.3423 0.9176
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 1874.8800 ETDADITVAALPMDEQR 3547.9840 1874.8824 28.4812 3990 2 937.9448 1.54
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 974.5339 DVMLDLLR 2715.4610 974.5342 34.0663 1261 2 487.7707 ‐0.4993
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 1345.6958 VDTTILGLDDQR 221.6661 1345.6800 23.3885 5901 2 673.3436 ‐11.9915
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 315.9891 56992.8380 6 9.81 None 2854.5028 AKEMPFIASMGIYVVSRDVMLDLLR 537.3430 2854.4720 23.4559 1868 3 952.1622 ‐9.9983
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1579.8115 QAVVNPENTFFSVK 12145.7400 1579.8126 30.7390 21902 2 790.4099 0.3524
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1066.5779 TTPSVVAYTK 34383.9700 1066.5775 19.9460 19233 2 533.7924 ‐1.6667
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1751.8963 IINEPTAASLAYGFER 13587.6200 1751.8994 31.1439 15801 2 876.4534 1.33
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1461.7696 QFAAEEISAQVLR 46466.8600 1461.7699 30.7238 13116 2 731.3886 ‐0.3881
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1373.7271 DIDEVILVGGSTR 9160.1090 1373.7254 29.5666 9851 2 687.3663 ‐1.9721
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 869.5091 GVPQIEVK 3847.7620 869.5081 21.4902 6103 2 435.2577 ‐2.8313
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 870.5407 IAGLEVLR 2405.4920 870.5407 27.2655 1566 2 435.7740 ‐1.7890
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 5831.4830 1581.7586 29.4952 10156 2 791.3829 0.1786
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1494.7812 TNSIPRSVFFGNR 1283.9830 1494.7726 25.5582 1209 2 747.8899 ‐6.2698
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 812.4876 VPQIEVK 195.2388 812.4874 20.8831 3114 2 406.7473 ‐2.1003
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 757.4567 AGLEVLR 162.2039 757.4580 26.6059 1120 1 757.4580 1.06
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 1282.6426 PTAASLAYGFER 212.9172 1282.6385 32.0538 918 2 641.8229 ‐4.1587
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 Carbamidomethyl+C(7) 1563.7472 GKFEELCSDLLDR 353.6893 1563.7499 28.0308 7254 2 782.3786 1.98
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2110.0400 77110.6784 14 15.4 None 852.5302 IAGLEVLR 253.6203 852.5296 25.5561 4069 2 426.7684 ‐2.3911
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 Carbamidomethyl+C(30) 3926.8933 DPDPVVFLENELLYGESFPISEEALDSSFCLPIGK 503.9213 3926.8924 38.9934 40994 3 1309.6356 1.21
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1705.7585 DALNSAIDEEMSADPK 7264.9930 1705.7605 27.5431 11808 2 853.3839 1.20
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1191.6004 VLAPYSAEDAR 38528.9700 1191.6006 20.2049 8687 2 596.3040 ‐0.2770
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1795.9160 SNYMSAGQINVPIVFR 7230.1040 1795.9180 20.2542 8366 2 898.4626 1.65
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1513.8220 LAEEGISAEVINLR 17603.7100 1513.8215 30.4448 7596 2 757.4144 ‐0.3499



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1283.6412 SYAAGAKEMTVR 375.0295 1283.6171 20.0639 2639 2 642.3122 ‐19.1517
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 2147.0842 VFVMGEEVGQYQGAYKITK 225.6707 2147.0615 38.8212 1810 2 1074.0344 ‐9.7123
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 700.3512 LAEEGIS 844.0021 700.3519 32.3091 7239 1 700.3519 1.24
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 1178.5987 YAAGAKEMTVR 77.4884 1178.6040 20.9433 1929 2 589.8057 4.0927
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2546.3630 39461.0815 16 33.88 None 908.4108 PYSAEDAR 1863.8520 908.4128 20.2019 847 1 908.4128 2.52
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 1191.6004 VLAPYSAEDAR 27327.9300 1191.6006 20.2049 8687 2 596.3040 ‐0.9151
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 1513.8220 LAEEGISAEVINLR 16316.4000 1513.8215 30.4448 7596 2 757.4144 ‐0.8076
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 1804.8574 VFVMGEEVGQYQGAYK 2032.9160 1804.8602 28.6558 4701 2 902.9337 1.99
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 2322.0588 EMTVRDALNSAIDEEMSADPK 272.6169 2322.0920 33.3773 1438 3 774.7022 14.1929
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 700.3512 LAEEGIS 296.9856 700.3519 32.3091 7239 1 700.3519 0.7988
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1562.7780 39461.0815 16 33.88 None 908.4108 PYSAEDAR 1173.5830 908.4128 20.2019 847 1 908.4128 2.97
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 427.6225 26029.4253 4 10.64 None 1429.6338 FDGADMTEVVMSK 5384.2710 1429.6331 28.4459 6488 2 715.3202 ‐0.6228
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 427.6225 26029.4253 4 10.64 Carbamidomethyl+C(2) 1518.6530 FCDYTNDQTNLK 2230.7290 1518.6552 20.3573 4977 2 759.8312 1.40
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 427.6225 26029.4253 4 10.64 None 1205.6273 GVNFTNAVIDR 338.8185 1205.6367 17.5635 1221 2 603.3220 7.86
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 427.6225 26029.4253 4 10.64 None 1411.6232 FDGADMTEVVMSK 814.4052 1411.6247 28.8393 1665 2 706.3160 0.9156
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 None 1259.6630 DAILDGGIPFNK 2649.3470 1259.6651 30.1190 5981 2 630.3362 1.86
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 5386.0340 1513.7695 17.2900 4255 2 757.3884 1.0354
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 Carbamidomethyl+C(2) 1311.5522 NCYESLPEDGK 4483.9950 1311.5516 18.9344 1922 2 656.2794 ‐0.7607
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 Carbamidomethyl+C(11) 1877.8732 NEDGVSIAALCLMNQDK 1337.6910 1877.8889 19.9446 10579 3 626.6345 8.66
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 None 1580.8465 LPTKNPEAPVMLDR 1250.6130 1580.8461 23.1370 1660 3 527.6202 ‐0.3185
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 Carbamidomethyl+C(6) 1099.5201 YSVLTCSNR 508.2391 1099.5174 16.6831 1667 2 550.2623 ‐3.0477
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 478.9953 40131.2842 7 18.46 None 1563.8199 LPTKNPEAPVMLDR 413.2652 1563.8186 24.0012 1310 2 782.4129 ‐0.8042
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 928.6169 28763.7590 4 13.58 None 3766.8123 INGLDGVGEGNDLYPGGQYFDPLGLADDPVTFA 6782.8500 3766.8037 43.0934 15930 3 1256.2727 ‐1.7886
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 928.6169 28763.7590 4 13.58 None 891.4683 ASSFNPLR 237.6134 891.4921 21.2859 2607 2 446.2497 24.9890
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 928.6169 28763.7590 4 13.58 None 3360.5695 INGLDGVGEGNDLYPGGQYFDPLGLADDPVTFA 2208.1490 3360.5755 43.1179 1660 3 1120.8633 2.1012
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 928.6169 28763.7590 4 13.58 None 874.4417 ASSFNPLR 127.2552 874.4454 21.2348 965 1 874.4454 4.67
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 1026.3370 19867.1999 3 13.97 None 1688.8676 IEAPIHSSNVMLYSK 1055.2990 1688.8696 25.4505 8373 3 563.6281 1.1511
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 1026.3370 19867.1999 3 13.97 None 1118.5939 TGELIDTIEK 16788.4800 1118.5920 24.7174 6068 2 559.7996 ‐2.2924
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 1026.3370 19867.1999 3 13.97 None 718.3981 IDTIEK 170.1976 718.3957 25.4732 988 1 718.3957 ‐3.2031
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 654.3858 36778.4092 6 9.74 None 1402.7940 LFNAVAAEDLIVK 462.4034 1402.7917 19.9627 11111 2 701.8995 ‐1.8256
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 654.3858 36778.4092 6 9.74 None 1418.6944 ALDMNTAEDAIVR 16356.8300 1418.6974 27.5959 8400 2 709.8523 1.75
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 654.3858 36778.4092 6 9.74 None 1284.6439 SIGMIDHVPGMK 810.8799 1284.6453 26.4028 1858 3 428.8866 0.7796
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 654.3858 36778.4092 6 9.74 None 1266.6333 SIGMIDHVPGMK 306.1243 1266.6346 24.7796 3774 2 633.8209 0.6686
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 611.0246 36778.4092 6 9.74 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 1669.6550 2170.0973 36.9391 10087 3 724.0373 4.0234
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 611.0246 36778.4092 6 9.74 None 1418.6944 ALDMNTAEDAIVR 13706.5300 1418.6974 27.5959 8400 2 709.8523 1.66
NP_200333.2 trigger factor type chaperone family protein Arabidopsis thaliana 139.5796 62189.8569 5 7.68 None 993.5364 AEIQYITR 372.8045 993.5347 20.9604 2059 2 497.2710 ‐2.4197
NP_200333.2 trigger factor type chaperone family protein Arabidopsis thaliana 139.5796 62189.8569 5 7.68 None 1302.6424 DLPTLDDSLADK 4483.6470 1302.6429 27.4890 1943 2 651.8251 0.1543
NP_200333.2 trigger factor type chaperone family protein Arabidopsis thaliana 139.5796 62189.8569 5 7.68 None 2586.2457 ENLEFSTDELVKEVENSISEFK 424.8163 2586.2479 32.9070 1652 3 862.7542 1.97
NP_200333.2 trigger factor type chaperone family protein Arabidopsis thaliana 139.5796 62189.8569 5 7.68 None 1181.5685 EVENSISEFK 1021.7870 1181.5607 22.6466 757 2 591.2840 ‐7.0402
NP_200333.2 trigger factor type chaperone family protein Arabidopsis thaliana 139.5796 62189.8569 5 7.68 Carbamidomethyl+C(15) 1930.9903 VVVELGDEIDAKKACER 2284.7100 1930.9978 32.0833 10344 3 644.3374 4.0115
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1527.8013 GIVDSEDLPLNISR 77533.2000 1527.8006 30.6681 32801 2 764.4039 ‐0.4870
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1256.6957 ADLVNNLGTIAR 19737.5200 1256.6969 27.4439 25976 2 628.8521 0.6019
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1583.7911 SGDELTSLKDYVTR 3121.0480 1583.7907 28.0731 17692 3 528.6017 ‐0.3990
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 6515.7920 2302.1073 23.2052 14264 2 1151.5573 ‐1.5967
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1678.8680 TNNTLTIIDSGIGMTK 4292.3830 1678.8694 31.5556 12398 2 839.9383 1.0406
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1291.6376 ELISNSSDALDK 8713.9690 1291.6374 21.2602 11686 2 646.3223 ‐0.4883
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1527.7438 SLSNDWEEHLAVK 1258.8230 1527.7467 26.9950 11631 3 509.9204 1.19
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1791.8252 TMEINPENSIMDELR 3278.5990 1791.8286 33.5644 9752 2 896.4179 2.65
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1919.9201 TMEINPENSIMDELRK 1923.2830 1919.9209 31.7008 8722 3 640.6451 0.5366
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 891.4247 FYEAFSK 5318.3720 891.4255 21.9302 4577 2 446.2164 0.0667
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 986.5881 VIKDVLGDK 1186.4400 986.5864 16.6121 3496 2 493.7969 ‐2.3843
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1341.5627 EDQMEYIEER 3316.1640 1341.5617 22.2283 3401 2 671.2845 ‐0.9950
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1149.4551 DSSMGGYMSSK 1613.4310 1149.4537 18.2894 3094 2 575.2305 ‐1.6718
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1560.8228 ELISNSSDALDKIR 6198.2270 1560.8252 25.3087 11437 3 520.9466 1.72
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1261.6787 KAVENSPFLEK 4242.8530 1261.6810 19.9566 4862 2 631.3441 1.35
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 2093.1462 LGIHEDSQNRTKIAELLR 1035.8100 2093.1342 25.6327 2807 2 1047.0707 ‐4.9393
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 2529.1932 EEYAAFYKSLSNDWEEHLAVK 535.2356 2529.1835 34.8747 2072 3 843.7327 ‐3.2885
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1190.6012 ADADKNDKSVK 691.1921 1190.5927 18.6114 1933 2 595.8000 ‐7.5238
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1065.5979 IPEYLGFVK 251.3141 1065.5992 23.5883 3749 2 533.3032 0.5495
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 963.4782 ENSPFLEK 187.6059 963.4728 18.7112 1113 1 963.4728 ‐4.6930
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2779.9750 80337.3546 23 32.05 None 1273.6270 ELISNSSDALDK 363.1289 1273.6289 22.0720 1318 2 637.3181 1.1486
NP_200925.1 40S ribosomal protein S19 3 Arabidopsis thaliana 2534.7230 15754.2189 5 18.18 None 1700.7955 ELAPYDPDWYYIR 18260.2900 1700.7998 33.7061 18150 2 850.9035 2.52
NP_200925.1 40S ribosomal protein S19 3 Arabidopsis thaliana 2534.7230 15754.2189 5 18.18 None 1941.9745 LKELAPYDPDWYYIR 1917.1360 1941.9700 20.8475 11149 2 971.4887 ‐1.7380
NP_200925.1 40S ribosomal protein S19 3 Arabidopsis thaliana 2534.7230 15754.2189 5 18.18 None 1326.7668 IELPLWTDIVK 8586.4040 1326.7660 22.5463 6409 2 663.8866 ‐0.8727
NP_200925.1 40S ribosomal protein S19 3 Arabidopsis thaliana 2534.7230 15754.2189 5 18.18 None 1458.6688 APYDPDWYYIR 165.2447 1458.6746 34.4239 2333 2 729.8409 3.75
NP_200925.1 40S ribosomal protein S19 3 Arabidopsis thaliana 2534.7230 15754.2189 5 18.18 None 1127.5156 DPDWYYIR 189.0885 1127.5166 32.4834 1001 1 1127.5166 2.0729
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 122.5044 108198.7123 5 3.45 None 1085.6313 VVVTEVLGGGR 1824.4740 1085.6276 25.3562 5082 2 543.3174 ‐4.0765
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 122.5044 108198.7123 5 3.45 None 1430.7023 SNHYDALLAAEAR 1715.1970 1430.6974 23.2494 4145 2 715.8523 ‐3.5256
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 122.5044 108198.7123 5 3.45 None 970.5316 VPGAAEASIR 7280.6230 970.5316 17.8371 2749 2 485.7694 ‐0.8104
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 122.5044 108198.7123 5 3.45 None 1158.6154 DAPIIGSFNPK 499.4358 1158.6329 28.8528 1499 2 579.8201 14.6694
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 122.5044 108198.7123 5 3.45 None 788.4261 TEVLGGGR 145.8351 788.4276 24.7772 1295 1 788.4276 2.84
NP_200988.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 42.1118 56790.3936 2 2.81 None 1678.8561 HLHQFHAQFITSGR 691.9124 1678.8624 19.0229 1067 2 839.9349 4.0058
NP_200988.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 42.1118 56790.3936 2 2.81 None 1920.0153 LFIDSFLATGLVDFYAK 666.2944 1919.9841 25.2924 847 2 960.4957 ‐15.7342
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 1617.8483 VLNFAIDDAILEER 7118.1370 1617.8503 35.5400 6467 2 809.4288 1.46
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 2880.8680 2242.1643 40.5429 6195 3 748.0596 0.7243
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 1951.9912 LAAFHSQTQPVIDYYAK 7546.0360 1951.9911 16.9063 5949 3 651.3352 0.0962
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 1085.6354 LIFIGPPGSGK 1888.2600 1085.6347 17.9625 4818 2 543.3210 ‐1.1832
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 1215.6579 APQEVTSEVKK 2078.3440 1215.6650 17.7159 1734 2 608.3361 5.75
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 443.0620 2224.1426 40.9981 4315 3 742.0524 ‐4.3204
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1566.6350 27160.1083 7 30.8 None 1198.6314 APQEVTSEVKK 380.8989 1198.6313 16.7377 2262 2 599.8193 ‐0.5466
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 1622.8748 AGSGVATLGLPDSPGVPK 5919.3260 1622.8759 28.2235 13980 2 811.9416 0.8215
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 1286.7215 IIGGGLPVGAYGGR 14773.8900 1286.7209 16.9463 12625 2 643.8641 ‐0.8365



NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 1240.6467 NLMPGGVNSPVR 6801.7820 1240.6467 24.0696 10645 2 620.8270 ‐0.3289
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 2008.9710 AATSDTLTAPYNDLEAVEK 10621.3100 2008.9696 29.3399 9548 2 1004.9884 ‐0.0170
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 1298.7314 SVGGQPVLIDSVK 6017.0920 1298.7336 25.1541 6132 2 649.8705 1.98
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAGIHTL 1133.2140 3386.6484 22.1130 4573 3 1129.5543 ‐2.7173
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 2588.1770 2215.1252 20.8573 7860 2 1108.0662 ‐0.3901
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 882.4792 PGGVNSPVR 89.1320 882.4819 24.0763 1380 1 882.4819 3.98
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1622.0280 50769.1194 18 27.43 None 844.4775 PDLTTLGK 245.9974 844.4801 21.9941 1024 1 844.4801 3.91
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1622.8748 AGSGVATLGLPDSPGVPK 6249.6560 1622.8759 28.2235 13980 2 811.9416 0.4249
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1240.6467 NLMPGGVNSPVR 5418.1880 1240.6467 24.0696 10645 2 620.8270 ‐0.9396
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1298.7314 SVGGQPVLIDSVK 9131.8260 1298.7336 25.1541 6132 2 649.8705 0.8116
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1272.7158 ELTNGILEAGKK 1285.4860 1272.7166 21.6806 3701 2 636.8619 ‐0.3071
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1286.7215 IIGGGLPVGAYGGR 885.2855 1286.7126 24.6079 8281 2 643.8599 ‐7.8616
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1144.6208 ELTNGILEAGK 2136.2570 1144.6242 23.9870 1791 2 572.8158 1.09
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 517.2980 LEAGK 730.3932 517.2965 22.1921 4633 1 517.2965 ‐3.6451
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 882.4792 PGGVNSPVR 152.7998 882.4819 24.0763 1380 1 882.4819 3.70
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 733.2161 50769.1194 18 27.43 None 1604.8642 AGSGVATLGLPDSPGVPK 211.4300 1604.8719 28.5515 1866 2 802.9396 4.44
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 1007.5269 LATSGANFAR 39295.9600 1007.5271 18.4115 27477 2 504.2672 ‐0.4550
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 14774.2300 1144.5455 16.5094 15084 2 572.7764 ‐0.5555
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 Carbamidomethyl+C(1) 997.4560 CGSNVFWK 804.0243 997.4566 24.1088 9809 2 499.2319 ‐0.1532
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 1544.7412 AQRVVGDDVDGSNGR 644.8168 1544.7517 17.1922 1576 2 772.8795 6.62
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 823.4057 TSGANFAR 746.7927 823.4065 18.4167 2104 1 823.4065 1.80
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 480.2605 FWK 38.4378 480.2601 25.6904 1923 1 480.2601 ‐1.1388
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 894.4428 ATSGANFAR 873.0773 894.4442 18.4194 1440 1 894.4442 2.16
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 None 635.3260 GANFAR 909.2081 635.3273 18.4214 1001 1 635.3273 2.1849
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3199.6150 18714.2420 20 28.7 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 2404.1730 926.4382 16.5181 968 1 926.4382 ‐1.2503
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 Carbamidomethyl+C(8) 1526.6944 FPENFTGCQDLAK 1203.8440 1526.6963 25.7934 48467 2 763.8518 0.7897
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 None 1007.5269 LATSGANFAR 30823.0000 1007.5271 18.4115 27477 2 504.2672 ‐1.1963
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 Carbamidomethyl+C(12) 1949.9525 VPFISEDIALECEGKDK 612.5692 1949.9523 29.7121 12904 3 650.6556 ‐0.3688
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 Carbamidomethyl+C(1) 997.4560 CGSNVFWK 4489.5980 997.4566 24.1088 9809 2 499.2319 ‐0.9001
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 1309.3130 1706.8622 30.6430 6377 2 853.9347 18.4179
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 None 823.4057 TSGANFAR 787.3145 823.4065 18.4167 2104 1 823.4065 1.1487
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 None 894.4428 ATSGANFAR 947.8107 894.4442 18.4194 1440 1 894.4442 1.21
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2279.8250 18714.2420 20 28.7 None 635.3260 GANFAR 955.1087 635.3273 18.4214 1001 1 635.3273 1.32
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1363.5790 18714.2420 20 28.7 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 19337.7800 1144.5455 16.5094 15084 2 572.7764 ‐0.3912
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1363.5790 18714.2420 20 28.7 None 3175.5980 SAMVFLAATLFSTAAVSASANAGVIDEYLER 1283.6890 3175.5912 25.6026 1340 3 1059.2019 ‐0.5626
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1363.5790 18714.2420 20 28.7 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 3198.1520 926.4382 16.5181 968 1 926.4382 ‐0.8708
NP_201219.1 40S ribosomal protein S28 2 Arabidopsis thaliana 2088.8190 7340.5415 2 18.75 None 1360.6955 EGDVLTLLESER 11140.3700 1360.6910 33.4827 8455 2 680.8491 ‐3.5115
NP_201219.1 40S ribosomal protein S28 2 Arabidopsis thaliana 1600.5370 7340.5415 2 18.75 None 1360.6955 EGDVLTLLESER 8536.1960 1360.6910 33.4827 8455 2 680.8491 ‐4.0549
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 19310.3600 1347.6083 29.4250 24625 2 674.3078 0.0136
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1441.7533 EGQSIGVIPEGIDK 27426.1200 1441.7547 26.5501 20673 2 721.3810 0.3870
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 1093.6310 2690.2786 33.9941 10537 3 897.4311 2.0294
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1266.6365 DGIDWLEYKK 3377.3080 1266.6378 28.0464 6717 2 633.8225 0.0745
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1138.5415 DGIDWLEYK 1925.9990 1138.5444 31.6555 5689 2 569.7758 1.06
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1307.6842 LVYTNDGGEIVK 6044.2220 1307.6846 22.2124 19347 2 654.3460 ‐0.5072
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 2035.9259 SFLWKMFFEEHEDYK 526.5239 2035.9093 35.8346 64494 2 1018.4583 ‐7.6022
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 342.0935 1792.8154 30.5769 1902 2 896.9114 4.97
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 Carbamidomethyl+C(1)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1783.8149 LWKMFFEEHEDYK 661.0291 1783.8131 36.5401 1373 2 892.4102 ‐0.9579
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3818.6500 40668.7089 12 29.72 None 1095.5317 YTNDGGEIVK 725.5679 1095.5314 22.2182 1328 1 1095.5314 0.6298
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 195.1552 40345.1948 10 11.36 None 958.5932 LKDQTLIK 1242.2800 958.5944 23.5948 48584 2 479.8009 0.5694
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 195.1552 40345.1948 10 11.36 None 811.4131 TLGSMFR 5885.3530 811.4126 22.1431 15205 2 406.2099 ‐1.5878
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 195.1552 40345.1948 10 11.36 None 2402.2232 SSDIRPTDTVLEIGPGTGNLTMK 763.4309 2402.1733 19.7008 4784 3 801.3960 ‐20.2693
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 195.1552 40345.1948 10 11.36 None 540.2599 SMFR 71.5626 540.2578 22.1891 1369 1 540.2578 ‐4.0033
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 None 958.5932 LKDQTLIK 1268.6280 958.5944 23.5948 48584 2 479.8009 ‐0.1993
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 None 811.4131 TLGSMFR 5768.2520 811.4126 22.1431 15205 2 406.2099 ‐2.4390
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 None 1056.5473 LVYGSNTFR 921.3331 1056.5498 22.0378 3552 2 528.7785 1.0301
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 Carbamidomethyl+C(5) 1928.8729 DDLLCLDTDASMFKER 1464.9650 1928.9030 32.5527 7227 2 964.9552 15.9659
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 None 797.3974 SMFKER 147.5719 797.3997 32.7231 1531 1 797.3997 2.31
NP_201437.2 ribosomal RNA adenine dimethylase family protein Arabidopsis thaliana 233.6881 40345.1948 10 11.36 None 540.2599 SMFR 120.0873 540.2578 22.1891 1369 1 540.2578 ‐4.4416
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 54519.3500 2604.3043 34.1919 253530 3 868.7729 0.7486
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1203.6579 NTAASVGEITLK 79109.1400 1203.6568 23.8991 205955 2 602.3320 ‐1.3839
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 950.5710 VPFLFTVK 22651.6700 950.5689 20.0036 120230 2 475.7881 ‐2.9625
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 33346.5000 2457.1384 25.7912 82014 3 819.7176 1.20
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 52052.2200 1362.6376 19.1022 79996 2 681.8224 ‐1.9094
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 881.4880 FLVPSYR 17022.7200 881.4855 16.5683 69065 2 441.2464 ‐3.6298
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1450.7172 QLDASGKPDSFTGK 20519.3900 1450.7145 18.0163 52072 3 484.2430 ‐2.0594
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 19677.1700 2174.9628 27.2488 44356 2 1087.9850 ‐0.5583
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1562.7558 GGSTGYDNAVALPAGGR 68917.1300 1562.7564 22.5950 31275 2 781.8819 0.4865
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1096.5521 LTYDEIQSK 21340.9800 1096.5504 19.7693 22499 2 548.7788 ‐2.1516
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 6888.6060 2294.1297 30.4018 19816 3 765.3814 0.3091
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1388.6904 GDEEELVKENVK 6062.5980 1388.6875 19.4509 18112 3 463.5673 ‐2.3310
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 2018.9665 EEDGIDYAAVTVQLPGGER 7122.4070 2018.9687 30.9931 17659 2 1009.9880 1.25
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(3) 1232.5616 LTCSFQSDFK 159.1288 1232.5456 33.3827 3070 1 1232.5456 ‐11.5172
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1252.6532 RLTYDEIQSK 53559.9700 1252.6517 18.4943 59482 2 626.8295 ‐1.5572
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 17457.7400 1490.7340 18.0681 27753 2 745.8706 ‐0.6159
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1775.8783 GRGGSTGYDNAVALPAGGR 4485.8500 1775.8813 21.0882 8539 3 592.6320 1.71
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 621.3355 VPSYR 466.0478 621.3347 16.5426 21834 1 621.3347 ‐1.2007
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 522.2671 PSYR 2436.6320 522.2663 16.5621 20761 1 522.2663 ‐1.7479
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 846.4931 SVGEITLK 537.5392 846.4934 22.3498 13386 2 423.7504 ‐0.5447
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 851.5026 PFLFTVK 1897.5190 851.5027 20.0035 11888 1 851.5027 0.7158
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 754.4498 FLFTVK 941.5301 754.4503 20.0056 6320 1 754.4503 0.9800
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 474.3286 ITLK 115.9832 474.3281 23.7670 3205 1 474.3281 ‐1.3270
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 908.4724 EPTSFTVK 292.1906 908.4697 18.6136 3203 2 454.7385 ‐3.7762



NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1209.5746 DASGKPDSFTGK 7113.4280 1209.5746 17.9823 2114 2 605.2909 ‐0.4575
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 690.3065 1215.5688 19.1069 1594 1 1215.5688 ‐0.7452
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(3) 712.3123 KFCFE 176.4686 712.3096 18.0790 1478 1 712.3096 ‐3.5871
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1097.5837 SKPETGEVIGV 377.2879 1097.5831 34.1971 1330 1 1097.5831 0.5871
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 882.4203 YDEIQSK 419.6565 882.4185 19.7697 1329 1 882.4185 ‐1.4660
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 751.3621 PDSFTGK 18994.6000 751.3634 17.9837 1293 1 751.3634 2.0150
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1078.5415 LTYDEIQSK 221.2478 1078.5396 20.1181 1279 2 539.7734 ‐2.4011
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 534.3035 RLTY 1371.6340 534.3030 18.4869 1263 1 534.3030 ‐1.0562
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 729.3414 SKPETGE 229.0123 729.3395 34.0869 1240 1 729.3395 ‐2.2203
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 917.5302 ASVGEITLK 167.7715 917.5346 25.0699 1220 2 459.2709 3.00
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1074.4738 DGGSETFSFK 3518.5010 1074.4723 27.2722 985 1 1074.4723 ‐0.2688
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 958.5568 ELVKENVK 167.3560 958.5569 18.5489 828 2 479.7821 ‐0.6232
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1573.8108 SKPETGEVIGVFESL 348.5161 1573.8026 34.1950 776 1 1573.8026 ‐2.8825
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 932.5604 VPFLFTVK 105.6296 932.5554 21.1513 14761 1 932.5554 ‐4.5876
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 Carbamidomethyl+C(3) 1214.5511 LTCSFQSDFK 120.1203 1214.5523 32.4725 2539 1 1214.5523 2.03
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1432.7067 QLDASGKPDSFTGK 342.2977 1432.7017 17.9863 1817 3 478.2388 ‐3.6717
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1545.7292 GGSTGYDNAVALPAGGR 411.2389 1545.7273 24.1482 953 2 773.3673 ‐1.2293
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19344.2500 35370.5190 42 52.41 None 1758.8518 GRGGSTGYDNAVALPAGGR 341.7544 1758.8491 21.6690 869 3 586.9546 ‐1.4781
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 648.2291 18834.6932 3 14.37 None 2575.3191 DIYSALNAVSGHYVSFGPTAPIPAK 4385.8370 2575.3210 21.2048 13882 3 859.1118 1.92
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 648.2291 18834.6932 3 14.37 None 2343.1575 TDPNVADAVAELREASNSWVAK 142.9975 2343.1999 21.6282 2131 2 1172.1036 19.8017
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 648.2291 18834.6932 3 14.37 None 1129.5749 REASNSWVAK 98.8884 1129.5787 19.9829 1461 2 565.2930 3.0164
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 1452.8421 VQLPGLSQELLQK 5615.5370 1452.8412 19.2172 11084 2 726.9242 ‐0.4143
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 2171.1455 TPGFSGADLANLLNEAAILAGR 4344.4320 2171.1405 24.7977 10243 2 1086.0739 ‐0.8897
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 Carbamidomethyl+C(6) 1812.9161 AASSACLLGNGLSVYTTK 408.6401 1812.9223 21.2254 4835 2 906.9648 4.06
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 1396.7907 ADILDSALLRPGR 1203.9400 1396.7817 18.2999 4740 2 698.8945 ‐6.3509
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 3020.4993 EQTLNQLLTEMDGFEGNTGVIVVAATNR 1003.3140 3020.4950 23.2164 3131 3 1007.5032 ‐0.0198
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 641.1179 2103.0366 19.8757 1695 2 1052.0219 ‐6.9301
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 1621.0047 GVLLVGPPGTGKTLLAK 182.3747 1620.9920 22.4578 933 3 541.0022 ‐7.7534
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 None 1112.6310 PGLSQELLQK 291.7829 1112.6304 18.8861 5293 2 556.8189 ‐0.9115
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 Carbamidomethyl+C(1) 1407.7301 CLLGNGLSVYTTK 176.5201 1407.7281 23.3502 877 2 704.3677 ‐1.3341
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 338.4821 73369.6904 10 13.72 Carbamidomethyl+C(7) 2086.0274 AKENAPCIVFVDEIDAVGR 177.3373 2086.0196 21.0161 7633 2 1043.5134 ‐2.4581
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 None 2388.2115 EISMPNGLLPLKDIEEVGYDR 9965.1570 2388.2131 37.1083 10755 3 796.7425 1.1135
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 Carbamidomethyl+C(10) 1344.5559 AEMYTGDEICR 17436.0100 1344.5553 20.4799 6724 2 672.7813 ‐0.6847
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 None 902.4942 GLVTEEVR 15709.6100 902.4921 19.2296 4346 2 451.7497 ‐3.1173
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 None 1033.5347 MGLVTEEVR 5487.2730 1033.5344 16.9447 2537 1 1033.5344 0.7811
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 None 2754.4236 TFPVTAFIVPEEPAKEEPAKEEPAK 461.2316 2754.3788 23.5417 3239 3 918.7978 ‐15.5482
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 None 1127.5579 EEPAKEEPAK 669.9667 1127.5662 31.7091 2578 2 564.2867 6.73
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3320.4320 20061.1618 7 36.87 Carbamidomethyl+C(5) 749.3247 GDEICR 149.8229 749.3258 19.2786 1375 1 749.3258 1.94
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1859.9484 TEVITETPVVEEEEKK 6286.7330 1859.9488 22.7324 5512 3 620.6545 0.3100
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1659.7960 AEEVTETPAVVEEEK 631.0322 1659.7957 21.7654 2191 2 830.4015 0.0174
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1391.7264 TVEETVVETEKK 1060.2930 1391.7303 21.6098 1740 3 464.5816 2.99
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1731.8535 TEVITETPVVEEEEK 832.1987 1731.8551 24.1592 2005 2 866.4312 1.70
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1086.5677 PVVEEEEKK 147.1444 1086.5646 21.5704 7257 1 1086.5646 ‐1.7685
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1245.6209 TVEETVVETEK 198.9633 1245.6162 18.9524 937 2 623.3117 ‐4.1717
NP_563898.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1300.5740 11674.7603 7 41.35 None 1841.9379 TEVITETPVVEEEEKK 281.5781 1841.9411 23.8977 1028 2 921.4742 2.1773
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 4520.0150 16163.6518 3 18.71 None 1330.6849 VAGASADILDAAEK 47122.3500 1330.6830 24.7628 26001 2 665.8451 ‐1.6990
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 4520.0150 16163.6518 3 18.71 None 1482.6707 KDDEESGGGLGGYAK 2725.9570 1482.6684 16.7349 6163 3 494.8943 ‐1.7275
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 4520.0150 16163.6518 3 18.71 None 759.4247 ILDAAEK 392.1794 759.4232 24.4520 2671 1 759.4232 ‐1.6323
NP_563961.1 chaperonin 10 Arabidopsis thaliana 4572.8510 10812.5025 4 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 4289.1380 1705.8683 27.6136 17496 2 853.4378 2.81
NP_563961.1 chaperonin 10 Arabidopsis thaliana 4572.8510 10812.5025 4 37.76 None 1086.6041 TESGILLPEK 11595.1100 1086.6014 23.2547 17406 2 543.8044 ‐3.0538
NP_563961.1 chaperonin 10 Arabidopsis thaliana 4572.8510 10812.5025 4 37.76 None 1242.5485 DEDVLGTLHED 23960.1900 1242.5469 25.4505 8243 2 621.7771 ‐1.6634
NP_563961.1 chaperonin 10 Arabidopsis thaliana 4572.8510 10812.5025 4 37.76 None 714.4032 TESGILL 195.9506 714.4047 23.5372 1301 1 714.4047 2.30
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 None 1643.7871 NDDLDAVLEATPQSR 10905.5400 1643.7873 28.0251 5981 2 822.3973 0.2587
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 Carbamidomethyl+C(10) 2062.0063 AIAEGQPDPCPLHTEWLK 837.4299 2062.0061 28.5049 4502 3 688.0069 0.1581
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 None 2604.3338 LIQELAAAAAAEKGLTFEENMVER 644.5516 2604.3161 37.1323 7053 3 868.7769 ‐6.1544
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 Carbamidomethyl+C(13) 1844.8994 MAKASSTLFAVSCSASAR 186.0123 1844.9010 27.1213 3002 2 922.9542 1.88
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 Carbamidomethyl+C(16) 2015.0379 RGEAVPVDFEGPILVCTR 2373.7600 2015.0397 31.4630 2707 3 672.3514 1.0980
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 Carbamidomethyl+C(16) 1833.9276 WASEIAARLQSGGLSCK 1129.7700 1833.9244 18.2765 2424 3 611.9796 ‐1.6990
NP_563991.1 uncharacterized protein Arabidopsis thaliana 570.7889 34472.4488 7 28.43 None 2333.2096 EYRDEVSRLIQELAAAAAAEK 974.2153 2333.2284 25.7049 2346 2 1167.1179 9.17
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1761.9381 LLEATGISTVPGSGFGQK 49644.5400 1761.9377 17.7673 33798 2 881.4725 0.0967
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1924.9175 DGYPSDPELIFLTDGASK 20969.9200 1924.9188 34.7903 24229 2 962.9630 1.39
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 2021.7650 2854.4625 20.0187 21039 3 952.1590 0.9344
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 969.5728 LPTGALQAAK 20437.1800 969.5720 20.2866 20420 2 485.2896 ‐1.5182
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 2195.0610 TTILPAEDEMPEIMDSFKK 14226.6800 2195.0632 35.1374 19436 3 732.3592 1.45
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 3044.9290 2132.9837 20.6720 16294 2 1066.9955 ‐1.7825
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 13540.6700 1140.5759 18.6803 16049 2 570.7916 ‐0.4575
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 991.5207 EVAEFIQR 13133.2500 991.5217 22.0821 13483 2 496.2645 0.2309
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 9310.4350 1172.5070 20.8094 12669 2 586.7571 ‐0.8938
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1783.8610 HYLSLTSGGLGAYSDSR 13275.7100 1783.8618 16.9290 12630 3 595.2921 0.5461
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1571.0680 2255.1293 18.2349 12051 2 1128.0683 1.98
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 2066.9661 TTILPAEDEMPEIMDSFK 4884.2600 2066.9668 37.6556 8671 2 1033.9871 1.1178
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1225.5955 VLMEMGSPFSK 4447.8910 1225.5972 18.1625 8096 2 613.3023 0.9754
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 2081.0186 RDGYPSDPELIFLTDGASK 845.9761 2080.9919 22.0186 27261 2 1040.9996 ‐12.0316
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 857.4628 EGVFHLR 828.0616 857.4637 21.2758 1474 2 429.2355 0.1330
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 759.4108 QSVAQAR 185.8344 759.4290 27.7716 1059 1 759.4290 24.3879
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1131.6368 ESKGILESLR 401.6207 1131.6414 24.8995 1205 2 566.3243 3.50
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1837.9364 MALKALDYDTLNENVK 1014.7820 1837.9408 23.8982 875 3 613.3185 2.59
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 223.9811 1041.5127 18.0528 3120 2 521.2600 4.13
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 530.3297 LQAAK 86.1324 530.3283 19.1573 2536 1 530.3283 ‐2.7104
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1335.6903 TGISTVPGSGFGQK 431.6847 1335.6891 17.8821 1438 3 445.9012 ‐1.1340
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1535.7700 EATGISTVPGSGFGQK 722.8735 1535.7715 19.8388 1341 2 768.3894 0.9660
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 680.3362 GSGFGQK 202.9776 680.3378 17.2309 1175 1 680.3378 2.05
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 6440.5900 928.3824 20.8133 1009 1 928.3824 0.2064
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1642.7682 NFTEGAMYSFPQIR 392.5279 1642.7659 21.5203 767 2 821.8866 ‐1.2606



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 1113.6262 ESKGILESLR 395.7610 1113.6277 24.3070 2416 2 557.3175 0.7578
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 None 2836.4516 LVLLGDEVYQQNIYQDERPFISSK 207.2226 2836.4652 19.5883 972 4 709.8718 4.85
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5380.0420 53814.5894 42 46.57 Carbamidomethyl+C(14) 2238.1006 AMVIINPGNPTGQCLSEANIR 494.9119 2238.1034 19.5312 1705 2 1119.5554 2.26
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 1924.9175 DGYPSDPELIFLTDGASK 24140.5200 1924.9188 34.7903 24229 2 962.9630 0.9966
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 969.5728 LPTGALQAAK 31914.9100 969.5720 20.2866 20420 2 485.2896 ‐2.2807
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 2195.0610 TTILPAEDEMPEIMDSFKK 25031.0900 2195.0632 35.1374 19436 3 732.3592 0.8174
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 1373.7423 EVQLVSFHTVSK 5043.2560 1373.7427 25.2311 14057 2 687.3750 ‐0.4794
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 991.5207 EVAEFIQR 11321.8800 991.5217 22.0821 13483 2 496.2645 ‐0.5193
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 2119.8702 FNDEFMTQYDNNFGYSK 2045.8960 2119.8677 31.3656 10679 2 1060.4375 ‐0.4750
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 2066.9661 TTILPAEDEMPEIMDSFK 7909.7350 2066.9668 37.6556 8671 2 1033.9871 0.9701
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1629.7550 2255.1254 30.0039 4933 3 752.3800 ‐0.9070
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 2081.0186 RDGYPSDPELIFLTDGASK 1340.0720 2081.0253 32.1562 2374 3 694.3466 3.0514
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 857.4628 EGVFHLR 787.0511 857.4637 21.2758 1474 2 429.2355 ‐0.6923
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 601.3668 ALQAAK 269.8138 601.3674 21.8369 3876 1 601.3674 0.5644
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 530.3297 LQAAK 179.3276 530.3299 21.8455 1304 1 530.3299 ‐0.1273
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 759.4359 TGALQAAK 15639.9800 759.4369 20.2889 1174 1 759.4369 1.76
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3373.6260 53814.5894 42 46.57 None 856.4887 PTGALQAAK 7103.6480 856.4912 20.2818 1052 1 856.4912 3.1844
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 388.6463 33776.2610 8 17.24 None 1313.7423 VESPVVVITGASR 2002.8670 1313.7452 27.5629 8708 2 657.3763 1.88
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 388.6463 33776.2610 8 17.24 None 1614.8598 WGTIDVVVNNAGITR 2539.7830 1614.8593 18.7299 4464 2 807.9333 ‐0.1703
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 388.6463 33776.2610 8 17.24 Carbamidomethyl+C(8) 2981.4053 NINVNVVCPGFIASDMTAELGEDMEKK 2216.4500 2981.4022 38.0776 4277 3 994.4722 ‐0.1735
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 388.6463 33776.2610 8 17.24 None 1295.7318 VESPVVVITGASR 269.9184 1295.7315 25.5820 929 1 1295.7315 1.22
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 339.3569 33776.2610 8 17.24 None 1313.7423 VESPVVVITGASR 3727.1220 1313.7452 27.5629 8708 2 657.3763 1.91
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 339.3569 33776.2610 8 17.24 Carbamidomethyl+C(8) 2981.4053 NINVNVVCPGFIASDMTAELGEDMEKK 2153.7470 2981.4022 38.0776 4277 3 994.4722 ‐0.8859
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 339.3569 33776.2610 8 17.24 None 1061.5473 SAKEAEEVAK 165.1118 1061.5416 19.5616 2619 2 531.2744 ‐6.7161
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 339.3569 33776.2610 8 17.24 None 1085.6313 SPVVVITGASR 325.4876 1085.6276 25.3562 5082 2 543.3174 ‐4.7731
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 893.5091 NLLSVGYK 3616.2190 893.5083 24.5907 3725 2 447.2578 ‐1.6906
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 988.4808 ETFVYMAK 426.6423 988.4846 22.7167 2340 1 988.4846 4.47
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 1175.5903 VNSELTVEER 433.3555 1175.5918 36.1715 1308 1 1175.5918 2.77
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 1413.7009 YLAEFKTEQER 670.9023 1413.7035 25.8641 9810 3 471.9060 1.08
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 1875.8567 TEESKQEQAKPADATEN 247.6806 1875.8422 40.5429 2758 3 625.9523 ‐7.5708
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 2050.0815 VNSELTVEERNLLSVGYK 502.8986 2050.0824 19.2689 2405 2 1025.5448 1.1369
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 2087.0226 ERETFVYMAKLSEQAER 802.2325 2087.0173 23.0453 1746 2 1044.0123 ‐1.7735
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1488.7440 30659.1689 12 20.90 None 2069.0121 ERETFVYMAKLSEQAER 429.9775 2069.0026 23.7442 937 2 1035.0049 ‐3.8091
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1265.5545 GPSGSPWYGSDR 97459.2100 1265.5537 20.5340 182886 2 633.2805 ‐1.0407
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 983.4985 FGEAVWFK 40950.8400 983.4970 18.7031 131139 2 492.2521 ‐2.3033
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPET 10256.9100 3957.7628 22.8163 71140 3 1319.9258 ‐1.9373
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 7287.4830 3630.7716 25.2184 69975 3 1210.9287 ‐2.3418
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 33311.0800 1903.9925 25.3455 38816 2 952.4999 0.7143
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1252.6757 NRELEVIHSR 19748.9900 1252.6741 17.0810 16928 3 418.2296 ‐1.5620
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 982.5316 ELEVIHSR 14887.9300 982.5304 17.6298 5779 2 491.7688 ‐1.9565
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1685.7693 YLGPFSGESPSYLTGE 272.9804 1685.7621 24.2175 8136 2 843.3847 ‐4.0975
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 779.4087 EAVWFK 646.0338 779.4063 18.6983 4815 1 779.4063 ‐2.6176
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 650.3661 AVWFK 173.1757 650.3654 18.7041 3043 1 650.3654 ‐0.8981
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1191.5892 ATDPEAFAELK 176.3853 1191.5894 23.7760 2605 2 596.2983 ‐0.2734
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1024.4483 GSPWYGSDR 2614.2660 1024.4475 20.5444 1866 1 1024.4475 0.2734
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1019.5044 DPEAFAELK 151.7010 1019.5011 25.2387 1733 2 510.2542 ‐3.9719
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1556.7268 YLGPFSGESPSYLTG 418.6364 1556.7290 22.4219 1463 3 519.5812 1.96
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 967.4268 SPWYGSDR 191.3849 967.4272 20.5439 1394 1 967.4272 1.55
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1336.6743 VAGNGPLGEAEDLL 356.0036 1336.6689 25.2146 980 1 1336.6689 ‐2.2847
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 836.4301 GEAVWFK 120.4189 836.4271 20.1089 925 2 418.7172 ‐4.5302
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 949.4163 SPWYGSDR 105.1489 949.4112 19.0880 860 1 949.4112 ‐4.5242
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 1499.7377 VAGNGPLGEAEDLLY 140.9337 1499.7337 23.7028 833 2 750.3705 ‐2.6958
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12206.4600 28284.1671 29 44.94 None 3612.7744 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 251.1493 3612.7629 23.7226 3379 3 1204.9258 ‐1.8715
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 983.4985 FGEAVWFK 79067.8200 983.4970 18.7031 131139 2 492.2521 ‐2.1987
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPET 17715.3600 3957.7628 22.8163 71140 3 1319.9258 ‐1.1866
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 13982.6000 3630.7716 25.2184 69975 3 1210.9287 ‐1.6761
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 32921.5400 1903.9925 25.3455 38816 2 952.4999 1.1603
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 1409.7093 AASTMALSSPAFAGK 209.0672 1409.7097 25.6246 1638 1 1409.7097 2.64
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 836.4301 GEAVWFK 34235.4500 836.4308 18.7014 16156 1 836.4308 1.75
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 2132.0546 PGGSFDPLGLATDPEAFAELK 18401.4300 2132.0535 25.2167 3169 2 1066.5304 0.8233
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 650.3661 AVWFK 204.9277 650.3654 18.7041 3043 1 650.3654 ‐0.4324
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9387.4270 28284.1671 29 44.94 None 1336.6743 VAGNGPLGEAEDLL 1029.6650 1336.6689 25.2146 980 1 1336.6689 ‐2.0333
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 1849.9463 TILSSETMDIPDSVTIK 6094.0190 1849.9484 32.2464 20023 2 925.4778 1.90
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 1914.0178 VKDEIVLDGNDIELVSR 2175.7030 1914.0188 30.4689 5569 3 638.6778 0.2149
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 1359.7664 KVEMLDGVTIVR 3031.4260 1359.7603 27.4941 5472 2 680.3838 ‐5.2582
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 1513.8261 KFLDGIYVSEKSK 1676.2290 1513.8265 25.8108 2378 2 757.4169 ‐0.1745
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 578.3144 SEKSK 302.4962 578.3134 23.7801 5823 1 578.3134 ‐2.2270
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 12 30.41 None 603.3461 ELVSR 125.3784 603.3478 32.7121 2325 1 603.3478 2.90
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1792.9017 FVYAHFPINASIGGDGK 5290.5790 1792.9066 18.3060 19781 3 598.3070 2.03
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1582.8547 TALSHVDNLISGVTR 5834.7910 1582.8508 17.9464 14131 3 528.2884 ‐2.4739
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1170.6041 FLDGIYVSEK 4462.5420 1170.6049 17.6168 8006 2 585.8061 0.3869
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1943.0457 TALSHVDNLISGVTRGFR 318.5272 1943.0310 18.3159 1046 2 972.0191 ‐6.5357
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1774.8911 FVYAHFPINASIGGDGK 522.2868 1774.8870 17.8456 6500 2 887.9472 ‐1.5663
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 12 30.41 None 1152.5936 FLDGIYVSEK 236.0454 1152.5896 19.0496 759 1 1152.5896 ‐1.8212
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1849.9463 TILSSETMDIPDSVTIK 9823.8720 1849.9484 32.2464 20023 2 925.4778 1.83
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1792.9017 FVYAHFPINASIGGDGK 5626.7810 1792.9066 18.3060 19781 3 598.3070 2.26
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1582.8547 TALSHVDNLISGVTR 5763.8090 1582.8508 17.9464 14131 3 528.2884 ‐2.6070
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1170.6041 FLDGIYVSEK 8550.7550 1170.6049 17.6168 8006 2 585.8061 0.2129
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1914.0178 VKDEIVLDGNDIELVSR 2741.3740 1914.0188 30.4689 5569 3 638.6778 0.6215
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1359.7664 KVEMLDGVTIVR 1854.9240 1359.7603 27.4941 5472 2 680.3838 ‐4.7143



NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1298.6991 KFLDGIYVSEK 1073.6250 1298.6956 25.9166 2520 2 649.8514 ‐2.9821
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1513.8261 KFLDGIYVSEKSK 1546.5540 1513.8265 25.8108 2378 2 757.4169 0.2832
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1943.0457 TALSHVDNLISGVTRGFR 301.9378 1943.0310 18.3159 1046 2 972.0191 ‐6.9962
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 578.3144 SEKSK 199.4557 578.3134 23.7801 5823 1 578.3134 ‐1.7994
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 724.3624 TALSHVD 192.8955 724.3617 17.5689 3291 1 724.3617 ‐0.7480
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 603.3461 ELVSR 123.9771 603.3478 32.7121 2325 1 603.3478 2.97
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 777.4141 GIYVSEK 137.7764 777.4167 25.6232 1425 1 777.4167 3.70
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1028.5371 PINASIGGDGK 277.6302 1028.5330 17.0954 1018 2 514.7701 ‐4.6368
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2480.5620 22131.7358 27 48.45 None 1152.5936 FLDGIYVSEK 293.1349 1152.5896 19.0496 759 1 1152.5896 ‐2.1302
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 1849.9463 TILSSETMDIPDSVTIK 6094.0190 1849.9484 32.2464 20023 2 925.4778 1.90
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 1914.0178 VKDEIVLDGNDIELVSR 2175.7030 1914.0188 30.4689 5569 3 638.6778 0.2149
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 1359.7664 KVEMLDGVTIVR 3031.4260 1359.7603 27.4941 5472 2 680.3838 ‐5.2582
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 1513.8261 KFLDGIYVSEKSK 1676.2290 1513.8265 25.8108 2378 2 757.4169 ‐0.1745
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 578.3144 SEKSK 302.4962 578.3134 23.7801 5823 1 578.3134 ‐2.2270
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 724.6663 22131.7358 27 48.45 None 603.3461 ELVSR 125.3784 603.3478 32.7121 2325 1 603.3478 2.90
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1792.9017 FVYAHFPINASIGGDGK 5290.5790 1792.9066 18.3060 19781 3 598.3070 2.03
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1582.8547 TALSHVDNLISGVTR 5834.7910 1582.8508 17.9464 14131 3 528.2884 ‐2.4739
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1170.6041 FLDGIYVSEK 4462.5420 1170.6049 17.6168 8006 2 585.8061 0.3869
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1943.0457 TALSHVDNLISGVTRGFR 318.5272 1943.0310 18.3159 1046 2 972.0191 ‐6.5357
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1774.8911 FVYAHFPINASIGGDGK 522.2868 1774.8870 17.8456 6500 2 887.9472 ‐1.5663
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1144.7790 22131.7358 27 48.45 None 1152.5936 FLDGIYVSEK 236.0454 1152.5896 19.0496 759 1 1152.5896 ‐1.8212
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1334.5643 YEEMVEFMEK 54811.5200 1334.5653 28.8589 32596 2 667.7863 ‐0.0480
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 2128.9921 QAFDEAIAELDTLGEESYK 13732.3700 2128.9906 37.8033 10201 2 1064.9989 0.0100
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 770.4083 YLAEFK 17275.4900 770.4097 21.2474 8482 1 770.4097 1.93
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1787.9399 AAQDIANAELAPTHPIR 5913.7580 1787.9374 23.5343 7296 3 596.6507 ‐1.6841
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1418.7485 IISSIEQKEESR 5893.4440 1418.7467 17.5117 5188 3 473.5871 ‐1.7665
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1189.6609 DSTLIMQLLR 1450.1860 1189.6630 30.2893 5839 2 595.3351 0.6350
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1219.5953 DAAEHTLTAYK 370.8219 1219.5777 27.4574 1113 2 610.2925 ‐15.4917
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1918.9617 TGQERKDAAEHTLTAYK 215.0667 1918.9542 20.0240 1630 3 640.3229 ‐4.2009
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1469.7747 YLAEFKTGQERK 361.6652 1469.7678 24.4905 1528 2 735.3875 ‐5.2379
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 660.3861 MQLLR 142.7619 660.3848 29.1808 4075 1 660.3848 ‐2.3048
NP_564453.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 4286.7440 30308.0265 11 34.08 None 1042.4584 EMVEFMEK 490.3067 1042.4592 28.8460 1387 1 1042.4592 1.85
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 2302.1337 VVTIDSYEDVPTYSEESLKK 45272.2700 2302.1350 27.7556 36096 3 768.0498 0.9799
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1589.8758 AVAHQPISIAIEAGGR 10606.4900 1589.8754 24.9521 12518 3 530.6300 ‐0.3622
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1485.6856 NGGIDTDKDYPYK 1722.2290 1485.6834 18.2859 6452 3 495.8993 ‐1.6693
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 2174.0387 VVTIDSYEDVPTYSEESLK 245.2099 2174.0680 22.4145 2434 2 1087.5377 14.3846
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1754.8670 SEAEVMSIYEAWLVK 753.1145 1754.8629 29.6871 2282 2 877.9351 ‐1.9745
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 559.3562 LGLTR 540.5101 559.3471 22.3119 1633 1 559.3471 ‐16.4050
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1696.8725 HGKAQSQNSLVEKDR 295.7263 1696.8768 29.0038 1819 3 566.2971 2.20
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1626.7659 NSWGKSWGESGYLR 177.4820 1626.7540 26.6899 807 3 542.9229 ‐7.3773
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1371.6427 GGIDTDKDYPYK 336.8927 1371.6405 19.4619 1668 2 686.3239 ‐1.7855
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 920.4333 HGKAQSQNS 92.7260 920.4318 29.6228 935 1 920.4318 ‐0.8786
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1084.5521 TYSEESLKK 231.8648 1084.5536 26.7265 794 1 1084.5536 2.07
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2416.0100 52163.9808 18 18.18 None 1467.6751 NGGIDTDKDYPYK 361.4654 1467.6700 18.9522 5765 2 734.3387 ‐3.4892
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 2302.1337 VVTIDSYEDVPTYSEESLKK 38134.2400 2302.1350 27.7556 36096 3 768.0498 0.4621
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 1589.8758 AVAHQPISIAIEAGGR 8725.9500 1589.8754 24.9521 12518 3 530.6300 ‐0.6758
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 1054.4952 SWGESGYLR 3361.9340 1054.4941 23.4442 15663 2 527.7507 ‐2.4534
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 1274.6640 KPATPFWSQGR 230.9815 1274.6882 21.3160 3375 3 425.5676 18.3870
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 1415.6801 VGDELPESIDWR 149.6480 1415.6881 40.4948 1115 1 1415.6881 7.36
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2027.9090 52163.9808 18 18.18 None 1626.7659 NSWGKSWGESGYLR 277.4802 1626.7540 26.6899 807 3 542.9229 ‐7.7015
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 None 1715.8673 DLMAADWAELPSAVVK 6880.1010 1715.8695 36.8697 4496 2 858.4384 1.61
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 None 1994.9270 YAEYLDSFEPEEVYLK 585.4080 1994.9251 34.3960 3378 2 997.9662 ‐0.4819
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 None 1752.9127 VTVLGTSGLSGSYVEQR 498.5407 1752.9183 27.3507 2645 2 876.9628 3.27
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 None 1634.8636 AAEAVEEFGGILTSIK 2657.1260 1634.8646 36.3296 5955 2 817.9359 0.4045
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 None 2773.3383 MEIDDSIGMSGEGVKPLPNDITDALR 635.4708 2773.3305 30.7601 3182 3 925.1150 ‐2.7264
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 727.4692 28163.0352 6 40.08 Carbamidomethyl+C(3) 3101.5143 MRCSGLGSEWGKVTVLGTSGLSGSYVEQR 899.2213 3101.5123 36.6308 3273 3 1034.5089 ‐0.4355
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1566.7547 GQAGGLTFFAPSEER 3347.5470 1566.7538 29.7004 9992 2 783.8806 ‐0.4794
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1504.7489 EISKDEISDALER 1321.9440 1504.7466 24.0765 7871 3 502.2537 ‐1.7045
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 2715.2566 VAEEVIFGDENVTTGASNDFMQVSR 1672.9110 2715.2551 33.4253 4645 3 905.7566 0.1324
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1529.8030 DGSVVQLTAVDNRR 744.0021 1529.8070 18.0577 2380 2 765.4071 2.28
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 2274.1547 TPGFTGADLQNLMNEAAILAAR 774.7245 2274.1522 22.5768 2097 2 1137.5798 ‐0.0514
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1741.8075 AQGGPGGGPGGLGGPMDFGR 250.7841 1741.8233 18.9414 2840 2 871.4153 9.74
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1568.8366 VARQMIERFGFSK 1149.5570 1568.8402 18.6439 3490 3 523.6183 2.45
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 2381.1619 SKFQEVPETGVSFADVAGADQAK 446.7135 2381.1804 27.6324 1883 3 794.3983 8.12
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 1548.7441 GQAGGLTFFAPSEER 722.5798 1548.7431 29.7716 1149 2 774.8752 ‐0.6524
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 201.6742 76930.5472 10 12.43 None 2364.1354 SKFQEVPETGVSFADVAGADQAK 445.7803 2364.1406 27.0768 3622 3 788.7184 2.29
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1500.7792 TSPEELTPEEIKK 6398.0930 1500.7767 20.8811 5450 3 500.9304 ‐1.7948
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1178.6820 FLYPLDIGIK 3205.6890 1178.6836 20.9301 3908 2 589.8454 0.8742
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1590.6918 SYGASGVEYSDQAEK 3490.3200 1590.6908 18.4094 3212 2 795.8490 ‐0.5425
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1159.6106 QPSQGPTFGIK 140.4980 1159.6152 20.7312 1452 2 580.3112 3.70
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1674.8486 DLNINPLHYDLYGK 1113.1820 1674.8585 32.0733 7295 3 558.9577 5.00
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 5875.8530 2983.6416 35.7105 5921 4 746.6659 1.18
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 1125.5059 GVEYSDQAEK 257.0757 1125.5044 18.7014 1929 2 563.2558 ‐1.8336
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 291.3516 68372.1731 8 12.15 None 743.4298 PEEIKK 204.8776 743.4306 21.8899 1156 1 743.4306 1.83
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 995.3655 43599.5392 13 19.69 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 8609.9740 1797.0462 22.7343 9484 2 899.0268 0.7474
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 995.3655 43599.5392 13 19.69 None 1113.6085 IGPMLNELAR 2342.9240 1113.6085 17.4873 7074 2 557.3079 ‐0.5373
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 995.3655 43599.5392 13 19.69 None 1393.7362 FSDGLIAPDFLAK 17155.5600 1393.7362 20.3810 5898 2 697.3718 ‐0.1445
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 995.3655 43599.5392 13 19.69 None 846.4502 MLNELAR 164.0324 846.4474 18.8247 762 2 423.7273 ‐4.2763
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 995.3655 43599.5392 13 19.69 None 1096.5819 IGPMLNELAR 212.8266 1096.5874 16.0341 909 2 548.7973 4.83
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 7371.8340 1797.0462 22.7343 9484 2 899.0268 1.1538
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1113.6085 IGPMLNELAR 3695.3130 1113.6085 17.4873 7074 2 557.3079 ‐0.3845
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1393.7362 FSDGLIAPDFLAK 19362.4000 1393.7362 20.3810 5898 2 697.3718 0.1122
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1570.8224 ESWVPPTSATVQLR 143.2488 1570.8139 19.7579 12776 2 785.9106 ‐4.9943
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 441.7580 2477.2325 22.3052 2712 2 1239.1199 ‐5.0781



NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1595.8639 LKNDISLLYSSGASK 5475.9960 1595.8640 16.5879 2690 3 532.6262 0.0799
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1266.6001 ESWVPPTSATVQ 738.0029 1266.5961 18.7673 1194 2 633.8017 ‐3.2951
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1083.7770 43599.5392 13 19.69 None 1096.5819 IGPMLNELAR 125.1245 1096.5874 16.0341 909 2 548.7973 4.48
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 1498.7060 ADAFEYADQVLEK 10929.0400 1498.7098 31.3579 14185 2 749.8586 2.79
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 1634.8748 LVAAIDGQPDPGGPTVK 8505.3290 1634.8778 23.8912 13473 2 817.9425 1.62
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 862.5145 LNFITVR 5868.1030 862.5151 17.2861 2306 2 431.7612 ‐0.2409
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 2056.0597 KLTSKADAFEYADQVLEK 675.2354 2056.0650 27.4099 1820 3 686.0265 2.46
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 635.3875 FITVR 88.5313 635.3845 17.5913 9260 1 635.3845 ‐4.7269
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 1312.6420 AFEYADQVLEK 420.2183 1312.6438 32.6523 5762 2 656.8255 1.0901
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1149.9820 31138.6414 12 17.19 None 655.3774 PGGPTVK 172.2258 655.3804 21.7019 2300 1 655.3804 4.55
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 945.8055 31138.6414 12 17.19 None 1498.7060 ADAFEYADQVLEK 11595.8200 1498.7098 31.3579 14185 2 749.8586 2.0518
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 945.8055 31138.6414 12 17.19 None 1634.8748 LVAAIDGQPDPGGPTVK 5991.4240 1634.8778 23.8912 13473 2 817.9425 1.64
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 945.8055 31138.6414 12 17.19 None 946.5026 METLLSPR 336.0876 946.5027 19.0183 5272 2 473.7550 ‐1.4323
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 945.8055 31138.6414 12 17.19 None 1336.6168 WYPSIEEGNNK 1296.9110 1336.5941 29.1876 1914 2 668.8007 ‐17.7679
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 945.8055 31138.6414 12 17.19 None 1312.6420 AFEYADQVLEK 742.4613 1312.6438 32.6523 5762 2 656.8255 0.5197
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1236.6583 ISAGSYVLNANK 2784.3560 1236.6569 22.7728 9810 2 618.8321 ‐1.5194
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 3082.0380 2178.1060 32.0703 9454 3 726.7069 1.12
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1568.8141 IMSDPFVGSLTFVR 3882.0070 1568.8109 20.2792 7278 2 784.9091 ‐1.9597
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 2231.9979 FSYEDIPEDLEDLAQEYR 9684.5680 2231.9938 41.4200 6973 2 1116.5006 ‐0.8492
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1433.6808 LAQEDPSFHFSR 1761.9670 1433.6809 23.2820 5218 3 478.5652 ‐0.1011
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1739.9075 FDVVPQHIQNQLSSK 6838.9680 1739.9080 16.6794 5203 3 580.6409 0.3249
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1549.7533 KPDDDEPFAGLAFK 4864.1600 1549.7534 30.0235 4662 3 517.2560 ‐0.0295
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 2085.0346 DTITGETLSDPENPVVLER 4538.9860 2085.0339 28.9830 3718 2 1043.0206 0.4281
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 2068.0709 INIIDTPGHVDFTLEVER 1428.4200 2068.0841 24.1970 12552 3 690.0329 6.37
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1070.5411 LLEMHANSR 262.0762 1070.5331 22.8877 9059 2 535.7702 ‐8.1480
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1961.0087 VEANVGAPQVNYRESISK 223.1237 1961.0228 34.0949 7116 3 654.3458 7.06
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1463.7237 QSGGQGQFADITVR 469.9666 1463.7316 23.9453 5634 2 732.3694 5.94
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1473.6896 FEPLEAGSGYEFK 198.5392 1473.7022 17.2873 2172 2 737.3547 8.94
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1928.9858 NIGIMAHIDAGKTTTTER 636.9808 1928.9704 18.7275 769 3 643.6617 ‐7.8342
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1008.4997 DFTLEVER 164.2349 1008.5007 22.3548 2123 1 1008.5007 2.0180
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 870.3992 FEPLEAGSG 164.4679 870.3975 18.3434 1065 2 435.7024 ‐2.8194
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1550.8036 IMSDPFVGSLTFVR 638.5552 1550.8013 19.6040 35670 2 775.9043 ‐1.3861
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 821.7351 86399.8533 29 18.14 None 1052.5306 LLEMHANSR 116.6804 1052.5257 24.0698 1300 1 1052.5257 ‐3.5551
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1236.6583 ISAGSYVLNANK 3878.0420 1236.6569 22.7728 9810 2 618.8321 ‐2.1323
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 1825.4910 2178.1060 32.0703 9454 3 726.7069 0.9090
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 2231.9979 FSYEDIPEDLEDLAQEYR 9670.4330 2231.9938 41.4200 6973 2 1116.5006 ‐0.9044
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1549.7533 KPDDDEPFAGLAFK 3081.0160 1549.7534 30.0235 4662 3 517.2560 ‐0.3317
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1433.6808 LAQEDPSFHFSR 2120.3190 1433.6818 23.2309 4544 3 478.5654 0.2017
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1416.7230 VEANVGAPQVNYR 1774.6420 1416.7250 21.3073 3537 2 708.8661 0.7263
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1070.5411 LLEMHANSR 363.3104 1070.5331 22.8877 9059 2 535.7702 ‐8.8540
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1463.7237 QSGGQGQFADITVR 435.0657 1463.7316 23.9453 5634 2 732.3694 4.37
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1541.7741 LLEMHANSREDVK 530.4390 1541.7639 19.7630 4122 3 514.5928 ‐7.0172
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 Carbamidomethyl+C(11) 1852.8818 ISSSSSGSLVCNLNGSQR 445.6281 1852.8443 26.4346 2011 2 926.9258 ‐20.0633
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 476.6657 86399.8533 29 18.14 None 1573.8445 RGQINSFGDKPGGLK 1170.7210 1573.8489 18.8316 857 3 525.2878 2.62
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 2338.0789 VMAMESEADALTQIGTDELEGK 4336.1960 2338.0749 36.5141 7263 2 1169.5411 ‐0.5939
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 1670.7908 SYANALISSFEDPEK 544.7442 1670.7949 33.3693 4050 2 835.9011 2.75
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 1037.5262 SFADNATALK 2610.8760 1037.5262 20.9846 4823 2 519.2667 ‐1.4170
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 1912.0498 AQLALAKGDEDLAREALK 1223.8170 1912.0477 29.5575 3001 3 638.0208 ‐1.3554
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 696.4403 AQLALAK 440.0745 696.4375 28.6246 63154 1 696.4375 ‐4.1220
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 803.4258 ADNATALK 226.7295 803.4269 20.6360 2057 1 803.4269 1.32
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 1652.7802 SYANALISSFEDPEK 257.5869 1652.7874 32.7545 3498 2 826.8974 4.1510
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 392.9583 36563.4259 8 19.70 None 2321.0523 VMAMESEADALTQIGTDELEGK 532.6956 2321.0480 34.9611 1914 2 1161.0276 ‐0.7698
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 1704.4430 16203.9756 2 18.6 None 1305.6355 SALMVDADQVEK 17488.1500 1305.6352 23.1231 8659 2 653.3213 ‐0.4909
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 1704.4430 16203.9756 2 18.6 None 1546.8549 FAGLSEIMEIPVLK 2541.5710 1546.8565 22.9136 4509 2 773.9319 1.0796
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1569.7700 12461.4333 5 24.11 Carbamidomethyl+C(3) 1717.8677 VSCLSIVDPGDSDIIK 8624.5160 1717.8703 30.8306 23881 2 859.4388 1.36
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1569.7700 12461.4333 5 24.11 None 1317.6395 SEIEYYAMLAK 2985.3670 1317.6461 29.6210 13160 2 659.3267 4.24
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1569.7700 12461.4333 5 24.11 Carbamidomethyl+C(17) 2011.9403 VGVHHYNGNNVDLGTACGK 262.2619 2011.8918 32.0318 2826 2 1006.4496 ‐23.4272
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1569.7700 12461.4333 5 24.11 None 864.4111 VGVHHYNG 162.3141 864.4082 30.2547 2294 1 864.4082 ‐2.7751
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1569.7700 12461.4333 5 24.11 None 1299.6290 SEIEYYAMLAK 182.1935 1299.6216 30.6311 1104 1 1299.6216 ‐3.9623
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1334.5643 YEEMVEFMEK 54811.5200 1334.5653 28.8589 32596 2 667.7863 ‐0.0480
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 2128.9921 QAFDEAIAELDTLGEESYK 13732.3700 2128.9906 37.8033 10201 2 1064.9989 0.0100
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 770.4083 YLAEFK 17275.4900 770.4097 21.2474 8482 1 770.4097 1.93
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1418.7485 IISSIEQKEESR 5893.4440 1418.7467 17.5117 5188 3 473.5871 ‐1.7665
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKPTEEQQ 3163.7710 3460.5629 35.0056 5138 3 1154.1925 ‐1.5782
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 2180.9652 DNLTLWTSDMQDDAADEIK 1237.1230 2180.9685 33.6784 4443 2 1090.9879 2.20
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1189.6609 DSTLIMQLLR 1450.1860 1189.6630 30.2893 5839 2 595.3351 0.6350
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1298.6223 EAAAPKPTEEQQ 209.9007 1298.6318 26.8302 5101 2 649.8195 6.86
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 Carbamidomethyl+C(11) 1762.9256 SKIETELSGICDGILK 6929.7200 1762.9273 31.3380 7331 3 588.3139 0.6447
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1469.7747 YLAEFKTGQERK 361.6652 1469.7678 24.4905 1528 2 735.3875 ‐5.2379
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 660.3861 MQLLR 142.7619 660.3848 29.1808 4075 1 660.3848 ‐2.3048
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 859.4156 KPTEEQQ 354.2857 859.4185 34.1179 2719 1 859.4185 3.16
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4374.0330 29275.8020 13 42.47 None 1042.4584 EMVEFMEK 490.3067 1042.4592 28.8460 1387 1 1042.4592 1.85
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1367.6842 FANFSIESEVPK 6886.0580 1367.6837 29.3975 22693 2 684.3455 ‐0.5354
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1284.6947 NPILPSDPYLR 9400.9630 1284.6953 28.9117 12158 2 642.8513 0.1482
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1079.5732 VTEFVSELR 6839.4730 1079.5715 25.5293 9148 2 540.2894 ‐2.1561
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1541.7231 GVEFEYREEDLR 2978.3770 1541.7213 23.9302 8991 3 514.5786 ‐1.2970
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 877.5029 DFIEILK 8666.3190 877.5029 31.7246 5618 1 877.5029 0.6115
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 899.4258 GVEFEYR 11216.2600 899.4251 21.5477 5224 2 450.2162 ‐1.5823
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1169.5990 FWADFIDKK 2465.9630 1169.5998 18.3289 6329 2 585.3036 0.2571
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1845.9593 SLPDPEKVTEFVSELR 14467.4200 1845.9592 35.9276 18744 3 615.9913 0.0618
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1632.9254 NKSPLLLQMNPIHK 216.2217 1632.9134 20.5333 1818 3 544.9760 ‐7.4203
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1645.8432 PDPEKVTEFVSELR 4613.0190 1645.8402 35.9182 2393 2 823.4237 ‐1.6308
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 836.4512 ADFIDKK 1014.0090 836.4502 18.3057 1604 1 836.4502 ‐0.7446
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2033.9470 25707.6329 19 30.59 None 1615.8989 NKSPLLLQMNPIHK 159.2136 1615.9043 21.1416 3725 2 808.4558 3.78



NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1367.6842 FANFSIESEVPK 8436.7710 1367.6837 29.3975 22693 2 684.3455 ‐1.0749
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1284.6947 NPILPSDPYLR 10683.0900 1284.6953 28.9117 12158 2 642.8513 ‐0.4378
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1079.5732 VTEFVSELR 8084.2590 1079.5715 25.5293 9148 2 540.2894 ‐2.8570
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 877.5029 DFIEILK 9873.8280 877.5029 31.7246 5618 1 877.5029 0.2674
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1845.9593 SLPDPEKVTEFVSELR 13311.9900 1845.9592 35.9276 18744 3 615.9913 ‐0.3252
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1645.8432 PDPEKVTEFVSELR 4257.0500 1645.8402 35.9182 2393 2 823.4237 ‐2.0145
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1646.7140 25707.6329 19 30.59 None 1061.5626 VTEFVSELR 257.5174 1061.5660 23.8527 1385 2 531.2866 1.42
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 1817.8606 TGTPLVYGGWPDHDFR 1522.1520 1817.8609 30.0167 12958 3 606.6252 0.2827
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 2240.9982 VVNEGEFGEYITEYDASYR 1703.4960 2240.9938 32.4521 11168 2 1121.0005 ‐1.0126
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 951.5258 GTVTFAVTR 1777.5140 951.5270 22.1339 7318 2 476.2671 0.4837
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 1228.6280 NGNLVLAEADGR 33500.5800 1228.6275 22.4726 7152 2 614.8174 ‐0.8689
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 1922.0494 GVTGFQILPNGNIVLHDK 1073.2080 1922.0513 19.2752 6963 3 641.3553 1.1257
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 3197.5386 EFDNLTEPSAYELLLEPAPQPATNPGNNR 372.4969 3197.4671 39.6668 1285 3 1066.4939 ‐21.3194
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 2228.0500 LVSRTSDSNGSDGPYSMVLDK 659.0743 2228.0503 23.9025 930 2 1114.5288 1.1309
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1109.5510 51027.4331 8 20.88 None 593.3406 FAVTR 60.4215 593.3430 22.0632 1440 1 593.3430 3.65
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 None 920.4910 ITMIWEK 46928.6600 920.4893 17.5972 112249 2 460.7483 ‐2.5468
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 73879.3000 1756.8356 16.7866 75748 3 586.2834 ‐0.2391
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 None 1399.7620 VYDVIFQFIQK 41378.0700 1399.7606 21.7470 35017 2 700.3840 ‐0.8813
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 None 1240.6354 GLEGHVMEQLK 136.6110 1240.6618 17.4811 2019 2 620.8345 21.0677
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 None 706.3593 MIWEK 20135.2400 706.3588 17.5950 10691 1 706.3588 0.0610
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 4149.4240 1643.7535 16.8048 4340 2 822.3804 1.05
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 3363.7450 1457.6746 16.7894 3564 2 729.3409 1.09
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 12049.4900 17626.9417 8 28.48 None 1053.5034 EGHVMEQLK 71.1982 1053.5002 18.9788 1590 2 527.2537 ‐3.5230
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 920.4910 ITMIWEK 36095.8200 920.4893 17.5972 112249 2 460.7483 ‐2.6280
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 63250.5400 1756.8356 16.7866 75748 3 586.2834 ‐0.4175
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1240.6354 GLEGHVMEQLK 39588.6900 1240.6363 22.8754 46920 2 620.8218 0.3352
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1403.7205 VYDLIYQFSQK 4858.5270 1403.7195 19.3970 9442 2 702.3634 ‐0.8901
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1383.5733 TDDSPEPSNYMK 8544.3380 1383.5732 19.4882 4931 2 692.2902 ‐0.2826
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 Carbamidomethyl+C(7) 933.4346 SPDDIVCK 3752.1520 933.4175 17.2397 9686 1 933.4175 ‐17.5479
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1539.6744 RTDDSPEPSNYMK 4281.3740 1539.6738 17.9700 1977 3 513.8961 ‐0.4937
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 706.3593 MIWEK 16377.2900 706.3588 17.5950 10691 1 706.3588 ‐0.3872
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 3960.9610 1643.7535 16.8048 4340 2 822.3804 0.8911
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 941.4873 GHVMEQLK 235.8114 941.4847 24.2429 3935 2 471.2460 ‐3.5137
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 4914.9550 1457.6746 16.7894 3564 2 729.3409 1.0004
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1222.6249 GLEGHVMEQLK 424.6684 1222.6200 23.7881 2098 2 611.8136 ‐4.4221
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 11653.2900 17715.9655 24 42.38 None 1385.7100 VYDLIYQFSQK 304.3670 1385.7085 19.7129 764 3 462.5743 ‐1.3322
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 920.4910 ITMIWEK 46928.6600 920.4893 17.5972 112249 2 460.7483 ‐2.5468
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 73879.3000 1756.8356 16.7866 75748 3 586.2834 ‐0.2391
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 1403.7205 VYDLIYQFSQK 4682.4530 1403.7195 19.3970 9442 2 702.3634 ‐0.6296
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 1240.6354 GLEGHVMEQLK 136.6110 1240.6618 17.4811 2019 2 620.8345 21.0677
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 Carbamidomethyl+C(18) 3219.6105 VYDLIYQFSQKSPDDIVCKITMIWEK 613.0598 3219.6249 25.6022 6270 3 1073.8798 6.0664
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 2703.3117 EIDDENMVITFRGLEGHVMEQLK 450.4869 2703.3011 24.0357 3439 2 1352.1542 ‐1.5511
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 706.3593 MIWEK 20135.2400 706.3588 17.5950 10691 1 706.3588 0.0610
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 4149.4240 1643.7535 16.8048 4340 2 822.3804 1.05
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 3363.7450 1457.6746 16.7894 3564 2 729.3409 1.09
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 1053.5034 EGHVMEQLK 71.1982 1053.5002 18.9788 1590 2 527.2537 ‐3.5230
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9376.2960 17715.9655 24 42.38 None 923.4767 GHVMEQLK 137.6442 923.4724 24.8661 1116 1 923.4724 ‐3.6226
NP_565331.1 enoyl acyl carrier protein reductase NADH Arabidopsis thaliana 512.5475 41442.0480 4 7.95 None 2135.0179 VYALDAVFDNPEDVPEDVK 9884.4620 2135.0156 34.3071 9991 2 1068.0114 ‐0.3698
NP_565331.1 enoyl acyl carrier protein reductase NADH Arabidopsis thaliana 512.5475 41442.0480 4 7.95 None 1171.6430 VNTISAGPLGSR 673.9472 1171.6413 27.7239 1836 2 586.3243 ‐2.5479
NP_565331.1 enoyl acyl carrier protein reductase NADH Arabidopsis thaliana 512.5475 41442.0480 4 7.95 Carbamidomethyl+C(7) 1060.5568 QLSNLGCLR 444.5992 1060.5769 20.0690 1870 2 530.7921 17.6129
NP_565331.1 enoyl acyl carrier protein reductase NADH Arabidopsis thaliana 512.5475 41442.0480 4 7.95 Carbamidomethyl+C(6) 932.4982 LSNLGCLR 1341.7010 932.4971 20.4373 2342 2 466.7522 ‐2.7662
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 2089.9436 NLEAWGGLMGPGYNYYER 5160.8510 2089.9390 20.3672 13368 2 1045.4731 ‐1.4484
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 950.4942 GNLDIFSGK 3753.5940 950.4937 26.5620 11501 2 475.7505 ‐1.3095
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 956.4836 YGDYIGIR 5875.8560 956.4849 23.5309 10003 2 478.7461 0.5515
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 990.5214 AGTDSIISAR 3558.6680 990.5180 19.1402 9998 2 495.7626 ‐4.1917
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 Carbamidomethyl+C(1) 2938.3200 CSYQSFDVEQWLASDTSPYELSAVR 2916.8170 2938.3176 39.1522 6794 3 980.1107 0.0274
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1495.7751 AGTDSIISARVYDK 790.5541 1495.7645 27.1529 7510 2 748.3859 ‐7.1397
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1188.6331 ESVGRVGSEIR 901.9929 1188.6307 26.2851 7204 2 594.8190 ‐2.5237
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1461.7373 VYDKYGDYIGIR 909.1398 1461.7403 25.1730 4058 3 487.9183 1.74
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1611.8337 TGSTFKAGTDSIISAR 268.1824 1611.8235 26.7394 1335 3 537.9460 ‐6.4160
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 779.4298 LDIFSGK 217.8947 779.4311 26.2378 2789 1 779.4311 2.0674
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1477.7645 AGTDSIISARVYDK 273.1875 1477.7663 27.6482 2608 2 739.3868 1.1429
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 1170.6226 ESVGRVGSEIR 111.4387 1170.6183 25.4690 2424 2 585.8128 ‐4.1123
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1544.1800 20414.8899 19 46.45 None 932.4836 GNLDIFSGK 192.6203 932.4866 24.9562 1316 2 466.7469 2.97
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 None 950.4942 GNLDIFSGK 2221.8080 950.4937 26.5620 11501 2 475.7505 ‐2.0828
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 None 956.4836 YGDYIGIR 9670.5270 956.4849 23.5309 10003 2 478.7461 ‐0.2184
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 Carbamidomethyl+C(1) 2938.3200 CSYQSFDVEQWLASDTSPYELSAVR 5131.3250 2938.3176 39.1522 6794 3 980.1107 ‐0.6727
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 None 2089.9436 NLEAWGGLMGPGYNYYER 458.7042 2089.9440 31.9270 45854 2 1045.4756 0.8009
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 None 1611.8337 TGSTFKAGTDSIISAR 239.4291 1611.8235 26.7394 1335 3 537.9460 ‐6.7359
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1278.1440 20414.8899 19 46.45 None 932.4836 GNLDIFSGK 199.9563 932.4866 24.9562 1316 2 466.7469 1.64
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 1265.5545 GPSGSPWYGSDR 97459.2100 1265.5537 20.5340 182886 2 633.2805 ‐1.0407
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 983.4985 FGEAVWFK 40950.8400 983.4970 18.7031 131139 2 492.2521 ‐2.3033
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 21387.7700 3631.7619 46.4880 65264 3 1211.2588 ‐0.6102
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 33311.0800 1903.9925 25.3455 38816 2 952.4999 0.7143
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSADPET 3417.6880 3967.7831 23.0093 35977 3 1323.2659 ‐2.0193
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 1252.6757 NRELEVIHSR 19748.9900 1252.6741 17.0810 16928 3 418.2296 ‐1.5620
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 982.5316 ELEVIHSR 14887.9300 982.5304 17.6298 5779 2 491.7688 ‐1.9565
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPGK 1359.1180 3092.5107 22.7515 4764 3 1031.5084 ‐2.8492
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 1106.5477 LSADPETFAR 258.7729 1106.5499 25.5246 6151 2 553.7786 1.13
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 779.4087 EAVWFK 646.0338 779.4063 18.6983 4815 1 779.4063 ‐2.6176
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 650.3661 AVWFK 173.1757 650.3654 18.7041 3043 1 650.3654 ‐0.8981
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 1695.7901 YLGPFSGEPPSYLTGE 270.8945 1695.7824 23.2159 2169 3 565.9323 ‐4.5706
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 1024.4483 GSPWYGSDR 2614.2660 1024.4475 20.5444 1866 1 1024.4475 0.2734
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 967.4268 SPWYGSDR 191.3849 967.4272 20.5439 1394 1 967.4272 1.55



NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 836.4301 GEAVWFK 120.4189 836.4271 20.1089 925 2 418.7172 ‐4.5302
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 13296.8100 28110.9954 23 56.23 None 949.4163 SPWYGSDR 105.1489 949.4112 19.0880 860 1 949.4112 ‐4.5242
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 1265.5545 GPSGSPWYGSDR 124327.6000 1265.5537 20.5340 182886 2 633.2805 ‐1.6375
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 19300.3900 3631.7619 46.4880 65264 3 1211.2588 ‐1.5090
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 1547.8322 AASDVLGSGRVTMRK 180.1351 1547.8438 25.5761 2066 3 516.6195 7.0618
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 1111.4803 SGSPWYGSDR 4439.6510 1111.4801 20.5358 3600 1 1111.4801 0.7074
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 1024.4483 GSPWYGSDR 4125.9040 1024.4475 20.5444 1866 1 1024.4475 ‐0.0297
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 2132.0546 PGGSFDPLGLATDPEAFAELK 3444.5680 2132.0459 46.4897 1514 2 1066.5266 ‐3.3809
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8711.4550 28110.9954 23 56.23 None 967.4268 SPWYGSDR 361.7047 967.4272 20.5439 1394 1 967.4272 0.9364
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 3512.5860 2485.2876 43.2909 6708 3 829.1007 4.45
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 997.5353 SSFFPALTK 1024.8370 997.5355 18.5379 2370 2 499.2714 ‐0.4965
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 3015.5157 ADGLVTLTPSQDQEASSEVLPINFDGLAK 3814.4120 3015.5246 37.6715 1103 3 1005.8464 3.05
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 1955.9974 LTTNQLKWSFSGAFEAR 592.7075 1955.9786 21.3279 1684 2 978.4929 ‐9.0049
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 1821.9229 AEATDVANAVLDGSDAILL 443.2408 1821.9248 42.2103 24806 2 911.4660 1.79
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 394.0345 58135.6961 6 11.95 None 414.2711 ALTK 105.6740 414.2701 16.6040 8767 1 414.2701 ‐2.9045
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 9229.8590 2658.2297 35.4559 15373 3 886.7481 2.0600
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 5272.5050 1872.9391 30.4408 13280 2 936.9732 1.61
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPGFDPSK 10294.6200 3338.7449 25.5582 11320 3 1113.5865 ‐1.9665
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 1476.7329 INGEDEVFIGDIR 9055.5840 1476.7339 29.2125 8284 2 738.8706 0.5929
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 1809.9381 AEQYLADSGIPYTIIR 7652.7850 1809.9363 32.9725 5550 2 905.4718 ‐0.6248
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 1155.6408 ALFTQVTTKF 7957.9060 1155.6411 18.9000 5800 2 578.3242 ‐0.2463
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 1938.0331 KAEQYLADSGIPYTIIR 3724.8050 1938.0359 31.0545 3501 3 646.6835 1.31
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 Carbamidomethyl+C(1) 1288.6566 CVQALQLEEAK 204.6960 1288.6519 30.6639 1530 2 644.8296 ‐3.9246
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2713.2590 34993.8524 15 34.77 None 1458.7223 INGEDEVFIGDIR 512.5331 1458.7158 27.8640 1094 3 486.9101 ‐4.6337
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 9820.9010 2658.2297 35.4559 15373 3 886.7481 1.02
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 5146.6190 1872.9391 30.4408 13280 2 936.9732 1.97
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 None 1585.8432 ALDLASKPEGTGTPTK 8504.9680 1585.8438 19.4967 11649 3 529.2861 0.0015
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 None 1809.9381 AEQYLADSGIPYTIIR 9914.0880 1809.9363 32.9725 5550 2 905.4718 ‐0.9165
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 None 1938.0331 KAEQYLADSGIPYTIIR 4917.6880 1938.0359 31.0545 3501 3 646.6835 1.1597
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1871.0100 34993.8524 15 34.77 None 1401.7220 DLASKPEGTGTPTK 4338.4010 1401.7227 19.4932 1549 2 701.3650 ‐0.1730
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1780.8098 EGPPVFEQPEMTYEK 330063.5000 1780.8098 27.3095 468238 2 890.9085 0.3113
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 223324.6000 2304.0597 33.3826 462619 2 1152.5335 ‐2.0392
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1697.7613 GLAYDTSDDQQDITR 110691.0000 1697.7581 21.1933 407791 2 849.3827 ‐1.6127
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2347.1888 VQLAETYLSQAALGDANADAIGR 202548.2000 2347.1867 32.5713 404412 3 783.0671 ‐0.4508
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 47497.1400 2150.1241 21.8367 391643 2 1075.5657 ‐2.5525
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 94403.7000 1212.5749 25.7094 243720 2 606.7911 ‐0.6077
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1152.7139 VPLILGIWGGK 84050.1900 1152.7116 21.8773 210151 2 576.8594 ‐2.5650
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1059.6197 NFLTLPNIK 36244.8900 1059.6175 19.5268 209608 2 530.3124 ‐2.6804
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 39168.7700 2823.4525 24.2212 208010 3 941.8223 ‐0.5959
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2083.9973 LMEYGNMLVMEQENVKR 51363.9600 2083.9963 18.1542 153195 3 695.3369 ‐0.2438
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1007.5408 FVESLGVEK 21334.1300 1007.5392 22.4388 130578 2 504.2732 ‐2.2705
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 79754.5600 2384.0299 23.1900 122805 2 1192.5186 ‐2.8775
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 76733.4100 2782.3105 31.1266 58910 3 928.1083 0.8693
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1927.8962 LMEYGNMLVMEQENVK 18628.8300 1927.8975 31.5323 48009 2 964.4524 1.27
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 9113.6160 3324.5774 19.9765 45174 4 831.8998 0.0834
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 8082.4860 3943.8362 21.7715 38109 3 1315.2836 ‐0.5622
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 38809.6800 1177.4463 26.4883 36571 2 589.2268 ‐0.7957
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 940.4676 FYWAPTR 8782.3510 940.4661 16.6549 27778 2 470.7367 ‐2.3668
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1340.6382 FYWAPTREDR 26646.8000 1340.6373 15.7452 22045 3 447.5506 ‐0.9332
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 809.5244 LVVHITK 7427.8950 809.5236 18.7329 7257 2 405.2654 ‐1.8698
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1078.5891 YREAADLIK 1767.2980 1078.5880 19.7003 786 1 1078.5880 0.1237
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2089.0924 APLSLNGSGSGAVSAPASTFLGK 354.4470 2089.0498 20.8037 3305 4 523.0179 ‐21.5141
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1135.6358 KFVESLGVEK 12582.3800 1135.6348 21.1160 78737 2 568.3210 ‐1.3921
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1206.6841 YREAADLIKK 1085.2500 1206.6827 17.6069 1991 3 402.8991 ‐1.5003
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 563.3300 FGALR 423.2859 563.3296 24.4521 61853 1 563.3296 ‐0.8332
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 696.4403 VVHITK 62.9442 696.4376 17.9779 37107 1 696.4376 ‐3.6294
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 959.4541 GDANADAIGR 15872.6700 959.4548 32.5665 10540 1 959.4548 1.35
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1033.6041 STLYAPLIR 247.4385 1033.6050 21.1531 6509 1 1033.6050 1.90
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1114.5528 YEYVSQGLR 372.6453 1114.5529 19.5995 6430 1 1114.5529 1.12
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1594.7458 PPVFEQPEMTYEK 614.6902 1594.7458 28.2550 5849 2 797.8765 0.0922
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 597.3719 VHITK 6590.9930 597.3724 18.7286 4537 1 597.3724 0.8215
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1148.5695 FINDLDAGAGR 1876.9820 1148.5660 32.2197 3400 1 1148.5660 ‐1.7426
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 730.4246 LGIWGGK 178.0845 730.4228 21.8771 3281 1 730.4228 ‐2.2708
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2157.9613 MGINPIMMSAGELESGNAGEPA 437.3860 2157.9683 35.8800 3262 2 1079.4878 4.0909
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1072.5382 LGDANADAIGR 671.7878 1072.5356 32.5715 3207 1 1072.5356 ‐1.2710
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1497.6930 PVFEQPEMTYEK 7187.3520 1497.6873 27.3258 3009 1 1497.6873 ‐1.6456
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1301.5718 FEQPEMTYEK 7926.9900 1301.5698 27.3108 2960 1 1301.5698 0.1056
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 632.3362 QDITR 149.9915 632.3380 20.5249 2498 1 632.3380 2.88
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1009.5564 IKDEDIVTL 282.1500 1009.5584 26.4081 2494 2 505.2829 1.60
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1001.5010 INDLDAGAGR 1179.4090 1001.5014 32.2216 2470 1 1001.5014 1.16
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 973.4221 DDQQDITR 151.5524 973.4221 19.7723 2352 1 973.4221 0.8299
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 743.3682 GNAGEPAK 435.9613 743.3668 33.3794 2348 1 743.3668 ‐1.6698
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(3) 1125.5431 FQCELVMAK 161.3211 1125.5413 26.9597 2338 2 563.2743 ‐2.1930
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 793.3992 YWAPTR 313.5969 793.3977 16.6479 2142 1 793.3977 ‐1.3596
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 989.5302 KFVESLGVE 527.9747 989.5305 19.5337 2075 2 495.2689 ‐0.4204
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1456.6187 YDTSDDQQDITR 917.8085 1456.6133 21.1910 1986 1 1456.6133 ‐1.6305
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 897.4022 PEMTYEK 6269.9680 897.4027 27.2658 1586 1 897.4027 1.81
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(4) 864.3921 SFQCELV 1365.9830 864.3951 25.7027 1477 1 864.3951 4.1429
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1259.6129 GFYIAPAFMDK 382.3870 1259.6110 25.5885 1469 1 1259.6110 0.0237
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2011.0284 TLVDQFPGQSIDFFGALR 163.0093 2011.0375 23.6715 1419 3 671.0174 4.26
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 860.4724 VESLGVEK 327.0666 860.4735 22.9570 1405 1 860.4735 1.40
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1072.5269 LESGNAGEPAK 502.5326 1072.5260 33.3951 1403 1 1072.5260 0.2319
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 569.3770 APLIR 235.3136 569.3780 21.8350 1267 1 569.3780 1.02



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 500.5236 1421.6765 32.2138 1254 1 1421.6765 ‐3.4699
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1261.6535 LFINDLDAGAGR 255.8739 1261.6461 32.2297 1194 1 1261.6461 ‐4.3000
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 757.3735 MGINPIM 967.9603 757.3749 32.6951 1150 1 757.3749 2.93
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1154.5034 EQPEMTYEK 2402.9240 1154.5030 27.2628 1052 1 1154.5030 0.9982
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1483.7427 VLSSYEYVSQGLR 168.8185 1483.7486 20.9699 980 2 742.3780 3.74
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(2) 960.4642 QCELVMAK 145.0699 960.4619 26.4078 939 2 480.7346 ‐3.1165
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1193.5698 YWAPTREDR 249.0560 1193.5717 18.4826 931 2 597.2895 1.1765
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1025.4608 QPEMTYEK 223.1115 1025.4627 27.2521 893 1 1025.4627 2.94
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1576.7352 PPVFEQPEMTYEK 440.1267 1576.7327 29.1015 853 2 788.8700 ‐1.5139
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 946.5720 TLYAPLIR 218.3043 946.5738 21.8369 851 1 946.5738 2.21
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 759.4247 EAADLIK 152.2313 759.4219 20.4776 758 1 759.4219 ‐3.2996
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1679.7507 GLAYDTSDDQQDITR 275.6604 1679.7486 21.1908 1539 2 840.3779 ‐1.0752
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 1762.7993 EGPPVFEQPEMTYEK 1017.8110 1762.8003 27.2697 832 2 881.9038 0.9095
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 1199.5200 2367.0072 25.1659 4765 2 1184.0072 ‐1.3245
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63592.1000 52380.5342 125 77.00 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 266.0844 1195.5503 25.7128 978 2 598.2788 0.9855
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 217047.2000 2304.0597 33.3826 462619 2 1152.5335 ‐2.0541
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 2347.1888 VQLAETYLSQAALGDANADAIGR 148616.3000 2347.1867 32.5713 404412 3 783.0671 ‐0.9815
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 148757.5000 1212.5749 25.7094 243720 2 606.7911 ‐1.2341
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1007.5408 FVESLGVEK 17241.0500 1007.5392 22.4388 130578 2 504.2732 ‐3.0118
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1780.8098 EGPPVFEQPEMTYEK 54924.4300 1780.8118 27.5056 97878 2 890.9096 1.1727
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 76339.5900 2782.3105 31.1266 58910 3 928.1083 0.2139
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1927.8962 LMEYGNMLVMEQENVK 9017.8720 1927.8975 31.5323 48009 2 964.4524 0.9771
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 2083.9973 LMEYGNMLVMEQENVKR 4629.5840 2083.9979 29.7669 20439 3 695.3375 0.0630
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 809.5244 LVVHITK 11848.9700 809.5236 18.7329 7257 2 405.2654 ‐2.7220
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1697.7613 GLAYDTSDDQQDITR 542.3201 1697.7650 21.3261 4604 2 849.3861 2.0672
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1078.5891 YREAADLIK 2767.3340 1078.5880 19.7003 786 1 1078.5880 ‐0.1644
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 1872.0620 3943.9172 38.9984 2645 3 1315.3106 18.9905
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1129.6324 AAAVSTVGAINR 221.6971 1129.6481 27.3905 2073 2 565.3277 12.69
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 2089.0924 APLSLNGSGSGAVSAPASTFLGK 129.4968 2089.0612 24.0416 878 3 697.0253 ‐15.1329
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1135.6358 KFVESLGVEK 12361.4100 1135.6348 21.1160 78737 2 568.3210 ‐2.0617
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 1766.7040 2503.2926 31.0594 30549 3 835.1024 1.0450
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1206.6841 YREAADLIKK 1154.6740 1206.6827 17.6069 1991 3 402.8991 ‐1.7042
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Oxidation+M(7)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 761.4040 ESLGVEK 237.4540 761.4048 22.4356 14705 1 761.4048 1.0638
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 959.4541 GDANADAIGR 16555.0500 959.4548 32.5665 10540 1 959.4548 1.23
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1085.4941 MGINPIMMSAG 992.5861 1085.4979 32.4338 9228 1 1085.4979 4.67
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(1) 850.4162 CELVMAK 16398.2400 850.4172 25.7097 7579 1 850.4172 1.60
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 597.3719 VHITK 14790.8300 597.3724 18.7286 4537 1 597.3724 0.3992
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1051.4951 LMEYGNMLV 120.9021 1051.4905 28.0814 3832 1 1051.4905 ‐3.6317
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1148.5695 FINDLDAGAGR 1369.3400 1148.5660 32.2197 3400 1 1148.5660 ‐2.0111
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 432.2453 GVEK 76.6869 432.2439 21.1141 3317 1 432.2439 ‐4.0663
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 573.3031 KFVES 308.5290 573.3014 21.1095 3221 1 573.3014 ‐3.5157
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1072.5382 LGDANADAIGR 531.8893 1072.5356 32.5715 3207 1 1072.5356 ‐1.5607
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 498.3035 HITK 4800.4810 498.3033 18.7287 3039 1 498.3033 ‐1.0616
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1007.5408 FVESLGVEK 2111.2800 1007.5403 21.1165 2797 1 1007.5403 0.1798
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 632.3614 SLGVEK 157.7954 632.3641 22.4566 2585 1 632.3641 3.87
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1001.5010 INDLDAGAGR 1474.4580 1001.5014 32.2216 2470 1 1001.5014 1.0220
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1343.6954 RVQLAETYLSQA 200.1295 1343.6910 29.2632 2469 2 672.3491 ‐4.0457
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 932.4836 YREAADLI 226.7359 932.4802 18.3795 2321 1 932.4802 ‐3.2451
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 602.3257 ADAIGR 110.8867 602.3240 31.2377 2272 1 602.3240 ‐3.1675
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 694.3519 GAQQVNL 190.6612 694.3507 30.8229 2241 1 694.3507 ‐1.8668
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1143.5753 ALGDANADAIGR 412.9338 1143.5718 32.5795 2222 1 1143.5718 ‐2.0431
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1002.4639 AENFDPTAR 324.7089 1002.4608 32.5019 2025 1 1002.4608 ‐2.5221
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1388.7420 VQLAETYLSQAAL 768.0367 1388.7415 32.5713 1986 2 694.8744 ‐1.0580
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 959.4429 ESGNAGEPAK 160.7619 959.4467 33.8703 1534 1 959.4467 4.52
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(4) 864.3921 SFQCELV 1841.9710 864.3951 25.7027 1477 1 864.3951 3.51
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1020.4745 AENFDPTAR 223.1340 1020.4769 31.1925 1448 1 1020.4769 3.0531
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 860.4724 VESLGVEK 313.3608 860.4735 22.9570 1405 1 860.4735 1.51
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1072.5269 LESGNAGEPAK 403.8398 1072.5260 33.3951 1403 1 1072.5260 ‐0.0578
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 696.4403 VVHITK 4435.4080 696.4402 18.7264 1273 1 696.4402 ‐0.2439
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 340.0128 1421.6765 32.2138 1254 1 1421.6765 ‐3.6621
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 690.3855 ELVMAK 168.7188 690.3887 25.6971 1223 1 690.3887 4.64
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1261.6535 LFINDLDAGAGR 263.1306 1261.6461 32.2297 1194 1 1261.6461 ‐4.5369
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 918.4931 VQLAETYL 590.6822 918.4890 32.5626 1151 1 918.4890 ‐4.0490
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 757.3735 MGINPIM 237.9386 757.3749 32.6951 1150 1 757.3749 1.16
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1115.5731 VQLAETYLSQ 211.7276 1115.5671 31.1234 1044 1 1115.5671 ‐4.5073
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Oxidation+M(5)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1214.6124 AALGDANADAIGR 457.5337 1214.6128 32.5705 1017 1 1214.6128 1.50
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 Carbamidomethyl+C(4) 1066.4696 SFQCELVMA 1218.5840 1066.4729 25.7036 929 1 1066.4729 3.94
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35847.7600 52380.5342 125 77.00 None 1241.6023 GFYIAPAFMDK 216.2965 1241.6085 35.6434 814 2 621.3079 3.56
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1550.7460 15277.5878 10 43.88 None 2274.2088 YLTGEIISVGSEVGQQVGPGKR 3126.9750 2274.2083 18.7490 6649 3 758.7410 0.1628
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1550.7460 15277.5878 10 43.88 None 2118.1077 YLTGEIISVGSEVGQQVGPGK 2527.7460 2118.1064 32.3329 5251 3 706.7070 ‐0.3453
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1550.7460 15277.5878 10 43.88 None 1956.9549 VLFSDVSAYEVDLGTDAR 1387.6560 1956.9611 33.8978 4337 2 978.9842 3.23
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1550.7460 15277.5878 10 43.88 None 827.4873 LEDLPIK 9039.0960 827.4878 23.5370 3369 2 414.2476 ‐0.2962
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1550.7460 15277.5878 10 43.88 None 988.5197 ESDLLALVE 602.9038 988.5249 21.2570 1405 2 494.7661 4.39
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1232.3590 15277.5878 10 43.88 None 2118.1077 YLTGEIISVGSEVGQQVGPGK 2165.8560 2118.1064 32.3329 5251 3 706.7070 ‐0.8104
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1232.3590 15277.5878 10 43.88 None 1956.9549 VLFSDVSAYEVDLGTDAR 1162.9820 1956.9611 33.8978 4337 2 978.9842 3.30
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1232.3590 15277.5878 10 43.88 None 827.4873 LEDLPIK 12659.8800 827.4878 23.5370 3369 2 414.2476 ‐1.1384
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1232.3590 15277.5878 10 43.88 None 1526.7921 ATTPSTANHTLLGSR 1084.1440 1526.8058 23.0783 1993 3 509.6068 8.96
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 1232.3590 15277.5878 10 43.88 None 1509.7656 ATTPSTANHTLLGSR 271.4892 1509.7672 23.4218 1230 2 755.3873 0.6079
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1237.6423 VTTTIGYGSPNK 77524.4800 1237.6427 18.8205 43115 2 619.3250 ‐0.6687
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1005.5615 FLAIDAVEK 13535.2900 1005.5608 26.8540 39927 2 503.2840 ‐2.2139
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1403.6914 ANSYSVHGAALGEK 26344.7000 1403.6909 18.2203 22649 3 468.5685 ‐0.7856



NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 996.4686 NPYWFNR 4179.0010 996.4688 25.6624 8724 2 498.7381 ‐1.2635
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1762.9069 AAAVEAIVTSSDSSLVDK 962.7347 1762.9063 33.8561 2263 2 881.9568 ‐0.3346
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1497.8159 LPQLPGTSIESVEK 200.5209 1497.8194 23.2525 1287 2 749.4133 1.89
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1609.7605 HTPEGAALEADWNAK 638.3507 1609.7615 26.4947 1256 2 805.3844 0.3372
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 6508.0260 1359.7136 24.0729 35513 2 680.3604 5.78
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 2067.0249 AVPGFLGGSADLASSNMTMLK 501.8700 2067.0111 35.1836 4402 2 1034.0092 ‐6.0674
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 2319.1040 HTPEGAALEADWNAKFAAYEK 260.9303 2319.0868 36.5602 1773 2 1160.0471 ‐6.3388
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 745.4090 AIDAVEK 19820.8400 745.4089 26.8504 7645 1 745.4089 ‐0.2392
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1218.6113 SYSVHGAALGEK 9912.2750 1218.6114 18.2195 2164 2 609.8093 ‐0.9567
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 629.3981 LNALAK 179.4082 629.3966 23.6960 1398 1 629.3966 ‐2.7236
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1204.6572 LPQLPGTSIESV 219.9932 1204.6582 23.0864 1228 2 602.8327 ‐0.2782
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1037.5262 TTIGYGSPNK 1588.9200 1037.5257 18.8215 1200 1 1037.5257 0.2037
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 964.4590 ASSNMTMLK 145.6070 964.4626 33.5340 1032 1 964.4626 4.57
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 Carbamidomethyl+C(4) 1132.5780 SQQCLNALAK 1333.9200 1132.5779 24.0764 922 1 1132.5779 0.9006
NP_566041.2 transketolase Arabidopsis thaliana 2119.5720 80435.6812 18 17.27 None 1315.6277 NSYSVHGAALGEK 4326.0300 1315.6278 18.2183 894 2 658.3175 ‐0.8035
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1103.0860 18596.2152 4 22.99 None 2588.2825 ATTEVGEAPATTTEAETTELPEIVK 7373.8110 2588.2854 29.2957 23850 2 1294.6463 2.90
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1103.0860 18596.2152 4 22.99 None 1509.7755 ASLSVSSSSTIIDSR 506.1107 1509.7881 15.9884 2974 2 755.3977 8.30
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1103.0860 18596.2152 4 22.99 None 1229.6624 AETTELPEIVK 118.7350 1229.6575 29.6640 2694 2 615.3324 ‐4.3701
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1103.0860 18596.2152 4 22.99 None 545.2930 ASLSVS 273.4980 545.2934 14.6553 1542 1 545.2934 0.6701
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 Carbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 None 1406.7009 ATSEGEISEKVEK 6713.2710 1406.6997 16.3379 4240 3 469.5714 ‐1.1262
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 None 1606.8356 MVVVKATSEGEISEK 977.1680 1606.8383 17.5136 3554 3 536.2843 1.37
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 None 1031.5732 VEKSIQEAK 306.2906 1031.5788 30.9034 2248 2 516.2930 4.62
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 None 1741.8140 AWDEVEELSAAASHAR 471.4000 1741.8154 36.7621 5610 2 871.4114 1.1177
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27494.7100 13715.2624 9 61.29 None 914.4942 EKSIQEAK 90.9502 914.4900 30.2646 1068 1 914.4900 ‐3.7929
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 12718.1400 13715.2624 9 61.29 Carbamidomethyl+C(3)
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1334.5643 YEEMVEFMEK 77774.7300 1334.5653 28.8589 32596 2 667.7863 0.5101
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 907.5247 NLLSVAYK 4897.2160 907.5251 16.6350 13550 2 454.2662 ‐0.4462
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1181.6048 EAAESTLVAYK 21278.6300 1181.6039 21.1186 13542 2 591.3056 ‐1.2445
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1788.9603 SAQDIALADLAPTHPIR 8615.3320 1788.9623 29.1024 10845 3 596.9923 1.14
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1418.7485 IISSIEQKEESR 9808.0790 1418.7467 17.5117 5188 3 473.5871 ‐1.5019
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 2634.2166 DNLTLWNSDINDEAGGDEIKEASK 264.8840 2634.2771 38.3782 769 3 878.7639 23.6158
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 886.5257 LAPTHPIR 291.6091 886.5248 28.6888 4318 1 886.5248 ‐0.4201
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 680.3978 LSVAYK 3410.0470 680.3972 16.6393 2394 1 680.3972 ‐0.7013
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1192.5804 SSIEQKEESR 202.3933 1192.5846 15.9992 2270 2 596.7959 3.0522
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 1163.5943 EAAESTLVAYK 434.1562 1163.5936 19.7249 3378 2 582.3004 ‐1.0707
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6498.8720 29938.4898 15 36.98 None 889.5142 NLLSVAYK 232.8010 889.5135 16.6953 1010 2 445.2604 ‐1.6184
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 1778.0520 21559.5308 4 26.37 None 1757.9280 LAEGTDITSAAPGVSLQK 5397.7930 1757.9312 25.5924 8030 2 879.4692 2.1587
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 1778.0520 21559.5308 4 26.37 None 1305.6321 AVNVEEAPSDFK 18548.2900 1305.6319 22.4048 5891 2 653.3196 ‐0.4954
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 1778.0520 21559.5308 4 26.37 None 1099.6358 VTGAEVILGQI 408.3401 1099.6383 34.6415 3550 1 1099.6383 3.75
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 1778.0520 21559.5308 4 26.37 None 1376.6005 DAIEFYGDFDGK 2763.0870 1376.5979 29.6199 1992 2 688.8026 ‐2.0600
NP_566406.1 universal stress protein like protein Arabidopsis thaliana 259.5821 21685.8180 4 11.56 None 1189.6311 TETLVLEGEAK 2175.3650 1189.6280 22.4459 3024 2 595.3177 ‐2.9828
NP_566406.1 universal stress protein like protein Arabidopsis thaliana 259.5821 21685.8180 4 11.56 None 1274.6699 AQQETSAALLSR 1716.0030 1274.6686 20.3065 2322 2 637.8379 ‐1.3695
NP_566406.1 universal stress protein like protein Arabidopsis thaliana 259.5821 21685.8180 4 11.56 None 1703.8334 QPETTTEAEAPSLTTK 445.9865 1703.8605 27.9952 4939 2 852.4339 16.1765
NP_566406.1 universal stress protein like protein Arabidopsis thaliana 259.5821 21685.8180 4 11.56 None 1075.5742 QETSAALLSR 225.2848 1075.5790 20.9341 1067 2 538.2931 3.35
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 1736.9330 VPALDYVDIPHTQIR 1553.0380 1736.9338 29.7847 6080 3 579.6494 0.4649
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 1060.5633 GLSTIGEEVR 8063.3120 1060.5629 22.1157 4564 2 530.7851 ‐0.9939
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 1000.6037 ISVNDLVIK 4706.1660 1000.6019 17.9051 2566 2 500.8046 ‐2.5698
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 2081.0397 ADVEDFLASGSKETTAKPSK 471.3905 2080.9968 24.6303 21557 3 694.3371 ‐20.3402
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 1238.5899 ADVEDFLASGSK 2352.6990 1238.5873 30.6368 3624 1 1238.5873 ‐0.6285
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 967.4843 LNYSSVER 380.4106 967.4917 25.9210 3481 2 484.2495 6.69
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 350.6605 58924.0192 7 8.53 None 1399.7427 LAEDNNVPLSSIK 155.2557 1399.7279 36.0014 1078 2 700.3676 ‐10.7937
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 1308.7158 LLTPVEEGPTPR 43525.7500 1308.7163 23.1110 31750 2 654.8618 0.0735
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 950.5306 SVFASAAIGK 10000.0200 950.5311 23.5467 18439 2 475.7692 ‐0.1944
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 1014.5578 GGAGLEVVQGK 17487.4100 1014.5566 19.2591 16537 2 507.7820 ‐1.8840
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 2000.8661 QYNGFYSFDTTTNEWK 1968.5150 2000.8650 31.6464 8793 2 1000.9361 0.1069
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 2740.2512 TELGVEEFEIDSDDYIVYVEGYR 684.9049 2740.2565 40.0978 2995 3 914.0904 2.11
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 2654.3209 AHVGPGQLIDGTFALDTETLQWER 397.6577 2654.3072 25.5907 1160 2 1327.6572 ‐3.6111
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 Carbamidomethyl+C(10) 2874.2716 VWIVYGFNGCEVDDVHFYDPAEDK 231.2212 2874.3353 21.7289 2130 3 958.7833 22.9649
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 764.4301 FASAAIGK 4413.7560 764.4301 23.5444 3186 1 764.4301 0.3797
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 1805.8705 AHVGPGQLIDGTFALDTE 365.0361 1805.8743 25.9050 1973 3 602.6296 2.07
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 1082.5477 TPVEEGPTPR 574.2748 1082.5467 23.1087 1258 1 1082.5467 0.2844
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 659.3723 EVVQGK 655.3088 659.3710 19.2482 968 1 659.3710 ‐1.8023
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1877.9720 51460.5320 22 20.56 None 1982.8555 QYNGFYSFDTTTNEWK 359.7101 1982.8551 31.0288 938 3 661.6232 ‐0.0192
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 1308.7158 LLTPVEEGPTPR 32582.7600 1308.7163 23.1110 31750 2 654.8618 ‐0.4991
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 2000.8661 QYNGFYSFDTTTNEWK 3508.7470 2000.8650 31.6464 8793 2 1000.9361 ‐0.0778
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 2740.2512 TELGVEEFEIDSDDYIVYVEGYR 1119.5920 2740.2565 40.0978 2995 3 914.0904 2.0077
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 1292.6634 HLYVFDLETR 946.4109 1292.6619 29.5235 7142 2 646.8346 ‐2.0278
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 2338.0834 LVAQGGETGDVWDDGVYDNVTK 236.6482 2338.0750 37.2954 2808 3 780.0298 ‐3.6832
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 1690.8547 WTQVETFGVKPNER 210.6002 1690.8178 19.7754 1072 3 564.2774 ‐22.2398
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 981.5000 PVEEGPTPR 1351.7420 981.5003 23.1073 3053 1 981.5003 0.9066
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 1082.5477 TPVEEGPTPR 516.0795 1082.5467 23.1087 1258 1 1082.5467 ‐0.0025
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 884.4472 VEEGPTPR 155.7056 884.4510 22.7549 874 2 442.7291 2.04
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1050.3270 51460.5320 22 20.56 None 1982.8555 QYNGFYSFDTTTNEWK 506.3646 1982.8551 31.0288 938 3 661.6232 ‐0.4455
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1812.8803 IYSFGGEFTPNQPIDK 4376.0000 1812.8820 29.6564 32178 2 906.9446 1.0278
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1308.7158 LLTPVEEGPTPR 32582.7600 1308.7163 23.1110 31750 2 654.8618 ‐0.4991
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1522.8111 LNTLDSYNIVDKK 8423.0620 1522.8122 24.3727 23526 3 508.2756 0.2307
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1691.8500 WTQVETFGVRPSER 3476.0690 1691.8538 24.8659 12192 3 564.6228 1.61



NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 2000.8661 QYNGFYSFDTTTNEWK 3508.7470 2000.8650 31.6464 8793 2 1000.9361 ‐0.0778
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1863.8872 FEYVNGSQVVVGDEHGK 1591.8550 1863.8928 23.3998 6949 3 621.9691 2.18
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 2025.8971 GGEMGDVWDDGVYENVRK 5436.3110 2025.8977 27.4113 4566 3 675.9708 0.1033
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1394.7162 LNTLDSYNIVDK 928.1222 1394.7077 26.7064 16925 2 697.8575 ‐6.7716
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1991.9821 FEYVNGSQVVVGDEHGKK 190.5647 1992.0042 30.8458 8698 2 996.5057 11.85
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1292.6634 HLYVFDLETR 946.4109 1292.6619 29.5235 7142 2 646.8346 ‐2.0278
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 2724.2563 TELGVEEFEIDADDYIVYVEGYR 320.7812 2724.2624 35.9491 6087 3 908.7590 2.64
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 2063.9345 APTNDRFDDLFFYGIDSA 10384.8500 2063.9345 38.4557 29004 2 1032.4709 0.5977
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 2852.3513 KTELGVEEFEIDADDYIVYVEGYR 1568.0690 2852.3492 40.6253 1760 3 951.4546 ‐0.6106
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 981.5000 PVEEGPTPR 1351.7420 981.5003 23.1073 3053 1 981.5003 0.9066
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1082.5477 TPVEEGPTPR 516.0795 1082.5467 23.1087 1258 1 1082.5467 ‐0.0025
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1171.5630 EFTPNQPIDK 208.8260 1171.5587 30.6852 1208 1 1171.5587 ‐2.5203
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1154.5800 SQVVVGDEHGK 231.3891 1154.5780 22.6334 1074 2 577.7926 ‐2.9326
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1059.5469 FTPNQPIDK 235.9099 1059.5454 30.8597 1019 2 530.2764 ‐2.7510
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 884.4472 VEEGPTPR 155.7056 884.4510 22.7549 874 2 442.7291 2.04
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1982.8555 QYNGFYSFDTTTNEWK 506.3646 1982.8551 31.0288 938 3 661.6232 ‐0.4455
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1775.6850 51898.1216 27 33.62 None 1674.8234 WTQVETFGVRPSER 494.5274 1674.8251 26.5225 2785 2 837.9162 0.8289
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 16623.7400 1634.7367 15.6709 13991 3 545.5837 ‐0.7411
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 5005.6270 2153.0850 19.3327 12748 3 718.3665 2.06
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 None 1728.8547 VNDMTSEMITFLSIK 1773.7060 1728.8553 22.6717 11147 2 864.9313 1.0137
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 None 1542.8315 VYVGQAQYGIAFVK 440.7563 1542.8598 21.2283 5692 2 771.9335 18.6917
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 None 1472.7566 MVSVGSTLYVFGGR 363.2832 1472.7232 18.0551 3051 3 491.5792 ‐22.7630
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 788.7384 51898.1216 27 33.62 None 1166.5914 MVSVGSTLYVF 130.2068 1166.5879 16.8498 3793 2 583.7976 ‐3.3128
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 979.5207 QILTYGER 4987.9660 979.5214 20.0320 7119 2 490.2643 ‐0.0402
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 917.5302 TVDQLTLK 587.1459 917.5311 23.9013 6452 1 917.5311 1.62
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 1462.7132 EIEAIGGNTSASASR 851.2373 1462.7102 18.4289 5846 2 731.8588 ‐2.1216
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 2682.4059 VITKPLTMATFGDVLNVPSYDSVSK 1374.2650 2682.3994 25.5646 3430 2 1341.7033 ‐0.8258
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 1830.9668 LVREIEAIGGNTSASASR 1193.1620 1830.9630 22.2085 880 3 610.9925 ‐2.0198
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 226.8597 54224.5822 6 11.22 None 1935.9957 MIAAEDIGRQILTYGER 972.4246 1936.0096 22.1749 7587 2 968.5084 7.77
NP_566552.1 DEGP protease 12 Arabidopsis thaliana 122.3471 55522.2403 4 2.4 None 1223.6241 ISFNHFISMK 6007.2430 1223.6292 25.9347 375003 2 612.3182 3.1161
NP_566552.1 DEGP protease 12 Arabidopsis thaliana 122.3471 55522.2403 4 2.4 None 2649.3229 YYKITDEQHVIISQVMPDDINK 236.0067 2649.3388 27.4968 7989 4 663.0902 5.10
NP_566552.1 DEGP protease 12 Arabidopsis thaliana 122.3471 55522.2403 4 2.4 None 1110.5401 SFNHFISMK 188.5001 1110.5444 24.2306 1886 2 555.7758 2.83
NP_566552.1 DEGP protease 12 Arabidopsis thaliana 122.3471 55522.2403 4 2.4 None 1206.5976 ISFNHFISMK 188.6923 1206.6021 24.2033 4204 2 603.8047 2.43
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 1130.5840 LLYSSAFSSR 8765.5970 1130.5842 16.4645 7553 2 565.7957 ‐0.3838
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 1057.6364 LLSVVSGLNR 1853.9660 1057.6340 17.1588 6885 2 529.3206 ‐2.9282
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 1173.6110 GLVASVDDLER 8742.4180 1173.6096 26.2256 6763 2 587.3085 ‐1.6278
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 5089.6530 2903.3131 31.2418 6499 3 968.4425 0.0808
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 3273.5481 LPDSFRPSSNPGTGDFEVTYVDDTMRITR 356.7854 3273.5217 41.1124 1771 3 1091.8454 ‐6.9857
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1179.8180 30511.6266 6 20.7 None 969.4789 LPDSFRPSS 80.9107 969.4818 42.3323 881 1 969.4818 3.86
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1384.7795 AAALNIVPTSTGAAK 165297.7000 1384.7786 24.5747 240824 2 692.8930 ‐1.3057
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 163606.9000 1833.9060 36.4605 93348 2 917.4566 0.6101
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1627.8537 DSPLDIIAINDTGGVK 157777.5000 1627.8546 33.9525 82061 2 814.4309 0.2886
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1254.6113 TFAEEVNAAFR 54840.9200 1254.6106 29.7253 75785 2 627.8089 ‐1.5470
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 39831.0200 2585.2619 32.0649 67267 3 862.4255 0.0917
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 833.4628 VAINGFGR 10814.3000 833.4603 21.5680 64788 1 833.4603 ‐2.8252
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1755.9487 KDSPLDIIAINDTGGVK 7628.2130 1755.9526 30.8711 12989 3 585.9890 1.37
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 944.5411 IVPTSTGAAK 753.1008 944.5410 22.9927 6193 2 472.7741 ‐1.7331
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 447.2562 TGAAK 193.6842 447.2585 23.5022 2109 1 447.2585 4.20
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 758.0540 1336.6165 36.4671 1572 1 1336.6165 ‐1.2341
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1041.5575 NIVPTSTGAAK 452.4026 1041.5616 24.5617 1338 1 1041.5616 4.59
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1160.5794 PSGETAISVDGK 295.8346 1160.5844 32.3038 1331 2 580.7959 3.09
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 874.4629 AINDTGGVK 350.9074 874.4603 30.8648 932 1 874.4603 ‐2.6355
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 27446.5100 42774.7277 33 40.40 None 1171.6681 LNIVPTSTGAAK 421.1609 1171.6660 24.5764 868 1 1171.6660 ‐0.6981
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1456.7795 VVDLADIVANNWK 104408.6000 1456.7769 21.2087 110050 2 728.8921 ‐1.5564
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1037.6717 AVALVLPNLK 15485.4600 1037.6697 19.0998 79145 2 519.3385 ‐2.4801
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1780.0215 VPTPNVSVVDLVVQVSK 16211.2600 1780.0212 21.5118 56957 2 890.5142 0.5781
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1786.8184 VIAWYDNEWGYSQR 82236.3000 1786.8180 19.0897 51460 2 893.9127 0.5783
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1908.1164 VPTPNVSVVDLVVQVSKK 5296.6620 1908.1147 20.5996 20864 3 636.7097 ‐0.5784
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 3129.7430 1833.9068 21.1613 12680 2 917.4570 1.38
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1384.7795 AAALNIVPTSTGAAK 12898.9200 1384.7812 16.0944 7282 2 692.8942 1.61
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1254.6113 TFAEEVNAAFR 3183.6990 1254.6116 18.3020 4554 2 627.8094 0.0551
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 928.5574 IIQVVSNR 3208.5610 928.5578 13.6492 2133 2 464.7826 ‐0.2833
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 833.4628 VAINGFGR 2309.5090 833.4607 15.9015 1724 2 417.2340 ‐3.3856
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1066.5601 MASVTFSVPK 623.4598 1066.5378 25.6712 2213 1 1066.5378 ‐19.4799
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 867.5662 ALVLPNLK 2660.1910 867.5663 19.1013 7251 1 867.5663 1.0763
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1340.6845 VDLADIVANNWK 562.0852 1340.6835 21.2546 4845 2 670.8454 ‐0.7254
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 831.4571 VPTSTGAAK 192.1324 831.4600 17.2284 4353 1 831.4600 4.93
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 683.4450 VLPNLK 2609.3260 683.4439 19.1012 3763 1 683.4439 ‐1.0766
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 796.5291 LVLPNLK 1632.1050 796.5288 19.1016 2412 1 796.5288 0.5119
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 None 1006.4952 AEEVNAAFR 167.9832 1006.4977 18.0394 776 2 503.7525 1.04
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11494.1900 42774.7277 33 40.40 Carbamidomethyl+C(27)
NP_566840.1 AIG2 like protein Arabidopsis thaliana 749.4885 19578.9721 9 23.8 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 3443.3670 2596.2801 36.0298 11541 3 866.0982 0.2527
NP_566840.1 AIG2 like protein Arabidopsis thaliana 749.4885 19578.9721 9 23.8 Carbamidomethyl+C(4) 1709.8640 LHACISPSENGLINGK 2966.6320 1709.8651 23.6248 5805 3 570.6266 0.6696
NP_566840.1 AIG2 like protein Arabidopsis thaliana 749.4885 19578.9721 9 23.8 None 931.4843 SENGLINGK 205.4792 931.4855 21.7177 1563 1 931.4855 2.0021
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 1625.7560 2596.2801 36.0298 11541 3 866.0982 ‐0.3494
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 Carbamidomethyl+C(4) 1709.8640 LHACISPSENGLINGK 3687.1180 1709.8651 23.6248 5805 3 570.6266 0.3215
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 None 3189.4225 QVETYVWANKDDPNLYGEWDFEEWR 133.2329 3189.4585 34.3169 1218 3 1063.8244 11.59
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 None 1365.7161 KQVETYVWANK 229.0470 1365.7262 20.6535 2272 3 455.9136 6.17
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 None 780.4039 YVWANK 239.1497 780.4070 21.3604 2531 2 390.7071 2.1131
NP_566840.1 AIG2 like protein Arabidopsis thaliana 590.0421 19578.9721 9 23.8 None 931.4843 SENGLINGK 177.8975 931.4864 21.5843 860 1 931.4864 2.15
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1717.8755 LNAVQSPFQDAESIAK 9579.4820 1717.8756 29.8773 12398 2 859.4415 0.3272
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1353.7121 AGVPDLGAAQDLAR 11055.3500 1353.7136 26.9615 10741 2 677.3604 0.8621
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1321.7362 VAQTDVAYTLIK 10148.9000 1321.7377 27.3045 10423 2 661.3725 0.9032



NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1253.5896 TSLTEDFSPEK 7170.5370 1253.5890 23.6313 8379 2 627.2981 ‐0.8494
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1343.7417 SQPLTISDLIEK 6868.1350 1343.7416 31.9225 7439 2 672.3744 ‐0.3017
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 3053.5538 VVEVSTDPSAPSRPVDELFSVIPEDGRR 1287.4770 3053.5521 33.5348 6628 4 764.1435 ‐0.7030
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1460.6863 EAEAASLAEDAQQK 3969.3410 1460.6840 19.5653 5115 2 730.8456 ‐1.7061
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 4215.2300 2897.4538 35.0122 4172 3 966.4894 1.1874
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1917.9400 LSEKEAEAASLAEDAQQK 999.2252 1917.9437 34.9464 1874 2 959.4755 2.42
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1405.7322 ADAVGVTVDGLFNK 1540.0330 1405.7314 20.6664 1620 3 469.2486 ‐0.7909
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1073.5949 ILSNDEVKR 1028.5840 1073.5863 20.4008 2682 2 537.2968 ‐8.6427
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1067.5190 EFEKQMQK 2302.1100 1067.5200 22.7767 3835 2 534.2637 0.3545
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1284.6371 GKNPFQFDFGK 185.9377 1284.6415 25.7087 3147 2 642.8244 3.0327
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1445.7231 ERAEEEAKVAADK 1623.0700 1445.7156 26.2975 947 2 723.3614 ‐5.2583
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1873.9767 RLNAVQSPFQDAESIAK 238.8965 1873.9671 37.7225 910 2 937.4872 ‐4.6363
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1222.6678 AQTDVAYTLIK 322.1631 1222.6655 24.9078 2224 2 611.8364 ‐2.3039
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 801.4213 GAAQDLAR 197.7841 801.4238 27.2733 2124 1 801.4238 3.84
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1427.7125 ERAEEEAKVAADK 331.5243 1427.7081 24.8510 1306 2 714.3577 ‐3.1921
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1056.5684 ILSNDEVKR 879.2131 1056.5673 22.0348 2498 2 528.7873 ‐1.6407
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1657.5730 54358.3678 43 30.39 None 1050.4925 EFEKQMQK 563.4692 1050.4922 24.0195 1877 2 525.7497 ‐0.8642
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1717.8755 LNAVQSPFQDAESIAK 11053.8900 1717.8756 29.8773 12398 2 859.4415 ‐0.0161
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1353.7121 AGVPDLGAAQDLAR 11266.1500 1353.7136 26.9615 10741 2 677.3604 0.3148
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1321.7362 VAQTDVAYTLIK 18496.8600 1321.7377 27.3045 10423 2 661.3725 0.3380
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1343.7417 SQPLTISDLIEK 3406.1750 1343.7416 31.9225 7439 2 672.3744 ‐0.8546
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 3053.5538 VVEVSTDPSAPSRPVDELFSVIPEDGRR 1884.3110 3053.5521 33.5348 6628 4 764.1435 ‐0.8698
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 4508.7920 2897.4538 35.0122 4172 3 966.4894 0.4990
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1405.7322 ADAVGVTVDGLFNK 2118.1540 1405.7315 31.2855 3887 2 703.3694 ‐1.1252
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 942.5731 IAQTLLQR 487.8835 942.5719 20.2755 3163 2 471.7896 ‐2.8352
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1163.6167 VYADAIARER 531.7998 1163.5936 19.7249 3378 2 582.3004 ‐21.0331
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1073.5949 ILSNDEVKR 1002.0210 1073.5863 20.4008 2682 2 537.2968 ‐9.3470
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1460.6863 EAEAASLAEDAQQK 184.3986 1460.7017 33.8565 794 1 1460.7017 12.60
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1067.5190 EFEKQMQK 932.4880 1067.5200 22.7767 3835 2 534.2637 ‐0.3532
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 529.3457 LLQR 298.5526 529.3455 21.5517 4348 1 529.3455 ‐0.8906
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1222.6678 AQTDVAYTLIK 207.5199 1222.6655 24.9078 2224 2 611.8364 ‐2.9247
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 801.4213 GAAQDLAR 463.8825 801.4238 27.2733 2124 1 801.4238 3.1330
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 884.4472 LAEDAQQK 84.5497 884.4493 33.7405 937 1 884.4493 2.48
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1049.5084 EFEKQMQK 80.2000 1049.5112 23.0579 1070 1 1049.5112 3.89
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1612.5450 54358.3678 43 30.39 None 1336.6856 AGVPDLGAAQDLAR 255.6699 1336.6826 27.8813 1158 2 668.8449 ‐3.0038
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 382.4489 54358.3678 43 30.39 None 1985.0814 SLIPVVTNPSTGLVFGNNR 8641.0630 1985.0808 20.5004 7702 2 993.0440 0.7753
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 382.4489 54358.3678 43 30.39 None 1405.7322 ADAVGVTVDGLFNK 1842.6510 1405.7347 18.9592 873 2 703.3710 1.68
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 382.4489 54358.3678 43 30.39 None 1762.8970 LGSQFATAIQNASETPK 298.3320 1762.8713 22.5210 4805 2 881.9393 ‐13.8274
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 382.4489 54358.3678 43 30.39 None 2847.4007 EAEAASLAEDAQQKADAVGVTVDGLFNK 665.8859 2847.3846 20.5169 2978 3 949.7997 ‐4.4037
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 382.4489 54358.3678 43 30.39 None 1519.7387 LGSQFATAIQNASET 342.4175 1519.7322 25.7535 1627 2 760.3698 ‐3.9508
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 Carbamidomethyl+C(6) 1051.5275 AAGMTCIVTK 2109.1850 1051.5275 19.9037 5234 2 526.2674 ‐0.6343
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 Carbamidomethyl+C(8) 1471.7938 AVSAIVSCLLGPER 4317.3960 1471.7951 20.2011 4553 2 736.4012 0.8531
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 Carbamidomethyl+C(1) 1502.7883 CVVVEDSAIGLAAAK 5098.4790 1502.7912 27.1307 3553 2 751.8992 1.57
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 Carbamidomethyl+C(6) 1298.6562 FDLAFCGSLLR 818.1421 1298.6420 34.6628 2564 2 649.8246 ‐11.2700
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 None 1611.8125 VGWPEKAPKDEAER 3059.1760 1611.8130 19.9055 8904 2 806.4101 0.3766
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 Carbamidomethyl+C(4)
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis tha 523.5490 34701.7630 7 20.69 None 2590.3511 DLNVTWDVDLYGELLKIGGGKER 471.6653 2590.3562 25.6351 795 3 864.1236 2.58
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1556.3290 27748.4879 8 20.16 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 9004.1960 3236.6193 33.6130 12929 3 1079.5446 0.5833
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1556.3290 27748.4879 8 20.16 None 1160.5794 SVEDANAVVEK 4536.8780 1160.5791 17.0685 10107 2 580.7932 ‐0.6783
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1556.3290 27748.4879 8 20.16 None 1239.5926 EMLENLFSEK 7371.9610 1239.5936 31.7260 9391 2 620.3004 0.4223
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1556.3290 27748.4879 8 20.16 None 974.4789 EDANAVVEK 149.6165 974.4837 17.9393 2838 2 487.7455 4.1347
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1201.4650 27748.4879 8 20.16 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 7407.1590 3236.6193 33.6130 12929 3 1079.5446 ‐0.2023
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1201.4650 27748.4879 8 20.16 None 1239.5926 EMLENLFSEK 7989.5080 1239.5936 31.7260 9391 2 620.3004 ‐0.1889
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1201.4650 27748.4879 8 20.16 None 1941.0229 VNVFSSKPFPSLAGTFSR 103.3756 1940.9954 40.2762 3969 2 971.0013 ‐13.8111
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1201.4650 27748.4879 8 20.16 None 1221.5820 EMLENLFSEK 161.9069 1221.5785 31.5024 878 2 611.2929 ‐3.8991
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1358.7274 ALQESLASELAAR 42248.0000 1358.7281 27.7373 45260 2 679.8677 0.2452
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1530.8890 SEPVIHTLLPLSPK 7949.7150 1530.8867 18.7861 38990 3 510.9671 ‐1.6611
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1163.6307 YLEAGTLPTAK 10733.6800 1163.6312 22.7827 38167 2 582.3192 ‐0.0462
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1642.7411 MSAMSSASDNASDLKK 60822.1200 1642.7391 18.0920 27795 3 548.2512 ‐1.2900
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1028.6099 VALVVVTGDR 31204.7200 1028.6098 24.2623 26497 2 514.8086 ‐0.6968
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 4171.8600 1339.6817 19.4641 20896 2 670.3445 ‐1.0401
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1335.7518 GLGLEYTVISVGK 3001.6650 1335.7523 19.1083 16799 2 668.3798 0.0895
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 4144.1085 AQEAVVNGRPFSETLVEVLYNINEQLQTDDVDVP 906.3690 4144.0887 25.4941 11817 3 1382.0344 ‐3.0646
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1463.8468 GLGLEYTVISVGKK 4359.9690 1463.8448 17.9781 6295 3 488.6198 ‐1.5300
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 856.4312 GNSYFLR 3921.7790 856.4310 22.0865 4695 1 856.4310 0.4405
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 987.5622 RPYIPVDK 4218.2630 987.5616 18.0261 2562 2 494.2845 ‐1.2897
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1514.6461 MSAMSSASDNASDLK 1733.3650 1514.6443 19.8209 1492 2 757.8258 ‐1.2088
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1613.8969 ASSVSPLQASLRELR 157.2154 1613.8685 31.2029 804 2 807.4379 ‐17.4778
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1314.8144 PVIHTLLPLSPK 6995.9790 1314.8144 18.7848 4410 2 657.9108 ‐0.2690
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1511.7006 SAMSSASDNASDLKK 15071.2000 1511.7018 18.0826 1359 2 756.3545 0.7796
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1445.8362 GLGLEYTVISVGKK 552.5482 1445.8338 16.8676 1106 3 482.6161 ‐1.8816
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8563.5630 41196.2636 34 47.45 None 1625.7145 MSAMSSASDNASDLKK 346.9045 1625.7069 18.6985 1065 3 542.5738 ‐4.7447
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 1358.7274 ALQESLASELAAR 50765.4700 1358.7281 27.7373 45260 2 679.8677 ‐0.2993
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 1163.6307 YLEAGTLPTAK 9732.8960 1163.6312 22.7827 38167 2 582.3192 ‐0.7000
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 1028.6099 VALVVVTGDR 46063.3700 1028.6098 24.2623 26497 2 514.8086 ‐1.4263
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 856.4312 GNSYFLR 7005.5330 856.4310 22.0865 4695 1 856.4310 0.0905
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 987.5622 RPYIPVDK 5779.6670 987.5616 18.0261 2562 2 494.2845 ‐2.0422
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 1885.0250 ASSVSPLQASLRELRDR 349.9781 1885.0345 26.1674 764 4 472.0141 3.95
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 Carbamidomethyl+C(3)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 917.5051 SLASELAAR 171.5428 917.5103 26.0325 3494 2 459.2588 4.0778
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3562.6600 41196.2636 34 47.45 None 1113.5786 ALQESLASELA 330.7060 1113.5849 26.6005 1677 2 557.2961 4.16
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 1530.8890 SEPVIHTLLPLSPK 5227.2830 1530.8867 18.7861 38990 3 510.9671 ‐1.5415
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 3056.5380 1339.6817 19.4641 20896 2 670.3445 ‐0.8034



NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 1335.7518 GLGLEYTVISVGK 2519.7640 1335.7523 19.1083 16799 2 668.3798 0.3247
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 1463.8468 GLGLEYTVISVGKK 3340.8730 1463.8448 17.9781 6295 3 488.6198 ‐1.4278
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 1248.7610 3058.5478 25.4808 14440 3 1020.1874 0.5013
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 1314.8144 PVIHTLLPLSPK 7029.1910 1314.8144 18.7848 4410 2 657.9108 ‐0.0416
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 507.7468 41196.2636 34 47.45 None 1445.8362 GLGLEYTVISVGKK 517.3278 1445.8338 16.8676 1106 3 482.6161 ‐1.7840
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1334.5643 YEEMVEFMEK 77774.7300 1334.5653 28.8589 32596 2 667.7863 0.5101
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1803.9348 AAQDIANSELAPTHPIR 22171.7700 1803.9368 22.8244 17981 3 601.9838 1.1870
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 907.5247 NLLSVAYK 4897.2160 907.5251 16.6350 13550 2 454.2662 ‐0.4462
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 2128.9921 QAFDEAIAELDTLGEESYK 6654.7670 2128.9906 37.8033 10201 2 1064.9989 0.1230
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1002.4601 DEFVYMAK 22544.6900 1002.4589 23.9320 8880 2 501.7331 ‐1.9382
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 Carbamidomethyl+C(9) 1605.8041 IETELSDICDGILK 1796.5170 1605.8071 32.2548 8037 2 803.4072 2.0438
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1219.5953 DAAEHTLTAYK 3866.4930 1219.5930 18.0252 6052 2 610.3001 ‐2.3225
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1418.7485 IISSIEQKEESR 9808.0790 1418.7467 17.5117 5188 3 473.5871 ‐1.5019
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1125.5647 GNDDHVSLIR 2991.9980 1125.5643 18.8845 2744 2 563.2858 ‐0.9098
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 3365.6239 DSTLIMQLLRDNLTLWTSDMQDDVADDIK 375.4824 3365.6102 34.7895 1534 3 1122.5416 ‐2.9370
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1570.8687 LLDTILVPAAASGDSK 1311.5940 1570.8720 19.0592 3704 3 524.2955 2.0153
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 2365.1070 1820.9321 33.0098 15215 2 910.9697 0.9693
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 680.3978 LSVAYK 3410.0470 680.3972 16.6393 2394 1 680.3972 ‐0.7013
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1192.5804 SSIEQKEESR 202.3933 1192.5846 15.9992 2270 2 596.7959 3.0522
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 1013.4898 AAQDIANSEL 285.7146 1013.4844 23.6496 1874 1 1013.4844 ‐4.4124
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 785.3788 PAAASGDSK 291.0595 785.3777 19.9240 1424 1 785.3777 ‐0.9455
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 Carbamidomethyl+C(3) 933.4710 DICDGILK 254.4530 933.4728 33.8298 1082 1 933.4728 2.75
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8069.7020 30045.6952 22 60.67 None 889.5142 NLLSVAYK 232.8010 889.5135 16.6953 1010 2 445.2604 ‐1.6184
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5082.3820 18984.9138 10 27.81 None 1567.8438 IIGATNPAASEPGTIR 19535.7600 1567.8457 22.4873 29021 2 784.4265 1.41
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5082.3820 18984.9138 10 27.81 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 13776.7800 1016.5556 27.5195 18467 2 508.7814 ‐0.8582
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5082.3820 18984.9138 10 27.81 None 963.4894 GDFAIDIGR 29535.3600 963.4899 26.9254 16238 2 482.2486 ‐0.3130
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5082.3820 18984.9138 10 27.81 None 1370.6659 NVIHGSDSVESAR 12041.6300 1370.6633 15.6522 6040 3 457.5593 ‐2.1310
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5082.3820 18984.9138 10 27.81 None 1550.8173 IIGATNPAASEPGTIR 216.5016 1550.8108 23.9512 4504 2 775.9090 ‐4.1488
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2994.6240 18984.9138 10 27.81 None 1567.8438 IIGATNPAASEPGTIR 14452.2600 1567.8457 22.4873 29021 2 784.4265 0.8167
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2994.6240 18984.9138 10 27.81 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 10168.1200 1016.5556 27.5195 18467 2 508.7814 ‐1.5945
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2994.6240 18984.9138 10 27.81 None 963.4894 GDFAIDIGR 20371.3600 963.4899 26.9254 16238 2 482.2486 ‐1.0790
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2994.6240 18984.9138 10 27.81 None 543.3249 PGTIR 477.3752 543.3248 21.2757 2116 1 543.3248 ‐0.8634
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2994.6240 18984.9138 10 27.81 Carbamidomethyl+C(6) 846.4502 IGEVICR 134.5085 846.4474 26.2649 1345 1 846.4474 ‐3.0776
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 Carbamidomethyl+C(4) 1409.6586 MTLCNMVVEAGGK 2070.4670 1409.6599 28.3005 15067 2 705.3336 0.7700
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 2040.0396 EGQIYLASPYTAAASALTGR 1593.4000 2040.0385 20.1676 12835 2 1020.5229 0.1571
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 1659.8563 VWMDVYALPVPGAGGK 8526.5750 1659.8565 20.6951 7107 2 830.4319 0.3086
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 Carbamidomethyl+C(7) 1517.7377 LNEPQVCVSTTNR 1016.2470 1517.7359 22.9243 797 2 759.3716 ‐1.1605
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 972.5547 IVSVMAPQK 144.6224 972.5460 21.2773 1746 2 486.7766 ‐9.6818
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 2108.0335 EQNIKYFYDITDLGNFK 1492.5260 2108.0128 33.9288 5095 3 703.3424 ‐9.5512
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 2796.3515 EQNIKYFYDITDLGNFKANPDYK 1239.8930 2796.3648 32.0770 1154 3 932.7931 5.23
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 1253.6387 VWMDVYALPVP 525.6405 1253.6366 19.3427 1003 2 627.3220 ‐2.0392
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 2779.3250 EQNIKYFYDITDLGNFKANPDYK 405.8979 2779.3179 33.7600 3025 3 927.1108 ‐1.8025
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 412.1879 55869.5246 10 15.52 None 955.5281 IVSVMAPQK 160.3603 955.5259 21.9504 787 1 955.5259 ‐1.4327
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1667.8639 SDPSLLTTPSLSFFR 3730.7460 1667.8631 21.6303 8365 2 834.4352 ‐0.2861
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 2132.9917 AMEALSEGNFDEAIEHLTR 4051.9630 2132.9934 34.5236 5007 3 711.6693 1.0915
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1428.6965 DANAALEINPDSAK 7275.9360 1428.6942 22.6395 4900 2 714.8507 ‐1.7285
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 995.5044 DYLESLGAK 3523.4590 995.5054 24.9724 3195 2 498.2563 0.2469
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1721.8817 IPTGVHEEDKDTKPR 685.9728 1721.8981 20.6283 1224 2 861.4527 9.68
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 3035.5684 DLHLASTIDYDEEISAVLKKVEPNAHK 546.5773 3035.5748 20.2634 3815 4 759.6492 1.24
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1458.7448 VEPNAHKLEEHR 275.9160 1458.7586 26.8636 1242 3 486.9244 9.08
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1057.5524 ALEINPDSAK 175.4949 1057.5548 20.7162 2667 1 1057.5548 3.01
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 981.4888 SDPSLLTTPS 228.8115 981.4852 21.9985 1964 2 491.2462 ‐4.3416
NP_567663.1 tetratricopeptide repeat protein Arabidopsis thaliana 627.6923 46678.6118 10 12.93 None 1441.7183 VEPNAHKLEEHR 165.8651 1441.7146 25.4936 869 3 481.2430 ‐2.7352
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 1327.6852 NVGSVVAVDQDPK 177470.3000 1327.6821 20.2830 152076 2 664.3447 ‐2.6327
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2299.0725 VNYANISTNNYALDEVEEVAA 98002.1900 2299.0677 34.9544 99231 2 1150.0375 ‐0.9927
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 70591.9300 2326.2428 20.8643 32204 4 582.3161 0.2480
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 859.3985 ESYWFK 12818.3100 859.3982 25.6414 21472 1 859.3982 0.3117
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 989.5891 TRYPVVVR 9662.5060 989.5881 18.5341 15382 2 495.2977 ‐1.7021
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2645.2730 FAKVNYANISTNNYALDEVEEVAA 2030.7110 2645.2935 34.4485 5025 3 882.4360 8.30
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 732.4403 YPVVVR 76.0374 732.4396 18.5221 1777 1 732.4396 ‐0.6364
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2138.9877 VNYANISTNNYALDEVEEV 2833.6560 2138.9852 34.9502 1470 2 1069.9963 ‐0.2898
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2124.1812 PAAAAAPDGATATKPKPPPIGPK 2537.6630 2124.1888 20.8599 878 3 708.7345 3.93
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 43404.6700 14967.0109 23 53.15 None 2308.2296 DSPAAAAAPDGATATKPKPPPIGPK 458.9460 2308.2295 20.8791 855 4 577.8128 ‐0.9458
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2299.0725 VNYANISTNNYALDEVEEVAA 112153.8000 2299.0677 34.9544 99231 2 1150.0375 ‐1.0104
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 43679.3000 2326.2428 20.8643 32204 4 582.3161 0.1575
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 859.3985 ESYWFK 15563.7500 859.3982 25.6414 21472 1 859.3982 ‐0.0375
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 1327.6852 NVGSVVAVDQDPK 5256.7200 1327.6864 20.4508 4615 2 664.3469 0.0935
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 989.5891 TRYPVVVR 15882.4200 989.5881 18.5341 15382 2 495.2977 ‐2.4534
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2645.2730 FAKVNYANISTNNYALDEVEEVAA 1630.4430 2645.2935 34.4485 5025 3 882.4360 7.69
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 1584.8340 NVGSVVAVDQDPKTR 327.7513 1584.8268 23.9164 3199 3 528.9471 ‐4.9559
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2240.0506 FAKVNYANISTNNYALDEVE 331.5929 2240.0477 34.4248 4609 2 1120.5275 ‐0.3431
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 480.2605 WFK 44.5464 480.2601 25.6904 1923 1 480.2601 ‐1.5938
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2210.0248 VNYANISTNNYALDEVEEVA 1317.6280 2210.0174 34.9729 1640 2 1105.5124 ‐2.4469
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2138.9877 VNYANISTNNYALDEVEEV 2540.7220 2138.9852 34.9502 1470 2 1069.9963 ‐0.3972
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2124.1812 PAAAAAPDGATATKPKPPPIGPK 1772.5620 2124.1888 20.8599 878 3 708.7345 3.25
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25237.2800 14967.0109 23 53.15 None 2308.2296 DSPAAAAAPDGATATKPKPPPIGPK 269.2816 2308.2295 20.8791 855 4 577.8128 ‐1.0345
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1639.9265 EAVASPPTTVVSAALVK 6023.3770 1639.9289 29.1265 13856 2 820.4681 1.40
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 1932.6740 2376.1419 22.9820 10803 2 1188.5746 1.17
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1116.6147 VVEEEVIATK 8807.4330 1116.6142 19.8563 9000 2 558.8107 ‐1.0113
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1279.5835 NALSESEGDMVK 5203.6130 1279.5825 20.9382 8262 2 640.2949 ‐1.0602



NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVASEK 1588.9410 3075.4834 27.6093 7215 3 1025.8326 0.3527
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1362.6900 NEELVPGATFTGK 7137.8880 1362.6920 25.6962 7025 2 681.8496 1.84
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 958.5568 IATIGENIK 7907.2460 958.5543 20.7051 5613 2 479.7808 ‐3.3431
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1045.5524 ALAATGGDLEK 7908.5630 1045.5514 17.8279 5152 2 523.2793 ‐1.6229
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSEEIVKK 2517.5620 3520.7410 41.0258 4261 3 1174.2519 0.4822
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1003.5306 LVEADIESK 2142.2710 1003.5266 18.5274 4007 2 502.2670 ‐4.6775
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1442.7373 EQVVAETPVDEVK 1575.0970 1442.7361 22.2819 2751 2 721.8717 ‐0.9184
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1732.8864 SQDFAAEVAAQTAAKPK 483.9163 1732.8900 19.4545 2670 2 866.9486 2.83
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 946.5026 GQMLDGVVK 3141.4050 946.5019 16.9978 1597 2 473.7546 ‐1.5031
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1159.6317 LVEADIESKR 1458.7790 1159.6316 17.5782 878 2 580.3194 ‐0.6045
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1116.5280 SDAPAPTSQSR 125.2496 1116.5510 25.6092 2314 1 1116.5510 21.8036
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 2100.0754 EIEMQREDLLSKPENIR 359.8924 2100.0618 40.4071 1763 2 1050.5346 ‐5.6520
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1137.6150 YTLGEGLEKK 936.1525 1137.6167 18.8539 1316 2 569.3120 0.9234
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 784.4927 GISPALVK 537.3657 784.4930 20.8665 803 2 392.7501 ‐0.6677
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 2017.0964 RLDSLALLEQPYIKDDK 1759.6190 2017.0976 30.5804 2523 3 673.0374 0.7966
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 1991.0053 SSRLASEGRIGSYIHDSR 433.8336 1991.0179 28.1054 1595 3 664.3441 6.57
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 956.5411 TLGEGLEKK 340.1505 956.5402 20.9053 3358 1 956.5402 ‐0.0800
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 896.4585 APAPTSQSR 115.2701 896.4581 27.8323 1941 1 896.4581 0.3057
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 982.7468 104238.4537 31 24.45 None 918.4779 EEEVIATK 4921.7580 918.4792 19.8642 1124 1 918.4792 2.95
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 1639.9265 EAVASPPTTVVSAALVK 10217.5700 1639.9289 29.1265 13856 2 820.4681 1.70
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 1362.6900 NEELVPGATFTGK 6513.3060 1362.6920 25.6962 7025 2 681.8496 0.7261
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 958.5568 IATIGENIK 7275.3440 958.5543 20.7051 5613 2 479.7808 ‐4.1118
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSEEIVKK 3209.4790 3520.7410 41.0258 4261 3 1174.2519 ‐0.3848
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 1732.8864 SQDFAAEVAAQTAAKPK 425.2237 1732.8535 25.3240 1837 2 866.9304 ‐19.0349
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 784.4927 GISPALVK 537.9075 784.4930 20.8665 803 2 392.7501 ‐1.5340
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 2017.0964 RLDSLALLEQPYIKDDK 1987.5740 2017.0976 30.5804 2523 3 673.0374 0.3605
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 456.3229 104238.4537 31 24.45 None 1173.6474 KALAATGGDLEK 538.2100 1173.6454 20.8054 1463 2 587.3263 ‐2.8372
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 None 2143.0264 SIFEIPGAEEVAMETASFSK 10123.7300 2143.0213 39.0145 13202 2 1072.0143 ‐1.5236
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 Carbamidomethyl+C(7) 2052.9808 TDIIFFCSPNNPTGAAATR 3024.0760 2052.9761 19.2380 9055 2 1026.9917 ‐1.5484
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 None 1377.7525 LQAGYLFPEIAR 2769.6910 1377.7537 19.8997 6859 2 689.3805 0.6904
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 None 1305.7049 EQLTQLVEFAK 7658.6010 1305.7059 31.3591 5952 2 653.3566 0.4975
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 None 2032.9498 TFYGGLGIGDDDVFVSDGAK 2879.5310 2032.9586 33.9633 3546 2 1016.9830 5.0306
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 Carbamidomethyl+C(1) 1796.8272 CTPENGFFPDLSTVGR 453.6002 1796.8292 31.8289 874 2 898.9182 1.16
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 959.3516 50966.5940 11 17.79 Carbamidomethyl+C(7) 1309.5882 TDIIFFCSPNN 316.8788 1309.5852 20.2637 1253 2 655.2963 ‐2.5473
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 778.8264 50966.5940 11 17.79 None 2143.0264 SIFEIPGAEEVAMETASFSK 11018.6300 2143.0213 39.0145 13202 2 1072.0143 ‐1.6287
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 778.8264 50966.5940 11 17.79 None 1305.7049 EQLTQLVEFAK 9169.3860 1305.7059 31.3591 5952 2 653.3566 ‐0.0767
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 778.8264 50966.5940 11 17.79 None 2032.9498 TFYGGLGIGDDDVFVSDGAK 1890.1580 2032.9586 33.9633 3546 2 1016.9830 4.38
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 778.8264 50966.5940 11 17.79 None 1546.7384 GLGIGDDDVFVSDGAK 415.3191 1546.7365 35.9562 77031 2 773.8719 ‐1.6348
NP_567968.1 40S ribosomal protein S25 3 Arabidopsis thaliana 1807.6100 12018.1652 3 26.85 None 1657.7890 VNNMVLFDQATYDK 12131.3600 1657.7906 29.4844 10810 2 829.3989 0.7552
NP_567968.1 40S ribosomal protein S25 3 Arabidopsis thaliana 1807.6100 12018.1652 3 26.85 None 1507.7322 MVSAHSSQQIYTR 1952.5300 1507.7333 17.3312 4096 3 503.2493 0.3327
NP_567968.1 40S ribosomal protein S25 3 Arabidopsis thaliana 1807.6100 12018.1652 3 26.85 None 1914.9266 EKVNNMVLFDQATYDK 499.2214 1914.9341 27.7518 5075 3 638.9829 3.65
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1452.8421 TVVSIPNGPSALAVK 73744.1700 1452.8405 17.6623 146251 2 726.9239 ‐1.1927
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 144194.1000 3064.5396 38.7845 141997 3 1022.1847 ‐1.5786
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1291.6892 ATPEQVAAYTLK 54143.5700 1291.6890 25.8684 117071 2 646.3481 ‐0.5295
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1653.9244 MVDVLVEQNIVPGIK 88333.9800 1653.9242 20.1103 96406 2 827.4657 0.0289
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 38290.9600 2445.1746 20.5710 78470 2 1223.0910 ‐2.0537
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 2055.0730 TWGGRPENVNAAQTTLLAR 46799.6100 2055.0720 25.8770 78155 3 685.6955 ‐0.2698
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 60617.0900 1466.6625 23.2331 70562 2 733.8349 0.6784
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1431.7074 LDSIGLENTEANR 30367.6200 1431.7066 22.4907 43712 2 716.3569 ‐0.6964
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 873.4577 EAAWGLAR 18822.6000 873.4581 22.6285 37595 2 437.2327 ‐0.5021
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 8538.7990 3400.7818 25.2710 35132 3 1134.2655 ‐0.8170
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEGK 2966.1640 3272.6864 25.5920 15614 3 1091.5670 ‐1.1199
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 9948.1770 1622.7635 21.4583 10613 3 541.5927 0.5028
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 901.5102 ANSLAQLGK 225.8510 901.5105 18.9953 1416 2 451.2589 ‐0.4738
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1587.8085 RLDSIGLENTEANR 20244.5100 1587.8092 21.6676 52118 3 529.9413 0.3485
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRTYDVAEK 1457.7730 3870.9318 38.6536 15858 4 968.4884 1.73
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 740.4665 NIVPGIK 170.0154 740.4639 18.3482 17505 1 740.4639 ‐3.2669
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 953.5415 PNGPSALAVK 4929.5840 953.5422 17.6637 10220 1 953.5422 1.41
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 673.3780 AWGLAR 153.8412 673.3779 22.6292 5332 1 673.3779 0.0349
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1165.5385 TWGGRPENVNA 180.1908 1165.5351 25.1794 2213 2 583.2712 ‐3.4086
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1153.6575 SIPNGPSALAVK 4434.6960 1153.6565 17.6611 2032 1 1153.6565 0.4011
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(14) 1495.6999 GLVPLVGSNNESWC 355.7209 1495.7051 23.0664 1919 2 748.3562 3.18
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1308.7886 VLVEQNIVPGIK 227.2758 1308.7911 19.2649 1631 2 654.8992 1.90
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1022.5517 EQVAAYTLK 427.8392 1022.5533 25.8636 1586 1 1022.5533 2.14
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1650.7970 EPEILLDGEHDIDR 248.4044 1650.7967 37.2396 1357 2 825.9020 0.0122
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(7) 981.3942 DESNATCGK 268.3276 981.3959 23.2353 1108 1 981.3959 2.96
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1318.6233 DSIGLENTEANR 236.2738 1318.6269 21.7129 989 1 1318.6269 4.24
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 873.5152 AQTTLLAR 1066.5740 873.5155 25.8674 886 1 873.5155 0.9771
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1096.6361 VEQNIVPGIK 356.9773 1096.6331 20.1028 848 1 1096.6331 ‐1.5685
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 1209.7201 LVEQNIVPGIK 437.5828 1209.7195 20.1088 835 1 1209.7195 0.8958
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 None 893.3999 YAAISQDSG 161.3031 893.3963 37.3443 760 1 893.3963 ‐3.3867
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 28947.0800 43159.0095 82 49.25 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 357.7267 1448.6465 23.7382 758 2 724.8269 ‐3.0755
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 124894.6000 3064.5396 38.7845 141997 3 1022.1847 ‐2.3149
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1291.6892 ATPEQVAAYTLK 48136.4300 1291.6890 25.8684 117071 2 646.3481 ‐1.1116
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 2055.0730 TWGGRPENVNAAQTTLLAR 59688.4100 2055.0720 25.8770 78155 3 685.6955 ‐0.7168
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 62464.6100 1466.6625 23.2331 70562 2 733.8349 0.1943
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 873.4577 EAAWGLAR 22993.2100 873.4581 22.6285 37595 2 437.2327 ‐1.3185
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 13015.4600 1622.7636 21.4734 10287 3 541.5927 0.2897
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1431.7074 LDSIGLENTEANR 701.3184 1431.7132 27.3992 7912 2 716.3603 3.94
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1452.8421 TVVSIPNGPSALAVK 8064.8550 1452.8350 28.4183 35245 2 726.9211 ‐5.4387
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 901.5102 ANSLAQLGK 527.3090 901.5105 18.9953 1416 2 451.2589 ‐1.2745
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1587.8085 RLDSIGLENTEANR 17908.0600 1587.8092 21.6676 52118 3 529.9413 0.0354
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRTYDVAEK 2032.3600 3870.9318 38.6536 15858 4 968.4884 1.49
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 2773.3349 ANSLAQLGKYTGEGESEEAKEGMFVK 118.5400 2773.3401 35.4467 1466 3 925.1182 1.79



NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1470.2150 1669.9212 32.2205 8281 2 835.4642 0.9521
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 602.3409 WGLAR 87.0054 602.3440 22.5994 6344 1 602.3440 4.29
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 673.3780 AWGLAR 191.5162 673.3779 22.6292 5332 1 673.3779 ‐0.3662
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Oxidation+M(1) 673.3589 MVDVLV 62.2147 673.3579 31.4536 2225 1 673.3579 ‐1.7396
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1165.5385 TWGGRPENVNA 203.4679 1165.5351 25.1794 2213 2 583.2712 ‐4.0614
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1082.5477 RLDSIGLENT 282.8543 1082.5471 21.6708 2017 2 541.7772 ‐1.8105
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 986.4538 GLENTEANR 208.5945 986.4580 22.5331 1961 2 493.7326 2.81
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1252.7260 VSIPNGPSALAVK 206.3073 1252.7292 30.5344 1636 2 626.8683 1.74
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1022.5517 EQVAAYTLK 1380.9150 1022.5533 25.8636 1586 1 1022.5533 2.78
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 590.2893 TEANR 662.6918 590.2923 21.6592 1568 1 590.2923 4.06
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 697.3515 ATPEQVA 195.1405 697.3539 23.3368 1413 1 697.3539 3.1743
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1650.7970 EPEILLDGEHDIDR 261.2439 1650.7967 37.2396 1357 2 825.9020 ‐0.3687
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1004.5411 EQVAAYTLK 168.7283 1004.5463 24.0189 1117 2 502.7768 3.28
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Carbamidomethyl+C(7) 981.3942 DESNATCGK 228.6021 981.3959 23.2353 1108 1 981.3959 2.44
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1002.4561 GILAMDESNA 275.7673 1002.4540 23.1905 1083 2 501.7306 ‐3.4967
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 873.5152 AQTTLLAR 1178.3390 873.5155 25.8674 886 1 873.5155 0.6319
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 893.3999 YAAISQDSG 165.2973 893.3963 37.3443 760 1 893.3963 ‐3.7265
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 1569.7980 RLDSIGLENTEANR 216.4691 1569.8050 21.6610 2935 3 523.9398 4.0460
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 204.5811 1651.9026 31.0836 2230 2 826.4549 ‐3.9306
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 855.4472 EAAWGLAR 299.5460 855.4491 22.6277 1467 2 428.2282 0.4984
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 311.7805 1448.6465 23.7382 758 2 724.8269 ‐3.5696
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16790.7200 43159.0095 82 49.25 None 884.4836 ANSLAQLGK 180.7207 884.4844 21.6697 946 1 884.4844 1.08
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1452.8421 TVVSIPNGPSALAVK 97948.2700 1452.8405 17.6623 146251 2 726.9239 ‐0.9140
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1653.9244 MVDVLVEQNIVPGIK 110107.0000 1653.9242 20.1103 96406 2 827.4657 0.3821
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 32073.1300 2445.1746 20.5710 78470 2 1223.0910 ‐1.4069
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 7739.5390 3400.7818 25.2710 35132 3 1134.2655 ‐0.2111
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEGK 2211.9140 3272.6864 25.5920 15614 3 1091.5670 ‐0.5473
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 2055.0730 TWGGRPENVNAAQTTLLAR 15258.6500 2055.0726 16.4762 10904 3 685.6957 0.3109
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 Carbamidomethyl+C(6) 947.4979 ALQNTCLK 67.2294 947.4805 20.4062 6087 1 947.4805 ‐17.2190
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1996.1147 MVDVLVEQNIVPGIKVDK 689.6818 1996.1163 19.4642 3656 3 666.0436 1.47
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 Carbamidomethyl+C(17) 2787.3731 VDKGLVPLVGSNNESWCQGLDGLSSR 423.5542 2787.3735 19.6735 1633 3 929.7960 1.96
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 740.4665 NIVPGIK 107.5237 740.4639 18.3482 17505 1 740.4639 ‐2.8293
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 953.5415 PNGPSALAVK 24705.5000 953.5422 17.6637 10220 1 953.5422 1.52
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1066.6255 IPNGPSALAVK 232.3726 1066.6246 16.7493 4102 2 533.8159 ‐1.3530
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 1135.9880 2176.0006 20.5636 2252 2 1088.5039 ‐2.3324
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1153.6575 SIPNGPSALAVK 7286.5630 1153.6565 17.6611 2032 1 1153.6565 0.7098
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1308.7886 VLVEQNIVPGIK 171.4295 1308.7911 19.2649 1631 2 654.8992 1.43
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1096.6361 VEQNIVPGIK 423.6406 1096.6331 20.1028 848 1 1096.6331 ‐1.2421
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13412.6300 43159.0095 82 49.25 None 1209.7201 LVEQNIVPGIK 459.1888 1209.7195 20.1088 835 1 1209.7195 1.1869
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 1816.9538 ELLVGKDDELLQTDTK 5080.3920 1816.9523 26.9109 7137 3 606.3223 ‐0.7728
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 3850.3190 2695.2830 34.1745 4640 3 899.0992 2.77
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1034.0240 1905.9601 38.0293 3796 2 953.4837 ‐0.8181
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 1355.7641 ANLPTVLVTGASGR 548.0286 1355.7719 22.9524 2359 2 678.3896 5.98
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 1925.9967 KAEQYLADSGTPYTIIR 2197.9280 1925.9961 19.4511 2847 2 963.5017 0.2477
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 1362.6747 GKDDELLQTDTK 164.0943 1362.6717 27.5847 1403 2 681.8395 ‐2.4547
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 771.1242 27159.9738 9 28.85 None 1907.9862 KAEQYLADSGTPYTIIR 492.5263 1907.9829 19.1097 1511 2 954.4951 ‐1.1661
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 502.1749 27159.9738 9 28.85 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 4737.7850 2695.2830 34.1745 4640 3 899.0992 1.72
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 502.1749 27159.9738 9 28.85 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1063.5990 1905.9601 38.0293 3796 2 953.4837 ‐1.0560
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1901.9603 VVGAFLEGGSPEENNAIAK 4371.0340 1901.9634 27.4306 12362 2 951.4853 2.1254
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1386.7475 AQPSVESLEVLSK 7011.8890 1386.7466 28.0364 9950 2 693.8769 ‐0.8322
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 6297.1130 2384.0655 35.3910 7936 2 1192.5364 ‐1.4262
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1897.9138 GTVASGFTTNSNGEVTEVK 1302.4400 1897.9187 23.0057 6205 2 949.4630 3.1275
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1513.8009 EQVPPYERPALSK 8877.3560 1513.7996 20.4946 4387 3 505.2714 ‐1.0006
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1090.5752 VEHVDHARK 429.1372 1090.5736 18.0431 1083 2 545.7904 ‐2.0758
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 2204.0427 ELEDADYLAYAMETKEKGK 628.7426 2204.0387 22.8250 1842 2 1102.5230 ‐0.8840
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1021.0590 47537.0137 16 25.29 None 1157.6313 PPYERPALSK 231.8906 1157.6335 22.4880 1628 2 579.3204 1.50
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1901.9603 VVGAFLEGGSPEENNAIAK 1182.3550 1901.9634 27.4306 12362 2 951.4853 1.53
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1386.7475 AQPSVESLEVLSK 4227.9030 1386.7466 28.0364 9950 2 693.8769 ‐1.3610
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 8243.7510 2384.0655 35.3910 7936 2 1192.5364 ‐1.3963
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1761.7888 ELEDADYLAYAMETK 5141.8940 1761.7922 32.4633 6805 2 881.3997 1.00
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1897.9138 GTVASGFTTNSNGEVTEVK 894.7544 1897.9187 23.0057 6205 2 949.4630 2.51
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1513.8009 EQVPPYERPALSK 7028.8230 1513.7996 20.4946 4387 3 505.2714 ‐1.2925
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1136.6310 TLVSGTGQVFK 1064.8120 1136.6278 24.0537 6504 2 568.8175 ‐4.0072
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1010.3880 47537.0137 16 25.29 None 1157.6313 PPYERPALSK 296.8765 1157.6335 22.4880 1628 2 579.3204 0.7178
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1309.4330 29950.9882 4 22.34 None 1748.9065 SGGLGDLNYPLVSDITK 9393.9480 1748.9092 34.2820 39593 2 874.9582 1.01
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1309.4330 29950.9882 4 22.34 None 1855.8749 APDFEAEAVFDQEFIK 2031.0940 1855.8741 35.9124 19110 2 928.4407 ‐0.1979
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1309.4330 29950.9882 4 22.34 None 1240.6532 AQADDLPLVGNK 9869.1550 1240.6527 24.5125 18422 2 620.8300 ‐1.3520
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1309.4330 29950.9882 4 22.34 None 1707.9137 EGVIQHSTINNLGIGR 2611.2160 1707.9164 25.0445 15483 3 569.9770 1.29
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 975.5622 IGLFGGAGVGK 62097.2500 975.5608 17.4801 113684 2 488.2840 ‐2.1872
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 2186.1452 IPSAVGYQPTLASDLGALQER 31594.9400 2186.1480 33.2380 38281 3 729.3875 1.93
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1996.0961 DAPALVDLATGQEILATGIK 24441.3800 1996.0942 22.0312 36320 2 998.5507 ‐0.3105
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 1233.7000 3714.8754 21.5181 30167 3 1238.9633 ‐1.4974
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1385.7093 IMNVLGEPIDER 25539.9800 1385.7111 28.6511 28604 2 693.3592 1.0835
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 8772.9170 2539.2180 33.7602 27754 3 847.0775 2.43
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1492.7754 FTQANSEVSALLGR 9802.3890 1492.7735 18.2059 26846 2 746.8904 ‐1.3160
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1262.6409 TIAMDGTEGLVR 49044.7000 1262.6422 25.1661 26378 2 631.8248 0.6960
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1393.8162 VLNTGAPITVPVGR 36293.1600 1393.8158 16.9568 25865 2 697.4115 ‐0.4526
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1425.7736 VGLTGLTVAEYFR 18266.8000 1425.7723 20.8731 24426 2 713.3898 ‐1.0691
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1457.8396 TVLIMELINNVAK 33204.4600 1457.8371 23.4796 21457 2 729.4222 ‐1.8390
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1005.5285 EMIESGVIK 15375.9500 1005.5267 22.0390 15692 2 503.2670 ‐2.5243
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1864.9440 DAEGQDVLLFIDNIFR 4437.7610 1864.9431 25.6398 13692 2 932.9752 0.0182
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1434.7223 ENINSFQGLLDGK 1325.2900 1434.7256 31.1615 13049 2 717.8664 2.1762
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1699.9602 LVLEVSHHLGQNVVR 5587.6290 1699.9604 16.0416 11185 3 567.3250 0.1203
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 31339.8000 1328.7365 18.4056 10077 2 664.8719 0.4424



NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1173.6626 VVDLLAPYQR 19837.1200 1173.6569 18.1846 30620 2 587.3321 ‐5.3584
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 Carbamidomethyl+C(1) 1662.7727 CALVYGQMNEPPGAR 631.7108 1662.8058 21.9490 10922 2 831.9065 20.0697
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1165.6113 TEHYLPIHR 471.4604 1165.6094 18.7763 3077 2 583.3083 ‐2.0811
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 2132.0427 NLQDIIAILGMDELSEDDK 573.4495 2132.0863 35.4367 2960 2 1066.5468 21.2824
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1123.5491 TREGNDLYR 534.8696 1123.5574 30.6313 1314 1 1123.5574 8.02
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 2061.0499 QISELGIYPAVDPLDSTSR 210.4034 2061.0288 36.7718 1229 2 1031.0180 ‐9.4945
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 3792.4670 2672.3837 24.1967 20406 3 891.4661 1.43
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1521.9111 KVLNTGAPITVPVGR 8915.8780 1521.9120 16.0822 4635 3 507.9755 0.4085
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1052.6099 QVIGAIVDVR 227.6046 1052.6108 17.3262 6352 2 526.8091 0.2840
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1029.5939 GQEILATGIK 263.0486 1029.5943 21.2873 4156 2 515.3008 ‐0.2918
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 948.5513 VLNTGAPITV 437.9668 948.5509 17.4594 3824 2 474.7791 ‐1.2356
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 745.4454 IESGVIK 225.6691 745.4448 22.6353 2895 1 745.4448 ‐0.5824
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1621.7738 MDELSEDDKLTVAR 84.0065 1621.7675 24.0856 2502 2 811.3874 ‐3.7091
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 828.3734 DAEGQDVL 475.2827 828.3732 26.1917 2246 1 828.3732 0.2496
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 838.5145 PITVPVGR 278.8716 838.5143 17.2945 1996 1 838.5143 0.3167
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 634.3307 APYQR 216.1552 634.3309 18.1849 1868 1 634.3309 0.2924
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 715.4713 ILATGIK 134.0711 715.4715 21.5084 1836 1 715.4715 0.5963
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1201.6787 ATGQEILATGIK 191.9816 1201.6828 23.1160 1275 2 601.3451 3.0364
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 1244.6593 QANSEVSALLGR 647.7567 1244.6586 17.5475 984 2 622.8329 ‐0.9588
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9496.6720 59802.0826 36 61.15 None 3697.8596 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 468.4402 3697.8610 23.4705 1991 3 1233.2918 1.12
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 975.5622 IGLFGGAGVGK 62097.2500 975.5608 17.4801 113684 2 488.2840 ‐2.1872
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 2186.1452 IPSAVGYQPTLASDLGALQER 31594.9400 2186.1480 33.2380 38281 3 729.3875 1.93
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1996.0961 DAPALVDLATGQEILATGIK 24441.3800 1996.0942 22.0312 36320 2 998.5507 ‐0.3105
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 1233.7000 3714.8754 21.5181 30167 3 1238.9633 ‐1.4974
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1385.7093 IMNVLGEPIDER 25539.9800 1385.7111 28.6511 28604 2 693.3592 1.0835
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 8772.9170 2539.2180 33.7602 27754 3 847.0775 2.43
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1492.7754 FTQANSEVSALLGR 9802.3890 1492.7735 18.2059 26846 2 746.8904 ‐1.3160
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1262.6409 TIAMDGTEGLVR 49044.7000 1262.6422 25.1661 26378 2 631.8248 0.6960
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1393.8162 VLNTGAPITVPVGR 36293.1600 1393.8158 16.9568 25865 2 697.4115 ‐0.4526
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1425.7736 VGLTGLTVAEYFR 18266.8000 1425.7723 20.8731 24426 2 713.3898 ‐1.0691
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1457.8396 TVLIMELINNVAK 33204.4600 1457.8371 23.4796 21457 2 729.4222 ‐1.8390
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1005.5285 EMIESGVIK 15375.9500 1005.5267 22.0390 15692 2 503.2670 ‐2.5243
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1864.9440 DAEGQDVLLFIDNIFR 4437.7610 1864.9431 25.6398 13692 2 932.9752 0.0182
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1434.7223 ENINSFQGLLDGK 1325.2900 1434.7256 31.1615 13049 2 717.8664 2.1762
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1699.9602 LVLEVSHHLGQNVVR 5587.6290 1699.9604 16.0416 11185 3 567.3250 0.1203
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 31339.8000 1328.7365 18.4056 10077 2 664.8719 0.4424
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1173.6626 VVDLLAPYQR 19837.1200 1173.6569 18.1846 30620 2 587.3321 ‐5.3584
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 Carbamidomethyl+C(1) 1662.7727 CALVYGQMNEPPGAR 631.7108 1662.8058 21.9490 10922 2 831.9065 20.0697
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1165.6113 TEHYLPIHR 471.4604 1165.6094 18.7763 3077 2 583.3083 ‐2.0811
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 2132.0427 NLQDIIAILGMDELSEDDK 573.4495 2132.0863 35.4367 2960 2 1066.5468 21.2824
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1123.5491 TREGNDLYR 534.8696 1123.5574 30.6313 1314 1 1123.5574 8.02
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 2061.0499 QISELGIYPAVDPLDSTSR 210.4034 2061.0288 36.7718 1229 2 1031.0180 ‐9.4945
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 3792.4670 2672.3837 24.1967 20406 3 891.4661 1.43
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1521.9111 KVLNTGAPITVPVGR 8915.8780 1521.9120 16.0822 4635 3 507.9755 0.4085
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1052.6099 QVIGAIVDVR 227.6046 1052.6108 17.3262 6352 2 526.8091 0.2840
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1029.5939 GQEILATGIK 263.0486 1029.5943 21.2873 4156 2 515.3008 ‐0.2918
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 948.5513 VLNTGAPITV 437.9668 948.5509 17.4594 3824 2 474.7791 ‐1.2356
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 745.4454 IESGVIK 225.6691 745.4448 22.6353 2895 1 745.4448 ‐0.5824
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1621.7738 MDELSEDDKLTVAR 84.0065 1621.7675 24.0856 2502 2 811.3874 ‐3.7091
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 828.3734 DAEGQDVL 475.2827 828.3732 26.1917 2246 1 828.3732 0.2496
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 838.5145 PITVPVGR 278.8716 838.5143 17.2945 1996 1 838.5143 0.3167
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 634.3307 APYQR 216.1552 634.3309 18.1849 1868 1 634.3309 0.2924
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 715.4713 ILATGIK 134.0711 715.4715 21.5084 1836 1 715.4715 0.5963
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1201.6787 ATGQEILATGIK 191.9816 1201.6828 23.1160 1275 2 601.3451 3.0364
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 1244.6593 QANSEVSALLGR 647.7567 1244.6586 17.5475 984 2 622.8329 ‐0.9588
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9496.6720 59884.1877 36 61.15 None 3697.8596 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 468.4402 3697.8610 23.4705 1991 3 1233.2918 1.12
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1334.5643 YEEMVEFMEK 77774.7300 1334.5653 28.8589 32596 2 667.7863 0.5101
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 907.5247 NLLSVAYK 4897.2160 907.5251 16.6350 13550 2 454.2662 ‐0.4462
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1181.6048 EAAESTLVAYK 21278.6300 1181.6039 21.1186 13542 2 591.3056 ‐1.2445
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1788.9603 SAQDIALADLAPTHPIR 8615.3320 1788.9623 29.1024 10845 3 596.9923 1.14
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1434.6958 TVETEELTVEER 8881.1880 1434.6952 21.8609 4729 2 717.8513 ‐0.5427
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1195.5590 VDEQAQPPPSQ 189.6876 1195.5810 22.4369 5033 2 598.2942 18.0167
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1503.7550 GNSDHVSIIKDYR 156.8949 1503.7854 28.4249 1885 2 752.3963 20.1786
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1679.8235 EVQKVDEQAQPPPSQ 1053.2740 1679.8368 31.0843 2179 2 840.4220 8.1395
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 2933.5578 TVETEELTVEERNLLSVAYKNVIGAR 633.2005 2933.5571 25.4946 1621 3 978.5239 0.6142
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1732.8963 VAKTVETEELTVEER 543.0070 1732.9066 25.6715 1101 2 866.9570 6.53
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 886.5257 LAPTHPIR 291.6091 886.5248 28.6888 4318 1 886.5248 ‐0.4201
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 680.3978 LSVAYK 3410.0470 680.3972 16.6393 2394 1 680.3972 ‐0.7013
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1155.5640 EVQKVDEQAQ 170.0454 1155.5670 31.0658 807 1 1155.5670 3.76
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 1163.5943 EAAESTLVAYK 434.1562 1163.5936 19.7249 3378 2 582.3004 ‐1.0707
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 889.5142 NLLSVAYK 232.8010 889.5135 16.6953 1010 2 445.2604 ‐1.6184
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 6435.2630 30295.9833 20 41.42 None 2916.5313 TVETEELTVEERNLLSVAYKNVIGAR 674.1930 2916.5297 25.5621 825 3 972.8481 0.2802
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 None 1471.7540 AETEDVIAGWRPK 2808.1710 1471.7575 25.4595 8453 3 491.2574 2.43
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 None 1388.7209 NWSVPDSLPFVK 1552.1730 1388.7151 20.5826 5145 2 694.8612 ‐4.3547
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 Carbamidomethyl+C(4)
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 None 2688.2887 SKDSGDGTEQVLLDELTTFNDYIK 2644.0190 2688.2844 40.4664 2549 3 896.7663 ‐0.8897
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 None 3049.5405 WVPDSDVITQALEEKYPEPPLATPPEK 2014.9370 3049.5391 36.1243 9686 3 1017.1845 0.4705
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 736.8056 28742.0183 19 52.71 None 1371.6943 NWSVPDSLPFVK 360.3836 1371.6960 19.2097 1568 2 686.3516 1.0019
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1471.7540 AETEDVIAGWRPK 3310.8810 1471.7567 25.4887 7487 3 491.2571 1.59
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 Carbamidomethyl+C(4)



NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 2688.2887 SKDSGDGTEQVLLDELTTFNDYIK 965.7028 2688.2844 40.4664 2549 3 896.7663 ‐1.5181
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 3759.7872 SKDSGDGTEQVLLDELTTFNDYIKDNGPFINGEK 632.5146 3759.7813 42.4122 1625 4 940.7008 ‐1.1983
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1085.6201 ISAADLSLAPK 645.3655 1085.6208 22.3589 8915 2 543.3141 ‐0.6093
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1607.8388 FQPSTTAGVLSASVSR 811.7875 1607.8585 27.9273 1146 3 536.6244 11.09
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1338.6940 YPEPPLATPPEK 135.5686 1338.6674 35.6181 891 2 669.8373 ‐20.6628
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 3049.5405 WVPDSDVITQALEEKYPEPPLATPPEK 2449.6980 3049.5391 36.1243 9686 3 1017.1845 ‐0.2615
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 3065.5475 NVPYDMKMVDLSNKPEWFLKISPEGK 1500.9440 3065.5482 40.8936 5847 3 1022.5209 0.4405
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1194.5790 WVPDSDVITQA 540.7778 1194.5763 34.6565 3622 1 1194.5763 ‐1.0956
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 714.4046 AGWRPK 1940.1050 714.4047 23.5372 1301 1 714.4047 0.0694
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 869.4403 YPEPPLAT 191.6898 869.4400 33.1796 1154 1 869.4400 ‐0.1348
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 740.0094 28742.0183 19 52.71 None 1589.8282 FQPSTTAGVLSASVSR 731.4341 1589.8267 26.2781 1062 2 795.4170 ‐1.2519
NP_568339.1 Tho complex subunit 7 Mft1p Arabidopsis thaliana 183.6987 27098.8249 3 6.1 None 1618.7707 EIAELEAENTASWR 2144.4130 1618.7694 32.0604 14920 2 809.8883 ‐0.7072
NP_568339.1 Tho complex subunit 7 Mft1p Arabidopsis thaliana 183.6987 27098.8249 3 6.1 None 1765.8351 EKENFNELKDETNR 619.2300 1765.8276 33.0473 1611 2 883.4174 ‐3.9170
NP_568339.1 Tho complex subunit 7 Mft1p Arabidopsis thaliana 183.6987 27098.8249 3 6.1 None 1056.6160 SQVVVAANLR 411.0799 1056.6246 21.0738 1357 2 528.8159 7.73
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1539.7537 TYISGDQLSVDDVK 18918.6500 1539.7505 25.4911 30306 2 770.3789 ‐2.0555
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1860.9854 VYAAVPVKPSDAFPNASK 25451.3700 1860.9845 16.4101 23782 3 620.9997 ‐0.4170
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1995.9038 SSVLMDVKPWDDETDMK 4848.3220 1995.9056 30.1022 14994 3 665.9734 1.0819
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1281.6474 WYESVASQLAK 15856.9600 1281.6472 16.8702 14633 2 641.3272 ‐0.4935
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1532.7591 AVTFSDLHTEEGVK 6352.0500 1532.7624 23.3674 11086 3 511.5923 2.0044
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 662.3355 SVDDVK 152.9163 662.3374 26.1127 3126 1 662.3374 2.68
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1521.7431 TYISGDQLSVDDVK 318.1783 1521.7341 25.5634 989 1 1521.7341 ‐3.7141
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4771.2610 24258.1708 17 39.73 None 1514.7485 AVTFSDLHTEEGVK 344.5105 1514.7431 21.9682 912 3 505.5859 ‐3.7079
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 1860.9854 VYAAVPVKPSDAFPNASK 26949.0100 1860.9845 16.4101 23782 3 620.9997 ‐0.2115
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 1281.6474 WYESVASQLAK 14596.2500 1281.6472 16.8702 14633 2 641.3272 ‐0.2783
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 2123.9988 SSVLMDVKPWDDETDMKK 386.5004 2123.9759 20.1469 4858 3 708.6635 ‐10.2061
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 1539.7537 TYISGDQLSVDDVK 341.5215 1539.7456 25.5859 1108 1 1539.7456 ‐2.8294
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 3002.6172 LEEAVRGVEMPGLFWGASKLVPVGYGIK 2218.1510 3002.6018 24.5527 17102 3 1001.5388 ‐3.7305
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 2204.1532 KLEEAVRGVEMPGLFWGASK 156.2947 2204.1729 23.0050 2394 3 735.3958 9.46
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 1598.8537 AAVPVKPSDAFPNASK 478.0487 1598.8576 16.3892 1309 2 799.9324 2.12
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 2186.1427 KLEEAVRGVEMPGLFWGASK 143.8157 2186.1341 23.6061 1905 2 1093.5707 ‐2.4684
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2934.7290 24258.1708 17 39.73 None 1521.7431 TYISGDQLSVDDVK 109.0527 1521.7341 25.5634 989 1 1521.7341 ‐3.5204
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1696.8329 NSSYFVEWIPNNVK 3836.3470 1696.8346 20.0352 15044 2 848.9209 1.71
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1215.5827 VSEQFTAMFR 5000.7380 1215.5825 18.2976 10685 2 608.2949 ‐0.5924
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1919.8990 MASTFIGNSTSIQEMFR 8785.9660 1919.8991 20.5951 9429 2 960.4532 0.6208
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1139.6935 LAVNLIPFPR 7983.6500 1139.6935 20.5825 9187 2 570.3504 ‐0.5987
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1446.6893 EVDEQMINVQNK 4826.7140 1446.6899 22.1562 7057 2 723.8486 0.2771
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 Carbamidomethyl+C(4) 1065.4275 NMMCAADPR 1535.5880 1065.4270 17.8480 6245 2 533.2171 ‐1.0649
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1972.9974 GHYTEGAELIDSVLDVVR 4841.3330 1972.9993 39.4049 5914 3 658.3380 1.1408
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1059.5292 YLTASAMFR 3537.3070 1059.5277 17.4730 3711 2 530.2675 ‐2.0055
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1364.6441 YQGENDLQLER 2330.7130 1364.6540 29.5177 6750 2 682.8306 7.0220
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1409.7107 HGRYLTASAMFR 1541.6330 1409.7097 25.6246 1638 1 1409.7097 1.86
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1495.7580 SYFVEWIPNNVK 499.4539 1495.7516 19.1410 1988 3 499.2554 ‐4.4372
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 974.5088 QMINVQNK 187.0640 974.5122 20.5483 1566 2 487.7597 2.02
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 783.3818 TASAMFR 445.3230 783.3850 17.4705 1155 1 783.3850 4.57
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 781.4104 HGRYLTA 80.6434 781.4120 26.1987 902 1 781.4120 2.39
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1103.5514 EQMINVQNK 341.6391 1103.5525 22.5508 784 2 552.2799 0.4427
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1234.5240 51291.4167 16 25.17 None 1198.5561 VSEQFTAMFR 220.2002 1198.5514 17.4455 1996 2 599.7793 ‐4.3891
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1334.5643 YEEMVEFMEK 77774.7300 1334.5653 28.8589 32596 2 667.7863 0.5101
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1749.9130 SASDIATAELAPTHPIR 11906.0300 1749.9139 24.7055 21969 3 583.9762 0.5418
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1404.6853 TVDVEELSVEER 28503.0300 1404.6838 25.0426 14076 2 702.8456 ‐1.1915
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 907.5247 NLLSVAYK 4897.2160 907.5251 16.6350 13550 2 454.2662 ‐0.4462
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1181.6048 EAAESTLVAYK 21278.6300 1181.6039 21.1186 13542 2 591.3056 ‐1.2445
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 770.4083 YLAEFK 8053.5420 770.4097 21.2474 8482 1 770.4097 2.33
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 384.7283 3038.3397 34.8860 3925 3 1013.4514 0.1979
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 607.3450 LAEFK 166.2111 607.3448 21.8999 5652 1 607.3448 ‐0.3717
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 680.3978 LSVAYK 3410.0470 680.3972 16.6393 2394 1 680.3972 ‐0.7013
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1089.5422 VEELSVEER 333.4890 1089.5434 25.5643 2180 1 1089.5434 2.51
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1104.6160 AELAPTHPIR 324.8024 1104.6152 23.7457 1310 2 552.8112 ‐1.3178
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 1163.5943 EAAESTLVAYK 434.1562 1163.5936 19.7249 3378 2 582.3004 ‐1.0707
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7646.8190 28720.3290 24 40.00 None 889.5142 NLLSVAYK 232.8010 889.5135 16.6953 1010 2 445.2604 ‐1.6184
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1334.5643 YEEMVEFMEK 54811.5200 1334.5653 28.8589 32596 2 667.7863 ‐0.0480
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1749.9130 SASDIATAELAPTHPIR 12623.6700 1749.9162 24.6413 15011 3 583.9769 1.07
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 770.4083 YLAEFK 17275.4900 770.4097 21.2474 8482 1 770.4097 1.93
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 1016.5480 3038.3397 34.8860 3925 3 1013.4514 ‐0.5308
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1458.6716 MSTREENVYMAK 472.0027 1458.6776 29.2304 13612 2 729.8425 3.50
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1189.6609 DSTLIMQLLR 1450.1860 1189.6630 30.2893 5839 2 595.3351 0.6350
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 660.3861 MQLLR 142.7619 660.3848 29.1808 4075 1 660.3848 ‐2.3048
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1042.4584 EMVEFMEK 490.3067 1042.4592 28.8460 1387 1 1042.4592 1.85
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3589.8390 28720.3290 24 40.00 None 1104.6160 AELAPTHPIR 283.8514 1104.6152 23.7457 1310 2 552.8112 ‐2.0047
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1159.5953 AIDLIDEAGSR 14873.0400 1159.5988 25.4445 15810 2 580.3030 2.24
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5726.4020 2264.1515 30.0951 15172 2 1132.5794 ‐0.8461
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1029.5687 TAIAEGLAQR 22684.6300 1029.5680 19.9489 10555 2 515.2876 ‐1.4145
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1035.5027 LLEDSMAEK 1554.1760 1035.5021 19.3606 10461 2 518.2547 ‐1.2411
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1157.4966 LDMSEFMER 16490.5500 1157.4976 29.8841 7938 2 579.2524 0.4100
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1315.6740 IASGDVPETIEGK 11295.8500 1315.6741 21.4944 7742 2 658.3407 ‐0.1613
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1022.5339 LDEMIVFR 3459.6020 1022.5336 29.8556 7551 2 511.7704 ‐0.9955
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 972.5360 IIGQDEAVK 6153.3990 972.5339 16.9701 5392 2 486.7706 ‐2.8984
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1985.9572 AHPDVFNMMLQILEDGR 2512.4810 1985.9589 24.9923 4838 3 662.6578 1.0535
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 914.5557 EIADILLK 6992.5360 914.5526 29.6712 4298 2 457.7799 ‐4.2497
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1936.8559 IGFDLDYDEKDSSYNR 5164.2700 1936.8568 27.4054 3007 3 646.2905 0.6227
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1950.8822 MVGENNEVTANVGGGSSSNK 284.5955 1950.9146 37.0846 1618 3 650.9764 16.8045
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 634.2791 DEAGSR 187.7693 634.2764 25.8894 5605 1 634.2764 ‐4.2409



NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1380.6754 GYTEGGQLTEAVR 232.5506 1380.6803 30.4185 5102 2 690.8438 3.24
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 1663.7818 DVFNMMLQILEDGR 424.2817 1663.7844 24.6216 3268 2 832.3958 1.56
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 672.4291 ADILLK 1021.0980 672.4302 29.6512 1231 1 672.4302 1.84
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1227.5850 103680.8405 39 22.60 None 747.3632 IDEAGSR 180.8462 747.3596 28.2345 1051 1 747.3596 ‐4.4412
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5834.8030 2264.1515 30.0951 15172 2 1132.5794 ‐0.8833
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1159.5953 AIDLIDEAGSR 14015.8400 1159.5978 25.3970 13079 2 580.3025 0.9752
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1029.5687 TAIAEGLAQR 17960.1500 1029.5680 19.9489 10555 2 515.2876 ‐2.1434
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1581.8734 VPEPTVDETIQILK 3701.3960 1581.8760 31.8004 8493 2 791.4416 1.07
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1157.4966 LDMSEFMER 16519.7500 1157.4976 29.8841 7938 2 579.2524 ‐0.2472
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1022.5339 LDEMIVFR 4899.5720 1022.5336 29.8556 7551 2 511.7704 ‐1.7284
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1936.8559 IGFDLDYDEKDSSYNR 5320.4790 1936.8568 27.4054 3007 3 646.2905 0.2096
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1244.6845 KEIELQVTER 421.4792 1244.6594 21.1704 13866 2 622.8333 ‐21.1363
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1116.5895 EIELQVTER 929.9753 1116.5828 24.9106 12432 2 558.7950 ‐7.2559
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1315.6740 IASGDVPETIEGK 694.1115 1315.6630 22.4582 8582 2 658.3351 ‐9.1890
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 Carbamidomethyl+C(12) 1690.8582 VLAQSTPPSLACYQR 433.3771 1690.8868 23.9831 3275 3 564.3004 16.5771
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1792.8977 VVDEGYNPSYGARPLR 514.4510 1792.9297 23.9570 2726 3 598.3147 17.5293
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1950.8822 MVGENNEVTANVGGGSSSNK 182.7669 1950.9257 30.7337 1697 3 650.9801 22.0697
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 972.5360 IIGQDEAVK 190.3301 972.5567 19.9384 1089 2 486.7820 19.7061
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 4742.3200 MLAREIKEGDSVIVDVDAEGNVTVLNGGSGTPTT 417.2070 4742.4167 50.6667 806 4 1186.3596 21.6370
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1709.7986 LDMSEFMERHTVSK 346.2366 1709.8145 23.2959 1385 2 855.4109 9.79
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 Carbamidomethyl+C(6) 1583.8210 TKNNPCLIGEPGVGK 2290.9120 1583.8220 20.5950 1377 3 528.6122 0.1869
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1380.6754 GYTEGGQLTEAVR 790.4569 1380.6803 30.4185 5102 2 690.8438 2.01
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 1131.5528 SGDVPETIEGK 273.6454 1131.5496 21.8779 4336 2 566.2784 ‐4.0653
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 582.2704 FMER 63.8474 582.2683 30.9628 2101 1 582.2683 ‐4.1014
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 None 744.3999 AEGLAQR 2186.0650 744.4025 19.9500 1362 1 744.4025 3.58
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 944.8463 103680.8405 39 22.60 Carbamidomethyl+C(12) 1672.8476 VLAQSTPPSLACYQR 220.8985 1672.8541 22.8912 1894 2 836.9307 3.88
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 2256.0125 HGSIGFILDDDEEAASYTGMK 2349.3000 2256.0086 35.7412 14182 2 1128.5080 ‐0.7580
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1159.5953 AIDLIDEAGSR 14015.8400 1159.5978 25.3970 13079 2 580.3025 0.9752
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 845.4476 GEIAKDGR 399.8804 845.4488 18.9893 3640 1 845.4488 1.15
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1348.6963 MLLMSLEDQLR 649.7891 1348.7011 27.0590 3044 2 674.8542 2.01
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1794.9167 MEVLSTSSPLTLHSHR 126.8685 1794.8774 33.2085 1189 2 897.9423 ‐21.8390
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 Carbamidomethyl+C(5) 2319.1326 EDAICILSKPPNDYWQEIK 266.7607 2319.0829 30.5618 1141 3 773.6992 ‐21.5276
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1386.7336 AIDLIDEAGSRAR 2839.5850 1386.7336 24.9450 4181 2 693.8705 ‐0.6558
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1699.8802 FTPISAVFERFTER 1406.5390 1699.8871 32.1585 3293 2 850.4472 3.91
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1712.9112 TVQAMHEVVLSSRQK 355.7308 1712.9199 22.1741 1002 3 571.6448 4.61
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 238.0658 103691.3082 10 5.8 None 1272.5895 PPNDYWQEIK 200.5416 1272.5849 29.4939 1052 1 1272.5849 ‐2.2703
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 Ara 1587.3260 19350.0461 2 16.57 None 1596.8115 TEIPAATPSDPQLKE 17064.9000 1596.8107 22.9028 4843 2 798.9090 ‐0.4237
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 Ara 1587.3260 19350.0461 2 16.57 None 1533.7544 EIQAVPEDEGYRK 944.9693 1533.7519 18.3430 3050 3 511.9222 ‐1.7157
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 1344.7369 ILEEGSLSELVR 2299.3430 1344.7346 30.3248 5330 2 672.8709 ‐1.9858
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 2338.0690 ESTDVEDLFIAHISGMDTMAR 1512.2900 2338.0750 37.2954 2808 3 780.0298 2.86
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 1397.6439 QELAEMIFQSAM 1076.4640 1397.6451 39.3337 1476 2 699.3262 0.6489
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 1489.7017 DIAPDGTTLEESNK 1087.3940 1489.7035 20.6837 900 2 745.3554 1.87
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 1901.9234 DWFRFSVAFWHTFR 902.3900 1901.9296 24.9947 1654 3 634.6481 3.22
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 1826.9171 QIEEGKADFEYLEKK 972.3066 1826.9175 36.8430 800 2 913.9624 0.6638
NP_568861.3 xylose isomerase Arabidopsis thaliana 183.4199 54062.1736 7 12.37 None 904.4258 TTLEESNK 122.8660 904.4270 19.1553 2188 1 904.4270 1.63
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2995.8460 14238.1252 2 26.61 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 14075.7000 2266.0391 23.9082 14829 3 756.0179 ‐0.2435
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2995.8460 14238.1252 2 26.61 None 1409.7212 IFFVAWSPDTAR 6324.5980 1409.7197 20.6299 9743 2 705.3635 ‐1.2010
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 975.5622 IGLFGGAGVGK 68813.0600 975.5608 17.4801 113684 2 488.2840 ‐2.0856
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1996.0961 DAPALVDLATGQEILATGIK 60886.4600 1996.0942 22.0312 36320 2 998.5507 0.1697
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 1399.8890 3714.8754 21.5181 30167 3 1238.9633 ‐0.8099
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1492.7754 FTQANSEVSALLGR 9555.0620 1492.7735 18.2059 26846 2 746.8904 ‐1.0226
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1393.8162 VLNTGAPITVPVGR 27027.9300 1393.8158 16.9568 25865 2 697.4115 ‐0.1958
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1425.7736 VGLTGLTVAEYFR 17492.8500 1425.7723 20.8731 24426 2 713.3898 ‐0.8004
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1457.8396 TVLIMELINNVAK 19595.3700 1457.8371 23.4796 21457 2 729.4222 ‐1.5585
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1864.9440 DAEGQDVLLFIDNIFR 5312.9030 1864.9431 25.6398 13692 2 932.9752 0.4497
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1699.9602 LVLEVSHHLGQNVVR 6469.1000 1699.9604 16.0416 11185 3 567.3250 0.2839
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 26478.4900 1328.7365 18.4056 10077 2 664.8719 0.6751
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1173.6626 VVDLLAPYQR 20535.6700 1173.6569 18.1846 30620 2 587.3321 ‐5.1833
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1434.7223 ENINSFQGLLDGK 1215.3860 1434.7515 17.7616 11533 2 717.8794 20.4752
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1262.6409 TIAMDGTEGLVR 104.8487 1262.6322 21.4502 6944 2 631.8197 ‐7.0399
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1385.7093 IMNVLGEPIDER 1102.0710 1385.7115 17.9244 1250 2 693.3594 1.04
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 9245.4130 2672.3837 24.1967 20406 3 891.4661 2.0508
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1521.9111 KVLNTGAPITVPVGR 13912.9900 1521.9120 16.0822 4635 3 507.9755 0.5258
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 Oxidation+M(9) 1868.9058 EGNDLYREMIESGVIK 386.4789 1868.8970 19.1676 7310 2 934.9521 ‐3.8453
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1052.6099 QVIGAIVDVR 256.3999 1052.6108 17.3262 6352 2 526.8091 0.4142
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 805.4567 LFGGAGVGK 1295.6210 805.4563 17.4794 2319 1 805.4563 0.3976
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 838.5145 PITVPVGR 454.6855 838.5143 17.2945 1996 1 838.5143 0.7236
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 634.3307 APYQR 150.0261 634.3309 18.1849 1868 1 634.3309 0.7632
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 941.5778 VIGAIVDVR 265.8210 941.5765 18.8674 890 2 471.2919 ‐2.1329
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 3697.8596 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 430.9092 3697.8610 23.4705 1991 3 1233.2918 2.44
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 6911.7980 60030.2851 24 45.08 None 1156.6361 VVDLLAPYQR 2097.3200 1156.6377 17.1095 947 2 578.8225 1.0963
NP_680554.1 uncharacterized protein Arabidopsis thaliana 310.3056 15599.6561 2 5.84 None 839.4080 VNGSFGMK 5313.9830 839.4097 18.9941 5272 1 839.4097 2.73
NP_680554.1 uncharacterized protein Arabidopsis thaliana 310.3056 15599.6561 2 5.84 Carbamidomethyl+C(12) 1950.9590 EVTPELQYKTQCDAIR 257.4271 1950.9658 29.1605 7905 2 975.9865 3.99
NP_683568.1 lectin like protein Arabidopsis thaliana 248.7951 29806.5106 5 18.45 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1017.7000 2963.3694 23.4317 13004 2 1482.1884 1.21
NP_683568.1 lectin like protein Arabidopsis thaliana 248.7951 29806.5106 5 18.45 None 1199.6630 NTITIAPENVK 1959.1380 1199.6651 22.4112 6050 2 600.3362 1.81
NP_683568.1 lectin like protein Arabidopsis thaliana 248.7951 29806.5106 5 18.45 None 1221.6626 AGYWVQTLVGK 639.9631 1221.6609 18.9235 5420 2 611.3341 ‐1.7879
NP_683568.1 lectin like protein Arabidopsis thaliana 248.7951 29806.5106 5 18.45 None 1716.8479 SENNLIFIEFDTFK 738.4113 1716.8429 23.1596 8218 3 572.9525 ‐2.9206
NP_683568.1 lectin like protein Arabidopsis thaliana 248.7951 29806.5106 5 18.45 None 1075.5571 AGYWVQTLVG 204.0658 1075.5598 20.0073 801 2 538.2836 1.60
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 15114.6400 22818.1856 9 30.95 None 1845.9705 GPAPLSLALAHADIDEAGK 28091.0400 1845.9725 30.9289 53225 3 615.9957 1.1646
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 15114.6400 22818.1856 9 30.95 None 1507.7944 VLFVPWVETDFR 32883.4400 1507.7922 22.5830 43470 2 754.3997 ‐1.4852
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 15114.6400 22818.1856 9 30.95 None 1500.7693 DALGNDVVAAEWLK 94604.0100 1500.7716 33.6435 33807 2 750.8894 1.63
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 15114.6400 22818.1856 9 30.95 None 919.3945 TGDAPWWS 3612.3810 919.3953 30.6189 18422 1 919.3953 1.89
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 15114.6400 22818.1856 9 30.95 None 1349.6583 GDPTYLVVENDK 74365.6500 1349.6568 23.5416 16247 2 675.3320 ‐1.4044
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9746.7230 22818.1856 9 30.95 None 1845.9705 GPAPLSLALAHADIDEAGK 28984.1200 1845.9725 30.9289 53225 3 615.9957 0.7775



NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9746.7230 22818.1856 9 30.95 None 1500.7693 DALGNDVVAAEWLK 104358.5000 1500.7716 33.6435 33807 2 750.8894 1.0413
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9746.7230 22818.1856 9 30.95 None 919.3945 TGDAPWWS 4386.8070 919.3953 30.6189 18422 1 919.3953 1.64
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9746.7230 22818.1856 9 30.95 None 1410.7223 SLALAHADIDEAGK 1972.3110 1410.7248 30.9025 1378 2 705.8660 1.0590
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1473.7373 IHYETTGPEIWK 2882.2330 1473.7391 25.1452 15362 3 491.9179 1.1038
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1948.9222 TPNGYMLQQFENPANPK 2709.4610 1948.9262 28.9639 13939 2 974.9667 2.25
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1449.7440 LIITMPASMSTER 21417.4300 1449.7451 18.4625 12789 2 725.3762 0.6422
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2833.2610 2135.1494 18.0309 11651 4 534.5428 ‐1.1501
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 5627.3420 1310.5832 23.3992 11611 2 655.7952 2.47
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1382.7467 LFVAIFPSFGER 7479.5350 1382.7473 22.2451 10226 2 691.8773 0.2501
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1285.6787 YLSTVLFDATR 3934.9090 1285.6780 19.1627 7330 2 643.3426 ‐0.8371
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 998.4135 EAEAMTFEA 1619.9530 998.4116 25.2502 6903 1 998.4116 ‐1.0444
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1413.7736 YLSTVLFDATRK 2837.9800 1413.7730 17.9192 4045 3 471.9292 ‐0.6941
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1873.9443 IHYETTGPEIWKGTGGK 303.6242 1873.9326 30.0429 2021 2 937.4699 ‐5.7451
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1122.6153 LSTVLFDATR 251.6601 1122.6206 17.8941 1834 2 561.8139 4.1115
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1377.7485 ESAILSGGKPGPHK 478.1565 1377.7495 17.2286 837 2 689.3784 0.5443
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2056.3580 33919.2387 13 34.78 None 1267.6681 YLSTVLFDATR 241.7082 1267.6627 19.5770 8335 3 423.2257 ‐4.5952
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 1701.9058 AVFVDLEPTVIDEVR 107727.8000 1701.9065 35.1106 36103 2 851.4569 0.6962
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 987.5469 DVNAAVGTIK 23973.0400 987.5470 20.0062 20099 2 494.2771 ‐0.6485
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 45727.6500 1132.5673 27.7472 19362 2 566.7873 0.0246
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 1977.8825 TVGGGDDAFNTFFSETGAGK 14877.4900 1977.8841 33.1229 18824 2 989.4457 1.50
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 Carbamidomethyl+C(1) 1885.9477 CGINYQPPTVVPGGDLAK 13701.1500 1885.9485 28.2997 14566 2 943.4779 0.9439
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 Carbamidomethyl+C(8) 1598.7672 TIQFVDWCPTGFK 7597.3940 1598.7666 20.3658 11921 2 799.8870 ‐0.2586
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 Carbamidomethyl+C(4)
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 1690.8871 SLNIERPTYTNLNR 2810.4280 1690.8868 23.9831 3275 3 564.3004 ‐0.2047
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 2385.1946 QLFHPEQLISGKEDAANNFAR 203.6502 2385.1777 40.0682 21214 2 1193.0925 ‐5.8842
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 1044.6048 SGLGSLLLER 1730.6810 1044.5802 25.7407 3338 2 522.7937 ‐24.1754
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 Carbamidomethyl+C(3) 2110.9856 AVCMISNSTSVAEKENSQR 234.9261 2110.9900 32.2911 788 3 704.3348 2.89
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 928.5098 PTVIDEVR 3132.1640 928.5124 35.1036 1162 1 928.5124 3.83
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 11085.8600 47919.6215 16 37.00 None 970.5204 DVNAAVGTIK 1848.6160 970.5189 20.2780 952 1 970.5189 ‐0.6531
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 785.5052 47919.6215 16 37.00 Carbamidomethyl+C(8) 1598.7672 TIQFVDWCPTGFK 7596.5010 1598.7666 20.3658 11921 2 799.8870 0.0742
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 785.5052 47919.6215 16 37.00 None 2609.2374 AFHEQLSVAEITNSAFEPASMMAK 2459.9440 2609.2383 20.3948 9401 3 870.4176 1.87
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 785.5052 47919.6215 16 37.00 Carbamidomethyl+C(4)
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 Carbamidomethyl+C(7) 1466.7097 TALHFACGYGELK 1530.4940 1466.7166 25.6022 5929 3 489.5770 4.23
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 1319.6491 NTPLHYAAGYGR 762.8835 1319.6520 20.0290 5074 2 660.3296 1.31
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 2615.2765 MKEDPELKPILDEIDAGGPSAMMK 2292.7360 2615.2821 34.1717 4263 4 654.5760 1.60
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 2430.2082 EMAEQIAKDPAFNQLAEQLQR 958.4272 2430.2020 32.4874 3950 3 810.7389 ‐2.0346
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 1561.7870 NKNTPLHYAAGYGR 984.1595 1561.7860 22.9599 1464 2 781.3966 ‐0.6109
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 1828.9287 NPLLSDEKPKSTEENK 215.8333 1828.9325 37.0245 1082 2 914.9699 2.25
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 None 757.3628 YAAGYGR 1245.7930 757.3621 21.3195 4642 1 757.3621 ‐0.4695
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 Carbamidomethyl+C(2) 897.4135 ACGYGELK 180.2476 897.4144 26.0592 969 1 897.4144 1.60
NP_849497.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 37155.4564 9 20.47 Carbamidomethyl+C(7) 1448.6991 TALHFACGYGELK 166.3514 1448.7059 24.1452 870 2 724.8566 4.83
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 Carbamidomethyl+C(7) 1466.7097 TALHFACGYGELK 1530.4940 1466.7166 25.6022 5929 3 489.5770 4.23
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 None 1319.6491 NTPLHYAAGYGR 762.8835 1319.6520 20.0290 5074 2 660.3296 1.31
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 None 2615.2765 MKEDPELKPILDEIDAGGPSAMMK 2292.7360 2615.2821 34.1717 4263 4 654.5760 1.60
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 None 2430.2082 EMAEQIAKDPAFNQLAEQLQR 958.4272 2430.2020 32.4874 3950 3 810.7389 ‐2.0346
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 None 1561.7870 NKNTPLHYAAGYGR 984.1595 1561.7860 22.9599 1464 2 781.3966 ‐0.6109
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 None 757.3628 YAAGYGR 1245.7930 757.3621 21.3195 4642 1 757.3621 ‐0.4695
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 Carbamidomethyl+C(2) 897.4135 ACGYGELK 180.2476 897.4144 26.0592 969 1 897.4144 1.60
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 342.7752 33245.3029 18 38.49 Carbamidomethyl+C(7) 1448.6991 TALHFACGYGELK 166.3514 1448.7059 24.1452 870 2 724.8566 4.83
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 Carbamidomethyl+C(7) 1466.7097 TALHFACGYGELK 1920.3260 1466.7166 25.6022 5929 3 489.5770 4.40
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 2615.2765 MKEDPELKPILDEIDAGGPSAMMK 3313.4710 2615.2821 34.1717 4263 4 654.5760 1.51
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 1319.6491 NTPLHYAAGYGR 956.5165 1319.6536 20.0547 4112 2 660.3304 2.73
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 2430.2082 EMAEQIAKDPAFNQLAEQLQR 770.0183 2430.2020 32.4874 3950 3 810.7389 ‐2.5890
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 4835.2761 LGEAMGMPVAGLPDQTVSAEPEVAEEGEEEESIV 1131.1380 4835.2639 37.3420 2748 4 1209.5714 ‐1.1947
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 1447.7441 NTPLHYAAGYGRK 79.6250 1447.7748 23.0610 24605 3 483.2631 20.7433
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 757.3628 YAAGYGR 1014.0420 757.3621 21.3195 4642 1 757.3621 ‐0.8472
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 1104.5585 PLHYAAGYGR 466.9184 1104.5588 20.0560 999 2 552.7830 ‐0.9740
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 Carbamidomethyl+C(2) 897.4135 ACGYGELK 242.2833 897.4144 26.0592 969 1 897.4144 1.74
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 612.9432 33245.3029 18 38.49 None 2413.1816 EMAEQIAKDPAFNQLAEQLQR 389.6548 2413.1922 31.6718 13351 3 805.0689 4.86
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 1274.6416 GFGFVTFKDEK 6087.2930 1274.6427 17.5454 17945 2 637.8250 0.5207
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 2708.5270 1951.8940 32.3053 12744 2 976.4506 ‐0.8090
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 1576.7272 DAIEEMNGKELDGR 626.6596 1576.7207 21.9429 3028 3 526.2451 ‐4.1913
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 1934.9059 AMRDAIEEMNGKELDGR 274.0069 1934.9353 20.7683 10521 3 645.6500 15.3723
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 1443.6897 AIEEMNGKELDGR 161.0924 1443.6943 19.5675 6575 2 722.3508 3.0947
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 866.4559 GFGFVTFK 206.2357 866.4590 18.1146 4129 1 866.4590 4.1877
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1374.3100 10287.3029 7 45.65 None 1373.6366 IEEMNGKELDGR 127.0929 1373.6426 18.2387 2808 2 687.3249 4.1832
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 922.4516 LSELGFADA 9122.2610 922.4517 28.9787 50119 1 922.4517 0.4565
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 2064.8644 YAADEDAFFADYAEAHMK 45261.6600 2064.8654 31.3983 32988 3 688.9600 0.2998
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 1101.6150 EGLLQLVSDK 26331.6900 1101.6144 31.0793 29854 2 551.3108 ‐1.8115
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 1858.0168 ELLSGEKEGLLQLVSDK 14754.8800 1858.0164 32.9277 29690 3 620.0103 ‐0.5014
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 3541.5480 1635.7349 22.8691 21868 3 545.9165 0.6118
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 923.4404 TGGPFGTMR 2461.9320 923.4433 21.2929 20318 2 462.2253 1.19
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 1415.7740 GEKEGLLQLVSDK 7248.6180 1415.7753 32.9488 4794 2 708.3913 0.2074
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 611.2970 FGTMR 775.2352 611.2956 21.3138 1983 1 611.2956 ‐2.6893
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5930.7960 27846.3943 9 26.80 None 1615.8901 LSGEKEGLLQLVSDK 3338.9140 1615.8908 32.9268 1236 2 808.4490 0.1373
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1075.5630 GGAIDDSVITK 9843.7600 1075.5610 20.4939 31148 2 538.2842 ‐2.4087
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1970.1797 SLLALQGPLAAPVLQHLTK 9801.9670 1970.1781 21.3459 24755 3 657.3976 ‐0.6254
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 29511.8900 1297.5489 20.8854 21709 2 649.2781 ‐2.0650
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1121.5738 VGFFSSGPPAR 16883.3600 1121.5743 16.6904 18420 2 561.2908 ‐0.1577
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1547.8428 IGEITSGGFSPNLKK 1415.1550 1547.8436 24.3192 17398 3 516.6194 0.4330
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1658.9112 AEGGFLGADVILQQLK 6383.3030 1658.9117 21.8585 16129 2 829.9595 0.4778
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1415.7066 TALYDFHVAHGGK 7817.8830 1415.7060 22.2399 12656 3 472.5735 ‐0.6469
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1419.7478 IGEITSGGFSPNLK 4202.5150 1419.7489 27.0958 12342 2 710.3781 0.5904
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 717.0611 3405.7475 24.7188 6704 3 1135.9207 ‐2.8176



NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1465.7104 DKDLAHIEEHMK 1451.5970 1465.7080 19.5078 4582 3 489.2409 ‐1.7981
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 1684.6430 2450.1322 31.0162 4284 2 1225.5697 ‐0.2166
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1650.9810 1745.8585 26.0491 1693 3 582.6243 ‐3.1348
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 661.3515 LAQSDK 96.7721 661.3365 28.9378 9731 1 661.3365 ‐22.5711
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 793.4277 MPFVATK 2352.8700 793.4330 21.6573 7593 2 397.2201 5.47
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1222.5885 DLAHIEEHMK 3037.1450 1222.5959 22.7914 2814 2 611.8016 5.44
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 789.4465 LAQSDKK 260.5239 789.4301 18.3383 2686 1 789.4301 ‐20.2751
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1568.7890 DLAHIEEHMKAFK 837.9345 1568.7905 20.8511 2787 2 784.8989 1.0191
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1344.7998 GPLAAPVLQHLTK 442.5207 1344.8023 21.2794 2629 2 672.9048 1.67
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 679.3410 DLAHIE 159.7072 679.3424 21.9913 1479 1 679.3424 2.65
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 629.3981 LQQLK 124.2551 629.3966 23.6960 1398 1 629.3966 ‐2.3086
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3045.4260 44787.0270 33 48.04 None 1022.5054 GFFSSGPPAR 524.3891 1022.5071 16.6755 824 1 1022.5071 2.49
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1970.1797 SLLALQGPLAAPVLQHLTK 9346.0190 1970.1781 21.3459 24755 3 657.3976 ‐0.3915
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1121.5738 VGFFSSGPPAR 22884.7700 1121.5743 16.6904 18420 2 561.2908 ‐0.0019
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1658.9112 AEGGFLGADVILQQLK 8525.9500 1658.9117 21.8585 16129 2 829.9595 0.8329
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1654.8120 MVPFAGWSMPIQYK 993.3566 1654.8136 21.3251 15311 2 827.9104 1.51
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 Carbamidomethyl+C(12) 1877.8885 ENGSLFDVAHMCGLSLK 2515.1810 1877.8889 19.9446 10579 3 626.6345 0.5419
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 2188.9660 3405.7475 24.7188 6704 3 1135.9207 ‐2.2104
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 Carbamidomethyl+C(6) 3172.5442 LEAGLCLYGNDMEQHISPVEAGLTWAIGK 1749.4310 3172.5360 22.5077 2566 3 1058.1835 ‐1.0291
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1344.7998 GPLAAPVLQHLTK 327.3722 1344.8023 21.2794 2629 2 672.9048 1.53
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1424.7031 PFAGWSMPIQYK 325.4792 1424.7031 20.5206 931 1 1424.7031 2.1503
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1022.5054 GFFSSGPPAR 442.5054 1022.5071 16.6755 824 1 1022.5071 3.0144
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 None 1636.8015 MVPFAGWSMPIQYK 325.0607 1636.8037 19.9671 823 2 818.9055 1.39
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1826.8540 44787.0270 33 48.04 Carbamidomethyl+C(12) 1860.8619 ENGSLFDVAHMCGLSLK 326.4370 1860.8594 21.0611 5291 2 930.9334 ‐0.4331
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 2886.4102 TVEETVVETEVTQQPEESVPAVTEQK 10073.4000 2886.4107 28.0356 11227 3 962.8084 0.9818
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 1859.9484 TEVITETPVVEEEEKK 6286.7330 1859.9488 22.7324 5512 3 620.6545 0.3100
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 1659.7960 AEEVTETPAVVEEEK 631.0322 1659.7957 21.7654 2191 2 830.4015 0.0174
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 1731.8535 TEVITETPVVEEEEK 832.1987 1731.8551 24.1592 2005 2 866.4312 1.70
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 1086.5677 PVVEEEEKK 147.1444 1086.5646 21.5704 7257 1 1086.5646 ‐1.7685
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 887.4357 TVEETVVE 112.7753 887.4333 26.3391 6056 2 444.2203 ‐3.5384
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 772.4199 PAVTEQK 204.5698 772.4198 29.5415 3028 1 772.4198 0.2360
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 3076.1190 15381.7317 8 41.30 None 1841.9379 TEVITETPVVEEEEKK 281.5781 1841.9411 23.8977 1028 2 921.4742 2.1773
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 5 40.28 None 1523.7588 DFGEETTALSIVNK 2469.8960 1523.7607 29.5462 7912 2 762.3840 1.09
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 5 40.28 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 15306.4600 2061.0288 29.9310 7719 2 1031.0180 ‐0.9107
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 5 40.28 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 2870.6560 1134.5629 27.4208 7661 2 567.7851 0.8927
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 5 40.28 Carbamidomethyl+C(17) 2786.4506 LLTVPSAKTLGEWAGLCKIDSEGNAR 1157.4590 2786.4656 22.4899 2046 3 929.4934 6.1536
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2352.7880 15719.0970 5 40.28 None 1505.7482 DFGEETTALSIVNK 418.0677 1505.7471 30.6390 2747 2 753.3772 ‐0.7497
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1659.8800 VVVSDSLDDIVLNSGK 5281.9860 1659.8819 31.4119 7512 2 830.4446 1.18
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1352.6441 SASGNVVVYEGDR 7124.8850 1352.6432 19.2077 6881 2 676.8253 ‐0.8628
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1422.7223 SQPIPAENNEPVK 12769.4100 1422.7219 18.3647 4977 2 711.8646 ‐0.4412
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1523.8792 AASALSSNVPPVVLAK 2134.6280 1523.8841 27.6953 4609 2 762.4457 3.07
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 972.5189 GFPTIYFK 5225.0720 972.5192 18.9648 4586 2 486.7632 ‐0.4553
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1727.8673 AMLFINFTGEGAESLK 1188.0910 1727.8659 33.8530 4465 2 864.4366 ‐0.5145
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1087.5742 GESSVTGPVVR 6037.5730 1087.5791 17.5313 4226 2 544.2932 3.72
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1122.6041 EAEGIVTYLK 1574.0550 1122.6061 27.0368 4158 2 561.8067 1.20
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 987.5106 QSGPASAEIK 135.8237 987.5086 26.2255 974 2 494.2580 ‐2.6618
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1091.5368 LDATANDFPK 820.2487 1091.5357 21.1532 3385 2 546.2715 ‐1.5679
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1324.7372 QRESLYLFIR 422.0419 1324.7057 29.2289 1341 2 662.8565 ‐24.0412
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 2539.3362 AASALSSNVPPVVLAKIDASEETNR 631.8894 2539.3522 22.5154 7747 3 847.1222 6.82
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 2415.2456 QRESLYLFIRFLYVHSSEQ 1091.5410 2415.2257 18.0421 1821 3 805.7468 ‐7.7192
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 727.4461 VTGPVVR 112.8953 727.4435 17.2051 1762 1 727.4435 ‐3.3411
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 733.3727 EGAESLK 180.0005 733.3751 32.4626 1611 1 733.3751 3.78
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1096.5840 54444.3272 22 31.1 None 1104.5936 EAEGIVTYLK 258.1849 1104.5924 27.9655 1524 2 552.7999 ‐1.5824
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1659.8800 VVVSDSLDDIVLNSGK 4814.1820 1659.8819 31.4119 7512 2 830.4446 0.9660
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1523.8792 AASALSSNVPPVVLAK 4018.0620 1523.8841 27.6953 4609 2 762.4457 2.87
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1122.6041 EAEGIVTYLK 1772.1690 1122.6061 27.0368 4158 2 561.8067 0.5352
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1546.7748 TNVEVDQIESWVK 606.4050 1546.8113 29.3624 7294 3 516.2753 23.1847
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1320.6066 SELDFAHTSDAK 265.3125 1320.6354 29.2463 2346 2 660.8214 20.9778
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 362.0780 54444.3272 22 31.1 None 1599.8053 LFKPFDEQFVDSK 479.0284 1599.8404 31.7671 961 2 800.4239 21.6390
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 1189.6609 DSTLIMQLLR 28490.5100 1189.6610 21.8276 17364 2 595.3341 ‐0.4077
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 6369.6190 1275.6617 31.2263 10316 2 638.3345 ‐0.0700
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 2006.8938 DNLTLWTSDLNEEGDER 6795.6180 2006.8945 31.7061 10054 2 1003.9509 1.0048
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 1224.5743 EAADQSLEAYK 9803.5020 1224.5730 19.4235 7381 2 612.7901 ‐1.4485
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 1229.5797 YLAEFSSGAER 12197.1100 1229.5805 22.4368 6953 2 615.2939 0.2300
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 1115.4748 YDEMVEAMK 697.1577 1115.4952 17.8009 1679 2 558.2512 17.7303
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 529.3457 QLLR 309.4367 529.3455 21.5517 4348 1 529.3455 ‐0.4493
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2857.4660 29014.3873 20 29.92 None 753.3526 FSSGAER 199.2540 753.3530 25.0939 1360 1 753.3530 0.9285
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 4579.3690 1275.6617 31.2263 10316 2 638.3345 ‐0.6611
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 2006.8938 DNLTLWTSDLNEEGDER 8453.7160 2006.8945 31.7061 10054 2 1003.9509 0.8235
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1229.5797 YLAEFSSGAER 9275.7570 1229.5805 22.4368 6953 2 615.2939 ‐0.3869
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1189.6609 DSTLIMQLLR 1450.1860 1189.6630 30.2893 5839 2 595.3351 0.6350
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1938.9960 HLIPSSNAVESTVFFYK 864.7806 1939.0251 30.0968 3310 3 647.0132 14.7771
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1352.6692 KEAADQSLEAYK 115.3552 1352.7039 25.6788 2096 2 676.8556 24.8470
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1115.4748 YDEMVEAMK 350.4200 1115.4952 17.8009 1679 2 558.2512 17.0494
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1357.6747 YLAEFSSGAERK 494.8594 1357.7075 21.7306 1041 2 679.3574 23.4534
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 660.3861 MQLLR 142.7619 660.3848 29.1808 4075 1 660.3848 ‐2.3048
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 753.3526 FSSGAER 339.2435 753.3530 25.0939 1360 1 753.3530 0.5497
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1334.6587 KEAADQSLEAYK 157.3900 1334.6617 25.9792 1143 2 667.8345 1.65
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1323.4250 29014.3873 20 29.92 None 1989.8672 DNLTLWTSDLNEEGDER 304.4697 1989.8747 33.3784 2186 2 995.4410 4.50
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1820.9501 DLYVNSAVQVDISGGRK 1353.8610 1820.9426 21.1017 27602 2 910.9749 ‐3.7009
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 2081.3130 2966.4306 45.2179 6706 3 989.4817 2.81
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 5760.9260 2319.2812 37.4286 6099 3 773.7652 0.6723
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1266.6252 DVVFEFPITEA 4351.0870 1266.6255 38.5349 5565 1 1266.6255 1.65
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1141.6252 VEAFSAVYKK 1363.4450 1141.6197 17.3826 11519 2 571.3135 ‐5.3356



NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1665.8734 LTGKDVVFEFPITEA 150.2779 1665.8780 17.2706 813 2 833.4426 2.42
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 3223.5641 EKGVELSELDEQVAQAFFDLENTNQELK 832.8699 3223.5494 42.9427 1648 3 1075.1880 ‐3.5246
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1866.9232 VAQAFFDLENTNQELK 342.9080 1866.9188 44.1418 4485 2 933.9630 ‐1.9047
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1401.1560 21922.4723 9 46.07 None 1123.6146 VEAFSAVYKK 280.6277 1123.6151 18.5212 6241 2 562.3112 ‐0.1095
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1799.9327 AYLPVVESFGFSSQLR 5454.4960 1799.9347 21.4475 27304 2 900.4710 1.68
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 36623.7200 2920.4647 38.1400 21514 3 974.1597 0.7708
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2960.6050 2257.2021 25.6952 18681 3 753.0722 ‐0.1876
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2079.9982 VENLYEGPLDDQYANAIR 14262.8000 2079.9988 30.3784 18575 2 1040.5031 1.0874
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1634.8425 ILAEEFGWDKDLAK 13799.1300 1634.8430 30.4726 18066 3 545.6192 0.3026
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 6550.3200 1607.7582 29.4857 17536 2 804.3827 1.65
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1145.5255 EGPLAEENMR 38578.6100 1145.5248 19.2985 17214 2 573.2660 ‐1.1476
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 11368.8800 2931.5498 24.2954 14116 3 977.8548 ‐0.4517
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1836.8572 STGISLYYEMTDESLK 3192.0840 1836.8563 32.9172 12726 2 918.9318 ‐0.0559
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1218.6187 IMGPNYIPGEK 5188.6040 1218.6202 24.1155 12239 2 609.8137 0.8092
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1807.9297 NATLTNEKEVDAHPIR 19375.9100 1807.9278 18.5795 11072 3 603.3141 ‐0.9988
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 906.4680 SDPVVSFR 4668.3960 906.4687 22.1086 10372 2 453.7380 ‐0.0712
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1532.7811 NDEKELMGKPLMK 3990.7370 1532.7810 21.0544 8429 3 511.5985 ‐0.1798
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 890.5094 FSVSPVVR 1442.8760 890.5095 23.4855 7522 2 445.7584 ‐0.8257
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1307.6525 NMSVIAHVDHGK 16208.9200 1307.6519 18.1519 7133 3 436.5555 ‐0.7168
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 3934.8330 1387.6718 18.8340 6280 2 694.3396 0.0414
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 Carbamidomethyl+C(3)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2266.0478 LYMEARPMEEGLAEAIDDGR 550.0971 2266.0542 32.2677 2794 3 756.0229 3.56
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 955.5320 GGGQVIPTAR 2986.0540 955.5314 17.2875 2021 2 478.2694 ‐1.3070
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1039.6622 IRPVLTVNK 1106.2150 1039.6616 19.9475 1615 2 520.3344 ‐1.2697
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1063.5782 GVQYLNEIK 1317.4890 1063.5794 18.2592 1431 2 532.2933 0.4305
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1111.6331 GGGQVIPTARR 385.3535 1111.6231 19.2018 1980 2 556.3152 ‐9.5333
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 1471.5430 2196.1719 24.3012 1927 3 732.7288 22.3104
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 999.1450 2421.2075 27.2789 981 3 807.7407 24.1054
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1509.7141 EAMTPLSEFEDKL 67062.7000 1509.7147 35.5068 25997 2 755.3610 0.3288
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 2399.1626 YRVENLYEGPLDDQYANAIR 1827.8800 2399.1640 30.3819 12357 3 800.3928 1.0468
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 Carbamidomethyl+C(6)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1408.6743 AEEFGWDKDLAK 415.2856 1408.6757 29.0565 13658 2 704.8415 0.8404
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1256.6270 VESFGFSSQLR 252.5080 1256.6328 19.0476 3796 2 628.8200 4.20
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 936.4898 EVDAHPIR 225.3963 936.4942 18.2789 2372 2 468.7507 3.13
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1077.5463 PLSEFEDKL 5581.3310 1077.5440 35.4974 1531 1 1077.5440 ‐1.0205
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1062.5691 SVIAHVDHGK 3630.8070 1062.5674 18.1502 807 2 531.7873 ‐2.2375
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1021.6517 IRPVLTVNK 93.3223 1021.6477 20.0405 4573 2 511.3275 ‐4.5542
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3859.9370 94803.8361 74 43.77 None 1290.6259 NMSVIAHVDHGK 238.8992 1290.6255 20.2117 1222 2 645.8164 ‐0.6723
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 27420.1800 2920.4647 38.1400 21514 3 974.1597 0.0758
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2079.9982 VENLYEGPLDDQYANAIR 13497.2900 2079.9988 30.3784 18575 2 1040.5031 0.9470
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1634.8425 ILAEEFGWDKDLAK 6114.8520 1634.8430 30.4726 18066 3 545.6192 ‐0.0240
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 7834.8190 1607.7582 29.4857 17536 2 804.3827 1.15
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1836.8572 STGISLYYEMTDESLK 3265.0420 1836.8563 32.9172 12726 2 918.9318 ‐0.3326
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1218.6187 IMGPNYIPGEK 7705.8070 1218.6202 24.1155 12239 2 609.8137 0.1862
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 906.4680 SDPVVSFR 5346.6910 906.4687 22.1086 10372 2 453.7380 ‐0.8691
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1532.7811 NDEKELMGKPLMK 2527.0970 1532.7810 21.0544 8429 3 511.5985 ‐0.4771
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 890.5094 FSVSPVVR 1831.1510 890.5095 23.4855 7522 2 445.7584 ‐1.6325
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1307.6525 NMSVIAHVDHGK 21677.8900 1307.6519 18.1519 7133 3 436.5555 ‐0.9496
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2116.0644 GHVFEEMQRPGTPLYNIK 1385.1290 2116.0690 27.0896 6424 3 706.0278 1.59
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2266.0478 LYMEARPMEEGLAEAIDDGR 565.9780 2266.0542 32.2677 2794 3 756.0229 2.82
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1039.6622 IRPVLTVNK 3014.6800 1039.6616 19.9475 1615 2 520.3344 ‐1.9930
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 208.9295 2421.2075 27.2789 981 3 807.7407 23.5535
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1509.7141 EAMTPLSEFEDKL 47272.1300 1509.7147 35.5068 25997 2 755.3610 ‐0.1312
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 2399.1626 YRVENLYEGPLDDQYANAIR 2128.6560 2399.1640 30.3819 12357 3 800.3928 0.5013
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 2290.5540 2807.3748 34.4326 10705 3 936.4631 1.51
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1408.6743 AEEFGWDKDLAK 192.6834 1408.6757 29.0565 13658 2 704.8415 0.3239
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 743.3682 RQETVE 211.3833 743.3668 33.3794 2348 1 743.3668 ‐2.0492
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1461.6968 EGPLDDQYANAIR 209.9628 1461.7015 29.5009 2228 2 731.3544 2.08
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1145.5255 EGPLAEENMR 216.1361 1145.5282 27.2827 1728 2 573.2677 1.0979
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1077.5463 PLSEFEDKL 4535.0050 1077.5440 35.4974 1531 1 1077.5440 ‐1.3088
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 656.4090 VSPVVR 695.2716 656.4069 23.4787 1227 1 656.4069 ‐3.4447
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1291.6239 MTPLSEFEDKL 249.4146 1291.6253 34.6489 972 1 1291.6253 2.19
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1062.5691 SVIAHVDHGK 4397.8210 1062.5674 18.1502 807 2 531.7873 ‐2.9480
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2029.6180 94803.8361 74 43.77 None 1515.7546 NDEKELMGKPLMK 464.2760 1515.7569 21.6659 5656 3 505.9238 1.1330
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 1799.9327 AYLPVVESFGFSSQLR 5259.3290 1799.9347 21.4475 27304 2 900.4710 1.42
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2817.4960 2257.2021 25.6952 18681 3 753.0722 0.1209
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 9740.1830 2931.5498 24.2954 14116 3 977.8548 0.0321
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 3740.7910 1387.6718 18.8340 6280 2 694.3396 0.2959
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 2079.9982 VENLYEGPLDDQYANAIR 119.8572 2079.9883 23.6977 2209 2 1040.4978 ‐3.4849
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 1063.5782 GVQYLNEIK 447.5402 1063.5794 18.2592 1431 2 532.2933 0.5648
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 2284.9750 2152.9831 20.7059 10651 2 1076.9952 ‐0.1460
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 364.1457 2196.1606 20.3392 3719 2 1098.5839 18.2855
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 2339.2030 GVQYLNEIKDSVVAGFQWASK 474.1196 2339.2016 22.5244 2498 3 780.4054 0.1409
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 Carbamidomethyl+C(9) 2651.2692 QETVEDVPCGNTVAMVGLDQFITK 300.1570 2651.3297 23.0983 1889 3 884.4481 23.8923
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 Carbamidomethyl+C(6)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 1315.6277 GPLDDQYANAIR 195.4335 1315.6248 22.1923 2631 1 1315.6248 ‐0.2688
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 Carbamidomethyl+C(2) 938.4441 FCYEPIK 139.0694 938.4395 19.4877 1675 1 938.4395 ‐3.7645
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 636.8112 94803.8361 74 43.77 None 1375.6793 HGWAFTLTNFAK 75.8405 1375.6844 18.6621 1432 2 688.3458 3.03
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1851.9011 GIEVIYEDPVAGADFEK 7363.9850 1851.9013 32.1004 15270 2 926.4543 0.5580
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1804.9844 TSTPGIFAIGDVAAFPLK 14373.9600 1804.9823 22.4870 13769 2 902.9948 ‐0.7727
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1828.9691 GVLVESGSPEEFQLLPK 14150.8200 1828.9710 33.3771 12928 2 914.9891 1.72
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1988.0182 LASASSVEEALEIAQAALQS 3021.4820 1988.0144 24.2759 11319 2 994.5108 ‐1.3014
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1508.7744 EAYAPYERPALTK 4645.3330 1508.7729 21.1309 10488 3 503.5958 ‐1.1375
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1388.7268 EVADADSLIASLGK 3740.9400 1388.7269 31.9586 9832 2 694.8671 ‐0.0597



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1179.6157 IATFWIESGR 2837.5970 1179.6155 18.8069 8322 2 590.3114 ‐0.6240
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1083.5106 VFEYEGSPR 9462.7450 1083.5099 19.8493 7642 2 542.2586 ‐1.2310
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 13466.0200 1469.7390 16.5084 7390 2 735.3732 ‐1.9019
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1196.5364 TFVENGMADGR 2888.7860 1196.5363 19.8275 7034 2 598.7718 ‐0.5687
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1133.6235 MALASTTLPTK 480.7961 1133.6234 33.2600 2035 2 567.3154 ‐0.5670
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1308.6543 SLVTASFANENR 955.7339 1308.6407 20.7441 1768 1 1308.6407 ‐8.7025
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1360.6451 GASINNLEAGSDGR 1108.5200 1360.6546 19.4912 831 1 1360.6546 8.80
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1126.6579 LARSQPLVDK 1122.2000 1126.6477 23.4225 4744 2 563.8275 ‐9.5835
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 688.3624 AQAALQS 207.1007 688.3610 24.7969 39491 1 688.3610 ‐1.9570
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 699.4036 QPLVDK 97.0560 699.4019 23.3911 1457 1 699.4019 ‐2.1802
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1342.6346 GASINNLEAGSDGR 1616.9270 1342.6388 20.8901 3950 2 671.8230 2.91
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1108.6473 LARSQPLVDK 179.8681 1108.6488 24.6660 2573 2 554.8280 0.7365
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1178.5259 TFVENGMADGR 301.7689 1178.5235 21.1889 1835 1 1178.5235 ‐0.6096
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2414.5090 52400.6340 38 39.42 None 1490.7638 EAYAPYERPALTK 297.6843 1490.7681 19.8844 1021 3 497.5942 2.42
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1851.9011 GIEVIYEDPVAGADFEK 7952.2580 1851.9013 32.1004 15270 2 926.4543 0.2898
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1828.9691 GVLVESGSPEEFQLLPK 13786.1800 1828.9710 33.3771 12928 2 914.9891 1.1762
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1508.7744 EAYAPYERPALTK 4733.2050 1508.7729 21.1309 10488 3 503.5958 ‐1.4280
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1388.7268 EVADADSLIASLGK 5476.8930 1388.7269 31.9586 9832 2 694.8671 ‐0.5874
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1083.5106 VFEYEGSPR 8275.7710 1083.5099 19.8493 7642 2 542.2586 ‐1.9297
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1308.6543 SLVTASFANENR 356.5924 1308.6609 28.0251 5297 2 654.8341 4.00
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1551.7914 EFVIVGGGNAAGYAAR 209.2316 1551.7980 37.8318 4841 2 776.4026 3.13
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1360.6451 GASINNLEAGSDGR 317.9320 1360.6534 32.4645 13601 1 1360.6534 7.34
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1211.6055 VFEYEGSPRK 814.4789 1211.6069 28.9344 3773 2 606.3071 0.0946
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1133.6235 MALASTTLPTK 911.9531 1133.6234 33.2600 2035 2 567.3154 ‐1.2377
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1270.7420 52400.6340 38 39.42 None 1490.7638 EAYAPYERPALTK 290.0690 1490.7681 19.8844 1021 3 497.5942 2.89
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 None 1804.9844 TSTPGIFAIGDVAAFPLK 13824.1700 1804.9823 22.4870 13769 2 902.9948 ‐0.3634
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 None 1988.0182 LASASSVEEALEIAQAALQS 5087.4650 1988.0144 24.2759 11319 2 994.5108 ‐0.8242
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 None 1179.6157 IATFWIESGR 4769.0460 1179.6155 18.8069 8322 2 590.3114 ‐0.4467
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 7490.2920 1469.7390 16.5084 7390 2 735.3732 ‐1.6169
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 Carbamidomethyl+C(2) 2223.1842 LCIVTKEAYAPYERPALTK 227.6668 2223.2100 24.0895 1195 3 741.7415 12.88
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 Carbamidomethyl+C(7) 1773.9065 SGLSLWCPSSPSLARR 152.2881 1773.9305 19.3900 940 2 887.4689 14.2858
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1072.0270 52400.6340 38 39.42 None 1360.6451 GASINNLEAGSDGR 486.8384 1360.6546 19.4912 831 1 1360.6546 9.0420
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 None 2466.1493 GLMSIEDDAAPTQSDFIENWVK 9628.5470 2466.1495 37.8069 6381 2 1233.5784 1.57
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 Carbamidomethyl+C(6) 1201.5671 FLVFACSDSR 14064.0200 1201.5668 17.9242 4095 2 601.2871 ‐0.6218
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 None 1335.6023 ELDSSNSDAIER 2445.9730 1335.6033 16.9171 3973 2 668.3053 0.5116
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 None 1636.8806 HSGVGAAVEYAVVHLK 676.5305 1636.8432 24.9178 3611 3 546.2859 ‐22.8852
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 None 1529.7893 NIANMVPPFDQKR 191.1701 1529.8111 31.8775 2490 2 765.4092 14.2349
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1531.5100 28754.6026 6 23.26 None 1318.5757 ELDSSNSDAIER 160.3915 1318.5784 15.9599 1653 2 659.7929 1.43
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1749.0269 LVAGLPEGGVLLLENVR 16894.1000 1749.0278 21.7868 26818 2 875.0175 1.98
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 15141.8200 2266.1730 22.2430 25838 2 1133.5901 ‐0.9453
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1573.8432 GVTTIIGGGDSVAAVEK 12851.1500 1573.8443 16.9069 18464 2 787.4258 1.1009
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1539.8992 GVSLLLPTDVVIADK 18423.4000 1539.8984 20.9288 17111 2 770.4528 ‐0.2133
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1903.9661 LAALADVYVNDAFGTAHR 824.9601 1903.9661 19.1884 1749 3 635.3269 0.3453
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 964.5098 FAAGTEAVAK 211.9532 964.4940 21.3162 4503 1 964.4940 ‐15.1563
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 214.5277 2444.3931 23.7372 4422 3 815.4692 16.5501
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1518.7646 AQGLSVGSSLVEEDK 679.6300 1518.7744 17.5764 1326 2 759.8908 6.29
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 5189.3620 2370.2966 21.2427 10440 3 790.7704 2.31
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 2861.4770 42188.8769 10 36.41 None 1555.8326 GVTTIIGGGDSVAAVEK 325.1333 1555.8280 17.8868 1798 3 519.2808 ‐2.9767
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1656.7904 VFISDDFDGELFPR 2412.0980 1656.7940 35.6817 10990 2 828.9006 2.38
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2018.0441 FLSVTEPSLLGDGGDLEIR 15953.9400 2018.0426 35.8473 10240 2 1009.5250 ‐0.0233
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1525.7315 AQALGDTSSLEFMR 9305.5090 1525.7306 29.2138 7860 2 763.3689 ‐0.5822
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1257.6725 AIYYLATDSLK 6579.1240 1257.6723 17.7565 7139 2 629.3398 ‐0.5527
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1097.4833 FGWSANMER 2688.5520 1097.4849 25.2709 6996 2 549.2461 0.8589
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 13840.9300 2705.4312 44.7835 6812 3 902.4819 1.96
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1902.9232 QYVWESVADSSSYLIR 1434.4230 1902.9297 20.7527 2443 2 951.9685 3.44
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2142.9925 TIEVEEDEPVKEGEEGEPK 929.5118 2142.9941 21.0759 7360 3 715.0029 1.0441
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2371.0242 NEEELTSLDDYIENMGENQK 1011.3650 2371.0178 33.8475 5191 2 1186.0126 ‐1.5146
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2707.2787 AFNEFLDPLAHTHFTTEGEVEFR 441.5961 2707.2454 23.6426 3564 2 1354.1263 ‐10.6933
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2172.1005 SILYIPGMGPLNNEDVTNPK 154.8056 2172.0726 37.6588 2556 3 724.6957 ‐12.5211
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1989.9247 EDLELGDEDEVKDREAK 277.6137 1989.9602 35.3529 1260 2 995.4837 18.4551
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1662.8010 EVEKGEYNEFYKK 1186.1820 1662.8002 20.7871 17158 2 831.9038 ‐0.2482
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1543.8366 AIYYLATDSLKSAK 272.9853 1543.8403 30.4396 5257 2 772.4238 2.54
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2316.2486 AIYYLATDSLKSAKSAPFLEK 894.4799 2316.2474 21.0294 4705 3 772.7540 ‐0.0738
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 2233.0772 SDKQYVWESVADSSSYLIR 960.9977 2233.0758 29.5276 3784 3 745.0301 ‐0.2620
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1489.6441 EDDKYEFAESTR 945.1119 1489.6409 18.8432 3316 3 497.2185 ‐2.3116
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1327.6376 EPVKEGEEGEPK 145.4487 1327.6358 20.6760 2597 2 664.3216 ‐1.5937
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1214.5688 FTTEGEVEFR 332.4802 1214.5724 25.3215 2103 2 607.7899 2.52
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1221.6514 AIYYLATDSLK 214.3128 1221.6533 30.4270 1871 2 611.3303 1.1475
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1236.6680 88712.8445 40 23.81 None 1525.8261 AIYYLATDSLKSAK 160.9315 1525.8321 31.2078 757 3 509.2822 3.83
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1656.7904 VFISDDFDGELFPR 1738.6270 1656.7940 35.6817 10990 2 828.9006 1.62
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2018.0441 FLSVTEPSLLGDGGDLEIR 6802.1650 2018.0426 35.8473 10240 2 1009.5250 ‐0.1984
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1525.7315 AQALGDTSSLEFMR 9157.6340 1525.7306 29.2138 7860 2 763.3689 ‐1.0332
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 2321.6120 1233.6463 22.3689 7311 2 617.3268 ‐4.6298
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1097.4833 FGWSANMER 4485.6250 1097.4849 25.2709 6996 2 549.2461 0.1680
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 13236.3500 2705.4312 44.7835 6812 3 902.4819 1.0962
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1261.6270 ELVSNASDALDK 199.8437 1261.6279 31.8311 4106 2 631.3176 ‐0.2773
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2079.9968 FVDISKEDLELGDEDEVK 889.1324 2079.9908 38.9567 3296 2 1040.4990 ‐2.2685
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 874.4629 EILQESR 279.4790 874.4720 28.4273 7502 1 874.4720 10.11
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2351.1249 FVDISKEDLELGDEDEVKDR 637.4454 2351.1266 27.5305 5051 4 588.5371 ‐0.2097
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1670.7578 TFDMIQEISESENK 2414.9030 1670.7803 30.0249 4132 2 835.8938 13.2795
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1530.8122 ELVSNASDALDKLR 598.3754 1530.8039 26.1627 7821 2 765.9056 ‐5.8395
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2401.2432 SILYIPGMGPLNNEDVTNPKTK 767.5027 2401.2415 29.8377 6160 3 801.0854 ‐0.7623
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2233.0772 SDKQYVWESVADSSSYLIR 1193.7500 2233.0758 29.5276 3784 3 745.0301 ‐0.7600
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1738.8541 AQALGDTSSLEFMRGR 394.9003 1738.8620 28.4574 3734 3 580.2922 4.25



NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 2976.4165 FGWSANMERLMKAQALGDTSSLEFMR 1295.4820 2976.4343 40.0032 2515 3 992.8163 6.1464
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1176.5783 FVDISKEDLE 171.0708 1176.5790 27.3079 2389 2 588.7931 ‐0.5016
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1508.7050 AQALGDTSSLEFMR 300.4523 1508.7104 29.5627 2162 2 754.8588 3.1158
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 928.4058 88712.8445 40 23.81 None 1721.8275 AQALGDTSSLEFMRGR 397.2050 1721.8262 29.0447 889 2 861.4168 ‐0.8199
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 1727.8487 ALETAFAQYGDVIDSK 21403.1200 1727.8502 31.3455 25157 2 864.4287 1.1621
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 1274.6416 GFGFVTFKDEK 6087.2930 1274.6427 17.5454 17945 2 637.8250 0.5207
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 1490.6540 DAIEGMNGQDLDGR 2632.0430 1490.6512 22.4241 12977 2 745.8292 ‐1.9281
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 1820.8266 AMKDAIEGMNGQDLDGR 420.9367 1820.8695 30.0182 3893 2 910.9384 24.0127
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 1073.5698 IINDRETGR 651.1301 1073.5810 16.8755 1179 2 537.2941 9.99
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 Carbamidomethyl+C(1) 3176.4994 CFVGGLAWATDDRALETAFAQYGDVIDSK 1265.1170 3176.4786 40.5036 8056 2 1588.7429 ‐4.2784
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 2423.0468 EGGGGYSGGGGGYSSRGGGGGSYGGGRR 296.4502 2423.0574 23.4435 864 3 808.3573 4.83
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 866.4559 GFGFVTFK 206.2357 866.4590 18.1146 4129 1 866.4590 4.1877
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3195.2160 15605.5295 12 59.12 None 2405.0362 EGGGGYSGGGGGYSSRGGGGGSYGGGRR 243.0391 2405.0373 22.6596 4323 2 1203.0223 1.74
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1512.9460 15605.5295 12 59.12 None 1727.8487 ALETAFAQYGDVIDSK 15034.9000 1727.8502 31.3455 25157 2 864.4287 0.8244
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1512.9460 15605.5295 12 59.12 None 1414.6849 TAFAQYGDVIDSK 295.0177 1414.6917 30.2917 1730 2 707.8495 4.1350
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1512.9460 15605.5295 12 59.12 None 733.3727 GDVIDSK 219.9368 733.3751 32.4626 1611 1 733.3751 3.34
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1268.6733 ITLDPEDPAAVK 21731.1400 1268.6706 24.8998 6958 2 634.8389 ‐2.4295
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1251.6290 GMDLLVAEFEK 9586.3680 1251.6301 34.4552 5995 2 626.3187 0.5522
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1032.5837 FQAAVDILR 6275.5960 1032.5815 17.7732 4073 2 516.7944 ‐2.7101
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1070.4571 ADMFSESQR 8917.4400 1070.4574 18.6744 3356 2 535.7323 ‐0.3704
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1326.6246 YEENLELSMAK 1499.5980 1326.6214 25.1194 3567 2 663.8144 ‐2.6417
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1322.6257 SDAVEAMESQKK 1102.4920 1322.6339 22.6782 1752 2 661.8206 5.44
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1954.9136 GLTDELGAEAMMFEALEK 1266.5030 1954.9116 40.6797 804 3 652.3087 ‐0.8635
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1866.9192 IKHDIDTETQDIPDAR 1982.7920 1866.9094 25.2059 2462 2 933.9584 ‐4.7586
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1525.8108 EKITLDPEDPAAVK 1051.2420 1525.8103 23.6158 2244 3 509.2749 ‐0.4911
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 2368.1635 TRRGLTDELGAEAMMFEALEK 311.8898 2368.1383 37.9903 984 2 1184.5728 ‐9.4820
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 757.4567 AAVDILR 345.8076 757.4565 17.3690 3442 1 757.4565 0.1916
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2524.9250 25160.2295 14 46.82 None 1250.6627 ITLDPEDPAAVK 658.4828 1250.6621 23.4054 2093 2 625.8347 ‐0.8263
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 663.5714 25160.2295 14 46.82 None 1251.6290 GMDLLVAEFEK 12395.0000 1251.6301 34.4552 5995 2 626.3187 ‐0.0523
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 663.5714 25160.2295 14 46.82 None 1322.6257 SDAVEAMESQKK 803.3942 1322.6401 27.0337 1851 2 661.8237 10.0611
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1452.8421 VQLPGLSQELLQK 5269.1590 1452.8412 19.2172 11084 2 726.9242 ‐0.6930
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 2171.1455 TPGFSGADLANLLNEAAILAGR 4949.8800 2171.1405 24.7977 10243 2 1086.0739 ‐1.4348
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1615.8326 AILSEFTEIPPENR 1401.1030 1615.8389 31.3664 8611 2 808.4231 4.0025
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1108.6725 GVLLIGPPGTGK 13248.2900 1108.6717 17.6071 7277 2 554.8395 ‐1.2780
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 4890.5010 2861.4527 39.9572 7209 3 954.4891 0.7954
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1198.6103 FLEYLDKDR 1842.6700 1198.6128 24.4360 4533 2 599.8100 1.75
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 942.5870 LVEVLLEK 2753.6370 942.5889 27.0194 3645 2 471.7981 1.98
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1023.4742 ETIGGDEFR 6900.1100 1023.4718 20.2785 3628 2 512.2395 ‐2.9740
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1522.7570 FDNDVSLEIIAMR 1151.8820 1522.7533 28.0521 2873 3 508.2560 ‐2.5563
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1408.6811 IVAGMEGTVMTDGK 731.5116 1408.6722 29.4826 10650 2 704.8398 ‐6.4108
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1396.7907 ADILDSALLRPGR 2157.4170 1396.7817 18.2999 4740 2 698.8945 ‐6.6088
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 910.3169 1903.9217 36.6759 4185 2 952.4645 0.4494
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 3020.4993 EQTLNQLLTEMDGFEGNTGVIVVAATNR 581.1476 3020.4950 23.2164 3131 3 1007.5032 ‐0.5268
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 309.7382 2103.0366 19.8757 1695 2 1052.0219 ‐7.4500
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 2226.0563 MMARNSMSEKLAEDIDSAVK 1653.4120 2226.0717 31.7258 1336 3 742.6954 7.32
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 2945.5632 GQARGLTWFIPSDDPTLISKQQLFAR 651.2916 2945.5415 29.1267 1171 4 737.1408 ‐7.6043
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 Carbamidomethyl+C(5) 2188.0816 ENAPCIVFVDEIDAVGRQR 504.0428 2188.0818 34.0439 994 2 1094.5446 1.0331
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 984.9412 74328.6588 32 35.40 None 1112.6310 PGLSQELLQK 543.6836 1112.6304 18.8861 5293 2 556.8189 ‐1.0640
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1615.8326 AILSEFTEIPPENR 1318.8390 1615.8389 31.3664 8611 2 808.4231 3.20
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1085.5837 QVSVDVPDVK 1274.0570 1085.5827 23.2591 7479 2 543.2950 ‐2.2506
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 6216.1730 2861.4527 39.9572 7209 3 954.4891 0.1174
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1198.6103 FLEYLDKDR 3215.2660 1198.6128 24.4360 4533 2 599.8100 1.0233
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 942.5870 LVEVLLEK 4345.5290 942.5889 27.0194 3645 2 471.7981 0.4422
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 927.4822 FLEYLDK 5293.9090 927.4846 26.2272 995 2 464.2459 0.9490
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1408.6811 IVAGMEGTVMTDGK 1331.9560 1408.6722 29.4826 10650 2 704.8398 ‐6.9273
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1655.8487 VPSSTTTTPASAPTPAAV 3332.3530 1655.8495 22.9020 4776 2 828.4284 0.3001
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 857.8436 1903.9217 36.6759 4185 2 952.4645 0.2103
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 1565.7653 TSISSKEIDDSIDR 679.8518 1565.7696 34.1400 1885 2 783.3884 2.06
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 Carbamidomethyl+C(6) 1850.9277 AASSACLVGNGLSVNTTTK 671.7238 1850.9467 19.0326 1230 3 617.6538 9.05
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 None 622.3406 TSISSK 127.4649 622.3309 18.9979 1044 1 622.3309 ‐15.9882
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 Carbamidomethyl+C(7) 2266.1279 MAASSACLVGNGLSVNTTTKQR 369.3734 2266.1383 24.7273 3947 4 567.2900 3.98
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 607.5895 74328.6588 32 35.40 Carbamidomethyl+C(5) 2188.0816 ENAPCIVFVDEIDAVGRQR 419.5297 2188.0818 34.0439 994 2 1094.5446 0.9533
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 37799.0200 2150.1241 21.8367 391643 2 1075.5657 ‐2.0152
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1152.7139 VPLILGIWGGK 84741.6100 1152.7116 21.8773 210151 2 576.8594 ‐2.3977
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1059.6197 NFLTLPNIK 37867.9500 1059.6175 19.5268 209608 2 530.3124 ‐2.5475
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 71987.8700 2823.4525 24.2212 208010 3 941.8223 ‐0.1401
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2083.9973 LMEYGNMLVMEQENVKR 80182.6000 2083.9963 18.1542 153195 3 695.3369 0.0197
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 118025.0000 2384.0299 23.1900 122805 2 1192.5186 ‐2.2535
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 16457.4800 3324.5774 19.9765 45174 4 831.8998 ‐0.0642
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 12020.3800 3943.8362 21.7715 38109 3 1315.2836 0.1849
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2347.1888 VQLAETYLSQAALGDANADAIGR 5617.1590 2347.1911 19.3349 29671 2 1174.0992 2.96
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 940.4676 FYWAPTR 5608.1410 940.4661 16.6549 27778 2 470.7367 ‐2.2782
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1340.6382 FYWAPTREDR 8417.1370 1340.6373 15.7452 22045 3 447.5506 ‐0.8630
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 3599.5610 2304.0619 19.8240 11677 2 1152.5346 ‐0.5096
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 6732.3660 1212.5748 16.5890 8396 2 606.7910 ‐0.5518
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 1963.1490 3167.6180 23.7428 9382 4 792.6600 ‐2.4932
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 1676.2660 2503.2937 18.6340 2927 3 835.1027 2.27
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 798.5084 LTLPNIK 1159.0330 798.5087 19.5274 14500 1 798.5087 1.27
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 805.4090 VQLAETY 232.1008 805.4062 20.3000 10054 1 805.4062 ‐2.5924
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1033.6041 STLYAPLIR 121.1543 1033.6050 21.1531 6509 1 1033.6050 2.51
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 956.5928 LILGIWGGK 1228.3190 956.5921 21.8778 5145 1 956.5921 0.4615
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1307.6743 PGQSIDFFGALR 3680.0530 1307.6720 24.2079 3937 1 1307.6720 0.2357
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 730.4246 LGIWGGK 250.2140 730.4228 21.8771 3281 1 730.4228 ‐1.8300



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 645.3678 ENVKR 129.8046 645.3653 18.5322 2848 1 645.3653 ‐3.3716
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1114.5528 YEYVSQGLR 56.5726 1114.5551 21.2981 2777 1 1114.5551 3.52
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1970.9133 MEYGNMLVMEQENVKR 2338.7930 1970.9127 18.1668 2687 2 985.9600 0.7958
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1290.6477 PGQSIDFFGALR 482.7925 1290.6449 24.2201 2222 1 1290.6449 ‐0.2891
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 793.3992 YWAPTR 271.0228 793.3977 16.6479 2142 1 793.3977 ‐0.9385
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 822.4178 LPGMYNK 152.1125 822.4135 21.6990 1972 1 822.4135 ‐4.3432
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1582.8013 QFPGQSIDFFGALR 134.6763 1582.8061 21.6050 1969 2 791.9067 3.59
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1033.5095 MEQENVKR 168.8390 1033.5095 18.9152 1833 1 1033.5095 1.03
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1259.6129 GFYIAPAFMDK 243.5333 1259.6110 25.5885 1469 1 1259.6110 0.2993
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 569.3770 APLIR 569.9548 569.3780 21.8350 1267 1 569.3780 2.12
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1072.5382 LGDANADAIGR 202.0771 1072.5330 19.3716 1125 1 1072.5330 ‐3.3295
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1483.7427 VLSSYEYVSQGLR 162.6835 1483.7486 20.9699 980 2 742.3780 4.76
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 1193.5698 YWAPTREDR 143.5837 1193.5717 18.4826 931 2 597.2895 1.90
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 946.5720 TLYAPLIR 124.6995 946.5738 21.8369 851 1 946.5738 3.0554
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 143.9768 1194.5604 17.6283 2739 2 597.7838 ‐3.8181
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 15472.9500 2367.0053 24.6518 48453 2 1184.0063 ‐1.5059
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 20629.7400 48785.7367 39 57.14 None 2806.4298 IKDEDIVTLVDQFPGQSIDFFGALR 236.1725 2806.4309 22.4642 866 3 936.1485 1.45
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 None 1557.7544 AEYEENGPAIVHTK 468.5112 1557.7505 24.1469 27322 2 779.3789 ‐2.8371
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 None 1954.0644 VAPEEHPVLLTEAPLNPK 14550.1000 1954.0661 27.6867 24685 3 652.0269 0.6060
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 Carbamidomethyl+C(1) 2372.1625 CPEVLFQPSLIGMETSGIHEK 428.8294 2372.1357 34.5094 6688 3 791.3834 ‐11.3774
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 None 1533.7876 MTKEINALAAANMR 880.1049 1533.7653 25.0681 4519 3 511.9266 ‐14.9463
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 None 1679.8430 HLTNYLMKIMMER 242.0450 1679.8303 30.0580 2636 2 840.4188 ‐7.7258
NP_850363.1 actin family protein Arabidopsis thaliana 880.8143 37253.5535 6 24.62 None 1644.8890 LDLAGRHLTNYLMK 500.3107 1644.8969 29.0101 2296 2 822.9521 4.57
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 964.5098 VLDVYEAR 23856.2000 964.5087 21.3815 57094 2 482.7580 ‐1.9050
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 1881.8721 GMFGMTTDPAAVQELEGK 20409.5500 1881.8732 32.9770 28634 2 941.4402 1.0521
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 1475.7563 DLQFELIPVDMR 36799.4500 1475.7568 37.3745 20827 2 738.3821 0.3147
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 2233.0884 ATTNVWLQVEGQQFDPNASK 1356.8100 2233.0889 31.7324 13931 2 1117.0481 1.16
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 936.5401 VLATLYEK 3550.6190 936.5390 21.9835 13913 2 468.7731 ‐1.9267
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 1544.7479 AITQYLAEEYSEK 24125.7900 1544.7500 27.3707 11117 2 772.8786 1.19
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 1286.6344 VHGVPMSTATMR 16846.6000 1286.6354 19.9119 7093 2 643.8214 0.5001
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 2403.6350 2981.4979 23.1102 6264 3 994.5041 0.0655
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 1858.9069 AITQYLAEEYSEKGEK 15411.2600 1858.9086 25.6433 21705 3 620.3077 1.0347
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 2256.1039 VFKGMFGMTTDPAAVQELEGK 382.3815 2256.0903 20.5262 5322 2 1128.5488 ‐5.0311
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 2204.1566 VHGVPMSTATMRVLATLYEK 394.5328 2204.1729 23.0050 2394 3 735.3958 7.09
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 2251.1097 GMFGMTTDPAAVQELEGKLQK 510.9656 2251.0870 20.0568 2118 3 751.0339 ‐9.7025
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 865.4414 LDVYEAR 1928.0530 865.4423 21.3815 5173 1 865.4423 1.89
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6395.2880 29288.6628 25 48.29 None 946.4993 VLDVYEAR 271.9515 946.5018 22.3039 5268 2 473.7545 1.71
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 964.5098 VLDVYEAR 20192.9900 964.5087 21.3815 57094 2 482.7580 ‐2.6704
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 1881.8721 GMFGMTTDPAAVQELEGK 22312.5700 1881.8732 32.9770 28634 2 941.4402 0.8006
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 1475.7563 DLQFELIPVDMR 46233.1800 1475.7568 37.3745 20827 2 738.3821 ‐0.1643
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 2233.0884 ATTNVWLQVEGQQFDPNASK 2860.6930 2233.0889 31.7324 13931 2 1117.0481 1.1369
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 936.5401 VLATLYEK 9265.5830 936.5390 21.9835 13913 2 468.7731 ‐2.7078
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 1544.7479 AITQYLAEEYSEK 32282.7400 1544.7500 27.3707 11117 2 772.8786 0.9616
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 1286.6344 VHGVPMSTATMR 36931.9500 1286.6354 19.9119 7093 2 643.8214 ‐0.0848
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 1858.9069 AITQYLAEEYSEKGEK 21529.6900 1858.9086 25.6433 21705 3 620.3077 0.6439
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 752.3573 DVYEAR 10095.2900 752.3577 21.3784 8852 1 752.3577 0.4931
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 865.4414 LDVYEAR 2421.1900 865.4423 21.3815 5173 1 865.4423 1.14
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8178.8130 29288.6628 25 48.29 None 724.3876 ATLYEK 3206.9580 724.3887 21.9744 3855 1 724.3887 1.31
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 131413.3000 1782.7977 25.7670 153759 2 891.9025 1.1381
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1019.5408 AFDPVETIK 88887.9100 1019.5402 25.4187 149641 2 510.2737 ‐1.2719
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 32745.7100 2385.0983 23.4525 143584 2 1193.0528 ‐2.3446
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 78186.1100 2043.0084 19.4475 123493 3 681.6743 ‐1.3790
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1245.6296 NIANMVPPFDK 45917.2300 1245.6284 29.6033 98115 2 623.3179 ‐1.3264
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1906.0433 EAVNVSLANLLTYPFVR 126552.3000 1906.0413 23.9854 94326 2 953.5243 ‐0.4863
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 64324.5100 1652.8790 24.6186 94257 3 551.6312 0.0085
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 57518.5900 1235.5194 23.6727 92753 2 618.2633 0.4448
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1468.7318 YETNPALYGELAK 53313.0500 1468.7325 26.1157 67435 2 734.8699 0.3947
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 948.4462 GGYYDFVK 23519.9400 948.4463 24.6306 55808 2 474.7268 ‐0.6824
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1660.9057 YGGVGAAIEYAVLHLK 26989.5900 1660.9058 23.0898 44945 3 554.3068 0.0084
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 2057.0226 GAFELWGLEFGLSETSSVK 896.6974 2056.9987 29.2032 4078 2 1029.0030 ‐10.8974
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1725.8694 EKYETNPALYGELAK 86838.6800 1725.8690 24.5151 115981 3 575.9612 ‐0.2137
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Oxidation+M(1) 1684.8098 MGTEAYDEAIEALKK 7481.3500 1684.8069 26.1899 1017 2 842.9071 ‐1.5147
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 490.2871 ETIK 91.5810 490.2853 23.5388 15652 1 490.2853 ‐3.9848
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1018.5026 ANMVPPFDK 5132.8250 1018.5013 29.6043 6457 1 1018.5013 ‐0.3040
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 864.4825 ALYGELAK 374.8829 864.4839 25.2050 5133 1 864.4839 2.51
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(3) 842.3462 FACSDSR 2480.4670 842.3484 23.6710 4820 1 842.3484 3.1661
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 793.4454 LYGELAK 381.8974 793.4461 24.5165 3888 1 793.4461 1.76
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 765.3414 EKYETN 718.6006 765.3427 24.5177 3734 1 765.3427 2.1525
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(4) 941.4146 VFACSDSR 109.4856 941.4153 23.6721 3614 1 941.4153 1.93
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 948.5037 FDPVETIK 4873.1380 948.5027 25.4125 2116 1 948.5027 ‐0.1753
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 961.5353 PALYGELAK 315.6621 961.5358 26.1161 2062 1 961.5358 1.69
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1193.6677 ANLLTYPFVR 226.9521 1193.6663 23.9431 1992 2 597.3368 ‐1.6330
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 834.4032 YYDFVK 120.7941 834.4013 23.4303 1908 1 834.4013 ‐1.7563
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(5) 886.4200 GHSACGGIK 2713.8000 886.4223 24.6221 1801 1 886.4223 3.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 702.3821 VPPFDK 137.4519 702.3790 29.6154 1760 1 702.3790 ‐4.1282
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 933.4312 EKYETNPA 465.5480 933.4328 24.5081 1639 1 933.4328 2.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(2) 695.2777 ACSDSR 117.0336 695.2768 23.6700 1500 1 695.2768 ‐1.1898
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(12) 1570.6439 SELGDSAFEDQCGR 1139.9600 1570.6406 25.7679 1421 1 1570.6406 0.2321
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1193.3560 1241.4840 25.7758 1296 1 1241.4840 0.6184
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 187.4833 1072.4549 23.6663 1093 1 1072.4549 0.9867
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(2) 1037.4873 VCPSHVLDF 222.8247 1037.4922 20.0487 980 2 519.2497 3.15
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1209.5786 EKYETNPALY 758.1096 1209.5828 24.4947 930 2 605.2950 3.0391
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 Carbamidomethyl+C(11) 1535.7999 ENIVVIGHSACGGIK 467.8153 1535.7965 24.6269 906 2 768.4019 ‐2.2164
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1450.7213 YETNPALYGELAK 443.2007 1450.7144 25.5752 1525 1 1450.7144 ‐2.7121



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1642.8952 YGGVGAAIEYAVLHLK 486.4573 1642.8979 19.7399 1503 3 548.3041 1.57
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 40104.3500 29846.1815 79 70.74 None 1888.0327 EAVNVSLANLLTYPFVR 514.8847 1888.0377 23.9990 1041 3 630.0174 2.03
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 78573.6700 1782.7977 25.7670 153759 2 891.9025 0.8312
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 1019.5408 AFDPVETIK 87655.1700 1019.5402 25.4187 149641 2 510.2737 ‐2.0065
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 1245.6296 NIANMVPPFDK 44062.1100 1245.6284 29.6033 98115 2 623.3179 ‐1.9343
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 102445.7000 1652.8790 24.6186 94257 3 551.6312 ‐0.3232
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 94308.1200 1235.5194 23.6727 92753 2 618.2633 ‐0.1688
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 1468.7318 YETNPALYGELAK 60972.4100 1468.7325 26.1157 67435 2 734.8699 ‐0.0882
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 948.4462 GGYYDFVK 7895.3270 948.4463 24.6306 55808 2 474.7268 ‐1.4568
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 1725.8694 EKYETNPALYGELAK 72605.7600 1725.8690 24.5151 115981 3 575.9612 ‐0.5664
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 8723.1700 2401.1002 39.3532 23971 2 1201.0537 0.6271
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Oxidation+M(1) 1684.8098 MGTEAYDEAIEALKK 6836.1270 1684.8069 26.1899 1017 2 842.9071 ‐1.8765
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 686.4083 PVETIK 20522.9800 686.4097 25.4225 6790 1 686.4097 1.79
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 864.4825 ALYGELAK 267.4915 864.4839 25.2050 5133 1 864.4839 1.73
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(3) 842.3462 FACSDSR 4030.2150 842.3484 23.6710 4820 1 842.3484 2.22
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 680.3614 YGELAK 173.0636 680.3623 22.8579 4778 1 680.3623 1.1715
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 490.2871 ETIK 100.3526 490.2857 23.6986 4029 1 490.2857 ‐3.6300
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 793.4454 LYGELAK 254.7741 793.4461 24.5165 3888 1 793.4461 0.9700
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 765.3414 EKYETN 640.6836 765.3427 24.5177 3734 1 765.3427 1.70
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(4) 941.4146 VFACSDSR 290.8635 941.4153 23.6721 3614 1 941.4153 1.29
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 948.5037 FDPVETIK 8921.6040 948.5027 25.4125 2116 1 948.5027 ‐0.4997
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 834.4032 YYDFVK 115.0628 834.4013 23.4303 1908 1 834.4013 ‐2.1125
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(2) 695.2777 ACSDSR 178.3289 695.2768 23.6700 1500 1 695.2768 ‐1.5849
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(12) 1570.6439 SELGDSAFEDQCGR 1020.7800 1570.6406 25.7679 1421 1 1570.6406 0.0814
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 608.4428 1241.4840 25.7758 1296 1 1241.4840 0.3758
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 847.8102 999.5050 24.6209 1108 1 999.5050 1.36
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 431.5620 1072.4549 23.6663 1093 1 1072.4549 0.6970
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 None 1209.5786 EKYETNPALY 808.9673 1209.5828 24.4947 930 2 605.2950 2.10
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22713.6800 29846.1815 79 70.74 Carbamidomethyl+C(11) 1535.7999 ENIVVIGHSACGGIK 765.8228 1535.7965 24.6269 906 2 768.4019 ‐2.6617
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 71638.7800 2385.0983 23.4525 143584 2 1193.0528 ‐1.7201
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 76631.2800 2043.0084 19.4475 123493 3 681.6743 ‐1.1261
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1906.0433 EAVNVSLANLLTYPFVR 125534.8000 1906.0413 23.9854 94326 2 953.5243 ‐0.0395
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1245.6296 NIANMVPPFDK 20073.8200 1245.6286 18.2728 57469 2 623.3180 ‐0.9554
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1660.9057 YGGVGAAIEYAVLHLK 6204.0090 1660.9058 23.0898 44945 3 554.3068 0.1618
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 9552.8790 1652.8802 15.9927 8500 3 551.6316 0.9230
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 3066.3610 1782.7972 16.5202 3639 2 891.9023 1.78
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1648.8388 VEQITAALQTGTSSDK 238.6606 1648.8263 18.2587 1983 2 824.9168 ‐7.0872
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1195.6317 VEQITAALQTGT 398.5521 1195.6356 18.6879 7939 2 598.3214 2.64
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1085.6354 IEYAVLHLK 538.1489 1085.6347 17.9625 4818 2 543.3210 ‐1.0407
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 706.3883 DAFVVR 1879.4900 706.3909 20.3204 2381 1 706.3909 4.36
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 746.3906 GLMSFPL 265.6546 746.3908 23.0458 2321 1 746.3908 1.0330
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1462.7689 VLDFQPGDAFVVR 418.7756 1462.7702 17.9457 1309 2 731.8888 1.1257
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20532.1200 29846.1815 79 70.74 None 1888.0327 EAVNVSLANLLTYPFVR 287.7769 1888.0377 23.9990 1041 3 630.0174 2.28
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1344.7192 LLIQNQDEMIK 11926.4700 1344.7209 25.8004 16017 2 672.8641 1.0327
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1207.6317 AVAGAGVLSGYDK 4666.0030 1207.6309 23.3339 9342 2 604.3191 ‐1.1519
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1446.7416 YFPTQALNFAFK 5724.1150 1446.7411 20.9485 8210 2 723.8742 ‐0.4465
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1084.4836 MMMTSGEAVK 1473.9460 1084.4846 18.8880 5089 2 542.7459 0.3806
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 2764.3729 WFAGNLASGGAAGASSLLFVYSLDYAR 1456.2050 2764.3741 22.5071 995 3 922.1295 1.1368
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 631.3410 LANDAK 301.7672 631.3543 26.5258 17146 1 631.3543 21.1467
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1999.9953 YFPTQALNFAFKDYFK 1576.1350 1999.9649 17.7752 4176 3 667.3265 ‐15.0077
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1020.5473 AGRLSEPYK 509.0258 1020.5392 22.8360 2814 2 510.7732 ‐8.5894
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1748.9541 SSLDAFKQILKNEGAK 1415.1170 1748.9669 25.6245 2616 2 874.9871 7.51
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 1136.6099 PTQALNFAFK 322.9775 1136.6104 19.6057 2437 2 568.8088 ‐0.0905
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 810.4509 ALNFAFK 124.4429 810.4467 20.4820 1648 1 810.4467 ‐4.6974
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 896.6520 41589.6888 12 24.41 None 2746.3624 WFAGNLASGGAAGASSLLFVYSLDYAR 446.7372 2746.3729 21.8786 11016 3 916.1291 4.57
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1755.8701 STPFQPYSEVFGLQR 20317.2800 1755.8708 19.7454 51559 2 878.4391 0.7562
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1586.8689 TVISDRPLWFPGAK 2574.6090 1586.8689 18.6304 11429 3 529.6278 ‐0.1385
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1121.5949 NLYGEVIGTR 1317.1250 1121.5964 25.9386 10934 2 561.3018 0.7217
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1466.7268 AATSTAAAASSIMGTR 362.3222 1466.7283 18.6363 1834 2 733.8678 0.9959
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1265.7252 VSPLFFSSLLR 1021.3070 1265.7345 24.7479 4109 2 633.3709 7.0015
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1649.5390 25172.7537 12 29.7 None 1597.7673 MAATSTAAAASSIMGTR 202.2914 1597.7742 32.9821 2072 2 799.3907 4.67
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 None 1755.8701 STPFQPYSEVFGLQR 20167.7900 1755.8708 19.7454 51559 2 878.4391 1.1472
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 None 1586.8689 TVISDRPLWFPGAK 2177.8090 1586.8689 18.6304 11429 3 529.6278 ‐0.0043
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 None 1265.7252 VSPLFFSSLLR 1057.6580 1265.7345 24.7479 4109 2 633.3709 7.08
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 Carbamidomethyl+C(2)
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 None 1386.7528 ISDRPLWFPGAK 773.8564 1386.7532 18.6279 2743 2 693.8802 0.2938
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidops 1518.2400 25172.7537 12 29.7 None 1195.6106 PYSEVFGLQR 1445.9280 1195.6089 19.7516 1634 1 1195.6089 0.2759
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 1656.9068 SFDLIVLPGGLNGAQR 4294.1040 1656.9050 21.0962 9729 2 828.9562 ‐0.5072
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 Carbamidomethyl+C(6)
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 732.4437 MITVLR 379.8848 732.4409 21.8394 5425 1 732.4409 ‐3.0131
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 2051.1059 GPGTTIEFSITLIEQLFGK 536.7175 2051.1431 25.5760 2515 3 684.3859 18.5828
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 1142.5551 ATGYPVFMEK 199.7698 1142.5514 22.8429 1471 1 1142.5514 ‐1.5675
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 1081.6113 VLPGGLNGAQR 131.4150 1081.6143 23.0736 964 2 541.3108 2.35
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 274.5481 39877.7555 7 10.30 None 2034.0794 GPGTTIEFSITLIEQLFGK 364.9492 2034.0867 24.4795 825 3 678.7004 4.0727
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1434.7587 VYVGQAQDGISAVK 98606.3400 1434.7589 22.4361 79449 2 717.8831 ‐0.0189
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1686.7718 GANLWDDGSTHDAVTK 72415.0300 1686.7714 22.1695 66165 3 562.9287 ‐0.2373
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 8610.9910 3655.8831 22.4669 54144 4 914.7262 1.97
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1395.7301 IFGSDGSVITMLR 17997.4600 1395.7289 20.0372 49381 2 698.3681 ‐0.9707
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1933.9502 TSDVIGSDEGTHFTLQVK 6579.1520 1933.9519 27.2571 27306 3 645.3222 1.0544
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1091.6320 IGVHVRPLSN 12004.4200 1091.6328 20.9880 21332 2 546.3200 0.1346
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 2401.2034 QTSPPFGLEAGTVFELKEEGHK 273.9435 2401.2093 31.7482 6360 4 601.0578 1.48
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 2177.0721 TSDVIGSDEGTHFTLQVKDK 460.1959 2177.0406 22.1607 945 2 1089.0239 ‐13.5616
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 740.3978 VLPADPF 86.4173 740.4004 19.1533 5905 1 740.4004 3.13
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 685.3991 VRPLSN 120.1222 685.3989 22.5399 5696 1 685.3989 ‐0.1434



NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 978.5479 GVHVRPLSN 5876.6740 978.5477 20.9900 4356 2 489.7775 ‐0.9374
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1681.8333 VLPADPFVINHPDEH 309.5185 1681.8406 23.6357 3858 3 561.2851 4.91
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1186.6467 YSPEGIIQGIK 328.4724 1186.6502 26.4334 1926 2 593.8287 2.43
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1145.5069 DDGSTHDAVTK 9061.6420 1145.5048 22.1710 882 1 1145.5048 ‐0.5782
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1041.5939 SPEGIIQGIK 189.3721 1041.5961 20.2116 815 2 521.3017 1.57
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 11110.6000 32158.1143 30 42.95 None 1073.6214 IGVHVRPLSN 179.3272 1073.6216 18.9077 812 2 537.3145 ‐0.4194
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1434.7587 VYVGQAQDGISAVK 71079.2200 1434.7589 22.4361 79449 2 717.8831 ‐0.5208
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1686.7718 GANLWDDGSTHDAVTK 47860.9800 1686.7714 22.1695 66165 3 562.9287 ‐0.5787
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1933.9502 TSDVIGSDEGTHFTLQVK 8956.4560 1933.9519 27.2571 27306 3 645.3222 0.6421
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1091.6320 IGVHVRPLSN 18030.5500 1091.6328 20.9880 21332 2 546.3200 ‐0.5596
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 685.3991 VRPLSN 247.8938 685.3989 22.5399 5696 1 685.3989 ‐0.5412
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 978.5479 GVHVRPLSN 7812.8510 978.5477 20.9900 4356 2 489.7775 ‐1.6950
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1558.7132 NLWDDGSTHDAVTK 3284.7940 1558.7164 22.1684 4089 2 779.8619 1.72
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1331.5862 WDDGSTHDAVTK 11883.4600 1331.5866 22.1661 3316 2 666.2970 ‐0.5071
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 961.5214 GVHVRPLSN 1930.0900 961.5191 20.9758 3212 2 481.2632 ‐3.9026
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 525.2456 GANLW 102.0489 525.2473 21.3733 2476 1 525.2473 2.52
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1444.6703 LWDDGSTHDAVTK 2880.5560 1444.6697 22.1719 2137 2 722.8385 ‐1.0151
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 822.4581 HVRPLSN 657.7453 822.4544 20.9839 1330 1 822.4544 ‐4.3370
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1145.5069 DDGSTHDAVTK 7453.3020 1145.5048 22.1710 882 1 1145.5048 ‐0.8475
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 7055.0560 32158.1143 30 42.95 None 1073.6214 IGVHVRPLSN 383.0616 1073.6216 18.9077 812 2 537.3145 ‐1.1237
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1774.8970 NYELPDGQVITIGAER 71967.3700 1774.8974 31.0932 50128 2 887.9523 0.5586
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1147.6027 EITALAPSSMK 14368.6600 1147.6048 23.4194 44925 2 574.3061 1.53
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1968.0801 IAPEEHPVLLTEAPLNPK 16277.8100 1968.0797 28.2328 26012 3 656.6981 0.0037
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1176.5354 GYMFTTTAER 17879.4600 1176.5376 23.1919 22101 2 588.7724 1.82
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1918.8640 YPIEHGVVSNWDDMEK 18045.7100 1918.8652 27.3168 15604 3 640.2933 0.7770
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 Carbamidomethyl+C(1) 3156.4839 CPEVLFQPSFVGMEAAGIHETTYNSIMK 2038.8180 3156.4777 21.3395 7710 3 1052.8308 ‐0.9548
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 2315.1700 KDLYGNIVLSGGTTMFSGIADR 476.4190 2315.1731 37.9318 946 3 772.3959 1.69
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 904.5251 IDQILFR 635.2012 904.5126 17.0963 1773 2 452.7600 ‐14.5897
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 976.4483 AGFAGDDAPR 204.1183 976.4651 27.0195 1057 1 976.4651 18.1483
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 2078.0665 NYELPDGQVITIGAERFR 759.1895 2078.0528 28.1180 5661 3 693.3558 ‐6.3646
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 2236.2006 LDLAGRDLTDYLMKILTER 453.8110 2236.1989 20.7725 1556 3 746.0711 ‐0.3951
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 2533.2425 DLYGNIVLSGGTTMFSGIADRMSK 700.8073 2533.2606 24.1593 1521 3 845.0917 7.75
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 476.2463 TAER 63.8500 476.2484 23.2354 1461 1 476.2484 4.0255
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 804.4284 ALAPSSMK 694.1810 804.4286 23.4269 1341 1 804.4286 0.7646
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 None 1255.6641 PDGQVITIGAER 1353.1170 1255.6606 31.0979 1252 1 1255.6606 ‐1.2510
NP_850611.1 actin 2 Arabidopsis thaliana 5779.2870 41403.4527 30 43.67 Carbamidomethyl+C(1) 3139.4574 CPEVLFQPSFVGMEAAGIHETTYNSIMK 392.5082 3139.4454 23.5312 878 3 1047.1533 ‐2.8251
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1774.8970 NYELPDGQVITIGAER 63478.0900 1774.8974 31.0932 50128 2 887.9523 0.2472
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1147.6027 EITALAPSSMK 24268.7700 1147.6048 23.4194 44925 2 574.3061 0.6625
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1968.0801 IAPEEHPVLLTEAPLNPK 9611.3160 1968.0797 28.2328 26012 3 656.6981 ‐0.4183
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1176.5354 GYMFTTTAER 33706.7400 1176.5376 23.1919 22101 2 588.7724 0.7816
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1918.8640 YPIEHGVVSNWDDMEK 15577.7400 1918.8652 27.3168 15604 3 640.2933 0.3690
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 998.4863 DLTDYLMK 644.5873 998.4866 30.0684 7504 2 499.7469 ‐1.1725
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 2315.1700 KDLYGNIVLSGGTTMFSGIADR 904.7653 2315.1731 37.9318 946 3 772.3959 1.53
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 976.4483 AGFAGDDAPR 83.3690 976.4651 27.0195 1057 1 976.4651 17.8317
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 2661.3375 KDLYGNIVLSGGTTMFSGIADRMSK 988.0137 2661.3131 39.6044 3221 3 887.7759 ‐9.1108
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 549.2701 PSSMK 1296.4200 549.2709 22.8771 10028 1 549.2709 0.8839
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 825.4101 FTTTAER 2652.1900 825.4112 23.1962 2761 1 825.4112 1.35
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 476.2463 TAER 99.1750 476.2484 23.2354 1461 1 476.2484 3.93
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 804.4284 ALAPSSMK 939.6754 804.4286 23.4269 1341 1 804.4286 0.4001
NP_850611.1 actin 2 Arabidopsis thaliana 5573.6270 41403.4527 30 43.67 None 1255.6641 PDGQVITIGAER 2089.7550 1255.6606 31.0979 1252 1 1255.6606 ‐1.4896
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 959.5156 DTIVNELR 19411.9000 959.5143 23.5712 38968 2 480.2608 ‐2.1157
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 1586.8319 MGNITPLTGTQGQIR 12496.4100 1586.8357 25.3165 30524 2 793.9215 2.28
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 1928.9420 2573.3150 18.6265 23302 4 644.0842 1.0416
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 5012.8440 1211.5302 22.2512 18635 2 606.2688 0.0947
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 1345.6358 FFNAFVEAMNR 7352.9250 1345.6367 20.2660 18485 2 673.3220 0.4306
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 6645.1650 2599.3297 23.7093 11447 3 867.1148 0.6154
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 1488.7250 2140.1137 17.7738 13341 3 714.0428 ‐0.0903
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 Carbamidomethyl+C(4) 1998.0325 TVSCADILTIAAQQAVNLAG 1144.8980 1998.0252 23.7223 4337 2 999.5163 ‐2.9778
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 937.4560 AFVEAMNR 452.4573 937.4557 20.6064 2898 2 469.2315 ‐1.1025
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2031.6400 39360.3809 20 26.42 None 1070.5953 PLTGTQGQIR 357.6345 1070.5959 25.3058 953 1 1070.5959 1.52
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1060.9120 39360.3809 20 26.42 None 1586.8319 MGNITPLTGTQGQIR 20332.5800 1586.8357 25.3165 30524 2 793.9215 2.0561
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1060.9120 39360.3809 20 26.42 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7476.1530 1211.5303 22.2527 18025 2 606.2688 ‐0.4528
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1060.9120 39360.3809 20 26.42 None 1070.5953 PLTGTQGQIR 724.3278 1070.5959 25.3058 953 1 1070.5959 1.49
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 1217.6990 2573.3150 18.6265 23302 4 644.0842 1.48
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 1345.6358 FFNAFVEAMNR 8516.2510 1345.6367 20.2660 18485 2 673.3220 0.6696
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 5306.9870 2599.3297 23.7093 11447 3 867.1148 1.0129
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 1490.7598 NGNQTVLVDFDLR 1094.0590 1490.7340 18.0681 27753 2 745.8706 ‐17.0482
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 1586.8319 MGNITPLTGTQGQIR 173.2577 1586.8020 23.6773 1762 2 793.9046 ‐18.4232
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 1701.8846 TPTVFDNKYYVNLK 674.4359 1701.8875 17.5674 3240 3 567.9674 1.84
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 777.3225 39360.3809 20 26.42 None 1138.5891 DNKYYVNLK 74.2090 1138.5945 20.1883 960 2 569.8009 4.29
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 367.4428 38188.0383 5 8.45 None 1443.6638 EIYDQYGEDALK 7884.9850 1443.6620 24.4267 5060 2 722.3346 ‐1.3939
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 367.4428 38188.0383 5 8.45 None 1065.5979 FYEILGVPK 1941.7860 1065.5935 18.5767 4406 2 533.3004 ‐4.7719
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 367.4428 38188.0383 5 8.45 None 929.5302 VLEVNVEK 1742.1220 929.5329 20.3806 3295 2 465.2701 2.0856
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 367.4428 38188.0383 5 8.45 Carbamidomethyl+C(19) 3588.8268 RKGEDLFVEHTLSLTEALCGFQFVLTHLDGR 1172.1030 3588.8297 25.6415 1441 3 1196.9481 2.1151
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 367.4428 38188.0383 5 8.45 None 830.4618 LEVNVEK 167.4287 830.4634 22.3082 2916 1 830.4634 2.50
NP_850665.1 40S ribosomal protein S20 2 Arabidopsis thaliana 1612.3800 13807.1787 2 19.67 None 1318.7253 VIDLFSSPDVVK 15890.3700 1318.7231 19.4161 29902 2 659.8652 ‐1.7226
NP_850665.1 40S ribosomal protein S20 2 Arabidopsis thaliana 1612.3800 13807.1787 2 19.67 None 1305.7161 AGLEAPLEQIHK 502.1614 1305.7209 18.7957 1751 3 435.9118 3.71
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1556.8530 VSDIATVLQPGDTLK 5501.7590 1556.8544 29.6425 12313 2 778.9308 0.9461
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1196.6310 GFVPFSQISSK 4818.4370 1196.6332 18.0508 10207 2 598.8203 1.40
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1223.5790 FVEVDEEQTK 8596.2980 1223.5788 18.4805 8578 2 612.2930 ‐0.6045
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1142.6416 QLQAEDVIVK 2086.2100 1142.6398 23.2390 7644 2 571.8235 ‐2.0510
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 Carbamidomethyl+C(11) 1620.7799 SSAYLSVEQACIHR 1080.7600 1620.7818 23.2759 7058 3 540.9321 1.0806
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 973.5201 AAAEELLEK 1174.5250 973.5182 21.0155 6471 2 487.2627 ‐2.6924
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1274.6587 TDANGALVDISAK 12175.3900 1274.6594 23.3674 5870 2 637.8333 0.2347



NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1082.4935 AEEMAQTFR 8246.0820 1082.4933 19.1523 5742 2 541.7503 ‐0.7738
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1083.6521 GGLVALVEGLR 2367.2150 1083.6555 20.8029 5420 2 542.3314 2.41
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1244.6528 QRIAQAEAMAR 361.2570 1244.6594 21.1704 13866 2 622.8333 4.13
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 2151.1332 GFVPFSQISSKAAAEELLEK 1350.3390 2151.1304 25.7041 5495 2 1076.0688 ‐0.4461
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1118.6276 DRGRVSLSTK 137.7079 1118.6358 17.3083 2064 2 559.8215 6.86
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 573.3606 DVIVK 398.6848 573.3612 24.0606 5512 1 573.3612 0.9573
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 Carbamidomethyl+C(4) 913.4309 EQACIHR 173.1513 913.4267 24.3014 1368 1 913.4267 ‐3.9084
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 Carbamidomethyl+C(7) 1212.6154 LSVEQACIHR 285.7066 1212.6157 21.9770 972 2 606.8115 ‐0.1514
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1265.8410 45338.6225 16 24.52 None 1032.5149 GFVPFSQISS 308.2645 1032.5160 24.7730 920 1 1032.5160 2.0989
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1109.5950 LGEEGAPAIPR 76110.3400 1109.5939 21.5610 24973 2 555.3006 ‐1.5154
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1194.6001 TIEAYNIADGK 6711.4560 1194.6017 22.3310 22887 2 597.8045 0.8632
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1516.7067 WAQLPDPGDNFEK 3188.6560 1516.7065 28.5316 21962 2 758.8569 ‐0.1260
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1677.8006 SYDTVTSEWTFLTK 8367.9970 1677.8034 34.4093 18207 2 839.4053 1.35
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1532.7703 WTEVETTGAKPSAR 29228.8400 1532.7696 18.0206 11593 3 511.5947 ‐0.6342
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1042.5164 LDEVGGPEAR 34171.0300 1042.5161 16.2359 5774 2 521.7617 ‐0.9237
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1672.8078 WAQLPDPGDNFEKR 1761.2600 1672.8113 26.9839 5606 3 558.2753 2.0547
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1014.5731 SVFAHAVVGK 876.5988 1014.5730 19.9174 5133 2 507.7901 ‐0.7667
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 184.8427 2692.3038 22.8092 1616 2 1346.6556 7.1339
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 2848.3900 TIEAYNIADGKWAQLPDPGDNFEKR 609.8932 2848.4162 24.0341 1430 3 950.1436 9.80
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 980.4684 EAYNIADGK 2333.5370 980.4713 22.3238 2055 1 980.4713 3.54
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7103.3790 28525.7349 12 32.18 None 1112.5623 TSEWTFLTK 1919.0850 1112.5618 34.4064 1387 1 1112.5618 0.7980
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 2052.0495 VTIVQSSTVYNDTPATIDK 748.8928 2052.0517 26.2733 7341 2 1026.5295 1.03
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 2193.0605 DMSTVQNATPFNGVAPSTTVR 7099.2130 2193.0662 27.9626 6569 2 1097.0367 3.54
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 6127.9220 2164.0376 32.1717 6357 2 1082.5224 0.6071
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 4805.2620 1481.6986 24.3316 6277 2 741.3529 2.90
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 2010.2860 1189.5820 25.2129 4283 2 595.2946 2.0160
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1078.7500 38551.4378 6 24.28 None 1245.6586 PFNGVAPSTTVR 418.7138 1245.6586 28.5254 2914 2 623.3329 ‐1.0214
NP_851045.1 chaperonin 20 Arabidopsis thaliana 1343.9160 26801.9082 4 20.55 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 7909.3890 2621.4266 18.2683 38929 3 874.4804 1.76
NP_851045.1 chaperonin 20 Arabidopsis thaliana 1343.9160 26801.9082 4 20.55 None 1662.9313 ITPLPVSTGSTVLYSK 7557.8370 1662.9316 17.9964 27196 2 831.9694 0.7597
NP_851045.1 chaperonin 20 Arabidopsis thaliana 1343.9160 26801.9082 4 20.55 None 931.5207 SLASLDGLR 614.6490 931.5145 16.1354 1691 2 466.2609 ‐7.3952
NP_851045.1 chaperonin 20 Arabidopsis thaliana 1343.9160 26801.9082 4 20.55 None 1953.9988 PSTAQSKPQGGEVVAVGEGR 474.8312 1953.9911 19.3518 1513 3 652.0019 ‐3.5497
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 261.4673 57512.9843 5 8.12 None 1660.8403 ISAVSIFFETMPYR 882.3342 1660.8423 22.8385 14712 2 830.9248 1.60
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 261.4673 57512.9843 5 8.12 None 1091.6208 LIVAGASAYAR 7946.7660 1091.6208 15.1269 5969 2 546.3140 ‐0.4062
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 261.4673 57512.9843 5 8.12 Carbamidomethyl+C(15) 2054.8834 YYGGNEYIDMAETLCQK 1689.2400 2054.8816 19.0718 1489 2 1027.9444 0.3198
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 261.4673 57512.9843 5 8.12 None 822.4026 LQSEMSK 477.9995 822.3817 16.9526 2936 1 822.3817 ‐24.4645
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 261.4673 57512.9843 5 8.12 None 1218.6365 ALEAFQLDPSK 304.4023 1218.6260 20.7479 2486 2 609.8167 ‐8.7860
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2877.2100 19946.0262 12 18.60 None 1532.8319 VLEQLSGQTPVFSK 23787.2300 1532.8314 17.1421 20015 2 766.9193 ‐0.3258
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2877.2100 19946.0262 12 18.60 None 1089.5973 AMQLLESGLK 9776.5800 1089.5984 27.3747 14731 2 545.3028 0.4742
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2877.2100 19946.0262 12 18.60 None 935.5197 YEGVILNK 8011.6380 935.5185 20.8226 12381 2 468.2629 ‐2.0249
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2877.2100 19946.0262 12 18.60 None 643.4137 GVILNK 1144.9990 643.4109 22.5916 2687 1 643.4109 ‐4.4105
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1498.6580 19946.0262 12 18.60 None 1089.5973 AMQLLESGLK 15354.6300 1089.5984 27.3747 14731 2 545.3028 ‐0.2211
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1498.6580 19946.0262 12 18.60 None 935.5197 YEGVILNK 13027.8500 935.5185 20.8226 12381 2 468.2629 ‐2.8065
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1498.6580 19946.0262 12 18.60 Carbamidomethyl+C(3) 2366.2571 IACYVTVRGEKAMQLLESGLK 616.0667 2366.2817 30.5254 3007 4 592.3259 9.43
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1498.6580 19946.0262 12 18.60 None 643.4137 GVILNK 246.2962 643.4142 20.5596 1369 1 643.4142 0.4319
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1498.6580 19946.0262 12 18.60 None 772.4563 EGVILNK 3330.6750 772.4549 20.8273 1132 1 772.4549 ‐1.8332
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 946.3262 19946.0262 12 18.60 None 1532.8319 VLEQLSGQTPVFSK 10883.9700 1532.8314 17.1421 20015 2 766.9193 ‐0.0174
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 946.3262 19946.0262 12 18.60 None 1358.7274 LVLNISVGESGDR 799.4218 1358.7288 17.4313 5353 2 679.8680 1.0298
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 946.3262 19946.0262 12 18.60 Carbamidomethyl+C(14) 3314.6263 EYELLRRNFSDTGCFGFGIQEHIDLGIK 106.2875 3314.6389 25.7073 4839 3 1105.5512 5.84
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 752.8680 30293.8839 4 14.95 None 1986.9920 GVNPWIEVDGGVTPANAYK 10340.3600 1986.9923 31.4856 19192 2 993.9998 0.6308
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 752.8680 30293.8839 4 14.95 None 1661.9109 SDIIVSPSILSANFAK 295.2794 1661.9007 26.6831 5077 2 831.4540 ‐6.3208
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 752.8680 30293.8839 4 14.95 Carbamidomethyl+C(8)
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 731.7430 30293.8839 4 14.95 None 1661.9109 SDIIVSPSILSANFAK 12851.2400 1661.9108 20.3934 18374 2 831.4591 0.5310
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 1708.9421 IAWEEPFGPVVPVLR 6353.8080 1708.9428 22.2054 5610 2 854.9750 0.6705
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 18908.0400 1555.7048 24.9478 4577 2 778.3561 ‐0.5236
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 1367.6590 FLLSDSFPGNDR 4919.3120 1367.6606 18.6396 4446 2 684.3339 0.9264
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 1659.8874 VVLVMESVADELVEK 1625.2750 1659.8911 36.8507 3786 2 830.4492 2.50
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 1821.9011 DSGIGSQGVTNSINLMTK 420.5439 1821.8967 24.1435 1591 2 911.4520 ‐1.9868
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 Carbamidomethyl+C(16) 3111.4762 GSEIGDFLTMHPAVNCISFTGGDTGISISK 599.1862 3111.5065 23.7238 1147 3 1037.8403 10.21
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 958.4377 GGFSYSGQR 185.2628 958.4494 20.7909 760 2 479.7283 11.72
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 905.4839 SAQKSWAK 169.6539 905.4766 23.4153 4127 1 905.4766 ‐7.3540
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis tha 948.8774 53744.7642 9 17.34 None 688.3413 SAQKSW 126.7842 688.3438 21.2425 1616 1 688.3438 3.78
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1523.8580 LGPNYLQLPVNAPK 55224.0400 1523.8566 18.7419 70245 2 762.4320 ‐0.9132
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1136.6786 APGVQTPVIVR 29733.1200 1136.6792 23.4504 65498 2 568.8432 ‐0.0269
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1525.8261 GPVLLEDYHLIEK 15716.8700 1525.8257 30.4968 33474 3 509.2801 ‐0.3924
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1632.9108 IWPEDILPLQPVGR 29166.6300 1632.9099 21.9660 32516 2 816.9586 ‐0.3700
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 2342.9650 2242.0615 22.1034 20537 3 748.0253 1.1285
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1715.8024 DLHDAIASGNYPEWK 16985.4500 1715.8044 27.7358 19784 3 572.6063 1.1702
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1305.6797 VPTPTNSYTGIR 3844.3990 1305.6800 21.4222 18122 2 653.3436 ‐0.1216
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1109.5374 TNIQEYWR 1522.9640 1109.5400 24.9502 15712 2 555.2737 1.57
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1070.5265 IFAYGDTQR 16181.5100 1070.5271 20.5064 14450 2 535.7672 ‐0.1252
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1257.5634 DEEINYYPSK 35166.1000 1257.5628 20.7582 12717 2 629.2850 ‐0.8023
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 698.6128 3306.5754 24.3280 6177 3 1102.8633 ‐1.5324
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 4194.5130 2700.2772 37.9752 37380 3 900.7639 1.45
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1871.8810 DEEINYYPSKFDPVR 1160.1830 1871.8835 27.6537 4228 3 624.6327 1.95
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1008.5109 PTNSYTGIR 133.7785 1008.5140 22.0814 5395 2 504.7606 2.51
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 884.4512 INYYPSK 157.5165 884.4468 21.4584 3335 1 884.4468 ‐4.4065
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 968.5887 GVQTPVIVR 520.8292 968.5895 23.4554 2327 1 968.5895 1.23
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 849.4829 QLPVNAPK 294.6092 849.4823 19.2207 2016 1 849.4823 ‐0.1458
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1109.5586 TPTNSYTGIR 119.9424 1109.5548 22.2580 1837 2 555.2810 ‐3.9836
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 812.4989 QTPVIVR 354.8632 812.4990 23.4494 1803 1 812.4990 0.6316
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 877.4203 IQEYWR 124.1306 877.4182 24.2803 1296 1 877.4182 ‐1.7599
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 739.3369 YGDTQR 489.3213 739.3365 20.5048 1221 1 739.3365 ‐0.3270
NP_973873.1 catalase 3 Arabidopsis thaliana 6685.9040 49297.8377 40 42.62 None 1052.5160 IFAYGDTQR 154.7136 1052.5194 19.2550 908 2 526.7633 2.22
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1136.6786 APGVQTPVIVR 33300.1100 1136.6792 23.4504 65498 2 568.8432 ‐0.6959



NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1525.8261 GPVLLEDYHLIEK 19606.9800 1525.8257 30.4968 33474 3 509.2801 ‐0.6877
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1715.8024 DLHDAIASGNYPEWK 11917.0200 1715.8044 27.7358 19784 3 572.6063 0.8205
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1305.6797 VPTPTNSYTGIR 7579.8930 1305.6800 21.4222 18122 2 653.3436 ‐0.6959
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1109.5374 TNIQEYWR 3765.0790 1109.5400 24.9502 15712 2 555.2737 1.0915
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1070.5265 IFAYGDTQR 18206.7900 1070.5271 20.5064 14450 2 535.7672 ‐0.8312
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 3699.2190 2700.2772 37.9752 37380 3 900.7639 0.9126
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1871.8810 DEEINYYPSKFDPVR 1249.3820 1871.8835 27.6537 4228 3 624.6327 1.0250
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1196.5834 FDFDPLDVTK 152.8862 1196.5829 37.3025 3752 2 598.7951 ‐1.5118
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 665.3253 DLHDAI 143.7700 665.3243 29.2038 3373 1 665.3243 ‐1.7902
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1028.5047 EDYHLIEK 326.7873 1028.5009 29.8642 2781 1 1028.5009 ‐3.0487
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 968.5887 GVQTPVIVR 777.3894 968.5895 23.4554 2327 1 968.5895 1.36
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1109.5586 TPTNSYTGIR 208.9629 1109.5548 22.2580 1837 2 555.2810 ‐4.6678
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 810.3741 AYGDTQR 475.3519 810.3729 20.5086 1600 1 810.3729 ‐1.3629
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 877.4203 IQEYWR 160.2988 877.4182 24.2803 1296 1 877.4182 ‐2.1041
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 739.3369 YGDTQR 400.6625 739.3365 20.5048 1221 1 739.3365 ‐0.7097
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 957.4425 FAYGDTQR 161.4407 957.4448 20.5128 1100 1 957.4448 2.08
NP_973873.1 catalase 3 Arabidopsis thaliana 2540.7200 49297.8377 40 42.62 None 1119.6521 APGVQTPVIVR 370.7825 1119.6550 22.6874 1001 2 560.3311 1.15
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 900.9454 28754.6026 5 8.14 None 1370.6627 GTFDLWELDFK 2269.9660 1370.6627 22.1278 4183 2 685.8350 0.0577
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 900.9454 28754.6026 5 8.14 Carbamidomethyl+C(6) 1201.5671 FLVFACSDSR 20474.0300 1201.5668 17.9242 4095 2 601.2871 ‐0.4364
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 900.9454 28754.6026 5 8.14 None 1529.7893 NIANMVPPFDQKR 210.3097 1529.8147 19.5899 3456 2 765.4110 16.9367
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 900.9454 28754.6026 5 8.14 None 837.4141 WELDFK 147.4868 837.4155 21.6175 1685 1 837.4155 2.07
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 900.9454 28754.6026 5 8.14 Carbamidomethyl+C(6) 1183.5565 FLVFACSDSR 257.9973 1183.5535 19.4483 2922 1 1183.5535 ‐0.8031
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 1799.9385 TTVITQGADPVVVAEDGK 98589.7400 1799.9387 25.4763 21887 2 900.4730 0.4507
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 35107.5500 1337.6633 21.0436 14823 2 669.3353 ‐0.0767
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 17317.1600 1414.5921 20.8287 11470 2 707.7997 ‐1.7764
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 2302.1826 LVDTNGAGDAFVGGFLSQLVHGK 2381.4110 2302.1914 22.9275 10555 3 768.0687 4.28
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 2124.0616 VAQWMLQVPGATSYMGSIGK 1405.6730 2124.0561 20.9073 5828 2 1062.5317 ‐1.7859
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 926.5710 YPVIPLPK 5231.3650 926.5705 17.9250 2923 2 463.7889 ‐1.2848
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 Carbamidomethyl+C(11) 1424.7203 SLIANLSAANCYK 482.6255 1424.7259 16.0176 1222 3 475.5801 3.44
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 1054.6659 KYPVIPLPK 1753.1680 1054.6657 16.6002 2694 2 527.8365 ‐0.8846
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 2563.3362 ASGTYKRTTVITQGADPVVVAEDGK 417.3950 2563.3313 37.0601 2300 3 855.1153 ‐1.3284
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 10219.0800 1249.5968 21.0371 3410 2 625.3020 ‐2.4855
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 8393.1220 33782.3873 25 37.75 None 1782.9120 TTVITQGADPVVVAEDGK 737.5254 1782.9131 37.3601 1094 2 891.9602 1.0094
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 2116.3970 33782.3873 25 37.75 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 50482.0500 1337.6633 21.0436 14823 2 669.3353 ‐0.6330
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 2116.3970 33782.3873 25 37.75 None 1213.6575 KPENWALVEK 1705.5000 1213.6585 21.6925 5527 2 607.3329 ‐0.2454
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 2116.3970 33782.3873 25 37.75 None 1799.9385 TTVITQGADPVVVAEDGK 630.6578 1799.9184 29.4299 6435 3 600.6443 ‐11.5000
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 2116.3970 33782.3873 25 37.75 None 1711.8650 FNVEYIAGGATQNSIK 310.0302 1711.8429 30.2743 1362 2 856.4251 ‐12.9523
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 2116.3970 33782.3873 25 37.75 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 14824.0200 1249.5968 21.0371 3410 2 625.3020 ‐3.0911
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 2302.1826 LVDTNGAGDAFVGGFLSQLVHGK 1319.9550 2302.1914 22.9275 10555 3 768.0687 4.30
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 2124.0616 VAQWMLQVPGATSYMGSIGK 1495.7990 2124.0561 20.9073 5828 2 1062.5317 ‐1.2582
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 926.5710 YPVIPLPK 4201.6240 926.5705 17.9250 2923 2 463.7889 ‐1.2014
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 Carbamidomethyl+C(11) 1424.7203 SLIANLSAANCYK 176.4431 1424.7259 16.0176 1222 3 475.5801 3.64
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 1213.6575 KPENWALVEK 236.3027 1213.6313 17.9410 1576 2 607.3193 ‐21.8534
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 1054.6659 KYPVIPLPK 1291.1160 1054.6657 16.6002 2694 2 527.8365 ‐0.7536
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 859.4672 NWALVEK 69.0356 859.4643 18.0093 1444 1 859.4643 ‐2.4480
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 1196.6310 KPENWALVEK 203.9049 1196.6332 18.0508 10207 2 598.8203 1.69
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 326.3071 33782.3873 25 37.75 None 2107.0351 VAQWMLQVPGATSYMGSIGK 289.7040 2107.0289 20.0821 5057 2 1054.0181 ‐1.6117
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1390.7325 VYVGQGQDGVAAVK 25631.9100 1390.7331 20.4953 18748 2 695.8702 0.2439
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1214.6627 SSTTPVPSTPLK 6842.2160 1214.6646 20.9684 17232 2 607.8359 1.1616
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2147.0543 SAEFTLAPDEYITALSAYGK 1771.1870 2147.0485 21.8421 17120 2 1074.0279 ‐1.8281
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1292.6481 SGFQISAPEATGK 5497.7770 1292.6492 23.8342 16519 2 646.8282 0.5053
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1853.9855 SLSTQEVITALTFTTNK 6700.7970 1853.9826 20.9550 14366 2 927.4949 ‐1.0949
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1967.8310 1939.9766 30.8703 10832 2 970.4919 0.8954
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 4577.8930 2806.4247 19.8126 10643 3 936.1464 0.3777
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 4845.3870 2122.9670 32.3871 9922 2 1061.9871 0.5179
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1207.5702 NGSQVVFGDER 10745.4000 1207.5699 19.8734 6966 2 604.2886 ‐0.6978
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 2647.2110 2990.3768 44.5423 4478 3 997.4638 2.60
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 762.0914 2251.0663 31.3110 3440 2 1126.0368 2.75
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1640.8683 VSIPFGIGAGTAFEFK 2228.4730 1640.8724 21.7852 2288 2 820.9398 2.12
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 2704.2440 2068.0730 28.8868 10746 3 690.0292 1.94
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 2247.0928 TSYGPYGTKSGFQISAPEATGK 703.1343 2247.1093 21.6601 1224 2 1124.0583 8.98
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1838.9283 PYGTKSGFQISAPEATGK 220.5831 1838.9202 21.8109 3447 3 613.6449 ‐4.3019
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 623.2784 FGDER 136.8572 623.2767 20.1966 2739 1 623.2767 ‐2.6496
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1270.6314 DGIGAVSFVYDK 164.8467 1270.6373 30.8117 2430 2 635.8223 4.15
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 711.3672 TFTTNK 269.5587 711.3674 20.2218 1516 1 711.3674 0.4996
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 838.5033 PVPSTPLK 415.1137 838.5064 20.9718 1203 1 838.5064 4.31
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1622.8577 VSIPFGIGAGTAFEFK 339.8010 1622.8652 23.6884 879 3 541.6266 4.54
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1653.7390 72473.6018 52 29.22 None 1373.7060 VYVGQGQDGVAAVK 383.8441 1373.7089 20.5447 3498 2 687.3581 1.68
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1390.7325 VYVGQGQDGVAAVK 24031.3700 1390.7331 20.4953 18748 2 695.8702 ‐0.2827
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1214.6627 SSTTPVPSTPLK 13372.4800 1214.6646 20.9684 17232 2 607.8359 0.5363
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1292.6481 SGFQISAPEATGK 5338.9260 1292.6492 23.8342 16519 2 646.8282 ‐0.0762
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2766.4480 1939.9766 30.8703 10832 2 970.4919 0.6765
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 5040.6150 2122.9670 32.3871 9922 2 1061.9871 0.4015
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 3643.9640 2990.3768 44.5423 4478 3 997.4638 1.10
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 642.6039 2251.0663 31.3110 3440 2 1126.0368 2.30
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1640.8683 VSIPFGIGAGTAFEFK 569.9366 1640.8762 35.4700 1390 2 820.9417 4.55
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2147.0543 SAEFTLAPDEYITALSAYGK 1032.5050 2147.0380 34.5444 5238 2 1074.0226 ‐6.8497
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 3269.1800 2068.0730 28.8868 10746 3 690.0292 0.8087
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1958.0018 VYVGQGQDGVAAVKFEYK 374.4429 1958.0083 27.6019 4900 3 653.3410 3.0774
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 2086.0968 KVYVGQGQDGVAAVKFEYK 639.6265 2086.0900 25.3441 4655 3 696.0349 ‐3.4323
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1372.7219 KVYVGQGQDGVAAV 560.1994 1372.7224 23.4788 5326 3 458.2456 ‐0.1809
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1270.6314 DGIGAVSFVYDK 433.2718 1270.6373 30.8117 2430 2 635.8223 3.77
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 760.3836 SAPEATGK 430.5995 760.3839 23.7972 1984 1 760.3839 0.4147
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 838.5033 PVPSTPLK 869.3253 838.5064 20.9718 1203 1 838.5064 3.81



NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1219.4830 72473.6018 52 29.22 None 1029.5323 GQGQDGVAAVK 1258.0220 1029.5305 20.4933 772 1 1029.5305 ‐1.1215
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 2147.0543 SAEFTLAPDEYITALSAYGK 3203.9600 2147.0485 21.8421 17120 2 1074.0279 ‐1.2919
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1853.9855 SLSTQEVITALTFTTNK 7178.4150 1853.9826 20.9550 14366 2 927.4949 ‐0.6674
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1134.6154 TAGPFGIVSGTK 3977.6230 1134.6162 16.9843 11007 2 567.8117 0.3428
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 3260.8090 2806.4247 19.8126 10643 3 936.1464 0.8291
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1740.6030 1939.9749 23.0348 2817 2 970.4911 0.4736
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1640.8683 VSIPFGIGAGTAFEFK 2588.0780 1640.8724 21.7852 2288 2 820.9398 3.0196
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1547.7740 IYASYGGEGIQYVK 166.5988 1547.7603 25.6228 2242 1 1547.7603 ‐6.4238
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 3072.5888 VQLTFDEIIYSIQVTYDGATALQSQLR 589.6486 3072.5768 24.5405 2017 3 1024.8638 ‐2.4463
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1214.6627 SSTTPVPSTPLK 108.3437 1214.6469 19.3223 1434 2 607.8271 ‐13.2256
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1553.8574 NFGVDTVVTTLIFK 95.7774 1553.8287 18.4152 1317 3 518.6144 ‐18.4662
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1928.0276 NKTAGPFGIVSGTKFEFK 876.5629 1928.0291 17.4369 5926 3 643.3479 1.1594
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 569.3042 NKTAGP 429.6242 569.3021 16.0805 1492 1 569.3021 ‐3.2757
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 962.5306 GPFGIVSGTK 123.4899 962.5281 17.7036 1435 2 481.7677 ‐3.2324
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 596.4837 72473.6018 52 29.22 None 1836.9589 SLSTQEVITALTFTTNK 136.1183 1836.9497 19.1384 779 2 918.9785 ‐4.1460
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1558.7424 LPFYYPASSPSDSK 1728.9680 1558.7394 30.9922 5739 3 520.2513 ‐2.3719
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1424.7672 EPYVVYIAETLK 448.2184 1424.7661 24.6106 5294 2 712.8867 ‐1.3765
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 2878.5057 LQHYTSISVPSHREIQQTLVEIGDK 336.9949 2878.4553 33.3461 12203 4 720.3693 ‐17.9961
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1719.8800 GFEVIGGLIIGDSDAEK 1912.5580 1719.8662 36.2040 4896 2 860.4368 ‐8.0412
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1172.6157 LPSADQVSDIK 2527.9540 1172.6251 22.4344 2162 1 1172.6251 9.0367
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1815.8800 LPFYYPASSPSDSKEK 157.0592 1815.8864 34.6562 1735 2 908.4468 3.91
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 Carbamidomethyl+C(7) 1176.5619 IVNGGWCGWK 277.1718 1176.5517 21.2934 1706 2 588.7795 ‐9.8225
NP_974402.1 putative Ufm1 specific protease Arabidopsis thaliana 166.3435 71559.7496 8 8.44 None 1474.7384 IANALDLSVNDDSK 203.2243 1474.7178 34.0289 1101 2 737.8626 ‐14.4621
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 2668.8150 14363.5283 8 38.10 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 18833.9600 1567.7149 30.2844 8336 2 784.3611 3.78
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 2668.8150 14363.5283 8 38.10 None 2143.1104 SGSPLIPLAEFREPEIMEK 3820.7970 2143.1120 35.0271 6802 3 715.0422 1.0522
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 2668.8150 14363.5283 8 38.10 Carbamidomethyl+C(9) 2271.1108 YGVKTDIACLDMLDTGSRQK 886.3098 2271.1188 29.0587 2305 3 757.7111 3.00
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 3549.4720 14363.5283 8 38.10 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 21001.7400 1567.7149 30.2844 8336 2 784.3611 3.03
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 3549.4720 14363.5283 8 38.10 None 2143.1104 SGSPLIPLAEFREPEIMEK 5010.4520 2143.1120 35.0271 6802 3 715.0422 0.5800
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 3549.4720 14363.5283 8 38.10 None 1286.7103 SGSPLIPLAEFR 4344.5540 1286.7111 27.8350 4419 2 643.8592 ‐0.2726
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 3549.4720 14363.5283 8 38.10 None 1059.5469 WAIENLADK 652.8785 1059.5566 24.8882 4065 2 530.2820 7.73
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thal 3549.4720 14363.5283 8 38.10 Carbamidomethyl+C(9) 2271.1108 YGVKTDIACLDMLDTGSRQK 648.0709 2271.1188 29.0587 2305 3 757.7111 3.11
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 829.4025 14177.0012 1 9.76 None 1260.7158 SIAQVLTVSSQK 8501.3760 1260.7137 16.6129 6135 2 630.8605 ‐2.0178
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1485.7907 GLVDSDTLPLNVSR 11102.1800 1485.7912 29.3364 7884 2 743.3993 0.2754
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1620.7653 FAVSEDTWNEPLGR 4630.0150 1620.7658 29.2784 7566 2 810.8866 0.4929
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1097.4833 FGWSANMER 2688.5520 1097.4849 25.2709 6996 2 549.2461 0.8589
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1260.6066 GNLASENVDDVK 3353.5890 1260.6053 19.0603 5876 2 630.8063 ‐1.4348
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1275.6427 ELISNASDALDK 15813.0100 1275.6437 23.3991 5523 2 638.3255 0.4334
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1080.5936 LTSLDQYIK 1847.1230 1080.5939 26.9003 5393 2 540.8006 ‐0.2444
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1130.5728 DIFYITGSSK 997.7659 1130.5741 27.8446 4027 2 565.7907 0.5984
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 840.4938 VLEINPR 1685.6510 840.4944 20.2287 965 2 420.7508 ‐0.2165
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1071.5793 LGIIEDAANR 2953.9440 1071.5732 22.9459 6839 2 536.2903 ‐6.2694
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1864.9691 VKETVYEWELLNDVK 442.6225 1864.9716 31.8671 2724 3 622.3287 1.82
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1437.7584 DSKDKELKEAFK 467.6902 1437.7365 23.1588 2722 3 479.9170 ‐15.3913
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1830.9080 ELKDRIASDPEDESVK 298.8059 1830.9011 29.4676 4107 2 915.9542 ‐3.3508
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1782.8028 KLAEEDPDEIHDDEK 226.4414 1782.8064 28.5427 1537 2 891.9068 2.25
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1730.8668 GNLASENVDDVKISNR 526.1436 1730.8681 26.9439 1418 2 865.9377 1.0312
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1990.9617 ANGKFAVSEDTWNEPLGR 185.9007 1990.9609 40.6504 765 2 995.9841 0.2209
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 854.4155 WNEPLGR 149.1898 854.4165 38.1170 1731 1 854.4165 1.03
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 833.3999 NASDALDK 225.1060 833.3992 25.0702 1673 1 833.3992 ‐0.3771
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 682.5901 94206.0790 37 12.39 None 1603.7387 FAVSEDTWNEPLGR 336.1666 1603.7437 27.2917 1448 2 802.3755 3.05
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1485.7907 GLVDSDTLPLNVSR 15544.7900 1485.7912 29.3364 7884 2 743.3993 ‐0.1979
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1620.7653 FAVSEDTWNEPLGR 4898.0290 1620.7658 29.2784 7566 2 810.8866 0.0951
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1097.4833 FGWSANMER 4485.6250 1097.4849 25.2709 6996 2 549.2461 0.1680
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1130.5728 DIFYITGSSK 1231.1310 1130.5741 27.8446 4027 2 565.7907 ‐0.0740
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1080.5936 LTSLDQYIK 2683.6480 1080.5949 23.2719 3169 2 540.8011 ‐0.0215
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1637.8057 ETVYEWELLNDVK 581.6398 1637.8062 33.6021 2809 2 819.4067 0.0638
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 840.4938 VLEINPR 2455.8680 840.4944 20.2287 965 2 420.7508 ‐1.0514
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1071.5793 LGIIEDAANR 2290.7910 1071.5732 22.9459 6839 2 536.2903 ‐6.9748
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1439.6900 SPKEVTEEEYTK 98.5708 1439.6704 27.3051 2828 2 720.3388 ‐14.2342
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1864.9691 VKETVYEWELLNDVK 1024.9620 1864.9716 31.8671 2724 3 622.3287 1.0657
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1782.8028 LAEEDPDEIHDDEKK 161.3550 1782.8064 28.5427 1537 2 891.9068 2.0556
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 3836.8084 IYNSVKSGLNISPDAVADEEIEAAEEPETSEATETK 148.8261 3836.8439 40.4926 9169 3 1279.6195 9.89
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1544.8279 ELISNASDALDKIR 867.7025 1544.8298 27.9438 3278 3 515.6148 0.8454
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1632.8169 KGQYTKFWNEFGK 446.1802 1632.8182 28.5427 1574 2 816.9128 0.5870
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1730.8668 GNLASENVDDVKISNR 125.7546 1730.8546 30.4203 1367 2 865.9309 ‐7.0968
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 765.4141 LGIIEDAA 303.8292 765.4153 24.4408 3673 1 765.4153 1.12
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1138.5680 TKFWNEFGK 733.9924 1138.5681 27.4461 2374 2 569.7877 ‐1.0828
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1421.6795 SPKEVTEEEYTK 268.2938 1421.6841 24.4427 4064 2 711.3457 2.96
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 524.9844 94206.0790 37 12.39 None 1603.7387 FAVSEDTWNEPLGR 146.6480 1603.7437 27.2917 1448 2 802.3755 2.33
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 32745.7100 2385.0983 23.4525 143584 2 1193.0528 ‐2.3446
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1245.6296 NIANMVPPFDK 45917.2300 1245.6284 29.6033 98115 2 623.3179 ‐1.3264
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1906.0433 EAVNVSLANLLTYPFVR 126552.3000 1906.0413 23.9854 94326 2 953.5243 ‐0.4863
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 64324.5100 1652.8790 24.6186 94257 3 551.6312 0.0085
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 57518.5900 1235.5194 23.6727 92753 2 618.2633 0.4448
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1468.7318 YETNPALYGELAK 53313.0500 1468.7325 26.1157 67435 2 734.8699 0.3947
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 93217.7700 1784.7760 21.8155 46170 2 892.8916 0.5827
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1407.6962 ITAELQAASSSDSK 63772.8400 1407.6962 18.7078 17201 2 704.3517 ‐0.1368
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1641.9422 LLIEKDDLKDVAAAK 3614.0400 1641.9428 24.5076 16238 3 547.9858 0.3283
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 849.4101 SFDPVER 6374.9200 849.4085 18.7515 10062 2 425.2079 ‐2.8311
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1725.8694 EKYETNPALYGELAK 86838.6800 1725.8690 24.5151 115981 3 575.9612 ‐0.2137
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 2366.1834 KITAELQAASSSDSKSFDPVER 2211.1830 2366.1774 23.7911 3311 2 1183.5924 ‐1.3688
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1018.5026 ANMVPPFDK 5132.8250 1018.5013 29.6043 6457 1 1018.5013 ‐0.3040
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 880.4007 QAASSSDSK 135.7290 880.3964 20.5331 5938 1 880.3964 ‐4.2345
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 864.4825 ALYGELAK 374.8829 864.4839 25.2050 5133 1 864.4839 2.51



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(3) 842.3462 FACSDSR 2480.4670 842.3484 23.6710 4820 1 842.3484 3.1661
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 793.4454 LYGELAK 381.8974 793.4461 24.5165 3888 1 793.4461 1.76
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 765.3414 EKYETN 718.6006 765.3427 24.5177 3734 1 765.3427 2.1525
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(4) 941.4146 VFACSDSR 109.4856 941.4153 23.6721 3614 1 941.4153 1.93
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(14) 1553.6425 VLAESESSAFEDQC 457.8616 1553.6361 21.7685 2511 2 777.3217 ‐4.0686
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1582.7344 AASSSDSKSFDPVER 440.4514 1582.7407 22.9618 2461 3 528.2518 3.57
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 961.5353 PALYGELAK 315.6621 961.5358 26.1161 2062 1 961.5358 1.69
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1193.6677 ANLLTYPFVR 226.9521 1193.6663 23.9431 1992 2 597.3368 ‐1.6330
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(5) 886.4200 GHSACGGIK 2713.8000 886.4223 24.6221 1801 1 886.4223 3.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 702.3821 VPPFDK 137.4519 702.3790 29.6154 1760 1 702.3790 ‐4.1282
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 933.4312 EKYETNPA 465.5480 933.4328 24.5081 1639 1 933.4328 2.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(2) 695.2777 ACSDSR 117.0336 695.2768 23.6700 1500 1 695.2768 ‐1.1898
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(6) 982.4047 AFEDQCGR 120.6304 982.4083 20.9074 1168 1 982.4083 4.90
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 187.4833 1072.4549 23.6663 1093 1 1072.4549 0.9867
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1209.5786 EKYETNPALY 758.1096 1209.5828 24.4947 930 2 605.2950 3.0391
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 Carbamidomethyl+C(11) 1535.7999 ENIVVIGHSACGGIK 467.8153 1535.7965 24.6269 906 2 768.4019 ‐2.2164
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1450.7213 YETNPALYGELAK 443.2007 1450.7144 25.5752 1525 1 1450.7144 ‐2.7121
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 1888.0327 EAVNVSLANLLTYPFVR 514.8847 1888.0377 23.9990 1041 3 630.0174 2.03
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 31369.5900 28686.6191 54 55.21 None 2348.1728 KITAELQAASSSDSKSFDPVER 335.3211 2348.1822 24.4112 791 3 783.3989 4.73
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1245.6296 NIANMVPPFDK 44062.1100 1245.6284 29.6033 98115 2 623.3179 ‐1.9343
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 102445.7000 1652.8790 24.6186 94257 3 551.6312 ‐0.3232
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 94308.1200 1235.5194 23.6727 92753 2 618.2633 ‐0.1688
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1468.7318 YETNPALYGELAK 60972.4100 1468.7325 26.1157 67435 2 734.8699 ‐0.0882
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1407.6962 ITAELQAASSSDSK 33158.1900 1407.6962 18.7078 17201 2 704.3517 ‐0.6539
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1641.9422 LLIEKDDLKDVAAAK 2192.6670 1641.9428 24.5076 16238 3 547.9858 ‐0.0003
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1725.8694 EKYETNPALYGELAK 72605.7600 1725.8690 24.5151 115981 3 575.9612 ‐0.5664
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 8723.1700 2401.1002 39.3532 23971 2 1201.0537 0.6271
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 880.4007 QAASSSDSK 126.1300 880.3964 20.5331 5938 1 880.3964 ‐4.5778
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 864.4825 ALYGELAK 267.4915 864.4839 25.2050 5133 1 864.4839 1.73
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(3) 842.3462 FACSDSR 4030.2150 842.3484 23.6710 4820 1 842.3484 2.22
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 680.3614 YGELAK 173.0636 680.3623 22.8579 4778 1 680.3623 1.1715
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 793.4454 LYGELAK 254.7741 793.4461 24.5165 3888 1 793.4461 0.9700
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 765.3414 EKYETN 640.6836 765.3427 24.5177 3734 1 765.3427 1.70
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(4) 941.4146 VFACSDSR 290.8635 941.4153 23.6721 3614 1 941.4153 1.29
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(2) 695.2777 ACSDSR 178.3289 695.2768 23.6700 1500 1 695.2768 ‐1.5849
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 847.8102 999.5050 24.6209 1108 1 999.5050 1.36
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 431.5620 1072.4549 23.6663 1093 1 1072.4549 0.6970
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 None 1209.5786 EKYETNPALY 808.9673 1209.5828 24.4947 930 2 605.2950 2.10
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16821.0100 28686.6191 54 55.21 Carbamidomethyl+C(11) 1535.7999 ENIVVIGHSACGGIK 765.8228 1535.7965 24.6269 906 2 768.4019 ‐2.6617
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 834.0380 36732.7671 9 23.65 None 1641.8846 LASGEVFGPDQPIALK 6782.2890 1641.8863 29.8965 10236 2 821.4468 1.1741
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 834.0380 36732.7671 9 23.65 None 1419.7689 SSAASTAVSIVDAIK 2128.9680 1419.7708 32.4263 6363 2 710.3891 1.21
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 834.0380 36732.7671 9 23.65 None 1137.5422 DVEIDDYLR 12427.6500 1137.5431 28.4870 2913 2 569.2752 0.2295
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 834.0380 36732.7671 9 23.65 None 1731.8912 ADLLDINGQIFAEQGK 1641.7930 1731.8925 33.5826 2553 2 866.4499 1.0578
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 502.2263 36732.7671 9 23.65 None 1641.8846 LASGEVFGPDQPIALK 6004.8700 1641.8863 29.8965 10236 2 821.4468 0.7883
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 502.2263 36732.7671 9 23.65 None 1419.7689 SSAASTAVSIVDAIK 1490.8850 1419.7708 32.4263 6363 2 710.3891 0.6818
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 502.2263 36732.7671 9 23.65 None 1731.8912 ADLLDINGQIFAEQGK 1706.2230 1731.8925 33.5826 2553 2 866.4499 0.7223
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 502.2263 36732.7671 9 23.65 None 1562.8901 INGLPVKEVITDHK 734.7371 1562.8523 20.7874 13589 3 521.6223 ‐24.5526
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 502.2263 36732.7671 9 23.65 None 2113.9924 GDGDYELVKDVEIDDYLR 650.9163 2114.0156 31.1338 1062 2 1057.5114 11.88
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 1613.8057 LESIYGSFEKPSEK 2689.2680 1613.8076 24.5118 10041 3 538.6074 0.5416
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 1797.0116 IINSDEIQSVVNPIKK 2341.1670 1797.0156 17.1442 9155 3 599.6767 1.10
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 2156.0791 IENVPEMPLVVSDSAEAVEK 1849.7460 2156.0777 32.3128 7055 2 1078.5425 0.0638
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 8588.1460 1182.5164 19.3523 4704 2 591.7618 0.7045
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 831.4757 NLNVMLK 560.6758 831.4746 23.7032 1080 2 416.2410 ‐2.9315
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 1301.5800 1422.7171 24.1373 8001 3 474.9106 0.1400
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 1668.9167 IINSDEIQSVVNPIK 274.9825 1668.9539 22.9105 4003 2 834.9806 22.1509
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 2539.3548 MVNADLARIINSDEIQSVVNPIK 664.6903 2539.3302 36.9918 6070 3 847.1149 ‐9.6448
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 2478.2545 GHKIENVPEMPLVVSDSAEAVEK 3529.5890 2478.2566 29.4290 2379 4 620.3196 ‐0.0556
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 None 1799.9095 VPEMPLVVSDSAEAVEK 3755.6600 1799.9171 29.4788 3047 3 600.6439 3.75
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 Carbamidomethyl+C(8) 1020.4932 NLPGVELCH 223.8082 1020.4909 26.2540 1520 1 1020.4909 ‐1.2703
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 568.4972 44687.1718 20 20.49 Carbamidomethyl+C(8) 1404.7053 NLPGVELCHVER 255.1970 1404.7103 24.9623 2619 2 702.8588 2.23
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 None 2156.0791 IENVPEMPLVVSDSAEAVEK 1627.4720 2156.0777 32.3128 7055 2 1078.5425 0.1679
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 12584.5700 1182.5164 19.3523 4704 2 591.7618 0.7101
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 1740.0770 1422.7171 24.1373 8001 3 474.9106 ‐0.0036
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 None 1668.9167 IINSDEIQSVVNPIK 971.9242 1668.9000 28.2602 3683 3 556.9715 ‐10.7267
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 None 2539.3548 MVNADLARIINSDEIQSVVNPIK 1042.5320 2539.3302 36.9918 6070 3 847.1149 ‐9.9207
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 None 2478.2545 GHKIENVPEMPLVVSDSAEAVEK 2982.6150 2478.2566 29.4290 2379 4 620.3196 0.0294
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 None 1799.9095 VPEMPLVVSDSAEAVEK 2399.0970 1799.9171 29.4788 3047 3 600.6439 3.92
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 509.7272 44687.1718 20 20.49 Carbamidomethyl+C(8) 1020.4932 NLPGVELCH 175.7994 1020.4909 26.2540 1520 1 1020.4909 ‐1.1733
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1056.6048 AIALTVDTPR 7380.0630 1056.6037 24.1067 41766 2 528.8055 ‐2.2754
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 2011.9026 MDEANDSGLASYVAGQIDR 53629.7000 2011.9019 31.1486 34782 2 1006.4546 0.1623
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1875.0110 QLDYVPATISALEEVVK 18356.3800 1875.0106 22.6095 28572 2 938.0089 0.0203
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 992.5047 NFEGLDLGK 37417.4700 992.5058 26.3463 25658 2 496.7565 ‐0.3143
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPG 8547.8670 2908.4442 24.9828 22835 3 970.1529 3.39
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1517.7888 ISMPIMVAPTAMQK 6432.4260 1517.7913 18.9943 16103 2 759.3993 1.84
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1231.6681 DVQWLQTITK 22580.8800 1231.6687 18.7810 15818 2 616.3380 ‐0.4345
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1225.6497 IDMTTTVLGFK 5396.9890 1225.6497 19.0418 15470 2 613.3285 ‐0.8978
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 2439.0558 MVYDYYASGAEDQWTLQENR 8166.6620 2439.0495 30.3876 15082 2 1220.0284 ‐1.3018
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 956.5524 NVVEQLVR 8486.6900 956.5522 24.6883 13590 2 478.7797 ‐1.5706
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1318.5845 MAHPDGEYATAR 27863.5100 1318.5854 15.7693 10440 3 440.2000 ‐0.1206
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 787.4924 ILIDVSK 2186.0720 787.4922 22.7246 5855 2 394.2497 ‐2.0130
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1718.9660 IAIQAGAAGIIVSNHGAR 1516.2420 1718.9700 16.6598 3410 3 573.6615 1.79
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1228.7161 IPVFLDGGVRR 1118.3280 1228.7148 16.8889 2331 3 410.2431 ‐1.9651
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1847.0062 TLSWKDVQWLQTITK 310.7083 1847.0170 18.0259 1628 3 616.3438 5.45
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 872.4836 ALTVDTPR 1173.8250 872.4852 24.1100 4819 1 872.4852 2.76
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 644.3726 EQLVR 93.9466 644.3746 22.8328 3282 1 644.3746 2.60
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 743.4410 VEQLVR 115.6125 743.4400 23.3368 2651 1 743.4400 ‐1.2153
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 731.3934 EGLDLGK 192.9447 731.3938 28.2187 2563 1 731.3938 0.6087
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 801.4465 LTVDTPR 1489.4780 801.4473 24.1041 1818 1 801.4473 1.51
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 871.4196 QLDYVPAT 158.0577 871.4220 21.2500 1806 1 871.4220 3.73
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 738.2876 MAHPDGE 898.6616 738.2879 15.7705 1083 1 738.2879 0.5360
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1091.4310 MDEANDSGLAS 426.6409 1091.4339 32.1114 905 1 1091.4339 3.88
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8616.0710 38224.0384 51 57.76 None 1186.6323 PIMVAPTAMQK 1165.8550 1186.6383 17.6738 792 2 593.8228 4.0723
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 1056.6048 AIALTVDTPR 9880.8310 1056.6037 24.1067 41766 2 528.8055 ‐2.2826
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 2011.9026 MDEANDSGLASYVAGQIDR 42683.6000 2011.9019 31.1486 34782 2 1006.4546 0.2518
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 992.5047 NFEGLDLGK 25271.7000 992.5058 26.3463 25658 2 496.7565 ‐0.3280
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 2439.0558 MVYDYYASGAEDQWTLQENR 1675.5830 2439.0495 30.3876 15082 2 1220.0284 ‐1.1691
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 956.5524 NVVEQLVR 6978.9920 956.5522 24.6883 13590 2 478.7797 ‐1.5879
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 1780.8725 NHITTEWDTPRPSAR 2116.0670 1780.8748 20.6161 10289 3 594.2965 0.6128
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 1231.6681 DVQWLQTITK 582.9395 1231.6722 29.4152 4786 2 616.3397 2.42
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 872.4836 ALTVDTPR 1631.4720 872.4852 24.1100 4819 1 872.4852 2.35
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 731.3934 EGLDLGK 990.9401 731.3938 28.8486 4268 1 731.3938 0.7125
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 644.3726 EQLVR 107.4940 644.3746 22.8328 3282 1 644.3746 3.0711
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 1451.7125 DSGLASYVAGQIDR 1318.2140 1451.7141 29.8810 2819 2 726.3607 0.6002
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 801.4465 LTVDTPR 1283.0620 801.4473 24.1041 1818 1 801.4473 1.01
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3632.6320 38224.0384 51 57.76 None 975.4782 NFEGLDLGK 183.2257 975.4730 25.2079 1358 1 975.4730 ‐4.3681
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1143.6772 FTLPPNLTLK 20664.2100 1143.6787 18.8387 29016 2 572.3430 ‐0.1988
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1875.0110 QLDYVPATISALEEVVK 19868.1500 1875.0106 22.6095 28572 2 938.0089 0.0559
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPG 3562.3520 2908.4442 24.9828 22835 3 970.1529 3.87
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1107.5873 FFQLYVYK 7285.3920 1107.5894 19.1262 17099 2 554.2983 0.2408
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1517.7888 ISMPIMVAPTAMQK 4970.5200 1517.7913 18.9943 16103 2 759.3993 1.0285
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1231.6681 DVQWLQTITK 12276.6700 1231.6687 18.7810 15818 2 616.3380 ‐0.7871
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1225.6497 IDMTTTVLGFK 4780.7260 1225.6497 19.0418 15470 2 613.3285 ‐1.2540
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1718.9660 IAIQAGAAGIIVSNHGAR 1956.8730 1718.9700 16.6598 3410 3 573.6615 1.31
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1228.7161 IPVFLDGGVRR 1273.1920 1228.7148 16.8889 2331 3 410.2431 ‐2.6106
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 956.5524 NVVEQLVR 71.9248 956.5538 19.3203 4745 1 956.5538 2.10
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 164.3867 2269.1655 18.4972 897 3 757.0600 22.6665
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 782.4771 PPNLTLK 648.0541 782.4802 18.8418 2749 1 782.4802 4.1304
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 871.4196 QLDYVPAT 246.0161 871.4220 21.2500 1806 1 871.4220 3.1728
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2894.8960 38224.0384 51 57.76 None 1112.5656 DMTTTVLGFK 738.8587 1112.5655 19.0318 1105 1 1112.5655 1.1839
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 None 1158.6477 VVVDGNVITSR 2210.3280 1158.6505 21.5831 18966 2 579.8289 1.72
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 None 1427.7992 LVAEVLLDEVAEK 79361.3800 1427.8002 35.2319 14511 2 714.4037 0.1313
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 24592.4100 1249.6154 18.0439 8865 2 625.3114 ‐4.9832

Protein identification details of Arabidopsis wild type, ecotype Ler seedlings, replicate 2



NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 188.9032 2270.1225 35.5264 1150 2 1135.5649 7.71
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 None 1606.7853 SLENMVKKQDSDGR 401.2738 1606.7744 22.3014 1533 3 536.2630 ‐7.4350
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 None 960.5109 VDGNVITSR 166.7398 960.5150 20.4141 2320 2 480.7611 2.09
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 Carbamidomethyl+C(3) 1065.4994 ATCATAVESR 587.7775 1065.4993 16.3979 1479 2 533.2533 ‐1.3390
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 12 19.78 None 733.3839 ATAVESR 991.8062 733.3859 18.3898 1069 1 733.3859 2.85
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2049.8770 39877.7555 12 19.78 None 1158.6477 VVVDGNVITSR 3376.5890 1158.6496 21.6661 15230 2 579.8284 0.5867
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2049.8770 39877.7555 12 19.78 None 1427.7992 LVAEVLLDEVAEK 54967.8800 1427.8002 35.2319 14511 2 714.4037 0.1617
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2049.8770 39877.7555 12 19.78 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 203.4690 2270.1345 37.0155 7587 3 757.3830 11.67
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2049.8770 39877.7555 12 19.78 None 960.5109 VDGNVITSR 181.8973 960.5150 20.4141 2320 2 480.7611 2.40
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1186.5626 EFEAVTESFK 3075.9000 1186.5644 25.7623 10405 2 593.7858 0.4682
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1062.5248 QSMLDAIER 5976.2100 1062.5244 26.1076 9891 2 531.7658 ‐1.6293
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1175.6266 NPSTISTTVQK 9007.6450 1175.6260 16.7665 8338 2 588.3166 ‐1.5887
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1439.7992 FTSLTTSLSELLK 2739.4470 1439.8007 22.0567 7434 2 720.4040 0.5081
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1096.5092 NSMLEAFER 5339.3550 1096.5112 28.2537 5581 2 548.7592 0.6909
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1766.8443 AKDEQAAEEFAVETTK 3916.7000 1766.8482 22.7601 5164 3 589.6209 1.95
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1052.5259 EFEAATSGLK 14158.2000 1052.5273 20.6935 4713 2 526.7673 0.1020
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1120.5303 QSMLDEIER 18138.3300 1120.5326 26.2323 4385 2 560.7699 0.8930
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1968.8417 QLNLDDFSEGDDSAESAR 816.6201 1968.8471 27.4312 3256 2 984.9272 3.1110
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1790.7980 EASQAYEEYHEAVHK 2979.2910 1790.8014 18.6962 2025 3 597.6053 1.91
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1451.3930 2788.3579 28.2528 3432 3 930.1241 0.1494
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1062.5248 NSMLEAIER 1073.6310 1062.5312 20.0487 2652 2 531.7692 4.41
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 2253.0881 EFEAATKGLEELKANDSTGDK 1493.1920 2253.0717 31.7275 12011 2 1127.0395 ‐6.3554
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 2089.9560 EFEAATKGLEELKANDSTGD 373.7159 2089.9449 31.9402 14252 2 1045.4761 ‐4.7042
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 924.4673 EFAVETTK 192.4971 924.4693 21.9065 4158 1 924.4693 2.87
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1191.6831 SLTTSLSELLK 291.4000 1191.6810 20.6324 2118 2 596.3441 ‐2.7768
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1507.6336 EASQAYEEYHEAV 890.5085 1507.6321 18.7376 1361 2 754.3197 ‐1.4049
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 861.4499 MLEAIER 187.9532 861.4528 20.5560 1348 1 861.4528 3.95
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 888.4131 NSMLEAIE 315.2740 888.4146 21.2402 1342 1 888.4146 2.1559
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 890.5193 TSLSELLK 783.3839 890.5201 20.0997 1140 2 445.7637 ‐0.6887
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1102.5197 QSMLDEIER 329.1158 1102.5254 25.6074 997 2 551.7663 3.72
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 2236.0616 EFEAATKGLEELKANDSTGDK 618.6467 2236.0696 31.1267 3454 3 746.0280 3.62
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1749.8178 AKDEQAAEEFAVETTK 305.2753 1749.8210 20.1610 1515 3 583.9452 1.81
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1095.4040 80973.9407 37 27.79 None 1045.4983 NSMLEAIER 311.0690 1045.5032 20.4461 980 2 523.2553 3.24
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1186.5626 EFEAVTESFK 2429.5580 1186.5644 25.7623 10405 2 593.7858 0.4742
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1062.5248 QSMLDAIER 6042.7560 1062.5244 26.1076 9891 2 531.7658 ‐1.6359
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1096.5092 NSMLEAFER 4504.8890 1096.5112 28.2537 5581 2 548.7592 0.6878
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1062.5248 NSMLEAIER 601.6736 1062.5517 28.3744 3985 2 531.7795 24.0908
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1147.5412 QNMLDEIER 98.9646 1147.5549 30.7896 1642 2 574.2811 10.98
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1838.8953 NSMLEAIEREFEAATK 610.1008 1838.8653 26.8157 1493 2 919.9363 ‐16.0554
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1766.8443 AKDEQAAEEFAVETTK 143.2010 1766.8866 37.1279 1307 2 883.9470 24.0592
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1611.8813 LTTSLNNLVDTHRK 394.9591 1611.8461 26.7537 953 3 537.9536 ‐22.6241
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 2253.0881 EFEAATKGLEELKANDSTGDK 611.8428 2253.0717 31.7275 12011 2 1127.0395 ‐6.2415
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 1550.7697 EFEEATKGLEELR 473.4744 1550.7738 29.6327 2254 2 775.8906 2.82
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 2386.1707 RQSMLDAIEREFEAVTESFK 199.1231 2386.1480 41.1980 2204 2 1193.5776 ‐8.2327
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 194.9760 80973.9407 37 27.79 None 2236.0616 EFEAATKGLEELKANDSTGDK 132.6756 2236.0533 31.9198 1096 2 1118.5303 ‐2.7111
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1308.7158 LLTPVEEGPTPR 21169.3000 1308.7146 22.9137 29363 2 654.8609 ‐1.6701
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1812.8803 IYSFGGEFTPNQPIDK 11476.3900 1812.8822 29.4476 27330 2 906.9447 1.67
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1522.8111 LNTLDSYNIVDKK 2496.0810 1522.8112 24.2268 19983 3 508.2753 ‐0.8129
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 Carbamidomethyl+C(10) 2903.2982 VWVVYGFNGCEVDDVHYYDPVQDK 193.3917 2903.3111 31.1085 7497 3 968.4419 4.49
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 2063.9345 APTNDRFDDLFFYGIDSA 4778.8080 2063.9335 38.4136 24040 2 1032.4704 0.1960
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 981.5000 PVEEGPTPR 492.7344 981.5014 22.9075 3153 1 981.5014 2.25
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1081.5524 DSYNIVDKK 338.5085 1081.5537 27.0419 3008 2 541.2805 0.0246
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1059.5469 FTPNQPIDK 208.6934 1059.5482 27.4735 1049 2 530.2777 ‐0.0944
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 18 22.98 None 1505.7846 LNTLDSYNIVDKK 172.3485 1505.7902 24.8166 1610 2 753.3988 3.07
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 13990.3200 1634.7398 15.5352 14219 3 545.5848 0.0552
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 1292.6634 HLYVFDLETR 5887.3830 1292.6644 18.1401 12237 2 646.8359 ‐0.2991
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 4722.5440 2153.0872 19.1330 10838 3 718.3672 2.24
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 1728.8547 VNDMTSEMITFLSIK 2297.7060 1728.8570 22.5055 8637 2 864.9321 1.96
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 1394.7162 LNTLDSYNIVDK 420.6690 1394.7026 18.8163 3229 2 697.8550 ‐10.6027
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 1985.9922 EKVNDMTSEMITFLSIK 681.3384 1985.9757 20.9333 11016 2 993.4915 ‐7.7805
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 2623.3627 WTQVETFGVRPSERSVFASAAIGK 440.8458 2623.3389 19.9267 5352 3 875.1178 ‐8.7435
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 Carbamidomethyl+C(4) 2630.2780 WFHCSTPGDSLTARGGAGLEVVQGK 541.8187 2630.2816 17.9438 2731 3 877.4321 1.53
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 18 22.98 None 754.4458 LEVVQGK 126.0957 754.4422 18.1549 1905 1 754.4422 ‐4.7720
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1395.7301 IFGSDGSVITMLR 14875.6600 1395.7303 19.8598 51163 2 698.3688 ‐0.6930
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGI 12366.4200 3655.8805 22.2321 49270 4 914.7256 0.2602
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1820.9429 QTSPPFGLEAGTVFELK 10361.9800 1820.9447 20.8794 32908 2 910.9760 1.1248
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 6788.4830 3072.4430 25.4979 22408 2 1536.7252 ‐2.7528
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1933.9502 TSDVIGSDEGTHFTLQVK 8215.3610 1933.9520 16.8446 14904 3 645.3222 0.3448
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1434.7587 VYVGQAQDGISAVK 5210.0570 1434.7609 14.6617 3044 2 717.8841 0.7194
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 2439.2918 FKTNKQTSPPFGLEAGTVFELK 463.5424 2439.2932 24.1852 3227 2 1220.1502 2.12
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1292.6885 FGLEAGTVFELK 166.8318 1292.6852 22.6650 12376 2 646.8462 ‐3.7091
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 732.4437 VITMLR 191.4669 732.4408 21.6281 4398 1 732.4408 ‐3.9861
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1041.5939 SPEGIIQGIK 71.0816 1041.6000 20.0511 983 2 521.3036 4.1233
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1186.6467 YSPEGIIQGIK 179.7940 1186.6463 22.1872 804 2 593.8268 ‐1.6999
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 12 42.62 None 1377.7195 IFGSDGSVITMLR 288.3672 1377.7240 18.7027 2332 2 689.3656 2.49
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1420.7431 VYVGQGQDGISAVK 6417.4070 1420.7408 21.5229 21872 2 710.8740 ‐2.2192
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1435.7977 IFGSDGLIITMLR 3831.4330 1435.7957 22.3909 10000 2 718.4015 ‐2.0021
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 5560.7680 2225.0366 25.7936 9777 3 742.3504 0.2419



NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 1192.2720 2096.9379 27.9089 8159 2 1048.9726 ‐0.7160
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 3047.9570 2314.1985 21.5775 8043 3 772.0710 0.7304
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1348.7107 TSPPYGLETQKK 5815.5220 1348.7113 17.8563 6740 3 450.2419 ‐0.3909
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 306.3931 2347.1651 38.3339 1802 2 1174.0862 4.77
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2690.3420 TNKQTSAPFGLEAGTAFELKEEGHK 603.0071 2690.3625 19.2925 4254 3 897.4590 7.57
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 3323.6251 VHVGQGQDGVSSINVVYAKDSQDVEG 894.7731 3323.6335 22.8612 2433 3 1108.5494 3.88
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 307.4185 1840.7934 24.2669 2422 2 920.9003 ‐2.5551
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1002.5214 QGQDGISAVK 384.7778 1002.5200 19.9311 1513 1 1002.5200 ‐0.5277
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1160.6310 PPYGLETQKK 1293.2200 1160.6331 17.8456 1417 2 580.8202 0.7106
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1069.5888 ATTTTPVTPAK 394.7771 1069.5887 22.8028 1384 2 535.2980 ‐1.3561
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 1063.5782 PYGLETQKK 209.1874 1063.5791 18.0386 1336 2 532.2932 ‐0.4684
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 803.4621 GLETQKK 190.3865 803.4615 17.6159 923 2 402.2344 ‐2.5299
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 16 47.00 None 2446.2209 VSSINVVYAKDSQDVEGGEHGKK 384.5306 2446.2091 24.3562 860 2 1223.6082 ‐3.5493
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 1101.6150 ALLEVVESGGK 3547.5270 1101.6164 26.4184 3818 2 551.3118 0.0936
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 1648.8792 LTLEDPVTVEYITR 2443.6580 1648.8744 32.2622 3691 2 824.9408 ‐3.1282
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 1881.9381 IPALYQTDPSGTFSAWK 465.5188 1881.9383 19.2315 2860 2 941.4728 0.3162
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 1032.5506 NIEVAVMTR 611.6555 1032.5584 21.6096 20206 2 516.7828 6.24
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 1353.6645 NYKESAGQETVK 432.0036 1353.6782 29.3137 2254 2 677.3427 9.64
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 2896.4628 YDRAITVFSPDGHLFQVEYALEAVR 669.6475 2896.4748 22.0446 1266 3 966.1631 4.10
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 377.9291 26683.2925 20 17.28 None 804.4098 EVVESGGK 211.4448 804.4080 27.1045 1175 1 804.4080 ‐1.8503
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 349.8264 26683.2925 20 17.28 None 1101.6150 ALLEVVESGGK 3301.0930 1101.6164 26.4184 3818 2 551.3118 0.0910
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 349.8264 26683.2925 20 17.28 None 1648.8792 LTLEDPVTVEYITR 2987.4630 1648.8744 32.2622 3691 2 824.9408 ‐3.0754
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 349.8264 26683.2925 20 17.28 None 1032.5506 NIEVAVMTR 763.4810 1032.5584 21.6096 20206 2 516.7828 6.28
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 349.8264 26683.2925 20 17.28 None 804.4098 EVVESGGK 241.8682 804.4080 27.1045 1175 1 804.4080 ‐1.7257
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 349.8264 26683.2925 20 17.28 None 1014.5401 NIEVAVMTR 448.5058 1014.5397 22.6171 1746 2 507.7735 ‐1.7074
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 1881.9381 IPALYQTDPSGTFSAWK 729.8273 1881.9383 19.2315 2860 2 941.4728 0.3560
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 Carbamidomethyl+C(12) 1694.9258 IVSLDNHIALACAGLK 516.2740 1694.9308 20.3651 1942 2 847.9690 2.81
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 2462.2714 AITVFSPDGHLFQVEYALEAVR 530.6998 2462.2434 22.7902 3709 2 1231.6253 ‐9.7054
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 1101.6150 ALLEVVESGGK 512.4850 1101.6064 16.5047 1860 2 551.3069 ‐9.3770
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 1984.1186 KGNAAVGVRGTDTVVLAVEK 455.8077 1984.1206 20.6211 1940 3 662.0451 0.5067
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 2896.4628 YDRAITVFSPDGHLFQVEYALEAVR 1113.3200 2896.4748 22.0446 1266 3 966.1631 4.84
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 1609.9020 KGNAAVGVRGTDTVVLA 210.5265 1609.9028 20.0693 1168 3 537.3058 ‐0.5430
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 156.2970 26683.2925 20 17.28 None 1306.6790 FQVEYALEAVR 199.9904 1306.6851 21.9149 861 2 653.8462 3.15
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 3046.1060 3236.6170 33.3579 12513 3 1079.5438 ‐0.6199
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 1239.5926 EMLENLFSEK 11016.5400 1239.5937 31.7211 10336 2 620.3005 0.0131
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 931.5360 VYIGNIPR 2132.1910 931.5345 23.0597 5189 2 466.2709 ‐3.0474
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 863.4985 VYVGNLAK 4854.2130 863.4984 19.3700 2939 2 432.2528 ‐1.7620
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 1160.5794 SVEDANAVVEK 458.0039 1160.5902 23.9075 1894 2 580.7987 8.86
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 601.3668 VGNLAK 1569.2680 601.3679 19.3678 1437 1 601.3679 1.33
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 764.4301 YVGNLAK 1583.7550 764.4309 19.3579 1069 1 764.4309 1.1774
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 15 28.6 None 846.4720 VYVGNLAK 129.7877 846.4697 18.7469 1214 1 846.4697 ‐2.2843
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 2409.9540 3236.6170 33.3579 12513 3 1079.5438 ‐0.9783
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 1239.5926 EMLENLFSEK 10879.0300 1239.5937 31.7211 10336 2 620.3005 0.0245
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 2592.2828 FIPYAVTETEEKPAALDPSSEAAR 435.7469 2592.2211 39.7764 8539 3 864.7452 ‐23.9748
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 1329.7121 LNGNTVEGREIK 285.3981 1329.7171 30.9055 8496 2 665.3622 3.0059
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 882.4390 VQVMYDK 354.1527 882.4194 23.1791 1422 1 882.4194 ‐21.4976
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 1199.6015 NGNTVEGREIK 134.1763 1199.6013 33.8133 1130 1 1199.6013 1.55
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 780.4375 27748.4879 15 28.6 None 1221.5820 EMLENLFSEK 577.4676 1221.5795 29.8789 34459 1 1221.5795 ‐0.3960
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 1393.6958 AFDEVNTQLQTK 5118.9370 1393.6961 22.2651 9394 2 697.3517 ‐0.4249
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 1164.5783 EAYDSIEIPK 1833.8130 1164.5802 25.3730 3679 2 582.7937 0.5856
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 1455.7366 YKEAYDSIEIPK 998.8585 1455.7260 20.3488 6212 3 485.9135 ‐7.9994
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 2234.1234 ASRTIDWDGMAKVLVTDEAR 1286.2920 2234.1270 34.7405 4246 4 559.2872 0.4331
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 2296.1680 EFSNLRRAFDEVNTQLQTK 298.0745 2296.1607 32.9001 2000 3 766.0584 ‐3.2947
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 752.0629 13827.6200 15 36.07 None 1099.4942 YKEAYDSIE 392.1754 1099.4951 18.5309 1255 2 550.2512 ‐0.3648
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1393.6958 AFDEVNTQLQTK 2376.8860 1393.6961 22.2651 9394 2 697.3517 ‐0.3979
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1455.7366 YKEAYDSIEIPK 944.7833 1455.7345 24.4105 6197 3 485.9164 ‐2.3288
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1036.4768 TIDWDGMAK 1777.3800 1036.4770 25.2586 4413 2 518.7421 ‐1.1448
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 765.3890 EFSNLR 939.2249 765.3717 28.0306 11090 1 765.3717 ‐22.2296
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1177.6212 FDALVIGGTER 304.1032 1177.6098 21.8445 3090 2 589.3085 ‐10.7085
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1549.7969 RAFDEVNTQLQTK 316.9343 1549.7934 25.5484 1618 2 775.4004 ‐2.5364
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 844.4887 LVIGGTER 798.4152 844.4884 21.1254 11328 1 844.4884 0.2273
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 1531.7863 RAFDEVNTQLQTK 543.3992 1531.7930 27.0985 7160 2 766.4001 3.09
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 531.4504 13827.6200 15 36.07 None 748.3624 EFSNLR 437.0931 748.3615 26.2324 1400 1 748.3615 ‐0.9989
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1136.6786 APGVQTPVIVR 31009.1000 1136.6775 23.2699 51389 2 568.8424 ‐2.1254
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1525.8261 GPVLLEDYHLIEK 9095.7860 1525.8270 30.5745 19621 3 509.2805 ‐0.2100
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1305.6797 VPTPTNSYTGIR 1124.5130 1305.6784 21.2215 12252 2 653.3428 ‐1.8217
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1715.8024 DLHDAIASGNYPEWK 9741.4790 1715.8062 27.6037 11855 3 572.6069 1.34
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1070.5265 IFAYGDTQR 13356.2500 1070.5273 20.4751 10318 2 535.7673 ‐0.5029
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 798.4832 LNVRPSI 22556.4700 798.4830 22.4899 10097 2 399.7451 ‐2.0185
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 1109.5374 TNIQEYWR 7013.7300 1109.5385 24.8925 7831 2 555.2729 ‐0.2128
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 992.5272 VANFTRER 1533.2750 992.5388 19.7032 5626 2 496.7730 10.28
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 472.2878 RPSI 87.2786 472.2875 21.4138 11256 1 472.2875 ‐1.0881
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 571.3562 VRPSI 116.5339 571.3555 21.4022 10131 1 571.3555 ‐1.4602
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 685.3991 NVRPSI 308.6319 685.3991 23.1090 8695 1 685.3991 0.0606
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 968.5887 GVQTPVIVR 1214.3160 968.5876 23.2721 1584 1 968.5876 ‐0.3027
NP_001031073.1 catalase 3 Arabidopsis thaliana 1990.5970 56366.8268 13 17.11 None 810.3741 AYGDTQR 1260.9610 810.3769 20.4739 1042 1 810.3769 3.58
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 1761.9381 LLEATGISTVPGSGFGQK 12904.5700 1761.9397 17.4996 24852 2 881.4735 0.8872
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 1628.5870 1140.5774 18.4684 13590 2 570.7924 ‐0.0885
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 7748.1520 2132.9868 20.4720 10425 2 1066.9970 ‐0.2731



NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 1783.8610 HYLSLTSGGLGAYSDSR 1919.0410 1783.8638 16.7848 8092 3 595.2928 0.7690
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 1225.5955 VLMEMGSPFSK 4769.9800 1225.5978 17.9468 6558 2 613.3025 0.5193
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIA 1267.6030 3041.5436 24.0603 5423 3 1014.5194 ‐4.0577
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 2081.0186 RDGYPSDPELIFLTDGASK 295.5905 2080.9978 24.6995 22000 3 694.3374 ‐10.4050
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 2104.1033 LLEATGISTVPGSGFGQKEGR 137.8152 2104.0889 22.7062 5042 2 1052.5481 ‐6.0471
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 2708.4150 KVLMEMGSPFSKEVQLVSFHTVSK 394.4278 2708.4054 24.0965 46291 3 903.4733 ‐3.0893
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 1353.6905 KVLMEMGSPFSK 1392.0340 1353.6920 16.9619 3020 2 677.3497 0.1472
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 1406.7638 GELYLRASELQK 167.5544 1406.7521 20.4840 2185 2 703.8797 ‐9.1505
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 2243.1529 APFLLDDPNVGMLFPADAIAR 142.6995 2243.1435 22.9841 10530 3 748.3860 ‐4.3754
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 777.3890 PGSGFGQK 211.3812 777.3893 18.0396 2727 1 777.3893 0.4424
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 977.5051 TVPGSGFGQK 228.2411 977.5032 18.0991 2008 1 977.5032 ‐1.1164
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1168.9410 49063.2184 15 30.16 None 916.4523 HYLSLTSGG 142.8071 916.4484 16.8006 764 1 916.4484 ‐3.7164
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1167.6078 YKEDIQLMK 6039.6310 1167.6073 21.6728 47688 2 584.3073 ‐1.4806
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1222.6037 HLLSMHDAIW 4141.0680 1222.6014 25.5851 2842 1 1222.6014 ‐0.3796
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 876.4495 EDIQLMK 10489.4600 876.4493 21.7375 2356 1 876.4493 0.2252
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 852.4462 FTEAEKK 614.7612 852.4442 30.3851 33186 1 852.4442 ‐1.9135
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1718.8438 HWITFNEPWVFSR 290.3760 1718.8770 20.6189 4343 2 859.9421 19.2853
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1808.8847 EDIQLMKDLNTDAFR 951.2020 1808.8995 31.6849 2514 2 904.9534 8.06
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 842.4883 LSIAWPR 107.9356 842.5092 23.2500 2202 2 421.7583 23.2036
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1293.6051 HWITFNEPWV 237.1439 1293.6082 20.5968 4630 2 647.3077 1.17
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 417.1267 52770.3788 9 4.12 None 1451.7311 QLMKDLNTDAFR 477.2160 1451.7330 30.6154 1011 2 726.3702 0.7803
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 1589.7457 YFWTMVNQPEFK 2031.7600 1589.7435 37.3651 42842 2 795.3754 ‐1.6464
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 2192.0427 VSQMIEDAEPFEGEALLDAK 4375.0410 2192.0412 33.4189 11716 2 1096.5243 0.2332
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 2039.0808 VPVLETPEGPIFESNAIAR 983.0043 2039.0767 32.9018 9407 2 1020.0420 ‐1.3940
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 2059.0706 AAPVAEAPKPAEEEEAPKPK 285.3126 2059.0952 29.5460 4858 3 687.0366 11.41
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 1568.7261 IEESADFQMGVTNK 534.8160 1568.7233 32.3397 3162 2 784.8653 ‐2.0585
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 776.4413 VGGFLQR 81.2448 776.4253 25.7488 1645 1 776.4253 ‐20.3288
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 349.4466 46628.5595 7 12.35 None 2174.0322 VSQMIEDAEPFEGEALLDAK 114.5233 2174.0355 34.6772 772 2 1087.5214 2.60
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 1629.9033 FAMLGAAGAIAPEILGK 28432.8000 1629.9065 21.4497 22850 2 815.4569 1.63
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 6480.1110 2594.2688 20.4433 20520 3 865.4278 0.6489
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 1395.6362 LQDWYNPGSMGK 10263.0600 1395.6365 26.1103 17010 2 698.3219 ‐0.3597
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 997.5353 QYFLGLEK 2513.9050 997.5354 27.7249 14049 2 499.2714 ‐1.2411
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 2222.1029 GLAGSGNPAYPGGPFFNPLGFGK 1302.9770 2222.0973 21.5684 5857 2 1111.5523 ‐1.6757
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3784.7570 23860.4661 13 28.90 None 1233.6262 FNPLGFGKDEK 285.4963 1233.6304 19.3253 17289 2 617.3188 2.49
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 906.1439 23860.4661 13 28.90 None 1395.6362 LQDWYNPGSMGK 14739.5500 1395.6365 26.1103 17010 2 698.3219 ‐0.3325
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 906.1439 23860.4661 13 28.90 None 997.5353 QYFLGLEK 2583.1000 997.5354 27.7249 14049 2 499.2714 ‐1.2542
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 5040.5340 23860.4661 13 28.90 None 1629.9033 FAMLGAAGAIAPEILGK 54891.6400 1629.9065 21.4497 22850 2 815.4569 1.40
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 5040.5340 23860.4661 13 28.90 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 4374.3960 2594.2688 20.4433 20520 3 865.4278 0.8410
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 5040.5340 23860.4661 13 28.90 None 2222.1029 GLAGSGNPAYPGGPFFNPLGFGK 2258.4460 2222.0973 21.5684 5857 2 1111.5523 ‐1.4306
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 5040.5340 23860.4661 13 28.90 None 1251.6368 FNPLGFGKDEK 182.3360 1251.6433 17.9819 7248 2 626.3253 3.61
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 5040.5340 23860.4661 13 28.90 None 1796.8755 GLAGSGNPAYPGGPFFNPL 891.3542 1796.8795 20.4091 5029 2 898.9434 2.99
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 1947.1460 13217.3118 2 20.66 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 12600.8100 1824.9391 21.0660 16595 2 912.9732 0.3458
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 1947.1460 13217.3118 2 20.66 None 926.5094 HVPGFIEK 2673.8560 926.5093 19.5334 7684 2 463.7583 ‐1.6433
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1275.7760 29838.7466 12 40.07 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 2345.2290 2531.2448 28.8631 10019 3 844.4198 2.51
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1275.7760 29838.7466 12 40.07 None 1111.5994 TLPGPVTDPSK 25555.6200 1111.6001 19.7329 7093 2 556.3037 ‐0.4800
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1275.7760 29838.7466 12 40.07 Carbamidomethyl+C(8) 2375.1370 GNNILVMCDAYTPAGEPIPTNK 543.5847 2375.1363 30.3212 2086 2 1188.0718 0.9491
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1275.7760 29838.7466 12 40.07 None 1449.8312 TLPGPVTDPSKLPK 4638.6330 1449.8297 23.6415 10511 3 483.9481 ‐1.8673
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1275.7760 29838.7466 12 40.07 Carbamidomethyl+C(9) 2531.2381 RGNNILVMCDAYTPAGEPIPTNK 606.6143 2531.2448 41.8279 4800 2 1266.1260 4.15
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQ 6527.8310 3415.7114 23.9275 9981 3 1139.2420 ‐1.3539
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGAD 1045.4150 3048.4357 23.3091 6922 3 1016.8168 1.1897
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 1845.9440 SLLADLVNLDISDNSEK 487.5644 1845.9128 22.7052 3903 2 923.4600 ‐16.7259
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 3666.8663 ITEIAGVVVSFDPKPIPGDWNGAGAHTN 322.0369 3666.7745 25.0605 1193 3 1222.9297 ‐23.2854
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 2919.4815 IFANPDVIAEVPWYGIEQEYTLLQK 436.8409 2919.4778 23.9462 2981 3 973.8308 ‐0.5189
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 2265.1339 HAAAEIFANPDVIAEVPWYGI 171.0246 2265.1379 23.2137 2232 2 1133.0726 2.45
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 898.3250 29838.7466 12 40.07 None 1519.7369 DVNWPLGWPIGGFP 163.1893 1519.7394 25.4621 2015 2 760.3733 1.0745
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 1197.5634 EIDEHLLAEE 25298.5900 1197.5652 25.2129 22591 2 599.2862 0.5139
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 960.5248 LETEVEIK 23850.0400 960.5257 21.0866 12938 2 480.7665 ‐0.4991
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 901.4989 TEAPSLVGK 4956.4340 901.4968 18.2818 4427 2 451.2520 ‐3.8759
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 Carbamidomethyl+C(15) 3980.8958 ISDEVAHPETLLQFCVEVSQEIDEHLLSEE 1283.7150 3980.8939 42.8540 2105 4 995.9789 0.1464
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 600.3715 PSLVGK 194.5363 600.3716 18.7223 9557 1 600.3716 ‐0.2383
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 832.4199 EIDEHLL 113.0196 832.4226 24.7919 1056 1 832.4226 3.89
NP_001031265.1 MLP like protein 34 Arabidopsis thaliana 3088.0590 35741.1359 7 19.30 None 955.4367 DEHLLAEE 874.9516 955.4399 25.2081 1040 1 955.4399 4.0377
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 967.9559 32209.2755 8 21.77 None 1187.6419 FVDIGIPANNK 10523.0300 1187.6437 16.6340 16877 2 594.3255 0.5168
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 967.9559 32209.2755 8 21.77 None 1339.6753 FAQYTGANAIAGR 2962.2410 1339.6729 21.8399 12838 2 670.3401 ‐2.5313
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 967.9559 32209.2755 8 21.77 None 2065.9396 HTPGTFTNQMQTSFSEPR 2733.0280 2065.9411 24.8510 7212 3 689.3186 0.4575
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 967.9559 32209.2755 8 21.77 None 2466.3463 VIVAIENPQDIIVQSARPYGQR 3687.3690 2466.3506 19.1032 6365 3 822.7884 1.10
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 843.6758 32209.2755 8 21.77 None 1187.6419 FVDIGIPANNK 15143.7100 1187.6437 16.6340 16877 2 594.3255 0.1376
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 843.6758 32209.2755 8 21.77 None 2466.3463 VIVAIENPQDIIVQSARPYGQR 3323.5460 2466.3506 19.1032 6365 3 822.7884 1.46
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 843.6758 32209.2755 8 21.77 None 1253.6525 NDGIYIFNLGK 341.7493 1253.6556 19.7488 3423 2 627.3315 1.80
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 843.6758 32209.2755 8 21.77 None 1339.6753 FAQYTGANAIAGR 352.5109 1339.6567 20.0187 3901 2 670.3320 ‐14.9383
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1795.8683 LAEMPADSGYPAYLAAR 10092.3600 1795.8672 28.5505 13530 2 898.4373 ‐0.5267
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 2092.0566 VSGPVVVADGMAGAAMYELVR 1861.7970 2092.0509 22.3127 10301 2 1046.5291 ‐2.0763
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1578.7170 FEDPAEGEDTLVEK 4635.4270 1578.7195 24.4959 10110 2 789.8634 1.04
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1545.8054 TTLVANTSNMPVAAR 1234.8120 1545.8052 23.3336 9647 2 773.4062 ‐0.4707
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1255.7005 LAADTPLLTGQR 6477.4270 1255.7026 24.3750 8097 2 628.3549 0.7658
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1471.7639 EDDLNEIVQLVGK 15992.6000 1471.7653 34.8826 7657 2 736.3863 0.4805
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2336.1920 2203.0900 19.2835 7261 3 735.0348 1.22
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 5884.1870 2690.3515 35.4271 4971 3 897.4554 0.0311
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1335.7379 VGHDNLIGEIIR 2392.3680 1335.7401 29.8245 4610 2 668.3737 0.8791



NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 2080.9346 LTTFEDDEKESEYGYVR 1477.6310 2080.9386 24.6910 4435 3 694.3177 1.93
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 6418.0210 1675.7395 22.2070 4395 2 838.3734 0.6810
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 821.1313 2271.1319 33.5399 3643 2 1136.0696 ‐0.4385
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1136.5735 FDPDFINIR 2022.5660 1136.5741 31.4038 3129 2 568.7907 ‐0.5897
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1019.5520 ISGDVYIPR 1146.5050 1019.5480 23.2258 7436 2 510.2776 ‐5.2788
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1574.8272 DALAEGDKITLETAK 2171.4040 1574.8267 24.2904 7526 3 525.6138 ‐0.9677
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1948.8997 MPAFYGGKLTTFEDDEK 423.5383 1948.8883 36.7061 1826 2 974.9478 ‐5.4951
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1098.5102 YSNSDAVVYV 169.4850 1098.5166 22.2450 6816 2 549.7620 4.43
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 664.3777 AYLAAR 208.2682 664.3773 29.7698 3422 1 664.3773 ‐0.7362
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 878.4982 LAADTPLLT 288.9254 878.5005 24.4101 2531 2 439.7539 1.0310
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 946.4775 TSNMPVAAR 144.2458 946.4811 23.7474 1336 1 946.4811 4.10
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1130.5477 KESEYGYVR 218.8484 1130.5512 23.3912 1203 1 1130.5512 4.25
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 1001.5415 ISGDVYIPR 130.8127 1001.5359 24.7772 2054 1 1001.5359 ‐4.6503
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 24 39.33 None 2253.1245 EDDLNEIVQLVGKDALAEGDK 374.1045 2253.1219 32.2062 861 3 751.7122 ‐1.2914
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 1496.7236 FIGTAGAASTMMNPK 8082.3760 1496.7249 16.1119 6304 2 748.8661 0.2106
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 1428.7369 ISTYTIGPFQSSK 3840.1040 1428.7374 17.0934 5911 2 714.8724 ‐0.4442
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 1768.8794 AFTPTQVMGMMLSNLK 230.6045 1768.8899 25.4436 1442 2 884.9486 5.01
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 2298.1666 SLGGRDFDEVLFNHFAAKFK 476.5195 2298.1836 19.8515 3104 3 766.7327 7.32
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 2423.2534 FIGTAGAASTMMNPKNSISQIKR 467.7183 2423.2347 20.4990 1410 3 808.4164 ‐7.6286
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 221.6054 88115.6927 6 3.55 None 1750.8689 AFTPTQVMGMMLSNLK 634.0995 1750.8770 22.6059 1214 2 875.9421 4.32
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1653.9244 MVDVLVEQNIVPGIK 61206.8600 1653.9246 19.8722 84060 2 827.4659 ‐0.0569
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1307.6842 ATPEQVASYTLK 19844.3400 1307.6850 24.4473 52849 2 654.3461 ‐0.1362
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1387.7176 LASIGLENTEANR 22007.4000 1387.7169 22.7957 51761 2 694.3621 ‐1.1109
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 26534.8100 3024.4983 37.0888 46405 3 1008.8376 0.4286
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 873.4577 EAAWGLAR 31716.3800 873.4579 22.6716 35959 2 437.2326 ‐1.4384
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 5137.6750 2479.1870 21.5957 30258 2 1240.0971 ‐0.7891
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDG 7998.0380 3400.7792 25.1416 28423 3 1134.2646 ‐2.0470
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1452.8421 TVVSIPNGPSALAVK 24098.0100 1452.8417 17.3775 24104 2 726.9245 ‐0.7674
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 7106.1480 2147.9512 23.9339 15114 3 716.6552 ‐0.5447
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 1245.5310 2304.0581 22.8834 5714 4 576.7700 1.1488
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1128.5432 TAAYYQQGAR 5054.3670 1128.5438 14.9588 3397 2 564.7756 ‐0.5932
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1996.1147 MVDVLVEQNIVPGIKVDK 793.8367 1996.1180 19.2435 2251 3 666.0442 1.73
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1117.5888 PEQVASYTLK 184.5127 1117.5858 22.4661 22401 2 559.2965 ‐3.8594
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 740.4665 NIVPGIK 1718.3300 740.4647 17.8658 14515 1 740.4647 ‐2.2956
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 953.5415 PNGPSALAVK 327.3143 953.5422 17.1173 4584 2 477.2747 ‐0.6686
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 997.5677 EQNIVPGIK 153.9812 997.5672 19.4569 2958 2 499.2872 ‐1.8179
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 443.0439 1183.4688 23.1519 1401 1 1183.4688 ‐1.1042
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 956.4585 AYYQQGAR 116.0270 956.4638 16.3378 1092 2 478.7356 4.44
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10938.2200 33437.3367 40 58.20 None 1124.5656 MVDVLVEQNI 237.3470 1124.5691 20.3763 1009 1 1124.5691 4.07
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 1307.6842 ATPEQVASYTLK 18107.7900 1307.6850 24.4473 52849 2 654.3461 ‐0.1180
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 1387.7176 LASIGLENTEANR 10851.8900 1387.7169 22.7957 51761 2 694.3621 ‐1.0846
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 23115.3600 3024.4983 37.0888 46405 3 1008.8376 0.0953
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 873.4577 EAAWGLAR 34182.2400 873.4579 22.6716 35959 2 437.2326 ‐1.4641
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 5083.6120 2147.9512 23.9339 15114 3 716.6552 ‐0.7742
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4253.5380 1669.9229 31.9399 10125 2 835.4651 2.0845
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 1117.5888 PEQVASYTLK 325.4716 1117.5858 22.4661 22401 2 559.2965 ‐3.8604
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 1219.6205 TPEQVASYTLK 196.1349 1219.6267 23.3858 3614 2 610.3170 4.1774
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 413.7392 1183.4688 23.1519 1401 1 1183.4688 ‐1.0281
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4455.9870 33437.3367 40 58.20 None 855.4472 EAAWGLAR 289.4106 855.4479 22.6684 1313 2 428.2276 ‐0.8024
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1653.9244 MVDVLVEQNIVPGIK 75823.4300 1653.9246 19.8722 84060 2 827.4659 ‐0.1547
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 5224.1760 2479.1870 21.5957 30258 2 1240.0971 ‐0.3889
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDG 8558.3990 3400.7792 25.1416 28423 3 1134.2646 ‐1.3603
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1452.8421 TVVSIPNGPSALAVK 28097.3900 1452.8417 17.3775 24104 2 726.9245 ‐0.9866
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1387.7176 LASIGLENTEANR 1224.8550 1387.7184 15.0503 1279 2 694.3628 ‐0.3243
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1312.7334 IPPAVPGIMASFL 119.2169 1312.7130 18.1240 1218 2 656.8601 ‐16.5859
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1782.0194 KMVDVLVEQNIVPGIK 536.4167 1782.0279 18.9922 5145 3 594.6808 3.13
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1996.1147 MVDVLVEQNIVPGIKVDK 1021.7110 1996.1180 19.2435 2251 3 666.0442 1.1225
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 740.4665 NIVPGIK 2689.4780 740.4647 17.8658 14515 1 740.4647 ‐2.4463
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 953.5415 PNGPSALAVK 316.6437 953.5422 17.1173 4584 2 477.2747 ‐1.1891
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6335.4020 33437.3367 40 58.20 None 1124.5656 MVDVLVEQNI 196.3823 1124.5691 20.3763 1009 1 1124.5691 4.34
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1653.9244 MVDVLVEQNIVPGIK 61206.8600 1653.9246 19.8722 84060 2 827.4659 ‐0.0569
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1307.6842 ATPEQVASYTLK 19844.3400 1307.6850 24.4473 52849 2 654.3461 ‐0.1362
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1387.7176 LASIGLENTEANR 22007.4000 1387.7169 22.7957 51761 2 694.3621 ‐1.1109
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 26534.8100 3024.4983 37.0888 46405 3 1008.8376 0.4286
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 873.4577 EAAWGLAR 31716.3800 873.4579 22.6716 35959 2 437.2326 ‐1.4384
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 970.5680 AAQDILLAR 20900.5900 970.5671 24.0005 32598 2 485.7872 ‐2.3215
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 5137.6750 2479.1870 21.5957 30258 2 1240.0971 ‐0.7891
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDG 7998.0380 3400.7792 25.1416 28423 3 1134.2646 ‐2.0470
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1452.8421 TVVSIPNGPSALAVK 24098.0100 1452.8417 17.3775 24104 2 726.9245 ‐0.7674
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 7106.1480 2147.9512 23.9339 15114 3 716.6552 ‐0.5447
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 1245.5310 2304.0581 22.8834 5714 4 576.7700 1.1488
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1128.5432 TAAYYQQGAR 5054.3670 1128.5438 14.9588 3397 2 564.7756 ‐0.5932
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1065.5074 GMFVKGYTY 1726.9560 1065.5151 18.9315 2304 2 533.2612 5.69
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1996.1147 MVDVLVEQNIVPGIKVDK 793.8367 1996.1180 19.2435 2251 3 666.0442 1.73
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 712.3665 VKGYTY 312.4478 712.3663 18.7082 35093 1 712.3663 ‐0.2520
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1117.5888 PEQVASYTLK 184.5127 1117.5858 22.4661 22401 2 559.2965 ‐3.8594
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 740.4665 NIVPGIK 1718.3300 740.4647 17.8658 14515 1 740.4647 ‐2.2956
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 810.4832 QDILLAR 248.2444 810.4826 25.5029 4971 1 810.4826 ‐0.4306



NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 953.5415 PNGPSALAVK 327.3143 953.5422 17.1173 4584 2 477.2747 ‐0.6686
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 997.5677 EQNIVPGIK 153.9812 997.5672 19.4569 2958 2 499.2872 ‐1.8179
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 700.4352 DILLAR 1539.0800 700.4356 23.9931 2374 1 700.4356 0.6207
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 443.0439 1183.4688 23.1519 1401 1 1183.4688 ‐1.1042
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 956.4585 AYYQQGAR 116.0270 956.4638 16.3378 1092 2 478.7356 4.44
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11421.7800 41978.8296 49 51.16 None 1124.5656 MVDVLVEQNI 237.3470 1124.5691 20.3763 1009 1 1124.5691 4.07
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 1307.6842 ATPEQVASYTLK 18107.7900 1307.6850 24.4473 52849 2 654.3461 ‐0.1180
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 1387.7176 LASIGLENTEANR 10851.8900 1387.7169 22.7957 51761 2 694.3621 ‐1.0846
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 23115.3600 3024.4983 37.0888 46405 3 1008.8376 0.0953
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 873.4577 EAAWGLAR 34182.2400 873.4579 22.6716 35959 2 437.2326 ‐1.4641
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 970.5680 AAQDILLAR 27943.8600 970.5671 24.0005 32598 2 485.7872 ‐2.3374
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 5083.6120 2147.9512 23.9339 15114 3 716.6552 ‐0.7742
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 901.5102 ANSLAQLGK 166.7886 901.5005 24.4008 2574 2 451.2539 ‐12.3054
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4253.5380 1669.9229 31.9399 10125 2 835.4651 2.0845
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 1117.5888 PEQVASYTLK 325.4716 1117.5858 22.4661 22401 2 559.2965 ‐3.8604
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 810.4832 QDILLAR 171.6085 810.4826 25.5029 4971 1 810.4826 ‐0.3068
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 1219.6205 TPEQVASYTLK 196.1349 1219.6267 23.3858 3614 2 610.3170 4.1774
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 700.4352 DILLAR 1899.1240 700.4356 23.9931 2374 1 700.4356 0.7586
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 413.7392 1183.4688 23.1519 1401 1 1183.4688 ‐1.0281
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 811.4672 QDILLAR 574.8011 811.4686 24.0003 927 1 811.4686 2.1196
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5106.3720 41978.8296 49 51.16 None 855.4472 EAAWGLAR 289.4106 855.4479 22.6684 1313 2 428.2276 ‐0.8024
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1653.9244 MVDVLVEQNIVPGIK 75823.4300 1653.9246 19.8722 84060 2 827.4659 ‐0.1547
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 5224.1760 2479.1870 21.5957 30258 2 1240.0971 ‐0.3889
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDG 8558.3990 3400.7792 25.1416 28423 3 1134.2646 ‐1.3603
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1452.8421 TVVSIPNGPSALAVK 28097.3900 1452.8417 17.3775 24104 2 726.9245 ‐0.9866
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1387.7176 LASIGLENTEANR 1224.8550 1387.7184 15.0503 1279 2 694.3628 ‐0.3243
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1782.0194 KMVDVLVEQNIVPGIK 536.4167 1782.0279 18.9922 5145 3 594.6808 3.13
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1996.1147 MVDVLVEQNIVPGIKVDK 1021.7110 1996.1180 19.2435 2251 3 666.0442 1.1225
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 740.4665 NIVPGIK 2689.4780 740.4647 17.8658 14515 1 740.4647 ‐2.4463
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 953.5415 PNGPSALAVK 316.6437 953.5422 17.1173 4584 2 477.2747 ‐1.1891
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6330.4190 41978.8296 49 51.16 None 1124.5656 MVDVLVEQNI 196.3823 1124.5691 20.3763 1009 1 1124.5691 4.34
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1238.6263 AYEIATTAAEAK 23375.2900 1238.6278 20.5639 8132 2 619.8175 0.2918
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 951.5146 IFSSIEQK 7620.4560 951.5138 20.0433 4921 2 476.2605 ‐2.2933
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 2347.1791 LGLALNFSVFYYEIMNAPER 1489.7810 2347.1791 20.1808 4103 3 783.0645 ‐0.1006
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 2202.0085 QAFDEAISELDTLNEESYK 1013.6190 2202.0078 35.0091 1088 2 1101.5076 0.5395
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1378.7577 IFSSIEQKEAVK 319.4057 1378.7293 29.8510 2106 2 689.8683 ‐21.2009
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1187.6266 LNVDLTVEER 155.7883 1187.6013 33.7743 1381 1 1187.6013 ‐19.8591
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1532.7663 SGNERKEAADQSLK 395.8460 1532.7818 33.4945 3569 2 766.8945 9.55
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1172.6270 EAVKGNDVNVK 429.3630 1172.6176 17.4073 800 2 586.8124 ‐9.0268
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 805.4090 IFSSIEQ 175.9013 805.4070 20.0899 7735 1 805.4070 ‐2.2754
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1122.5248 YEIMNAPER 150.3263 1122.5221 19.3035 1186 2 561.7647 ‐3.5670
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 691.3621 TTAAEAK 133.9468 691.3594 18.3479 1002 1 691.3594 ‐3.9993
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2233.7320 29577.2064 13 35.88 None 1155.6004 EAVKGNDVNVK 390.6801 1155.6036 15.5468 1484 2 578.3054 1.92
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 12863.6100 1237.6253 23.3074 17710 2 619.3163 ‐0.3119
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 28266.4300 1960.9565 37.7273 16127 2 980.9819 1.54
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1137.5575 TEFGPSQPFK 3406.1980 1137.5559 23.3094 15124 2 569.2816 ‐2.5443
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 29227.2800 3033.4437 38.2808 12159 3 1011.8194 0.1825
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 998.5993 AGIIVLAEGR 7729.8720 998.5997 26.5479 11864 2 499.8035 ‐0.9305
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 3552.0020 2361.1585 28.6013 11370 4 591.0451 2.1672
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 2706.4070 2499.2939 23.4196 10920 2 1250.1506 ‐0.1579
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1026.4309 DMSQADFGR 18119.5400 1026.4307 19.3716 7107 2 513.7190 ‐1.4856
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 905.4761 ATDVMIAGK 9893.9730 905.4731 18.3404 4207 2 453.2402 ‐4.8619
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1013.5626 EGLQVDPKK 1176.2700 1013.5699 17.7653 3379 1 1013.5699 8.1628
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1025.5197 HSLPDGLMR 1395.0960 1025.5111 22.2034 2341 2 513.2592 ‐9.7103
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1253.5943 VKDMSQADFGR 963.7473 1253.5942 17.8165 1154 2 627.3007 ‐0.9818
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 3940.6550 1259.5855 20.3958 4438 2 630.2964 0.4716
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(5)
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(9)
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Oxidation+M(5) 704.3396 PDGLMR 122.5638 704.3395 28.6662 21891 1 704.3395 ‐0.1176
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 669.3467 PPHYR 44.1324 669.3439 31.0659 4363 1 669.3439 ‐4.3849
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 351.7050 1067.5183 22.5596 3354 2 534.2628 ‐1.9376
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 714.4145 QVDPKK 173.7877 714.4174 17.3305 3254 1 714.4174 4.1397
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 757.4567 IVLAEGR 417.5326 757.4559 26.5407 1043 1 757.4559 ‐0.9042
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 1007.5091 HSLPDGLMR 240.1546 1007.5078 21.8875 3706 2 504.2575 ‐2.6838
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4442.1420 48977.4464 22 40.68 None 887.4655 ATDVMIAGK 336.5917 887.4637 18.1005 1375 1 887.4637 ‐1.4516
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 Carbamidomethyl+C(13) 1624.9091 TSPELLLNPVLICR 858.2673 1624.9167 19.0728 27964 3 542.3104 3.12
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 2508.3418 LIDFIIQFMEDIEKEIRDLK 1540.4540 2508.3309 25.6221 3729 2 1254.6691 ‐2.5592
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 1459.7863 EIRDLKESVNTR 238.8772 1459.8166 19.0395 10123 2 730.4119 19.9908
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 1089.6164 AEAFQVLRR 78.3630 1089.6292 18.9769 5812 2 545.3182 10.1434
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 2408.2894 QKLIDFIIQFMEDIEKEIR 1776.8520 2408.2866 22.8693 6304 2 1204.6470 0.4163
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 Carbamidomethyl+C(13) 2196.1693 TSPELLLNPVLICRNEAEK 242.5732 2196.1798 21.7087 2449 3 732.7314 4.12
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 1162.5773 MEDIEKEIR 878.3295 1162.5787 24.0020 1635 1 1162.5787 2.98
NP_001031632.1 actin related protein 2 3 complex subunit 4 Arabidopsis thaliana 274.5363 20200.5214 8 21.30 None 1071.6058 AEAFQVLRR 92.0566 1071.6122 18.1878 25577 2 536.3097 4.41
NP_001031710.1 superoxide dismutase Fe Arabidopsis thaliana 1653.5610 21097.8512 4 16.13 None 1711.8472 TFMTNLVSWEAVSAR 14047.4700 1711.8492 21.1597 19723 2 856.4282 1.0952
NP_001031710.1 superoxide dismutase Fe Arabidopsis thaliana 1653.5610 21097.8512 4 16.13 None 889.3938 DFTSYEK 7882.3540 889.3918 18.6787 7675 2 445.1996 ‐3.7580
NP_001031710.1 superoxide dismutase Fe Arabidopsis thaliana 1653.5610 21097.8512 4 16.13 None 950.5306 AYVDNLKK 5209.2230 950.5295 15.7016 2804 2 475.7684 ‐2.5477
NP_001031710.1 superoxide dismutase Fe Arabidopsis thaliana 1653.5610 21097.8512 4 16.13 None 932.5200 AYVDNLKK 130.7709 932.5186 17.2091 1393 2 466.7629 ‐2.9730
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 1332.7005 GILAADESTGTIGK 17721.5400 1332.6993 22.9146 30393 2 666.8533 ‐1.7109



NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 1488.8016 GILAADESTGTIGKR 5515.1840 1488.8004 21.3164 22224 3 496.9383 ‐1.5486
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 1686.8545 IGATEPSELSIQENAK 6672.7380 1686.8577 23.5284 11803 2 843.9325 1.05
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 1492.7390 FASINVENIESNR 1295.8400 1492.7428 26.8615 6913 2 746.8750 2.0378
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 907.4996 AQATFLTR 445.5795 907.4998 20.5851 2750 2 454.2535 ‐1.3037
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 1215.6216 PSELSIQENAK 602.9577 1215.6233 24.7531 3187 2 608.3153 0.4527
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1279.3400 38578.8257 7 14.53 None 792.4098 ESTGTIGK 185.4961 792.4114 24.4927 2036 1 792.4114 2.63
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 1362.6900 NEELVPGATFTGK 12519.3200 1362.6902 25.4570 8505 2 681.8488 ‐0.4769
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 1360.7318 DVSSVVTIGQEVK 1528.3490 1360.7332 26.2970 7683 2 680.8703 0.3641
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 907.4996 AQEYLRK 596.9832 907.4998 20.5851 2750 2 454.2535 ‐1.3271
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 692.4011 VTLTMK 1890.5010 692.4061 26.7540 41583 1 692.4061 7.76
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 946.5026 GQMLDGVVK 565.6138 946.5066 22.2330 5382 2 473.7569 2.42
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 1515.7472 ISLTMRENDDPPK 543.8187 1515.7732 29.5341 3588 2 758.3902 16.8051
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 2614.3505 EKEIEMQREDLLSKPENIREK 271.4186 2614.3438 34.7566 2908 3 872.1195 ‐2.7028
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 Carbamidomethyl+C(18) 2863.4407 IGAYIHDSRIGVLLEVNCETDFVSR 659.3440 2863.4470 40.1920 2559 3 955.1539 2.87
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 1277.6736 KNEEIAAFLDK 487.5662 1277.6698 26.7660 1820 2 639.3385 ‐3.8083
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 304.6565 77141.3663 10 5.50 None 1342.7213 DVSSVVTIGQEVK 422.5242 1342.7214 26.2104 11632 2 671.8643 ‐0.6394
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1967.9345 TGAEEVYQLGPLNEYER 16694.9300 1967.9384 29.9043 19726 2 984.4728 2.63
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1157.6888 LLGVTTLDVAR 10234.7700 1157.6886 18.0693 14343 2 579.3479 ‐1.2846
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1440.7151 AGAGSATLSMAYAAAK 1150.8680 1440.7152 25.1516 10111 2 720.8612 ‐0.5452
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 2122.1577 QLEDALTGMDLVIIPAGIPR 5232.1860 2122.1519 22.7376 7689 2 1061.5796 ‐2.0409
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 Carbamidomethyl+C(8) 2590.2494 GDANVVECSFVASQVTELAFFATK 732.5656 2590.2576 23.5070 4586 2 1295.6324 4.88
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1159.6317 AKDELAGSIQK 8101.5150 1159.6319 16.5436 2372 2 580.3196 ‐0.9357
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1501.8009 ANTFVAEVLGLDPR 7258.9920 1501.8000 21.6618 2059 3 501.2715 ‐1.3380
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 960.4997 DELAGSIQK 1207.1380 960.4978 22.5872 1374 2 480.7525 ‐3.3558
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1307.6776 KPGMTRDDLFK 265.1650 1307.6667 24.0353 2781 1 1307.6667 ‐6.5671
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 Carbamidomethyl+C(11) 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 1300.2640 2916.4822 22.7894 4516 3 972.8322 9.15
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 603.3461 AGSIQK 331.8721 603.3439 22.6003 3273 1 603.3439 ‐3.8547
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1230.6365 ANTFVAEVLGLD 303.8162 1230.6405 20.2162 2023 2 615.8239 2.89
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 991.4731 TGAEEVYQL 389.4631 991.4706 30.9062 1965 1 991.4706 ‐1.6581
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1082.5299 GMTRDDLFK 171.2611 1082.5268 25.5569 1763 1 1082.5268 ‐1.7782
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 1218.6113 QLGPLNEYER 378.8214 1218.6170 28.6891 1237 2 609.8122 3.75
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2226.9040 35317.7445 33 41.44 None 2104.1471 QLEDALTGMDLVIIPAGIPR 210.0263 2104.1388 23.9394 1138 2 1052.5730 ‐3.2909
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 574.9297 35317.7445 33 41.44 None 1967.9345 TGAEEVYQLGPLNEYER 10260.9300 1967.9384 29.9043 19726 2 984.4728 2.14
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 574.9297 35317.7445 33 41.44 None 1440.7151 AGAGSATLSMAYAAAK 906.9045 1440.7152 25.1516 10111 2 720.8612 ‐0.5135
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 574.9297 35317.7445 33 41.44 None 1244.6481 IQNGGTEVVEAK 208.7737 1244.6441 17.3557 751 2 622.8257 ‐4.1050
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 574.9297 35317.7445 33 41.44 None 991.4731 TGAEEVYQL 866.8383 991.4706 30.9062 1965 1 991.4706 ‐1.5575
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 574.9297 35317.7445 33 41.44 None 1950.9080 TGAEEVYQLGPLNEYER 220.2603 1950.9179 30.8138 1531 3 650.9775 4.83
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 1157.6888 LLGVTTLDVAR 7281.5650 1157.6886 18.0693 14343 2 579.3479 ‐1.6819
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 2122.1577 QLEDALTGMDLVIIPAGIPR 10039.0800 2122.1519 22.7376 7689 2 1061.5796 ‐1.8561
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 1440.7151 AGAGSATLSMAYAAAK 1702.5090 1440.7172 16.0532 3792 2 720.8622 0.6158
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 1501.8009 ANTFVAEVLGLDPR 4293.7640 1501.8000 21.6618 2059 3 501.2715 ‐1.8160
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 1159.6317 AKDELAGSIQK 236.8102 1159.6249 18.3711 8545 2 580.3161 ‐7.3853
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 Carbamidomethyl+C(8) 2590.2494 GDANVVECSFVASQVTELAFFATK 1045.7670 2590.2576 23.5070 4586 2 1295.6324 5.1560
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 4187.2387 EVDVPVVGGHAGVTILPLLSQVKPPSSFT 472.3336 4187.1915 22.7625 4458 4 1047.5533 ‐11.2585
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 Carbamidomethyl+C(11) 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 1214.3220 2916.4822 22.7894 4516 3 972.8322 9.12
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 610.3671 PAGIPR 103.1908 610.3645 21.7916 1525 1 610.3645 ‐4.7742
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 1141.6212 AKDELAGSIQK 183.9194 1141.6230 17.1270 12000 2 571.3152 0.1413
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 2104.1471 QLEDALTGMDLVIIPAGIPR 345.4716 2104.1388 23.9394 1138 2 1052.5730 ‐3.1170
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1244.3120 35317.7445 33 41.44 None 2105.1311 QLEDALTGMDLVIIPAGIPR 2424.0450 2105.1341 24.8444 3798 2 1053.0707 2.73
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 907.5247 NLLSVAYK 3542.7380 907.5253 16.4394 28228 2 454.2663 ‐0.8803
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 1624.8541 LLDSHLIPSAGASESK 4903.0790 1624.8573 24.9634 9794 3 542.2906 1.70
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 1213.5769 TAAEDTMLAYK 2394.2390 1213.5779 21.8249 2747 2 607.2926 ‐0.1251
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 1717.8400 MAATLGRDQYVYMAK 178.8543 1717.8351 33.7536 1375 2 859.4212 ‐2.9385
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 2143.0077 QAFEEAIAELDTLGEESYK 143.4785 2142.9963 21.2652 5528 3 715.0036 ‐5.5560
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 680.3978 LSVAYK 3357.5120 680.3974 16.4381 4833 1 680.3974 ‐0.5509
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 889.5142 NLLSVAYK 132.4171 889.5133 16.8464 2895 2 445.2603 ‐2.5113
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1285.7730 27832.5437 9 24.39 None 1195.5664 TAAEDTMLAYK 182.9252 1195.5699 21.3924 1198 1 1195.5699 4.75
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 2026.1219 YNIALLPGDGIGPEVISVAK 7535.6100 2026.1196 20.9520 5637 2 1013.5634 ‐0.6542
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 1390.7940 LSDAILLGAIGGYK 3671.6440 1390.7970 20.4582 5166 2 695.9021 1.46
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLIR 2194.5980 3036.4708 21.3890 4357 3 1012.8285 ‐2.7486
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 9021.4350 2512.3025 38.9270 4149 2 1256.6549 2.76
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 404.4661 2716.2737 35.9065 5176 3 906.0961 ‐11.6965
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 1338.6688 ELTGGIYFGEPR 647.1223 1338.6747 16.5053 1277 2 669.8410 3.13
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 1476.7549 KEVAEGVDMMIVR 1416.3010 1476.7554 23.4801 1199 2 738.8813 ‐0.1627
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 1135.5816 EMPVGGAALDLV 309.6840 1135.5780 38.8602 1699 2 568.2927 ‐4.2491
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 33275.6936 14 45.33 None 2581.2061 SEYPDVELSHMYVDNAAMQLIR 314.2281 2581.2065 19.5379 1127 3 861.0737 0.2458
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 787.5488 33275.6936 14 45.33 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 6480.4140 2512.3025 38.9270 4149 2 1256.6549 2.78
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 787.5488 33275.6936 14 45.33 None 1338.6688 ELTGGIYFGEPR 5657.0760 1338.6691 28.2981 9919 2 669.8382 ‐0.5577
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 787.5488 33275.6936 14 45.33 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 254.7757 2716.2737 35.9065 5176 3 906.0961 ‐11.9933
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 787.5488 33275.6936 14 45.33 None 995.4945 GGIYFGEPR 271.1728 995.4943 28.8088 39916 1 995.4943 0.7420
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 787.5488 33275.6936 14 45.33 None 1135.5816 EMPVGGAALDLV 255.0863 1135.5780 38.8602 1699 2 568.2927 ‐4.2483
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 1275.1540 2197.1054 31.2037 7609 2 1099.0563 ‐1.0683
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1271.1570 2641.3607 42.0936 4207 3 881.1251 2.36
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 2625.5220 1702.7420 25.1640 3907 2 851.8746 2.86
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 933.4676 INAEDPFK 2798.6790 933.4688 23.1277 3740 2 467.2381 ‐0.1617
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 2498.3690 2372.1079 32.0429 2759 3 791.3741 ‐1.5853
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 907.4666 ATARETMK 60.9211 907.4555 20.3779 7416 1 907.4555 ‐11.5875
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 2182.0710 DHGINFIGPNPDSIRVMGDK 2645.5980 2182.0694 27.4414 6426 3 728.0280 ‐0.9021



NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 Carbamidomethyl+C(12) 2077.0145 FGNVVHFGERDCSIQRR 291.2910 2077.0176 30.1366 3564 3 693.0107 1.71
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 1004.5557 EKAIERMK 433.8680 1004.5535 19.5278 1532 2 502.7804 ‐3.5147
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 646.3341 RETMK 63.2124 646.3374 22.0710 1784 1 646.3374 4.07
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 347.4344 54677.6432 19 21.84 None 889.4560 ATARETMK 243.5833 889.4565 17.9704 1310 2 445.2319 ‐1.0299
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1289.3690 2641.3607 42.0936 4207 3 881.1251 2.56
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 3309.7330 2372.1079 32.0429 2759 3 791.3741 ‐1.8414
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 1651.8187 DHGINFIGPNPDSIR 849.9418 1651.8248 27.4983 2755 3 551.2798 2.74
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 1108.5640 2197.1054 31.2037 7609 2 1099.0563 ‐0.9600
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 907.4666 ATARETMK 73.0436 907.4555 20.3779 7416 1 907.4555 ‐11.4761
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 2182.0710 DHGINFIGPNPDSIRVMGDK 2636.1230 2182.0694 27.4414 6426 3 728.0280 ‐1.1357
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 1004.5557 EKAIERMK 286.6630 1004.5535 19.5278 1532 2 502.7804 ‐3.5272
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 271.7282 54677.6432 19 21.84 None 1162.5640 DHGINFIGPNP 262.5367 1162.5580 25.1923 938 1 1162.5580 ‐3.7230
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1581.8370 TIEKPVEDPSELPK 110848.5000 1581.8381 21.5068 133786 3 527.9509 0.0548
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1763.9174 VETLLNLDTKPYSDR 35619.3600 1763.9187 28.0788 79769 3 588.6444 0.2365
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 99617.2400 2564.3046 22.7583 67787 3 855.4397 0.6619
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 25433.0900 3000.3979 21.2165 52462 3 1000.8042 ‐0.6158
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 545.3293 LSLNV 8139.4240 545.3291 26.4158 51783 1 545.3291 ‐0.8776
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1817.8565 HETASIDQFSWGVANR 7730.4620 1817.8600 28.1248 50504 3 606.6248 1.74
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 7591.2420 2676.2736 22.3562 29413 3 892.7627 1.03
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 899.5673 AILNLSLR 9450.3870 899.5661 18.2516 29027 2 450.2867 ‐2.8282
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 6059.5580 2623.3303 19.0660 28567 3 875.1150 0.3652
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAE 9300.4120 3842.9822 25.6044 22165 3 1281.6656 ‐0.5856
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 4227.8910 1775.9674 21.7521 9296 2 888.4873 ‐0.8925
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1135.5994 EEGGFEVIKK 41215.6400 1135.6001 20.1760 8455 2 568.3037 ‐0.4816
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2910.1840 2467.2330 33.7622 7895 2 1234.1201 3.0628
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1361.6080 EHISAYGEGNER 16294.0000 1361.6075 15.4162 4956 3 454.5407 ‐1.2136
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1007.5044 EEGGFEVIK 6638.6880 1007.5053 23.5492 1294 1 1007.5053 1.18
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1416.7441 VLALQSDNSTVNR 558.4765 1416.7210 21.0462 4005 2 708.8641 ‐16.9160
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1509.7730 SMREEGGFEVIKK 3223.1910 1509.7745 20.5823 10101 3 503.9297 0.3149
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 640.3242 WPLGW 161.2550 640.3233 20.6212 4243 1 640.3233 ‐1.5542
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 914.4466 EDPSELPK 156.8301 914.4424 19.5315 2774 1 914.4424 ‐3.8678
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 670.3770 PSELPK 985.1445 670.3779 22.8422 2614 1 670.3779 1.28
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 730.4094 EALAAQK 157.6672 730.4101 23.9234 1977 1 730.4101 1.0027
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1225.5947 TIEKPVEDPSE 740.4174 1225.5917 22.0131 1623 1 1225.5917 ‐0.8548
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1722.8010 VSGEVPWFGIEQEYT 369.1484 1722.8028 20.8201 1337 2 861.9050 1.0279
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1120.6513 ILYPQAIFR 115.0910 1120.6569 19.7492 834 2 560.8321 3.45
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1116.4956 HETASIDQFS 393.3781 1116.4906 28.1142 808 1 1116.4906 ‐3.2786
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 26 56.98 None 1117.5888 EEGGFEVIKK 362.1160 1117.5891 18.0397 3659 2 559.2982 ‐0.9171
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 935.4945 IIGFDNTR 100541.5000 935.4932 22.7081 1676436 2 468.2502 ‐2.9020
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 952.4887 EYPGAFIR 11275.2100 952.4877 24.4296 666496 2 476.7475 ‐2.4850
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 907.4884 EVDYLLR 57690.9200 907.4871 24.7417 576920 2 454.2472 ‐2.9588
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 1939.9899 FETLSYLPDLSDVELAK 110360.2000 1939.9890 37.2809 100065 2 970.4981 ‐0.0518
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 1080.5837 KEYPGAFIR 702.2593 1080.5837 21.5590 3840 2 540.7955 ‐1.1940
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 Carbamidomethyl+C(3) 1401.7382 VSCMKVWPPIGK 633.1698 1401.7347 19.9009 3776 2 701.3710 ‐3.0942
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 709.3264 GFDNTR 13661.8100 709.3255 22.7041 371306 1 709.3255 ‐1.1489
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 660.3828 PGAFIR 3402.8080 660.3823 24.4252 121373 1 660.3823 ‐0.7463
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 563.3300 GAFIR 8625.9380 563.3297 24.4193 51129 1 563.3297 ‐0.7863
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 505.2365 DNTR 1541.5980 505.2357 22.7038 6163 1 505.2357 ‐1.9499
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 1663.8789 TLSYLPDLSDVELAK 382.7198 1663.8796 34.7074 5658 2 832.4434 0.3105
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 635.2784 FDNTR 137.1228 635.2785 19.7782 4832 1 635.2785 0.1111
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 854.4294 FETLSYL 194.6416 854.4272 35.6122 3520 1 854.4272 ‐2.0671
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 18280.5400 19680.5519 14 30.46 None 823.4461 YPGAFIR 79.0679 823.4433 24.4126 2031 1 823.4433 ‐2.9427
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 None 1359.7478 LLSGESGISLIDR 6179.7600 1359.7482 29.1248 10435 2 680.3778 ‐0.3994
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 13188.6300 1263.6024 22.0685 8529 2 632.3048 1.1856
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 Carbamidomethyl+C(15) 2551.1817 GAPIVAEYLGGAVNCDAHHMTDPR 4865.6980 2551.1855 30.6522 5033 4 638.5518 0.6443
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 None 1529.6979 NDDPQTASRPWDK 2331.2390 1529.6960 18.2881 4000 3 510.5702 ‐1.9529
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 None 2307.0818 DGFVMGEGAGVLVMESLEHAMK 1082.1910 2307.0797 23.9369 3846 3 769.6981 ‐1.0125
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 979.6448 45129.0609 9 23.44 None 1558.7132 GFSSEGYIDGKNER 1868.2900 1558.7181 22.1149 2399 2 779.8627 2.65
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 425.9352 45129.0609 9 23.44 None 1359.7478 LLSGESGISLIDR 8254.6620 1359.7482 29.1248 10435 2 680.3778 ‐0.3759
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 425.9352 45129.0609 9 23.44 Carbamidomethyl+C(15) 2551.1817 GAPIVAEYLGGAVNCDAHHMTDPR 2947.0960 2551.1855 30.6522 5033 4 638.5518 0.7237
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 425.9352 45129.0609 9 23.44 None 1046.5477 GESGISLIDR 222.4531 1046.5487 27.5842 1212 1 1046.5487 2.1073
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1025.6102 IGGIGTVPVGR 43129.3500 1025.6090 23.1094 130609 2 513.3082 ‐2.4440
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 27690.8500 2506.3283 19.7842 99142 3 836.1143 ‐0.4347
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 36818.5000 1451.6711 21.1382 78066 3 484.5619 ‐2.5277
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 975.5510 LPLQDVYK 13316.0300 975.5502 24.3314 69748 2 488.2787 ‐2.1979
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1026.4891 STNLDWYK 14620.2700 1026.4889 24.0632 62793 2 513.7481 ‐1.4383
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1120.5997 STTTGHLIYK 12708.5200 1120.6013 17.2140 13103 2 560.8043 0.2553
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 780.4138 YDEIIK 21492.0600 780.4150 19.1987 8344 2 390.7111 ‐0.2560
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGISK 755.3385 2957.4233 41.3078 851 3 986.4793 0.4627
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1007.5520 ARYDEIIK 9541.4960 1007.5513 19.7746 26148 2 504.2793 ‐2.0070
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1255.7481 LGGIDKRVIER 302.1515 1255.7618 23.9156 3183 2 628.3845 9.58
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1693.8578 VIERFEKEAAEMNK 157.1453 1693.8511 38.6483 1720 2 847.4292 ‐4.0379
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1490.7746 VETGMIKPGMVVTF 336.9909 1490.7729 18.4574 2994 3 497.5958 ‐1.8492
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 855.5047 GIGTVPVGR 472.1606 855.5052 23.1131 2908 1 855.5052 1.0746
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 862.4669 PLQDVYK 173.5928 862.4675 23.4361 2525 1 862.4675 1.1264
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 506.2358 ARYD 733.3010 506.2340 19.7935 2320 1 506.2340 ‐4.0210
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 628.3777 TVPVGR 81.6040 628.3757 23.1109 2304 1 628.3757 ‐3.4104
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 780.4138 YDEIIK 230.1339 780.4138 18.5621 1664 1 780.4138 0.2461
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 1033.5677 TTTGHLIYK 2846.4880 1033.5683 17.2207 1201 2 517.2878 ‐0.7018



NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 798.4832 IGTVPVGR 128.6209 798.4868 23.1153 963 1 798.4868 4.58
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 Carbamidomethyl+C(3) 915.3917 YYCTVID 1148.0100 915.3920 21.1319 957 1 915.3920 0.9451
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5205.6450 44698.3231 21 32.75 None 989.5415 ARYDEIIK 252.2050 989.5424 21.4594 1715 2 495.2748 ‐0.4187
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 1611.9105 ALLDDPVFRPLVEK 38552.0700 1611.9128 19.5212 55109 3 537.9758 0.3867
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 52869.9100 2280.0581 22.1182 40919 2 1140.5327 0.0546
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 2069.0808 QMGLSDKDIVALSGAHTLGR 8126.2710 2069.0823 17.4820 28535 3 690.3656 0.2927
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 4445.6130 1635.7361 15.0327 6832 3 545.9169 0.7136
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 1101.6150 EGLLQLVSDK 186.8839 1101.6417 17.7809 2841 2 551.3245 22.6236
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 3450.9094 ELLSGEKEGLLQLVSDKALLDDPVFRPLV 316.0580 3450.8931 25.6465 774 3 1150.9692 ‐3.2655
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 1427.7893 LDDPVFRPLVEK 9406.4550 1427.7927 19.5099 7425 2 714.4000 1.81
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 888.5302 FRPLVEK 195.8362 888.5314 20.4002 2188 1 888.5314 1.04
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 870.5196 FRPLVEK 151.0897 870.5227 16.8492 1075 2 435.7650 1.25
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 741.4618 RPLVEK 76.4811 741.4630 17.0705 1057 1 741.4630 1.30
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7324.3370 27805.3852 11 34.14 None 897.5404 LLQLVSDK 672.6588 897.5386 16.3370 928 1 897.5386 ‐1.4685
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 1025.6102 IGGIGTVPVGR 59933.4800 1025.6090 23.1094 130609 2 513.3082 ‐2.4543
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 47715.7900 1451.6711 21.1382 78066 3 484.5619 ‐2.6748
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 975.5510 LPLQDVYK 16387.5000 975.5502 24.3314 69748 2 488.2787 ‐2.2133
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 1026.4891 STNLDWYK 30125.9200 1026.4889 24.0632 62793 2 513.7481 ‐1.4486
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 914.5669 QTVAVGVIK 18466.0000 914.5647 21.0812 41232 2 457.7860 ‐3.9802
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 1120.5997 STTTGHLIYK 30788.1100 1120.6013 17.2140 13103 2 560.8043 0.2547
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGISK 832.4870 2957.4233 41.3078 851 3 986.4793 0.1373
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 1007.5520 ARYDEIIK 8450.3920 1007.5513 19.7746 26148 2 504.2793 ‐2.0191
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 912.5261 GGIGTVPVGR 11984.4300 912.5268 23.1257 10945 1 912.5268 1.52
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 765.4141 LQDVYK 727.0952 765.4127 24.3395 3689 1 765.4127 ‐1.5270
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 855.5047 GIGTVPVGR 595.6023 855.5052 23.1131 2908 1 855.5052 1.27
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 Carbamidomethyl+C(1) 1125.5470 CTVIDAPGHR 497.9696 1125.5528 21.1434 2785 2 563.2801 4.0617
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 506.2358 ARYD 962.4280 506.2340 19.7935 2320 1 506.2340 ‐3.8582
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 628.3777 TVPVGR 98.6873 628.3757 23.1109 2304 1 628.3757 ‐3.2632
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 685.4607 VAVGVIK 598.1018 685.4609 21.0816 2205 1 685.4609 0.4533
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 765.4002 IDAPGHR 144.8660 765.3988 21.1387 2193 1 765.3988 ‐1.5826
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 786.5084 TVAVGVIK 226.7644 786.5084 21.0819 1880 1 786.5084 0.4679
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 748.3624 ARYDEI 936.7516 748.3641 19.8069 1824 1 748.3641 2.73
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 780.4138 YDEIIK 263.2433 780.4138 18.5621 1664 1 780.4138 0.3738
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 932.5200 TTGHLIYK 3997.3390 932.5186 17.2091 1393 2 466.7629 ‐2.9924
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 1033.5677 TTTGHLIYK 6781.7190 1033.5683 17.2207 1201 2 517.2878 ‐0.7113
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 861.4465 ARYDEII 156.7480 861.4449 21.6798 1114 1 861.4449 ‐1.2748
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 798.4832 IGTVPVGR 128.5109 798.4868 23.1153 963 1 798.4868 4.12
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 Carbamidomethyl+C(3) 915.3917 YYCTVID 1211.1820 915.3920 21.1319 957 1 915.3920 1.0555
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 989.5415 ARYDEIIK 219.1832 989.5424 21.4594 1715 2 495.2748 ‐0.4327
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5651.0280 41716.3073 26 25.54 None 896.5564 QTVAVGVIK 275.5328 896.5547 21.0806 1352 2 448.7810 ‐3.4034
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1456.7795 VVDLADIVANNWK 132262.4000 1456.7788 21.0154 88095 2 728.8930 ‐1.2247
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1037.6717 AVALVLPNLK 22297.5000 1037.6712 18.8750 73954 2 519.3393 ‐2.2527
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1780.0215 VPTPNVSVVDLVVQVSK 16064.6800 1780.0207 21.2888 50763 2 890.5140 ‐0.3985
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1786.8184 VIAWYDNEWGYSQR 60501.4000 1786.8200 18.8940 43690 2 893.9136 0.9606
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1908.1164 VPTPNVSVVDLVVQVSKK 1925.0520 1908.1156 20.4160 14505 3 636.7101 ‐1.0615
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 2679.8410 1833.9034 20.9328 11123 2 917.4553 ‐0.7793
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1384.7795 AAALNIVPTSTGAAK 32542.3600 1384.7812 15.8188 7612 2 692.8942 0.3244
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1195.6542 LLDASHRDLR 146.6836 1195.6347 18.4904 9945 2 598.3210 ‐17.7187
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 2260.1820 ELGIDLVIEGTGVFVDRDGAGK 115.0202 2260.2302 18.9773 788 3 754.0816 21.1951
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 867.5662 ALVLPNLK 2249.0150 867.5674 18.8736 6411 1 867.5674 1.41
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 683.4450 VLPNLK 1984.5870 683.4457 18.8763 3110 1 683.4457 0.6768
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1258.6426 DLADIVANNWK 951.1540 1258.6420 21.0165 2574 1 1258.6420 1.31
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 796.5291 LVLPNLK 1746.4570 796.5292 18.8757 2035 1 796.5292 0.2623
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 844.4676 IVANNWK 232.2840 844.4707 21.0267 1509 1 844.4707 3.95
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1482.8526 PNVSVVDLVVQVSK 334.0214 1482.8485 20.7974 1188 2 741.9279 ‐3.4244
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 966.6346 VALVLPNLK 204.4577 966.6350 17.5371 957 2 483.8211 ‐1.5259
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 11457.9400 34560.8260 17 37.22 None 1943.0233 IDLVIEGTGVFVDRDGAGK 113.8470 1943.0300 18.0730 819 2 972.0187 3.55
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1434.7587 AASFNIIPSSTGAAK 58086.4900 1434.7592 16.9753 194810 2 717.8833 ‐0.4265
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1676.9734 TLLFGEKPVTVFGIR 19369.4700 1676.9723 20.3981 102795 3 559.6623 ‐1.6084
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1761.7867 LVSWYDNEWGYSSR 108501.8000 1761.7878 18.7679 92875 2 881.3976 0.6242
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 45154.8300 2741.2754 24.1804 46167 2 1371.1413 3.04
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 2033.0736 FGIVEGLMTTVHSITATQK 5236.7900 2033.0746 23.0699 39993 3 678.3630 0.0199
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1140.6445 VVDLIVHMSK 14866.3000 1140.6459 16.4552 33944 2 570.8266 ‐0.3166
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1498.8475 VPTVDVSVVDLTVR 39133.3200 1498.8479 19.2551 21960 2 749.9276 ‐0.3669
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 2172.0091 GILGYTEDDVVSTDFVGDNR 8870.1130 2172.0069 19.2604 14771 2 1086.5071 ‐0.0627
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 6301.1680 2923.3592 21.9543 9866 3 975.1246 ‐0.6346
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 Oxidation+M(10) 1265.6406 AIKEESEGKMK 2306.1720 1265.6359 25.5408 1060 1 1265.6359 ‐1.8247
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1462.8417 LFGEKPVTVFGIR 2192.9020 1462.8412 20.3943 4544 2 731.9243 ‐1.0158
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1349.7576 FGEKPVTVFGIR 4627.5250 1349.7548 20.4060 3662 2 675.3810 ‐3.1081
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1188.6259 FNIIPSSTGAAK 186.7480 1188.6325 17.5394 2342 2 594.8199 4.1468
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 883.4672 AASFNIIPS 938.4287 883.4683 16.9959 1901 2 442.2378 ‐0.8655
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1202.6892 GEKPVTVFGIR 111.8993 1202.6959 19.6924 1873 2 601.8516 4.22
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 827.4808 LIVHMSK 303.8515 827.4804 16.4600 1224 1 827.4804 ‐0.1416
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1205.6525 FNIIPSSTGAAK 169.7969 1205.6493 17.2719 1174 2 603.3283 ‐3.9310
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15687.0600 33905.9091 18 54.19 None 1743.7762 LVSWYDNEWGYSSR 273.8299 1743.7849 18.4194 1871 3 581.9331 4.1348
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 23873.2000 1347.6092 29.2023 19585 2 674.3083 0.7803
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1945.0212 DPNATVIMLATGTGIAPFR 1708.9820 1945.0169 21.6941 12905 2 973.0121 ‐1.8342
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1387.7064 EGQSVGVIADGIDK 34790.4500 1387.7082 24.1213 11911 2 694.3577 0.6991



NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1366.6849 LVYTNDQGETVK 1815.7220 1366.6863 18.2446 7818 2 683.8468 0.3337
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 823.4308 VDYAISR 5806.3640 823.4301 17.9376 5792 2 412.2187 ‐2.5861
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 340.1091 2757.2760 39.6066 5725 3 919.7635 1.91
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1029.5323 NEEGVIVNR 1984.0240 1029.5326 17.3802 2616 2 515.2699 ‐1.0593
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1265.6161 KAEQWNVEVY 1817.7220 1265.6183 26.6698 11619 2 633.3128 0.8685
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1157.6273 KNEEGVIVNR 13191.9300 1157.6282 15.6372 2946 2 579.3177 ‐0.3180
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 2223.0789 APENFRVDYAISREQANDK 246.2000 2223.0679 35.9539 819 2 1112.0376 ‐4.0548
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 1154.5324 YTNDQGETVK 287.2809 1154.5319 17.1687 2439 2 577.7696 ‐1.5420
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.1423 870.4233 29.2106 2249 1 870.4233 2.86
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 915.4894 EEGVIVNR 182.5134 915.4867 16.2618 1970 2 458.2470 ‐4.5177
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 657.4042 GVIVNR 257.8517 657.4049 18.8194 1710 1 657.4049 0.9459
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 986.5517 VGVIADGIDK 309.9260 986.5550 22.8902 1372 2 493.7811 1.59
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 985.4738 KAEQWNVE 188.8629 985.4754 26.6520 930 1 985.4754 2.04
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 2842.9590 39575.2615 18 38.86 None 2740.2460 ITADDAPGETWHMVFSHQGEIPYR 174.1215 2740.2557 38.0131 95582 3 914.0901 3.25
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 417.3240 29593.8742 5 24.5 Carbamidomethyl+C(8) 1497.7553 GPTPEPLCQVMLR 2718.1340 1497.7592 29.6026 4726 2 749.3832 2.20
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 417.3240 29593.8742 5 24.5 None 1698.8333 GNAYAQIAIGTDDVYK 3326.3240 1698.8383 27.5744 3327 2 849.9228 2.83
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 417.3240 29593.8742 5 24.5 None 3112.4575 YTNAFLGYGPEDSHFVIELTYNYGVDK 769.7029 3112.4730 34.4134 1955 3 1038.1625 5.1434
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 417.3240 29593.8742 5 24.5 None 3979.9025 RDIPEEKYTNAFLGYGPEDSHFVIELTYN 635.9678 3979.9101 37.8514 2988 3 1327.3082 2.01
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 417.3240 29593.8742 5 24.5 Carbamidomethyl+C(8) 2153.0842 GPTPEPLCQVMLRVGDLDR 203.1241 2153.0647 35.9819 1450 2 1077.0360 ‐8.2009
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 619.4228 25733.2895 4 21.70 None 1676.8265 VLTPAEIDDYLAEVE 7443.8380 1676.8289 38.6604 9119 2 838.9181 1.01
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 619.4228 25733.2895 4 21.70 None 1958.9283 GPQLYQVDPSGSYFSWK 347.4451 1958.9181 32.9108 1317 2 979.9627 ‐4.7269
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 619.4228 25733.2895 4 21.70 None 2192.0791 YTEDMELDDAIHTAILTLK 1473.6950 2192.0834 39.0290 5918 3 731.3660 1.29
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 619.4228 25733.2895 4 21.70 None 936.4673 VLTPAEIDD 593.2231 936.4635 38.5790 2223 1 936.4635 ‐3.2493
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 507.9505 25733.2895 2 10.64 None 1676.8265 VLTPAEIDDYLAEVE 5135.0130 1676.8289 38.6604 9119 2 838.9181 1.45
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 507.9505 25733.2895 2 10.64 None 1082.5000 EGFEGEISSK 4234.3170 1082.5023 20.2209 4197 2 541.7548 0.8521
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 15110.0600 1474.7560 22.2205 27686 2 737.8816 ‐1.1914
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 None 2099.9954 IVMELYADTTPETAENFR 11204.3200 2099.9916 31.2405 27076 2 1050.4994 ‐1.1774
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 None 1116.5394 VYFDMTVGGK 3714.5380 1116.5440 16.9913 11804 2 558.7757 3.0079
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 None 1651.9279 HVVFGQVVEGLNVVR 5065.6550 1651.9289 18.8229 10780 3 551.3145 0.0661
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 Oxidation+M(11) 1774.8502 MATNPKVYFDMTVGGK 344.6110 1774.8451 23.5248 1284 3 592.2866 ‐3.3922
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 Carbamidomethyl+C(7) 1158.5824 PVVIADCGQIS 219.2919 1158.5865 23.7392 945 1 1158.5865 4.08
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 None 1514.6758 YADTTPETAENFR 266.0546 1514.6825 28.7484 928 2 757.8449 4.0360
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 None 1017.4710 YFDMTVGGK 350.8156 1017.4744 17.0177 837 1 1017.4744 4.45
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3485.7540 16163.0733 21 44.37 Oxidation+M(11) 1757.8237 MATNPKVYFDMTVGGK 286.5887 1757.8188 25.4363 1469 2 879.4130 ‐2.7880
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 15610.8600 1474.7560 22.2205 27686 2 737.8816 ‐1.1563
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 None 2099.9954 IVMELYADTTPETAENFR 6137.3670 2099.9916 31.2405 27076 2 1050.4994 ‐1.0789
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 None 2137.1764 HVVFGQVVEGLNVVRDIEK 1333.2690 2137.1462 31.0735 2200 3 713.0536 ‐14.5829
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 Oxidation+M(11) 1774.8502 MATNPKVYFDMTVGGK 455.6668 1774.8451 23.5248 1284 3 592.2866 ‐3.5776
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 None 1784.9541 FGQVVEGLNVVRDIEK 1292.8540 1784.9536 31.0751 4228 2 892.9804 ‐0.1450
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 None 954.5367 NVVRDIEK 112.7979 954.5341 28.9515 1563 1 954.5341 ‐1.9260
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 Oxidation+M(11) 1756.8397 MATNPKVYFDMTVGGK 234.7216 1756.8373 22.0039 10069 3 586.2840 ‐2.0496
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2346.7330 16163.0733 21 44.37 Oxidation+M(11) 1757.8237 MATNPKVYFDMTVGGK 470.2834 1757.8266 22.3848 1470 3 586.6137 0.9587
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1153.1340 16163.0733 21 44.37 None 1116.5394 VYFDMTVGGK 5113.9990 1116.5440 16.9913 11804 2 558.7757 2.58
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1153.1340 16163.0733 21 44.37 None 2099.9954 IVMELYADTTPETAENFR 664.8587 2099.9935 17.0470 11774 3 700.6694 ‐1.2570
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1153.1340 16163.0733 21 44.37 None 1651.9279 HVVFGQVVEGLNVVR 7401.0550 1651.9289 18.8229 10780 3 551.3145 ‐0.3198
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1153.1340 16163.0733 21 44.37 None 1017.4710 YFDMTVGGK 289.1238 1017.4744 17.0177 837 1 1017.4744 4.50
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1618.8660 VASPQQAQEVHVAVR 43057.4600 1618.8672 19.5895 23895 3 540.2939 0.1551
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1449.7584 GPEFATIVNSVTSK 7725.5000 1449.7587 18.7135 23258 2 725.3830 ‐0.3497
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1303.6641 IDISGQNSWVGK 16640.0800 1303.6652 24.7873 18240 2 652.3362 0.0402
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 2121.6170 1228.6032 18.5871 16333 2 614.8052 ‐0.8995
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1435.7427 GGAFTGEISVEQLK 3129.0040 1435.7456 28.2868 13058 2 718.3765 1.87
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 4031.2460 2776.3991 23.8493 12412 3 926.1379 0.5922
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1762.9269 MAATSLTAPPSFSGLRR 2795.0210 1762.9263 28.6052 11577 3 588.3136 ‐0.8423
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1096.5898 WVILGHSER 7069.0240 1096.5901 15.8918 4175 2 548.7987 ‐0.8629
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1549.7744 EEDIDGFLVGGASLK 161.9249 1549.8065 19.3498 134123 2 775.4069 20.3218
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1577.8533 GPEFATIVNSVTSKK 172.8702 1577.8557 32.6695 2545 2 789.4315 1.1740
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 3146.6507 LISDLNSATLEADVDVVVSPPFVYIDQVK 370.2521 3146.5976 24.0003 1675 3 1049.5374 ‐16.3690
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1276.6678 GVVAMAGSGKNGTK 1228.0480 1276.6693 23.4518 4582 2 638.8383 0.3280
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1136.6171 QAQEVHVAVR 164.0103 1136.6145 19.4101 2484 2 568.8109 ‐3.3447
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 Carbamidomethyl+C(3) 980.4870 DVCFAQLK 2583.6480 980.4814 18.5918 2123 1 980.4814 ‐4.9097
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1175.5765 MAATSLTAPPSF 345.8415 1175.5776 27.2227 1904 2 588.2924 ‐0.1232
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1190.5800 DISGQNSWVGK 234.8163 1190.5844 25.1159 1830 2 595.7959 2.47
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 698.3580 LGHSER 1120.2850 698.3595 15.8870 1313 1 698.3595 2.0449
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1075.5531 ISGQNSWVGK 353.0502 1075.5484 23.7341 1311 1 1075.5484 ‐3.2073
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1519.7976 ASPQQAQEVHVAVR 7778.1540 1519.8025 19.5740 1014 2 760.4049 2.83
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 4086.3740 32477.6350 32 57.52 None 1531.7639 EEDIDGFLVGGASLK 144.3165 1531.7590 20.2623 1379 2 766.3831 ‐3.5956
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1618.8660 VASPQQAQEVHVAVR 60663.6000 1618.8672 19.5895 23895 3 540.2939 ‐0.0118
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1303.6641 IDISGQNSWVGK 12874.9400 1303.6652 24.7873 18240 2 652.3362 0.0580
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1435.7427 GGAFTGEISVEQLK 3922.9350 1435.7456 28.2868 13058 2 718.3765 1.99
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1762.9269 MAATSLTAPPSFSGLRR 3626.8810 1762.9263 28.6052 11577 3 588.3136 ‐1.0263
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 1014.3820 1821.9247 40.7804 95337 2 911.4660 ‐9.0286
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1577.8533 GPEFATIVNSVTSKK 153.9769 1577.8557 32.6695 2545 2 789.4315 1.96
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 254.0817 2349.1873 33.0261 16156 2 1175.0973 ‐9.2766
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1090.5739 KNVSEEVASK 173.8740 1090.5826 19.8667 1558 2 545.7949 6.13
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 926.4578 KNVSEEVAS 640.8074 926.4590 22.6013 2576 2 463.7331 ‐0.2472
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1190.5800 DISGQNSWVGK 268.1283 1190.5844 25.1159 1830 2 595.7959 2.11
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1519.7976 ASPQQAQEVHVAVR 12696.7600 1519.8025 19.5740 1014 2 760.4049 2.80
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3926.7970 32477.6350 32 57.52 None 1286.6375 IDISGQNSWVGK 341.8620 1286.6423 23.8435 2102 2 643.8248 2.06
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 886.5608 ALVTLIEK 12994.2100 886.5602 26.4244 18714 2 443.7837 ‐2.2294



NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 1102.5680 VYGPHFASPK 5235.0710 1102.5689 19.8891 12755 2 551.7881 ‐0.3673
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 1042.6619 RALVTLIEK 2088.8580 1042.6628 24.3264 7146 2 521.8350 ‐0.4223
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 702.4396 VTLIEK 7117.9590 702.4395 26.4279 5075 1 702.4395 ‐0.1055
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 686.3620 HFASPK 231.1567 686.3628 19.9529 1512 1 686.3628 1.97
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 941.5929 18678.6004 6 11.45 None 840.4363 GPHFASPK 983.0280 840.4355 19.8789 1277 1 840.4355 ‐0.3581
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1411.8407 GTVEIITPVELIK 39988.2300 1411.8400 35.1377 27099 2 706.4237 ‐1.0206
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1045.5888 VGSSEAALLAK 4305.2480 1045.5886 20.9490 21555 2 523.2979 ‐1.4579
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1269.7170 1858.9541 28.1341 4276 3 620.3229 ‐6.9242
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1840.0426 GTVEIITPVELIKQGDK 711.0087 1840.0449 30.5653 3697 3 614.0198 0.6130
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1217.6161 FAVASVAAVSADAG 304.6460 1217.6225 29.2796 996 2 609.3149 4.63
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2073.6530 30675.0078 6 17.42 None 1027.5782 VGSSEAALLAK 167.8749 1027.5761 19.8913 1347 2 514.2917 ‐3.4310
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1401.7332 GLDVIQQAQSGTGK 19289.8100 1401.7332 22.6857 11020 2 701.3702 ‐0.6548
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1827.9388 GIYAYGFEKPSAIQQR 2822.4070 1827.9408 25.8218 9118 3 609.9851 0.6140
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 2059.0892 IQVGVFSATMPPEALEITR 719.5186 2059.0835 20.9745 8322 2 1030.0454 ‐2.2116
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1114.6830 VLITTDLLAR 5963.5730 1114.6816 18.7036 7589 2 557.8444 ‐2.4762
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1502.8802 ILQAGVHVVVGTPGR 387.7641 1502.8898 20.3148 41951 3 501.6348 5.03
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1026.5255 QFYVNVEK 1066.1800 1026.5251 22.6061 4026 2 513.7662 ‐1.6844
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1344.7304 ELAQQIEKVMR 539.4555 1344.7370 19.2156 1211 1 1344.7370 6.64
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1017.5323 IQQAQSGTGK 129.1816 1017.5386 22.4822 5139 2 509.2729 4.88
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1428.7192 IQVGVFSATMPPEA 348.9012 1428.7182 20.8171 1820 2 714.8627 ‐1.2684
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1326.7198 ELAQQIEKVMR 281.3322 1326.7252 18.7485 2382 2 663.8663 3.58
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1383.7227 GLDVIQQAQSGTGK 304.2516 1383.7286 23.5102 768 2 692.3679 3.64
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1002.1600 46042.8078 22 16.67 None 1009.4989 QFYVNVEK 158.1901 1009.4950 22.7087 1979 1 1009.4950 ‐2.9817
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1555.7131 MFVLDEADEMLSR 2113.8480 1555.7125 35.9784 11919 2 778.3599 ‐0.7076
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1401.7332 GLDVIQQAQSGTGK 17862.5900 1401.7332 22.6857 11020 2 701.3702 ‐0.6271
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1827.9388 GIYAYGFEKPSAIQQR 4185.7220 1827.9408 25.8218 9118 3 609.9851 0.4224
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1026.5255 QFYVNVEK 735.5865 1026.5251 22.6061 4026 2 513.7662 ‐1.6947
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1173.6474 RDELTLEGIK 427.8771 1173.6355 29.1537 1201 2 587.3214 ‐11.1554
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1017.5323 IQQAQSGTGK 122.9657 1017.5386 22.4822 5139 2 509.2729 4.77
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1155.6368 RDELTLEGIK 182.0897 1155.6391 31.1930 1366 2 578.3232 0.9250
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 882.3165 46042.8078 22 16.67 None 1383.7227 GLDVIQQAQSGTGK 245.0605 1383.7286 23.5102 768 2 692.3679 3.23
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 167.0318 46042.8078 22 16.67 None 2059.0892 IQVGVFSATMPPEALEITR 1008.9930 2059.0835 20.9745 8322 2 1030.0454 ‐2.0648
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 167.0318 46042.8078 22 16.67 None 1114.6830 VLITTDLLAR 4797.5930 1114.6816 18.7036 7589 2 557.8444 ‐2.8994
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1256.2030 33304.4075 2 3.80 None 1318.7001 DDLFNINAGIVK 33080.0000 1318.6993 32.3291 21743 2 659.8533 ‐1.4171
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1256.2030 33304.4075 2 3.80 None 1301.6736 DDLFNINAGIVK 314.8685 1301.6790 33.6104 4372 2 651.3431 3.30
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 None 1821.9534 GAELVLFPEGFIGGYPR 11709.1700 1821.9516 22.4111 7931 2 911.4794 ‐0.8484
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 2589.6000 2164.0341 31.9021 5548 2 1082.5207 ‐1.0126
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 None 2052.0495 VTIVQSSTVYNDTPATIDK 1831.6640 2052.0474 25.9278 4723 2 1026.5273 ‐0.5066
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 2464.2740 1481.6951 30.1409 4074 2 741.3512 0.1885
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(7) 2748.3603 EGYTLYCTVLFFSPQGQFLGKHR 267.1995 2748.3689 22.3812 1371 3 916.7945 3.70
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(7) 1182.5500 EGYTLYCTVL 240.3416 1182.5509 21.6342 2053 2 591.7791 ‐0.2340
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 4241.5050 2485.2846 43.2147 4829 3 829.0997 2.39
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 1116.5870 GLFPMLADPR 1117.5220 1116.5858 21.9614 1963 2 558.7965 ‐2.2853
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 1301.6888 VFNQDLYFKK 344.4042 1301.6912 18.0838 3512 2 651.3493 1.0324
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 1503.7802 DKEVISTWGVQNK 457.1295 1503.7533 25.5331 1975 2 752.3803 ‐18.3123
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 Carbamidomethyl+C(6) 1297.6569 ASVIICFTSSGR 300.3548 1297.6542 17.7151 790 3 433.2229 ‐3.0018
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 1741.8656 TNQLKWSFSGAFEAR 350.4687 1741.8832 21.1631 2177 3 581.2993 9.10
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 731.3835 WGVQNK 113.8278 731.3803 24.4885 2021 1 731.3803 ‐4.3365
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 928.4709 FPMLADPR 160.7805 928.4674 23.8215 935 1 928.4674 ‐3.1872
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 274.6916 52288.9193 9 7.38 None 1283.6783 VFNQDLYFKK 213.3575 1283.6832 17.9041 1624 2 642.3452 2.16
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 1434.7111 LTPDYDALDVANK 29518.6500 1434.7116 25.9904 32561 2 717.8595 ‐0.1999
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 1140.5605 YPLTTESAMK 8714.5880 1140.5610 21.0074 18418 2 570.7841 ‐0.6746
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 1213.6899 VNTLIRPDGTK 272.5569 1213.6782 30.5123 3838 2 607.3427 ‐10.6523
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 1923.9811 AYVRLTPDYDALDVANK 873.0773 1923.9790 18.6095 2639 3 641.9979 ‐1.4567
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 845.4363 DALDVANK 338.3299 845.4364 24.9340 1955 1 845.4364 0.4778
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 977.4972 PLTTESAMK 244.0584 977.4974 22.0566 1268 2 489.2523 ‐1.1952
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3201.9350 16743.9467 10 25.68 None 1202.5688 PDYDALDVANK 233.4748 1202.5644 23.8228 1135 2 601.7858 ‐4.6416
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3023.7560 16743.9467 10 25.68 None 1434.7111 LTPDYDALDVANK 24150.3000 1434.7116 25.9904 32561 2 717.8595 ‐0.1688
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3023.7560 16743.9467 10 25.68 None 1140.5605 YPLTTESAMK 12652.0200 1140.5610 21.0074 18418 2 570.7841 ‐0.6733
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3023.7560 16743.9467 10 25.68 None 1213.6899 VNTLIRPDGTK 640.1578 1213.6782 30.5123 3838 2 607.3427 ‐10.6436
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 761.4040 DSLVEAK 1712.6150 761.4040 22.3148 15159 1 761.4040 0.4002
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1645.8003 EGLPAFPMGNIDQTR 8774.1520 1645.8028 31.6180 14837 2 823.4050 1.09
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 3062.8150 1086.6028 22.7976 11231 2 543.8050 3.80
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 7177.7650 1350.6692 24.0453 9120 2 675.8382 0.0302
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1398.7264 VSLAGYEEYIVR 999.6664 1398.7278 31.2529 7883 2 699.8675 0.4309
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1980.0410 QIGVIGWGSQGPAQAQNLR 2049.5490 1980.0316 27.6271 19521 3 660.6820 ‐5.3077
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Oxidation+M(16) 2548.2435 EGLPAFPMGNIDQTRMWKVGER 512.7341 2548.2415 38.6279 1325 3 850.0854 ‐0.9879
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1031.4939 PMGNIDQTR 175.4431 1031.4902 32.3227 2265 1 1031.4902 ‐2.4399
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(5) 1332.6577 NTVECITGTISR 453.2895 1332.6603 21.4124 2468 2 666.8338 1.23
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 179.4216 1069.5678 23.7135 2169 2 535.2876 ‐4.2696
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 955.1538 40393.2397 5 19.41 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 8899.9300 2225.0840 40.2864 8099 2 1113.0457 ‐0.0025
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 955.1538 40393.2397 5 19.41 None 1669.8796 LSNLGAEFNPPEGIVI 2753.5750 1669.8830 37.3287 6950 2 835.4451 1.83
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 955.1538 40393.2397 5 19.41 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 2169.8750 2559.2679 23.3817 6065 3 853.7608 2.99
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 955.1538 40393.2397 5 19.41 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK 2392.5870 2381.1943 37.8344 1372 3 794.4030 2.76
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 955.1538 40393.2397 5 19.41 None 1175.5368 YAADQDAFFK 2781.5050 1175.5385 25.0337 3282 2 588.2729 0.4546
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2033.1390 21508.2141 3 20.21 None 1040.6463 LVTPLTLQR 37960.7100 1040.6482 16.9759 5494 2 520.8277 0.1165
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2033.1390 21508.2141 3 20.21 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 1769.4550 1826.0511 22.9365 1979 2 913.5292 3.1775
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2033.1390 21508.2141 3 20.21 None 1102.6103 LSSAAAKPSVTA 875.2498 1102.6381 16.9169 3254 2 551.8227 23.6161
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1658.8285 YGAGIGPGVYDIHSPR 23960.9000 1658.8291 25.0614 53012 3 553.6146 ‐0.4092



NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1411.7904 GGIGVIQIDEAALR 80859.5400 1411.7903 31.6318 44601 2 706.3988 ‐0.6434
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 942.5619 VVEVNALAK 13027.4200 942.5586 20.6746 39294 2 471.7829 ‐4.9659
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1235.5759 GNASVPAMEMTK 27497.0200 1235.5814 21.3370 32409 2 618.2943 3.29
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 27129.0900 2384.2185 40.3560 28414 3 795.4110 0.4964
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 2075.0880 ALAGQKDEALFSANAAALASR 5495.7720 2075.0939 28.5708 20835 3 692.3695 2.02
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 4365.0480 2404.1788 37.5982 18776 3 802.0645 3.41
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 3255.3460 1714.9329 22.0267 10796 3 572.3158 0.4389
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 874.4629 VTNEGVQK 589.6340 874.4635 18.7977 5488 1 874.4635 1.73
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1096.5786 YLFAGVVDGR 1214.2650 1096.5552 26.2026 1548 2 548.7812 ‐22.5093
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1394.7097 SSIWKQMSAAGTK 645.6827 1394.7076 26.5133 17046 2 697.8574 ‐2.1031
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1176.6987 KYTEVKPALK 4788.5140 1176.7009 16.1207 4174 3 392.9052 0.8189
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1782.9173 AGFPEGKYLFAGVVDGR 534.3787 1782.9318 27.6922 3918 3 594.9821 7.31
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 235.6326 2052.0474 25.9278 4723 2 1026.5273 ‐2.7009
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1043.5269 GVYDIHSPR 198.8922 1043.5297 23.2318 15360 2 522.2685 1.93
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 724.3737 DIHSPR 687.0049 724.3744 26.0990 3512 1 724.3744 1.52
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 993.4744 SVPAMEMTK 1054.9850 993.4737 21.3281 809 1 993.4737 0.3386
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 18 23.92 None 1376.6991 SSIWKQMSAAGTK 167.7402 1376.6951 25.1110 2386 2 688.8512 ‐3.5746
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1581.8370 TIEKPVEDPSELPK 110848.5000 1581.8381 21.5068 133786 3 527.9509 0.0548
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1763.9174 VETLLNLDTKPYSDR 35619.3600 1763.9187 28.0788 79769 3 588.6444 0.2365
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 99617.2400 2564.3046 22.7583 67787 3 855.4397 0.6619
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 25433.0900 3000.3979 21.2165 52462 3 1000.8042 ‐0.6158
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 545.3293 LSLNV 8139.4240 545.3291 26.4158 51783 1 545.3291 ‐0.8776
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1817.8565 HETASIDQFSWGVANR 7730.4620 1817.8600 28.1248 50504 3 606.6248 1.74
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 7591.2420 2676.2736 22.3562 29413 3 892.7627 1.03
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 899.5673 AILNLSLR 9450.3870 899.5661 18.2516 29027 2 450.2867 ‐2.8282
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 6059.5580 2623.3303 19.0660 28567 3 875.1150 0.3652
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAE 9300.4120 3842.9822 25.6044 22165 3 1281.6656 ‐0.5856
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 4227.8910 1775.9674 21.7521 9296 2 888.4873 ‐0.8925
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1135.5994 EEGGFEVIKK 41215.6400 1135.6001 20.1760 8455 2 568.3037 ‐0.4816
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2910.1840 2467.2330 33.7622 7895 2 1234.1201 3.0628
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1361.6080 EHISAYGEGNER 16294.0000 1361.6075 15.4162 4956 3 454.5407 ‐1.2136
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1007.5044 EEGGFEVIK 6638.6880 1007.5053 23.5492 1294 1 1007.5053 1.18
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1416.7441 VLALQSDNSTVNR 558.4765 1416.7210 21.0462 4005 2 708.8641 ‐16.9160
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1509.7730 SMREEGGFEVIKK 3223.1910 1509.7745 20.5823 10101 3 503.9297 0.3149
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 640.3242 WPLGW 161.2550 640.3233 20.6212 4243 1 640.3233 ‐1.5542
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 914.4466 EDPSELPK 156.8301 914.4424 19.5315 2774 1 914.4424 ‐3.8678
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 670.3770 PSELPK 985.1445 670.3779 22.8422 2614 1 670.3779 1.28
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 730.4094 EALAAQK 157.6672 730.4101 23.9234 1977 1 730.4101 1.0027
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1225.5947 TIEKPVEDPSE 740.4174 1225.5917 22.0131 1623 1 1225.5917 ‐0.8548
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1722.8010 VSGEVPWFGIEQEYT 369.1484 1722.8028 20.8201 1337 2 861.9050 1.0279
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1120.6513 ILYPQAIFR 115.0910 1120.6569 19.7492 834 2 560.8321 3.45
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1116.4956 HETASIDQFS 393.3781 1116.4906 28.1142 808 1 1116.4906 ‐3.2786
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 15616.4500 47809.8511 38 56.98 None 1117.5888 EEGGFEVIKK 362.1160 1117.5891 18.0397 3659 2 559.2982 ‐0.9171
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 115147.0000 2564.3046 22.7583 67787 3 855.4397 0.8357
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 44797.7100 3000.3979 21.2165 52462 3 1000.8042 ‐0.1746
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 3536.9150 2676.2736 22.3562 29413 3 892.7627 1.27
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 899.5673 AILNLSLR 12206.6800 899.5661 18.2516 29027 2 450.2867 ‐3.3812
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 9398.9740 2623.3303 19.0660 28567 3 875.1150 0.5751
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAE 10255.5200 3842.9822 25.6044 22165 3 1281.6656 0.3724
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 1775.9690 IIAEYIWIGGSGIDLR 4062.8960 1775.9674 21.7521 9296 2 888.4873 ‐0.9166
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 1381.6780 SMREEGGFEVIK 318.8609 1381.6569 18.5382 4997 2 691.3321 ‐16.2318
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 879.4571 AAEIFSNK 520.2460 879.4615 21.6044 4138 1 879.4615 5.69
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 602.3620 NLSLR 486.2607 602.3626 18.2189 2842 1 602.3626 0.4430
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 1120.6513 ILYPQAIFR 142.5699 1120.6569 19.7492 834 2 560.8321 3.49
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10665.9600 47809.8511 38 56.98 None 862.4305 AAEIFSNK 70.4800 862.4328 22.8229 1698 1 862.4328 3.0309
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1441.7533 EGQSIGVIPEGIDK 24423.1600 1441.7538 26.2664 21841 2 721.3805 ‐0.2098
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 23873.2000 1347.6092 29.2023 19585 2 674.3083 0.7803
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1307.6842 LVYTNDGGEIVK 13601.2000 1307.6843 22.0129 14977 2 654.3458 ‐0.6773
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1536.7653 LDFAVSREQTNEK 1662.0890 1536.7657 34.7386 14376 2 768.8865 ‐0.0943
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1232.6555 GIDDIMVSLAAK 8275.5520 1232.6563 19.7004 9055 2 616.8318 ‐0.2640
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1153.5160 SEQWNVEVY 4041.2080 1153.5177 29.4974 4322 2 577.2625 0.3649
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1596.9142 MTLPVRLGTLSSPPK 725.9998 1596.9125 20.2450 10851 2 798.9599 ‐1.3402
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 2797.3787 GMEKGIDDIMVSLAAKDGIDWLEYK 1502.0830 2797.3515 21.2297 4102 3 933.1220 ‐9.4374
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 726.3206 SEQWNV 135.3219 726.3180 28.1654 4259 1 726.3180 ‐3.4036
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.1423 870.4233 29.2106 2249 1 870.4233 2.86
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1171.5486 GMEKGIDDIMV 176.1198 1171.5502 18.9801 1862 2 586.2787 0.2974
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1095.5317 YTNDGGEIVK 731.8727 1095.5313 22.0103 896 1 1095.5313 0.8161
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 245.6477 2352.1777 20.1506 752 2 1176.5925 0.4620
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3623.3200 29912.4653 31 44.27 None 1423.7427 EGQSIGVIPEGIDK 598.8558 1423.7450 23.5934 1427 2 712.3761 0.9898
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 None 1441.7533 EGQSIGVIPEGIDK 19874.5400 1441.7538 26.2664 21841 2 721.3805 ‐0.1780
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 31625.7300 1347.6092 29.2023 19585 2 674.3083 0.8026
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 None 1307.6842 LVYTNDGGEIVK 5654.3250 1307.6843 22.0129 14977 2 654.3458 ‐0.6591
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 182.9939 2352.1611 32.7148 772 3 784.7252 ‐8.0040
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 Carbamidomethyl+C(5) 1593.7578 SNFLCDLKPGDEAK 190.1366 1593.7515 28.2141 2617 2 797.3794 ‐4.1555
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.2164 870.4233 29.2106 2249 1 870.4233 3.0047
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 None 1095.5317 YTNDGGEIVK 240.8134 1095.5313 22.0103 896 1 1095.5313 0.9035
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2738.8360 29912.4653 31 44.27 None 1423.7427 EGQSIGVIPEGIDK 370.4171 1423.7450 23.5934 1427 2 712.3761 1.0198



NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 1630.7959 LYSIASSAIGDFGDSK 4465.9710 1630.7971 18.4826 22268 2 815.9022 0.4034
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 1945.0212 DPNATIIMLGTGTGIAPFR 2514.7770 1945.0169 21.6941 12905 2 973.0121 ‐1.7563
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 1232.6555 GIDDIMVSLAAK 8941.1790 1232.6563 19.7004 9055 2 616.8318 ‐0.6160
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 1624.7927 MAEYAEELWELLK 661.9396 1624.7986 23.3622 4222 2 812.9029 3.53
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 2797.3787 GMEKGIDDIMVSLAAKDGIDWLEYK 1467.3400 2797.3515 21.2297 4102 3 933.1220 ‐9.1208
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 257.8560 2352.1777 20.1506 752 2 1176.5925 0.7856
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 897.4644 29912.4653 31 44.27 None 2779.3681 GMEKGIDDIMVSLAAKDGIDWLEYK 1139.9680 2779.3751 21.8680 3254 3 927.1299 3.0511
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 1203.6368 EIEYPGQVLR 91950.3800 1203.6357 25.4804 206062 2 602.3215 ‐1.8908
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 144462.1000 2360.1591 24.0213 138892 2 1180.5832 ‐1.6452
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 1588.7278 TNTDFLPYNGDGFK 63554.1900 1588.7302 29.2744 52007 2 794.8687 1.63
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSS 3798.0250 4704.2284 22.4760 36662 4 1176.8125 ‐0.6303
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 2101.1410 2386.1178 29.4235 4014 2 1193.5625 ‐1.0621
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 1215.5892 FVESAATSFSVA 951.0555 1215.5930 17.5522 3094 2 608.3002 2.31
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 961.5102 EYPGQVLR 165.9439 961.5048 24.0150 7862 1 961.5048 ‐4.8020
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 917.5091 QVNYLLGK 404.9241 917.5105 26.0074 4426 2 459.2589 ‐0.0222
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 535.2399 EIEY 153.6319 535.2390 25.8404 2225 1 535.2390 ‐2.0301
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 916.4411 EIEYPGQV 156.9776 916.4422 24.5475 1390 1 916.4422 1.39
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 1426.6373 SITDYGSPEEFLS 366.1028 1426.6341 25.4497 834 2 713.8207 ‐2.7782
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 23130.6700 23816.0454 27 55.71 None 1186.6103 EIEYPGQVLR 293.7097 1186.6071 25.6211 1265 1 1186.6071 ‐1.2186
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 1203.6368 EIEYPGQVLR 83289.9200 1203.6357 25.4804 206062 2 602.3215 ‐1.8831
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 1588.7278 TNTDFLPYNGDGFK 75485.8400 1588.7302 29.2744 52007 2 794.8687 1.30
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 827.4957 2386.1153 29.4307 3095 2 1193.5613 ‐1.9775
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 1343.6842 KFVESAATSFSVA 5335.8060 1343.6850 26.7662 21120 2 672.3461 ‐0.0827
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 669.4042 PGQVLR 26180.9300 669.4038 25.4816 13391 1 669.4038 ‐0.5904
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 832.4676 YPGQVLR 3250.9000 832.4671 25.4855 4727 1 832.4671 ‐0.0843
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8708.1210 23816.0454 27 55.71 None 1325.6736 KFVESAATSFSVA 245.6160 1325.6714 24.3678 768 2 663.3393 ‐2.4236
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 118146.9000 2360.1591 24.0213 138892 2 1180.5832 ‐1.3168
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSS 4264.0420 4704.2284 22.4760 36662 4 1176.8125 ‐1.9713
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 1215.5892 FVESAATSFSVA 763.5524 1215.5930 17.5522 3094 2 608.3002 1.08
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 1588.7278 TNTDFLPYNGDGFK 521.7806 1588.7188 17.9951 5104 2 794.8630 ‐6.1157
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 1238.6852 HQLITATVNGGK 156.5423 1238.6576 17.7244 973 1 1238.6576 ‐20.4809
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 2160.0495 TDYGSPEEFLSQVNYLLGK 2583.4390 2160.0483 24.0115 1486 2 1080.5278 0.3777
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 1220.6746 HQLITATVNGGK 235.4143 1220.6759 17.9902 1076 2 610.8416 ‐0.2377
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 12269.6300 23816.0454 27 55.71 None 1571.7013 TNTDFLPYNGDGFK 386.9192 1571.7023 18.6549 1681 2 786.3548 0.2039
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1611.9105 ALLDDPVFRPLVEK 23200.6800 1611.9128 19.5212 55109 3 537.9758 0.7972
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 922.4516 LSELGFADA 19771.8400 922.4523 28.7291 53089 1 922.4523 1.15
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 59300.3700 2280.0581 22.1182 40919 2 1140.5327 ‐0.2254
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1101.6150 EGLLQLVSDK 17200.2500 1101.6159 31.0886 36576 2 551.3116 ‐0.3714
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 2064.8644 YAADEDAFFADYAEAHMK 35060.0000 2064.8656 31.2978 35059 3 688.9600 0.2972
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 37776.3200 960.4756 19.5643 30460 2 480.7415 ‐1.1872
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 2069.0808 QMGLSDKDIVALSGAHTLGR 9234.6840 2069.0823 17.4820 28535 3 690.3656 0.4227
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1858.0168 ELLSGEKEGLLQLVSDK 9374.3460 1858.0181 33.0545 25844 3 620.0109 0.2439
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 5300.7610 1635.7345 22.9149 18811 3 545.9163 0.1044
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1343.6478 NYPTVSEDYKK 5937.7720 1343.6445 18.0276 14127 3 448.5530 ‐3.2926
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1249.6171 EDKPQPPPEGR 481.4068 1249.6234 21.1523 7536 3 417.2127 4.1193
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 615.3647 PIMVR 11399.6700 615.3654 19.5637 3614 1 615.3654 0.8300
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1066.5415 PTVSEDYKK 4386.2930 1066.5393 18.0062 2727 2 533.7733 ‐3.3519
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 888.5302 FRPLVEK 202.1181 888.5314 20.4002 2188 1 888.5314 1.50
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 686.4018 APIMVR 2200.2020 686.4020 19.5625 2119 1 686.4020 0.1779
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 798.4217 SGAHTLGR 372.3500 798.4212 18.4335 2106 1 798.4212 ‐0.3384
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 988.5211 KPQPPPEGR 206.0197 988.5200 21.1428 1427 2 494.7637 ‐2.4010
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 969.4888 TVSEDYKK 546.3820 969.4892 18.0344 1302 1 969.4892 1.85
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 870.5196 FRPLVEK 228.4724 870.5227 16.8492 1075 2 435.7650 2.0130
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1830.7639 ADEDAFFADYAEAHMK 2014.6040 1830.7696 31.3005 1063 2 915.8884 3.11
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 741.4618 RPLVEK 135.4182 741.4630 17.0705 1057 1 741.4630 1.31
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 13131.7400 27846.3943 22 56.80 None 1232.5906 EDKPQPPPEGR 187.8795 1232.5867 23.5131 2099 2 616.7970 ‐4.0748
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 1158.6517 GVLLYGPPGTGK 9414.6980 1158.6535 16.2636 8743 2 579.8304 0.0279
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 Carbamidomethyl+C(15) 3394.6494 LIREMFNYAREHQPCIIFMDEIDAIGGR 486.5576 3394.6377 25.4871 3029 3 1132.2174 ‐2.0502
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 1495.7136 FSEGTSADREIQR 190.9323 1495.7121 20.3171 6163 2 748.3597 ‐1.6396
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 1800.9564 ESIELPLMNPELFLR 5358.2840 1800.9579 23.8451 3291 2 900.9826 0.9254
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 Carbamidomethyl+C(11) 2569.2399 GFNGADLRNICTEAGMFAIRAER 1038.6630 2569.2428 20.4448 6973 3 857.0858 1.48
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 1058.5225 TSADREIQR 525.2072 1058.5224 22.0755 3438 1 1058.5224 1.0319
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 Carbamidomethyl+C(8) 2233.0965 GADLRNICTEAGMFAIRAER 233.3521 2233.0868 19.7816 3334 3 745.0338 ‐4.5405
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 1348.6817 ESIELPLMNPEL 442.8171 1348.6797 25.5839 2991 1 1348.6797 0.6002
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 625.2429 37743.2038 9 23.28 None 798.4217 DREIQR 86.1178 798.4212 18.4335 2106 1 798.4212 ‐0.4546
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1573.8432 GVTTIIGGGDSVAAVEK 137159.6000 1573.8438 26.4277 104921 2 787.4255 0.0939
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1404.7369 ELDYLVGAVSNPK 62353.0900 1404.7372 28.3307 88943 2 702.8722 ‐0.4336
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1933.9767 LASLADLYVNDAFGTAHR 37657.6400 1933.9773 19.6620 60433 3 645.3306 ‐0.0645
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1100.6562 IGVIESLLEK 69178.8900 1100.6568 19.9046 55888 2 550.8320 ‐0.6022
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 999.5986 FSLAPLVPR 26686.3200 999.5981 19.2347 53869 2 500.3027 ‐1.8008
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 5930.2270 2269.1890 19.8733 47853 3 757.0679 1.91
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1447.8671 FLKPSVAGFLLQK 5571.7470 1447.8677 19.2740 20080 3 483.2941 ‐0.3549
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1102.6368 RPFAAIVGGSK 16082.1600 1102.6387 14.6654 19637 2 551.8230 0.5737
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1539.8992 GVSLLLPTDVVIADK 11743.0900 1539.9001 20.7050 18958 2 770.4537 0.1941
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1220.7474 VILSTHLGRPK 15964.3400 1220.7489 13.6989 8853 3 407.5878 0.2974
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 713.4556 AAIPTIK 6922.1060 713.4553 20.3661 7120 1 713.4553 ‐0.4629
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1579.8942 VLPGVVALDEATPVTV 1888.2070 1579.9002 36.0841 4890 2 790.4537 3.22
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 633.7849 2370.2971 21.0558 7192 3 790.7706 2.28
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 652.4141 APLVPR 134.5639 652.4116 17.1131 40952 1 652.4116 ‐3.9295



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 987.5721 GVIESLLEK 1521.6520 987.5731 20.0136 6723 1 987.5731 1.31
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 642.4185 AIPTIK 2943.2340 642.4160 20.3985 5161 1 642.4160 ‐4.1102
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 581.3770 PLVPR 158.9463 581.3778 19.2357 4738 1 581.3778 0.9951
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1662.8234 LADLYVNDAFGTAHR 315.1633 1662.8186 19.5905 3959 2 831.9129 ‐3.0868
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1008.5949 LSTHLGRPK 5935.5000 1008.5965 13.6989 3946 2 504.8019 0.2586
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 571.3814 IPTIK 1439.5410 571.3808 20.3684 3906 1 571.3808 ‐1.3648
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1047.5833 YLVGAVSNPK 552.6628 1047.5831 28.2899 3830 2 524.2952 ‐1.5064
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 543.3038 RPFAA 438.7137 543.3049 14.6722 3607 1 543.3049 1.03
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 560.3402 IVGGSK 100.9531 560.3415 17.3845 3510 1 560.3415 1.82
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 458.2973 PTIK 838.5816 458.2961 20.3656 3110 1 458.2961 ‐3.4644
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1749.8555 SLADLYVNDAFGTAHR 2151.8530 1749.8630 19.6549 2618 2 875.4351 4.85
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 656.3879 RPFAAI 236.4706 656.3889 14.6600 2319 1 656.3889 1.84
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1162.6103 DYLVGAVSNPK 649.9629 1162.6073 28.3381 1899 1 1162.6073 ‐1.1747
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1121.6790 ILSTHLGRPK 4860.9560 1121.6804 13.7010 1706 2 561.3438 0.1231
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 852.5302 SLAPLVPR 158.7765 852.5333 19.2383 1689 1 852.5333 4.1064
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 765.4981 LAPLVPR 382.6627 765.4974 19.2402 1539 1 765.4974 ‐0.7290
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 718.3981 ESLLEK 405.4063 718.3966 21.0713 1457 1 718.3966 ‐2.1643
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 895.5108 STHLGRPK 1096.3340 895.5114 13.6989 907 2 448.2594 ‐0.8473
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 818.4254 DSVAAVEK 247.4106 818.4213 25.5908 906 1 818.4213 ‐4.6864
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1292.6416 VGVAGVMSHISTGGG 277.1073 1292.6491 18.1687 905 2 646.8282 4.56
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13825.2000 42729.4379 71 42.47 None 1430.8406 FLKPSVAGFLLQK 278.7203 1430.8395 21.2029 1170 2 715.9234 ‐1.3418
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 1573.8432 GVTTIIGGGDSVAAVEK 146474.5000 1573.8438 26.4245 103745 2 787.4255 0.1176
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 1404.7369 ELDYLVGAVSNPK 87779.1700 1404.7372 28.3307 88943 2 702.8722 ‐0.4056
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 713.4556 AAIPTIK 7877.6600 713.4553 20.3661 7120 1 713.4553 ‐0.3267
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 1579.8942 VLPGVVALDEATPVTV 2765.8740 1579.9002 36.0841 4890 2 790.4537 3.80
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 642.4185 AIPTIK 4465.5800 642.4160 20.3985 5161 1 642.4160 ‐3.9649
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 571.3814 IPTIK 1913.7610 571.3808 20.3684 3906 1 571.3808 ‐1.2104
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 1047.5833 YLVGAVSNPK 745.3061 1047.5831 28.2899 3830 2 524.2952 ‐1.5144
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 458.2973 PTIK 2108.0390 458.2961 20.3656 3110 1 458.2961 ‐3.2956
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 989.4898 GGGDSVAAVEK 2440.6250 989.4904 26.4252 2705 1 989.4904 1.10
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 9272.6700 42729.4379 71 42.47 None 1162.6103 DYLVGAVSNPK 1266.3340 1162.6073 28.3381 1899 1 1162.6073 ‐1.0959
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1933.9767 LASLADLYVNDAFGTAHR 37325.9300 1933.9773 19.6620 60433 3 645.3306 ‐0.2775
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1100.6562 IGVIESLLEK 58835.6900 1100.6568 19.9046 55888 2 550.8320 ‐1.0339
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 999.5986 FSLAPLVPR 22804.6700 999.5981 19.2347 53869 2 500.3027 ‐2.2935
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6429.7980 2269.1890 19.8733 47853 3 757.0679 1.18
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1447.8671 FLKPSVAGFLLQK 5877.0360 1447.8677 19.2740 20080 3 483.2941 ‐0.8660
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1102.6368 RPFAAIVGGSK 38535.5600 1102.6387 14.6654 19637 2 551.8230 0.1432
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1539.8992 GVSLLLPTDVVIADK 22682.4000 1539.9001 20.7050 18958 2 770.4537 0.0275
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1573.8432 GVTTIIGGGDSVAAVEK 13133.6700 1573.8453 16.6258 17624 2 787.4263 0.8911
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1220.7474 VILSTHLGRPK 35806.3300 1220.7489 13.6989 8853 3 407.5878 ‐0.3530
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1404.7369 ELDYLVGAVSNPK 1222.3570 1404.7370 17.5570 4260 2 702.8721 ‐0.8439
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1335.1320 2370.2971 21.0558 7192 3 790.7706 2.75
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 652.4141 APLVPR 215.3443 652.4116 17.1131 40952 1 652.4116 ‐4.1314
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 581.3770 PLVPR 168.5735 581.3778 19.2357 4738 1 581.3778 0.7518
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 987.5721 GVIESLLEK 1357.4030 987.5726 19.9042 4484 1 987.5726 1.86
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1662.8234 LADLYVNDAFGTAHR 251.6931 1662.8186 19.5905 3959 2 831.9129 ‐3.1793
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1008.5949 LSTHLGRPK 11372.4300 1008.5965 13.6989 3946 2 504.8019 ‐0.2287
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 543.3038 RPFAA 1040.9950 543.3049 14.6722 3607 1 543.3049 1.49
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 930.5506 VIESLLEK 303.9539 930.5458 19.0103 2815 1 930.5458 ‐4.5166
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 656.3879 RPFAAI 493.1726 656.3889 14.6600 2319 1 656.3889 1.87
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1121.6790 ILSTHLGRPK 8579.1460 1121.6804 13.7010 1706 2 561.3438 ‐0.2959
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 852.5302 SLAPLVPR 176.4168 852.5333 19.2383 1689 1 852.5333 4.0209
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 765.4981 LAPLVPR 141.3976 765.4974 19.2402 1539 1 765.4974 ‐0.8651
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 895.5108 STHLGRPK 1985.5450 895.5114 13.6989 907 2 448.2594 ‐1.4028
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 2251.1751 VGVAGVMSHISTGGGASLELLEGK 691.2626 2251.1776 18.7087 4976 3 751.0640 0.9299
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1386.7264 ELDYLVGAVSNPK 299.2860 1386.7239 18.9704 3684 2 693.8656 ‐2.6677
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 7651.7610 42729.4379 71 42.47 None 1430.8406 FLKPSVAGFLLQK 346.4539 1430.8395 21.2029 1170 2 715.9234 ‐1.5742
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1271.6266 GLTFDSGGYNIK 3462.5110 1271.6266 26.4442 9663 2 636.3169 ‐0.8938
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1318.6233 TIEVNNTDAEGR 4242.0040 1318.6256 16.6438 9639 2 659.8165 0.9706
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 2150.1703 ELINSPANVLTPAVLAEEAAK 2141.1190 2150.1708 35.7361 9597 2 1075.5891 0.9646
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1376.5070 1850.9358 20.0068 7964 2 925.9715 2.65
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 1286.6420 2289.0703 32.4129 3754 2 1145.0388 0.9558
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1678.9050 ISFTAKEIDVIEWK 1757.7800 1678.8886 22.0920 6957 2 839.9479 ‐9.9056
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1937.9662 ASQSTSAAIVLASSVSDESK 338.8126 1937.9486 34.3402 1796 2 969.4779 ‐8.7315
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1163.5473 SGVADMVNTGGR 532.8572 1163.5578 17.6148 1148 2 582.2825 7.93
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1448.7380 DGNSKFENPILSK 1879.4830 1448.7328 22.4747 3139 2 724.8700 ‐4.1402
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1806.9749 KSGTGFGVATLVEWVQK 957.1480 1806.9778 20.2424 2915 2 903.9925 1.24
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1587.8701 LAKEVIAASERSGEK 849.2220 1587.8604 23.8374 1401 3 529.9583 ‐6.7232
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1854.8756 VASTYSDVFTANILNEE 330.7499 1854.8675 31.0641 7609 2 927.9374 ‐4.1954
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1002.5619 TLVEWVQK 192.3395 1002.5613 20.9971 1443 2 501.7843 ‐1.9336
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 1198.5739 DGNSKFENPIL 204.9951 1198.5668 22.1298 1382 1 1198.5668 ‐4.4122
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 Carbamidomethyl+C(11) 1287.6402 LTLADALVYACN 195.8193 1287.6443 18.7318 1282 2 644.3258 2.36
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 None 863.4217 ASERSGEK 153.4280 863.4256 22.1282 934 1 863.4256 4.89
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 17 20.96 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 238.6006 1832.9152 19.7865 1118 2 916.9612 ‐3.1054
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 1800.6900 2607.3573 37.4634 5744 3 869.7906 0.9116
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 None 1310.6297 GLDFSALMDDVK 2437.3000 1310.6307 35.6851 5168 2 655.8190 ‐0.0295
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 2160.3060 1404.7257 21.3223 4901 2 702.8665 ‐1.1256
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 None 1353.7161 LGSPLSWEHVTK 1024.1090 1353.7207 16.5424 2891 2 677.3640 2.48
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 Carbamidomethyl+C(8) 922.4411 TLSGTGACR 315.2122 922.4405 22.1716 1406 1 922.4405 0.0117



NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 271.6243 48099.9890 6 14.65 Carbamidomethyl+C(9) 1050.4997 QTLSGTGACR 216.9984 1050.4969 21.9859 774 2 525.7521 ‐3.9332
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4659.7390 29005.0460 2 8.61 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 54093.4900 2329.1976 21.0183 60732 2 1165.1024 ‐1.1426
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4659.7390 29005.0460 2 8.61 None 1266.7456 TVPAAVPAIVFLS 223.6992 1266.7413 20.2756 10947 2 633.8743 ‐4.6560
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1453.7546 FVIGGPHGDAGLTGR 14327.5900 1453.7549 15.6003 43299 3 485.2565 ‐0.5942
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1043.5302 NDGGAMIPIR 5108.6720 1043.5297 23.2318 15360 2 522.2685 ‐1.7826
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1761.8555 YLDDNTIFHLNPSGR 3868.9550 1761.8576 18.1952 14954 3 587.9574 0.7050
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1525.9200 TGTIPDKDILVLIK 7950.7250 1525.9229 19.1695 13074 3 509.3125 1.71
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1141.6113 TIFHLNPSGR 14405.8300 1141.6117 15.3864 9578 2 571.3095 ‐0.6824
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 2450.1360 2383.2748 26.5394 9306 4 596.5742 ‐0.1953
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1932.4180 2649.3401 27.6647 8639 4 663.0905 0.5675
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 967.5095 TQVTVEYK 6986.4250 967.5072 17.6787 7125 2 484.2572 ‐3.7547
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 928.4556 1229.6092 21.2751 1773 3 410.5412 ‐1.2489
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1936.8923 ETFLFTSESVNEGHPDK 954.9880 1936.8611 27.2884 3499 3 646.2919 ‐16.4914
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1988.1400 SGAYIVRQAAKSVVAAGLAR 415.0502 1988.1540 20.5270 1357 3 663.3895 6.73
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 657.4042 VAAGLAR 80.9760 657.4073 20.4898 3033 1 657.4073 4.94
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 927.4795 FHLNPSGR 2413.8460 927.4787 15.3879 1665 2 464.2430 ‐2.3490
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 1372.7332 PDIAQGVHGHLTK 206.3456 1372.7384 26.3133 1357 2 686.8728 3.1033
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 643.3522 LNPSGR 879.4310 643.3535 15.3887 1166 1 643.3535 1.48
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 26 39.74 None 639.3348 TVEYK 83.3649 639.3321 19.0421 935 1 639.3321 ‐4.4723
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 Carbamidomethyl+C(2)
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 3505.4150 2383.2748 26.5394 9306 4 596.5742 ‐0.1029
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1478.7090 2649.3401 27.6647 8639 4 663.0905 0.6392
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 2131.4410 1229.6092 21.2751 1773 3 410.5412 ‐1.3697
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 179.8322 2405.1806 34.8897 1598 3 802.3984 ‐3.5386
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 843.5047 SVVAAGLAR 91.7265 843.4938 22.2547 3598 1 843.4938 ‐12.3974
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 1936.8923 ETFLFTSESVNEGHPDK 926.2832 1936.8611 27.2884 3499 3 646.2919 ‐16.6959
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 1963.9661 IIIDTYGGWGAHGGGAFSGK 262.8172 1963.9398 35.6096 2002 2 982.4736 ‐12.8819
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 3526.7979 FVIGGPHGDAGLTGRKIIIDTYGGWGAH 1005.0230 3526.7886 34.6126 1065 5 706.1635 ‐2.6226
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 515.5978 42953.7605 26 39.74 None 951.4683 FVIGGPHGDA 153.1771 951.4631 32.0655 2027 1 951.4631 ‐4.6109
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 615.0809 16267.9939 3 14.38 None 1355.6689 NTADTTIYSIEK 3907.7100 1355.6710 23.4524 4980 2 678.3391 0.8443
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 615.0809 16267.9939 3 14.38 None 1130.5688 EIEDAVADLR 4721.4860 1130.5698 25.3659 3782 2 565.7885 ‐0.2109
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 615.0809 16267.9939 3 14.38 None 3085.5535 IPSEIAKEIEDAVADLRSASSGDDLNEIK 352.2990 3085.5232 22.9848 855 3 1029.1792 ‐9.3633
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3912.1170 11925.1009 6 34.58 None 1114.6466 LITPSILSDR 20234.2800 1114.6468 17.6681 21400 2 557.8270 ‐1.0525
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3912.1170 11925.1009 6 34.58 None 1657.7890 VNNMVLFDQATYDK 10858.3000 1657.7920 29.3259 11304 2 829.3997 1.22
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3912.1170 11925.1009 6 34.58 None 1491.7373 MVAAHSSQQIYTR 4941.3430 1491.7389 17.0820 5711 3 497.9178 0.3538
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 2227.4360 11925.1009 6 34.58 None 1657.7890 VNNMVLFDQATYDK 11118.9800 1657.7920 29.3259 11304 2 829.3997 1.59
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 2227.4360 11925.1009 6 34.58 None 1491.7373 MVAAHSSQQIYTR 6359.2300 1491.7389 17.0820 5711 3 497.9178 0.2020
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 2227.4360 11925.1009 6 34.58 None 1640.7625 VNNMVLFDQATYDK 398.3611 1640.7628 28.5589 1043 2 820.8851 0.0795
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1647.8159 NQVAMNPVNTVFDAK 20034.2300 1647.8184 29.4167 45076 2 824.4128 1.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1473.6856 TTPSYVAFTDSER 47887.0200 1473.6862 24.4785 44989 2 737.3467 ‐0.0969
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1358.6158 NALENYAYNMR 37790.6100 1358.6160 25.7411 37171 2 679.8117 ‐0.4934
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 24156.0100 2560.2582 34.8545 36183 3 854.0909 2.89
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36740.9200 1386.7277 27.0237 28947 2 693.8675 ‐2.1215
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1215.6514 DAGVIAGLNVMR 17117.3900 1215.6528 29.8595 24700 2 608.3301 0.1976
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1278.6300 MVNHFVQEFK 42220.3600 1278.6326 15.7526 19716 2 639.8199 1.95
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1426.7649 STVHDVVLVGGSTR 3252.8430 1426.7626 21.2609 19385 3 476.2591 ‐2.3319
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1230.5307 FSDSSVQSDMK 44786.7500 1230.5305 19.3403 17021 2 615.7689 ‐1.0663
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1313.6194 FEELNMDLFR 1811.5280 1313.6199 34.5762 10658 2 657.3136 ‐0.4261
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3178.1600 1645.8659 26.9189 6949 3 549.2935 ‐0.2077
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1822.9408 IQAGPADKPMIYVEYK 2007.7070 1822.9439 19.0311 5338 3 608.3195 1.92
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3825.2570 2588.2222 19.4652 4884 3 863.4122 1.0100
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 373.1180 3020.3969 44.2795 1624 3 1007.4705 ‐0.8220
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1436.7532 VQQLLQDFFNGK 4162.7410 1436.7435 20.2816 23323 2 718.8754 ‐7.3734
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1306.7253 EIAEAYLGVTIK 280.5575 1306.6941 15.5741 4459 2 653.8507 ‐24.6662
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1643.8898 QATKDAGVIAGLNVMR 951.3136 1643.9126 24.5910 3139 2 822.4599 13.7077
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2246.1090 3148.4987 44.0624 7365 3 1050.1711 1.04
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1147.5895 VNHFVQEFK 16178.1500 1147.5913 15.7574 2510 2 574.2993 0.4870
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 776.7214 2063.9615 18.8919 1158 3 688.6587 0.2387
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1060.4517 ENYAYNMR 171.9271 1060.4538 25.7446 982 1 1060.4538 3.0565
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1174.5375 SYVAFTDSER 251.0451 1174.5336 24.4842 831 1 1174.5336 ‐1.8832
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 924.4421 VAFTDSER 315.6152 924.4409 24.4532 791 1 924.4409 ‐0.6285
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1083.4623 SDSSVQSDMK 439.1821 1083.4688 19.1304 784 2 542.2380 4.87
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1408.7543 STVHDVVLVGGSTR 112.6632 1408.7491 20.9987 5152 2 704.8782 ‐4.3084
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1288.7147 EIAEAYLGVTIK 174.6586 1288.7129 15.8525 2507 2 644.8601 ‐2.2122
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10903.5200 57578.9412 74 55.66 None 1804.9302 IQAGPADKPMIYVEYK 530.6876 1804.9389 18.4732 1133 2 902.9731 4.41
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1680.8340 NAVVTVPAYFNDSQR 14827.4300 1680.8370 28.0926 49565 2 840.9221 1.13
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1647.8159 NQVAMNPVNTVFDAK 18139.0300 1647.8184 29.4167 45076 2 824.4128 1.35
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1473.6856 TTPSYVAFTDSER 48855.0000 1473.6862 24.4785 44989 2 737.3467 ‐0.0619



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1358.6158 NALENYAYNMR 43961.5400 1358.6160 25.7411 37171 2 679.8117 ‐0.4700
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 16028.1600 2560.2582 34.8545 36183 3 854.0909 2.0006
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36411.4500 1386.7277 27.0237 28947 2 693.8675 ‐2.0952
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1215.6514 DAGVIAGLNVMR 20610.0700 1215.6528 29.8595 24700 2 608.3301 0.2066
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1426.7649 STVHDVVLVGGSTR 5321.5700 1426.7626 21.2609 19385 3 476.2591 ‐2.4760
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1659.8952 IINEPTAAAIAYGLDK 14035.8600 1659.8971 30.4507 17641 2 830.4522 1.0358
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1313.6194 FEELNMDLFR 4136.7110 1313.6199 34.5762 10658 2 657.3136 ‐0.4073
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3594.1430 1645.8659 26.9189 6949 3 549.2935 ‐0.3778
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 683.4835 3020.3969 44.2795 1624 3 1007.4705 ‐1.1548
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1228.6280 VEIIANDQGNR 117.6600 1228.6596 30.9328 2436 2 614.8334 24.7552
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2264.9180 3148.4987 44.0624 7365 3 1050.1711 1.1324
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 2058.0113 RFSDSSVQSDMKLWPFK 745.3022 2057.9918 29.4181 1998 2 1029.4995 ‐8.8271
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1262.6238 QSDMKLWPFK 205.1932 1262.6235 28.2933 5010 2 631.8154 ‐1.0940
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 832.4563 AIAYGLDK 179.2406 832.4556 28.4690 2418 1 832.4556 ‐0.3184
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 738.3781 STVHDVV 2691.6760 738.3776 21.2681 2363 1 738.3776 ‐0.3795
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1253.5797 PSYVAFTDSER 390.8910 1253.5814 24.0775 2097 2 627.2943 0.4800
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 873.4975 IAGLNVMR 403.1707 873.4968 29.8685 1667 1 873.4968 ‐0.1502
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1174.5375 SYVAFTDSER 228.2654 1174.5336 24.4842 831 1 1174.5336 ‐1.8060
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1641.8846 IINEPTAAAIAYGLDK 494.8582 1641.8866 29.6530 8327 2 821.4469 1.0270
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 None 1663.8075 NAVVTVPAYFNDSQR 1904.0360 1663.8078 30.3568 1734 2 832.4075 0.0885
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5996.1700 57578.9412 74 55.66 Carbamidomethyl+C(8) 1628.8387 MKELESICNPIIAK 288.8686 1628.8464 28.3386 1488 2 814.9268 4.66
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1787.9902 IINEPTAAAIAYGLDKK 35567.0900 1787.9911 17.5152 79202 3 596.6685 ‐0.3039
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1278.6300 MVNHFVQEFK 25571.9200 1278.6326 15.7526 19716 2 639.8199 0.8853
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 4409.6720 2588.2222 19.4652 4884 3 863.4122 1.84
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1473.6856 TTPSYVAFTDSER 2596.0030 1473.6889 15.8190 2176 2 737.3481 1.03
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1436.7532 VQQLLQDFFNGK 2790.0210 1436.7435 20.2816 23323 2 718.8754 ‐7.6023
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1306.7253 EIAEAYLGVTIK 257.6690 1306.6941 15.5741 4459 2 653.8507 ‐24.9735
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1228.6280 VEIIANDQGNR 128.3972 1228.6042 19.7181 1690 2 614.8057 ‐20.7074
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 324.1454 2560.2541 20.1286 1342 2 1280.6307 2.68
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1540.7577 ARFEELNMDLFR 1314.7050 1540.7604 19.4569 11301 2 770.8838 1.76
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 Carbamidomethyl+C(7) 1778.8279 LGTTYSCVGVWQHDR 379.7651 1778.8316 18.0195 4502 2 889.9195 2.1305
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1288.7147 EIAEAYLGVTIK 120.4244 1288.7129 15.8525 2507 2 644.8601 ‐2.5304
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 2008.3540 57578.9412 74 55.66 None 1211.6015 VEIIANDQGNR 155.9769 1211.5960 19.8843 1747 1 1211.5960 ‐2.9172
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 1200.6947 VVAVSDITGAIR 28725.5100 1200.6954 17.3533 18842 2 600.8513 ‐0.3907
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 1296.7158 NPEGIDINALIK 1778.1190 1296.7157 31.7728 5757 2 648.8615 ‐0.8639
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 1061.5473 DLSLSELER 15674.0600 1061.5501 28.2392 4755 2 531.2787 1.60
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 2194.1655 SIQGLTFVIQGFGNVGTWAAK 2511.0840 2194.1608 25.5427 3960 2 1097.5840 ‐1.3409
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 Carbamidomethyl+C(5) 1845.9124 GGIGCSPRDLSLSELER 2221.5770 1845.9128 22.7052 3903 2 923.4600 0.3963
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 3499.7202 YHPEVDPDEVNALAQLMTWKTAVADIP 493.4573 3499.7243 24.4808 1955 3 1167.2463 1.16
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1934.0120 33437.9920 9 30.42 None 1959.0123 SIQGLTFVIQGFGNVGTWA 341.4996 1959.0216 24.2177 911 3 653.6787 4.83
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 757.2979 33437.9920 9 30.42 None 1200.6947 VVAVSDITGAIR 19414.4000 1200.6954 17.3533 18842 2 600.8513 ‐0.7620
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 757.2979 33437.9920 9 30.42 None 961.4884 MNALAATNR 114.6948 961.5048 19.7799 1960 1 961.5048 17.8240
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 7237.2900 1391.6758 26.7475 12460 2 696.3415 0.9024
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 None 1219.6933 VYVIGEEGILK 8301.6640 1219.6940 29.1852 9628 2 610.3506 ‐0.3591
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 None 2814.3475 DAVTHLTDAQEWAGGGSMVGALVGST 5281.8960 2814.3493 19.9835 8026 3 938.7879 0.8893
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 None 1964.9712 ELELAGFQYLGGPDDGKR 6223.5670 1964.9733 32.0120 11779 3 655.6626 0.6984
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 Carbamidomethyl+C(3) 1148.5881 PGCLFIATNR 160.0964 1148.5851 25.1424 3908 2 574.7962 ‐3.7352
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1319.5270 36932.2058 16 20.78 None 957.5615 VIGEEGILK 264.7878 957.5618 27.5845 2725 2 479.2845 ‐1.1612
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 6354.8630 1391.6758 26.7475 12460 2 696.3415 0.9291
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 1219.6933 VYVIGEEGILK 11739.2900 1219.6940 29.1852 9628 2 610.3506 ‐0.3498
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 1808.8701 ELELAGFQYLGGPDDGK 630.3748 1808.8739 36.5316 3377 2 904.9406 2.83
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 1964.9712 ELELAGFQYLGGPDDGKR 6065.8750 1964.9733 32.0120 11779 3 655.6626 0.4905
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 2814.3475 DAVTHLTDAQEWAGGGSMVGALVGST 656.3249 2814.4064 34.0823 5777 3 938.8070 20.9012
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 1122.6153 LVFVTNNSTK 125.3225 1122.6312 19.0967 1758 2 561.8192 12.93
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 Carbamidomethyl+C(3) 1148.5881 PGCLFIATNR 189.3161 1148.5854 25.2292 3141 2 574.7963 ‐3.4532
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 957.5615 VIGEEGILK 236.3539 957.5618 27.5845 2725 2 479.2845 ‐1.1784
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 2628.2835 VTHLTDAQEWAGGGSMVGALVGSTQR 420.9080 2628.2793 35.0180 1879 2 1314.6433 0.1711
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1038.9250 36932.2058 16 20.78 None 1790.8596 ELELAGFQYLGGPDDGK 454.3228 1790.8576 35.8053 1276 2 895.9324 ‐0.9661
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4483.0610 7926.1931 3 34.72 None 1747.8246 LNTDESPNTPGQYGVR 19340.3700 1747.8269 20.4042 17558 2 874.4171 1.49
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4483.0610 7926.1931 3 34.72 None 913.5353 DTIIGAVPK 1481.6090 913.5245 28.1366 23129 2 457.2659 ‐13.3125
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4483.0610 7926.1931 3 34.72 None 1730.7980 LNTDESPNTPGQYGVR 292.7710 1730.8041 22.7998 2538 2 865.9057 3.93
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 350.2136 50633.9739 3 10.4 None 1432.7795 ILVGQGNDGVSFVK 4951.8180 1432.7813 16.9313 10445 2 716.8943 0.7310
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 350.2136 50633.9739 3 10.4 None 1063.5531 VYVGQDLNR 5378.1570 1063.5532 18.9966 6613 2 532.2802 ‐1.1466
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 350.2136 50633.9739 3 10.4 None 2671.2158 FEYVQEDGEVVTTEYGTTNQHPK 1855.1720 2671.2248 25.3759 3521 3 891.0798 3.06
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 41.5267 91964.6102 3 3.90 None 1634.8425 ILAEEFGWDKDLAK 1057.5450 1634.8425 30.5372 9407 3 545.6190 ‐0.7457
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 41.5267 91964.6102 3 3.90 None 1063.5782 GVQYLNEIK 1179.5490 1063.5782 20.6890 2615 2 532.2927 ‐1.3149
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 41.5267 91964.6102 3 3.90 None 1039.6622 IRPVLTVNK 958.9222 1039.6620 19.9915 1483 2 520.3346 ‐1.5156
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1384.7795 AAALNIVPTSTGAAK 88086.1800 1384.7782 24.3331 213701 2 692.8928 ‐1.5405
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1456.7795 VVDLADIVANNWK 130919.3000 1456.7788 21.0154 88095 2 728.8930 ‐1.0079
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 219055.7000 1833.9059 36.2674 75426 2 917.4566 0.5652
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1037.6717 AVALVLPNLK 23191.3400 1037.6712 18.8750 73954 2 519.3393 ‐1.7830
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1254.6113 TFAEEVNAAFR 34223.6400 1254.6111 29.8259 63285 2 627.8092 ‐1.0358
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1780.0215 VPTPNVSVVDLVVQVSK 26201.8000 1780.0207 21.2888 50763 2 890.5140 ‐0.3768
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1555.6805 GTMTTTHSYTGDQR 42671.2500 1555.6806 14.6661 44917 3 519.2317 ‐0.6053
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1786.8184 VIAWYDNEWGYSQR 58017.8900 1786.8200 18.8940 43690 2 893.9136 0.9782
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1627.8537 DSPLDVVVINDTGGVK 21478.2000 1627.8553 31.1886 28848 2 814.4313 0.7414
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1908.1164 VPTPNVSVVDLVVQVSKK 3059.2060 1908.1156 20.4160 14505 3 636.7101 ‐0.8327
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 464.2616 AAFR 318.3146 464.2604 32.1407 29094 1 464.2604 ‐3.2130
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 867.5662 ALVLPNLK 1740.8220 867.5674 18.8736 6411 1 867.5674 1.09



NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 944.5411 IVPTSTGAAK 624.2063 944.5410 22.9121 4687 2 472.7741 ‐1.6067
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1397.6114 MTTTHSYTGDQR 15555.0100 1397.6134 14.6679 3621 2 699.3103 0.8076
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 683.4450 VLPNLK 1637.7510 683.4457 18.8763 3110 1 683.4457 0.8607
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 935.4581 EEVNAAFR 756.1375 935.4599 29.8317 2811 1 935.4599 2.38
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1266.5709 TTTHSYTGDQR 6788.0110 1266.5737 14.6656 2786 2 633.7905 1.46
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 447.2562 TGAAK 101.0229 447.2580 23.4106 2775 1 447.2580 3.43
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 393.2245 AFR 36.5543 393.2235 32.1354 2692 1 393.2235 ‐3.4122
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 708.3927 VVDLADI 583.3755 708.3955 20.6851 2253 1 708.3955 4.0594
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 796.5291 LVLPNLK 1387.4100 796.5292 18.8757 2035 1 796.5292 0.3803
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1165.5232 TTHSYTGDQR 362.6451 1165.5268 16.1755 1779 2 583.2670 1.98
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 647.7546 1336.6197 36.2603 1275 1 1336.6197 1.53
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1001.5626 VVINDTGGVK 175.4097 1001.5687 33.1025 1262 2 501.2880 4.58
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 561.2780 NNWK 100.0697 561.2775 19.5089 1244 1 561.2775 ‐1.2419
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1482.8526 PNVSVVDLVVQVSK 257.8060 1482.8485 20.7974 1188 2 741.9279 ‐3.2234
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 966.6346 VALVLPNLK 294.9973 966.6350 17.5371 957 2 483.8211 ‐1.0134
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 826.3690 SYTGDQR 177.2012 826.3671 14.6318 938 1 826.3671 ‐1.8788
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1171.6681 LNIVPTSTGAAK 627.7512 1171.6681 24.3447 818 1 1171.6681 1.27
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1537.6700 GTMTTTHSYTGDQR 388.8709 1537.6696 14.6661 1306 3 513.2281 ‐0.9315
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 26829.4400 37952.2598 42 36.29 None 1236.6008 TFAEEVNAAFR 164.9891 1236.6060 29.2920 1256 2 618.8067 3.53
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1384.7795 AAALNIVPTSTGAAK 134321.6000 1384.7782 24.3331 213701 2 692.8928 ‐1.5145
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 207344.3000 1833.9059 36.2674 75426 2 917.4566 0.6367
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1254.6113 TFAEEVNAAFR 31368.9200 1254.6111 29.8259 63285 2 627.8092 ‐1.0229
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1627.8537 DSPLDVVVINDTGGVK 24999.8100 1627.8553 31.1886 28848 2 814.4313 0.7920
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1755.9487 KDSPLDVVVINDTGGVK 2205.8020 1755.9430 28.4061 5265 3 585.9859 ‐3.9369
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 464.2616 AAFR 232.7390 464.2604 32.1407 29094 1 464.2604 ‐3.0448
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 944.5411 IVPTSTGAAK 741.1230 944.5410 22.9121 4687 2 472.7741 ‐1.6252
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 447.2562 TGAAK 123.4291 447.2580 23.4106 2775 1 447.2580 3.46
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1001.5626 VVINDTGGVK 324.4061 1001.5618 31.4491 1623 2 501.2845 ‐2.1974
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1171.6681 LNIVPTSTGAAK 892.1868 1171.6681 24.3447 818 1 1171.6681 1.04
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 17471.1000 37952.2598 42 36.29 None 1236.6008 TFAEEVNAAFR 187.9867 1236.5988 31.3719 1882 2 618.8031 ‐2.4728
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 2564.7700 16163.6518 2 7.10 None 1056.5796 VVAEAAQAAAR 36139.9500 1056.5801 15.4875 24835 2 528.7937 ‐0.8060
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 2564.7700 16163.6518 2 7.10 None 858.4428 AEAAQAAAR 14097.5700 858.4440 15.4892 2804 1 858.4440 1.63
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1330.6849 VAGASADILDAAEK 84316.5500 1330.6859 25.1036 35095 2 665.8466 0.0179
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1056.5796 VVAEAAQAAAR 64499.6500 1056.5801 15.4875 24835 2 528.7937 ‐0.7988
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1482.6707 KDDEESGGGLGGYAK 17178.2000 1482.6702 17.1416 9203 3 494.8949 ‐1.0702
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 3666.7552 LSSSTPEEPDHNKPVEGTETATRPATNA 2080.8510 3666.7564 22.0068 1534 4 917.4446 0.6364
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1515.8013 GKVAGASADILDAAEK 870.3655 1515.7920 20.8717 1797 2 758.3997 ‐6.5428
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 858.4428 AEAAQAAAR 23440.8600 858.4440 15.4892 2804 1 858.4440 1.86
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 945.4888 ADILDAAEK 358.9909 945.4838 23.5680 1365 1 945.4838 ‐4.4941
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1999.0019 ENTDELVSIELPAPASWK 1146.4800 1998.9996 38.2660 6953 3 667.0047 ‐1.4743
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1975.9091 EGVTEIAEAEKENNEGEK 1099.5840 1975.9088 32.1759 4799 3 659.3078 ‐0.4861
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1587.7973 AEAENKEAEVVRDK 1028.5720 1587.8018 25.7820 8543 2 794.4046 2.97
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1689.8541 EKEKEGVTEIAEAEK 879.4094 1689.8124 33.0625 3325 2 845.4098 ‐24.8085
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 2391.1522 TEAGKEGQTEIAEAEKEKEGEK 824.6332 2391.1309 29.3730 873 3 797.7152 ‐8.9279
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1787.8770 EGEKAEAENKEAEVVR 1639.4390 1787.8785 29.9020 3890 2 894.4429 0.9132
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1650.8003 KTEAAVAEEKSNDMK 269.0981 1650.7950 40.3006 1108 1 1650.7950 ‐0.3790
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1191.5488 DGKTENAEAEK 896.5128 1191.5531 18.5965 875 2 596.2802 2.96
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1059.4589 EKENNEGEK 164.0678 1059.4545 30.3311 792 1 1059.4545 ‐3.0667
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 259.5248 36559.3438 10 10.84 None 1671.8436 EKEKEGVTEIAEAEK 292.6505 1671.8520 33.5996 2248 2 836.4297 4.47
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 1568.8391 TIQVLAGDGNAPGSIR 1326.7780 1568.8346 25.2312 7791 2 784.9210 ‐3.1656
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 1276.7147 LITYGEGSPLVK 2297.4520 1276.7133 25.5866 5898 2 638.8603 ‐1.9345
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 1552.7642 DGGSLLKWSGEFEK 535.6800 1552.7495 19.7003 4095 2 776.8784 ‐9.8319
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 2238.0826 WSGEFEKTAHEIDDPHVIK 870.0950 2238.0817 37.4249 1838 2 1119.5445 0.5149
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 821.4040 LITYGEGS 317.8153 821.4024 26.4492 1139 1 821.4024 ‐1.5785
NP_001185075.1 MLP like protein 423 Arabidopsis thaliana 314.8249 17054.5236 6 18.6 None 1551.8125 TIQVLAGDGNAPGSIR 679.4904 1551.8122 23.4568 1172 2 776.4097 ‐0.5875
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 2252.1207 LTGHHETADINTFLWGVANR 1266.1410 2252.1254 21.2487 12703 3 751.3800 1.61
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQ 3632.2580 3415.7114 23.9275 9981 3 1139.2420 ‐2.0499
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1111.5994 TLPGPVTDPSK 18594.0800 1111.6001 19.7329 7093 2 556.3037 ‐0.4784
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1361.6080 EHISAYGEGNER 16294.0000 1361.6075 15.4162 4956 3 454.5407 ‐1.2136
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 960.4785 DIVDAHYK 1451.1380 960.4775 17.7185 4808 2 480.7424 ‐2.4417
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 Carbamidomethyl+C(6) 2254.0155 FDQVMCDAYTPAGEPIPTNK 1518.9390 2254.0119 35.9028 1247 4 564.2584 ‐2.7622
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1449.8312 TLPGPVTDPSKLPK 3351.1260 1449.8297 23.6415 10511 3 483.9481 ‐1.7205
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1045.5578 TFLWGVANR 171.2232 1045.5543 19.3594 7704 2 523.2808 ‐4.5859
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1767.8952 PWYGIEQEYTLLQK 221.7518 1767.8933 24.0450 5114 3 589.9693 ‐1.5802
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 2919.4815 IFANPDVIAEVPWYGIEQEYTLLQK 299.3643 2919.4778 23.9462 2981 3 973.8308 ‐0.9104
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 1235.6994 PGPVTDPSKLPK 628.0278 1235.6998 23.6386 2817 2 618.3536 ‐0.5824
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1612.7150 40504.5822 12 28.49 None 633.2991 DIVDAH 271.6656 633.2980 17.7257 1474 1 633.2980 ‐1.9708
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 1671.0000 14881.0123 2 7.63 None 1133.6565 SAQFVLDLLK 21575.5600 1133.6571 21.0980 12856 2 567.3322 ‐0.5791
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 1671.0000 14881.0123 2 7.63 None 1209.5382 YSQEPDNQTK 314.5389 1209.5560 18.2387 2121 2 605.2816 13.6895
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4974.6170 10243.5885 6 32.65 None 2116.1384 TILGSVGAETEDSQIELLLK 9775.1900 2116.1336 36.9354 18597 2 1058.5704 ‐1.5840
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4974.6170 10243.5885 6 32.65 None 1213.6899 GKDLAELIAAGR 6336.0190 1213.6902 27.2167 13854 2 607.3487 ‐0.7289
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4974.6170 10243.5885 6 32.65 None 1028.5735 DLAELIAAGR 21597.6400 1028.5740 30.8560 12052 2 514.7906 ‐0.8468
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3168.0120 10243.5885 6 32.65 None 2116.1384 TILGSVGAETEDSQIELLLK 7702.1640 2116.1336 36.9354 18597 2 1058.5704 ‐1.4839
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3168.0120 10243.5885 6 32.65 None 1213.6899 GKDLAELIAAGR 4792.3770 1213.6902 27.2167 13854 2 607.3487 ‐0.7202
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3168.0120 10243.5885 6 32.65 None 1028.5735 DLAELIAAGR 9891.3420 1028.5740 30.8560 12052 2 514.7906 ‐0.8568
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 278.0508 61820.1386 5 6.72 None 1415.7853 LAVDTVVTNLQSR 7081.4010 1415.7847 17.3428 12664 2 708.3960 ‐1.2200
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 278.0508 61820.1386 5 6.72 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 2565.0550 2617.4244 24.3564 2899 3 873.1463 2.11
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 278.0508 61820.1386 5 6.72 None 1206.5848 IGGASETEVSEK 209.9865 1206.5868 19.1676 1029 2 603.7970 0.2603
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 278.0508 61820.1386 5 6.72 None 1017.5687 TVVTNLQSR 370.9089 1017.5675 17.2743 2301 2 509.2874 ‐2.9857



NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 278.0508 61820.1386 5 6.72 None 913.4989 LAVDTVVTN 199.3998 913.5024 15.3528 1262 2 457.2549 1.53
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 None 1334.7467 LIAVVFPSFGER 7500.5310 1334.7497 20.8840 8440 2 667.8785 1.64
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 None 1086.6306 IQGIGAGFVPK 6688.5970 1086.6317 16.7924 7899 2 543.8195 ‐0.2218
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 None 1345.7362 AFGAELVLTEPAK 2087.1830 1345.7349 29.6853 4427 2 673.3711 ‐1.7202
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 2559.6770 2523.2610 42.8904 3166 2 1262.1342 ‐2.6214
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 Carbamidomethyl+C(8) 1078.5310 QSRSDVVCK 1801.3960 1078.5290 22.8087 1339 1 1078.5290 ‐0.7135
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 13 20.15 None 938.4730 VFPSFGER 373.5096 938.4745 19.7473 1559 2 469.7409 0.1218
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 None 1345.7362 AFGAELVLTEPAK 2343.4560 1345.7349 29.6853 4427 2 673.3711 ‐1.6982
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 4461.3760 2523.2610 42.8904 3166 2 1262.1342 ‐2.4802
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 None 1846.8606 IHYETTGPEIWEDTR 1523.7930 1846.8664 26.4935 8270 3 616.2936 2.24
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 None 1617.8815 LILTMPASMSLERR 524.6080 1617.8489 35.3865 6935 2 809.4281 ‐20.3081
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 657.5750 41941.3524 13 20.15 Carbamidomethyl+C(14) 2629.2273 YLSTQLFQSIREECEQMQPEL 102.3987 2629.2147 30.7719 1386 2 1315.1110 ‐3.0564
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1746.4400 13577.0481 2 23.20 Carbamidomethyl+C(13) 1989.9733 MSLGLPVAATVNCADNTGAK 8156.6390 1989.9750 18.2804 11036 2 995.4911 1.28
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1746.4400 13577.0481 2 23.20 None 829.4778 IASAANAIV 6130.2450 829.4774 23.2813 8243 1 829.4774 ‐0.0651
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1473.6856 TTPSYVAFTDSER 47887.0200 1473.6862 24.4785 44989 2 737.3467 ‐0.0969
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1358.6158 NALENYAYNMR 37790.6100 1358.6160 25.7411 37171 2 679.8117 ‐0.4934
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36740.9200 1386.7277 27.0237 28947 2 693.8675 ‐2.1215
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1215.6514 DAGVIAGLNVMR 17117.3900 1215.6528 29.8595 24700 2 608.3301 0.1976
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 8052.4810 2658.2725 33.6241 21087 3 886.7624 1.59
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1278.6300 MVNHFVQEFK 42220.3600 1278.6326 15.7526 19716 2 639.8199 1.95
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1226.5899 FTDSSVQSDIK 7245.9790 1226.5907 20.0338 8837 2 613.7990 ‐0.3001
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3178.1600 1645.8659 26.9189 6949 3 549.2935 ‐0.2077
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1308.7046 EIAEAYLGTTIK 920.2147 1308.7035 26.8741 5293 2 654.8554 ‐1.6214
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3825.2570 2588.2222 19.4652 4884 3 863.4122 1.0100
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1431.7438 NSIDDVVLVGGSTR 1245.4880 1431.7445 26.7620 2536 2 716.3759 ‐0.1097
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 2975.4884 TLSSTAQTTIEIDSLFDGIDFYAPITR 1991.8470 2975.4915 24.5079 2000 3 992.5020 1.83
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1643.8898 QATKDAGVIAGLNVMR 951.3136 1643.9126 24.5910 3139 2 822.4599 13.7077
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 586.8870 1938.0457 18.1364 1239 2 969.5265 15.9741
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1805.9062 MDKNSIDDVVLVGGSTR 2370.3870 1805.9097 26.4699 3963 3 602.6414 1.54
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 2112.1012 FTDSSVQSDIKLWPFTLK 369.7662 2112.0901 18.3059 3315 3 704.7016 ‐5.4868
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(10) 1338.6511 VDFFNGKELCK 291.0760 1338.6502 18.1283 4564 2 669.8287 ‐1.4306
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1147.5895 VNHFVQEFK 16178.1500 1147.5913 15.7574 2510 2 574.2993 0.4870
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 776.7214 2063.9615 18.8919 1158 3 688.6587 0.2387
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1060.4517 ENYAYNMR 171.9271 1060.4538 25.7446 982 1 1060.4538 3.0565
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1174.5375 SYVAFTDSER 251.0451 1174.5336 24.4842 831 1 1174.5336 ‐1.8832
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 924.4421 VAFTDSER 315.6152 924.4409 24.4532 791 1 924.4409 ‐0.6285
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 70 40.06 None 1290.6940 EIAEAYLGTTIK 307.8082 1290.6998 25.2150 2428 2 645.8535 3.59
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1680.8340 NAVVTVPAYFNDSQR 14827.4300 1680.8370 28.0926 49565 2 840.9221 1.13
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1473.6856 TTPSYVAFTDSER 48855.0000 1473.6862 24.4785 44989 2 737.3467 ‐0.0619
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1358.6158 NALENYAYNMR 43961.5400 1358.6160 25.7411 37171 2 679.8117 ‐0.4700
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36411.4500 1386.7277 27.0237 28947 2 693.8675 ‐2.0952
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1215.6514 DAGVIAGLNVMR 20610.0700 1215.6528 29.8595 24700 2 608.3301 0.2066
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 10732.8800 2658.2725 33.6241 21087 3 886.7624 1.60
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1659.8952 IINEPTAAAIAYGLDK 14035.8600 1659.8971 30.4507 17641 2 830.4522 1.0358
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3594.1430 1645.8659 26.9189 6949 3 549.2935 ‐0.3778
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1308.7046 EIAEAYLGTTIK 1135.4690 1308.7035 26.8741 5293 2 654.8554 ‐1.6031
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1431.7438 NSIDDVVLVGGSTR 1480.5740 1431.7445 26.7620 2536 2 716.3759 ‐0.0789
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1595.8462 MREIAEAYLGTTIK 409.0894 1595.8321 27.0778 3979 2 798.4197 ‐9.0328
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1228.6280 VEIIANDQGNR 117.6600 1228.6596 30.9328 2436 2 614.8334 24.7552
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1661.8316 NQVAMNPINTVFDAK 771.1474 1661.8115 25.6851 1501 2 831.4094 ‐12.1929
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1805.9062 MDKNSIDDVVLVGGSTR 2770.2650 1805.9097 26.4699 3963 3 602.6414 1.63
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 889.4778 INTVFDAK 109.8381 889.4779 24.0074 11526 2 445.2426 ‐1.4501
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 832.4563 AIAYGLDK 179.2406 832.4556 28.4690 2418 1 832.4556 ‐0.3184
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1253.5797 PSYVAFTDSER 390.8910 1253.5814 24.0775 2097 2 627.2943 0.4800
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 873.4975 IAGLNVMR 403.1707 873.4968 29.8685 1667 1 873.4968 ‐0.1502
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1174.5375 SYVAFTDSER 228.2654 1174.5336 24.4842 831 1 1174.5336 ‐1.8060
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1641.8846 IINEPTAAAIAYGLDK 494.8582 1641.8866 29.6530 8327 2 821.4469 1.0270
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1290.6940 EIAEAYLGTTIK 298.8432 1290.6896 27.5762 1183 2 645.8484 ‐4.2157
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1663.8075 NAVVTVPAYFNDSQR 1904.0360 1663.8078 30.3568 1734 2 832.4075 0.0885
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 None 1788.8796 MDKNSIDDVVLVGGSTR 668.6123 1788.8793 27.9198 1591 2 894.9433 ‐0.0210
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4877.5020 71603.9617 70 40.06 Carbamidomethyl+C(8) 1628.8387 MKELESICNPIIAK 288.8686 1628.8464 28.3386 1488 2 814.9268 4.66
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1787.9902 IINEPTAAAIAYGLDKK 35567.0900 1787.9911 17.5152 79202 3 596.6685 ‐0.3039
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1278.6300 MVNHFVQEFK 25571.9200 1278.6326 15.7526 19716 2 639.8199 0.8853
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 1495.9720 2574.2689 21.2336 14737 3 858.7611 0.5424
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1661.8316 NQVAMNPINTVFDAK 5722.5220 1661.8337 18.9973 12000 2 831.4205 1.0284
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 4409.6720 2588.2222 19.4652 4884 3 863.4122 1.84



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1473.6856 TTPSYVAFTDSER 2596.0030 1473.6889 15.8190 2176 2 737.3481 1.03
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 2975.4884 TLSSTAQTTIEIDSLFDGIDFYAPITR 2246.7550 2975.4915 24.5079 2000 3 992.5020 1.42
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1228.6280 VEIIANDQGNR 128.3972 1228.6042 19.7181 1690 2 614.8057 ‐20.7074
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 220.4807 1938.0457 18.1364 1239 2 969.5265 16.0478
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 Carbamidomethyl+C(7) 1778.8279 LGTTYSCVGVWQHDR 379.7651 1778.8316 18.0195 4502 2 889.9195 2.1305
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 Carbamidomethyl+C(15) 1920.9888 VQQLLVDFFNGKELCK 166.8705 1920.9938 18.8705 2389 2 961.0005 2.07
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 2213.0800 71603.9617 70 40.06 None 1211.6015 VEIIANDQGNR 155.9769 1211.5960 19.8843 1747 1 1211.5960 ‐2.9172
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1056.6048 AIALTVDTPR 7380.0630 1056.6037 24.1067 41766 2 528.8055 ‐2.2754
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1875.0110 QLDYVPATISALEEVVK 18356.3800 1875.0106 22.6095 28572 2 938.0089 0.0203
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 992.5047 NFEGLDLGK 37417.4700 992.5058 26.3463 25658 2 496.7565 ‐0.3143
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPG 8547.8670 2908.4442 24.9828 22835 3 970.1529 3.39
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1058.5993 VPVFLDGGVR 13593.6600 1058.6005 17.4357 17452 2 529.8039 ‐0.1037
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 2439.0558 MVYDYYASGAEDQWTLQENR 8166.6620 2439.0495 30.3876 15082 2 1220.0284 ‐1.3018
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1533.8168 ISMPIMVAPTAFQK 8299.1000 1533.8178 19.9128 13424 2 767.4125 0.2970
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1318.5845 MAHPDGEYATAR 27863.5100 1318.5854 15.7693 10440 3 440.2000 ‐0.1206
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1913.0565 DIQWLQTITNMPILVK 1742.0950 1913.0579 23.7742 7066 2 957.0326 1.0381
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1367.6702 NHIVTEWDTPR 3698.5320 1367.6705 22.1883 6939 2 684.3389 ‐0.5108
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1718.9660 IAIQAGAAGIIVSNHGAR 1516.2420 1718.9700 16.6598 3410 3 573.6615 1.79
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1597.7778 MEITNVTEYDAIAK 268.4735 1597.7542 20.1140 3422 2 799.3808 ‐15.0162
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1326.7852 VVEQLVRRAEK 354.6067 1326.7886 24.0936 3813 2 663.8980 1.88
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 4228.0503 NFEGLDLGKMDEASIDQIANDSGLASYV 930.2540 4228.0376 40.2921 1301 3 1410.0174 ‐1.6616
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1403.7062 SMPIMVAPTAFQK 458.7296 1403.7017 20.0318 10068 2 702.3545 ‐3.7674
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 872.4836 ALTVDTPR 1173.8250 872.4852 24.1100 4819 1 872.4852 2.76
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 731.3934 EGLDLGK 192.9447 731.3938 28.2187 2563 1 731.3938 0.6087
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1079.4792 NHIVTEWDT 179.3028 1079.4812 22.3886 1986 1 1079.4812 2.38
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 814.4855 NMPILVK 170.7826 814.4822 24.3325 1943 1 814.4822 ‐3.7328
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 801.4465 LTVDTPR 1489.4780 801.4473 24.1041 1818 1 801.4473 1.51
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 871.4196 QLDYVPAT 158.0577 871.4220 21.2500 1806 1 871.4220 3.73
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 738.2876 MAHPDGE 898.6616 738.2879 15.7705 1083 1 738.2879 0.5360
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1516.7902 ISMPIMVAPTAFQK 370.5903 1516.7960 19.4571 3547 2 758.9016 3.57
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5205.9870 40991.3213 36 59.52 None 1309.7587 VVEQLVRRAEK 469.5935 1309.7585 24.2745 2995 2 655.3829 ‐0.9151
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 1056.6048 AIALTVDTPR 9880.8310 1056.6037 24.1067 41766 2 528.8055 ‐2.2826
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 992.5047 NFEGLDLGK 25271.7000 992.5058 26.3463 25658 2 496.7565 ‐0.3280
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 2439.0558 MVYDYYASGAEDQWTLQENR 1675.5830 2439.0495 30.3876 15082 2 1220.0284 ‐1.1691
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 1367.6702 NHIVTEWDTPR 7333.2960 1367.6705 22.1883 6939 2 684.3389 ‐0.4865
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 1466.7373 EITNVTEYDAIAK 1580.3950 1466.7222 29.1157 4406 2 733.8647 ‐10.7726
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 4228.0503 NFEGLDLGKMDEASIDQIANDSGLASYV 783.3471 4228.0376 40.2921 1301 3 1410.0174 ‐2.1374
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 872.4836 ALTVDTPR 1631.4720 872.4852 24.1100 4819 1 872.4852 2.35
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 731.3934 EGLDLGK 990.9401 731.3938 28.8486 4268 1 731.3938 0.7125
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 801.4465 LTVDTPR 1283.0620 801.4473 24.1041 1818 1 801.4473 1.01
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 1079.4792 NHIVTEWDT 351.8259 1079.4824 22.1827 770 1 1079.4824 4.0953
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 1349.6597 NHIVTEWDTPR 1608.1340 1349.6635 23.5701 1474 2 675.3354 2.1736
NP_001189891.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1305.1530 40991.3213 36 59.52 None 975.4782 NFEGLDLGK 183.2257 975.4730 25.2079 1358 1 975.4730 ‐4.3681
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1056.6048 AIALTVDTPR 7380.0630 1056.6037 24.1067 41766 2 528.8055 ‐2.2754
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 2011.9026 MDEANDSGLASYVAGQIDR 53629.7000 2011.9019 31.1486 34782 2 1006.4546 0.1623
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1875.0110 QLDYVPATISALEEVVK 18356.3800 1875.0106 22.6095 28572 2 938.0089 0.0203
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 992.5047 NFEGLDLGK 37417.4700 992.5058 26.3463 25658 2 496.7565 ‐0.3143
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPG 8547.8670 2908.4442 24.9828 22835 3 970.1529 3.39
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1058.5993 VPVFLDGGVR 13593.6600 1058.6005 17.4357 17452 2 529.8039 ‐0.1037
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 2439.0558 MVYDYYASGAEDQWTLQENR 8166.6620 2439.0495 30.3876 15082 2 1220.0284 ‐1.3018
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1533.8168 ISMPIMVAPTAFQK 8299.1000 1533.8178 19.9128 13424 2 767.4125 0.2970
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1318.5845 MAHPDGEYATAR 27863.5100 1318.5854 15.7693 10440 3 440.2000 ‐0.1206
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1913.0565 DIQWLQTITNMPILVK 1742.0950 1913.0579 23.7742 7066 2 957.0326 1.0381
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1367.6702 NHIVTEWDTPR 3698.5320 1367.6705 22.1883 6939 2 684.3389 ‐0.5108
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1718.9660 IAIQAGAAGIIVSNHGAR 1516.2420 1718.9700 16.6598 3410 3 573.6615 1.79
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1597.7778 MEITNVTEYDAIAK 268.4735 1597.7542 20.1140 3422 2 799.3808 ‐15.0162
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1326.7852 VVEQLVRRAEK 354.6067 1326.7886 24.0936 3813 2 663.8980 1.88
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1403.7062 SMPIMVAPTAFQK 458.7296 1403.7017 20.0318 10068 2 702.3545 ‐3.7674
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 872.4836 ALTVDTPR 1173.8250 872.4852 24.1100 4819 1 872.4852 2.76
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 731.3934 EGLDLGK 192.9447 731.3938 28.2187 2563 1 731.3938 0.6087
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1079.4792 NHIVTEWDT 179.3028 1079.4812 22.3886 1986 1 1079.4812 2.38
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 814.4855 NMPILVK 170.7826 814.4822 24.3325 1943 1 814.4822 ‐3.7328
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 801.4465 LTVDTPR 1489.4780 801.4473 24.1041 1818 1 801.4473 1.51
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 871.4196 QLDYVPAT 158.0577 871.4220 21.2500 1806 1 871.4220 3.73
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 738.2876 MAHPDGE 898.6616 738.2879 15.7705 1083 1 738.2879 0.5360
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1091.4310 MDEANDSGLAS 426.6409 1091.4339 32.1114 905 1 1091.4339 3.88
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1516.7902 ISMPIMVAPTAFQK 370.5903 1516.7960 19.4571 3547 2 758.9016 3.57
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 8134.0460 40363.6259 37 57.49 None 1309.7587 VVEQLVRRAEK 469.5935 1309.7585 24.2745 2995 2 655.3829 ‐0.9151
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1143.6772 FTLPPNLTLK 20664.2100 1143.6787 18.8387 29016 2 572.3430 ‐0.1988
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1875.0110 QLDYVPATISALEEVVK 19868.1500 1875.0106 22.6095 28572 2 938.0089 0.0559
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPG 3562.3520 2908.4442 24.9828 22835 3 970.1529 3.87
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1058.5993 VPVFLDGGVR 9610.8300 1058.6005 17.4357 17452 2 529.8039 ‐0.5607
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1107.5873 FFQLYVYK 7285.3920 1107.5894 19.1262 17099 2 554.2983 0.2408
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1533.8168 ISMPIMVAPTAFQK 6185.3170 1533.8178 19.9128 13424 2 767.4125 0.1267
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1913.0565 DIQWLQTITNMPILVK 3122.8200 1913.0579 23.7742 7066 2 957.0326 1.0967
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1718.9660 IAIQAGAAGIIVSNHGAR 1956.8730 1718.9700 16.6598 3410 3 573.6615 1.31
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 164.3867 2269.1655 18.4972 897 3 757.0600 22.6665
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 782.4771 PPNLTLK 648.0541 782.4802 18.8418 2749 1 782.4802 4.1304
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 871.4196 QLDYVPAT 246.0161 871.4220 21.2500 1806 1 871.4220 3.1728



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2783.1140 40363.6259 37 57.49 None 1516.7902 ISMPIMVAPTAFQK 328.0938 1516.7960 19.4571 3547 2 758.9016 3.52
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 None 1469.7635 VYVGQGDSGVVYVK 4545.2790 1469.7649 23.4341 9953 2 735.3861 0.4440
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 None 1359.7882 IFSVDAPAIVSLK 6521.7700 1359.7894 19.7244 7963 2 680.3983 0.1710
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 7140.1950 1636.7719 26.6959 7580 2 818.8896 2.02
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 None 1839.9375 TSIPYGLEGGTEFVLEK 7536.6370 1839.9375 33.0379 7349 2 920.4724 0.1861
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 None 981.6091 LGVNVAPIAK 5732.3250 981.6088 23.7911 6839 2 491.3081 ‐1.6898
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1593.2740 32147.1196 9 29.97 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 1875.0770 2503.2035 38.6550 5866 2 1252.1054 ‐2.2742
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1154.7940 32147.1196 9 29.97 None 1469.7635 VYVGQGDSGVVYVK 7391.6600 1469.7649 23.4341 9953 2 735.3861 0.4786
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1154.7940 32147.1196 9 29.97 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 11047.7600 1636.7719 26.6959 7580 2 818.8896 2.18
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1154.7940 32147.1196 9 29.97 None 981.6091 LGVNVAPIAK 8482.1760 981.6088 23.7911 6839 2 491.3081 ‐1.7045
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 471.2322 21545.0741 4 25.26 None 969.6091 ALLDVGLIR 4401.9940 969.6150 19.2479 7838 2 485.3111 4.27
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 471.2322 21545.0741 4 25.26 None 1550.7921 GALDGGLDIPHSDKR 1596.3770 1550.7916 22.4983 3560 3 517.6021 ‐1.0278
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 471.2322 21545.0741 4 25.26 None 1366.6737 GVEAESIEELYK 2164.2090 1366.6742 27.7996 2448 2 683.8407 ‐0.3004
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 471.2322 21545.0741 4 25.26 None 1288.7120 VHAAIRADPNPK 4095.5050 1288.7112 24.9009 23995 2 644.8592 ‐1.4863
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 1543.8340 2264.1532 29.8398 12716 2 1132.5803 ‐0.1601
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1159.5953 AIDLIDEAGSR 8888.7910 1159.5965 25.2097 12397 2 580.3019 ‐0.1048
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1029.5687 TAIAEGLAQR 32675.9300 1029.5696 19.8690 11710 2 515.2884 ‐0.4849
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1157.4966 LDMSEFMER 12791.9000 1157.4973 29.7420 7580 2 579.2523 ‐0.4098
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1022.5339 LDEMIVFR 8221.8960 1022.5346 29.7857 7244 2 511.7709 ‐0.6959
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1315.6740 IASGDVPETIEGK 13356.8800 1315.6750 21.6983 6703 2 658.3411 ‐0.0411
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 958.5204 VIGQDEAVK 304.6532 958.5184 21.5574 1611 2 479.7628 ‐3.5136
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1116.5895 EIELQVTER 1294.5360 1116.5847 26.1115 17032 2 558.7960 ‐5.4270
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1805.9677 NTLLIMTSNVGSSVIEK 4195.6370 1805.9660 19.1839 7241 2 903.4866 ‐0.8622
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 4620.0880 1354.6790 22.3226 6795 2 677.8431 ‐0.2551
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1120.5779 SMGINLKDSR 155.4090 1120.5573 17.9444 4462 2 560.7823 ‐19.5290
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1691.8098 ALAAYYFGSEEAMIR 1324.0490 1691.8266 29.3167 2495 2 846.4169 9.13
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 1103.2560 2365.2426 22.9457 5277 3 789.0857 5.98
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1382.7638 LAEEGKLDPVVGR 2597.5050 1382.7636 21.4496 4907 3 461.5927 ‐0.9248
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 Oxidation+M(14) 1888.0823 QLTKLEVKEIADIMLK 158.7917 1888.0753 18.9012 1893 3 630.0300 ‐4.1353
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 634.2791 DEAGSR 277.2018 634.2777 25.8036 6730 1 634.2777 ‐2.4439
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 665.3803 MIVFR 132.4189 665.3820 27.6598 2701 1 665.3820 2.31
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 744.3999 AEGLAQR 3785.1440 744.3978 19.8941 1917 1 744.3978 ‐2.6705
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1269.6797 AEEGKLDPVVGR 314.8476 1269.6862 21.4440 825 2 635.3468 4.56
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 None 1297.6634 IASGDVPETIEGK 499.2971 1297.6643 20.4064 3066 2 649.3358 ‐0.1722
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1121.5850 102413.5602 21 16.18 Carbamidomethyl+C(4) 1337.6518 NNPCLIGEPGVGK 340.4472 1337.6499 21.4587 1695 2 669.3286 ‐2.1846
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 761.4040 DSLVEAK 3068.4760 761.4040 22.3148 15159 1 761.4040 0.2701
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 1645.8003 EGLPAFPMGNIDQTR 6348.5890 1645.8028 31.6180 14837 2 823.4050 1.84
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 2264.6610 1086.6028 22.7976 11231 2 543.8050 3.21
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 8231.4900 1350.6692 24.0453 9120 2 675.8382 0.0076
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 1398.7264 VSLAGYEEYIVR 1228.9190 1398.7278 31.2529 7883 2 699.8675 0.4034
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 1980.0410 QIGVIGWGSQGPAQAQNLR 1541.5040 1980.0426 18.0569 6386 2 990.5249 1.30
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 823.3945 SDIFGER 7846.2350 823.3939 20.7353 5505 2 412.2006 ‐2.3468
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 446.2609 VEAK 91.0389 446.2593 21.7961 5981 1 446.2593 ‐4.4439
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 634.3519 TGTISR 128.8714 634.3540 24.0824 2011 1 634.3540 3.1017
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 Carbamidomethyl+C(3) 1135.5776 VECITGTISR 187.4675 1135.5712 23.2102 1784 1 1135.5712 ‐4.3451
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 570.3755 64211.7382 11 13.87 None 1963.0144 QIGVIGWGSQGPAQAQNLR 403.8318 1963.0061 18.1516 776 2 982.0067 ‐3.8459
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1237.6423 VTTTIGYGSPNK 34711.6600 1237.6442 18.5719 45660 2 619.3257 0.5967
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1575.7649 ALPTYTPESPGDATR 40468.5200 1575.7651 22.4041 44713 2 788.3862 ‐0.1916
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 2077.0998 VVPGFLGGSADLASSNMTLLK 23792.2800 2077.0960 20.8634 40009 2 1039.0516 ‐1.2335
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1400.7420 SIITGELPAGWEK 40113.6200 1400.7427 30.2919 33509 2 700.8750 ‐0.1654
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 2017.9654 NNLGWPYEPFQVPDDVK 32866.1000 2017.9654 35.2652 33351 2 1009.4863 0.4933
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1805.9796 SIGINSFGASAPAPLLYK 7220.9510 1805.9807 19.6450 33268 2 903.4940 0.6952
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 3602.0280 1359.7126 23.9227 31142 2 680.3600 4.59
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1005.5615 FLAIDAVEK 14110.0200 1005.5611 26.7165 29996 2 503.2842 ‐1.7295
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 2255.0584 AMPNTLMFRPADGNETAGAYK 21486.0100 2255.0618 17.1156 18841 3 752.3588 1.10
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1403.6914 ANSYSVHGAALGEK 9246.7100 1403.6917 18.0927 16362 3 468.5687 ‐0.5727
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 957.5728 TPSILALSR 3594.0760 957.5728 17.0477 14528 2 479.2900 ‐1.3645
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 996.4686 NPYWFNR 1133.9170 996.4690 16.4280 14144 2 498.7381 ‐0.9895
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1628.7551 HTPEGATLESDWSAK 3423.4490 1628.7576 23.1140 13364 3 543.5907 0.9089
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1476.8057 LPHLPGTSIEGVEK 1900.9070 1476.8013 26.2710 11731 3 492.9386 ‐3.7030
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQ 1471.6740 3646.8358 41.2299 6346 3 1216.2834 ‐1.5315
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 812.3937 AFGDFQK 8375.3260 812.3945 19.8099 5686 2 406.7009 ‐0.7744
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1159.5953 ESVLPSDVSAR 5143.9310 1159.5992 21.8470 3372 2 580.3032 2.44
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 438.1021 2279.9776 31.9984 2186 3 760.6640 ‐17.2179
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1193.6048 KYPEEASELK 33998.7700 1193.6044 17.5916 10338 2 597.3058 ‐1.4160
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 176.2046 2604.3049 36.5102 4139 3 868.7731 2.20
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1036.5323 QFRQWGSK 355.8261 1036.5387 23.4553 2525 1 1036.5387 7.66
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1495.7176 AFGDFQKATPEER 1286.6560 1495.7130 23.1380 1013 2 748.3601 ‐3.5346
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 Carbamidomethyl+C(3) 1045.5459 QQCLNALAK 272.4746 1045.5449 21.3153 31000 2 523.2761 ‐2.2106
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 2052.9808 PNTLMFRPADGNETAGAYK 451.4847 2052.9727 18.9925 8911 2 1026.9900 ‐3.3558
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 594.2882 GDFQK 1426.3580 594.2913 19.8313 2436 1 594.2913 4.60
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1336.6420 YEPFQVPDDVK 184.6377 1336.6359 34.5639 1450 1 1336.6359 ‐2.6256
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1391.6437 PTYTPESPGDATR 759.3894 1391.6448 22.4022 1305 2 696.3261 0.1323
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 858.4931 LAIDAVEK 1538.7740 858.4958 26.7139 1290 1 858.4958 3.89
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 704.3402 FEALGW 68.1627 704.3421 37.5852 1259 1 704.3421 2.39
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 893.4761 SSNMTLLK 170.0459 893.4714 19.8819 1242 1 893.4714 ‐4.6581
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1557.7544 ALPTYTPESPGDATR 445.1485 1557.7617 24.5170 12117 2 779.3845 4.36
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 939.5622 TPSILALSR 161.5574 939.5599 16.3035 1302 2 470.2836 ‐3.8741
NP_001190145.1 transketolase Arabidopsis thaliana 5108.1620 80295.5034 77 42.57 None 1220.6157 VTTTIGYGSPNK 252.1689 1220.6163 20.0874 1762 2 610.8118 ‐0.5063



NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1575.7649 ALPTYTPESPGDATR 45712.7000 1575.7651 22.4041 44713 2 788.3862 ‐0.1462
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1237.6423 VTTTIGYGSPNK 67857.9500 1237.6438 18.5960 43336 2 619.3255 0.2841
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1400.7420 SIITGELPAGWEK 52695.2900 1400.7427 30.2919 33509 2 700.8750 ‐0.1377
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 2017.9654 NNLGWPYEPFQVPDDVK 56173.2300 2017.9654 35.2652 33351 2 1009.4863 0.5834
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 3340.1670 1359.7126 23.9227 31142 2 680.3600 4.94
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1005.5615 FLAIDAVEK 12460.8900 1005.5611 26.7165 29996 2 503.2842 ‐1.7419
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1403.6914 ANSYSVHGAALGEK 13557.4300 1403.6917 18.0927 16362 3 468.5687 ‐0.7141
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1476.8057 LPHLPGTSIEGVEK 1958.4110 1476.8013 26.2710 11731 3 492.9386 ‐3.8530
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQ 1251.6030 3646.8358 41.2299 6346 3 1216.2834 ‐1.9385
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 812.3937 AFGDFQK 7156.8380 812.3945 19.8099 5686 2 406.7009 ‐0.8063
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 183.3671 2279.9776 31.9984 2186 3 760.6640 ‐17.4631
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1832.9124 AAAVETVEPTTDSSIVDK 390.2524 1832.8912 26.1646 913 2 916.9492 ‐11.3186
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1732.9592 QKLPHLPGTSIEGVEK 1003.1780 1732.9644 24.9066 5932 3 578.3263 2.83
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1495.7176 AFGDFQKATPEER 557.1424 1495.7287 23.0564 1975 2 748.3680 6.88
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 955.6763 2604.3037 37.7754 1939 3 868.7727 1.98
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 745.4090 AIDAVEK 125.2268 745.4079 24.0926 6031 1 745.4079 ‐1.2987
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1105.5636 FQKATPEER 302.2404 1105.5673 22.4303 5420 2 553.2873 2.1101
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 594.2882 GDFQK 1252.3110 594.2913 19.8313 2436 1 594.2913 4.75
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1087.5419 TGELPAGWEK 1345.5570 1087.5399 30.2852 2140 1 1087.5399 ‐0.5859
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1030.4800 TPESPGDATR 264.9236 1030.4783 23.9492 1469 1 1030.4783 ‐0.6053
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 629.3981 LNALAK 140.5338 629.3961 23.6477 1466 1 629.3961 ‐3.2833
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1336.6420 YEPFQVPDDVK 566.3394 1336.6359 34.5639 1450 1 1336.6359 ‐2.5691
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1391.6437 PTYTPESPGDATR 752.1207 1391.6448 22.4022 1305 2 696.3261 0.1590
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 858.4931 LAIDAVEK 1418.3750 858.4958 26.7139 1290 1 858.4958 3.66
NP_001190145.1 transketolase Arabidopsis thaliana 4885.0030 80295.5034 77 42.57 None 1037.5262 TTIGYGSPNK 1770.0850 1037.5232 18.5933 813 1 1037.5232 ‐1.8185
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2077.0998 VVPGFLGGSADLASSNMTLLK 14329.1300 2077.0960 20.8634 40009 2 1039.0516 ‐1.0759
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1805.9796 SIGINSFGASAPAPLLYK 6265.1450 1805.9807 19.6450 33268 2 903.4940 0.6892
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2255.0584 AMPNTLMFRPADGNETAGAYK 25041.9800 2255.0618 17.1156 18841 3 752.3588 1.50
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 957.5728 TPSILALSR 5374.1930 957.5728 17.0477 14528 2 479.2900 ‐1.8826
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 996.4686 NPYWFNR 1070.5750 996.4690 16.4280 14144 2 498.7381 ‐1.4841
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1352.6845 VSIEAASTFGWGK 566.4631 1352.6805 18.8110 4698 2 676.8439 ‐3.9402
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1400.7420 SIITGELPAGWEK 327.4227 1400.7452 22.8705 1755 2 700.8762 1.81
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2017.9654 NNLGWPYEPFQVPDDVK 816.8435 2017.9635 20.4708 1944 2 1009.4854 ‐0.3581
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1488.8380 ASTSSLALSQALLAR 124.4968 1488.8573 23.4213 1327 2 744.9323 12.99
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1159.5953 ESVLPSDVSAR 96.7696 1159.5869 17.8480 1171 2 580.2971 ‐8.7046
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 222.2501 2280.0589 20.2850 1136 2 1140.5331 19.8076
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2489.2730 AAAVETVEPTTDSSIVDKSVNSIR 168.2972 2489.2894 19.6453 9934 3 830.4346 6.07
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 264.1120 2604.3068 19.8466 8967 3 868.7738 3.1565
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 2052.9808 PNTLMFRPADGNETAGAYK 188.6854 2052.9727 18.9925 8911 2 1026.9900 ‐3.2127
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 1605.8635 GINSFGASAPAPLLYK 560.6124 1605.8662 19.7200 3462 2 803.4368 1.95
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 526.2871 ESVLP 97.3521 526.2867 16.1488 3013 1 526.2867 ‐1.6091
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 702.3855 NMTLLK 76.8235 702.3839 20.4124 2693 1 702.3839 ‐2.3528
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 713.3828 ASTSSLAL 96.1250 713.3807 21.6141 2087 1 713.3807 ‐3.1298
NP_001190145.1 transketolase Arabidopsis thaliana 1389.0100 80295.5034 77 42.57 None 939.5622 TPSILALSR 256.2554 939.5599 16.3035 1302 2 470.2836 ‐4.4030
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1288.7334 IVMGLFGEVVPK 12601.0800 1288.7329 20.6726 57174 2 644.8701 ‐1.1635
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1142.5364 FEDENFTLK 35345.8200 1142.5379 25.4263 50162 2 571.7726 0.1592
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1343.7140 HVVFGQVIEGMK 51007.8300 1343.7139 17.3493 37133 2 672.3606 ‐0.7915
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 30615.5200 1221.5795 29.8789 34459 1 1221.5795 ‐0.4981
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 Carbamidomethyl+C(9) 1524.7475 TVENFRALCTGEK 1892.4000 1524.7342 28.9646 9164 2 762.8708 ‐9.1243
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1107.5867 VFGQVIEGMK 418.5120 1107.5894 19.1262 17099 2 554.2983 1.70
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1076.5809 MGLFGEVVPK 5538.0900 1076.5802 20.6748 4856 1 1076.5802 0.4634
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 Carbamidomethyl+C(3) 778.3764 ALCTGEK 123.0290 778.3794 27.1601 2425 1 778.3794 4.0153
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1124.5259 FEDENFTLK 1768.5440 1124.5262 24.8656 6487 2 562.7667 ‐0.8723
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1125.5099 FEDENFTLK 978.6848 1125.5087 22.9307 2220 2 563.2580 ‐2.1381
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5475.6370 28421.2958 11 22.1 None 1326.6875 HVVFGQVIEGMK 625.2136 1326.6855 19.0459 2207 2 663.8464 ‐2.2670
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 2008.0709 ENAITVGTQHALDPLTTVK 5864.8400 2008.0734 29.3158 14428 3 670.0293 0.9159
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3130.9700 2192.1285 36.1526 13680 2 1096.5679 ‐1.3761
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 1334.7314 GSLFLGDVATQVK 7800.1780 1334.7319 30.2352 10424 2 667.8696 ‐0.4073
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 700.0597 2826.4266 20.3159 8079 3 942.8137 ‐1.2315
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 2017.0726 VNNAGVANALIQHEWRPK 2862.5370 2017.0728 16.8527 2787 4 505.0237 ‐1.2727
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 1302.6212 SFFTVSGEVDSK 1321.6660 1302.6204 27.0775 4831 2 651.8138 ‐1.4271
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 1391.7542 NALIQHEWRPK 367.8813 1391.7550 16.8519 1348 2 696.3811 ‐0.0934
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 1580.8642 TVGTQHALDPLTTVK 858.2010 1580.8675 29.3146 814 2 790.9374 1.18
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 9 39.78 None 2174.1227 VSTDSSLLTTLTFDEPAPGLK 285.5327 2174.1269 38.7532 2201 3 725.3805 1.49
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1707.8912 IDGFVSGIGTGGTITGAGK 6225.7870 1707.8939 17.4339 19854 2 854.4506 1.20
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1449.7440 LIITMPASMSTER 22967.2500 1449.7452 18.2163 12211 2 725.3762 0.2958
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 16439.9000 1310.5810 23.2519 11244 2 655.7941 0.7982
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2107.7290 2135.1488 17.8504 8229 3 712.3878 ‐0.5919
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1285.6787 YLSTVLFDATR 444.2906 1285.6826 19.0373 7906 2 643.3449 2.60
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1325.6770 IGFSMISDAEKK 3455.8550 1325.6766 16.5572 3610 2 663.3419 ‐1.0611
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 998.4135 EAEAMTFEA 695.5580 998.4129 25.5343 6591 1 998.4129 0.2426
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1271.6882 LYGVEPVESAIL 218.4789 1271.6832 17.0065 2617 2 636.3452 ‐4.7827
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2188.3930 33919.2387 9 29.81 None 1093.5564 YLSTVLFDAT 498.8405 1093.5563 17.1177 1174 2 547.2818 ‐1.2952
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1146.6405 VSVFLPEEVK 43961.9800 1146.6419 28.5574 43113 2 573.8246 0.1459
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 13742.4300 2421.1946 22.0341 21371 2 1211.1009 0.1135
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 893.4979 YLEELVK 10811.1700 893.4985 24.1350 15612 2 447.2529 ‐0.8827
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 777.4141 IEFPGSK 7265.6220 777.4149 20.7102 6759 1 777.4149 1.78
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1311.6427 TFDESKETINK 1785.8910 1311.6417 16.3464 5437 3 437.8854 ‐1.6018
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 871.4520 EIPVEER 1209.3220 871.4429 33.8495 1622 1 871.4429 ‐9.8893



NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1719.9640 KNSAAVQKYLEELVK 1210.2730 1719.9796 22.3267 6475 2 860.4934 9.0425
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1063.5266 DESKETINK 271.0212 1063.5284 15.2474 2956 2 532.2679 0.4942
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 730.4345 LEELVK 1408.7940 730.4335 24.1330 2687 1 730.4335 ‐1.2725
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1189.6616 VAGPVTFIFEK 505.6447 1189.6631 22.2662 1259 2 595.3352 0.2420
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 1128.6299 VSVFLPEEVK 806.3707 1128.6274 30.5616 1898 2 564.8173 ‐3.3489
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5533.4460 18988.9907 22 44.31 None 853.4414 EIPVEER 84.9639 853.4387 34.2592 1486 1 853.4387 ‐2.7210
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1146.6405 VSVFLPEEVK 78264.5300 1146.6419 28.5574 43113 2 573.8246 0.1479
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 893.4979 YLEELVK 13328.9100 893.4985 24.1350 15612 2 447.2529 ‐0.9064
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 777.4141 IEFPGSK 8331.8800 777.4149 20.7102 6759 1 777.4149 1.58
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1425.7108 VVETYEATSAEVK 92.5447 1425.7079 30.0208 3319 2 713.3576 ‐2.5296
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1939.9495 TFDESKETINKEIEEK 288.7078 1939.9260 32.9439 3060 3 647.3135 ‐12.6822
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1311.6427 TFDESKETINK 161.6446 1311.6132 28.1225 972 2 656.3102 ‐23.2759
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 629.3141 EIEEK 57.0861 629.3135 32.1396 8177 1 629.3135 ‐1.0000
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 617.3505 EELVK 2451.6320 617.3486 24.1379 2818 1 617.3486 ‐3.2101
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1293.6321 TFDESKETINK 611.8456 1293.6372 29.3353 2996 2 647.3222 3.1151
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5639.9480 18988.9907 22 44.31 None 1128.6299 VSVFLPEEVK 789.4076 1128.6274 30.5616 1898 2 564.8173 ‐3.3487
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 1555.5530 18063.6814 2 14.46 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 10759.2400 2421.1946 22.0341 21371 2 1211.1009 0.4787
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 1555.5530 18063.6814 2 14.46 None 1189.6616 VAGPVTFIFEK 277.6763 1189.6631 22.2662 1259 2 595.3352 ‐0.1360
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 1531.8366 TEELQPYVLNVVK 2404.3840 1531.8401 31.0553 5254 2 766.4237 1.97
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 1952.0500 1604.8100 22.5813 3506 3 535.6082 1.50
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 856.5251 LAAALIER 1151.6250 856.5238 22.2888 3109 2 428.7656 ‐3.0601
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 972.6088 ISLAGLSLAK 4039.3170 972.6092 18.4135 3020 2 486.8083 ‐0.9660
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 1937.0603 ATAELLFGAGHPVIKEQR 499.5733 1937.0589 25.4637 1983 3 646.3578 ‐1.0970
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 962.5418 LNLGVGAYR 2072.2810 962.5424 15.8888 1893 2 481.7748 ‐0.8073
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 1523.8580 ATAELLFGAGHPVIK 864.3067 1523.8580 17.9332 5095 3 508.6242 ‐0.7483
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 1878.9596 GDNKEYLPIEGLAAFNK 1092.0510 1878.9691 20.8490 4811 2 939.9882 5.35
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 None 859.5247 SLAGLSLAK 285.2220 859.5240 19.1555 2109 1 859.5240 ‐0.3813
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 382.2953 49495.9061 20 16.52 Carbamidomethyl+C(1) 938.3997 CSSADAATR 257.9766 938.3968 22.5286 1893 1 938.3968 ‐2.3786
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 972.6088 ISLAGLSLAK 3866.3030 972.6092 18.4135 3020 2 486.8083 ‐1.4750
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 962.5418 LNLGVGAYR 2809.5900 962.5424 15.8888 1893 2 481.7748 ‐1.3223
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 1359.7591 VATIQGLSGTGSLR 209.0266 1359.7894 19.7244 7963 2 680.3983 21.3524
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 1523.8580 ATAELLFGAGHPVIK 580.8931 1523.8580 17.9332 5095 3 508.6242 ‐1.2128
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 1878.9596 GDNKEYLPIEGLAAFNK 974.7231 1878.9691 20.8490 4811 2 939.9882 5.16
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 Carbamidomethyl+C(1) 1869.8324 CEYLADAIIDSYHNVS 423.9210 1869.8779 20.4257 3469 2 935.4426 24.5851
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 2404.2938 MASLMLSLGSTSLLPREINKDK 458.4212 2404.2420 20.9754 1403 3 802.0855 ‐21.5305
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 2835.4346 AENLMLERGDNKEYLPIEGLAAFNK 375.4160 2835.4495 19.1102 5177 4 709.6178 5.25
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 None 859.5247 SLAGLSLAK 237.3175 859.5240 19.1555 2109 1 859.5240 ‐0.4627
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 243.3647 49495.9061 20 16.52 Carbamidomethyl+C(1) 1852.8058 CEYLADAIIDSYHNVS 387.4885 1852.8043 19.4774 2804 2 926.9058 ‐0.6245
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1252.7008 VINALANPIDGR 81030.2000 1252.7004 16.4147 141854 2 626.8539 ‐1.1937
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1252.7260 LIESPAPGIISR 56554.6800 1252.7249 25.5017 138494 2 626.8661 ‐1.7600
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1416.7845 IAQIPVSEAYLGR 44939.4600 1416.7829 27.9467 133638 2 708.8951 ‐1.7786
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1209.6361 TLTAEAESFLK 54739.7000 1209.6364 30.8857 88763 2 605.3218 ‐0.7974
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1474.7860 ASSVAQVVTSLQER 65666.2400 1474.7867 28.4671 82504 2 737.8970 ‐0.0017
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1101.5535 EGIQEQLER 82287.7300 1101.5542 20.2563 79840 2 551.2807 ‐0.5311
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1604.8642 TNKPQFQEIIASTK 17190.4700 1604.8642 24.7174 78883 3 535.6262 ‐0.6635
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1030.5527 ADEISNIIR 62170.6500 1030.5522 25.1289 74954 2 515.7797 ‐1.8299
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 132002.8000 2273.2176 24.8002 72954 2 1137.1124 ‐0.5212
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1553.7383 EAYPGDVFYLHSR 56218.8700 1553.7400 27.5549 71941 3 518.5849 0.4124
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1942.0604 EVTIVNTGTVLQVGDGIAR 70646.5600 1942.0598 31.9839 70209 2 971.5335 0.0314
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 815.4621 ELIIGDR 21974.6400 815.4619 21.7537 20517 2 408.2346 ‐2.0346
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 860.5022 QMSLLLR 16607.8500 860.4998 17.2014 13102 2 430.7536 ‐4.3988
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 777.4505 FLLQEK 15148.1500 777.4506 22.2791 10737 1 777.4506 0.3701
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 2292.1718 TLTAEAESFLKEGIQEQLER 3134.7770 2292.1753 37.3456 8241 3 764.7299 1.98
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 775.4825 FLVQLR 5336.8400 775.4826 17.0562 6971 1 775.4826 0.4173
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 773.4516 VGSAAQIK 292.1556 773.4530 19.7731 1543 1 773.4530 1.73
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLE 272.8959 3611.7643 24.2066 4269 3 1204.5929 ‐6.1795
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1574.8061 EQHTLIIYDDLSK 293.1812 1574.8258 29.5136 2341 2 787.9165 12.36
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 749.3788 ISASESR 221.9139 749.3850 21.5452 1601 1 749.3850 8.12
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 876.5189 FLLQEKV 20950.2300 876.5195 16.8883 12704 2 438.7634 ‐0.9818
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 903.5774 KFLVQLR 1911.6760 903.5782 15.9501 1939 2 452.2927 ‐0.6970
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 530.3297 AAQIK 192.0638 530.3288 19.2441 16969 1 530.3288 ‐2.0919
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 733.3839 TSLQER 7489.9090 733.3831 28.4877 7372 1 733.3831 ‐1.0499
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1086.5578 TNKPQFQEI 202.7053 1086.5632 24.0903 6301 2 543.7852 3.93
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 515.3300 VQLR 810.3963 515.3301 17.0637 5240 1 515.3301 ‐0.4187
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1286.7063 TGTVLQVGDGIAR 204.8776 1286.7085 32.2827 5007 2 643.8579 0.8559
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 628.4141 LVQLR 110.4707 628.4141 17.0592 3693 1 628.4141 ‐0.2433
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 793.4567 VINALANP 325.9875 793.4570 17.0479 2859 1 793.4570 0.6542
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 679.3774 VINALAN 141.9867 679.3743 16.1502 2743 1 679.3743 ‐4.5165
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1190.5953 PGDVFYLHSR 201.8509 1190.5917 27.1081 2599 2 595.7995 ‐3.9865
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 844.4887 EISNIIR 1197.4340 844.4875 25.1256 2322 1 844.4875 ‐1.0436
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 798.3992 EGIQEQL 131.6010 798.4022 17.5842 1780 1 798.4022 4.0238
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 642.3933 PGIISR 7866.0860 642.3938 25.5063 1708 1 642.3938 0.5701
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 959.5156 DEISNIIR 1314.4210 959.5161 25.1331 1702 1 959.5161 1.11
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 729.4505 LLQEKV 1724.6490 729.4514 16.8809 1457 1 729.4514 1.96
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1229.6484 KEGIQEQLER 224.5252 1229.6549 36.1911 1359 2 615.3311 4.81
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 926.5054 ALANPIDGR 2097.2660 926.5045 16.4160 1305 1 926.5045 ‐0.3253
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1400.7492 NTGTVLQVGDGIAR 313.7636 1400.7473 34.4548 1220 2 700.8773 ‐1.9651
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1232.6634 QIPVSEAYLGR 288.2546 1232.6639 27.9349 825 1 1232.6639 1.91
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1083.5429 EGIQEQLER 182.6543 1083.5463 19.5163 3353 2 542.2768 1.29



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1191.6256 TLTAEAESFLK 280.6884 1191.6293 28.7239 2174 2 596.3183 2.0823
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 731.3682 ISASESR 98.7118 731.3703 21.0156 1956 1 731.3703 2.90
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 1535.7278 EAYPGDVFYLHSR 345.9500 1535.7303 29.6481 833 2 768.3688 1.93
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20937.0100 55385.3855 89 46.55 None 797.4516 ELIIGDR 234.3256 797.4517 21.7566 785 2 399.2295 ‐1.5344
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1252.7260 LIESPAPGIISR 56099.3900 1252.7249 25.5017 138494 2 626.8661 ‐1.7474
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1416.7845 IAQIPVSEAYLGR 77417.7200 1416.7829 27.9467 133638 2 708.8951 ‐1.7493
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1209.6361 TLTAEAESFLK 43634.9900 1209.6364 30.8857 88763 2 605.3218 ‐0.7890
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1474.7860 ASSVAQVVTSLQER 48114.1700 1474.7867 28.4671 82504 2 737.8970 0.0334
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1604.8642 TNKPQFQEIIASTK 19281.5000 1604.8642 24.7174 78883 3 535.6262 ‐0.8287
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1030.5527 ADEISNIIR 49992.1400 1030.5522 25.1289 74954 2 515.7797 ‐1.8397
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1553.7383 EAYPGDVFYLHSR 57103.2300 1553.7400 27.5549 71941 3 518.5849 0.2532
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1942.0604 EVTIVNTGTVLQVGDGIAR 92256.8500 1942.0598 31.9839 70209 2 971.5335 0.1138
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 777.4505 FLLQEK 28928.9600 777.4506 22.2791 10737 1 777.4506 0.4982
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 2292.1718 TLTAEAESFLKEGIQEQLER 2654.6820 2292.1753 37.3456 8241 3 764.7299 1.1632
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1252.7008 VINALANPIDGR 591.1631 1252.7029 32.6150 3600 2 626.8551 0.8187
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 773.4516 VGSAAQIK 185.0005 773.4530 19.7731 1543 1 773.4530 2.1259
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1574.8061 EQHTLIIYDDLSK 268.0281 1574.8258 29.5136 2341 2 787.9165 12.89
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 733.3839 TSLQER 4057.3410 733.3831 28.4877 7372 1 733.3831 ‐0.9162
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1086.5578 TNKPQFQEI 270.3683 1086.5632 24.0903 6301 2 543.7852 3.51
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1185.6586 GTVLQVGDGIAR 506.9260 1185.6606 30.1364 4352 2 593.3339 0.6819
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 844.4887 EISNIIR 2420.0610 844.4875 25.1256 2322 1 844.4875 ‐0.9241
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 642.3933 PGIISR 10117.3600 642.3938 25.5063 1708 1 642.3938 0.7154
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 959.5156 DEISNIIR 1225.5110 959.5161 25.1331 1702 1 959.5161 1.59
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1104.6048 IPVSEAYLGR 663.5582 1104.6028 27.9403 1174 1 1104.6028 ‐0.5096
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 956.4472 TNKPQFQE 356.7173 956.4467 23.1451 1015 1 956.4467 0.3539
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12400.4400 55385.3855 89 46.55 None 1232.6634 QIPVSEAYLGR 365.7706 1232.6639 27.9349 825 1 1232.6639 2.0689
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1252.7008 VINALANPIDGR 116393.1000 1252.7004 16.4147 141854 2 626.8539 ‐1.5336
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 133106.2000 2273.2176 24.8002 72954 2 1137.1124 ‐0.2453
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1942.0604 EVTIVNTGTVLQVGDGIAR 4877.5890 1942.0612 18.9967 13296 2 971.5343 0.8787
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 775.4825 FLVQLR 6604.9740 775.4826 17.0562 6971 1 775.4826 0.2870
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1604.8642 TNKPQFQEIIASTK 3507.9630 1604.8647 15.8839 4907 3 535.6264 ‐0.7692
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 2388.1605 LELAQFAELEAFSQFSSDLDK 1217.7970 2388.1373 23.7273 11645 2 1194.5723 ‐8.2368
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLE 1379.4240 3611.7643 24.2066 4269 3 1204.5929 ‐5.3633
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 876.5189 FLLQEKV 21578.6800 876.5195 16.8883 12704 2 438.7634 ‐1.5488
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 903.5774 KFLVQLR 4124.1600 903.5782 15.9501 1939 2 452.2927 ‐1.2476
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 515.3300 VQLR 96.0097 515.3301 17.0637 5240 1 515.3301 ‐0.7004
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 742.3842 ANPIDGR 1466.7560 742.3844 16.4175 4217 1 742.3844 0.1527
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 628.4141 LVQLR 132.3306 628.4141 17.0592 3693 1 628.4141 ‐0.4592
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1261.6787 PQFQEIIASTK 294.9478 1261.6826 17.4464 3356 2 631.3449 1.61
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 793.4567 VINALANP 1091.1680 793.4570 17.0479 2859 1 793.4570 0.5344
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 855.4683 LANPIDGR 1907.7540 855.4690 16.4201 2846 1 855.4690 1.79
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 679.3774 VINALAN 136.1900 679.3743 16.1502 2743 1 679.3743 ‐4.7027
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1831.9510 SVYEPLQTGLIAIDSMI 2784.1600 1831.9518 24.7944 1716 2 916.4795 0.5936
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 729.4505 LLQEKV 1104.7360 729.4514 16.8809 1457 1 729.4514 1.1325
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 926.5054 ALANPIDGR 1741.8700 926.5045 16.4160 1305 1 926.5045 ‐0.3678
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1027.5895 VLQVGDGIAR 276.9153 1027.5868 20.6494 1131 1 1027.5868 ‐1.6176
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 1088.5623 SVYEPLQTGL 2009.2190 1088.5592 24.8215 1015 1 1088.5592 ‐1.5882
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10253.7600 55385.3855 89 46.55 None 3594.7632 QSQSAPLTVEEQIMTIYTGTNGYLDGLE 360.2230 3594.7423 25.1991 2360 3 1198.9190 ‐4.1418
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 622.9075 52095.9769 5 9.73 None 1426.7649 LGANVGSAQGPTGLGK 4031.9270 1426.7651 20.9126 11509 2 713.8862 ‐0.3859
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 622.9075 52095.9769 5 9.73 None 1480.7101 SPTGEVIFGGETMR 9376.3640 1480.7133 27.2078 10303 2 740.8603 1.47
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 622.9075 52095.9769 5 9.73 None 1803.8946 GIDRDFEPVLSMTPLN 6178.4560 1803.8956 35.3669 8448 2 902.4515 0.7677
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 622.9075 52095.9769 5 9.73 None 910.4451 IFGGETMR 265.7184 910.4452 25.3441 2242 2 455.7262 ‐1.4380
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 622.9075 52095.9769 5 9.73 None 1462.6995 SPTGEVIFGGETMR 457.3956 1462.7028 26.2314 2409 2 731.8550 1.55
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 2061.0321 GIYPAVDPLDSTSTMLQPR 88269.9400 2061.0304 33.5492 176100 2 1031.0188 ‐0.2858
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1955.0233 IFNVLGEPVDNLGPVDTR 80620.5500 1955.0219 20.0406 170698 2 978.0146 ‐0.3300
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1517.7442 ESGVINEQNLAESK 211422.0000 1517.7444 21.0557 159776 2 759.3758 ‐0.2872
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1415.7125 TNPTTSNPEVSIR 97258.6300 1415.7121 19.9169 153301 2 708.3597 ‐0.8833
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1630.8071 IVGEEHYETAQQVK 64089.5300 1630.8040 18.2573 135314 3 544.2729 ‐2.5196
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1601.8104 VALVYGQMNEPPGAR 70916.6500 1601.8114 25.0324 134991 2 801.4093 0.3347
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 38485.2900 2296.1029 30.2479 127331 3 766.0391 3.71
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 975.5622 IGLFGGAGVGK 67859.9500 975.5611 17.3064 122381 2 488.2842 ‐2.4984
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1433.7747 FVQAGSEVSALLGR 119135.8000 1433.7747 18.7489 116555 2 717.3910 ‐0.5588
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1191.6256 SAPAFIELDTK 60028.7700 1191.6253 27.7850 115923 2 596.3163 ‐1.2019
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 59555.3000 2142.0644 20.1296 112654 2 1071.5358 ‐1.0712
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1007.5772 LSIFETGIK 61492.9500 1007.5759 18.1810 104102 2 504.2916 ‐2.5637
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1471.7614 VGLTALTMAEYFR 51603.4700 1471.7600 21.3255 96242 2 736.3836 ‐1.4131
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1735.0153 IAQIIGPVLDVAFPPGK 73748.1700 1735.0169 21.4876 85325 2 868.0121 0.9418
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1045.6041 VVDLLAPYR 49113.1300 1045.6043 18.2836 81574 2 523.3058 ‐1.0298
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 60817.3000 2401.1838 38.6321 72958 3 801.0661 2.51
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1261.6973 MPNIYNALVVK 29061.7000 1261.6990 19.1678 72763 2 631.3531 0.4361
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1471.8553 TVLIMELINNIAK 179018.0000 1471.8570 24.5334 66821 2 736.4321 0.6834
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1077.5609 AVAMSATEGLK 54989.7300 1077.5613 20.3793 46926 2 539.2843 ‐0.8573
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1233.6620 AVAMSATEGLKR 19587.6000 1233.6612 18.6843 36115 2 617.3342 ‐1.6037
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1949.9967 DVNEQDVLLFIDNIFR 73772.6900 1949.9954 25.6339 36097 2 975.5013 ‐0.2947
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1229.5177 EGNDLYMEMK 70333.1600 1229.5193 24.2443 30838 2 615.2633 0.3430
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1486.6665 TREGNDLYMEMK 43023.9800 1486.6674 22.6571 29117 3 496.2273 ‐0.0698
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 3924.3740 2614.3029 20.8105 16536 3 872.1058 1.1387
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1201.7052 VVDLLAPYRR 3840.5270 1201.7069 16.9180 11368 2 601.3571 0.4732
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1328.6706 AHGGVSVFGGVGER 9168.7710 1328.6711 15.0837 8679 2 664.8392 ‐0.3850



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATA 764.2657 3258.6083 50.6234 1382 3 1086.8743 ‐3.1394
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1672.8501 TNPTTSNPEVSIREK 254.8325 1672.8666 32.8756 7615 2 836.9369 9.15
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHL 5205.7410 3842.9799 20.6236 25596 4 961.5004 0.1621
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 6313.1660 3002.6036 24.1191 10625 3 1001.5394 0.1283
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1309.7515 IGPVLDVAFPPGK 430.9958 1309.7583 19.6335 129755 2 655.3828 4.09
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1033.5564 PAFIELDTK 24781.8000 1033.5575 27.7344 19068 2 517.2824 ‐0.3046
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 723.3420 NEPPGAR 477.6678 723.3426 20.7091 13925 1 723.3426 0.8840
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 894.4931 SIFETGIK 4306.8960 894.4913 18.1785 12099 1 894.4913 ‐1.4628
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1063.5565 AMSATEGLKR 11084.5900 1063.5563 18.6877 9941 2 532.2818 ‐1.3866
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 715.4461 VSALLGR 1033.0620 715.4468 18.2492 7593 1 715.4468 1.0309
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1013.5738 SVPVGGATLGR 283.7356 1013.5740 21.1654 7173 2 507.2906 ‐1.1433
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 907.4672 FIDNIFR 119.7277 907.4633 27.4536 5058 1 907.4633 ‐3.6705
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 672.4039 INNIAK 228.8806 672.4036 22.2051 4118 1 672.4036 ‐0.6154
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 435.2714 IFR 70.5507 435.2708 24.3825 3809 1 435.2708 ‐2.3238
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 573.3355 AQQVK 153.6617 573.3358 15.7886 3522 1 573.3358 0.1702
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 602.3620 EGLKR 159.0485 602.3626 18.2189 2842 1 602.3626 0.6724
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 769.4277 VGLTALTM 180.2380 769.4242 23.5992 2800 1 769.4242 ‐4.3651
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 785.4880 LINNIAK 567.1006 785.4890 25.8702 2687 2 393.2481 ‐0.4313
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 701.2997 YMEMK 477.5485 701.3006 22.6518 2447 1 701.3006 1.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 772.3836 QNLAESK 190.2830 772.3843 20.5139 2398 1 772.3843 1.1133
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1231.5987 LDSTSTMLQPR 263.5087 1231.5955 33.2238 2351 2 616.3014 ‐3.5567
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1244.6481 VINEQNLAESK 238.1911 1244.6538 22.5651 2209 2 622.8305 3.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1368.6754 GEPVDNLGPVDTR 243.9015 1368.6723 20.0420 2186 1 1368.6723 ‐0.2805
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1045.5710 MELINNIAK 231.8095 1045.5677 25.6079 2149 2 523.2875 ‐4.4616
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 946.5356 VDLLAPYR 181.8223 946.5364 18.2780 2149 1 946.5364 1.58
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 574.2944 GGVGER 394.7125 574.2954 15.0818 2139 1 574.2954 1.01
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 732.4403 LLAPYR 168.4403 732.4388 18.3131 2100 1 732.4388 ‐1.8918
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 865.4666 FIELDTK 4472.5630 865.4673 27.7846 2049 1 865.4673 1.17
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1130.6568 PNIYNALVVK 1164.6110 1130.6525 19.1709 1911 1 1130.6525 ‐2.5064
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 716.3614 GIYPAVD 125.0746 716.3634 32.2197 1788 1 716.3634 2.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 2271.1279 YKELQDIIAILGLDELSEED 125.8360 2271.1414 25.8198 1787 4 568.5408 4.08
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 803.4258 ETAQQVK 238.0377 803.4241 20.4980 1786 1 803.4241 ‐1.7419
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 873.4353 YKELQDI 67.5467 873.4383 21.8123 1649 1 873.4383 3.66
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1264.6202 LSTEMGTLQER 159.9825 1264.6248 31.1948 1482 2 632.8160 2.18
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 774.4468 ATEGLKR 157.4845 774.4465 18.6904 1283 1 774.4465 ‐0.2298
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1266.5961 ESGVINEQNLAE 534.2932 1266.5967 18.5989 1268 2 633.8020 ‐0.3777
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 999.4968 MPNIYNALV 206.3648 999.4948 17.8046 1243 2 500.2510 ‐3.3768
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 608.3151 AHGGVSV 2236.0020 608.3155 15.0801 1242 1 608.3155 0.4114
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 700.3988 PEVSIR 227.7232 700.3998 19.9169 1184 1 700.3998 1.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 703.4097 TEGLKR 167.2365 703.4102 18.6904 1165 1 703.4102 0.6360
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 603.3461 EVSIR 93.9842 603.3434 17.6031 1151 1 603.3434 ‐4.7608
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1127.5554 MPSAVGYQPTL 142.1647 1127.5520 28.3019 1086 2 564.2796 ‐4.1497
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 949.4625 YETAQQVK 196.5648 949.4579 20.7007 1083 1 949.4579 ‐4.1729
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 644.3548 MLQPR 90.2079 644.3573 31.4613 1028 1 644.3573 3.50
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1345.6780 PLDSTSTMLQPR 1311.1950 1345.6765 33.5534 979 1 1345.6765 0.7982
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1024.4582 TNPTTSNPEV 96.8799 1024.4608 35.0465 830 1 1024.4608 3.29
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1059.5793 AGSEVSALLGR 400.0335 1059.5793 17.0996 822 2 530.2933 ‐1.2677
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1431.7049 LVYGQMNEPPGAR 173.1980 1431.7018 25.7056 767 3 477.9054 ‐2.9594
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1211.5071 EGNDLYMEMK 409.9635 1211.5087 24.1864 959 2 606.2580 0.3588
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 49948.7000 53990.9783 100 83.73 None 1717.9887 IAQIIGPVLDVAFPPGK 516.8615 1717.9909 20.7869 800 3 573.3352 0.7275
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 2061.0321 GIYPAVDPLDSTSTMLQPR 129696.3000 2061.0304 33.5492 176100 2 1031.0188 ‐0.1913
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1601.8104 VALVYGQMNEPPGAR 74141.8300 1601.8114 25.0324 134991 2 801.4093 0.3827
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 40028.4600 2296.1029 30.2479 127331 3 766.0391 3.1600
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1191.6256 SAPAFIELDTK 61026.4300 1191.6253 27.7850 115923 2 596.3163 ‐1.1954
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 50854.7500 2401.1838 38.6321 72958 3 801.0661 2.56
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1077.5609 AVAMSATEGLK 47689.9800 1077.5613 20.3793 46926 2 539.2843 ‐0.8623
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1233.6620 AVAMSATEGLKR 36736.3800 1233.6612 18.6843 36115 2 617.3342 ‐1.5929
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1328.6706 AHGGVSVFGGVGER 2920.2900 1328.6699 22.8039 7879 2 664.8386 ‐1.2363
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1415.7125 TNPTTSNPEVSIR 8713.8550 1415.7136 19.6598 5325 2 708.3605 0.2323
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1433.7747 FVQAGSEVSALLGR 309.4678 1433.7897 34.1995 2521 2 717.3985 9.48
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 721.3628 FGGVGER 102.6187 721.3632 23.7934 14152 1 721.3632 0.7625
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 723.3420 NEPPGAR 104.0616 723.3426 20.7091 13925 1 723.3426 1.0190
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 861.4789 SATEGLKR 20299.1000 861.4785 18.6938 4352 1 861.4785 0.1603
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 992.5193 MSATEGLKR 883.0324 992.5181 18.6958 3016 2 496.7627 ‐2.5823
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 959.4469 FVQAGSEVSA 265.4274 959.4452 33.1599 2865 1 959.4452 ‐0.9366
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1219.5524 YGQMNEPPGAR 554.0843 1219.5481 25.0443 2589 1 1219.5481 ‐1.9722
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 865.4666 FIELDTK 4504.9770 865.4673 27.7846 2049 1 865.4673 1.85
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1056.4891 GQMNEPPGAR 424.6007 1056.4883 25.0432 1570 1 1056.4883 0.3947
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 602.3620 EGLKR 175.7575 602.3610 20.0669 1547 1 602.3610 ‐1.8878
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 774.4468 ATEGLKR 188.0789 774.4465 18.6904 1283 1 774.4465 ‐0.1014
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 703.4097 TEGLKR 196.8233 703.4102 18.6904 1165 1 703.4102 0.7735
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1145.5660 MPSAVGYQPTL 439.5411 1145.5668 30.2807 892 1 1145.5668 2.0946
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 None 1431.7049 LVYGQMNEPPGAR 231.1765 1431.7018 25.7056 767 3 477.9054 ‐3.1041
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 14618.7100 53990.9783 100 83.73 Carbamidomethyl+C(11) 2383.1671 DTLGQEINVTCEVQQLLGNNR 323.2052 2383.1586 36.0245 1191 2 1192.0829 ‐2.2674
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1228.6532 DLAVEGNEIIR 170378.5000 1228.6514 26.4652 2569351 2 614.8293 ‐2.4004
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1407.6678 LTYYTPEYETK 121182.1000 1407.6652 23.1782 2468002 2 704.3362 ‐2.4849
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1465.7546 TFQGPPHGIQVER 84815.3100 1465.7509 21.6131 1757145 3 489.2551 ‐3.3172
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1021.5313 DTDILAAFR 82114.3100 1021.5299 32.1379 1724994 2 511.2686 ‐2.7013
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 212180.0000 1546.7335 32.3339 1692041 2 773.8704 ‐1.9096



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 2169.9870 GGLDFTKDDENVNSQPFMR 343904.3000 2169.9835 28.0305 1334834 3 723.9993 ‐1.8084
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 2270.1299 ESTLGFVDLLRDDYVEKDR 129911.6000 2270.1270 34.7373 990744 4 568.2872 ‐2.4181
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTT 161092.0000 3854.8569 40.2954 945465 3 1285.6238 ‐2.8422
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1249.6787 ESTLGFVDLLR 163811.5000 1249.6775 20.9593 849639 2 625.3424 ‐1.8226
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(5) 910.4452 AVYECLR 44549.6100 910.4434 18.9478 802953 2 455.7253 ‐3.4191
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1447.7652 LSGGDHIHAGTVVGK 73923.2300 1447.7646 17.3815 652989 3 483.2597 ‐1.1514
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 109148.9000 1116.5825 20.8419 479422 2 558.7949 ‐1.6256
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 156467.3000 1261.6301 19.3922 393666 2 631.3187 0.3089
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 110551.2000 1950.9135 21.5732 382243 3 650.9760 ‐1.6915
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 65013.5100 3038.4509 20.5266 271524 4 760.3682 ‐0.0406
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1999.0019 ESTLGFVDLLRDDYVEK 40305.0500 1998.9999 36.0369 214206 3 667.0048 ‐1.3134
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1451.6220 DDENVNSQPFMR 165140.8000 1451.6219 22.3585 144736 2 726.3146 ‐0.6062
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 97964.0500 1794.8143 22.7992 128140 3 598.9430 ‐0.8421
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1324.6783 EITFNFPTIDK 36450.9100 1324.6798 19.6150 87582 2 662.8435 0.3024
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1819.9549 LEGDRESTLGFVDLLR 16396.3400 1819.9553 20.2749 69855 3 607.3233 ‐0.2417
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1187.6644 DNGLLLHIHR 64525.2400 1187.6636 15.5715 44482 3 396.5594 ‐1.6028
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 2042.5540 2840.4107 34.4450 40875 4 710.8581 1.0729
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 2410.1813 LTYYTPEYETKDTDILAAFR 2021.7310 2410.1837 20.0254 22980 3 804.0661 0.9755
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 3994.8230 1502.8519 14.5092 17952 3 501.6222 ‐0.2392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 912.4720 AMHAVIDR 6611.2400 912.4728 15.7928 8185 2 456.7400 ‐0.6798
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1684.8613 NEGRDLAVEGNEIIR 2255.4430 1684.8615 24.5396 6762 3 562.2920 ‐0.4341
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 2828.9070 1716.8855 25.3901 1975 2 858.9464 15.6739
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1866.9120 EITFNFPTIDKLDGQE 365743.6000 1866.9079 35.9920 2915708 2 933.9576 ‐1.9776
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1168.6255 AMHAVIDRQK 1559.1580 1168.6222 16.9777 2167 2 584.8147 ‐3.8858
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1827.8687 EYKLTYYTPEYETK 1318.7780 1827.8727 25.3900 1876 3 609.9624 1.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1078.6004 LGLSAKNYGR 503.1845 1078.6086 18.0285 1755 2 539.8079 6.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(3) 740.3396 YECLR 5723.0540 740.3388 18.9436 278225 1 740.3388 ‐1.0689
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 577.3457 LAAFR 2794.2820 577.3451 32.1374 95633 1 577.3451 ‐1.2668
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 690.4297 ILAAFR 4270.3370 690.4292 32.1378 27479 1 690.4292 ‐0.7686
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 701.3941 GIQVER 3477.8950 701.3927 21.6112 22538 1 701.3927 ‐1.9405
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(4) 839.4080 VYECLR 586.4006 839.4088 18.9435 22218 1 839.4088 1.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 558.2770 DTDIL 725.6644 558.2782 32.1340 12030 1 558.2782 1.75
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 965.5163 GLSAKNYGR 114.6591 965.5135 19.1748 9635 2 483.2604 ‐4.3718
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 550.2806 PFMR 6732.4760 550.2806 28.0269 8737 1 550.2806 ‐0.5742
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 629.3141 DTDILA 876.5723 629.3135 32.1396 8177 1 629.3135 ‐1.1470
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 958.5945 GLLLHIHR 1197.8920 958.5947 15.9667 8121 2 479.8010 ‐1.2511
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 625.7269 1404.5912 24.4630 6101 2 702.7993 3.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 615.3824 VDLLR 277.3243 615.3834 20.9593 5481 1 615.3834 1.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1564.7828 ELGVPIVMHDYLTGG 206.0907 1564.7779 25.1895 5348 2 782.8926 ‐3.4865
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 562.3208 HIHR 21511.8200 562.3224 15.9522 5179 1 562.3224 2.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1162.6004 TFQGPPHGIQV 228.9939 1162.6067 20.1209 5023 2 581.8070 4.77
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(1) 448.2337 CLR 204.9483 448.2337 18.9468 4596 1 448.2337 ‐0.8364
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 675.4049 LHIHR 467.2616 675.4044 15.9599 4510 1 675.4044 ‐0.8049
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 631.3774 AGTVVGK 824.0652 631.3776 17.3895 4353 1 631.3776 0.1487
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 879.4141 NSQPFMR 686.0442 879.4146 22.3684 4260 1 879.4146 0.9905
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1349.6922 ELGVPIVMHDYL 466.6209 1349.6902 18.7612 3942 2 675.3487 ‐2.2480
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 528.2664 DLAVE 1121.7920 528.2678 26.4950 3818 1 528.2678 2.0394
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1055.6109 NGLLLHIHR 855.8633 1055.6083 15.6026 3774 2 528.3078 ‐3.7150
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 694.3770 AEAIYK 601.9095 694.3761 21.6465 3620 1 694.3761 ‐1.3472
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1782.9272 TLGFVDLLRDDYVEK 5637.9620 1782.9300 36.0451 3521 2 891.9687 1.54
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 757.3628 GHYLNAT 215.0794 757.3604 21.5505 3497 1 757.3604 ‐2.9885
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 585.2780 GHYLN 706.3034 585.2798 24.4698 3452 1 585.2798 2.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 748.3512 PEYETK 78.1688 748.3545 25.7310 3305 1 748.3545 4.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1046.5193 EITFNFPTI 260.4837 1046.5203 32.9464 3132 1 1046.5203 1.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 788.4890 LLHIHR 158.4887 788.4893 15.9608 3098 1 788.4893 0.6505
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 406.6819 1038.4632 22.8074 2989 1 1038.4632 4.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 1107.6480 1123.5255 21.9356 2969 2 562.2664 0.6992
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(1) 721.3338 CEVWK 220.6051 721.3319 32.3288 2723 1 721.3319 ‐2.6381
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(6) 1192.5337 ATAGTCEEMIK 300.6117 1192.5292 20.2704 2645 2 596.7682 ‐4.8213
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 929.5051 VEGNEIIR 1441.3250 929.5059 29.4633 2592 1 929.5059 1.82
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1115.5579 PTIDKLDGQE 948.4548 1115.5545 38.7111 2568 1 1115.5545 ‐1.8033
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1120.6361 STLGFVDLLR 541.6964 1120.6330 20.9545 2506 1 1120.6330 ‐1.5153
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(5) 835.3880 LSHYCR 193.8658 835.3846 18.5673 2343 1 835.3846 ‐3.6301
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1113.6262 LAVEGNEIIR 537.6750 1113.6278 24.1348 2164 2 557.3175 0.2366
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1192.5117 GGLDFTKDDEN 1177.8230 1192.5097 25.8276 2125 1 1192.5097 ‐0.2216
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 2355.1099 AAESSTGTWTTVWTDGLTSLDR 267.1055 2355.0965 37.9797 1968 2 1178.0519 ‐4.5739
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 879.4141 NSQPFMR 159.2492 879.4167 30.0014 1966 1 879.4167 3.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1451.6220 DDENVNSQPFMR 362.0017 1451.6267 28.7214 1925 2 726.3170 2.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1089.5800 GPPHGIQVER 327.4107 1089.5801 20.0742 1884 2 545.2937 ‐1.0754
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1346.6951 ESTLGFVDLLRD 256.7316 1346.7024 32.6263 1830 2 673.8549 4.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 881.5203 IHAGTVVGK 3796.1160 881.5219 17.3750 1829 1 881.5219 2.15
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 765.3712 SQPFMR 674.9139 765.3730 22.3674 1796 1 765.3730 2.04
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 547.2835 EKDR 500.0943 547.2831 34.7516 1761 1 547.2831 ‐1.0356
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 567.2522 LSGGDH 774.6879 567.2513 17.3904 1708 1 567.2513 ‐1.9160
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1334.6811 SGGDHIHAGTVVGK 178.7532 1334.6780 19.1280 1675 2 667.8426 ‐3.1244
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1012.4622 YTPEYETK 179.4727 1012.4585 23.1400 1613 1 1012.4585 ‐2.7662
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 510.2493 AMHAV 585.1661 510.2495 15.8081 1576 1 510.2495 ‐0.3058
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1221.5681 ENVNSQPFMR 237.0657 1221.5751 24.0281 1558 2 611.2912 4.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 830.4367 EGNEIIR 341.8221 830.4334 28.0821 1550 1 830.4334 ‐3.5211



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 950.4618 EITFNFPT 224.2525 950.4577 36.0443 1484 1 950.4577 ‐3.5899
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1092.5255 NVNSQPFMR 414.6017 1092.5241 28.0778 1431 1 1092.5241 ‐0.1571
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1620.7136 GGLDFTKDDENVNSQ 467.3038 1620.7210 25.8274 1421 2 810.8641 4.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 885.4213 GHYLNATAG 191.1558 885.4186 22.7955 1399 1 885.4186 ‐2.5822
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 870.3952 LEGDREST 190.9845 870.3986 18.8278 1341 2 435.7029 2.85
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1033.6041 TLGFVDLLR 305.2984 1033.6042 19.1700 1326 1 1033.6042 1.1189
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 1264.6570 1001.4710 22.9378 1293 1 1001.4710 ‐4.2406
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 906.5043 TDILAAFR 290.3101 906.5031 32.1450 1282 1 906.5031 ‐0.7844
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 867.4094 TPEYETK 232.6771 867.4086 24.5749 1252 1 867.4086 ‐0.4492
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1072.5534 GPPHGIQVER 169.2297 1072.5578 21.1082 1236 2 536.7825 2.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 680.7673 1114.5670 16.6913 1188 2 557.7871 4.84
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1046.5054 TFQGPPHGIQ 156.3689 1046.5001 19.2784 1187 1 1046.5001 ‐4.0299
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1276.5732 TYYTPEYETK 256.4550 1276.5687 23.1731 1163 1 1276.5687 ‐1.8176
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 323.8242 1066.5003 21.5744 1119 1 1066.5003 ‐0.5221
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 888.4322 LSGGDHIHA 184.6202 888.4296 17.3939 1101 1 888.4296 ‐2.3801
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 710.3944 HAVIDR 1025.5670 710.3940 15.7723 1100 1 710.3940 ‐0.5621
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 679.3774 VTPQPGV 547.4274 679.3788 40.2963 1078 1 679.3788 2.1249
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1057.5564 ESTLGFVDLL 238.0536 1057.5508 20.5161 1063 1 1057.5508 ‐4.2870
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1078.4687 GGLDFTKDDE 341.1060 1078.4697 28.9583 1053 1 1078.4697 1.33
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 547.3385 MIKR 110.4714 547.3392 21.5584 1037 1 547.3392 0.8324
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(7) 1480.6883 NATAGTCEEMIKR 436.9599 1480.6891 21.9782 1014 2 740.8482 0.0777
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(6) 922.4200 SLSHYCR 125.0624 922.4239 19.7203 967 1 922.4239 4.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1419.7518 EITFNFPTIDKL 831.3782 1419.7440 35.9878 958 1 1419.7440 ‐3.4030
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 746.3832 DNGLLLH 258.5424 746.3812 15.5970 956 1 746.3812 ‐2.5225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(5) 1139.5072 TAGTCEEMIK 467.8542 1139.5079 21.3350 953 2 570.2576 ‐0.4171
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1261.5623 LTYYTPEYET 332.9738 1261.5599 23.1756 898 1 1261.5599 ‐0.2506
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 901.5730 LLLHIHR 253.3240 901.5715 15.9595 859 2 451.2894 ‐3.2099
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 978.4826 VNSQPFMR 523.4527 978.4818 22.3506 851 1 978.4818 0.0663
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(4) 952.4597 FLFCAEAI 448.7831 952.4634 22.9650 810 2 476.7353 2.68
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(5) 892.4346 AVYECLR 132.4996 892.4329 18.9560 793 2 446.7201 ‐3.4162
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 1050.4480 1933.8965 21.9250 5634 4 484.2296 2.1595
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1307.6518 EITFNFPTIDK 166.5456 1307.6551 18.3500 1287 2 654.3312 1.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 79870.6900 53468.3747 292 62.63 None 1170.6378 DNGLLLHIHR 2044.2140 1170.6415 16.7708 1120 3 390.8853 2.1711
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1407.6678 LTYYTPEYETK 166927.3000 1407.6652 23.1782 2468002 2 704.3362 ‐2.4565
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1465.7546 TFQGPPHGIQVER 105523.2000 1465.7509 21.6131 1757145 3 489.2551 ‐3.4659
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1021.5313 DTDILAAFR 49892.4100 1021.5299 32.1379 1724994 2 511.2686 ‐2.7120
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 291887.5000 1546.7335 32.3339 1692041 2 773.8704 ‐1.8672
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 2169.9870 GGLDFTKDDENVNSQPFMR 243108.9000 2169.9835 28.0305 1334834 3 723.9993 ‐2.0406
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 2270.1299 ESTLGFVDLLRDDYVEKDR 177568.4000 2270.1270 34.7373 990744 4 568.2872 ‐2.3168
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTT 217530.8000 3854.8568 40.2937 938146 3 1285.6238 ‐3.2929
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(5) 910.4452 AVYECLR 93192.1100 910.4434 18.9478 802953 2 455.7253 ‐3.4411
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1447.7652 LSGGDHIHAGTVVGK 123588.7000 1447.7646 17.3815 652989 3 483.2597 ‐1.2981
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 120743.9000 1116.5825 20.8361 466823 2 558.7949 ‐1.6491
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 111598.4000 1950.9135 21.5732 381721 3 650.9760 ‐1.8911
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1999.0019 ESTLGFVDLLRDDYVEK 57457.9500 1998.9999 36.0369 214206 3 667.0048 ‐1.5253
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 96576.3700 1794.8143 22.7992 128140 3 598.9430 ‐1.0299
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1187.6644 DNGLLLHIHR 45679.4500 1187.6636 23.8364 109858 3 396.5594 ‐1.7322
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1228.6532 DLAVEGNEIIR 53773.6200 1228.6525 26.1911 80746 2 614.8299 ‐1.5312
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 2641.0750 2840.4107 34.4450 40875 4 710.8581 1.1298
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 1198.7700 1261.6254 32.3282 15189 2 631.3163 ‐3.4252
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1819.9549 LEGDRESTLGFVDLLR 3290.0920 1819.9563 34.6621 9824 3 607.3236 0.1593
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 1361.9900 3038.4488 35.9281 9381 4 760.3677 ‐0.6754
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 1969.9320 1502.8504 21.8240 8655 3 501.6217 ‐1.3805
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 912.4720 AMHAVIDR 7659.9580 912.4728 15.7928 8185 2 456.7400 ‐0.7015
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 2451.2050 1716.8855 25.3901 1975 2 858.9464 15.7336
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 921.4346 MSPQTETK 311.1646 921.4240 22.6782 812 2 461.2156 ‐13.0323
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1866.9120 EITFNFPTIDKLDGQE 398671.5000 1866.9079 35.9920 2915708 2 933.9576 ‐1.9027
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1415.7893 LEDLRIPPAYTK 4348.2080 1415.7894 25.0492 13920 3 472.6013 ‐0.8643
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1168.6255 AMHAVIDRQK 1872.4310 1168.6375 18.2641 7148 3 390.2174 9.1718
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(3)
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1827.8687 EYKLTYYTPEYETK 941.9595 1827.8727 25.3900 1876 3 609.9624 1.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(3) 740.3396 YECLR 23013.8800 740.3388 18.9436 278225 1 740.3388 ‐0.9361
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 577.3457 LAAFR 3549.3310 577.3451 32.1374 95633 1 577.3451 ‐1.1131
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(2) 577.2763 ECLR 3751.6200 577.2762 18.9442 48566 1 577.2762 ‐0.3252
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 766.3618 PEYETK 12930.9800 766.3623 23.1847 28487 1 766.3623 1.0103
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 690.4297 ILAAFR 3503.7610 690.4292 32.1378 27479 1 690.4292 ‐0.6294
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 701.3941 GIQVER 3229.3770 701.3927 21.6112 22538 1 701.3927 ‐1.8027
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(4) 839.4080 VYECLR 994.1028 839.4088 18.9435 22218 1 839.4088 1.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 879.4141 NSQPFMR 602.1400 879.4154 28.0337 20391 1 879.4154 2.1110
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 838.4530 HGIQVER 14184.8300 838.4527 21.6083 17849 1 838.4527 0.1565
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 644.3726 IQVER 2863.3200 644.3744 21.6462 15977 1 644.3744 2.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(3) 833.3934 EACVQAR 5345.5740 833.3941 20.8165 15550 1 833.3941 1.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1192.5117 GGLDFTKDDEN 7343.8380 1192.5090 28.0328 15082 1 1192.5090 ‐0.7384
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 958.5945 GLLLHIHR 13298.4700 958.5942 23.8345 13599 2 479.8007 ‐1.8015
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(6) 1192.5337 ATAGTCEEMIK 575.0759 1192.5399 24.7818 13409 2 596.7736 4.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(4) 934.4452 AAACEVWK 18377.8400 934.4441 32.3329 13184 1 934.4441 ‐0.3288
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 558.2770 DTDIL 158.6761 558.2782 32.1340 12030 1 558.2782 1.36
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 631.3774 AGTVVGK 469.3414 631.3782 20.3344 11997 1 631.3782 1.99
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1046.5014 LSGGDHIHAGT 12756.2800 1046.5019 17.3913 8819 2 523.7546 ‐0.7707



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 550.2806 PFMR 4160.7200 550.2809 28.0337 7873 1 550.2809 0.2467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 700.3512 DTDILAA 538.6431 700.3508 32.1384 7083 1 700.3508 ‐0.4476
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 656.3151 GHYLNA 130.1865 656.3129 21.5653 7067 1 656.3129 ‐3.3945
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 562.3208 HIHR 211.8129 562.3211 23.8262 7004 1 562.3211 0.1744
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 587.3300 YGRPL 363.5540 587.3293 21.3351 6655 1 587.3293 ‐1.3629
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 156.1090 1404.5912 24.4630 6101 2 702.7993 3.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 675.4049 LHIHR 8315.0320 675.4047 24.7420 5557 1 675.4047 ‐0.2933
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 830.4367 EGNEIIR 13829.8400 830.4363 26.1889 5140 1 830.4363 0.0234
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 401.2871 IIR 74.8528 401.2869 24.7379 5047 1 401.2869 ‐1.1115
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(1) 448.2337 CLR 304.0626 448.2337 18.9468 4596 1 448.2337 ‐0.6662
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 768.4363 HAGTVVGK 18440.0900 768.4368 17.3821 4563 1 768.4368 1.0136
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 788.4890 LLHIHR 892.1051 788.4889 23.8356 4551 1 788.4889 0.3412
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 684.3352 WSPELA 487.7869 684.3324 32.3273 4505 1 684.3324 ‐3.8851
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 473.2831 VQAR 1396.6870 473.2829 20.7215 4313 1 473.2829 ‐0.8992
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 642.3134 LTYYT 194.7989 642.3124 23.1688 4030 1 642.3124 ‐1.5152
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 862.3876 NSQPFMR 299.3549 862.3904 28.0230 3902 1 862.3904 3.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 573.3355 AVIDR 4187.8280 573.3358 15.7886 3522 1 573.3358 0.3226
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 560.3402 GTVVGK 1363.5040 560.3415 17.3845 3510 1 560.3415 1.40
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 757.3628 GHYLNAT 210.3219 757.3604 21.5505 3497 1 757.3604 ‐2.8579
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 585.2780 GHYLN 53.0982 585.2798 24.4698 3452 1 585.2798 2.96
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 561.3031 PAYTK 117.2362 561.3039 21.3355 3410 1 561.3039 1.0302
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 748.3512 PEYETK 344.5822 748.3545 25.7310 3305 1 748.3545 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 804.3734 DKLDGQE 518.3677 804.3761 35.9847 3140 1 804.3761 3.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1046.5193 EITFNFPTI 162.0890 1046.5203 32.9464 3132 1 1046.5203 2.0499
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1405.6230 GGLDFTKDDENVN 442.4095 1405.6239 28.0145 3056 2 703.3156 0.0563
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 684.1655 1038.4632 22.8074 2989 1 1038.4632 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 586.3923 TIKPK 137.1976 586.3913 21.0800 2905 1 586.3913 ‐1.8431
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(1) 721.3338 CEVWK 353.1959 721.3319 32.3288 2723 1 721.3319 ‐2.5029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 393.2245 AFR 24.5723 393.2235 32.1354 2692 1 393.2235 ‐3.2350
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1000.5422 AVEGNEIIR 2735.5500 1000.5424 26.1923 2663 1 1000.5424 1.84
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(2) 704.3509 ACVQAR 130.2564 704.3479 22.3262 2442 1 704.3479 ‐4.0320
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 666.3246 WSPELA 193.4551 666.3255 32.2315 2256 1 666.3255 1.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 901.5730 LLLHIHR 236.2682 901.5716 26.4777 2193 2 451.2894 ‐3.1867
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1346.6951 ESTLGFVDLLRD 265.3996 1346.7024 32.6263 1830 2 673.8549 4.85
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 881.5203 IHAGTVVGK 10546.6900 881.5219 17.3750 1829 1 881.5219 2.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 510.2493 AMHAV 751.4462 510.2495 15.8081 1576 1 510.2495 ‐0.1436
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 950.4618 EITFNFPT 203.3373 950.4577 36.0443 1484 1 950.4577 ‐3.4839
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1092.5255 NVNSQPFMR 262.3000 1092.5241 28.0778 1431 1 1092.5241 ‐0.0693
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1620.7136 GGLDFTKDDENVNSQ 133.3805 1620.7210 25.8274 1421 2 810.8641 4.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 885.4213 GHYLNATAG 157.9873 885.4186 22.7955 1399 1 885.4186 ‐2.4680
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1160.5146 LTYYTPEYE 1298.7130 1160.5137 23.1709 1371 1 1160.5137 0.6458
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(4) 946.4775 LEACVQAR 853.4343 946.4811 23.7474 1336 1 946.4811 4.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(2) 910.4009 TCEEMIK 3491.6120 910.4029 22.7911 1288 1 910.4029 2.85
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 906.5043 TDILAAFR 194.7179 906.5031 32.1450 1282 1 906.5031 ‐0.6728
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(5) 736.3335 AVYECL 1521.6140 736.3315 18.9417 1223 1 736.3315 ‐2.4869
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1276.5732 TYYTPEYETK 358.3398 1276.5687 23.1731 1163 1 1276.5687 ‐1.7534
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1624.7853 TFNFPTIDKLDGQE 151.4161 1624.7917 32.8116 1101 2 812.8995 3.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 710.3944 HAVIDR 1457.3930 710.3940 15.7723 1100 1 710.3940 ‐0.4255
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 679.3774 VTPQPGV 733.2825 679.3788 40.2963 1078 1 679.3788 2.55
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 547.3385 MIKR 110.5650 547.3392 21.5584 1037 1 547.3392 0.9899
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(7) 1480.6883 NATAGTCEEMIKR 483.2873 1480.6891 21.9782 1014 2 740.8482 0.1135
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1419.7518 EITFNFPTIDKL 477.4883 1419.7440 35.9878 958 1 1419.7440 ‐3.3571
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 828.3999 GHYLNATA 242.0826 828.3985 21.5609 937 1 828.3985 ‐1.2053
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1102.3160 965.4542 23.9312 917 1 965.4542 0.7392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 3264.5695 VTPQPGVPPEEAGAAVAAESSTGTWTT 1195.5940 3264.5448 40.3009 871 2 1632.7760 ‐4.6151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 2454.1783 VAAESSTGTWTTVWTDGLTSLDR 294.0098 2454.1659 40.3051 763 2 1227.5866 ‐3.6419
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 669.7262 1776.8062 22.7975 5089 3 592.9402 0.3192
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(5) 892.4346 AVYECLR 181.0152 892.4329 18.9560 793 2 446.7201 ‐3.4400
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 731.1951 1933.8965 21.9250 5634 4 484.2296 2.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1170.6378 DNGLLLHIHR 181.1573 1170.6419 23.8371 2833 3 390.8855 2.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 69274.8100 53468.3747 292 62.63 None 1151.5990 AMHAVIDRQK 95.0391 1151.5956 20.6866 1395 2 576.3014 ‐4.0277
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1249.6787 ESTLGFVDLLR 122930.2000 1249.6775 20.9593 849639 2 625.3424 ‐2.1643
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 166558.0000 1261.6301 19.3922 393666 2 631.3187 ‐0.0257
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 99274.2200 3038.4509 20.5266 271524 4 760.3682 0.3074
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTT 113702.7000 3854.8576 22.5900 168558 3 1285.6241 ‐1.6832
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 76204.2900 1116.5839 14.0379 98987 2 558.7956 ‐0.7737
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1324.6783 EITFNFPTIDK 53596.2600 1324.6798 19.6150 87582 2 662.8435 0.0059
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 113642.1000 1950.9199 14.2337 75854 3 650.9781 1.98
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1465.7546 TFQGPPHGIQVER 51390.3100 1465.7544 14.3859 71744 3 489.2563 ‐1.3924
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1819.9549 LEGDRESTLGFVDLLR 24307.1600 1819.9553 20.2749 69855 3 607.3233 ‐0.5245
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1407.6678 LTYYTPEYETK 76431.9600 1407.6674 15.1766 60690 2 704.3374 ‐1.1481
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 118259.2000 1546.7372 19.2328 44758 2 773.8722 0.3106
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1187.6644 DNGLLLHIHR 75586.9500 1187.6636 15.5715 44482 3 396.5594 ‐2.2735
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 2169.9870 GGLDFTKDDENVNSQPFMR 20543.1600 2169.9914 17.2509 29186 3 724.0020 1.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 66331.0900 1794.8189 14.8871 27058 3 598.9445 1.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1021.5313 DTDILAAFR 9856.2510 1021.5319 19.3700 26236 2 511.2696 ‐1.2253
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 2410.1813 LTYYTPEYETKDTDILAAFR 3718.2870 2410.1837 20.0254 22980 3 804.0661 1.0547
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 10975.1400 1502.8519 14.5092 17952 3 501.6222 ‐0.7165
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1228.6532 DLAVEGNEIIR 19093.1600 1228.6554 16.5806 13772 2 614.8313 0.4727



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1447.7652 LSGGDHIHAGTVVGK 4224.7440 1447.7667 12.58 9263 3 483.2604 ‐0.2433
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 2270.1299 ESTLGFVDLLRDDYVEKDR 3423.6430 2270.1516 20.1591 19785 3 757.3887 9.54
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1866.9120 EITFNFPTIDKLDGQE 35087.1600 1866.9122 20.8056 62153 2 933.9598 0.3813
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWTT 319.5590 4146.0189 22.5124 2878 3 1382.6778 ‐0.3155
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(8) 1874.9371 WRDRFLFCAEAIYK 381.1613 1874.9254 20.8922 1836 2 937.9664 ‐5.9403
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 25172.4100 1001.4762 19.3933 24115 1 1001.4762 1.0204
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 49268.7600 2640.2336 20.5360 8500 3 880.7494 0.4518
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 958.5945 GLLLHIHR 1000.1420 958.5947 15.9667 8121 2 479.8010 ‐1.7685
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 762.4509 FVDLLR 1640.7460 762.4513 20.9609 8097 1 762.4513 0.6745
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 615.3824 VDLLR 385.0576 615.3834 20.9593 5481 1 615.3834 1.1483
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 562.3208 HIHR 24870.3400 562.3224 15.9522 5179 1 562.3224 2.1371
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1082.5517 TFNFPTIDK 973.8345 1082.5509 19.6165 5024 1 1082.5509 0.4485
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 675.4049 LHIHR 128.4255 675.4044 15.9599 4510 1 675.4044 ‐0.9935
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 819.4723 GFVDLLR 592.8853 819.4721 21.5727 4181 1 819.4721 ‐0.0809
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1055.6109 NGLLLHIHR 1322.4050 1055.6083 15.6026 3774 2 528.3078 ‐4.1738
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(3) 833.3934 EACVQAR 2680.1820 833.3936 14.0367 3542 1 833.3936 0.5294
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 577.3457 LAAFR 328.8961 577.3454 19.3641 3139 1 577.3454 ‐1.1087
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 788.4890 LLHIHR 152.4733 788.4893 15.9608 3098 1 788.4893 0.5278
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 812.4261 EGNEIIR 181.4754 812.4274 17.9081 2916 1 812.4274 1.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 3883.7010 1194.5611 14.2351 2849 2 597.7842 ‐0.9308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 805.4567 DILAAFR 168.2721 805.4549 17.3061 2578 1 805.4549 ‐2.0399
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1089.5800 GPPHGIQVER 2384.1290 1089.5819 14.3879 2550 2 545.2946 0.1899
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1120.6361 STLGFVDLLR 591.6432 1120.6330 20.9545 2506 1 1120.6330 ‐1.4448
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(4) 946.4775 LEACVQAR 3202.9080 946.4782 14.0447 2458 1 946.4782 1.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(2) 704.3509 ACVQAR 8288.0870 704.3513 14.0310 2257 1 704.3513 0.5049
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1115.5579 PTIDKLDGQE 370.5247 1115.5595 19.7785 2237 1 1115.5595 2.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1037.5150 DLAVEGNEII 191.9049 1037.5203 17.3403 2083 2 519.2638 3.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 5013.8790 1123.5249 14.2331 1901 2 562.2661 ‐0.2710
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 2619.0640 1017.5163 14.0143 1784 1 1017.5163 2.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1163.5691 WTDGLTSLDR 599.9810 1163.5649 22.5982 1747 1 1163.5649 ‐2.1871
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1334.6811 SGGDHIHAGTVVGK 903.8829 1334.6836 12.02 1494 2 667.8454 0.8228
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(7) 1273.6246 PELAAACEVWK 1192.1270 1273.6250 19.2391 1463 1 1273.6250 2.1701
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1200.6120 QGPPHGIQVER 2191.3900 1200.6155 14.3876 1389 2 600.8114 1.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1033.6041 TLGFVDLLR 265.6507 1033.6042 19.1700 1326 1 1033.6042 1.1387
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 830.4367 EGNEIIR 162.1173 830.4404 16.5786 1291 1 830.4404 4.46
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1098.5313 PTIDKLDGQE 260.4486 1098.5282 22.7410 1191 1 1098.5282 ‐1.6687
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 69.8433 1114.5670 16.6913 1188 2 557.7871 4.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 656.3151 GHYLNA 172.4575 656.3149 14.2273 1133 1 656.3149 ‐0.6229
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1030.4728 YTPEYETK 994.9901 1030.4730 15.1748 1035 1 1030.4730 1.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 766.3618 PEYETK 3194.2290 766.3635 15.1793 997 1 766.3635 2.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1193.5361 YYTPEYETK 1478.8390 1193.5353 15.1791 984 1 1193.5353 0.9385
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 746.3832 DNGLLLH 353.3060 746.3812 15.5970 956 1 746.3812 ‐2.6698
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 350.0873 1756.8417 14.5080 953 3 586.2854 2.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1927.9396 VTPQPGVPPEEAGAAVAAESS 216.8688 1927.9479 23.5994 909 2 964.4776 4.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 901.5730 LLLHIHR 268.6524 901.5715 15.9595 859 2 451.2894 ‐3.7617
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 970.2498 1295.6116 14.2348 769 2 648.3095 1.11
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1231.6681 ESTLGFVDLLR 252.4225 1231.6710 22.5558 4256 2 616.3391 1.0188
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 681.8286 1932.9089 14.2288 2872 4 483.9827 1.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 370.4546 1776.8096 14.8925 1132 3 592.9414 2.0933
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 40896.0900 53468.3747 292 62.63 None 1170.6378 DNGLLLHIHR 1723.4030 1170.6415 16.7708 1120 3 390.8853 1.99
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 None 641.2963 SMGLAY 11980.6800 641.2968 24.2092 24104 1 641.2968 0.6158
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 None 1204.6109 VYLWHETTR 12146.7900 1204.6158 14.9713 10088 2 602.8116 3.0937
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 None 1105.5425 YLWHETTR 11000.3100 1105.5433 14.9691 3499 2 553.2753 ‐0.4696
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 None 643.3158 HETTR 1403.5070 643.3134 14.9499 853 1 643.3134 ‐3.9696
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 22540.5700 9551.7469 17 70.37 None 1186.6004 VYLWHETTR 126.4412 1186.6070 16.8173 856 2 593.8071 4.28
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16372.3100 9551.7469 17 70.37 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16372.3100 9551.7469 17 70.37 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16372.3100 9551.7469 17 70.37 None 641.2963 SMGLAY 3284.4130 641.2968 24.2092 24104 1 641.2968 0.7613
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 None 1204.6109 VYLWHETTR 16081.1000 1204.6158 14.9713 10088 2 602.8116 2.48
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 None 1105.5425 YLWHETTR 14135.8800 1105.5433 14.9691 3499 2 553.2753 ‐0.8984
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 None 643.3158 HETTR 765.2420 643.3134 14.9499 853 1 643.3134 ‐4.1769
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6108.9890 9551.7469 17 70.37 None 942.4792 LWHETTR 160.2971 942.4767 14.9634 751 2 471.7420 ‐4.6065
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1250.6375 AAELTNLFESR 11831.2300 1250.6394 30.0307 20568 2 625.8233 0.5544
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1200.6293 VVDAMGVPIDGK 44240.0700 1200.6304 24.5951 19609 2 600.8189 ‐0.0400
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1043.5732 TGSIVDVPAGK 35228.1400 1043.5739 20.4590 17117 2 522.2906 ‐0.5344
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1330.7577 TTIAIDTILNQK 5531.4700 1330.7559 18.5943 16562 2 665.8816 ‐2.0768
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 3936.5260 2308.1579 24.1983 16331 3 770.0575 0.3764
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1026.5942 AVDSLVPIGR 18087.4000 1026.5941 25.8895 15575 2 513.8007 ‐1.4128
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 860.5022 QMSLLLR 16607.8500 860.4998 17.2014 13102 2 430.7536 ‐4.3988
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1283.6994 QPQYAPLPIEK 2019.7600 1283.7004 24.8578 10249 2 642.3538 ‐0.0583
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1226.6198 SVHEPMQTGLK 2705.6020 1226.6210 17.7749 3467 2 613.8141 0.0196
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 3181.6277 LELAQYREVAAFAQFGSDLDAATQALLN 425.2798 3181.5739 19.9569 1636 3 1061.1961 ‐16.3447
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 Carbamidomethyl+C(10) 2193.0315 ATSESETMYCVYVAIGQKR 678.7523 2193.0646 27.5595 1319 2 1097.0360 15.9161
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 573.2701 VVDAMG 444.0667 573.2724 26.2798 2189 1 573.2724 3.15



NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 856.4887 DSLVPIGR 1052.7020 856.4862 25.8913 1915 1 856.4862 ‐2.4850
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 741.4618 SLVPIGR 119.3748 741.4634 29.0380 1644 1 741.4634 2.52
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1208.6092 SVHEPMQTGLK 264.2205 1208.6084 17.1980 1349 2 604.8079 ‐1.6217
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3108.1900 55256.4040 31 26.23 None 1312.7471 TTIAIDTILNQK 268.0243 1312.7447 18.5325 820 2 656.8760 ‐2.6339
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1250.6375 AAELTNLFESR 7017.7440 1250.6394 30.0307 20568 2 625.8233 0.5669
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1200.6293 VVDAMGVPIDGK 43407.2700 1200.6304 24.5951 19609 2 600.8189 ‐0.0325
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1043.5732 TGSIVDVPAGK 32645.2700 1043.5739 20.4590 17117 2 522.2906 ‐0.5429
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1026.5942 AVDSLVPIGR 21367.5900 1026.5941 25.8895 15575 2 513.8007 ‐1.4230
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1283.6994 QPQYAPLPIEK 1712.3930 1283.7004 24.8578 10249 2 642.3538 ‐0.0425
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1226.6198 SVHEPMQTGLK 3810.7910 1226.6210 17.7749 3467 2 613.8141 0.0296
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 2101.0726 RPPGREAFPGDVFYLHSR 256.0662 2101.0473 32.9462 2239 2 1051.0273 ‐11.2928
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1012.4806 GALSDHEQR 739.7647 1012.4585 23.1400 1613 1 1012.4585 ‐20.8845
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 Carbamidomethyl+C(10) 2193.0315 ATSESETMYCVYVAIGQKR 469.7086 2193.0646 27.5595 1319 2 1097.0360 16.0239
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 264.6557 2036.9531 36.0453 1054 3 679.6559 10.46
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1261.6436 RPPGREAFPGDV 106.3595 1261.6398 33.1307 3413 2 631.3235 ‐3.9302
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 856.4887 DSLVPIGR 2489.4530 856.4862 25.8913 1915 1 856.4862 ‐2.3671
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 741.4618 SLVPIGR 1049.2570 741.4634 29.0380 1644 1 741.4634 2.78
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1002.4925 DAMGVPIDGK 1422.0970 1002.4932 24.5871 1541 1 1002.4932 1.73
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2478.4350 55256.4040 31 26.23 None 1182.6187 VVDAMGVPIDGK 389.5101 1182.6226 25.4507 1080 2 591.8149 2.66
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 681.2372 24655.1917 6 13.21 Carbamidomethyl+C(5) 1421.6981 IIAVCVDDPEYK 6888.5140 1421.6989 25.4804 7940 2 711.3531 ‐0.0793
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 681.2372 24655.1917 6 13.21 None 1760.8557 AIGLMPMIDQGEKDDK 3860.0070 1760.8597 29.1052 5733 3 587.6248 1.29
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 689.7595 24655.1917 6 13.21 Carbamidomethyl+C(5) 1421.6981 IIAVCVDDPEYK 3695.5190 1421.6989 25.4804 7940 2 711.3531 ‐0.0495
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 689.7595 24655.1917 6 13.21 None 1760.8557 AIGLMPMIDQGEKDDK 6105.2650 1760.8597 29.1052 5733 3 587.6248 1.92
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 689.7595 24655.1917 6 13.21 None 1402.7069 AIGLMPMIDQGEK 223.0890 1402.7000 40.2930 1908 1 1402.7000 ‐2.7946
NP_171613.1 inorganic pyrophosphatase Arabidopsis thaliana 689.7595 24655.1917 6 13.21 None 848.3825 FFEDYK 216.3966 848.3958 28.0398 1599 1 848.3958 16.2627
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 1650.7978 EQIFEMPTGGAAIMR 95661.8100 1650.7973 32.0239 118052 2 825.9023 ‐0.4670
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 39892.0100 2936.5143 21.3924 78644 3 979.5096 0.0473
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 990.5043 ITYQFYR 27783.9600 990.5042 15.7162 63699 2 495.7557 ‐1.5467
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 1810.9010 AQVEEFYVITWNSPK 1797.3860 1810.8987 19.9157 17125 2 905.9530 ‐1.1394
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 7537.6130 1047.5245 19.7417 10276 2 524.2659 ‐1.8889
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 885.5040 NVSPIEVK 4382.0000 885.5036 19.8726 6691 2 443.2554 ‐2.0276
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 Carbamidomethyl+C(4) 1175.6202 KEQCLALGTR 4728.5210 1175.6212 17.3920 4841 2 588.3142 ‐0.1503
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 875.4404 EGVGLNMR 10105.1100 875.4404 20.4545 3822 2 438.2238 ‐1.5760
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 3064.6102 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 243.7891 3064.5556 33.2138 2393 3 1022.1900 ‐17.3654
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 877.4203 TYQFYR 3254.6620 877.4205 15.7122 7966 1 877.4205 0.8208
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 873.4611 PTGGAAIMR 3207.9950 873.4614 32.0214 3406 1 873.4614 0.8627
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 613.3093 QFYR 262.2024 613.3087 15.6936 2108 1 613.3087 ‐1.1643
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 1133.5442 EMPTGGAAIMR 3489.2260 1133.5401 32.0203 1812 1 1133.5401 ‐2.2779
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 518.2609 EQIF 168.4693 518.2613 31.4854 1345 1 518.2613 0.1638
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 14958.7200 22363.6807 32 45.59 None 972.4938 ITYQFYR 113.6906 972.4923 17.0811 780 2 486.7498 ‐2.9344
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1650.7978 EQIFEMPTGGAAIMR 104157.3000 1650.7973 32.0239 118052 2 825.9023 ‐0.4141
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 Carbamidomethyl+C(4) 1175.6202 KEQCLALGTR 8223.2800 1175.6212 17.3920 4841 2 588.3142 ‐0.1454
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 875.4404 EGVGLNMR 10662.8600 875.4404 20.4545 3822 2 438.2238 ‐1.6015
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1938.9960 KAQVEEFYVITWNSPK 1495.8860 1938.9927 31.7131 2003 3 647.0024 ‐2.3038
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1133.5442 EMPTGGAAIMR 4112.8610 1133.5401 32.0203 1812 1 1133.5401 ‐2.1954
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 518.2609 EQIF 189.3048 518.2613 31.4854 1345 1 518.2613 0.3250
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1189.6252 KAQVEEFYVI 320.1198 1189.6292 31.4091 1170 2 595.3182 2.97
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1345.6457 EQIFEMPTGGAAI 291.4094 1345.6403 33.9285 875 1 1345.6403 ‐2.0429
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8479.8750 22363.6807 32 45.59 None 1920.9854 KAQVEEFYVITWNSPK 328.2021 1920.9932 30.7345 771 2 961.0002 4.00
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 32195.1200 2936.5143 21.3924 78644 3 979.5096 0.4493
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 990.5043 ITYQFYR 39458.1100 990.5042 15.7162 63699 2 495.7557 ‐2.0449
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 1810.9010 AQVEEFYVITWNSPK 2927.9720 1810.8987 19.9157 17125 2 905.9530 ‐1.1425
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 1936.0386 ATQAAGIFSPAITTTTSAVK 326.2096 1936.0444 25.0921 5333 2 968.5258 3.07
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 877.4203 TYQFYR 3708.0330 877.4205 15.7122 7966 1 877.4205 0.7498
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 1546.7536 EAPVGFTPPQLDPNT 1382.2490 1546.7523 23.0927 2435 2 773.8798 ‐1.3768
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 613.3093 QFYR 385.6058 613.3087 15.6936 2108 1 613.3087 ‐1.3890
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6177.9860 22363.6807 32 45.59 None 972.4938 ITYQFYR 89.3557 972.4923 17.0811 780 2 486.7498 ‐3.4435
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 1527.8530 TPLVPASVVFDLGGR 8592.1700 1527.8555 21.0738 8489 2 764.4314 1.07
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 2194.8330 1498.7736 15.7951 4253 3 500.2627 0.1817
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 854.5710 ALLLPVTK 8654.4660 854.5715 16.9958 2021 2 427.7894 ‐0.9345
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 1018.5527 INASTGIGGTK 1612.8110 1018.5409 18.2790 5738 2 509.7741 ‐12.9052
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 1095.6772 TVPINPTLLK 2232.9160 1095.6758 27.1897 4879 2 548.3415 ‐2.5187
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 753.3890 INASTGIGG 1343.3640 753.3891 17.5396 2633 1 753.3891 0.2809
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 621.0532 46401.7410 7 13.39 None 1000.5422 INASTGIGGTK 222.3602 1000.5394 19.4669 1295 2 500.7734 ‐4.1062
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 478.3652 44138.4418 5 11.92 None 1620.8380 EVPETERPFTFLR 1951.7920 1620.8407 29.8804 6781 3 540.9517 1.0197
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 478.3652 44138.4418 5 11.92 None 1148.5946 VLQDGNVFEK 1030.4390 1148.5936 25.6016 2846 1 1148.5936 0.4094
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 478.3652 44138.4418 5 11.92 None 1525.6612 DSDDVTPSSSSSSVR 8240.6780 1525.6643 15.4318 2702 2 763.3358 1.70
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 478.3652 44138.4418 5 11.92 None 970.4516 YFETDAPK 3170.1400 970.4513 18.3484 2643 2 485.7293 ‐1.7667
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 478.3652 44138.4418 5 11.92 None 1130.5840 VLQDGNVFEK 263.1024 1130.5828 26.7913 811 2 565.7950 ‐2.2051
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1649.9949 VLVVANPANTNALILK 113654.3000 1649.9949 18.7271 71411 2 825.5011 ‐0.1755
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1017.5251 EFAPSIPEK 41775.0900 1017.5266 22.8421 33616 2 509.2669 0.1112
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 943.5459 LSVPVSDVK 11783.6000 943.5447 22.0986 33614 2 472.2760 ‐2.7235
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1360.7545 MELIDAAFPLLK 58645.4700 1360.7542 22.5661 30929 2 680.8807 ‐0.9044
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 2349.1721 ELVKDDAWLDGEFISTVQQR 29046.1600 2349.1726 33.8136 22365 3 783.7291 0.1440
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1884.9450 NGDWSIVQGLPIDEVSR 12486.9000 1884.9440 35.1679 16760 2 942.9756 ‐0.3121
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1435.6985 MDLTAEELKEEK 14302.7700 1435.7010 22.1077 12689 3 479.2385 0.9916
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 873.4789 ALGQISER 2019.0340 873.4767 17.3496 5546 2 437.2420 ‐4.0182
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 Carbamidomethyl+C(12) 2563.2644 GVVATTDAVEGCTGVNVAVMVGGFPR 389.5029 2563.3252 37.0620 1816 3 855.1132 23.8120
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1563.7935 KMDLTAEELKEEK 2406.7030 1563.7951 21.0392 4764 3 521.9365 0.3768



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1054.6255 PANTNALILK 2496.9990 1054.6235 18.7249 1120 1 1054.6235 ‐0.8558
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 957.5728 ANTNALILK 399.6172 957.5757 18.1861 802 2 479.2915 1.08
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1168.6684 NPANTNALILK 3197.7630 1168.6671 18.7330 784 1 1168.6671 0.2083
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 1239.7056 ANPANTNALILK 2595.5240 1239.7012 18.7225 770 1 1239.7012 ‐1.9398
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 855.4683 ALGQISER 348.3322 855.4690 16.4201 2846 1 855.4690 1.25
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 12034.2100 35913.2053 22 39.16 None 999.5146 EFAPSIPEK 297.6668 999.5170 22.8506 1239 2 500.2621 1.0775
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 None 943.5459 LSVPVSDVK 15917.3100 943.5447 22.0986 33614 2 472.2760 ‐2.7421
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 None 2349.1721 ELVKDDAWLDGEFISTVQQR 11836.8100 2349.1726 33.8136 22365 3 783.7291 ‐0.1094
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 None 1884.9450 NGDWSIVQGLPIDEVSR 18307.3000 1884.9440 35.1679 16760 2 942.9756 ‐0.2355
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 None 1879.8821 DDAWLDGEFISTVQQR 1269.2080 1879.8905 34.1006 3517 2 940.4489 4.95
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 Carbamidomethyl+C(13) 1861.9477 EFAPSIPEKNISCLTR 190.6674 1861.9416 31.9662 17451 2 931.4744 ‐2.9852
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2143.1430 35913.2053 22 39.16 None 830.4618 SVPVSDVK 2662.5680 830.4617 22.1035 3124 1 830.4617 0.3384
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 165.8581 50225.2812 2 5.78 Carbamidomethyl+C(3) 1857.8834 AVCMISNSTSVAEVFSR 2701.4230 1857.8779 18.7545 6033 2 929.4426 ‐2.7236
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 165.8581 50225.2812 2 5.78 Carbamidomethyl+C(4)
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1566.8261 EAEEVEPILEALPK 49451.2300 1566.8274 33.2163 33683 2 783.9173 0.4768
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1654.8224 AGGFPEPEIVHYNPK 12744.1700 1654.8237 26.6298 25844 3 552.2794 0.1734
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1504.8006 DLATAFLNVLGNEK 19274.4200 1504.8003 22.9246 22874 2 752.9038 ‐0.6090
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1036.5310 EIFNISGEK 10778.4900 1036.5328 24.6011 22119 2 518.7700 0.4930
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 8425.2060 1724.7834 22.5184 20612 3 575.5993 1.91
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1485.6778 EADFTTDDMILSK 25482.0600 1485.6797 28.3482 19860 2 743.3435 0.8586
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1770.7817 QLPGESDQDFADFSSK 17204.7400 1770.7859 27.0871 17434 2 885.8966 2.04
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1013.5302 YVTFDGLAK 4107.1200 1013.5298 25.8338 17162 2 507.2685 ‐1.7277
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1207.5742 DQHFFASVEK 5147.1610 1207.5761 23.2372 10565 2 604.2917 0.6083
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1187.6167 EGHQVTLFTR 1665.8650 1187.6159 21.8875 6760 2 594.3116 ‐1.7461
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 7326.5830 1793.8797 17.7151 6498 2 897.4435 1.1047
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 5986.7280 2168.2341 16.9985 5992 4 542.8140 0.7406
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 786.3668 DYDFVK 24339.2800 786.3688 21.9572 5337 1 786.3688 2.55
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 742.3406 EFDFGK 18377.0900 742.3403 21.9283 5086 1 742.3403 ‐0.3753
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1828.8712 SSLSAEGFDVVYDINGR 533.2668 1828.8568 33.8856 7585 2 914.9320 ‐7.7103
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1239.6579 GALYVSASSEKK 295.5359 1239.6468 17.8864 2596 2 620.3271 ‐9.8724
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1825.9020 AFPFRDQHFFASVEK 434.4902 1825.9360 17.8779 1260 2 913.4716 18.7246
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1332.7369 GKLETESLLQSK 5003.7910 1332.7376 22.0013 10105 2 666.8724 ‐0.2254
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 Carbamidomethyl+C(11) 1443.7301 YVTFDGLAKACAK 576.3167 1443.7380 23.5239 7726 2 722.3726 4.69
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 675.4036 SLLQSK 164.7113 675.4046 23.8335 5002 1 675.4046 1.37
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1364.6535 AFPFRDQHFFA 281.8428 1364.6610 16.4668 1522 3 455.5585 4.23
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1314.7264 GKLETESLLQSK 343.3771 1314.7322 20.9100 9427 2 657.8697 3.65
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1221.6474 GALYVSASSEKK 163.6548 1221.6472 18.7371 1949 2 611.3272 ‐1.1372
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1548.8156 EAEEVEPILEALPK 317.5393 1548.8104 31.7183 1915 2 774.9088 ‐3.7144
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 995.5197 YVTFDGLAK 163.9979 995.5185 23.7190 1220 2 498.2629 ‐2.4961
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 2150.2193 AGRPIPVPNSGIQISQLGHVK 169.2456 2150.2297 17.4906 930 3 717.4147 4.08
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6876.6950 42790.9320 52 58.99 None 1486.7900 DLATAFLNVLGNEK 312.8009 1486.7926 23.9566 761 2 743.8999 1.13
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1566.8261 EAEEVEPILEALPK 80202.2900 1566.8273 33.2091 32687 2 783.9173 0.4926
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1654.8224 AGGFPEPEIVHYNPK 12593.6000 1654.8237 26.6298 25844 3 552.2794 0.0023
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1036.5310 EIFNISGEK 12249.3800 1036.5328 24.6011 22119 2 518.7700 0.4838
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1013.5302 YVTFDGLAK 4385.2760 1013.5298 25.8338 17162 2 507.2685 ‐1.7392
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1187.6167 EGHQVTLFTR 1677.2090 1187.6159 21.8875 6760 2 594.3116 ‐1.7400
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1828.8712 SSLSAEGFDVVYDINGR 1994.3360 1828.8748 30.7960 839 2 914.9410 2.1841
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 Carbamidomethyl+C(11) 1443.7301 YVTFDGLAKACAK 1014.2520 1443.7380 23.5239 7726 2 722.3726 4.89
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1332.7369 GKLETESLLQSK 2825.6590 1332.7352 21.8805 6838 2 666.8713 ‐1.9821
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 Oxidation+M(10) 1629.7676 KEADFTTDDMILSK 336.5917 1629.7715 28.5940 6146 2 815.3894 2.92
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 935.4945 VVYDINGR 1348.1800 935.4962 30.2791 5041 2 468.2517 0.3037
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 675.4036 SLLQSK 189.5215 675.4046 23.8335 5002 1 675.4046 1.48
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 None 1323.6678 EAEEVEPILEAL 227.0599 1323.6622 31.2459 1970 2 662.3348 ‐4.9765
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 4000.3270 42790.9320 52 58.99 Carbamidomethyl+C(11) 1425.7195 YVTFDGLAKACAK 383.4795 1425.7214 24.7603 2918 3 475.9120 0.4184
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1504.8006 DLATAFLNVLGNEK 22499.5600 1504.8003 22.9246 22874 2 752.9038 ‐0.7967
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 9011.4070 1793.8797 17.7151 6498 2 897.4435 1.0914
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 6481.8800 2168.2341 16.9985 5992 4 542.8140 1.11
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1828.8712 SSLSAEGFDVVYDINGR 268.8894 1828.8629 19.3584 3310 2 914.9351 ‐4.3725
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1239.6579 GALYVSASSEKK 250.9781 1239.6468 17.8864 2596 2 620.3271 ‐10.2202
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1825.9020 AFPFRDQHFFASVEK 588.7460 1825.9360 17.8779 1260 2 913.4716 18.7306
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1254.6113 GFDVVYDINGR 293.0934 1254.6111 18.1977 10889 2 627.8092 ‐1.3967
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1190.5477 DQHFFASVEK 253.3544 1190.5489 18.8804 3779 1 1190.5489 2.25
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1477.8122 PNSGIQISQLGHVK 303.7467 1477.8205 15.2506 1882 3 493.2783 4.56
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1221.6474 GALYVSASSEKK 141.8471 1221.6472 18.7371 1949 2 611.3272 ‐1.4959
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 2150.2193 AGRPIPVPNSGIQISQLGHVK 161.8943 2150.2297 17.4906 930 3 717.4147 4.06
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1594.4410 42790.9320 52 58.99 None 1486.7900 DLATAFLNVLGNEK 220.9333 1486.7926 23.9566 761 2 743.8999 1.0526
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 5022.5460 16181.9493 6 66.89 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 5022.5460 16181.9493 6 66.89 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCV 459.8297 5122.3201 38.8447 5958 4 1281.3355 ‐1.6766
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 5022.5460 16181.9493 6 66.89 None 2025.0764 SLPFANTQSLFGLKSSTAR 196.6165 2025.0665 20.4211 1315 3 675.6937 ‐5.1647
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 5022.5460 16181.9493 6 66.89 None 720.3597 KEEAIM 60.4022 720.3624 36.0990 1293 1 720.3624 3.14
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 8246.0610 16181.9493 6 66.89 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 8246.0610 16181.9493 6 66.89 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCV 633.9246 5122.3201 38.8447 5958 4 1281.3355 ‐1.7974
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1709.8493 IDAYQDTLYTHTLR 4802.7410 1709.8494 25.3353 5013 3 570.6213 ‐0.4915
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1643.7984 TVNEAVAAAPENSNTR 5151.2870 1643.7977 17.4880 3625 2 822.4025 ‐0.5661
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1102.5851 VSADQTVINR 4680.9710 1102.5859 17.6534 3274 2 551.7966 ‐0.4249
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1022.5153 EAEQFTVAK 1375.6130 1022.5136 30.4491 2151 1 1022.5136 ‐0.7544
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 2266.1431 NSVWRLESTMTMVSEARIR 463.1320 2266.1512 20.1036 2330 3 756.0553 3.29
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 Carbamidomethyl+C(14) 1776.8545 EDQNQNTAISIQKCK 398.1979 1776.8637 23.3815 1376 3 592.9594 4.17
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 739.3886 NSVWRL 101.9561 739.3850 19.6144 2069 1 739.3850 ‐4.7928



NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1596.7653 DAYQDTLYTHTLR 419.0726 1596.7628 24.0782 1256 3 532.9258 ‐2.1779
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 374.9537 62143.7425 9 8.80 None 1692.8228 IDAYQDTLYTHTLR 286.6042 1692.8266 27.5339 828 2 846.9169 2.1726
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 1276.6572 IVSFLDPDGWK 7627.5780 1276.6588 20.4447 12994 2 638.8330 0.3989
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 1453.6958 DPDGYTFELIQR 7320.0610 1453.6965 30.4759 9911 2 727.3519 ‐0.0379
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 1039.5782 EAGPLPGLGTK 5730.3410 1039.5775 23.3099 6851 2 520.2924 ‐2.0207
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 957.5364 IVNQELGGK 1012.2890 957.5490 28.8549 48463 2 479.2781 11.45
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 1464.7079 TIEFYTEVFGMK 2145.7670 1464.7103 20.8850 3552 2 732.8588 1.1010
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 805.4567 FELIQR 208.8020 805.4561 32.1378 71713 1 805.4561 ‐0.4510
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 1321.6423 PDGYTFELIQR 317.0564 1321.6463 29.2161 2530 2 661.3268 2.95
NP_172648.1 glyoxalase I homolog Arabidopsis thaliana 952.7831 31985.4529 8 19.43 None 940.5098 IVNQELGGK 146.6887 940.5121 29.3614 1484 2 470.7597 0.9862
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1121.5738 VGFFSSGPPAR 19277.3900 1121.5760 16.5099 26251 2 561.2916 0.3693
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1970.1797 SLLALQGPLAAPVLQHLTK 4727.0630 1970.1818 21.2245 19182 3 657.3988 0.5114
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1658.9112 AEGGFLGADVILQQLK 7574.2920 1658.9125 21.6582 14866 2 829.9599 0.5292
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1654.8120 MVPFAGWSMPIQYK 4947.7540 1654.8153 21.1317 10538 2 827.9113 1.34
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTV 2649.3910 3405.7552 24.5195 5063 3 1135.9233 ‐0.3021
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 2143.8490 1745.8663 16.4172 2309 3 582.6269 0.4600
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 Carbamidomethyl+C(14) 1988.9859 VTDEHIYLVVNAGCRDK 280.6764 1988.9774 21.6060 1126 2 994.9924 ‐3.6898
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1815.0123 RAEGGFLGADVILQQLK 5178.7920 1815.0134 20.7063 12849 3 605.6760 ‐0.1587
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 Carbamidomethyl+C(9) 1164.6194 IYLVVNAGCR 285.5048 1164.6222 17.7671 2205 2 582.8147 0.9102
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1022.5054 GFFSSGPPAR 611.2715 1022.5056 16.5006 1165 1 1022.5056 1.1158
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 11 27.21 None 1953.1532 SLLALQGPLAAPVLQHLTK 418.2176 1953.1483 22.2473 783 2 977.0778 ‐2.0474
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 1422.7515 VFDLAPEEYVLK 6489.8180 1422.7523 33.5223 10162 2 711.8798 ‐0.0326
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 2260.0153 NADEEEGGELVFGGVDPNHFK 3409.4950 2260.0132 29.6769 5396 3 754.0093 ‐1.0459
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 1970.9858 FTVVFDTGSSNLWVPSSK 1388.3730 1970.9855 20.4425 2443 2 985.9964 0.2682
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 2001.8977 YHTVFDFGNEQVGFAEAA 701.7528 2001.8930 34.7059 2289 2 1001.4502 ‐1.8798
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 1099.5320 FGGVDPNHFK 228.1483 1099.5303 30.5863 1299 2 550.2688 ‐2.6619
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 1404.7409 VFDLAPEEYVLK 116.5662 1404.7363 34.2451 838 2 702.8718 ‐3.9340
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 369.7618 55354.9454 7 13.64 None 1953.9593 FTVVFDTGSSNLWVPSSK 263.0725 1953.9683 21.9749 1012 3 651.9943 4.17
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 607.9747 16516.8125 3 25.00 None 1213.6535 SLGGNPTQAQLK 3506.0620 1213.6535 18.7564 4481 2 607.3304 ‐1.0084
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 607.9747 16516.8125 3 25.00 None 1445.6253 EAFMLFDTDGDGK 2581.0310 1445.6276 32.3862 2923 2 723.3174 1.0299
NP_172695.1 putative calcium binding protein CML13 Arabidopsis thaliana 607.9747 16516.8125 3 25.00 None 1234.6426 EGTGFVAVADLR 1196.1750 1234.6674 22.2639 866 2 617.8373 19.1000
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1434.7587 AASFNIIPSSTGAAK 47439.2500 1434.7592 16.9753 194810 2 717.8833 ‐0.1965
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 2172.0091 GILGYTEDDVVSTDFVGDNR 141469.9000 2172.0060 32.6518 183662 2 1086.5066 ‐0.6848
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1498.8475 VPTVDVSVVDLTVR 39238.6700 1498.8463 32.3908 105114 2 749.9268 ‐1.3031
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1676.9734 TLLFGEKPVTVFGIR 18293.3400 1676.9723 20.3981 102795 3 559.6623 ‐1.2378
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1761.7867 LVSWYDNEWGYSSR 122426.5000 1761.7878 18.7679 92875 2 881.3976 0.6569
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1734.8156 DAPMFVVGVNEHEYK 64775.3700 1734.8156 27.6309 83988 3 578.9434 ‐0.5158
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 20161.0500 2923.3677 38.8936 59563 3 975.1274 1.41
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 18010.7700 2741.2754 24.1804 46167 2 1371.1413 2.19
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 2033.0736 FGIVEGLMTTVHSITATQK 5780.7110 2033.0746 23.0699 39993 3 678.3630 0.1720
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1140.6445 VVDLIVHMSK 29622.7300 1140.6459 16.4552 33944 2 570.8266 0.0909
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 811.4131 LTGMSFR 4623.3160 811.4132 22.1501 12224 2 406.2102 ‐1.5302
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 800.4876 VVISAPSK 473.4268 800.4881 20.4921 2668 1 800.4881 0.8521
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 352.5575 2680.2514 40.3727 2161 2 1340.6293 5.45
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1148.6674 AGIALSDKFVK 3139.9160 1148.6672 24.5255 7345 2 574.8372 ‐1.2841
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 Oxidation+M(10) 1265.6406 AIKEESEGKMK 1123.4380 1265.6359 25.5408 1060 1 1265.6359 ‐1.9796
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 588.2850 YMFK 111.0599 588.2864 24.9944 151151 1 588.2864 1.91
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 591.3613 VFGIR 186.9661 591.3588 16.6782 15266 1 591.3588 ‐4.6641
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 689.3327 TYMFK 97.7005 689.3319 25.5419 7324 1 689.3319 ‐1.2412
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 Oxidation+M(6) 824.3818 ESEGKMK 174.0663 824.3799 27.3567 5922 1 824.3799 ‐2.0070
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 698.3290 TGMSFR 1014.9990 698.3312 22.1594 5540 1 698.3312 3.0747
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1462.8417 LFGEKPVTVFGIR 2224.9610 1462.8412 20.3943 4544 2 731.9243 ‐0.8027
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1112.4791 EYMTYMFK 127.7208 1112.4779 24.0940 2715 2 556.7426 ‐2.2779
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1202.6892 GEKPVTVFGIR 195.1090 1202.6959 19.6924 1873 2 601.8516 4.23
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 975.4530 GVNEHEYK 667.0155 975.4552 27.6311 1867 1 975.4552 3.0429
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1612.7377 GILGYTEDDVVSTDF 313.6267 1612.7304 29.8386 1677 2 806.8689 ‐4.7443
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1077.6303 GIALSDKFVK 417.6371 1077.6317 24.5253 1604 2 539.3195 0.0965
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1113.4596 DNEWGYSSR 318.6364 1113.4597 18.5620 1351 1 1113.4597 1.07
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1162.5626 GILGYTEDDVV 1021.4790 1162.5588 32.6466 1302 1 1162.5588 ‐1.9003
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 734.3719 GILGYTE 180.8344 734.3700 31.2144 1292 1 734.3700 ‐2.5986
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 827.4808 LIVHMSK 293.8477 827.4804 16.4600 1224 1 827.4804 ‐0.0416
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1205.6525 FNIIPSSTGAAK 207.2207 1205.6493 17.2719 1174 2 603.3283 ‐3.5626
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1012.4921 DAPMFVVGVN 806.5822 1012.4911 25.5614 1029 1 1012.4911 ‐0.0709
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 782.4771 VVISAPSK 92.2562 782.4802 18.8418 2749 1 782.4802 4.62
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 29941.8600 37027.3918 79 68.05 None 1743.7762 LVSWYDNEWGYSSR 308.4552 1743.7849 18.4194 1871 3 581.9331 4.43
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2172.0091 GILGYTEDDVVSTDFVGDNR 107320.4000 2172.0060 32.6518 183662 2 1086.5066 ‐0.5791
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1498.8475 VPTVDVSVVDLTVR 58015.8400 1498.8462 32.3896 104569 2 749.9268 ‐1.2713
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1734.8156 DAPMFVVGVNEHEYK 52596.7700 1734.8156 27.6309 83988 3 578.9434 ‐0.6965
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 23241.8100 2923.3677 38.8936 59563 3 975.1274 1.28
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 811.4131 LTGMSFR 4031.5190 811.4132 22.1501 12224 2 406.2102 ‐1.5622
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1434.7587 AASFNIIPSSTGAAK 492.0163 1434.7613 26.9723 5846 2 717.8843 1.69
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 800.4876 VVISAPSK 1124.4760 800.4881 20.4921 2668 1 800.4881 0.9772
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 724.8750 2680.2514 40.3727 2161 2 1340.6293 5.17
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2033.0736 FGIVEGLMTTVHSITATQK 560.7479 2033.0875 29.5443 892 3 678.3674 6.79
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1148.6674 AGIALSDKFVK 3981.3740 1148.6672 24.5255 7345 2 574.8372 ‐1.2819
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 Oxidation+M(*) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 787.7462 2757.2760 39.6066 5725 3 919.7635 3.0404
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 698.3290 TGMSFR 1404.2570 698.3312 22.1594 5540 1 698.3312 3.28



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 625.3192 SDLDIV 443.2710 625.3190 29.5197 3537 1 625.3190 ‐0.3544
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2355.1139 PWGEAGADFVVESTGVFTDKDK 540.5494 2355.1056 40.2930 2380 2 1178.0565 ‐2.2971
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 Carbamidomethyl+C(6)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 2001.9036 LGYTEDDVVSTDFVGDNR 357.9614 2001.8930 34.7059 2289 2 1001.4502 ‐4.7245
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1284.7158 TVDVSVVDLTVR 775.3949 1284.7177 29.9199 2143 2 642.8625 0.6817
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 975.4530 GVNEHEYK 1960.1020 975.4552 27.6311 1867 1 975.4552 3.1457
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1612.7377 GILGYTEDDVVSTDF 190.0997 1612.7304 29.8386 1677 2 806.8689 ‐4.6952
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 1077.6303 GIALSDKFVK 652.6001 1077.6317 24.5253 1604 2 539.3195 0.0915
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 None 643.3297 SDLDIV 259.2869 643.3299 32.6358 1160 1 643.3299 0.2078
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 19924.2000 37027.3918 79 68.05 Oxidation+M(*) 2740.2408 DDVELVAVNDPFITTEYMTYMFK 229.0207 2740.2522 40.0017 2818 3 914.0889 4.0827
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1434.7587 AASFNIIPSSTGAAK 58086.4900 1434.7592 16.9753 194810 2 717.8833 ‐0.4265
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1676.9734 TLLFGEKPVTVFGIR 19369.4700 1676.9723 20.3981 102795 3 559.6623 ‐1.6084
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1761.7867 LVSWYDNEWGYSSR 108501.8000 1761.7878 18.7679 92875 2 881.3976 0.6242
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 45154.8300 2741.2754 24.1804 46167 2 1371.1413 3.04
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 2033.0736 FGIVEGLMTTVHSITATQK 5236.7900 2033.0746 23.0699 39993 3 678.3630 0.0199
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1140.6445 VVDLIVHMSK 14866.3000 1140.6459 16.4552 33944 2 570.8266 ‐0.3166
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1498.8475 VPTVDVSVVDLTVR 39133.3200 1498.8479 19.2551 21960 2 749.9276 ‐0.3669
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 2172.0091 GILGYTEDDVVSTDFVGDNR 8870.1130 2172.0069 19.2604 14771 2 1086.5071 ‐0.0627
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 6301.1680 2923.3592 21.9543 9866 3 975.1246 ‐0.6346
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1734.8156 DAPMFVVGVNEHEYK 9103.3740 1734.8196 17.2232 6430 3 578.9447 1.22
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 2516.2854 VVISAPSKDAPMFVVGVNEHEYK 107.1266 2516.3113 23.8030 2755 2 1258.6593 12.1214
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 Oxidation+M(10) 1265.6406 AIKEESEGKMK 2306.1720 1265.6359 25.5408 1060 1 1265.6359 ‐1.8247
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1462.8417 LFGEKPVTVFGIR 2192.9020 1462.8412 20.3943 4544 2 731.9243 ‐1.0158
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1349.7576 FGEKPVTVFGIR 4627.5250 1349.7548 20.4060 3662 2 675.3810 ‐3.1081
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1188.6259 FNIIPSSTGAAK 186.7480 1188.6325 17.5394 2342 2 594.8199 4.1468
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 883.4672 AASFNIIPS 938.4287 883.4683 16.9959 1901 2 442.2378 ‐0.8655
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1202.6892 GEKPVTVFGIR 111.8993 1202.6959 19.6924 1873 2 601.8516 4.22
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 827.4808 LIVHMSK 303.8515 827.4804 16.4600 1224 1 827.4804 ‐0.1416
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1205.6525 FNIIPSSTGAAK 169.7969 1205.6493 17.2719 1174 2 603.3283 ‐3.9310
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1743.7762 LVSWYDNEWGYSSR 273.8299 1743.7849 18.4194 1871 3 581.9331 4.1348
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 16098.3500 37027.3918 79 68.05 None 1716.8050 DAPMFVVGVNEHEYK 214.0851 1716.8028 18.7294 1577 2 858.9050 ‐1.4061
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 2255.0687 AHAESVNLQFENPLDENTAR 2016.1890 2255.0711 29.1150 7330 3 752.3619 0.6831
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 1265.6484 GTIVVDNSSAFR 4481.7200 1265.6456 23.2935 5952 2 633.3264 ‐3.1265
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 2203.0990 ASNTFPTPLDVSNKDDVAVGR 241.9722 2203.0916 27.5177 5938 3 735.0354 ‐3.7531
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 2569.2385 MVVSTYQAASGAGAAAMEELVQQTR 973.2993 2569.1887 30.8425 1324 2 1285.0980 ‐17.7506
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 955.4956 NKDDVAVGR 278.8798 955.4991 29.6626 33069 2 478.2532 2.27
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 709.3264 AHAESVN 149.7840 709.3290 30.3054 12124 1 709.3290 3.07
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 329.3822 41030.9019 7 20.80 None 1248.6219 GTIVVDNSSAFR 215.5018 1248.6276 23.9745 1433 2 624.8174 3.89
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 991.5207 EVAEAFLGR 693.2441 991.5211 27.9517 11538 1 991.5211 1.31
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1185.6586 DAGAISGLNVLR 641.1928 1185.6605 21.6053 1255 2 593.3339 0.6128
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 844.4635 KDIAGNAR 105.7330 844.4707 21.0267 1509 1 844.4707 8.25
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1254.6437 VEIIPNDQGNR 686.7136 1254.6269 21.9811 1405 2 627.8171 ‐14.3003
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2701.0050 71313.8321 24 13.93 None 942.5731 AISGLNVLR 305.1532 942.5737 20.7363 929 1 942.5737 1.21
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1680.8340 NAVVTVPAYFNDSQR 14827.4300 1680.8370 28.0926 49565 2 840.9221 1.13
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1659.8952 IINEPTAAAIAYGLDK 14035.8600 1659.8971 30.4507 17641 2 830.4522 1.0358
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 991.5207 EVAEAFLGR 733.7921 991.5211 27.9517 11538 1 991.5211 1.38
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 Carbamidomethyl+C(6) 1372.7141 ELEGICNPIISK 2448.2120 1372.7160 29.8909 3201 2 686.8616 0.7072
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1658.8497 NQVALNPQNTVFDAK 387.0191 1658.8091 27.0837 2806 2 829.9082 ‐24.5294
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1450.7689 IQQLLQDFFNGK 411.4668 1450.7421 26.6022 2687 2 725.8747 ‐18.9745
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1254.6437 VEIIPNDQGNR 540.4280 1254.6269 21.9811 1405 2 627.8171 ‐14.2874
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1212.6920 DIAGNARALRR 182.0698 1212.6886 19.9031 1132 2 606.8480 ‐3.7103
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 832.4563 AIAYGLDK 179.2406 832.4556 28.4690 2418 1 832.4556 ‐0.3184
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1641.8846 IINEPTAAAIAYGLDK 494.8582 1641.8866 29.6530 8327 2 821.4469 1.0270
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1432.7583 IQQLLQDFFNGK 109.4894 1432.7653 27.0751 1641 2 716.8863 4.68
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 939.4698 71313.8321 24 13.93 None 1663.8075 NAVVTVPAYFNDSQR 1904.0360 1663.8078 30.3568 1734 2 832.4075 0.0885
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 619.4228 25701.2907 4 21.70 None 1676.8265 VLTPAEIDDYLAEVE 7443.8380 1676.8289 38.6604 9119 2 838.9181 1.01
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 619.4228 25701.2907 4 21.70 None 1958.9283 GPQLYQVDPSGSYFSWK 347.4451 1958.9181 32.9108 1317 2 979.9627 ‐4.7269
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 619.4228 25701.2907 4 21.70 None 2192.0791 YTEDMELDDAIHTAILTLK 1473.6950 2192.0834 39.0290 5918 3 731.3660 1.29
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 619.4228 25701.2907 4 21.70 None 936.4673 VLTPAEIDD 593.2231 936.4635 38.5790 2223 1 936.4635 ‐3.2493
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 None 1188.6371 LWDLAAGVSTR 9519.9660 1188.6385 18.2015 8874 2 594.8229 0.0981
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 5551.0590 1448.7016 16.5484 7115 3 483.5721 0.9638
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGSLCASGGK 1535.9160 2579.2465 25.3570 3550 3 860.4204 2.47
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 None 1414.7577 DGVVLLWDLAEGK 1355.8970 1414.7611 39.6815 3301 2 707.8842 1.09
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 None 1002.5466 VDLKAEAEK 1073.1240 1002.5455 16.9567 2333 2 501.7764 ‐2.4762
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 None 666.3570 TEHGIK 186.1478 666.3558 17.9034 4256 1 666.3558 ‐1.9021
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 704.6750 36146.7965 13 22.2 None 1057.5425 WDLAAGVSTR 392.5640 1057.5455 17.6682 1480 2 529.2764 1.38
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 None 1188.6371 LWDLAAGVSTR 5777.2140 1188.6385 18.2015 8874 2 594.8229 ‐0.2805
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 3473.9140 1448.7016 16.5484 7115 3 483.5721 0.4532
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 None 1890.9596 FSPNTLQPTIVSASWDK 780.4474 1890.9624 18.8031 17192 2 945.9849 1.16
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 Carbamidomethyl+C(14) 2191.0965 LYSLEANSVIHALCFSPNR 124.6017 2191.1023 24.1376 9892 2 1096.0548 3.67
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 None 1914.9767 VDLKAEAEKADNSGPAATK 606.5596 1914.9796 16.3648 2310 3 638.9980 0.8715
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 369.6372 36146.7965 13 22.2 None 887.4621 IVSASWDK 138.3106 887.4637 18.1005 1375 1 887.4637 2.28



NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1540.4060 17175.5727 5 20.92 None 1099.6358 VSAVDLSLAPK 16609.6200 1099.6355 25.9196 14972 2 550.3214 ‐1.4403
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1540.4060 17175.5727 5 20.92 None 1186.5990 TLFSLDSFEK 2682.8060 1186.6003 19.6307 12054 2 593.8038 0.0935
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1540.4060 17175.5727 5 20.92 None 1185.5647 SHDGPFIAGER 2377.1050 1185.5654 19.1414 857 3 395.8600 ‐0.3760
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1973.9210 17175.5727 5 20.92 None 1099.6358 VSAVDLSLAPK 27455.4500 1099.6355 25.9196 14972 2 550.3214 ‐1.4431
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1973.9210 17175.5727 5 20.92 None 842.4982 VDLSLAPK 299.4407 842.4989 26.7066 9921 1 842.4989 1.34
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 31625.7300 1347.6092 29.2023 19585 2 674.3083 0.8026
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 1366.6849 LVYTNDQGETVK 475.5937 1366.6872 18.1727 6112 2 683.8473 1.0567
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 671.7841 2757.2672 32.1845 1562 3 919.7606 ‐2.0162
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 Carbamidomethyl+C(21) 2384.2014 LYSIASSALGDLGNSETVSLCVK 1362.7840 2384.1837 40.8093 19035 2 1192.5955 ‐6.1530
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 1387.7064 EGQSVGVIADGIDK 790.0654 1387.7202 23.7684 1244 2 694.3638 9.81
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 1265.6161 KAEQWNVEVY 3632.2870 1265.6183 26.6698 11619 2 633.3128 0.8825
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 1822.8930 VDYAISREQANDKGEK 211.2230 1822.9122 22.7940 2205 3 608.3089 9.64
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.2164 870.4233 29.2106 2249 1 870.4233 3.0047
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 1357.6706 ISREQANDKGEK 223.1449 1357.6763 20.3872 1021 2 679.3418 3.91
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1501.8760 41510.3832 10 29.81 None 985.4738 KAEQWNVE 205.1378 985.4754 26.6520 930 1 985.4754 2.18
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 25145.8400 17041.3670 9 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 152168.2000 2586.2115 29.3174 125540 3 862.7420 0.3996
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 25145.8400 17041.3670 9 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSF 13349.1900 4406.9847 37.1137 20004 4 1102.5016 0.0601
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 25145.8400 17041.3670 9 38.92 None 1213.5749 NNAGYPHNVVF 1802.6810 1213.5718 30.7244 1181 2 607.2895 ‐3.5055
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 25145.8400 17041.3670 9 38.92 None 1129.5735 DEIPSGVDVAK 856.5085 1129.5741 27.7714 1178 1 1129.5741 1.66
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 25145.8400 17041.3670 9 38.92 None 1373.6431 DEDEIPSGVDVAK 363.8670 1373.6503 28.0912 927 2 687.3288 4.68
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 24577.0000 17041.3670 9 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 148664.8000 2586.2115 29.3174 125540 3 862.7420 0.1182
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 24577.0000 17041.3670 9 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSF 13083.0100 4406.9847 37.1137 20004 4 1102.5016 ‐0.0050
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 24577.0000 17041.3670 9 38.92 None 1213.5749 NNAGYPHNVVF 1329.8230 1213.5718 30.7244 1181 2 607.2895 ‐3.4968
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 24577.0000 17041.3670 9 38.92 None 1129.5735 DEIPSGVDVAK 195.6874 1129.5741 27.7714 1178 1 1129.5741 1.96
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 896.4876 GLFDFLGK 9652.7430 896.4889 21.4198 13544 1 896.4889 1.52
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 1779.8759 AQISEPELAAEHEEVK 4568.3130 1779.8782 22.3362 4832 3 593.9642 0.7531
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPEE 4737.8030 3399.6490 28.0262 3046 4 850.6677 1.99
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 3271.5489 TAEDDVPVSTTIPVPVSESVVEHDHPEE 1543.4380 3271.5465 28.8919 799 4 818.6421 ‐0.8340
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 4184.0418 LPGHHDKTAEDDVPVSTTIPVPVSESVV 279.6629 4184.0537 40.2998 2917 3 1395.3561 4.1341
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1422.2010 29896.8514 6 20.75 None 1211.5790 TAEDDVPVSTTI 305.0080 1211.5832 27.5091 1155 2 606.2952 2.98
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1631.7622 LSGSEFDSFMAIAEK 1262.9180 1631.7642 34.7365 9109 2 816.3858 1.0713
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1659.8800 VVVSDSLDDIVLNSGK 6352.4570 1659.8808 31.1407 9040 2 830.4440 0.3373
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1352.6441 SASGNVVVYEGDR 6659.4170 1352.6431 19.4583 8578 2 676.8252 ‐1.4112
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1796.8701 LDATANDFPKDTFDVK 712.7224 1796.8683 26.9412 7472 3 599.6276 ‐1.4983
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1523.8792 AASALSSNVPPVVLAK 2549.0180 1523.8835 27.4190 7077 2 762.4454 2.53
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1422.7223 SQPIPAENNEPVK 10741.3300 1422.7223 18.5441 5657 2 711.8648 ‐0.6302
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1087.5742 GESSVTGPVVR 15185.1300 1087.5745 17.8804 5002 2 544.2909 ‐0.9313
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 957.6132 VVVVGIFPK 2809.3620 957.6143 18.2907 4695 2 479.3108 ‐0.2386
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1727.8673 AMLFINFTGEGAESLK 771.5061 1727.8631 33.5481 3372 2 864.4352 ‐2.4414
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 977.4938 QLAPEYEK 3143.7440 977.4931 17.0539 2595 2 489.2502 ‐2.1965
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1546.7748 TNVEVDQIESWVK 160.6907 1546.7372 19.2328 44758 2 773.8722 ‐24.6437
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 2137.0924 AVQEYNGPREAEGIVTYLK 2073.3950 2137.0909 20.9522 6464 2 1069.0491 0.0096
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 987.5106 QSGPASAEIK 384.4025 987.5333 32.9638 1110 1 987.5333 23.9103
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1374.6246 SEFDSFMAIAEK 700.4855 1374.6253 33.0472 6686 2 687.8163 ‐0.1348
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1107.5429 GNVVVYEGDR 207.9856 1107.5481 21.3597 761 2 554.2777 3.20
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 1778.8596 LDATANDFPKDTFDVK 663.8652 1778.8608 28.9415 803 2 889.9340 0.7722
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1345.5550 55886.7726 17 30.34 None 960.4673 QLAPEYEK 214.6667 960.4630 18.6470 1152 1 960.4630 ‐3.6542
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1078.5891 TFGSIITSPR 4953.9000 1078.5905 16.2982 8369 2 539.7989 0.0233
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 2255.1653 VVPVETTPAAPVTTETKEEEK 5316.0910 2255.1650 21.4840 5329 3 752.3932 ‐0.2797
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1100.6350 YVAPEVVPVK 3895.9850 1100.6360 23.6683 3297 2 550.8216 ‐0.2723
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1283.6478 AVAAPAPEATEEK 6724.1110 1283.6475 16.7843 3216 2 642.3274 ‐1.0511
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1923.9546 EEEVATGKEILQSESFK 1456.0800 1923.9487 33.8404 1425 2 962.4780 ‐2.7463
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 673.3515 AAPGETK 123.7595 673.3603 17.9442 4549 1 673.3603 12.11
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1692.8327 DSPFTVEDGVTEAVVK 141.2786 1692.8110 19.3853 4292 2 846.9091 ‐12.9256
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 777.3989 SLEAETK 5615.7580 777.3989 20.7519 3028 1 777.3989 0.2352
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1982.0328 EETPAPVKEVEVPVTTEK 279.6571 1982.0540 26.3750 2437 4 496.2690 9.67
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 1498.7999 EEILPAAPVTTETK 1121.0100 1498.7974 16.7619 1414 3 500.2706 ‐2.4100
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 2731.3461 VLGADVSYGAQFEPSNEASYTVIVSK 201.5925 2731.3604 39.0019 856 3 911.1250 5.22
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 2591.2723 EEEKPAVVTIEKAFAADQEEETK 886.6815 2591.2700 35.0251 15164 3 864.4282 ‐0.7672
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 971.4680 PAPEATEEK 212.8441 971.4712 16.2260 6650 2 486.2393 1.12
NP_173669.1 patellin 2 Arabidopsis thaliana 574.2976 76065.1349 24 13.47 None 416.2140 GETK 50.2292 416.2123 20.2088 5040 1 416.2123 ‐4.9243
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 2255.1653 VVPVETTPAAPVTTETKEEEK 2909.8700 2255.1650 21.4840 5329 3 752.3932 ‐0.5220
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 1100.6350 YVAPEVVPVK 5563.8200 1100.6360 23.6683 3297 2 550.8216 ‐0.2750
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 1923.9546 EEEVATGKEILQSESFK 320.2469 1923.9487 33.8404 1425 2 962.4780 ‐2.6657
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 1595.7435 EEGYLASELQEAEK 443.9190 1595.7683 31.3318 3345 2 798.3878 15.3243
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 818.4441 MVLSGPSK 345.8208 818.4537 27.1710 3202 1 818.4537 12.53
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 1190.5840 SSFVFVSDFR 1150.3450 1190.5917 27.1081 2599 2 595.7995 5.63
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 2298.1500 YGGLSKDSPFTVEDGVTEAVVK 262.7104 2298.1103 35.4818 1507 2 1149.5588 ‐16.1355
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 2657.2828 EILQSESFKEEGYLASELQEAEK 675.5494 2657.3196 34.7455 961 3 886.4447 13.7085
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 2591.2723 EEEKPAVVTIEKAFAADQEEETK 441.0454 2591.2700 35.0251 15164 3 864.4282 ‐1.0492
NP_173669.1 patellin 2 Arabidopsis thaliana 240.1052 76065.1349 24 13.47 None 3129.5851 VLGADVSYGAQFEPSNEASYTVIVSKNR 414.2273 3129.6019 31.9120 2238 3 1043.8722 5.55
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1384.7947 VVALTGAVTPPGFR 5519.9040 1384.7942 17.9687 10665 2 692.9008 ‐1.0066
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1723.8286 VADAFSYLETNHATGK 5741.4420 1723.8310 26.7839 8801 3 575.2819 0.8553
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1571.7740 AWVYSDYGGVDVLK 2676.7590 1571.7761 31.6421 6150 2 786.3917 1.0074
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 786.4760 VVVYPIP 6894.8150 786.4783 29.8631 5897 1 786.4783 3.1489
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1695.8072 DLKEGDEVYANVSEK 639.5565 1695.8123 23.5448 1330 3 565.9423 2.53
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 Carbamidomethyl+C(8) 1562.7883 ETPLLHYCSLTTK 491.4752 1562.7894 34.1396 9071 2 781.8983 0.3262
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 560.3402 VGSAVK 330.5473 560.3275 24.5405 5301 1 560.3275 ‐23.1239
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1500.8380 NAALATTTATTPVLR 192.0697 1500.8049 22.3733 1637 2 750.9061 ‐22.4878



NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1487.8428 VAATASTEKLELVR 961.3824 1487.8518 22.6166 11612 2 744.4296 5.02
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 None 1366.7841 VVALTGAVTPPGFR 424.3798 1366.7857 18.1126 4835 2 683.8965 0.4131
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 714.3184 41157.3827 18 20.73 Carbamidomethyl+C(8) 1544.7778 ETPLLHYCSLTTK 182.8781 1544.7797 36.2704 905 2 772.8935 0.8487
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 1723.8286 VADAFSYLETNHATGK 6713.2330 1723.8310 26.7839 8801 3 575.2819 0.6760
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 1571.7740 AWVYSDYGGVDVLK 5561.0880 1571.7761 31.6421 6150 2 786.3917 1.0523
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 730.4458 VIKEGGK 341.4834 730.4454 20.4969 3442 1 730.4454 ‐0.3510
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 1695.8072 DLKEGDEVYANVSEK 132.1812 1695.7855 32.2929 2361 2 848.3964 ‐12.7952
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 1240.7147 LESNIVVPEIK 97.3901 1240.6953 20.3515 972 2 620.8513 ‐16.5833
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 Carbamidomethyl+C(20) 2586.1739 ENIEDLPDKYDVVFDAIGMCDK 469.3219 2586.1800 36.2252 4515 3 862.7315 2.1858
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 494.0709 41157.3827 18 20.73 None 1215.5892 YSDYGGVDVLK 130.4857 1215.5875 28.2915 2453 1 1215.5875 0.1987
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 983.4985 FGEAVWFK 68084.7500 983.4974 18.5484 118441 2 492.2523 ‐3.0715
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGL 32030.1800 3957.7634 22.5917 51959 3 1319.9260 ‐1.1641
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATD 7820.7890 3630.7774 25.0217 28431 3 1210.9306 ‐0.3847
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 20565.5700 1903.9930 25.2334 22068 2 952.5001 0.7989
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFVP 2406.3800 3092.5192 22.7852 7097 3 1031.5113 ‐0.0688
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 836.4301 GEAVWFK 24400.1800 836.4298 18.5471 12778 1 836.4298 ‐0.0614
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 779.4087 EAVWFK 340.1316 779.4092 18.5549 3769 1 779.4092 0.7753
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 650.3661 AVWFK 210.9354 650.3642 18.5557 2878 1 650.3642 ‐3.1890
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 789.4141 EAFAELK 51.4184 789.4104 23.9048 2375 1 789.4104 ‐4.5438
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 1114.5528 GPIENLADHLA 479.8722 1114.5510 23.6754 1369 1 1114.5510 ‐0.3204
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 9499.3570 28298.2374 11 47.57 None 720.3675 PETFAR 166.9953 720.3676 22.6822 1112 1 720.3676 0.0189
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 945.5768 LVPVGYGIK 11589.2400 945.5765 15.7227 20169 2 473.2919 ‐1.7884
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 1991.9630 SSVLIDIKPWDDETDMK 7159.1670 1991.9633 32.1056 13288 3 664.6593 ‐0.1943
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPA 761.6380 3096.5613 29.3740 8212 3 1032.8586 1.15
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 1317.6797 AAFPNLNSDAGLK 1807.4990 1317.6837 29.9393 3784 2 659.3455 2.88
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 1124.6422 KLDEHLLTR 1797.6810 1124.6446 20.1292 2116 2 562.8259 0.9473
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1203.0300 25246.3106 6 35.06 None 636.3715 VGYGIK 144.6208 636.3715 15.7227 948 1 636.3715 ‐0.2771
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 Carbamidomethyl+C(4) 1491.7546 LVGCKEMGEEVLK 1045.9780 1491.7583 17.9453 43579 2 746.3828 1.55
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 3022.4649 VTALASEYPDVELSHMYVDNAAMQLVR 3279.4640 3022.4629 20.8672 5215 3 1008.1592 0.2402
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1164.6194 MAAFLQTNIR 6391.7180 1164.6247 17.3921 4114 2 582.8160 3.1093
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1526.8975 ANPLATILSAAMLLK 415.6795 1526.8967 25.6408 2116 2 763.9520 ‐1.0480
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1338.6688 ELTGGIYFGEPR 474.7227 1338.6747 16.5053 1277 2 669.8410 3.33
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 2595.4505 DLNVFANLRPATVLPQLVDASTLK 246.8700 2595.4218 25.5773 1232 2 1298.2145 ‐9.0259
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1033.5789 AAFLQTNIR 347.2944 1033.5806 17.8875 1370 2 517.2939 ‐0.1461
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1062.5500 KEMGEEVLK 127.8940 1062.5558 15.8513 756 2 531.7815 3.88
NP_174403.1 3 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 455.2406 44018.6111 9 16.9 None 1147.5928 MAAFLQTNIR 122.9858 1147.5913 15.7574 2510 2 574.2993 ‐2.8537
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 1472.6726 ANDFDLMYEQVK 58309.4400 1472.6736 29.4923 35932 2 736.8405 0.2379
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 28510.1500 2401.2068 37.2703 30304 2 1201.1070 ‐1.4020
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 4464.6460 2979.3629 34.0922 24695 3 993.7925 ‐0.1920
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 1961.0226 LDELIYVESHLSNLSTK 1570.5350 1961.0230 34.0405 8424 3 654.3458 ‐0.3866
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 2582.5260 2939.2483 36.9413 4339 3 980.4209 0.6582
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 870.4680 GHSLESIK 635.1998 870.4714 19.8583 2847 2 435.7393 2.32
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3901.8820 44748.8005 16 27.85 None 1269.5820 DFDLMYEQVK 218.7583 1269.5795 32.1331 1841 2 635.2934 ‐2.8051
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1343.6664 FYGEVTQQMLK 30747.7100 1343.6695 16.7311 54880 2 672.3384 1.50
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1668.8778 ILVIEGLHPMFDER 2751.6000 1668.8791 19.8534 44215 3 556.9645 ‐0.1883
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1475.8217 IRDLYEQLIANK 22205.7100 1475.8205 17.7849 31228 2 738.4139 ‐1.4637
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 6026.3360 2494.1671 23.5772 18051 2 1247.5872 ‐1.3212
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1272.7310 LTSVFGGAAKPPK 3286.4710 1272.7323 14.6498 2927 3 424.9156 ‐0.5209
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 847.4706 VTQQMLK 133.8166 847.4673 18.2754 10305 1 847.4673 ‐3.5972
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1033.5347 GEVTQQMLK 1881.9570 1033.5341 16.7265 2155 1 1033.5341 0.4641
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 686.4196 QLIANK 169.8235 686.4211 17.1707 2135 1 686.4211 2.0884
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2056.9440 44748.8005 16 27.85 None 1442.7097 VIEGLHPMFDER 507.3571 1442.7108 20.7017 1933 2 721.8590 0.0027
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4463.3010 18011.2367 10 27.11 None 2237.0795 LTESPGLINSSPYEDGWMIK 29440.0100 2237.0747 33.7622 85616 2 1119.0410 ‐1.2463
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4463.3010 18011.2367 10 27.11 None 1653.8880 VKPSSPAELEALMGPK 7861.5600 1653.8894 28.5330 42930 3 551.9680 0.2623
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4463.3010 18011.2367 10 27.11 None 1133.5374 YANSHEWVK 2924.7620 1133.5379 16.8182 5569 2 567.2726 ‐0.7350
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4463.3010 18011.2367 10 27.11 None 796.4199 VKPSSPAE 206.9464 796.4186 27.6879 1789 1 796.4186 ‐1.3667
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4463.3010 18011.2367 10 27.11 None 970.4741 ANSHEWVK 1179.5620 970.4716 16.8222 1704 2 485.7395 ‐3.9464
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3478.2490 18011.2367 10 27.11 None 2237.0795 LTESPGLINSSPYEDGWMIK 20980.4200 2237.0747 33.7622 85616 2 1119.0410 ‐1.1340
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3478.2490 18011.2367 10 27.11 None 1653.8880 VKPSSPAELEALMGPK 8105.1330 1653.8894 28.5330 42930 3 551.9680 0.0913
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3478.2490 18011.2367 10 27.11 None 1133.5374 YANSHEWVK 3122.0860 1133.5379 16.8182 5569 2 567.2726 ‐0.7344
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3478.2490 18011.2367 10 27.11 None 796.4199 VKPSSPAE 314.6569 796.4186 27.6879 1789 1 796.4186 ‐1.2410
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3478.2490 18011.2367 10 27.11 None 970.4741 ANSHEWVK 1477.2140 970.4716 16.8222 1704 2 485.7395 ‐3.9623
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 333.2910 23319.3451 7 15.32 None 1038.6558 TPPASVLLLK 1307.2080 1038.6561 17.7512 9529 2 519.8317 ‐0.9159
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 333.2910 23319.3451 7 15.32 None 1262.7103 ATPAPPVGPALGSK 2765.9060 1262.7113 21.9001 7808 2 631.8593 ‐0.1034
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 333.2910 23319.3451 7 15.32 None 1113.6626 VGVITIDQLR 2219.5840 1113.6646 28.4599 6713 2 557.3359 0.5989
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 333.2910 23319.3451 7 15.32 None 840.5553 PASVLLLK 568.9520 840.5559 17.7531 857 1 840.5559 1.0495
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 254.5522 23319.3451 7 15.32 None 1038.6558 TPPASVLLLK 1643.4620 1038.6561 17.7512 9529 2 519.8317 ‐1.3850
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 254.5522 23319.3451 7 15.32 None 1679.8891 AGYIIPVEITVFDDK 2671.7320 1679.8901 21.4928 5917 2 840.4487 0.4083
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 254.5522 23319.3451 7 15.32 None 840.5553 PASVLLLK 667.3862 840.5559 17.7531 857 1 840.5559 0.9570
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 560.9202 24209.5968 3 16.82 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 4661.9280 2393.1835 34.6813 7268 2 1197.0954 ‐0.3354
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 560.9202 24209.5968 3 16.82 None 1584.8592 LKDANVDDQIVLNK 1013.1980 1584.8567 22.3311 6277 3 528.9571 ‐2.2170
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 560.9202 24209.5968 3 16.82 None 615.3209 QPNTR 398.6667 615.3093 32.9051 1586 1 615.3093 ‐19.1841
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 1150.6830 LLVSLVTSYR 4085.9900 1150.6805 18.8987 109620 2 575.8439 ‐3.7167
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 1397.7787 AILLWTLEPGER 32131.8600 1397.7807 20.8380 17791 2 699.3940 0.5422
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 2931.6230 1781.8329 18.2025 9141 2 891.4201 1.1372
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 1034.5378 AQINATFNR 623.6313 1034.5596 18.5289 2687 2 517.7834 19.3245
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 2501.2956 LLVSLVTSYRYEGDEVNMTLAK 274.0928 2501.3135 20.0257 3249 3 834.4427 7.20
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 2230.1020 MATLKVSDSVPAPSDDAEQLR 278.1210 2230.1093 20.7744 2017 2 1115.5583 4.04
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 825.4465 SLVTSYR 334.9594 825.4424 18.4607 3833 1 825.4424 ‐4.6621



NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 None 987.4894 WTLEPGER 205.3683 987.4860 20.8519 1830 1 987.4860 ‐2.6577
NP_174810.1 annexin 1 Arabidopsis thaliana 1501.6700 36317.7340 9 24.92 Carbamidomethyl+C(11) 1494.7040 SSNQVLMEVACTR 249.8371 1494.6990 18.7891 905 2 747.8531 ‐3.9987
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1384.7795 AAALNIVPTSTGAAK 88086.1800 1384.7782 24.3331 213701 2 692.8928 ‐1.5405
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1148.6198 VLDEEFGIVK 29271.6500 1148.6201 27.7994 69889 2 574.8137 ‐0.8258
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 11876.5900 1934.8596 32.8418 65922 2 967.9335 0.7007
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1289.6583 IVDNETISVDGK 62434.0900 1289.6602 20.9046 55975 2 645.3337 0.6172
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1627.8537 DSPLEVVVLNDSGGVK 60821.7100 1627.8552 31.8307 53872 2 814.4312 0.6596
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 6514.2490 1775.8998 21.1673 46071 2 888.4535 0.1099
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1555.6805 GTMTTTHSYTGDQR 42671.2500 1555.6806 14.6661 44917 3 519.2317 ‐0.6053
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1067.6823 AVSLVLPQLK 26614.1700 1067.6831 18.8920 43533 2 534.3452 ‐0.5166
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1061.4972 YDSMLGTFK 14213.6400 1061.4986 26.5608 37505 2 531.2529 0.0487
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1822.0320 VPTPNVSVVDLVINVEK 8073.2700 1822.0333 21.5175 32834 2 911.5203 0.8054
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1772.8027 VVAWYDNEWGYSQR 37242.5600 1772.8057 18.4353 29821 2 886.9065 1.83
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1151.6783 VVDLAHLVASK 13918.3900 1151.6792 17.1189 29458 2 576.3433 ‐0.2440
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1449.7332 GLTAEDVNEAFRK 15934.6600 1449.7333 24.2291 28168 3 483.9160 ‐0.7031
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1321.6383 GLTAEDVNEAFR 18521.0400 1321.6397 26.2517 23080 2 661.3235 0.3426
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 812.5240 VIITAPAK 13890.7000 812.5238 18.7273 22334 2 406.7655 ‐1.9808
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1755.9487 KDSPLEVVVLNDSGGVK 3219.4090 1755.9520 28.8461 11877 3 585.9888 1.18
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1950.1270 VPTPNVSVVDLVINVEKK 1637.3860 1950.1293 20.6732 9776 3 650.7146 0.8121
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 4361.9680 2392.0408 37.5253 5829 2 1196.5240 2.0447
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 19650.2500 1440.5924 18.3513 35328 2 720.7998 ‐2.2432
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 2119.0601 GLTAEDVNEAFRKAANGPMK 677.6950 2119.0776 34.3791 3753 2 1060.0425 8.32
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 944.5411 IVPTSTGAAK 624.2063 944.5410 22.9121 4687 2 472.7741 ‐1.6067
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 897.5768 SLVLPQLK 2467.2380 897.5778 18.8939 4465 1 897.5778 1.04
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1049.5514 LDEEFGIVK 4487.3800 1049.5533 27.7940 3751 1 1049.5533 2.94
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1397.6114 MTTTHSYTGDQR 15555.0100 1397.6134 14.6679 3621 2 699.3103 0.8076
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1279.6277 TAEDVNEAFRK 4557.8760 1279.6268 24.2537 3487 2 640.3170 ‐1.5768
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 713.4556 IITAPAK 1527.5320 713.4553 18.7244 2824 1 713.4553 ‐0.4127
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1266.5709 TTTHSYTGDQR 6788.0110 1266.5737 14.6656 2786 2 633.7905 1.46
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 447.2562 TGAAK 101.0229 447.2580 23.4106 2775 1 447.2580 3.43
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1059.4953 DNETISVDGK 255.8074 1059.4925 20.5499 2420 2 530.2499 ‐3.8414
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1077.5059 DNETISVDGK 4739.5930 1077.5078 20.9374 2381 1 1077.5078 2.11
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 767.3934 IVDNETI 181.6465 767.3939 19.1302 2234 1 767.3939 0.8755
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1165.5232 TTHSYTGDQR 362.6451 1165.5268 16.1755 1779 2 583.2670 1.98
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 772.3836 LNDSGGVK 134.0120 772.3864 33.1507 1706 1 772.3864 3.88
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 487.2875 TAPAK 684.7390 487.2876 18.7442 1674 1 487.2876 ‐0.4279
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 655.2933 IVDNET 109.1543 655.2964 20.5706 1605 1 655.2964 4.37
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 676.3260 NDSGGVK 3272.0780 676.3276 31.8020 1506 1 676.3276 2.27
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 962.4789 NETISVDGK 281.9369 962.4794 22.3366 1461 1 962.4794 1.34
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 838.5145 LAHLVASK 187.5595 838.5165 16.6466 1362 1 838.5165 2.98
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 697.4607 VLPQLK 143.1456 697.4617 18.8937 1359 1 697.4617 1.98
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 987.5469 VVLNDSGGVK 505.3409 987.5446 33.6076 1150 1 987.5446 ‐1.4849
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1107.5429 EDVNEAFRK 249.5396 1107.5477 23.2494 1045 2 554.2775 3.1640
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 452.2504 GTFK 68.2637 452.2493 26.5779 1037 1 452.2493 ‐3.1337
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1159.5477 VDNETISVDGK 322.7262 1159.5512 23.1677 1006 2 580.2792 1.94
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 845.4628 VNEAFRK 202.4973 845.4614 22.6033 952 2 423.2343 ‐3.3163
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 826.3690 SYTGDQR 177.2012 826.3671 14.6318 938 1 826.3671 ‐1.8788
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 Carbamidomethyl+C(6) 773.3499 GILDVCD 120.9352 773.3531 22.3765 934 1 773.3531 4.86
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1171.6681 LNIVPTSTGAAK 627.7512 1171.6681 24.3447 818 1 1171.6681 1.27
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 987.5469 VVLNDSGGVK 214.2483 987.5449 28.6778 808 2 494.2761 ‐3.4641
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1537.6700 GTMTTTHSYTGDQR 388.8709 1537.6696 14.6661 1306 3 513.2281 ‐0.9315
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 15273.8900 48115.8491 93 59.28 None 1043.4866 YDSMLGTFK 178.2928 1043.4829 25.3870 1200 1 1043.4829 ‐2.5943
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1384.7795 AAALNIVPTSTGAAK 134321.6000 1384.7782 24.3331 213701 2 692.8928 ‐1.5145
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1148.6198 VLDEEFGIVK 28489.6200 1148.6201 27.7994 69889 2 574.8137 ‐0.8236
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 14781.0000 1934.8596 32.8418 65922 2 967.9335 0.7824
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1627.8537 DSPLEVVVLNDSGGVK 66013.1100 1627.8552 31.8307 53872 2 814.4312 0.7103
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1061.4972 YDSMLGTFK 23959.2000 1061.4986 26.5608 37505 2 531.2529 0.0420
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1449.7332 GLTAEDVNEAFRK 17036.8100 1449.7333 24.2291 28168 3 483.9160 ‐0.8500
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1321.6383 GLTAEDVNEAFR 14527.1200 1321.6397 26.2517 23080 2 661.3235 0.3623
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 812.5240 VIITAPAK 20660.0700 812.5238 18.7273 22334 2 406.7655 ‐2.0126
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1755.9487 KDSPLEVVVLNDSGGVK 4402.1640 1755.9520 28.8461 11877 3 585.9888 1.1487
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1289.6583 IVDNETISVDGK 5343.0850 1289.6588 20.6475 5853 2 645.3330 ‐0.4715
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 4069.5730 2392.0408 37.5253 5829 2 1196.5240 2.1727
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 600.3715 ITAPAK 12045.0800 600.3716 18.7223 9557 1 600.3716 ‐0.0876
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 944.5411 IVPTSTGAAK 741.1230 944.5410 22.9121 4687 2 472.7741 ‐1.6252
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1279.6277 TAEDVNEAFRK 5566.5470 1279.6268 24.2537 3487 2 640.3170 ‐1.5614
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 789.4101 LNDSGGVK 311.6961 789.4090 29.7004 3226 1 789.4090 ‐1.0284
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 713.4556 IITAPAK 1949.1040 713.4553 18.7244 2824 1 713.4553 ‐0.2764
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 447.2562 TGAAK 123.4291 447.2580 23.4106 2775 1 447.2580 3.46
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 650.3620 EAFRK 341.3661 650.3636 24.4869 2242 1 650.3636 2.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 888.4785 VLNDSGGVK 4529.7440 888.4750 31.8059 2152 1 888.4750 ‐3.2879
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 487.2875 TAPAK 1042.9330 487.2876 18.7442 1674 1 487.2876 ‐0.2628
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1050.4851 AEDVNEAFR 132.6203 1050.4911 24.0310 1570 2 525.7492 4.14
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 676.3260 NDSGGVK 3631.5780 676.3276 31.8020 1506 1 676.3276 2.37
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 987.5469 VVLNDSGGVK 553.8874 987.5446 33.6076 1150 1 987.5446 ‐1.3837
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1002.5142 VLDEEFGIV 166.2462 1002.5168 27.8062 1037 1 1002.5168 3.78
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1171.6681 LNIVPTSTGAAK 892.1868 1171.6681 24.3447 818 1 1171.6681 1.04
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 987.5469 VVLNDSGGVK 174.6073 987.5449 28.6778 808 2 494.2761 ‐3.4783



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11600.8600 48115.8491 93 59.28 None 1043.4866 YDSMLGTFK 884.1780 1043.4829 25.3870 1200 1 1043.4829 ‐2.5003
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 13678.0700 1775.8998 21.1673 46071 2 888.4535 0.0857
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1067.6823 AVSLVLPQLK 25463.9600 1067.6831 18.8920 43533 2 534.3452 ‐0.9682
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1822.0320 VPTPNVSVVDLVINVEK 6394.6340 1822.0333 21.5175 32834 2 911.5203 0.8090
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1772.8027 VVAWYDNEWGYSQR 42095.5700 1772.8057 18.4353 29821 2 886.9065 1.22
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1151.6783 VVDLAHLVASK 15563.5900 1151.6792 17.1189 29458 2 576.3433 ‐0.6449
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1950.1270 VPTPNVSVVDLVINVEKK 1184.6510 1950.1293 20.6732 9776 3 650.7146 0.6091
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1384.7795 AAALNIVPTSTGAAK 32542.3600 1384.7812 15.8188 7612 2 692.8942 0.3244
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1755.9487 KDSPLEVVVLNDSGGVK 458.1270 1755.9507 18.6034 12150 2 878.4790 1.1110
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1195.6542 LLDASHRDLR 146.6836 1195.6347 18.4904 9945 2 598.3210 ‐17.7187
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1148.6198 VLDEEFGIVK 121.9819 1148.5936 25.6016 2846 1 1148.5936 ‐21.4023
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 1824.9313 NASHLLKYDSMLGTFK 350.6523 1824.9362 21.6373 3768 2 912.9717 2.33
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 897.5768 SLVLPQLK 2118.2840 897.5778 18.8939 4465 1 897.5778 1.11
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 918.4567 DEEFGIVK 64.2762 918.4523 23.6280 1549 1 918.4523 ‐4.1867
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4922.1080 48115.8491 93 59.28 None 697.4607 VLPQLK 159.6458 697.4617 18.8937 1359 1 697.4617 1.41
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 1207.6205 TPFTSGLDLEK 3835.6690 1207.6212 27.3333 19831 2 604.3143 ‐0.3586
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 2119.0917 FISPNEVSVETIDGGNTIVK 6486.5390 2119.0901 31.1775 17370 2 1060.0487 ‐0.1055
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 1586.8458 VSSVEVDLPAMLAQK 10564.2400 1586.8462 19.5330 12705 2 793.9268 ‐0.0289
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 1178.5899 VVSVDSSSDGVK 31801.0400 1178.5899 16.7338 10477 2 589.7986 ‐1.0093
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 1029.5575 AIDNAEGLVK 20040.5400 1029.5572 21.5119 9257 2 515.2822 ‐1.5722
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 6002.5320 2395.2828 21.6273 6250 3 799.0991 ‐0.6429
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8490.4700 2420.2057 39.1797 4474 2 1210.6065 3.0319
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 1487.8315 IVSSTGALSLSEVPK 1827.7140 1487.8368 16.9581 4324 2 744.4221 3.0932
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 763.4349 GIEGLFK 6330.1000 763.4380 17.2331 3281 1 763.4380 4.07
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 Carbamidomethyl+C(8) 1594.7418 AEEDGVACVEFIAGK 2018.2520 1594.7433 28.3800 3028 2 797.8753 0.6496
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 713.3828 NAEGLVK 207.3482 713.3807 21.6141 2087 1 713.3807 ‐2.9652
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 980.4531 SVDSSSDGVK 1113.8220 980.4522 16.7196 1155 1 980.4522 ‐0.1100
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2772.0180 54273.2910 14 32.94 None 2402.1908 LGSEVTVVEFAGDIVPSMDGEIR 651.5100 2402.1895 41.2973 932 3 801.4014 ‐0.5629
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 746.0938 18897.5290 4 17.6 None 2239.1129 QKPISEEFDYTSGPTIEVAK 983.0006 2239.1185 27.7427 4834 3 747.0444 2.72
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 746.0938 18897.5290 4 17.6 None 885.5152 IEALAAAAR 11908.4400 885.5150 19.2357 4817 2 443.2611 ‐1.8484
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 606.8755 18897.5290 4 17.6 None 2239.1129 QKPISEEFDYTSGPTIEVAK 1082.4750 2239.1185 27.7427 4834 3 747.0444 2.1169
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 606.8755 18897.5290 4 17.6 None 885.5152 IEALAAAAR 9057.7050 885.5150 19.2357 4817 2 443.2611 ‐1.8728
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 716.0097 21922.4723 2 25.13 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 3533.0420 2319.2852 37.6540 6299 3 773.7666 1.59
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 716.0097 21922.4723 2 25.13 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 2270.4200 2966.4297 45.1801 3764 3 989.4814 1.18
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1298.6297 EQMSYTIDALK 3752.1590 1298.6369 26.6491 6336 2 649.8221 4.03
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1119.5827 SAVLMNLESR 6235.7590 1119.5837 25.3171 6204 2 560.2955 ‐0.1827
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 979.5207 QILTYGER 6508.1070 979.5202 20.1174 6055 2 490.2637 ‐1.9410
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1625.8567 MVLAASGVEHEELLK 609.1390 1625.8585 27.0185 5421 3 542.6244 0.3286
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1731.8337 NPAFLDWEVNEELR 219.3741 1731.8411 34.6080 2952 2 866.4242 4.57
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1780.9327 SVDQLTLKDIADFTSK 216.6292 1780.9618 27.1760 3268 3 594.3254 15.6257
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 435.1832 2323.0922 38.9314 1322 3 775.0356 ‐21.8156
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 362.3264 54573.1929 8 11.53 None 1017.4748 GGGGSFSAGGPGK 332.6053 1017.4720 38.5270 1554 1 1017.4720 ‐1.7530
NP_175757.1 fatty acid binding protein 3 Arabidopsis thaliana 126.0629 30957.0614 2 8.71 None 1441.8373 SLQIVLVRDVDGK 691.2062 1441.8367 20.1566 57657 3 481.2837 ‐1.1978
NP_175757.1 fatty acid binding protein 3 Arabidopsis thaliana 126.0629 30957.0614 2 8.71 None 1233.6507 SSVANQLAMTLV 2266.1970 1233.6503 17.5739 2654 2 617.3288 ‐1.2556
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 None 1448.7090 ELTVYPVDEPMR 6214.1240 1448.7111 27.2105 11188 2 724.8592 0.9421
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 5683.7420 1797.0460 22.5577 9175 2 899.0266 0.3436
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 None 988.4887 SFLFFDGR 2145.0850 988.4885 20.1584 7819 2 494.7479 ‐1.5942
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 None 1131.5649 IGPMLNEMAR 3132.0580 1131.5659 25.3877 7250 2 566.2866 ‐0.2550
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 210.7318 1309.7610 23.6156 1444 2 655.3841 ‐4.6864
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 552.9906 43650.3196 6 11.76 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 380.4346 1780.0243 22.2547 810 2 890.5158 3.0552
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1109.5950 LGEEGAPAIPR 96241.6200 1109.5959 21.8081 24523 2 555.3016 ‐0.3049
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1194.6001 TIEAYNIADGK 10853.7500 1194.5981 22.1712 24042 2 597.8027 ‐2.6441
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 13606.1800 1231.6100 22.7698 19833 2 616.3086 ‐0.9112
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1141.6364 APTLQGQWIK 2639.8700 1141.6369 25.8766 19526 2 571.3221 ‐0.7031
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1516.7067 WAQLPDPGDNFEK 6408.4420 1516.7104 28.3055 18550 2 758.8588 2.0449
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1042.5164 LDEVGGPEAR 35941.2700 1042.5160 16.5676 15578 2 521.7617 ‐1.5802
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1325.6736 LYSFGGELTPNK 5940.6470 1325.6760 16.9265 14196 2 663.3417 1.0849
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1677.8006 SYDTVTSEWTFLTK 1758.0190 1677.8036 34.2899 13676 2 839.4054 1.73
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1532.7703 WTEVETTGAKPSAR 13621.0100 1532.7728 17.8414 11661 3 511.5958 0.9229
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 1014.5731 SVFAHAVVGK 3358.6710 1014.5719 20.1756 5798 2 507.7896 ‐2.4794
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 825.4618 IYIFGGR 5493.6480 825.4626 16.8904 4250 2 413.2349 ‐0.6606
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 2666.3249 HIDKDLYVFDFNTQTWSIAQPK 1907.7580 2666.3233 18.7398 1938 3 889.4459 ‐0.4529
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 990.5367 GGAGFAVVQGK 4784.0960 990.5140 20.2565 5908 2 495.7607 ‐24.2476
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 Carbamidomethyl+C(26) 3385.6522 DLYVFDFNTQTWSIAQPKGDAPTVSCLG 1065.9010 3385.6527 21.1149 1675 3 1129.2224 0.8463
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 2147.0417 IYIFGGRDENRNFENFR 1278.2280 2147.0423 22.3145 1568 2 1074.0248 0.9997
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 601.3668 AVVQGK 154.0475 601.3666 21.8940 2644 1 601.3666 ‐0.6427
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 851.4258 AYNIADGK 338.9266 851.4251 20.3601 2058 1 851.4251 ‐0.2913
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 610.3671 HAVVGK 63.6429 610.3645 21.7916 1525 1 610.3645 ‐4.5478
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 8400.7950 37065.3696 44 48.97 None 586.2944 GGPEAR 390.6079 586.2929 16.5718 1279 1 586.2929 ‐2.8256
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1194.6001 TIEAYNIADGK 8460.3780 1194.5981 22.1712 24042 2 597.8027 ‐2.6373
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 10037.2100 1231.6100 22.7698 19833 2 616.3086 ‐0.9007
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1141.6364 APTLQGQWIK 4995.1340 1141.6369 25.8766 19526 2 571.3221 ‐0.7016
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1516.7067 WAQLPDPGDNFEK 2462.4320 1516.7104 28.3055 18550 2 758.8588 2.0843
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1677.8006 SYDTVTSEWTFLTK 2879.5290 1677.8036 34.2899 13676 2 839.4054 1.30
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1532.7703 WTEVETTGAKPSAR 11797.3300 1532.7728 17.8414 11661 3 511.5958 0.7662
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1014.5731 SVFAHAVVGK 6016.2680 1014.5719 20.1756 5798 2 507.7896 ‐2.4908
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1672.8078 WAQLPDPGDNFEKR 3674.1000 1672.8128 26.8635 7008 2 836.9100 2.30



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 990.5367 GGAGFAVVQGK 6847.7320 990.5140 20.2565 5908 2 495.7607 ‐24.2615
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1339.6753 IYIFGGRDENR 2435.5010 1339.6760 23.1578 2845 2 670.3416 ‐0.2231
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 1065.2790 2692.3023 40.2926 5819 2 1346.6548 6.70
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 Carbamidomethyl+C(6) 1059.5616 APTVSCLGVR 123.7858 1059.5600 24.7581 3326 2 530.2836 ‐2.7839
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 601.3668 AVVQGK 138.5245 601.3666 21.8940 2644 1 601.3666 ‐0.4921
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 851.4258 AYNIADGK 196.0105 851.4247 20.3615 1387 1 851.4247 ‐0.6900
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2095.7930 37065.3696 44 48.97 None 1208.5807 YIFGGRDENR 237.5382 1208.5829 21.0273 1081 2 604.7951 0.8676
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 1325.6736 LYSFGGELTPNK 7015.9280 1325.6760 16.9265 14196 2 663.3417 0.7890
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 825.4618 IYIFGGR 8149.1460 825.4626 16.8904 4250 2 413.2349 ‐1.2584
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 2666.3249 HIDKDLYVFDFNTQTWSIAQPK 1108.9240 2666.3233 18.7398 1938 3 889.4459 ‐0.2166
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 1141.6364 APTLQGQWIK 164.8440 1141.6197 17.9378 14036 2 571.3135 ‐16.1409
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 1672.8078 WAQLPDPGDNFEKR 476.8602 1672.7812 16.0770 858 3 558.2652 ‐16.8650
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 Carbamidomethyl+C(26) 3385.6522 DLYVFDFNTQTWSIAQPKGDAPTVSCLG 546.7260 3385.6527 21.1149 1675 3 1129.2224 1.38
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 2147.0417 IYIFGGRDENRNFENFR 365.7161 2147.0423 22.3145 1568 2 1074.0248 1.95
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 3338.6950 LGEEGAPAIPRGWTAYTAATVDGKNGL 329.4339 3338.6826 22.2101 1283 3 1113.5657 ‐2.4109
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 807.4512 IYIFGGR 160.9847 807.4537 20.1424 1943 1 807.4537 3.33
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 510.1348 37065.3696 44 48.97 None 1375.6681 HIDKDLYVFDF 191.3385 1375.6687 18.3360 1117 2 688.3380 ‐0.5136
NP_175843.1 dehydrin family protein Arabidopsis thaliana 3266.7160 10795.7215 3 12.24 None 1151.6167 IGDALHIGGGNK 26678.1800 1151.6181 20.1098 11140 2 576.3127 0.1383
NP_175843.1 dehydrin family protein Arabidopsis thaliana 4251.7950 10795.7215 3 12.24 None 1151.6167 IGDALHIGGGNK 34723.0000 1151.6181 20.1098 11140 2 576.3127 0.1408
NP_175843.1 dehydrin family protein Arabidopsis thaliana 4251.7950 10795.7215 3 12.24 None 1038.5327 GDALHIGGGNK 19927.0900 1038.5344 20.1024 5855 2 519.7709 0.3991
NP_175856.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidops 348.4472 26725.4125 4 11.30 None 1833.9957 VTNLGINLDLSLSAEFK 4640.3700 1833.9904 28.9812 7415 3 612.0016 ‐3.3279
NP_175856.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidops 348.4472 26725.4125 4 11.30 None 1131.5582 GGHIGVWYDK 439.2595 1131.5521 17.3831 3706 1 1131.5521 ‐4.0892
NP_175856.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidops 348.4472 26725.4125 4 11.30 None 1966.9837 MGDQQKIHPVLQMEANK 1085.8220 1966.9975 23.7722 2468 2 984.0024 7.57
NP_175856.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidops 348.4472 26725.4125 4 11.30 None 1113.5476 GGHIGVWYDK 152.2637 1113.5455 19.3535 754 2 557.2764 ‐3.0332
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1541.7693 EVELEDPVENIGAK 54820.5600 1541.7714 27.7807 44134 2 771.3893 0.9667
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1199.6630 DLVGVLEDAIR 61153.5900 1199.6646 39.0691 39569 2 600.3360 0.3408
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1280.7685 VVAAGANPVLITR 131960.3000 1280.7693 15.7526 38572 2 640.8883 ‐0.2528
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1505.7159 GYISPYFVTDSEK 10312.4100 1505.7184 28.4681 34486 2 753.3628 1.28
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1736.8337 NLIEQAEQDYEKEK 43909.9800 1736.8354 29.0045 33082 3 579.6167 0.4429
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1182.7093 LADLVGVTLGPK 61730.3600 1182.7106 18.2657 30951 2 591.8589 0.0794
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1043.5844 IVNDGVTVAR 76832.6700 1043.5850 17.8726 30601 2 522.2961 ‐0.7289
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1536.7614 YEDLMAAGIIDPTK 56214.5700 1536.7645 31.1508 30250 2 768.8859 1.06
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1607.7759 ETSTIVGDGSTQDAVK 14119.8000 1607.7770 19.4634 22795 2 804.3921 0.4567
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4476.4750 2464.2605 34.8152 20824 3 822.0917 1.58
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 989.5150 EEVGLSLDK 29550.6900 989.5164 22.5912 17914 2 495.2618 0.0639
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1871.8592 SAENNLYVVEGMQFDR 10705.7600 1871.8605 30.7868 17149 2 936.4339 0.9190
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAE 19950.4800 3179.4319 40.7090 14343 3 1060.4821 ‐0.5837
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1184.8770 1700.9011 29.6845 8565 2 850.9542 0.5696
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 931.5095 GVVTLEEGK 6617.0140 931.5080 19.2518 8353 2 466.2576 ‐3.1164
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 817.4414 EVLGNASK 491.9896 817.4443 21.5029 3642 1 817.4443 3.27
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1160.5906 NAGVNGSVVSEK 4085.5190 1160.5904 15.8897 2406 2 580.7989 ‐1.1877
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1963.9542 ASTFTATSSIGSMVAPNGHK 378.8338 1963.9761 17.8760 1621 3 655.3302 10.94
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 872.4836 GVLEDAIR 3514.0240 872.4852 39.0638 3702 1 872.4852 2.79
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 940.4669 SMVAPNGHK 243.1282 940.4680 17.0946 2402 2 470.7376 ‐0.3046
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1509.7067 IEQAEQDYEKEK 8913.3320 1509.7103 29.0175 2049 2 755.3588 1.92
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 731.4298 VGLSLDK 1684.8200 731.4296 22.5944 1975 1 731.4296 ‐0.1509
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 716.3937 LEDAIR 8486.0920 716.3940 39.0663 1672 1 716.3940 0.3598
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1082.6317 AAGANPVLITR 6856.7410 1082.6296 15.7551 1544 1 1082.6296 ‐0.8083
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 913.4738 VNDGVTVAR 206.6331 913.4719 18.2684 1157 2 457.2396 ‐3.5553
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 930.5003 VNDGVTVAR 3736.3990 930.4996 17.8670 1149 1 930.4996 ‐0.1454
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 998.5881 DLVGVTLGPK 344.0348 998.5843 18.2675 1143 1 998.5843 ‐2.8542
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 671.4087 GVTLGPK 549.5657 671.4086 18.2763 1009 1 671.4086 ‐0.2156
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1396.6227 EQAEQDYEKEK 5048.8540 1396.6255 29.0383 916 2 698.8164 1.21
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 12967.5400 64208.4146 51 44.00 None 1053.5211 EDPVENIGAK 264.9553 1053.5221 31.0856 893 1 1053.5221 2.0036
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1199.6630 DLVGVLEDAIR 49731.0900 1199.6646 39.0691 39569 2 600.3360 0.3481
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1505.7159 GYISPYFVTDSEK 10808.9000 1505.7184 28.4681 34486 2 753.3628 1.11
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1043.5844 IVNDGVTVAR 44023.6700 1043.5850 17.8726 30601 2 522.2961 ‐0.7374
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1536.7614 YEDLMAAGIIDPTK 51915.9800 1536.7645 31.1508 30250 2 768.8859 1.20
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 5884.3530 2464.2605 34.8152 20824 3 822.0917 1.88
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1280.7685 VVAAGANPVLITR 24785.3700 1280.7691 24.1985 18109 2 640.8882 ‐0.3712
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1871.8592 SAENNLYVVEGMQFDR 14661.6000 1871.8605 30.7868 17149 2 936.4339 0.9943
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAE 42689.1400 3179.4319 40.7090 14343 3 1060.4821 ‐0.9353
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1154.0160 1700.9011 29.6845 8565 2 850.9542 0.6276
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 2157.1761 LSGGVAVIQVGAQTETELKEK 777.5825 2157.1743 28.4922 1196 3 719.7296 ‐1.3024
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1900.0386 LSGGVAVIQVGAQTETELK 1115.9990 1900.0228 30.7919 1886 3 634.0124 ‐8.9326
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1479.6962 NLIEQAEQDYEK 179.3929 1479.7130 33.8110 1792 2 740.3601 10.04
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 989.5150 EEVGLSLDK 256.4790 989.5249 21.8815 1701 2 495.2661 8.84
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 931.5095 GVVTLEEGK 85.7263 931.5150 25.7170 1138 2 466.2611 4.86
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1160.5906 NAGVNGSVVSEK 247.5147 1160.5932 24.0194 1120 2 580.8002 1.1720
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 831.4319 NDGVTVAR 6943.5050 831.4329 17.8749 3822 1 831.4329 1.63
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 872.4836 GVLEDAIR 2716.5550 872.4852 39.0638 3702 1 872.4852 2.38
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 716.3937 LEDAIR 5441.6150 716.3940 39.0663 1672 1 716.3940 0.4956
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 812.4989 NPVLITR 155.6732 812.4980 23.2767 1563 1 812.4980 ‐0.5984
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 1172.5470 SPYFVTDSEK 1704.2890 1172.5445 28.4809 1451 1 1172.5445 ‐0.6645
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 6608.0830 64208.4146 51 44.00 None 930.5003 VNDGVTVAR 2018.3140 930.4996 17.8670 1149 1 930.4996 ‐0.0369
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 Carbamidomethyl+C(2) 3038.4564 LCVELFHELPPLPSDESHGDITTFER 2442.8400 3038.4562 24.1325 11033 4 760.3695 ‐0.4256
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 1673.8341 IQLETVENEIDNTR 2082.3770 1673.8407 27.2852 4339 2 837.4240 3.57
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 1585.7315 GLLEFYNGEADAMR 695.5131 1585.7290 26.5355 2974 2 793.3682 ‐1.8587
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 2011.9760 TEHLPLVYVDETNYYR 382.1479 2011.9560 23.3781 1454 2 1006.4816 ‐9.4658



NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 1323.6791 LLESYKEEQGK 380.3770 1323.6557 17.5803 763 2 662.3315 ‐18.3970
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 Carbamidomethyl+C(1) 1316.6627 CRIELENASPK 1045.6050 1316.6671 17.4345 3964 2 658.8372 2.26
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 Carbamidomethyl+C(2) 484.2225 LCVE 108.5875 484.2232 23.2907 117122 1 484.2232 0.8018
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 820.3876 GLLEFYN 167.8725 820.3911 27.0892 1577 1 820.3911 4.95
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 1305.6685 LLESYKEEQGK 545.6960 1305.6667 18.4924 6799 2 653.3370 ‐2.1707
NP_176000.4 HEAT U box domain containing protein Arabidopsis thaliana 249.5095 57381.5495 10 11.13 None 1993.9654 TEHLPLVYVDETNYYR 409.6478 1993.9610 22.4805 873 2 997.4841 ‐1.7579
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 11190.5200 15824.4513 13 64.86 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 11190.5200 15824.4513 13 64.86 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCA 2624.2740 5030.3162 37.6817 30966 4 1258.3345 ‐0.2639
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 11190.5200 15824.4513 13 64.86 Carbamidomethyl+C(11) 1409.6366 EEAGIDLPYSCR 770.0480 1409.6311 40.0341 1496 2 705.3192 ‐4.5224
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 11190.5200 15824.4513 13 64.86 Carbamidomethyl+C(3) 2492.1861 LTCAAYPTSDVTIETHKEEDIV 130.1241 2492.1888 40.2975 1095 2 1246.5980 2.07
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCA 4376.9960 5030.3162 37.6817 30966 4 1258.3345 ‐0.3775
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 None 1580.8642 ASTALSSAIVGTSFIR 373.5644 1580.8675 29.3146 814 2 790.9374 1.77
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 Carbamidomethyl+C(8) 2981.4085 GEGFVLTCAAYPTSDVTIETHKEEDIV 415.3880 2981.4075 37.9389 2256 3 994.4740 ‐0.2444
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 Carbamidomethyl+C(11) 1409.6366 EEAGIDLPYSCR 1191.1190 1409.6311 40.0341 1496 2 705.3192 ‐4.4939
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14969.2200 15824.4513 13 64.86 Carbamidomethyl+C(3) 2492.1861 LTCAAYPTSDVTIETHKEEDIV 233.4049 2492.1888 40.2975 1095 2 1246.5980 2.88
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1648.5920 15824.4513 13 64.86 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1648.5920 15824.4513 13 64.86 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCA 233.6119 5030.3046 21.3071 5976 4 1258.3316 ‐4.2539
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1648.5920 15824.4513 13 64.86 None 869.4363 HKEEDIV 60.2524 869.4389 19.5397 2165 1 869.4389 3.19
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1676.7618 VANPIVEMDGDEMTR 30668.0500 1676.7646 27.7366 31001 2 838.8859 1.44
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 2041.9964 DTYLNTEEFIDAVAAELK 123731.9000 2041.9971 44.2607 22236 2 1021.5022 0.8500
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 33304.9000 1320.6454 19.7133 19984 2 660.8263 ‐1.5540
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1287.7559 LITPFVELDIK 12390.1600 1287.7551 21.1999 17768 2 644.3812 ‐1.4069
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1251.6653 LIDDMVAYALK 5842.2190 1251.6667 19.5635 15322 2 626.3370 0.1526
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1797.8766 GGETSTNSIASIFAWTR 3513.6750 1797.8796 21.4520 14279 2 899.4434 1.11
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1355.6914 TIEAEAAHGTVTR 25522.9000 1355.6889 17.1719 14254 3 452.5678 ‐2.6304
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1066.6255 DLALIIHGSK 22599.3000 1066.6270 16.4891 13626 2 533.8171 0.1331
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1418.6257 AFADASMNTAYEK 15234.2300 1418.6244 21.7800 12672 2 709.8159 ‐1.4598
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5453.7730 1156.5099 22.1455 12161 2 578.7586 ‐0.4575
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1789.8796 FKDIFQEVYEASWK 2090.2500 1789.8807 21.0004 8622 3 597.2984 0.1140
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 Carbamidomethyl+C(10) 1496.8407 LVPGWTKPICIGR 2704.0200 1496.8425 17.4549 7954 3 499.6190 0.5531
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 865.4666 LLDFTEK 5131.8580 865.4662 24.6168 7333 2 433.2367 ‐2.0345
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 2327.1401 DTYLNTEEFIDAVAAELKER 1577.2310 2327.1483 42.1225 5476 3 776.3876 3.35
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1380.6331 YDAAGIWYEHR 409.0361 1380.6194 22.2758 1785 2 690.8134 ‐10.5826
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1693.8127 DATDDKVTIESAEATK 1151.2540 1693.8130 19.8042 5874 3 565.2758 ‐0.3807
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 533.3042 GTVTR 138.1438 533.3028 15.7753 5328 1 533.3028 ‐3.0488
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 949.4837 TIESAEATK 114.9218 949.4803 18.9470 4841 1 949.4803 ‐2.8450
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1061.5877 TPFVELDIK 389.4927 1061.5845 20.8870 3854 2 531.2959 ‐4.2967
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1141.5596 EAEAAHGTVTR 41539.9300 1141.5595 17.1697 3729 2 571.2834 ‐1.2357
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 639.2984 DFTEK 730.6378 639.2957 22.4185 2060 1 639.2957 ‐4.4814
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 863.4873 FVELDIK 164.5842 863.4841 21.7808 1687 1 863.4841 ‐3.2175
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1012.5170 AEAAHGTVTR 378.4585 1012.5187 14.1093 1332 2 506.7630 0.3115
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 Carbamidomethyl+C(7) 940.4346 GGYVWACK 334.0173 940.4373 22.1318 1219 1 940.4373 3.87
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 1011.4782 EVYEASWK 133.5522 1011.4750 17.8677 1009 2 506.2412 ‐4.4423
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 812.4373 AAHGTVTR 265.6203 812.4390 17.2961 974 1 812.4390 2.22
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10554.1500 46088.4641 36 47.32 None 941.4799 EAAHGTVTR 232.7517 941.4786 19.5929 875 2 471.2430 ‐2.8113
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 1676.7618 VANPIVEMDGDEMTR 24509.5500 1676.7646 27.7366 31001 2 838.8859 1.00
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 2041.9964 DTYLNTEEFIDAVAAELK 89642.1300 2041.9971 44.2607 22236 2 1021.5022 0.9425
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 1418.6257 AFADASMNTAYEK 10403.9300 1418.6244 21.7800 12672 2 709.8159 ‐1.4304
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5482.0710 1156.5099 22.1455 12161 2 578.7586 ‐0.4545
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 2327.1401 DTYLNTEEFIDAVAAELKER 927.1512 2327.1483 42.1225 5476 3 776.3876 3.1428
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 793.4454 VTEFGLK 9091.8240 793.4347 21.6469 7596 2 397.2210 ‐15.2514
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 1380.6331 YDAAGIWYEHR 492.3551 1380.6194 22.2758 1785 2 690.8134 ‐10.5570
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 None 694.3770 TEFGLK 7515.3600 694.3761 21.6465 3620 1 694.3761 ‐1.2071
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5509.4510 46088.4641 36 47.32 Carbamidomethyl+C(7) 940.4346 GGYVWACK 580.6676 940.4373 22.1318 1219 1 940.4373 3.59
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1275.7760 39321.2500 14 33.43 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 2345.2290 2531.2448 28.8631 10019 3 844.4198 2.51
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1275.7760 39321.2500 14 33.43 None 1111.5994 TLPGPVTDPSK 25555.6200 1111.6001 19.7329 7093 2 556.3037 ‐0.4800
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1275.7760 39321.2500 14 33.43 Carbamidomethyl+C(8) 2375.1370 GNNILVMCDAYTPAGEPIPTNK 543.5847 2375.1363 30.3212 2086 2 1188.0718 0.9491
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1275.7760 39321.2500 14 33.43 None 1449.8312 TLPGPVTDPSKLPK 4638.6330 1449.8297 23.6415 10511 3 483.9481 ‐1.8673
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1275.7760 39321.2500 14 33.43 Carbamidomethyl+C(9) 2531.2381 RGNNILVMCDAYTPAGEPIPTNK 606.6143 2531.2448 41.8279 4800 2 1266.1260 4.15
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 2252.1207 LTGHHETADINTFLWGVANR 2724.1290 2252.1254 21.2487 12703 3 751.3800 1.84
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQ 6527.8310 3415.7114 23.9275 9981 3 1139.2420 ‐1.3539
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 2706.3266 RPASNMDPYVVTSMIAETTLLWNP 655.1217 2706.3171 25.0513 2810 3 902.7772 ‐3.0523
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGAD 1045.4150 3048.4357 23.3091 6922 3 1016.8168 1.1897
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 1845.9440 SLLADLVNLDISDNSEK 487.5644 1845.9128 22.7052 3903 2 923.4600 ‐16.7259
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 2919.4815 IFANPDVIAEVPWYGIEQEYTLLQK 436.8409 2919.4778 23.9462 2981 3 973.8308 ‐0.5189
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 2265.1339 HAAAEIFANPDVIAEVPWYGI 171.0246 2265.1379 23.2137 2232 2 1133.0726 2.45
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 1140.5936 IAETTLLWNP 180.0092 1140.5955 25.5972 2135 1 1140.5955 3.0562
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1055.2770 39321.2500 14 33.43 None 1519.7369 DVNWPLGWPIGGFP 163.1893 1519.7394 25.4621 2015 2 760.3733 1.0745
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 301070.4000 1548.8079 18.8790 3515763 2 774.9076 ‐1.1025
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 935.4945 IIGFDNTR 73556.4600 935.4932 22.7081 1676436 2 468.2502 ‐2.8826
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 155120.1000 2080.9934 21.2111 535410 3 694.3360 ‐1.0430
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 914.4229 YWTMWK 35212.4100 914.4222 18.3094 433596 2 457.7147 ‐2.2782
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1009.5102 EYPNAFIR 30444.7100 1009.5090 24.3194 381841 2 505.2581 ‐2.4937
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 907.4884 EVDYLIR 58055.3400 907.4868 24.0090 290352 2 454.2470 ‐3.2788
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1941.9692 FETLSYLPDLTDSELAK 154354.4000 1941.9664 35.5801 272210 2 971.4868 ‐1.0570
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 45353.0600 1942.9701 19.7494 230409 2 971.9887 ‐1.2092
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1351.5662 EHGNSPGYYDGR 20232.6900 1351.5667 14.3445 53718 3 451.1938 ‐0.4039
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 924.5666 VWPPIGKK 6067.3050 924.5681 16.4455 6936 1 924.5681 2.97



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 796.4716 VWPPIGK 12569.1200 796.4725 15.8331 4709 2 398.7399 ‐0.5455
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(3) 1428.7127 VNCMQVWPPIGK 3255.1130 1428.7374 17.0934 5911 2 714.8724 16.7600
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 2070.0641 KFETLSYLPDLTDSELAK 128845.7000 2070.0617 33.8618 399961 3 690.6921 ‐1.4586
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 2198.1591 KKFETLSYLPDLTDSELAK 26111.7300 2198.1586 32.2323 55832 3 733.3911 ‐0.3931
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 679.3774 DYLIR 1179.6590 679.3765 24.7368 114008 1 679.3765 ‐1.2564
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 565.2803 TMWK 3951.2810 565.2805 18.3068 30810 1 565.2805 ‐0.0125
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 730.3155 GYYDGR 191.1542 730.3157 15.0895 18959 1 730.3157 0.3681
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 511.3239 PPIGK 5034.4380 511.3244 16.4075 11323 1 511.3244 0.3882
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 528.3040 1781.8329 18.2025 9141 2 891.4201 0.7902
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 796.4716 VWPPIGK 258.9878 796.4717 17.8810 8866 1 796.4717 0.3950
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 414.2711 PIGK 9378.9400 414.2706 16.4393 7428 1 414.2706 ‐2.0032
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 505.2365 DNTR 1026.2720 505.2357 22.7038 6163 1 505.2357 ‐2.1128
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 602.2821 EVDYL 145.4936 602.2815 24.7447 5089 1 602.2815 ‐1.2878
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 679.2794 EHGNSPG 5795.4260 679.2802 14.3716 4592 1 679.2802 1.1082
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1432.7850 1190.5489 18.8804 3779 1 1190.5489 ‐0.3899
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 854.4294 FETLSYL 1578.5490 854.4272 35.6122 3520 1 854.4272 ‐2.1854
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1194.6041 KFETLSYLPD 315.8818 1194.6071 31.6366 2876 2 597.8072 1.72
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 489.1980 EVDY 139.5815 489.1984 24.7391 2152 1 489.1984 0.1118
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 869.4403 KFETLSY 256.3885 869.4409 31.1336 2004 1 869.4409 1.0751
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1425.6797 EFELEHGFVYR 498.6312 1425.6823 20.1962 1972 2 713.3448 1.1788
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 842.3428 EHGNSPGY 322.6012 842.3456 14.3574 1705 1 842.3456 3.64
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 504.9532 1271.6102 19.3905 1362 2 636.3087 0.1232
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 880.4676 YPNAFIR 126.4697 880.4697 24.3159 1308 1 880.4697 2.99
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 464.2326 MWK 31.3541 464.2309 18.3185 1151 1 464.2309 ‐4.4081
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1296.6371 FELEHGFVYR 353.6041 1296.6397 21.5510 1149 1 1296.6397 3.89
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1201.6311 LPDLTDSELAK 414.5902 1201.6314 33.8683 901 2 601.3193 ‐0.6918
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 1333.5556 EHGNSPGYYDGR 377.8011 1333.5549 16.5056 3012 2 667.2811 ‐1.2988
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 66444.3400 20501.3116 93 66.11 None 896.4124 YWTMWK 97.2590 896.4110 18.3129 1044 2 448.7091 ‐3.0366
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 935.4945 IIGFDNTR 100541.5000 935.4932 22.7081 1676436 2 468.2502 ‐2.9020
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1009.5102 EYPNAFIR 31893.2000 1009.5090 24.3194 381841 2 505.2581 ‐2.5056
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 907.4884 EVDYLIR 63396.4900 907.4868 24.0090 290352 2 454.2470 ‐3.3011
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1941.9692 FETLSYLPDLTDSELAK 141092.2000 1941.9664 35.5801 272210 2 971.4868 ‐0.9746
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 490.3000 1942.9701 37.8450 2821 2 971.9887 ‐1.1458
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 2070.0641 KFETLSYLPDLTDSELAK 137677.1000 2070.0617 33.8618 399961 3 690.6921 ‐1.6789
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 2198.1591 KKFETLSYLPDLTDSELAK 38054.1800 2198.1586 32.2323 55832 3 733.3911 ‐0.6286
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1925.9868 EYPNAFIRIIGFDNTR 334.6319 1925.9941 27.2791 2754 3 642.6696 3.65
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 709.3264 GFDNTR 13661.8100 709.3255 22.7041 371306 1 709.3255 ‐1.1489
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 717.4042 PNAFIR 601.6545 717.4038 24.3206 51540 1 717.4038 ‐0.3932
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1088.5470 PDLTDSELAK 1119.9860 1088.5447 33.8622 24354 1 1088.5447 ‐0.8808
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 778.4458 VDYLIR 150.8460 778.4459 24.7366 16869 1 778.4459 0.5451
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 564.3504 YLIR 401.2572 564.3504 24.0022 11449 1 564.3504 ‐0.3031
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 505.2365 DNTR 1541.5980 505.2357 22.7038 6163 1 505.2357 ‐1.9499
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 602.2821 EVDYL 135.2052 602.2815 24.7447 5089 1 602.2815 ‐1.1374
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 635.2784 FDNTR 137.1228 635.2785 19.7782 4832 1 635.2785 0.1111
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 763.3832 TDSELAK 2706.7310 763.3829 33.8629 4240 1 763.3829 ‐0.1636
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 804.3999 IGFDNTR 60.7651 804.3959 26.4354 2928 1 804.3959 ‐4.5427
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1194.6041 KFETLSYLPD 179.3076 1194.6071 31.6366 2876 2 597.8072 1.40
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 706.3770 KFETLS 1935.0140 706.3769 33.8616 2548 1 706.3769 ‐0.0843
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 489.1980 EVDY 906.1364 489.1984 24.7391 2152 1 489.1984 0.2767
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 869.4403 KFETLSY 121.8407 869.4409 31.1336 2004 1 869.4409 1.14
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 662.3355 DSELAK 760.4702 662.3342 33.8633 1821 1 662.3342 ‐2.0324
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1187.6531 IRIIGFDNTR 163.0606 1187.6537 26.0544 1522 3 396.5561 ‐0.6076
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1201.6311 LPDLTDSELAK 428.6530 1201.6270 35.5821 1495 1 1201.6270 ‐1.8184
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21877.1700 20501.3116 93 66.11 None 1451.7264 SYLPDLTDSELAK 354.7776 1451.7212 35.5760 1281 1 1451.7212 ‐1.3267
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 303965.7000 1548.8079 18.8790 3515763 2 774.9076 ‐1.2637
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 125361.5000 2080.9934 21.2111 535410 3 694.3360 ‐1.1658
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 914.4229 YWTMWK 27564.8500 914.4222 18.3094 433596 2 457.7147 ‐2.8223
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 80440.0500 1942.9701 19.7494 230409 2 971.9887 ‐1.1326
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 935.4945 IIGFDNTR 23849.7000 935.4949 15.2637 15640 2 468.2511 ‐1.5723
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 924.5666 VWPPIGKK 1304.9340 924.5681 16.4455 6936 1 924.5681 2.61
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 1009.5102 EYPNAFIR 9706.8750 1009.5114 15.8778 5286 2 505.2593 ‐0.6031
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 796.4716 VWPPIGK 1680.9870 796.4725 15.8331 4709 2 398.7399 ‐1.1607
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 1535.6350 2830.4392 24.3521 5544 3 944.1513 0.4617
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 2070.0641 KFETLSYLPDLTDSELAK 5176.3070 2070.0650 19.7591 29133 3 690.6932 0.0168
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 61216.4100 1781.8341 21.2038 68226 2 891.4207 1.50
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 751.3596 WTMWK 9231.3080 751.3600 18.3075 44685 1 751.3600 0.5660
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 565.2803 TMWK 2545.1790 565.2805 18.3068 30810 1 565.2805 ‐0.2652
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 511.3239 PPIGK 739.3770 511.3244 16.4075 11323 1 511.3244 0.1041
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 945.6071 1289.6184 18.8832 5574 1 1289.6184 1.0556
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 2183.6200 1684.7855 21.2358 4835 2 842.8964 3.20
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(6) 904.4234 LPLFGCTD 480.7054 904.4235 17.8810 3952 1 904.4235 0.6904
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 1314.6729 SFIAYKPPSFTG 292.9924 1314.6753 18.1026 3314 2 657.8413 0.7813
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 709.3264 GFDNTR 2746.4990 709.3253 15.2660 3136 1 709.3253 ‐1.7278
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(1) 1021.4983 CTDSAQVLK 4451.0480 1021.4998 18.8704 3092 1 1021.4998 2.49
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 822.4104 IGFDNTR 113.1223 822.4101 18.6462 2633 1 822.4101 ‐0.1666
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(5) 1417.7144 PLFGCTDSAQVLK 101.6087 1417.7206 16.9747 1905 2 709.3639 3.31
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 907.4421 EHGFVYR 153.0499 907.4430 24.1971 1649 1 907.4430 1.93
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 1407.6692 EFELEHGFVYR 217.3898 1407.6710 19.9404 1396 2 704.3391 0.4211
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 532.5394 1271.6102 19.3905 1362 2 636.3087 ‐0.2053



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 464.2326 MWK 29.8842 464.2309 18.3185 1151 1 464.2309 ‐4.7196
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 118.4655 1078.5238 17.2347 886 2 539.7656 2.1120
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 2052.0536 KFETLSYLPDLTDSELAK 474.4851 2052.0530 18.7020 19244 3 684.6892 ‐0.6923
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 45120.4900 20501.3116 93 66.11 None 896.4124 YWTMWK 86.6258 896.4110 18.3129 1044 2 448.7091 ‐3.5915
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 None 1660.8541 AAQATTQDDLLTWVK 1409.5140 1660.8521 32.2532 6070 2 830.9297 ‐1.3118
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 Carbamidomethyl+C(8) 1497.7553 GPTPEPLCQVMLR 2718.1340 1497.7592 29.6026 4726 2 749.3832 2.20
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 None 1698.8333 GNAYAQIAIGTDDVYK 3326.3240 1698.8383 27.5744 3327 2 849.9228 2.83
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 Carbamidomethyl+C(4) 1220.5940 SVNCLGVAESGK 305.1990 1220.5995 22.3881 4272 2 610.8034 3.13
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 None 3112.4575 YTNAFLGYGPEDSHFVIELTYNYGVDK 769.7029 3112.4730 34.4134 1955 3 1038.1625 5.1434
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 None 3979.9025 RDIPEEKYTNAFLGYGPEDSHFVIELTYN 635.9678 3979.9101 37.8514 2988 3 1327.3082 2.01
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 Carbamidomethyl+C(8) 2153.0842 GPTPEPLCQVMLRVGDLDR 203.1241 2153.0647 35.9819 1450 2 1077.0360 ‐8.2009
NP_176896.1 putative lactoylglutathione lyase Arabidopsis thaliana 488.1957 39452.2895 8 22.29 Carbamidomethyl+C(3) 1133.5620 VNCLGVAESGK 234.3462 1133.5628 23.7192 2364 2 567.2850 ‐0.3976
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 2222.1049 VGLDVFEEEPFMKPGLADTK 14260.4400 2222.1057 35.0841 17246 3 741.3734 0.1811
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 784.4927 ALGLPVSK 1032.7980 784.4907 18.1896 11894 1 784.4907 ‐2.3049
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1109.5296 IVEADEFMR 6448.3850 1109.5322 25.2183 11691 2 555.2698 1.68
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1449.7948 EADLISLHPVLDK 6190.0340 1449.7960 29.1437 11681 3 483.9369 0.1104
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1490.8213 GPVIDEAALVEHLK 5945.2410 1490.8233 30.2414 9056 3 497.6126 0.6172
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1415.7675 EGMATLAALNVLGR 4501.2190 1415.7665 20.4264 8789 2 708.3869 ‐1.2895
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 2013.9335 AFSNMAVGYNNVDVEAANK 7422.0720 2013.9305 26.6325 8107 2 1007.4689 ‐0.9707
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1014.5691 GQTVGVIGAGR 5428.4240 1014.5685 18.4304 6784 2 507.7879 ‐1.8924
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 6466.3540 1373.6997 19.3259 6368 2 687.3535 ‐0.4867
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1021.4983 ASSMEEVLR 2575.4100 1021.4998 22.0986 5826 2 511.2536 0.2206
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 3415.9380 2817.4975 24.6511 4600 3 939.8373 ‐0.3545
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1129.5636 ANGEQPVTWK 988.9193 1129.5775 19.8065 1402 2 565.2924 11.1081
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1293.6070 GYNNVDVEAANK 277.6725 1293.6115 25.1063 5975 2 647.3094 2.21
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1003.4877 ASSMEEVLR 167.7498 1003.4927 22.1720 1846 2 502.2500 3.24
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2544.6100 42476.0530 36 43.26 None 1091.5190 IVEADEFMR 206.6370 1091.5161 23.7343 832 2 546.2617 ‐3.8960
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 2222.1049 VGLDVFEEEPFMKPGLADTK 10407.6200 2222.1057 35.0841 17246 3 741.3734 ‐0.0573
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1109.5296 IVEADEFMR 4899.8380 1109.5322 25.2183 11691 2 555.2698 1.50
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1449.7948 EADLISLHPVLDK 6611.6200 1449.7960 29.1437 11681 3 483.9369 ‐0.0365
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1490.8213 GPVIDEAALVEHLK 4129.4190 1490.8233 30.2414 9056 3 497.6126 0.4655
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 2013.9335 AFSNMAVGYNNVDVEAANK 3993.2110 2013.9305 26.6325 8107 2 1007.4689 ‐0.8810
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1014.5691 GQTVGVIGAGR 7071.5540 1014.5685 18.4304 6784 2 507.7879 ‐1.9038
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1021.4983 ASSMEEVLR 2681.5900 1021.4998 22.0986 5826 2 511.2536 0.2098
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1306.7478 NAIVVPHIASASK 2016.9030 1306.7519 23.0268 4267 3 436.2555 2.26
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1415.7675 EGMATLAALNVLGR 437.6062 1415.7767 32.8438 4863 2 708.3920 5.19
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 133.5243 1373.7304 22.0352 3788 2 687.3688 21.8461
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 2034.0365 MNLIYFDLYQSTRLEK 371.0005 2034.0344 32.8030 3342 2 1017.5209 ‐0.3850
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1574.1480 42476.0530 36 43.26 None 1293.6070 GYNNVDVEAANK 170.0955 1293.6115 25.1063 5975 2 647.3094 2.89
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 784.4927 ALGLPVSK 888.4683 784.4907 18.1896 11894 1 784.4907 ‐2.4300
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 1415.7675 EGMATLAALNVLGR 2919.7690 1415.7665 20.4264 8789 2 708.3869 ‐1.5310
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 3494.4950 1373.6997 19.3259 6368 2 687.3535 ‐0.7536
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 3141.6540 2817.4975 24.6511 4600 3 939.8373 ‐0.0255
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 1129.5636 ANGEQPVTWK 681.5842 1129.5775 19.8065 1402 2 565.2924 10.38
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 2486.1917 MMVEGFKMNLIYFDLYQSTR 418.8071 2486.2072 23.1848 6658 3 829.4073 6.46
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 2996.4532 ENPMFRVGLDVFEEEPFMKPGLADTK 1387.4890 2996.4396 22.6104 2932 3 999.4847 ‐3.7087
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 2284.1761 FVTAYGQFLKANGEQPVTWK 1075.0790 2284.1769 22.2198 2838 3 762.0638 0.2563
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 477.5849 42476.0530 36 43.26 None 1141.5459 ENPMFRVGLD 224.2733 1141.5404 22.9936 1692 1 1141.5404 ‐3.4241
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 1197.5634 EIDEHLLAEE 25298.5900 1197.5652 25.2129 22591 2 599.2862 0.5139
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 960.5248 LETEVEIK 23850.0400 960.5257 21.0866 12938 2 480.7665 ‐0.4991
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 1310.6297 VLEGDLMNEYK 7240.1150 1310.6309 25.9109 11781 2 655.8191 0.1741
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 901.5506 VGSIVIWK 341.8674 901.5731 24.7456 1371 2 451.2902 23.4890
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 2530.2898 VLEGDLMNEYKSFAFTLQVTPK 1880.5240 2530.2976 32.9524 2014 3 844.1040 3.1469
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 1600.8846 VGSIVIWKYVHDGK 291.2334 1600.8882 28.4491 1420 2 800.9477 1.54
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 1142.6052 NKIEAVDPEK 1183.0280 1142.6097 23.7434 1202 2 571.8085 2.62
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 832.4199 EIDEHLL 113.0196 832.4226 24.7919 1056 1 832.4226 3.89
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3330.1420 18003.4241 9 40.51 None 955.4367 DEHLLAEE 874.9516 955.4399 25.2081 1040 1 955.4399 4.0377
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1132.5732 EEETVVVAEK 1030.4530 1132.5756 21.5081 10694 2 566.7914 0.9672
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1078.5891 TFGSIITSPR 4953.9000 1078.5905 16.2982 8369 2 539.7989 0.0233
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1214.6991 VVVLTAEEVQK 7656.4500 1214.6990 22.6298 5789 2 607.8531 ‐1.0308
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1027.5782 SADVAAAPVVK 11059.9700 1027.5766 18.5907 3682 2 514.2919 ‐2.9411
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1838.8542 IDELVESGEEVSEFEK 1585.4350 1838.8572 28.9003 3293 2 919.9322 1.53
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1143.6408 YIAPEQVPVK 429.1724 1143.6415 29.7465 1170 2 572.3244 ‐0.5145
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 936.4520 EETTTEVK 204.0795 936.4635 38.5790 2223 1 936.4635 12.59
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1474.7788 EFTAPVTPVKEEK 705.2919 1474.7780 21.0998 1319 2 737.8927 ‐0.9942
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1756.8541 AVKQFEDNYPEFAAK 178.4017 1756.8393 32.3387 25696 2 878.9233 ‐8.3890
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 684.3352 YIAPEQ 129.7625 684.3324 32.3273 4505 1 684.3324 ‐4.0255
NP_177360.1 patellin 1 Arabidopsis thaliana 543.2327 64160.4569 11 11.87 None 1114.5626 EEETVVVAEK 166.7917 1114.5674 19.5022 3511 2 557.7873 3.0873
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1563.8013 AVVQVFEGTSGIDNK 7955.1320 1563.8033 26.5824 18177 2 782.4053 0.9178
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1912.8786 GYPGYMYTDLATIYER 9251.1520 1912.8798 34.3078 13092 2 956.9435 0.9301
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1088.5769 TPVSLDMLGR 5750.7950 1088.5785 28.1765 12184 2 544.7929 0.3268
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 2758.7150 2178.1514 19.4776 11435 3 726.7220 0.9650
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 4260.6600 2469.2062 23.0316 10915 3 823.7402 2.37
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1034.5629 YQEIVNIR 1765.8840 1034.5618 23.3139 10476 2 517.7845 ‐2.4183
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1715.9327 VTLFLNLANDPTIER 1909.3800 1715.9319 20.4320 9990 2 858.4696 ‐0.5203
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1029.5000 TLDQFYSR 1592.6090 1029.4987 22.3214 8769 2 515.2530 ‐2.5323
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1369.7362 FTTVQFTGEVLK 7016.3630 1369.7392 18.2526 7380 2 685.3732 1.08
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1368.8097 TVSGVAGPLVILDK 6816.0930 1368.8111 32.3877 5174 2 684.9092 0.3350
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 2022.9879 KDHSDVSNQLYANYAIGK 476.7947 2023.0302 20.3283 1049 2 1012.0187 21.4001



NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 3572.6360 2772.4034 41.7416 7361 3 924.8060 2.24
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1070.5663 TPVSLDMLGR 113.8821 1070.5709 28.9340 1306 2 535.7891 3.0941
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1476.2860 54221.7466 23 37.45 None 1698.9061 VTLFLNLANDPTIER 295.9963 1698.8988 21.6721 1178 2 849.9530 ‐4.3889
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 2511.5260 2178.1514 19.4776 11435 3 726.7220 0.9018
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2761.5650 2469.2062 23.0316 10915 3 823.7402 2.90
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 1596.9108 QIYPPINVLPSLSR 485.7570 1596.9125 20.2450 10851 2 798.9599 0.6386
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 1715.9327 VTLFLNLANDPTIER 2036.3770 1715.9319 20.4320 9990 2 858.4696 ‐0.5807
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 1369.7362 FTTVQFTGEVLK 4498.3960 1369.7392 18.2526 7380 2 685.3732 1.15
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 1563.8013 AVVQVFEGTSGIDNK 1155.2250 1563.8054 16.7444 1422 2 782.4063 2.1095
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 Carbamidomethyl+C(19) 2774.5135 IPLFSAAGLPHNEIAAQICRQAGLVK 1063.2170 2774.5022 20.9427 5075 3 925.5056 ‐3.5239
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 Oxidation+M(7) 1065.5357 SAIGEGMTRK 215.1320 1065.5377 25.5360 2759 1 1065.5377 2.55
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 451.9348 54221.7466 23 37.45 None 1698.9061 VTLFLNLANDPTIER 340.2297 1698.8988 21.6721 1178 2 849.9530 ‐4.4596
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 1216.5250 33970.0137 11 13.25 None 1064.5986 LVVAEFATSK 4639.1360 1064.5974 25.1317 7893 2 532.8024 ‐2.3703
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 1216.5250 33970.0137 11 13.25 None 999.5833 GELIGEILR 18854.7700 999.5842 30.9339 6909 2 500.2957 ‐0.4950
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 1216.5250 33970.0137 11 13.25 None 1693.8982 DMNVIEVPTFLFIR 8694.1180 1693.8999 24.0873 4573 2 847.4536 0.9076
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 1216.5250 33970.0137 11 13.25 None 819.4975 VYPTVLK 4226.9240 819.4975 21.4017 2541 2 410.2524 ‐1.6767
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 1216.5250 33970.0137 11 13.25 None 1046.5881 LVVAEFATSK 388.0346 1046.5892 27.2470 11231 2 523.7983 ‐0.1450
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 1064.5986 LVVAEFATSK 5714.5200 1064.5974 25.1317 7893 2 532.8024 ‐2.3767
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 999.5833 GELIGEILR 11079.7400 999.5842 30.9339 6909 2 500.2957 ‐0.5080
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 819.4975 VYPTVLK 5232.3450 819.4975 21.4017 2541 2 410.2524 ‐1.7078
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 1382.7274 VGTPPANDEKVQK 196.0067 1382.7263 21.0988 1056 2 691.8668 ‐1.4610
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 1046.5881 LVVAEFATSK 432.3019 1046.5892 27.2470 11231 2 523.7983 ‐0.1531
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 640.6931 33970.0137 11 13.25 None 1365.7009 VGTPPANDEKVQK 251.4980 1365.6994 22.0954 2194 2 683.3534 ‐1.7226
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 1393.6441 VATEESSAEVTDR 22672.1600 1393.6451 15.8823 18406 2 697.3262 0.0200
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 896.4876 GLFDFLGK 9652.7430 896.4889 21.4198 13544 1 896.4889 1.52
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 1263.6579 VHISEPEPEVK 37924.0500 1263.6577 19.6563 9612 2 632.3325 ‐1.0329
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 1977.9288 DETKPEETPIASEFEQK 2810.3670 1977.9300 24.8222 1892 3 659.9815 0.2848
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 792.3886 VHISEPE 194.4075 792.3858 18.7010 3290 1 792.3858 ‐3.3580
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 930.4051 DETKPEET 143.3238 930.4029 25.9205 1902 2 465.7051 ‐3.8079
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 4523.7880 20786.3981 7 26.49 None 1959.9182 DETKPEETPIASEFEQK 212.0560 1959.9122 25.3508 1066 3 653.9756 ‐3.4077
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 926.4618 FFESPATK 948.1926 926.4645 23.1722 10032 2 463.7359 1.61
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1352.6441 SASGNVVVYEGDR 6659.4170 1352.6431 19.4583 8578 2 676.8252 ‐1.4112
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1422.7223 SQPIPAENNEPVK 10741.3300 1422.7223 18.5441 5657 2 711.8648 ‐0.6302
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1659.7571 LSGDEFDSFMALAEK 1041.3130 1659.7551 35.8983 2780 2 830.3812 ‐1.3498
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1192.5692 SADSATEVVGEK 1366.5480 1192.5698 16.6503 2314 2 596.7885 ‐0.5164
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1857.8501 IDASEEANKEFANEYK 1399.0340 1857.8558 22.2641 1909 3 619.9568 2.12
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1980.9913 EFVLTLDHSNFTETISK 809.8956 1981.0074 18.8698 4638 2 991.0074 8.82
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1584.8308 LFKPFDELFVDSK 454.2491 1584.8177 22.7804 3753 2 792.9125 ‐8.5849
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1200.5855 KPTSHGEESTK 316.3787 1200.6137 26.8781 1463 2 600.8105 22.4666
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 2283.0928 VNVEVDQIESWFKDFQDGK 598.1476 2283.0412 31.5752 1165 3 761.6853 ‐22.7215
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 771.3672 FANEYK 110.7588 771.3700 23.8092 1457 1 771.3700 3.75
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 1107.5429 GNVVVYEGDR 207.9856 1107.5481 21.3597 761 2 554.2777 3.20
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 641.4903 56649.6896 13 15.16 None 2266.0663 VNVEVDQIESWFKDFQDGK 385.0229 2266.0587 32.4129 1579 3 756.0244 ‐3.4825
NP_177909.2 Rhomboid related intramembrane serine protease family protein Arabido 269.8644 39885.2595 2 7.98 None 3038.4387 FSFQSLSENPMLGPSASTLEHMGGLSW 3289.9010 3038.4540 20.8727 96381 4 760.3690 4.73
NP_177909.2 Rhomboid related intramembrane serine protease family protein Arabido 269.8644 39885.2595 2 7.98 None 1400.8009 LKEQFDRPVLR 236.8336 1400.7695 17.3836 1082 2 700.8884 ‐22.9892
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1341.6321 FGNFSIESESPK 5581.9710 1341.6325 25.7368 18605 2 671.3199 ‐0.4417
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1346.7791 SPLLLQSNPIHK 5030.7890 1346.7780 16.0972 8120 3 449.5975 ‐1.6432
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 835.4560 EFIEAVK 23193.3700 835.4561 21.7834 5017 2 418.2317 ‐1.4832
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 899.4258 GVEFEYR 5401.9240 899.4267 21.9594 4183 2 450.2170 ‐0.4634
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1055.5520 IVAYAAEYR 248.8850 1055.5515 33.4685 2215 2 528.2794 ‐1.7835
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1811.9174 SLPDSEKIVAYAAEYR 2403.5620 1811.9050 22.8302 6401 2 906.4561 ‐6.7543
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 789.3989 IESESPK 122.8326 789.4024 28.1358 2622 1 789.4024 4.71
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 706.4134 FIEAVK 202.9547 706.4141 23.6114 1684 1 706.4141 1.0415
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1137.5422 NFSIESESPK 295.9112 1137.5423 23.6207 1154 1 1137.5423 1.49
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1519.6320 25120.5464 11 24.88 None 1323.6216 FGNFSIESESPK 190.5857 1323.6164 24.6087 2208 2 662.3119 ‐4.6396
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 379.8876 25120.5464 11 24.88 None 1346.7791 SPLLLQSNPIHK 6869.6350 1346.7780 16.0972 8120 3 449.5975 ‐2.2163
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1795.8683 LAEMPADSGYPAYLAAR 10092.3600 1795.8672 28.5505 13530 2 898.4373 ‐0.5267
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 2092.0566 VSGPVVVADGMAGAAMYELVR 1861.7970 2092.0509 22.3127 10301 2 1046.5291 ‐2.0763
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1578.7170 FEDPAEGEDTLVEK 4635.4270 1578.7195 24.4959 10110 2 789.8634 1.04
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1545.8054 TTLVANTSNMPVAAR 1234.8120 1545.8052 23.3336 9647 2 773.4062 ‐0.4707
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1255.7005 LAADTPLLTGQR 6477.4270 1255.7026 24.3750 8097 2 628.3549 0.7658
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1471.7639 EDDLNEIVQLVGK 15992.6000 1471.7653 34.8826 7657 2 736.3863 0.4805
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2336.1920 2203.0900 19.2835 7261 3 735.0348 1.22
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 5884.1870 2690.3515 35.4271 4971 3 897.4554 0.0311
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1335.7379 VGHDNLIGEIIR 2392.3680 1335.7401 29.8245 4610 2 668.3737 0.8791
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 2080.9346 LTTFEDDEKESEYGYVR 1477.6310 2080.9386 24.6910 4435 3 694.3177 1.93
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 6418.0210 1675.7395 22.2070 4395 2 838.3734 0.6810
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 821.1313 2271.1319 33.5399 3643 2 1136.0696 ‐0.4385
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1136.5735 FDPDFINIR 2022.5660 1136.5741 31.4038 3129 2 568.7907 ‐0.5897
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1019.5520 ISGDVYIPR 1146.5050 1019.5480 23.2258 7436 2 510.2776 ‐5.2788
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1574.8272 DALAEGDKITLETAK 2171.4040 1574.8267 24.2904 7526 3 525.6138 ‐0.9677
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1948.8997 MPAFYGGKLTTFEDDEK 423.5383 1948.8883 36.7061 1826 2 974.9478 ‐5.4951
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1098.5102 YSNSDAVVYV 169.4850 1098.5166 22.2450 6816 2 549.7620 4.43
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 664.3777 AYLAAR 208.2682 664.3773 29.7698 3422 1 664.3773 ‐0.7362
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 878.4982 LAADTPLLT 288.9254 878.5005 24.4101 2531 2 439.7539 1.0310
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 946.4775 TSNMPVAAR 144.2458 946.4811 23.7474 1336 1 946.4811 4.10
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1130.5477 KESEYGYVR 218.8484 1130.5512 23.3912 1203 1 1130.5512 4.25
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 1001.5415 ISGDVYIPR 130.8127 1001.5359 24.7772 2054 1 1001.5359 ‐4.6503



NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1648.6320 69154.7867 41 39.33 None 2253.1245 EDDLNEIVQLVGKDALAEGDK 374.1045 2253.1219 32.2062 861 3 751.7122 ‐1.2914
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1795.8683 LAEMPADSGYPAYLAAR 9486.9330 1795.8672 28.5505 13530 2 898.4373 ‐0.4591
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1545.8054 TTLVANTSNMPVAAR 1873.1300 1545.8052 23.3336 9647 2 773.4062 ‐0.4283
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1255.7005 LAADTPLLTGQR 6028.2140 1255.7026 24.3750 8097 2 628.3549 0.7788
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1471.7639 EDDLNEIVQLVGK 7056.8740 1471.7653 34.8826 7657 2 736.3863 0.5153
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 4311.0450 2690.3515 35.4271 4971 3 897.4554 ‐0.2626
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1335.7379 VGHDNLIGEIIR 4338.6650 1335.7401 29.8245 4610 2 668.3737 0.9002
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 8191.0390 1675.7395 22.2070 4395 2 838.3734 0.7365
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 1382.7580 2271.1319 33.5399 3643 2 1136.0696 ‐0.3228
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1136.5735 FDPDFINIR 2229.5940 1136.5741 31.4038 3129 2 568.7907 ‐0.5888
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1019.5520 ISGDVYIPR 1533.1140 1019.5480 23.2258 7436 2 510.2776 ‐5.2897
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 833.3999 ALEDETR 214.6862 833.3916 22.7552 3701 1 833.3916 ‐9.5457
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1801.9344 NIIHFYNLANQAVER 341.7183 1801.8959 34.7210 1046 2 901.4516 ‐21.1706
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1098.5102 YSNSDAVVYV 201.2675 1098.5166 22.2450 6816 2 549.7620 4.13
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 878.4982 LAADTPLLT 273.5339 878.5005 24.4101 2531 2 439.7539 1.0058
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 664.3777 AYLAAR 159.7357 664.3750 29.7369 1442 1 664.3750 ‐4.0917
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1131.5575 ANTSNMPVAAR 237.0434 1131.5625 26.1679 1143 2 566.2849 3.87
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1132.7280 69154.7867 41 39.33 None 1317.7274 VGHDNLIGEIIR 122.2147 1317.7241 31.1851 2702 2 659.3657 ‐3.2656
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1573.8432 GVTTIIGGGDSVAAVEK 137159.6000 1573.8438 26.4277 104921 2 787.4255 0.0939
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2015.9516 VDLNVPLDDNSNITDDTR 12563.4900 2015.9540 28.0900 39247 2 1008.4807 1.51
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1749.0269 LVAGLPEGGVLLLENVR 22474.9300 1749.0281 21.5939 22847 2 875.0177 0.7112
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1388.7420 ELDYLVGAVANPK 12344.6300 1388.7452 29.0117 22392 2 694.8762 1.19
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 9137.4910 2266.1737 22.0240 21237 2 1133.5905 ‐1.3073
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1539.8992 GVSLLLPTDVVIADK 11743.0900 1539.9001 20.7050 18958 2 770.4537 0.1941
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1753.8618 TIIWNGPMGVFEFDK 1594.9230 1753.8626 22.3058 7221 2 877.4349 0.4495
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 3013.6070 2359.2137 37.2924 7052 3 787.0761 3.1576
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1903.9661 LAALADVYVNDAFGTAHR 2190.5110 1903.9682 18.9654 3102 3 635.3276 0.6826
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 633.7849 2370.2971 21.0558 7192 3 790.7706 2.28
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1716.7752 FYAEEEKNDPEFAK 1646.1990 1716.7760 21.1920 6715 3 572.9302 ‐0.0729
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2059.0917 AQGLSVGSSLVEEDKLDLAK 2674.5780 2059.0952 29.5460 4858 3 687.0366 1.26
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2285.1368 VDLNVPLDDNSNITDDTRIR 311.4475 2285.1476 34.3406 2111 3 762.3874 4.23
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1790.9647 FAAGTEAVAKQLAELSGK 532.4337 1790.9803 22.9251 922 2 895.9938 8.20
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 856.5251 LLLENVR 1332.1430 856.5232 21.7359 24207 2 428.7653 ‐3.7552
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 689.3464 GEEVQK 246.3465 689.3462 33.5980 2797 1 689.3462 ‐0.3952
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1069.5174 VNDAFGTAHR 451.7399 1069.5185 17.3654 2701 2 535.2629 ‐0.1625
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 868.5251 LVGAVANPK 338.6077 868.5227 26.5295 1296 1 868.5227 ‐2.1929
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 818.4254 DSVAAVEK 247.4106 818.4213 25.5908 906 1 818.4213 ‐4.6864
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2141.0795 ELLGVEVVMANDSIGEEVQK 316.3570 2141.0861 37.3195 824 2 1071.0467 3.57
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 1698.7646 FYAEEEKNDPEFAK 1214.9270 1698.7653 22.0580 14827 2 849.8863 0.3554
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 32 54.61 None 2248.1682 IVPATAIPDGWMGLDIGPDSIK 366.7030 2248.1650 22.6620 2678 2 1124.5861 ‐0.5242
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1749.0269 LVAGLPEGGVLLLENVR 18607.9600 1749.0281 21.5939 22847 2 875.0177 0.6708
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12233.4500 2266.1737 22.0240 21237 2 1133.5905 ‐1.0357
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1539.8992 GVSLLLPTDVVIADK 22682.4000 1539.9001 20.7050 18958 2 770.4537 0.0275
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1573.8432 GVTTIIGGGDSVAAVEK 13133.6700 1573.8453 16.6258 17624 2 787.4263 0.8911
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1753.8618 TIIWNGPMGVFEFDK 3480.2570 1753.8626 22.3058 7221 2 877.4349 0.4120
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1903.9661 LAALADVYVNDAFGTAHR 1648.6350 1903.9682 18.9654 3102 3 635.3276 0.4513
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 Carbamidomethyl+C(4) 1265.7147 VVLCSHLGRPK 277.8575 1265.7322 19.4497 165837 2 633.3698 12.63
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 354.3897 2444.3958 23.5289 4744 3 815.4701 16.8658
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 1388.7420 ELDYLVGAVANPK 551.6588 1388.7540 17.0633 2694 2 694.8807 7.83
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 32 54.61 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1335.1320 2370.2971 21.0558 7192 3 790.7706 2.75
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 873.4577 EAAWGLAR 31716.3800 873.4579 22.6716 35959 2 437.2326 ‐1.4384
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 Carbamidomethyl+C(5) 910.4451 TFVDCLR 2470.4840 910.4437 23.5720 10536 2 455.7255 ‐3.0525
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3467.6330 2404.1161 33.2745 7659 2 1202.5617 ‐0.3587
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 3668.8270 1484.8186 26.9840 7064 2 742.9129 2.54
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 1147.7170 3073.5844 38.0276 3428 3 1025.1997 0.5974
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 1417.6918 LASIGLDNTEDNR 4157.3970 1417.7020 22.3411 12015 2 709.3546 6.46
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 1623.8298 ASPETVADFTLTMLK 265.6203 1623.8207 19.8188 1450 2 812.4140 ‐5.8775
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 1065.5074 GMFVKGYTY 1726.9560 1065.5151 18.9315 2304 2 533.2612 5.69
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 712.3665 VKGYTY 312.4478 712.3663 18.7082 35093 1 712.3663 ‐0.2520
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 None 1233.5706 SIGLDNTEDNR 234.5968 1233.5670 20.3267 5576 2 617.2871 ‐3.8349
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 Carbamidomethyl+C(3) 662.3291 VDCLR 112.8306 662.3275 20.7571 1249 1 662.3275 ‐2.4299
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1435.4150 42555.2237 12 26.34 Carbamidomethyl+C(5) 892.4346 TFVDCLR 236.5131 892.4392 22.4221 1233 2 446.7232 3.25
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 983.4985 FGEAVWFK 68084.7500 983.4974 18.5484 118441 2 492.2523 ‐3.0715
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAGL 8260.9330 4016.7898 21.8460 15818 3 1339.6015 ‐0.9053
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 4736.5540 1893.9609 23.2758 12824 2 947.4841 0.6793
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDP 3235.8300 3555.7448 24.6096 11210 3 1185.9198 ‐0.6710
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 836.4301 GEAVWFK 24400.1800 836.4298 18.5471 12778 1 836.4298 ‐0.0614
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 779.4087 EAVWFK 340.1316 779.4092 18.5549 3769 1 779.4092 0.7753
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 650.3661 AVWFK 210.9354 650.3642 18.5557 2878 1 650.3642 ‐3.1890
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4107.8170 28677.6266 8 36.60 None 2375.1918 IGGGPLGEGLDPLYPGGAFDPLNLA 466.6786 2375.1846 24.1734 809 2 1188.0960 ‐1.5323
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 983.4985 FGEAVWFK 55512.3900 983.4974 18.5484 118441 2 492.2523 ‐2.5691
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 1631.8176 STPQSIWYGPDRPK 17060.0100 1631.8173 23.5293 36851 3 544.6106 ‐0.7894
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 982.5316 ELEVIHSR 32506.9100 982.5306 18.1858 28892 2 491.7689 ‐2.4050
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAGL 4058.4380 4016.7898 21.8460 15818 3 1339.6015 ‐1.9699
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 3220.5000 1893.9609 23.2758 12824 2 947.4841 0.6323
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDP 14158.7700 3555.7465 44.8691 12534 3 1185.9204 ‐0.9804
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 1252.6757 NRELEVIHSR 1660.1280 1252.6746 18.7096 5396 3 418.2297 ‐1.7387
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 Carbamidomethyl+C(9) 1208.5591 WAMLGALGCTF 224.9050 1208.5553 22.2402 9217 2 604.7813 ‐4.1527
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 965.4575 SADPETFAK 65.0973 965.4531 21.5784 4313 1 965.4531 ‐3.7293



NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 779.4087 EAVWFK 675.8771 779.4092 18.5549 3769 1 779.4092 0.9033
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 853.4890 LEVIHSR 486.2811 853.4876 18.1805 1115 2 427.2474 ‐3.3051
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6486.4180 28706.5844 14 45.66 None 1346.6852 QSIWYGPDRPK 208.5120 1346.6851 25.2008 783 2 673.8462 ‐0.7899
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2825.8850 28706.5844 14 45.66 None 1631.8176 STPQSIWYGPDRPK 28161.7800 1631.8175 23.5195 36028 3 544.6107 ‐0.8513
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2825.8850 28706.5844 14 45.66 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDP 10131.2700 3555.7465 44.8691 12534 3 1185.9204 ‐1.3766
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1116.6259 TSLAPGSGVVTK 14339.6800 1116.6263 19.2988 8943 2 558.8168 ‐0.7919
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 914.5669 ILLESAIR 13856.2900 914.5679 16.6921 5605 2 457.7876 ‐0.4803
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 3949.7700 2104.0889 22.7062 5042 2 1052.5481 ‐1.3125
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 3052.7140 2398.1509 35.3661 4662 2 1199.5791 2.41
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1550.7849 VVNFSFDGQPAELK 430.7756 1550.7827 25.9985 906 2 775.8950 ‐1.7902
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 1313.8380 1548.8154 21.7764 7334 2 774.9113 ‐8.3047
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEY 1166.0510 3169.5692 20.4416 4974 4 793.1478 ‐17.8725
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1082.5629 SFGTISPAFR 238.1496 1082.5757 21.2598 1488 2 541.7915 10.92
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1442.7485 YLTASSSASSSIIR 361.1740 1442.7783 22.6299 1346 2 721.8928 20.0797
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 644.3726 SSSIIR 92.0736 644.3744 21.6462 15977 1 644.3744 2.72
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1567.8227 SGIVHQVNLEYLGR 357.1772 1567.8213 21.6715 4132 3 523.2786 ‐1.5334
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 688.3988 LESAIR 7502.7460 688.3996 16.6988 2030 1 688.3996 1.1325
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 773.4304 TISPAFR 107.0042 773.4326 22.0338 1415 1 773.4326 2.27
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1145.5262 VVNFSFDGQPA 472.4126 1145.5275 27.2618 795 2 573.2674 0.0174
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 531.6321 108828.8021 25 11.82 None 1533.7584 VVNFSFDGQPAELK 900.8853 1533.7575 24.9077 2948 3 511.9240 ‐1.2520
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 1116.6259 TSLAPGSGVVTK 32271.0900 1116.6263 19.2988 8943 2 558.8168 ‐0.7930
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 3413.4180 2398.1509 35.3661 4662 2 1199.5791 2.27
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 1082.5629 SFGTISPAFR 273.8410 1082.5757 21.2598 1488 2 541.7915 10.46
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 1605.8635 GIFTTLPKPGGGEFGK 283.9632 1605.8552 28.5515 1373 2 803.4312 ‐5.4019
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 1956.9145 SSGEDTIILAGAEYGSGSSR 493.0784 1956.9306 29.0193 1164 3 652.9817 7.52
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 1250.6674 FLMERGVDRK 752.7789 1250.6625 23.6650 1483 2 625.8349 ‐4.7792
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 Carbamidomethyl+C(13)
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 744.4250 PGSGVVTK 1657.1300 744.4254 20.6724 6576 1 744.4254 0.8055
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 730.4318 RGVDRK 107.6824 730.4335 24.1330 2687 1 730.4335 2.75
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 480.8871 108828.8021 25 11.82 None 773.4304 TISPAFR 147.6963 773.4326 22.0338 1415 1 773.4326 3.0612
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1276.5838 LQADDMDELAR 2729.3710 1276.5872 23.7854 5883 2 638.7972 1.98
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1278.7668 GVVLPDVPEILK 854.2218 1278.7669 20.4597 5582 2 639.8871 ‐0.7231
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1536.9611 VTELVPLVAEILIK 8521.4120 1536.9647 24.4801 5002 2 768.9860 1.24
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1718.8344 GEEGKPVEGADVYVGGR 2566.3320 1718.8376 20.3015 4639 3 573.6174 1.19
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 Carbamidomethyl+C(1)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1804.9222 GLASVGLTSLQSGMDNVR 1009.8030 1804.9233 18.8375 9048 2 902.9653 0.7169
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1363.7328 AVLEAYRDLGTR 487.5720 1363.7196 22.9214 2882 2 682.3634 ‐10.4172
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1529.8151 FGFNLLVGGFFSPK 518.2936 1529.8272 18.9308 2324 2 765.4172 7.08
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 Carbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 2726.3955 SVLVAAAQTTAPAESTASVDADRLEPR 667.5278 2726.4060 20.3353 1734 3 909.4735 4.0400
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 469.4767 66018.3175 11 12.97 None 1787.8956 GLASVGLTSLQSGMDNVR 2866.7930 1787.8946 20.3255 3508 3 596.6364 ‐1.0664
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 None 2002.9465 ASGDYAIVIAHNPDSDTTR 3142.8970 2002.9525 23.4389 9873 3 668.3224 2.25
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 None 1016.5306 AMIGQVAGGGR 9449.9720 1016.5311 18.5407 7992 2 508.7692 ‐0.8302
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 4380.0440 1974.9488 25.0746 6231 3 658.9878 1.70
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 None 1251.7783 ATLVVGNVLPLR 4683.4580 1251.7788 19.3964 5335 2 626.3930 ‐0.5163
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 None 584.3515 GAPLAR 55.7209 584.3383 20.4397 1200 1 584.3383 ‐22.8649
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 Carbamidomethyl+C(9) 1108.5456 SIPEGAVVCNV 139.5905 1108.5511 24.6086 11375 2 554.7792 3.73
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1159.0750 28030.2598 7 23.26 None 701.3689 GQVAGGGR 2920.6050 701.3688 18.5335 1142 1 701.3688 ‐0.1362
NP_179566.1 profilin 1 Arabidopsis thaliana 2446.6800 14380.3176 9 51.15 None 2024.0011 DFEEPGFLAPTGLFLGGEK 11587.2800 2024.0017 22.4574 12951 2 1012.5045 0.7587
NP_179566.1 profilin 1 Arabidopsis thaliana 2446.6800 14380.3176 9 51.15 None 1151.5830 LGDYLIESEL 4026.0640 1151.5783 34.0754 10345 1 1151.5783 ‐2.8029
NP_179566.1 profilin 1 Arabidopsis thaliana 2446.6800 14380.3176 9 51.15 None 1463.7675 YMVIQGEQGAVIR 857.1038 1463.7648 25.6566 10127 2 732.3860 ‐2.3529
NP_179566.1 profilin 1 Arabidopsis thaliana 2446.6800 14380.3176 9 51.15 Carbamidomethyl+C(19) 2845.3284 TNQALVFGFYDEPMTGGQCNLVVER 1958.1520 2845.3265 35.8330 6367 3 949.1137 ‐0.3713
NP_179566.1 profilin 1 Arabidopsis thaliana 751.9745 14380.3176 9 51.15 None 1151.5830 LGDYLIESEL 4213.2010 1151.5783 34.0754 10345 1 1151.5783 ‐2.7227
NP_179566.1 profilin 1 Arabidopsis thaliana 751.9745 14380.3176 9 51.15 None 1463.7675 YMVIQGEQGAVIR 1788.9400 1463.7648 25.6566 10127 2 732.3860 ‐2.3189
NP_179566.1 profilin 1 Arabidopsis thaliana 751.9745 14380.3176 9 51.15 Carbamidomethyl+C(19) 2845.3284 TNQALVFGFYDEPMTGGQCNLVVER 1324.8170 2845.3265 35.8330 6367 3 949.1137 ‐0.6835
NP_179566.1 profilin 1 Arabidopsis thaliana 3023.6630 14380.3176 9 51.15 None 2024.0011 DFEEPGFLAPTGLFLGGEK 20586.8500 2024.0017 22.4574 12951 2 1012.5045 0.8843
NP_179566.1 profilin 1 Arabidopsis thaliana 3023.6630 14380.3176 9 51.15 None 1151.5830 LGDYLIESEL 494.9684 1151.5793 23.0439 1500 2 576.2933 ‐4.7178
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 1327.6852 NVGSVVAVDQDPK 206891.7000 1327.6845 20.5072 156270 2 664.3459 ‐1.2726
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 2285.0932 VNYANISTNNYALDEVEEVK 5108.1650 2285.0871 30.5615 33671 2 1143.0472 ‐1.7066
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 2276.0525 AAEDTPPATASSDSSSTTAAAAPAK 6796.7310 2276.0510 17.2659 8300 2 1138.5291 0.3066
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 2293.1857 AMTSAATGFILTANVPAAIGGGSSK 1021.5030 2293.1850 36.8638 4947 2 1147.0961 0.7059
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 989.5891 TRYPVVVR 4830.7930 989.5892 18.5808 22718 2 495.2983 ‐1.1985
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 1584.8340 NVGSVVAVDQDPKTR 191.6509 1584.8217 20.4649 1218 3 528.9454 ‐8.3858
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 1096.5633 GSVVAVDQDPK 304.8005 1096.5655 20.8997 3070 1 1096.5655 3.1549
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 472.3242 VVVR 86.1874 472.3234 18.5881 1568 1 472.3234 ‐2.3717
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20860.8800 15189.4225 16 62.76 None 569.3770 PVVVR 182.0878 569.3780 19.0326 1131 1 569.3780 1.74
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 2285.0932 VNYANISTNNYALDEVEEVK 3492.2540 2285.0871 30.5615 33671 2 1143.0472 ‐1.5895
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 1327.6852 NVGSVVAVDQDPK 3803.2540 1327.6851 20.2396 5732 2 664.3462 ‐0.8253
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 2293.1857 AMTSAATGFILTANVPAAIGGGSSK 1691.7100 2293.1850 36.8638 4947 2 1147.0961 0.8239
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 989.5891 TRYPVVVR 7438.7010 989.5892 18.5808 22718 2 495.2983 ‐1.2124
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 1584.8340 NVGSVVAVDQDPKTR 361.7495 1584.8217 20.4649 1218 3 528.9454 ‐8.5486
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 472.3242 VVVR 138.2115 472.3234 18.5881 1568 1 472.3234 ‐2.2046
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1125.8520 15189.4225 16 62.76 None 569.3770 PVVVR 226.7998 569.3780 19.0326 1131 1 569.3780 1.20
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1089.5786 GVAASSLEEVK 3216.8360 1089.5790 21.6059 55735 2 545.2932 ‐0.8105
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1389.6744 LITADDLDDAAEK 21186.5600 1389.6770 24.4161 14654 2 695.3421 1.85
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1660.8428 VPIDVFAGITDEDAAK 6993.0110 1660.8454 33.3316 12051 2 830.9263 1.47
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 988.5860 MLGQVLVTK 2926.8290 988.5852 16.0816 4223 2 494.7963 ‐2.1156
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 12199.5200 1317.6843 25.4075 3515 2 659.3458 0.1347
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1217.6736 GVAASSLEEVKK 6861.0820 1217.6748 18.7945 2405 2 609.3410 0.0013



NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1687.8901 AIQDVFPNESELVVK 8529.6150 1687.8796 31.5904 14100 2 844.4434 ‐6.3607
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1074.5426 LEGTNVEQGK 244.0726 1074.5301 18.1715 5844 2 537.7687 ‐12.8477
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1690.7853 EVFAMRDPTQEDPR 1088.4680 1690.8192 27.2524 2140 2 845.9132 19.9158
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1117.5484 RDEAEEIAGK 2399.2470 1117.5547 25.6041 1882 1 1117.5547 6.91
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1230.6437 LEGTNVEQGKR 70.2134 1230.6569 32.7686 1256 2 615.8321 9.09
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 418.2296 AAEK 47.0984 418.2310 22.1147 1242 1 418.2310 2.36
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 400.2191 AAEK 141.9087 400.2204 22.7762 815 1 400.2204 2.59
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1672.7748 EVFAMRDPTQEDPR 411.3207 1672.7833 25.3783 2067 3 558.2660 4.81
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1071.5681 GVAASSLEEVK 305.1062 1071.5657 18.7920 1727 2 536.2865 ‐3.3994
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2043.5990 45630.7876 28 31.12 None 1056.5320 LEGTNVEQGK 504.3321 1056.5333 19.8766 1189 2 528.7703 ‐0.0499
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1089.5786 GVAASSLEEVK 4208.3480 1089.5790 21.6059 55735 2 545.2932 ‐0.8143
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1660.8428 VPIDVFAGITDEDAAK 11753.5700 1660.8454 33.3316 12051 2 830.9263 1.86
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 13128.8100 1317.6843 25.4075 3515 2 659.3458 0.1539
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1687.8901 AIQDVFPNESELVVK 7233.3050 1687.8796 31.5904 14100 2 844.4434 ‐6.3040
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1182.5538 LNFDDNAAFR 713.5143 1182.5617 26.0353 12632 2 591.7845 5.21
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1230.6437 LEGTNVEQGKR 442.6829 1230.6720 25.9705 4494 3 410.8955 21.9320
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 Carbamidomethyl+C(9) 1029.5762 SAGPLIIACK 1064.2550 1029.5691 23.5523 4287 2 515.2882 ‐8.1558
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 798.4720 VVDGLAPK 446.4373 798.4712 25.9397 3809 1 798.4712 ‐0.5732
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1119.5528 GGTSIEDLAEK 660.2487 1119.5589 24.9426 1399 2 560.2831 4.00
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 Carbamidomethyl+C(4) 2834.3911 KTDCTMLEINPLAETSTNQLVAADAK 3207.8980 2834.3999 32.6607 4700 3 945.4715 3.1114
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 780.4614 VVDGLAPK 116.2877 780.4599 28.4502 15492 1 780.4599 ‐1.6520
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1299.2980 45630.7876 28 31.12 None 1101.5422 GGTSIEDLAEK 208.4736 1101.5447 25.9847 1848 2 551.2760 1.0159
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1449.7584 GPEFATIVNSVTSK 4993.1100 1449.7587 18.7135 23258 2 725.3830 ‐0.5707
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 954.4832 FFVGGNWK 5388.3490 954.4842 17.4356 17869 2 477.7458 ‐0.8964
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 3253.6190 1228.6032 18.5871 16333 2 614.8052 ‐1.2540
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 3899.1850 2776.3991 23.8493 12412 3 926.1379 0.8960
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1096.5898 WVILGHSER 12243.5200 1096.5901 15.8918 4175 2 548.7987 ‐1.2971
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1549.7744 EEDIDGFLVGGASLK 909.2931 1549.8065 19.3498 134123 2 775.4069 20.1611
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1475.7853 AATSLTAPPSFSGLR 584.4099 1475.8150 18.8260 24024 2 738.4111 19.4348
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 964.3730 1821.9516 22.4111 7931 2 911.4794 5.92
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 3180.6059 IIYGGSVNGGNSAELAKEEDIDGFLVGGA 162.4498 3180.5533 20.3472 3572 3 1060.8559 ‐15.4472
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1618.8660 VASPQQAQEVHVAVR 239.5400 1618.8983 16.8783 2345 3 540.3043 18.9093
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1649.8493 IIYGGSVNGGNSAELAK 652.9990 1649.8545 17.3230 1627 2 825.4309 2.25
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(18) 2009.0009 GGAFTGEISVEQLKDLGCK 321.5051 2008.9743 25.5095 1156 2 1004.9908 ‐12.6079
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 720.9394 2349.1917 22.1245 1656 2 1175.0995 ‐7.1899
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(9) 1613.7992 EAGKTFDVCFAQLK 267.8406 1613.8030 22.0047 887 2 807.4051 1.37
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 698.3580 LGHSER 2273.3660 698.3595 15.8870 1313 1 698.3595 1.97
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 561.2780 GGNWK 93.2910 561.2775 19.5089 1244 1 561.2775 ‐1.4986
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 Carbamidomethyl+C(2) 1186.5885 ACIGEKLEER 258.9571 1186.5826 20.3520 1159 1 1186.5826 ‐3.4375
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1461.0600 33573.8825 18 55.24 None 1632.8228 IIYGGSVNGGNSAELAK 542.7249 1632.8311 16.8521 2191 3 544.9485 4.0655
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1271.6266 GLTFDSGGYNIK 3462.5110 1271.6266 26.4442 9663 2 636.3169 ‐0.8938
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1318.6233 TIEVNNTDAEGR 4242.0040 1318.6256 16.6438 9639 2 659.8165 0.9706
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 2150.1703 ELINSPANVLTPAVLAEEAAK 2141.1190 2150.1708 35.7361 9597 2 1075.5891 0.9646
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1376.5070 1850.9358 20.0068 7964 2 925.9715 2.65
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 1286.6420 2289.0703 32.4129 3754 2 1145.0388 0.9558
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1678.9050 ISFTAKEIDVIEWK 1757.7800 1678.8886 22.0920 6957 2 839.9479 ‐9.9056
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1937.9662 ASQSTSAAIVLASSVSDESK 338.8126 1937.9486 34.3402 1796 2 969.4779 ‐8.7315
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1163.5473 SGVADMVNTGGR 532.8572 1163.5578 17.6148 1148 2 582.2825 7.93
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1448.7380 DGNSKFENPILSK 1879.4830 1448.7328 22.4747 3139 2 724.8700 ‐4.1402
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1806.9749 KSGTGFGVATLVEWVQK 957.1480 1806.9778 20.2424 2915 2 903.9925 1.24
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1587.8701 LAKEVIAASERSGEK 849.2220 1587.8604 23.8374 1401 3 529.9583 ‐6.7232
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1854.8756 VASTYSDVFTANILNEE 330.7499 1854.8675 31.0641 7609 2 927.9374 ‐4.1954
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1002.5619 TLVEWVQK 192.3395 1002.5613 20.9971 1443 2 501.7843 ‐1.9336
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 1198.5739 DGNSKFENPIL 204.9951 1198.5668 22.1298 1382 1 1198.5668 ‐4.4122
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 Carbamidomethyl+C(11) 1287.6402 LTLADALVYACN 195.8193 1287.6443 18.7318 1282 2 644.3258 2.36
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 None 863.4217 ASERSGEK 153.4280 863.4256 22.1282 934 1 863.4256 4.89
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 431.4050 54794.5679 21 20.96 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 238.6006 1832.9152 19.7865 1118 2 916.9612 ‐3.1054
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 187.0814 54794.5679 21 20.96 None 2150.1703 ELINSPANVLTPAVLAEEAAK 2149.5120 2150.1708 35.7361 9597 2 1075.5891 1.0681
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 187.0814 54794.5679 21 20.96 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 1326.3310 2289.0703 32.4129 3754 2 1145.0388 1.0733
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 187.0814 54794.5679 21 20.96 None 1937.9662 ASQSTSAAIVLASSVSDESK 304.1855 1937.9486 34.3402 1796 2 969.4779 ‐8.6495
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 187.0814 54794.5679 21 20.96 None 1031.5408 EIDVIEWK 2441.5290 1031.5390 29.1854 856 1 1031.5390 ‐0.6270
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 1646.7756 NEEDVSPSLEGLTEK 44936.4600 1646.7787 26.0113 16595 2 823.8930 1.73
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 1573.6628 SFYGSGGDYSMFAGK 3680.2860 1573.6664 28.5831 10313 2 787.3368 1.61
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 866.4618 VFDVTTGK 4490.1340 866.4620 19.1279 6460 2 433.7346 ‐1.4293
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 1362.6536 EINTLNDWETK 24424.4800 1362.6554 25.4288 6449 2 681.8313 0.6328
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 973.5201 PSLEGLTEK 328.1764 973.5217 24.6716 4558 2 487.2645 0.3303
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 10338.4200 11031.2792 9 49.00 None 1629.7490 NEEDVSPSLEGLTEK 362.1053 1629.7519 28.1945 1437 3 543.9221 1.1541
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1041.0420 11031.2792 9 49.00 None 1573.6628 SFYGSGGDYSMFAGK 2823.4010 1573.6664 28.5831 10313 2 787.3368 2.0312
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1041.0420 11031.2792 9 49.00 None 866.4618 VFDVTTGK 7719.1420 866.4620 19.1279 6460 2 433.7346 ‐1.4557
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1041.0420 11031.2792 9 49.00 None 767.3934 FDVTTGK 3065.0390 767.3939 19.1302 2234 1 767.3939 1.0044
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 3993.9480 11451.8423 9 56.52 None 1213.6899 GKDLAELIAAGR 6336.0190 1213.6902 27.2167 13854 2 607.3487 ‐0.7289
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 3993.9480 11451.8423 9 56.52 None 1028.5735 DLAELIAAGR 21597.6400 1028.5740 30.8560 12052 2 514.7906 ‐0.8468
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 3993.9480 11451.8423 9 56.52 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGG 1769.1870 2598.2803 21.9053 9238 3 866.7650 2.0080
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 3993.9480 11451.8423 9 56.52 None 2130.1176 DILGSVGAETEDSQIELLLK 2912.8790 2130.1161 38.1944 7867 2 1065.5617 ‐0.0119
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 3993.9480 11451.8423 9 56.52 None 730.3730 GAPAAESK 294.4189 730.3708 19.7194 14956 1 730.3708 ‐2.9923
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 2778.2460 11451.8423 9 56.52 None 1213.6899 GKDLAELIAAGR 4792.3770 1213.6902 27.2167 13854 2 607.3487 ‐0.7202
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 2778.2460 11451.8423 9 56.52 None 1028.5735 DLAELIAAGR 9891.3420 1028.5740 30.8560 12052 2 514.7906 ‐0.8568
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 2778.2460 11451.8423 9 56.52 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGG 1748.5010 2598.2803 21.9053 9238 3 866.7650 1.51
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 2778.2460 11451.8423 9 56.52 None 2130.1176 DILGSVGAETEDSQIELLLK 3912.0670 2130.1161 38.1944 7867 2 1065.5617 0.0896



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1204.6208 NVVLDEFGSPK 22997.1000 1204.6231 26.7078 34715 2 602.8152 0.9366
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1290.6172 VGAATETELEDR 8944.4530 1290.6172 18.8245 30669 2 645.8122 ‐0.8160
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1479.7478 GYISPQFVTNPEK 33884.1800 1479.7492 26.0490 30446 2 740.3783 0.4738
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 71039.8400 2247.1136 40.7819 27993 2 1124.0604 ‐0.7325
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1904.9560 DSTTLIADAASKDELQAR 17332.4500 1904.9580 26.2304 27673 3 635.6575 0.6499
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1062.5578 LLAEFENAR 7334.8170 1062.5586 24.3719 27045 2 531.7830 ‐0.4740
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1753.9265 AIELPNAMENAGAALIR 6394.3630 1753.9269 20.1186 25984 2 877.4671 0.2305
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1561.6904 ELFETDSVYDSEK 22986.4100 1561.6923 26.1707 25651 2 781.3498 0.8595
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1043.5844 VVNDGVTIAR 23799.5800 1043.5845 18.8170 22975 2 522.2959 ‐1.1700
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 33172.4700 1271.6791 17.0381 18316 2 636.3432 0.2711
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1257.7049 TVQGLIEELQK 26427.3300 1257.7061 31.6397 17252 2 629.3567 0.0710
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1650.7929 TNDSAGDGTTTASILAR 5099.0250 1650.7962 22.2762 16294 2 825.9018 1.81
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1097.5660 APAAAAPEGLMV 1595.3080 1097.5667 28.5252 15444 2 549.2870 ‐0.5317
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 2250.2955 APLLIIAEDVTGEALATLVVNK 12308.2900 2250.3001 25.7495 11277 3 750.7715 1.67
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 898.5720 GVLNVVAVK 14265.5700 898.5720 25.7130 10970 2 449.7896 ‐1.6226
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 940.5714 DIIPILEK 9733.8760 940.5712 30.5010 9236 2 470.7892 ‐1.6338
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAI 2416.9620 2916.6224 23.0844 8380 3 972.8790 1.21
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 843.5298 LSGGVAVIK 5054.3420 843.5294 20.4976 7742 2 422.2683 ‐2.1475
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1111.4538 ETFEDADER 7988.9050 1111.4547 16.0466 7396 2 556.2310 ‐0.3567
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 843.4934 LGADIVQK 5967.3990 843.4924 18.5215 6506 2 422.2498 ‐2.9174
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 886.4993 AALQAGIDK 13114.3800 886.4972 17.2383 5530 2 443.7523 ‐3.8293
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 477.0291 1580.7357 16.7032 1285 2 790.8715 ‐21.8093
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 2165.0680 EVASKTNDSAGDGTTTASILAR 1777.7000 2165.0709 23.6817 825 2 1083.0391 2.0808
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 730.4094 GADIVQK 618.4836 730.4090 18.5227 3251 1 730.4090 ‐0.3865
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 586.3923 GVAVIK 868.2416 586.3913 21.0800 2905 1 586.3913 ‐1.9973
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1090.5779 VVLDEFGSPK 290.9667 1090.5778 26.8341 2436 2 545.7926 ‐1.2514
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 742.4822 LNVVAVK 3280.7600 742.4819 25.7124 2014 1 742.4819 ‐0.2131
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1144.5957 GDGTTTASILAR 401.4386 1144.5913 20.2554 1877 2 572.7993 ‐4.8880
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 599.3763 PILEK 4817.4140 599.3775 30.4965 1500 1 599.3775 1.41
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 712.4604 IPILEK 1180.2010 712.4598 30.4945 980 1 712.4598 ‐0.6951
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1387.7176 IADAASKDELQAR 753.0221 1387.7207 26.3026 923 2 694.3640 1.84
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1020.5030 GSMIADAIDK 3761.7910 1020.5029 40.7903 810 1 1020.5029 0.7920
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 992.4531 TETELEDR 839.5070 992.4518 18.8064 774 1 992.4518 ‐0.3999
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1327.6787 PNAMENAGAALIR 389.3961 1327.6714 20.1080 752 1 1327.6714 ‐3.6329
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8691.4200 62243.1879 73 51.71 None 1543.6799 ELFETDSVYDSEK 195.3374 1543.6876 23.3665 1329 2 772.3475 4.50
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1204.6208 NVVLDEFGSPK 28041.2700 1204.6231 26.7078 34715 2 602.8152 0.9444
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1479.7478 GYISPQFVTNPEK 45434.7900 1479.7492 26.0490 30446 2 740.3783 0.5095
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 60847.7700 2247.1136 40.7819 27993 2 1124.0604 ‐0.6192
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1062.5578 LLAEFENAR 2985.7670 1062.5586 24.3719 27045 2 531.7830 ‐0.4805
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1043.5844 VVNDGVTIAR 18616.2000 1043.5845 18.8170 22975 2 522.2959 ‐1.1785
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1257.7049 TVQGLIEELQK 19980.4800 1257.7061 31.6397 17252 2 629.3567 0.0842
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1097.5660 APAAAAPEGLMV 1458.8560 1097.5667 28.5252 15444 2 549.2870 ‐0.5347
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 898.5720 GVLNVVAVK 11484.1400 898.5720 25.7130 10970 2 449.7896 ‐1.6457
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 940.5714 DIIPILEK 8142.7460 940.5712 30.5010 9236 2 470.7892 ‐1.6527
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 843.4934 LGADIVQK 9389.3530 843.4924 18.5215 6506 2 422.2498 ‐2.9462
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1142.5661 LGGGNQQQGQR 615.2839 1142.5502 23.1601 3623 2 571.7787 ‐15.0188
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 889.4639 APGFGERR 131.6134 889.4565 17.9704 1310 2 445.2319 ‐9.8949
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 2746.3564 DDIRAVASISAGNDDLIGSMIADAIDK 530.3791 2746.3639 40.0757 832 3 916.1262 2.66
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 845.4476 NDGVTIAR 6802.3270 845.4479 18.8148 3428 1 845.4479 0.9572
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 730.4094 GADIVQK 3486.6230 730.4090 18.5227 3251 1 730.4090 ‐0.2524
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 849.4465 APAAAAPEGL 608.5117 849.4445 28.5048 2982 1 849.4445 ‐1.8107
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 827.4370 NDGVTIAR 174.2456 827.4409 19.0607 2020 2 414.2241 3.0733
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 742.4822 LNVVAVK 3609.2070 742.4819 25.7124 2014 1 742.4819 ‐0.0805
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 779.3570 DEFGSPK 1047.4300 779.3600 26.7240 1675 1 779.3600 4.1766
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 599.3763 PILEK 2962.5770 599.3775 30.4965 1500 1 599.3775 1.49
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 629.3981 NVVAVK 4934.4080 629.3982 25.7082 1125 1 629.3982 0.0324
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 712.4604 IPILEK 703.6974 712.4598 30.4945 980 1 712.4598 ‐0.5587
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1146.5790 SPQFVTNPEK 1135.5680 1146.5779 26.0412 896 1 1146.5779 0.4614
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5120.0770 62243.1879 73 51.71 None 1020.5030 GSMIADAIDK 2818.6460 1020.5029 40.7903 810 1 1020.5029 0.8890
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1753.9265 AIELPNAMENAGAALIR 13353.3400 1753.9269 20.1186 25984 2 877.4671 0.1931
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 31819.7500 1271.6791 17.0381 18316 2 636.3432 ‐0.0574
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 2250.2955 APLLIIAEDVTGEALATLVVNK 18433.9800 2250.3001 25.7495 11277 3 750.7715 1.78
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAI 2253.7130 2916.6224 23.0844 8380 3 972.8790 1.19
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1579.8802 HGLLSVTSGANPVSLK 934.2909 1579.8869 16.9590 7841 3 527.3005 3.1668
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 706.4677 2247.1128 22.9522 1530 2 1124.0601 ‐0.8243
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1479.7478 GYISPQFVTNPEK 576.0914 1479.7756 23.8137 4190 2 740.3915 18.1055
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1204.6208 NVVLDEFGSPK 356.2002 1204.6386 18.8738 1760 2 602.8229 13.3845
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1257.7049 TVQGLIEELQK 357.1161 1257.6802 16.8311 1495 2 629.3438 ‐20.8160
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1418.7122 VGAATETELEDRK 310.7876 1418.7152 17.9280 1014 2 709.8613 1.89
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 2746.3564 DDIRAVASISAGNDDLIGSMIADAIDK 1887.5360 2746.3546 22.9361 1416 3 916.1230 ‐0.1377
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1099.5742 DDIRAVASISA 228.7093 1099.5692 21.9090 2292 1 1099.5692 ‐3.2799
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1059.5469 PQFVTNPEK 150.8167 1059.5451 24.0412 1378 1 1059.5451 ‐0.6178
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1932.7240 62243.1879 73 51.71 None 1327.6787 PNAMENAGAALIR 517.9958 1327.6714 20.1080 752 1 1327.6714 ‐3.4419
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1514.8213 LAGVLDVYEAHLSK 39604.5500 1514.8217 17.9014 53001 3 505.6121 ‐0.4294
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 6117.7850 2349.2057 21.2193 29688 2 1175.1065 ‐1.8175
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 584.2715 YSFPA 2096.4240 584.2715 23.8067 28586 1 584.2715 ‐0.3684
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 16496.2900 2892.5166 25.4255 23620 3 964.8437 ‐0.2379
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 886.5608 ALVTLIEK 9714.6180 886.5602 26.4244 18714 2 443.7837 ‐2.2050
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1102.5680 VYGPHFASPK 3464.8620 1102.5680 19.8736 14595 2 551.7876 ‐1.1584



NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 914.4942 SQGPDLLGK 3573.9270 914.4933 20.7922 3531 2 457.7503 ‐2.4202
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1419.7552 GVAFETIPVDLMK 31937.1300 1419.7422 20.3887 75791 2 710.3747 ‐9.7511
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1042.6619 RALVTLIEK 1501.2300 1042.6628 24.3264 7146 2 521.8350 ‐0.4137
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 702.4396 VTLIEK 5546.8860 702.4395 26.4279 5075 1 702.4395 ‐0.2432
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 702.3855 PVDLMK 152.6135 702.3839 20.4124 2693 1 702.3839 ‐2.1815
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1306.7042 PFTDYLVGPIGK 308.0522 1306.7091 25.4719 1729 2 653.8582 2.23
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1174.6103 LDVYEAHLSK 263.5123 1174.6079 17.2631 1553 2 587.8076 ‐3.0443
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 7928.6070 24145.9233 14 50.70 None 1084.5574 VYGPHFASPK 89.1277 1084.5510 20.0075 2075 1 1084.5510 ‐4.7939
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 1118.6092 IPVLVDGDYK 2238.9710 1118.6076 25.7550 29005 2 559.8074 ‐2.5930
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 1577.8421 LAEVLDVYEAQLSK 12768.1100 1577.8423 31.8744 17339 2 789.4248 ‐0.1862
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 1409.8039 VLTIYAPLFASSK 3553.2640 1409.8057 20.6397 11958 2 705.4065 0.6500
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 1417.4810 3149.6170 25.5002 7891 3 1050.5439 ‐0.2208
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 1390.7365 QPEYLAIQPFGK 2692.6880 1390.7394 30.4722 7433 2 695.8733 1.94
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 858.5295 AVVTLVEK 3240.8260 858.5282 21.0504 5289 2 429.7678 ‐3.0672
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 914.4942 SQGPDLLGK 3573.9270 914.4933 20.7922 3531 2 457.7503 ‐2.4202
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 688.4240 VTLVEK 2597.6390 688.4241 21.0485 2124 1 688.4241 0.1798
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 589.3556 TLVEK 143.2065 589.3552 20.9865 1501 1 589.3552 ‐0.8801
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1762.0780 24230.0320 18 44.19 None 987.5146 PVLVDGDYK 216.1408 987.5136 26.6156 791 2 494.2604 ‐2.4102
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 1118.6092 IPVLVDGDYK 5411.2430 1118.6076 25.7550 29005 2 559.8074 ‐2.5939
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 1577.8421 LAEVLDVYEAQLSK 13484.6600 1577.8423 31.8744 17339 2 789.4248 ‐0.1406
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 1390.7365 QPEYLAIQPFGK 1196.3590 1390.7394 30.4722 7433 2 695.8733 1.60
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 858.5295 AVVTLVEK 4837.4670 858.5282 21.0504 5289 2 429.7678 ‐3.0944
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 688.4240 VTLVEK 2494.9910 688.4241 21.0485 2124 1 688.4241 0.3193
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 809.4040 LVDGDYK 159.0527 809.4042 28.0668 2054 1 809.4042 0.6721
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 589.3556 TLVEK 223.0298 589.3552 20.9865 1501 1 589.3552 ‐0.7280
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1376.5290 24230.0320 18 44.19 None 1559.8316 LAEVLDVYEAQLSK 866.2321 1559.8311 32.7030 843 2 780.4192 ‐0.5914
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 266.6715 48099.9890 5 11.86 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 1829.4430 2607.3573 37.4634 5744 3 869.7906 0.6277
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 266.6715 48099.9890 5 11.86 None 1310.6297 GLDFSALMDDVK 1518.3690 1310.6307 35.6851 5168 2 655.8190 ‐0.0109
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 266.6715 48099.9890 5 11.86 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 2849.7320 1404.7257 21.3223 4901 2 702.8665 ‐1.0975
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 266.6715 48099.9890 5 11.86 None 1759.8394 LAGSTFMEYLPMGGSAK 275.5841 1759.8735 27.2190 3477 2 880.4404 19.5001
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 266.6715 48099.9890 5 11.86 None 2134.9440 HFAFFDMAYQGFASGDPAR 322.6892 2134.9761 38.3075 1380 2 1067.9917 15.8776
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 1487.7740 DTYPDDLLAPVLR 6801.7790 1487.7753 35.0386 4730 2 744.3913 0.4136
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 1400.8520 2334.1388 18.1092 4545 3 778.7178 2.76
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 957.5880 GLPVLGVFR 3804.1570 957.5893 20.2056 3658 2 479.2983 ‐0.1025
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 1934.0018 GNFKDTYPDDLLAPVLR 2616.5160 1934.0033 33.7318 1774 3 645.3393 0.3900
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 2464.2460 KDGTTTAGNSSQVSDGAGAVLLMKR 1201.7550 2464.2493 20.2756 6423 3 822.0879 1.41
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 2090.1029 RGNFKDTYPDDLLAPVLR 1217.4540 2090.0992 24.9272 1857 2 1045.5532 ‐1.1587
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 1594.9414 DEIIPVKTKLVDPK 473.3328 1594.9524 17.4963 995 3 532.3223 6.18
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 425.4528 49091.9856 10 10.17 None 2072.0924 RGNFKDTYPDDLLAPVLR 329.5470 2072.0877 25.1208 1099 3 691.3674 ‐2.5069
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 426.5414 49091.9856 10 10.17 None 1487.7740 DTYPDDLLAPVLR 7602.2000 1487.7753 35.0386 4730 2 744.3913 0.4500
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 426.5414 49091.9856 10 10.17 None 1934.0018 GNFKDTYPDDLLAPVLR 5778.4450 1934.0033 33.7318 1774 3 645.3393 0.1858
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1365.7161 FDLRDFAGISPK 1384.6160 1365.7154 18.3408 4419 2 683.3614 ‐1.1925
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1502.7883 GLEEKELVAMAANK 2805.6120 1502.7883 26.8866 3373 2 751.8978 ‐0.4681
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1461.7948 EVEHSLLLVSPAPA 503.4383 1461.7803 18.9426 4520 3 487.9316 ‐10.6336
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 Carbamidomethyl+C(11) 2258.0758 DLSFDYKPTSCGNIQEQKK 152.3376 2258.0229 31.0439 2791 2 1129.5151 ‐22.5089
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1492.8006 TLISGENGNILFSK 717.4929 1492.7755 29.4153 1621 2 746.8914 ‐17.2587
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1853.9578 MATDSFIKLNPISFNR 1409.8840 1853.9688 21.9001 3723 4 464.2477 4.17
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 505.2518 SFNR 77.7088 505.2506 20.6030 5150 1 505.2506 ‐2.8865
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1339.6562 GLEEKELVAMAAN 330.4395 1339.6515 25.9269 2070 2 670.3294 ‐4.2490
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 767.4662 LLVSPAPA 307.8248 767.4661 18.1984 1526 1 767.4661 0.1005
NP_180885.1 thioredoxin like 1 3 Arabidopsis thaliana 277.9539 31363.8641 10 9.52 None 1200.6371 DLRDFAGISPK 232.7286 1200.6324 15.9174 868 2 600.8198 ‐4.9593
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 305.9043 32702.2169 4 10.89 None 1443.7876 IVLEMAGVENALGK 1223.5140 1443.7904 19.1179 9180 2 722.3989 1.30
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 305.9043 32702.2169 4 10.89 None 1809.0164 VMLRPASPGTGVIAGGAVR 3741.8340 1809.0183 15.9282 5220 3 603.6776 0.3293
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 305.9043 32702.2169 4 10.89 None 970.4550 DIYVMDSK 210.4436 970.4746 18.8764 7877 1 970.4746 20.9470
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 305.9043 32702.2169 4 10.89 None 1412.7645 SIVSFSSFLNRR 231.7859 1412.7356 25.5985 1122 1 1412.7356 ‐18.0994
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 814.2840 17214.1084 4 24.36 None 1147.5477 VELSDAGEAEK 2863.7010 1147.5476 17.4076 8376 2 574.2774 ‐1.1993
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 814.2840 17214.1084 4 24.36 None 3016.5150 VVEVNEELTESPGLVNSSPYEQGWIIK 3538.0590 3016.5155 35.2714 4319 3 1006.1767 0.6195
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 814.2840 17214.1084 4 24.36 None 1661.7918 YADSHEWVKIDGNK 547.4330 1661.8014 27.7687 3599 2 831.4044 5.54
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 814.2840 17214.1084 4 24.36 None 1644.7653 YADSHEWVKIDGNK 226.8667 1644.7717 26.7602 1818 3 548.9288 3.36
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 33830.2800 2329.1976 21.0183 60732 2 1165.1024 ‐1.4523
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1332.7005 GILAADESTGTIGK 17721.5400 1332.6993 22.9146 30393 2 666.8533 ‐1.7109
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1488.8016 GILAADESTGTIGKR 5515.1840 1488.8004 21.3164 22224 3 496.9383 ‐1.5486
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1444.7390 LASINVENVESNR 773.8345 1444.7445 35.2721 9797 2 722.8759 3.76
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 1913.4630 3135.6052 36.8203 8528 3 1045.8733 1.1872
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 2152.1145 IGVNEPSQLAIHENAYGLAR 1105.8290 2152.1180 27.4695 7489 3 718.0442 1.09
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1296.6140 SSDGTPFVDMLK 9221.9920 1296.6159 31.2775 5934 2 648.8116 0.6577
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1320.7270 VAPEVIAEHTVR 5893.9750 1320.7251 21.5005 4563 3 440.9132 ‐2.3156
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 933.5152 AQEAFLVR 1156.4910 933.5152 22.6302 1067 1 933.5152 0.6824
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1600.8402 LASINVENVESNRR 2385.4900 1600.8407 22.0507 4553 3 534.2851 ‐0.2962
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1495.7387 ANSEATLGAYKGDAK 1501.4270 1495.7345 17.4477 3095 3 499.2497 ‐3.5052
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 Carbamidomethyl+C(1) 1783.8644 CKANSEATLGAYKGDAK 895.0048 1783.8470 26.7610 2211 2 892.4272 ‐9.6496
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 3064.5837 FADELIANAAYIGTPGKGILAADESTGTIG 1261.4680 3064.5806 35.5529 2005 3 1022.1984 ‐0.5587
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 1660.9017 EENVKKAQEAFLVR 436.9625 1660.9101 24.7716 875 3 554.3082 4.00
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 792.4098 ESTGTIGK 185.4961 792.4114 24.4927 2036 1 792.4114 2.63
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3962.9030 38729.0214 36 48.04 None 671.3399 FADELI 340.8800 671.3400 37.2348 1760 1 671.3400 0.0682
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1045.5459 NLNAMNQLK 4739.1730 1045.5449 21.3153 31000 2 523.2761 ‐2.1844
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1332.7005 GILAADESTGTIGK 13374.4400 1332.6993 22.9146 30393 2 666.8533 ‐1.6901
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1488.8016 GILAADESTGTIGKR 6317.8240 1488.8004 21.3164 22224 3 496.9383 ‐1.7001
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1444.7390 LASINVENVESNR 907.4440 1444.7445 35.2721 9797 2 722.8759 3.97



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 1159.2950 3135.6052 36.8203 8528 3 1045.8733 0.8407
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 2152.1145 IGVNEPSQLAIHENAYGLAR 1180.0510 2152.1180 27.4695 7489 3 718.0442 1.1508
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1296.6140 SSDGTPFVDMLK 5317.8780 1296.6159 31.2775 5934 2 648.8116 0.6748
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1320.7270 VAPEVIAEHTVR 7432.3500 1320.7251 21.5005 4563 3 440.9132 ‐2.4472
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 933.5152 AQEAFLVR 1029.3070 933.5152 22.6302 1067 1 933.5152 0.7905
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1600.8402 LASINVENVESNRR 2915.5600 1600.8407 22.0507 4553 3 534.2851 ‐0.4610
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1124.5582 ANSEATLGAYK 499.8924 1124.5727 19.5519 1184 2 562.7900 11.00
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 3064.5837 FADELIANAAYIGTPGKGILAADESTGTIG 686.0057 3064.5806 35.5529 2005 3 1022.1984 ‐0.8968
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1416.7190 SINVENVESNRR 429.5724 1416.7210 21.0462 4005 2 708.8641 0.8667
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1318.6961 LAADESTGTIGKR 1214.9740 1318.6936 21.3111 3107 2 659.8504 ‐2.6835
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 818.4189 NAMNQLK 328.4383 818.4175 21.3114 3101 1 818.4175 ‐1.2445
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 671.3399 FADELI 246.0175 671.3400 37.2348 1760 1 671.3400 0.2099
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1049.5109 AADESTGTIGK 1868.9990 1049.5080 22.9164 1279 1 1049.5080 ‐1.6572
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 978.4738 ADESTGTIGK 2436.3180 978.4735 22.9168 1253 1 978.4735 0.5624
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 712.3737 AEHTVR 151.7877 712.3765 22.5806 1173 1 712.3765 4.1060
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1676.1840 38729.0214 36 48.04 None 1106.5477 ANSEATLGAYK 295.3843 1106.5446 18.5807 4031 2 553.7759 ‐3.9294
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1573.8432 VNQIGSVTESIEAVK 15021.0500 1573.8403 27.9142 60582 2 787.4238 ‐2.1437
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 2005.0600 VTAAVPSGASTGIYEALELR 48067.4400 2005.0591 33.7501 47463 2 1003.0332 ‐0.0150
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1174.6830 AGAVVSGIPLYK 36256.7100 1174.6832 27.2391 31378 2 587.8452 ‐0.8903
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 32149.8600 3000.3588 38.7865 30454 3 1000.7911 0.8729
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1852.9700 LAMQEFMILPVGAASFK 11779.5000 1852.9702 22.7461 26170 2 926.9887 0.3224
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1896.9338 IEEELGSEAIYAGVNFR 3025.3140 1896.9376 31.8779 18412 2 948.9724 2.19
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 12022.9600 2324.0459 24.8018 15169 3 775.3535 1.39
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 2089.8030 2252.1267 22.9410 13935 2 1126.5670 ‐0.2266
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 2670.1380 3220.4087 38.0373 13772 3 1074.1411 0.2059
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 Carbamidomethyl+C(2) 918.5077 SCNALLLK 6227.4670 918.5069 22.2904 12668 2 459.7571 ‐2.3948
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 5931.3840 2420.1600 32.1672 11728 2 1210.5837 ‐2.2227
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 2897.4527 VTAAVPSGASTGIYEALELRDGGSDYLG 3684.0710 2897.4518 22.8299 7647 3 966.4888 0.0249
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1212.6194 MGVEVYHHLK 7862.9750 1212.6210 19.6310 6355 3 404.8785 0.3760
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 801.4716 EGLELLK 6162.0710 801.4717 25.9721 5972 2 401.2395 ‐1.5910
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 2452.1375 KYGQDATNVGDEGGFAPNIQENK 2181.1520 2452.1421 23.6359 1800 3 818.0522 1.71
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 781.4203 VNQIGSVT 222.6083 781.4180 29.0173 7269 2 391.2126 ‐4.6813
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 592.3202 GVNFR 390.1009 592.3201 33.1934 4282 1 592.3201 ‐0.5044
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 672.4291 GLELLK 312.3562 672.4297 24.0973 2858 1 672.4297 0.9054
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 842.4367 PNIQENK 217.3789 842.4389 26.1144 2151 1 842.4389 3.0327
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 876.5189 VSGIPLYK 237.0982 876.5216 27.2444 1754 1 876.5216 3.25
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 777.4505 SGIPLYK 432.8317 777.4539 27.2319 1415 1 777.4539 4.24
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7812.2980 48004.5112 41 52.70 None 1194.6088 MGVEVYHHLK 104.0913 1194.6017 20.4698 5355 1 1194.6017 ‐4.5332
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 1573.8432 VNQIGSVTESIEAVK 16069.7000 1573.8403 27.9142 60582 2 787.4238 ‐2.0986
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 2005.0600 VTAAVPSGASTGIYEALELR 69195.1300 2005.0591 33.7501 47463 2 1003.0332 0.0738
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 1174.6830 AGAVVSGIPLYK 44068.3600 1174.6832 27.2391 31378 2 587.8452 ‐0.8855
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 24155.0700 3000.3588 38.7865 30454 3 1000.7911 0.5424
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 1896.9338 IEEELGSEAIYAGVNFR 1265.6350 1896.9376 31.8779 18412 2 948.9724 2.98
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 2792.4270 3220.4087 38.0373 13772 3 1074.1411 ‐0.1507
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 Carbamidomethyl+C(2) 918.5077 SCNALLLK 10351.8200 918.5069 22.2904 12668 2 459.7571 ‐2.4159
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 5997.8610 2420.1600 32.1672 11728 2 1210.5837 ‐2.0919
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 1212.6194 MGVEVYHHLK 9304.1880 1212.6210 19.6310 6355 3 404.8785 0.2572
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7122.4450 48004.5112 41 52.70 None 876.5189 VSGIPLYK 472.9818 876.5216 27.2444 1754 1 876.5216 3.79
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 1852.9700 LAMQEFMILPVGAASFK 8785.2530 1852.9702 22.7461 26170 2 926.9887 0.3447
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 6049.1680 2252.1267 22.9410 13935 2 1126.5670 0.0366
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 2897.4527 VTAAVPSGASTGIYEALELRDGGSDYLG 1542.4180 2897.4518 22.8299 7647 3 966.4888 0.4030
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 1174.6830 AGAVVSGIPLYK 2182.2830 1174.6838 17.0811 7099 2 587.8455 ‐0.8071
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 2005.0600 VTAAVPSGASTGIYEALELR 2805.0340 2005.0602 19.7941 6184 2 1003.0338 0.6777
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 1573.8432 VNQIGSVTESIEAVK 5205.2780 1573.8415 17.2536 4553 2 787.4244 ‐1.4960
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 422.6547 2585.2655 18.8982 8582 3 862.4267 7.1285
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 1563.8013 PSGASTGIYEALELR 277.7109 1563.8085 19.1564 8236 2 782.4079 4.1345
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1098.0370 48004.5112 41 52.70 None 1199.6379 NGSQKISGDALK 234.5352 1199.6401 18.9408 2567 2 600.3237 0.4535
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1453.7546 FVIGGPHGDAGLTGR 14327.5900 1453.7549 15.6003 43299 3 485.2565 ‐0.5942
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1043.5302 NDGGAMIPIR 5108.6720 1043.5297 23.2318 15360 2 522.2685 ‐1.7826
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1761.8555 YLDDNTIFHLNPSGR 3868.9550 1761.8576 18.1952 14954 3 587.9574 0.7050
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1525.9200 TGTIPDKDILVLIK 7950.7250 1525.9229 19.1695 13074 3 509.3125 1.71
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1141.6113 TIFHLNPSGR 14405.8300 1141.6117 15.3864 9578 2 571.3095 ‐0.6824
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 2450.1360 2383.2748 26.5394 9306 4 596.5742 ‐0.1953
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1932.4180 2649.3401 27.6647 8639 4 663.0905 0.5675
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 967.5095 TQVTVEYK 6986.4250 967.5072 17.6787 7125 2 484.2572 ‐3.7547
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 928.4556 1229.6092 21.2751 1773 3 410.5412 ‐1.2489
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1936.8923 ETFLFTSESVNEGHPDK 954.9880 1936.8611 27.2884 3499 3 646.2919 ‐16.4914
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1988.1400 SGAYIVRQAAKSVVAAGLAR 415.0502 1988.1540 20.5270 1357 3 663.3895 6.73
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 657.4042 VAAGLAR 80.9760 657.4073 20.4898 3033 1 657.4073 4.94
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 927.4795 FHLNPSGR 2413.8460 927.4787 15.3879 1665 2 464.2430 ‐2.3490
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 1372.7332 PDIAQGVHGHLTK 206.3456 1372.7384 26.3133 1357 2 686.8728 3.1033
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 643.3522 LNPSGR 879.4310 643.3535 15.3887 1166 1 643.3535 1.48
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1982.0680 42953.7605 16 39.74 None 639.3348 TVEYK 83.3649 639.3321 19.0421 935 1 639.3321 ‐4.4723
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 1989.9552 GFGFVTYDSSQEVQNAIK 14922.3900 1989.9560 31.4720 27513 2 995.4816 0.8091
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 1018.4800 SLDGADLDGR 13322.9100 1018.4786 19.2487 17414 2 509.7430 ‐2.6408
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 1024.4946 EQSFSADLK 1936.7540 1024.4922 20.8745 11550 2 512.7497 ‐3.6173
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 861.3625 EQSFSADL 266.7568 861.3633 22.5865 1285 1 861.3633 1.46
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 1381.6594 YDSSQEVQNAIK 763.6723 1381.6536 33.5703 938 1 1381.6536 ‐2.2010
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1450.7370 30717.9789 9 12.80 None 1171.5055 GFGFVTYDSSQ 257.1416 1171.5003 28.8177 878 1 1171.5003 ‐2.9891



NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1577.8450 30717.9789 9 12.80 None 1989.9552 GFGFVTYDSSQEVQNAIK 25333.1700 1989.9560 31.4720 27513 2 995.4816 0.8964
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1577.8450 30717.9789 9 12.80 None 1381.6594 YDSSQEVQNAIK 766.4431 1381.6536 33.5703 938 1 1381.6536 ‐2.1503
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1577.8450 30717.9789 9 12.80 None 1171.5055 GFGFVTYDSSQ 213.4781 1171.5003 28.8177 878 1 1171.5003 ‐2.9114
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 2504.0490 23104.6172 2 12.8 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 34408.6500 1631.8351 39.0116 20312 2 816.4212 2.63
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 2504.0490 23104.6172 2 12.8 None 1159.5711 LTNSLMMHGR 220.8307 1159.5631 29.3109 1987 2 580.2852 ‐7.9397
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 187.9266 50633.9739 5 9.83 None 1432.7795 ILVGQGNDGVSFVK 2178.5100 1432.7813 16.9313 10445 2 716.8943 0.4998
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 187.9266 50633.9739 5 9.83 Carbamidomethyl+C(11) 1791.9714 IFGVEEPIIVCLQFK 702.4927 1791.9642 22.4457 4420 2 896.4857 ‐3.9579
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 187.9266 50633.9739 5 9.83 None 1615.9054 SPLFGPNLLGITTGTK 2446.6250 1615.9065 20.9446 3395 2 808.4569 0.3581
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 187.9266 50633.9739 5 9.83 None 2318.1412 LPAIGGNEGVTWDDGVYDGVRK 267.6299 2318.0956 22.1609 1745 2 1159.5514 ‐18.3273
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 187.9266 50633.9739 5 9.83 None 1107.5429 GQGNDGVSFVK 171.7457 1107.5467 16.9456 1513 2 554.2770 1.87
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 1438.7940 LGSYALVGLPASYK 1084.3660 1438.7941 18.4917 5349 2 719.9007 ‐0.5364
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 6102.1160 1716.8042 18.0727 4163 2 858.9057 1.79
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 1735.8497 NSVATGEVYPLDSEVR 5607.9630 1735.8518 26.3081 4003 2 868.4295 1.1872
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 3697.3590 1280.6436 18.1649 2575 2 640.8254 0.6794
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 1015.5167 SAAEPQERK 855.8596 1015.5180 25.5333 2398 1 1015.5180 2.54
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 964.5211 AVVAQSYAR 187.9307 964.5366 30.0938 2708 2 482.7719 14.7093
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 730.4094 TLASPNK 73.7252 730.4241 18.1823 1231 1 730.4241 20.2969
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 1979.9781 EASSSFVTRSAAEPQERK 1785.9360 1979.9869 24.8450 1160 2 990.4971 4.76
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 584.3039 TLASPN 59.0783 584.3013 19.0104 4885 1 584.3013 ‐4.6467
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 777.3890 VAQSYAR 102.3908 777.3864 28.2958 2903 1 777.3864 ‐3.1286
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 Carbamidomethyl+C(12) 1698.7905 YSIIIGGENFGCGSSR 575.6403 1698.7900 18.8757 2391 3 566.9348 ‐0.8594
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 997.5061 SAAEPQERK 143.0672 997.5046 24.6561 1196 2 499.2559 ‐2.9291
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1037.9210 27075.4396 13 30.68 None 712.3988 TLASPNK 95.9678 712.3991 19.5420 977 1 712.3991 0.4000
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 None 1334.7467 LIAVVFPSFGER 7500.5310 1334.7497 20.8840 8440 2 667.8785 1.64
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 None 1086.6306 IQGIGAGFVPK 6688.5970 1086.6317 16.7924 7899 2 543.8195 ‐0.2218
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 None 1345.7362 AFGAELVLTEPAK 2087.1830 1345.7349 29.6853 4427 2 673.3711 ‐1.7202
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 2559.6770 2523.2610 42.8904 3166 2 1262.1342 ‐2.6214
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 Carbamidomethyl+C(8) 1078.5310 QSRSDVVCK 1801.3960 1078.5290 22.8087 1339 1 1078.5290 ‐0.7135
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 916.4340 41941.3524 7 20.15 None 938.4730 VFPSFGER 373.5096 938.4745 19.7473 1559 2 469.7409 0.1218
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1035.3590 25459.8123 7 33.48 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 5483.5510 1979.9428 25.1099 8976 3 660.6525 ‐0.2494
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1035.3590 25459.8123 7 33.48 None 1778.9575 VDVSTFEEVLVPIGFK 3607.8140 1778.9608 22.8807 8819 2 889.9840 1.15
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1035.3590 25459.8123 7 33.48 None 1889.0855 ATPLIVHLVDTSSLPLGR 1958.3520 1889.0873 20.7762 7530 3 630.3673 0.5375
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1035.3590 25459.8123 7 33.48 None 990.4931 AEYFSFVK 2497.0720 990.4937 28.5668 6296 2 495.7505 ‐0.7369
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1035.3590 25459.8123 7 33.48 None 1519.7863 AVSVEENPHAIPTR 885.9719 1519.7870 19.7070 4615 3 507.2672 ‐0.2439
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 513.1525 25459.8123 7 33.48 None 1778.9575 VDVSTFEEVLVPIGFK 5061.5850 1778.9608 22.8807 8819 2 889.9840 1.92
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 513.1525 25459.8123 7 33.48 None 1889.0855 ATPLIVHLVDTSSLPLGR 1972.2370 1889.0873 20.7762 7530 3 630.3673 0.2970
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 7315.9270 1930.9430 16.0574 4781 3 644.3192 1.0560
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 None 1564.8105 DEEYEVIVLGTGLK 954.6985 1564.8049 31.8180 2977 2 782.9061 ‐3.9164
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 None 1056.5758 VPATPMEALK 309.7875 1056.5511 21.9503 2026 2 528.7792 ‐24.6017
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 Carbamidomethyl+C(19) 3934.8752 FGLKEDTIDFIGHAVALHCNDNHLHQPA 527.1898 3934.7802 42.5859 889 3 1312.2649 ‐23.0426
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 Carbamidomethyl+C(4) 1423.7250 KVVCDPSYLTNK 1043.7970 1423.7126 17.2294 18552 2 712.3599 ‐9.3095
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 Carbamidomethyl+C(8)
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 None 1866.9021 RAGKFFSYVQEYDEK 352.2507 1866.9176 34.0189 1374 2 933.9624 8.57
NP_181938.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis th 357.4743 50275.1751 8 6.97 Carbamidomethyl+C(4) 949.4448 KVVCDPSY 167.3220 949.4437 15.9516 1007 2 475.2255 ‐2.6435
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1885.9906 FSITTFSPAGVAITSTGTK 7810.6390 1885.9912 19.6316 14177 2 943.4992 0.5776
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1999.0342 DSTITVGTQHSLDPLTSVK 5792.7680 1999.0350 27.8618 14162 3 667.0165 0.0537
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 881.5819 VGLALALKP 30987.1500 881.5815 18.2351 7641 2 441.2944 ‐2.0243
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1390.7325 GDLLLGDVAFQSR 335.5247 1390.7244 25.5952 1390 1 1390.7244 ‐3.8040
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 804.4462 NITTDLK 3260.4340 804.4449 18.2969 904 2 402.7261 ‐3.3209
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1518.8275 KGDLLLGDVAFQSR 1662.3570 1518.8281 29.9364 9088 2 759.9177 0.0292
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1773.8905 SFFTISGEVDTKSIDK 278.6285 1773.9040 34.4612 2310 2 887.4556 7.71
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 740.3614 SFFTISG 107.7631 740.3645 32.3338 6643 1 740.3645 4.75
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 577.3192 TTDLK 193.4490 577.3188 19.1386 2965 1 577.3188 ‐1.0081
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 1274.6779 FSITTFSPAGVAI 238.9104 1274.6732 20.1857 2095 2 637.8402 ‐4.5853
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2045.4130 29482.4114 11 24.64 None 782.5135 GLALALKP 5670.9780 782.5139 18.2267 1118 1 782.5139 0.8487
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 256.3020 48209.9941 5 14.19 None 2262.1765 IVLDGYNAPVTAGNFVDLVER 2017.6040 2262.1745 21.2198 6478 2 1131.5909 0.3385
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 256.3020 48209.9941 5 14.19 None 2431.2715 VGDVIESIQVVSGLENLANPSYK 1792.7780 2431.2795 22.3415 6170 3 811.0980 3.91
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 256.3020 48209.9941 5 14.19 None 1855.9371 MAAAFASLPTFSVVNSSR 1360.3620 1855.9353 18.8963 2439 2 928.4713 ‐0.7321
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 256.3020 48209.9941 5 14.19 None 933.5040 YALPIDNK 489.2352 933.5098 17.9072 898 1 933.5098 6.30
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 256.3020 48209.9941 5 14.19 None 1838.9105 MAAAFASLPTFSVVNSSR 198.2874 1838.9070 17.2738 6378 3 613.6405 ‐2.6362
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 1692.7250 2594.2617 27.9002 9709 3 865.4254 1.15
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 2117.0146 ALEEEIEDIGGHLNAYTSR 3563.7630 2117.0163 32.9799 8443 3 706.3436 0.5548
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 1040.6099 TILGPAQNVK 6715.8880 1040.6112 20.5346 6535 2 520.8092 0.0183
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 715.3621 LENPDK 411.8721 715.3635 24.7455 5765 1 715.3635 2.0646
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 2031.4510 2006.9131 40.3752 4980 2 1003.9602 2.87
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 2012.0117 SSLLLHMDGTSPIAEDIGR 2266.9320 2012.0130 31.8131 4612 3 671.3425 0.3064
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 1479.7802 SITREDLQNYIK 2355.7900 1479.7756 23.8137 4190 2 740.3915 ‐3.5614
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 2269.2034 VLDSNVNQALDVLADILQNSK 1158.2340 2269.1992 25.1181 3852 3 757.0712 ‐1.9981
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPL 1667.1820 3313.5872 34.5892 4858 4 829.1523 2.91
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 1173.6739 RIPTAELFAR 2384.5600 1173.6737 16.5465 4923 2 587.3405 ‐1.1594
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 2017.0964 IPTAELFARIDAVDASTVK 1050.4260 2017.0995 30.8103 2119 3 673.0380 1.89
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 3021.5098 HVGSDLTQRVAINEIAESIMAFNTNYK 118.8984 3021.5223 40.7508 1565 3 1007.8456 4.67
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 893.4727 DLQNYIK 151.6702 893.4776 21.3760 1027 2 447.2424 3.68
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 826.4781 LGPAQNVK 549.8571 826.4764 20.5333 951 1 826.4764 ‐1.7524
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 648.3352 QNYIK 107.1139 648.3371 25.0833 929 1 648.3371 2.99
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 697.3515 LENPDK 184.6069 697.3484 27.1846 2387 1 697.3484 ‐4.5145
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 674.5891 59217.0685 29 33.52 None 1023.5833 TILGPAQNVK 190.9407 1023.5895 19.2976 3059 2 512.2984 4.22
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 1285.2290 2594.2617 27.9002 9709 3 865.4254 1.91



NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2274.9150 2117.0163 32.9799 8443 3 706.3436 0.3289
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 1040.6099 TILGPAQNVK 9803.1770 1040.6112 20.5346 6535 2 520.8092 0.0095
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 995.3317 2006.9131 40.3752 4980 2 1003.9602 2.77
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 2012.0117 SSLLLHMDGTSPIAEDIGR 3692.5390 2012.0130 31.8131 4612 3 671.3425 0.0929
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 3101.4698 ALEEEIEDIGGHLNAYTSREQTTYYAK 601.7754 3101.5190 36.4641 5867 3 1034.5112 15.9952
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 715.3621 LENPDK 269.7332 715.3635 24.7455 5765 1 715.3635 2.06
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPL 1318.8920 3313.5872 34.5892 4858 4 829.1523 2.91
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 2017.0964 IPTAELFARIDAVDASTVK 732.8872 2017.0995 30.8103 2119 3 673.0380 0.9949
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 1089.5647 VSDADVTRAR 248.5433 1089.5680 20.9081 1194 2 545.2876 1.20
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 826.4781 LGPAQNVK 889.9976 826.4764 20.5333 951 1 826.4764 ‐1.6306
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 596.1938 59217.0685 29 33.52 None 697.3515 LENPDK 74.1462 697.3484 27.1846 2387 1 697.3484 ‐4.3762
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1658.8285 YGAGIGPGVYDIHSPR 26824.4600 1658.8291 25.0614 53012 3 553.6146 ‐0.2376
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1411.7904 GGIGVIQIDEAALR 84957.8900 1411.7903 31.6318 44601 2 706.3988 ‐0.6721
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1096.5786 YLFAGVVDGR 21729.1200 1096.5790 17.9183 37295 2 548.7932 ‐0.7475
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1235.5759 GNASVPAMEMTK 39084.7200 1235.5814 21.3370 32409 2 618.2943 3.19
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1181.6313 GVTAFGFDLVR 37831.6900 1181.6325 20.1474 32057 2 591.3199 ‐0.0172
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1199.5732 FALESFWDGK 41200.5200 1199.5729 20.3505 31019 2 600.2901 ‐1.1788
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 12124.7600 2213.1412 22.3390 21119 2 1107.0742 ‐1.2022
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 7239.0560 2404.1788 37.5982 18776 3 802.0645 3.40
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 2310.3068 LNLPILPTTTIGSFPQTVELR 3125.7390 2310.3019 22.4032 16517 2 1155.6546 ‐1.0797
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2613.4820 1714.9329 22.0267 10796 3 572.3158 0.6172
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1790.9622 GMLTGPVTILNWSFVR 2057.9890 1790.9649 23.6715 7010 2 895.9861 1.21
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1116.5531 IPSTDEIADR 2831.2140 1116.5531 19.9311 5969 2 558.7802 ‐1.1483
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 2077.1764 GGIGVIQIDEAALREGLPLR 405.4860 2077.1245 21.6316 4549 2 1039.0659 ‐24.3961
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 2171.0363 ALAGQTNESFFTANADALSSR 783.2088 2170.9911 22.8203 4206 2 1085.9992 ‐20.0899
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 Carbamidomethyl+C(9) 2543.3386 DKLVVSTSCSLLHTAVDLINETK 905.1208 2543.3277 23.0992 1286 3 848.4474 ‐4.2042
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 724.3737 DIHSPR 117.4617 724.3744 26.0990 3512 1 724.3744 1.1204
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 508.2436 EMTK 78.5094 508.2463 23.1113 1988 1 508.2463 4.58
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 Carbamidomethyl+C(9) 1411.7039 NILWVNPDCGLK 164.7464 1411.7097 21.1785 1972 2 706.3585 3.30
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1331.7470 PVTILNWSFVR 187.5668 1331.7421 25.4587 1934 2 666.3747 ‐4.4628
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1140.5796 PGVYDIHSPR 869.1649 1140.5796 24.5950 1919 1 1140.5796 1.91
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 710.3212 AMEMTK 260.9955 710.3213 20.8684 1267 1 710.3213 0.2486
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 4835.1050 84926.1401 22 29.28 None 1098.5426 IPSTDEIADR 232.4304 1098.5463 19.2364 913 2 549.7768 2.89
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1434.7587 AASFNIIPSSTGAAK 47439.2500 1434.7592 16.9753 194810 2 717.8833 ‐0.1965
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 2172.0091 GILGYTEDDVVSTDFVGDNR 141469.9000 2172.0060 32.6518 183662 2 1086.5066 ‐0.6848
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1498.8475 VPTVDVSVVDLTVR 39238.6700 1498.8463 32.3908 105114 2 749.9268 ‐1.3031
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1676.9734 TLLFGEKPVTVFGIR 18293.3400 1676.9723 20.3981 102795 3 559.6623 ‐1.2378
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1761.7867 LVSWYDNEWGYSSR 122426.5000 1761.7878 18.7679 92875 2 881.3976 0.6569
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1734.8156 DAPMFVVGVNEHEYK 64775.3700 1734.8156 27.6309 83988 3 578.9434 ‐0.5158
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKDK 22957.7100 2953.3744 38.5657 71882 3 985.1297 0.6042
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 18010.7700 2741.2754 24.1804 46167 2 1371.1413 2.19
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 2033.0736 FGIVEGLMTTVHSITATQK 5780.7110 2033.0746 23.0699 39993 3 678.3630 0.1720
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1140.6445 VVDLIVHMSK 29622.7300 1140.6459 16.4552 33944 2 570.8266 0.0909
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 811.4131 LTGMSFR 4623.3160 811.4132 22.1501 12224 2 406.2102 ‐1.5302
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 800.4876 VVISAPSK 473.4268 800.4881 20.4921 2668 1 800.4881 0.8521
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1148.6674 AGIALSDKFVK 3139.9160 1148.6672 24.5255 7345 2 574.8372 ‐1.2841
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 588.2850 YMFK 111.0599 588.2864 24.9944 151151 1 588.2864 1.91
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 591.3613 VFGIR 186.9661 591.3588 16.6782 15266 1 591.3588 ‐4.6641
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 689.3327 TYMFK 97.7005 689.3319 25.5419 7324 1 689.3319 ‐1.2412
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 698.3290 TGMSFR 1014.9990 698.3312 22.1594 5540 1 698.3312 3.0747
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1462.8417 LFGEKPVTVFGIR 2224.9610 1462.8412 20.3943 4544 2 731.9243 ‐0.8027
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1112.4791 EYMTYMFK 127.7208 1112.4779 24.0940 2715 2 556.7426 ‐2.2779
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1202.6892 GEKPVTVFGIR 195.1090 1202.6959 19.6924 1873 2 601.8516 4.23
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 975.4530 GVNEHEYK 667.0155 975.4552 27.6311 1867 1 975.4552 3.0429
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1612.7377 GILGYTEDDVVSTDF 313.6267 1612.7304 29.8386 1677 2 806.8689 ‐4.7443
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1077.6303 GIALSDKFVK 417.6371 1077.6317 24.5253 1604 2 539.3195 0.0965
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1113.4596 DNEWGYSSR 318.6364 1113.4597 18.5620 1351 1 1113.4597 1.07
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1162.5626 GILGYTEDDVV 1021.4790 1162.5588 32.6466 1302 1 1162.5588 ‐1.9003
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 734.3719 GILGYTE 180.8344 734.3700 31.2144 1292 1 734.3700 ‐2.5986
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 827.4808 LIVHMSK 293.8477 827.4804 16.4600 1224 1 827.4804 ‐0.0416
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1205.6525 FNIIPSSTGAAK 207.2207 1205.6493 17.2719 1174 2 603.3283 ‐3.5626
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1012.4921 DAPMFVVGVN 806.5822 1012.4911 25.5614 1029 1 1012.4911 ‐0.0709
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 782.4771 VVISAPSK 92.2562 782.4802 18.8418 2749 1 782.4802 4.62
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 30139.1800 37028.3960 53 64.79 None 1743.7762 LVSWYDNEWGYSSR 308.4552 1743.7849 18.4194 1871 3 581.9331 4.43
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 2172.0091 GILGYTEDDVVSTDFVGDNR 107320.4000 2172.0060 32.6518 183662 2 1086.5066 ‐0.5791
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1498.8475 VPTVDVSVVDLTVR 58015.8400 1498.8462 32.3896 104569 2 749.9268 ‐1.2713
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1734.8156 DAPMFVVGVNEHEYK 52596.7700 1734.8156 27.6309 83988 3 578.9434 ‐0.6965
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKDK 17825.9600 2953.3744 38.5657 71882 3 985.1297 0.2793
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 811.4131 LTGMSFR 4031.5190 811.4132 22.1501 12224 2 406.2102 ‐1.5622
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1434.7587 AASFNIIPSSTGAAK 492.0163 1434.7613 26.9723 5846 2 717.8843 1.69
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 800.4876 VVISAPSK 1124.4760 800.4881 20.4921 2668 1 800.4881 0.9772
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 2033.0736 FGIVEGLMTTVHSITATQK 560.7479 2033.0875 29.5443 892 3 678.3674 6.79
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1148.6674 AGIALSDKFVK 3981.3740 1148.6672 24.5255 7345 2 574.8372 ‐1.2819
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 Oxidation+M(*) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 787.7462 2757.2760 39.6066 5725 3 919.7635 3.0404
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 698.3290 TGMSFR 1404.2570 698.3312 22.1594 5540 1 698.3312 3.28
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 625.3192 SDLDIV 443.2710 625.3190 29.5197 3537 1 625.3190 ‐0.3544
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 Carbamidomethyl+C(6)



NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 2001.9036 LGYTEDDVVSTDFVGDNR 357.9614 2001.8930 34.7059 2289 2 1001.4502 ‐4.7245
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1284.7158 TVDVSVVDLTVR 775.3949 1284.7177 29.9199 2143 2 642.8625 0.6817
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 975.4530 GVNEHEYK 1960.1020 975.4552 27.6311 1867 1 975.4552 3.1457
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1612.7377 GILGYTEDDVVSTDF 190.0997 1612.7304 29.8386 1677 2 806.8689 ‐4.6952
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 1077.6303 GIALSDKFVK 652.6001 1077.6317 24.5253 1604 2 539.3195 0.0915
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 None 643.3297 SDLDIV 259.2869 643.3299 32.6358 1160 1 643.3299 0.2078
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thal 19437.9600 37028.3960 53 64.79 Oxidation+M(*) 2740.2408 DDVELVAVNDPFITTEYMTYMFK 229.0207 2740.2522 40.0017 2818 3 914.0889 4.0827
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1035.2640 29419.8729 13 30.80 None 2025.0386 IDLAIDGADEVDPNLDLVK 6430.0170 2025.0399 34.2185 24605 2 1013.0236 1.1071
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1035.2640 29419.8729 13 30.80 None 1791.9739 LLSSGELYDIVGIPTSK 9066.5610 1791.9733 20.4509 22075 2 896.4903 ‐0.2211
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1035.2640 29419.8729 13 30.80 Carbamidomethyl+C(10) 1600.7676 LQDLFKEFGCESK 725.4691 1600.7549 28.1564 5099 2 800.8811 ‐8.1732
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1035.2640 29419.8729 13 30.80 None 2701.4746 EIGKFQGVVEHGLFLGMATSVIIAGK 2161.5730 2701.4635 20.5353 11607 3 901.1593 ‐3.9151
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1035.2640 29419.8729 13 30.80 None 1119.5714 EKMVEAVADK 615.1605 1119.5837 25.3171 6204 2 560.2955 9.05
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 None 2025.0386 IDLAIDGADEVDPNLDLVK 4236.1150 2025.0399 34.2185 24605 2 1013.0236 1.79
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 Carbamidomethyl+C(10) 1600.7676 LQDLFKEFGCESK 632.1198 1600.7549 28.1564 5099 2 800.8811 ‐8.1253
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 None 1545.8635 TPLKDGFAAAKEIGK 246.0487 1545.8295 27.1734 3074 3 515.9480 ‐22.8185
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 None 2701.4593 AVEAIKPGMVLGLGTGSTAAFAVDQIGK 1350.5470 2701.4098 35.5595 2760 3 901.1415 ‐18.4333
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 Carbamidomethyl+C(10) 1869.9528 LQDLFKEFGCESKLR 549.9578 1869.9493 34.5019 1870 2 935.4783 ‐1.5581
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 None 1229.6525 TPLKDGFAAAKE 165.2784 1229.6540 26.8829 2124 2 615.3306 0.2904
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 None 1216.6684 KDGFAAAKEIGK 305.3113 1216.6683 25.0594 1890 2 608.8378 ‐1.0631
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 471.7746 29419.8729 13 30.80 Carbamidomethyl+C(3) 996.4932 FGCESKLR 118.6625 996.4958 34.0800 1093 1 996.4958 3.86
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 787.6545 14075.1760 2 17.74 None 1033.5598 IMEIASLEK 7371.2770 1033.5598 26.1027 14873 2 517.2835 ‐1.3233
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 787.6545 14075.1760 2 17.74 None 1558.6180 YFNIAENEGEEED 2409.8210 1558.6201 26.0557 6722 2 779.8137 1.0079
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1656.7904 VFISDDFDGELFPR 4519.0640 1656.7945 35.5262 9421 2 828.9009 2.00
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1529.7152 AQSTGDTISLDYMK 4906.1170 1529.7161 26.4361 2390 2 765.3617 0.1866
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 2146.1026 YLSVTNPELSKDAPDLDIR 1929.6840 2146.0968 24.0869 1557 3 716.0371 ‐2.9325
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 818.4407 NAPFLEK 314.1477 818.4330 19.1058 6782 1 818.4330 ‐9.0832
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 2036.9753 NYSQFVSFPIYTWQEK 847.3181 2036.9759 21.1107 2341 2 1018.9916 0.8357
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1930.8625 NESSAAASDSSSQAPPPAEK 1225.4160 1930.9095 29.4590 1252 2 965.9584 24.6736
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1965.9651 EKDFVDISKEDLDLGDK 716.2491 1965.9459 37.4040 826 2 983.4766 ‐9.4093
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1898.9389 AQSTGDTISLDYMKGRR 815.6101 1898.9316 24.3677 15639 3 633.6487 ‐4.2723
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 958.5932 VIVSTKSPK 469.0705 958.5951 26.4781 10299 2 479.8012 0.6411
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1304.6230 QEAKNFADPER 839.7505 1304.6346 23.3035 4934 2 652.8209 8.1103
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1967.9444 GYTKEVEVEDDPTETKK 1088.0730 1967.9428 21.8916 1798 2 984.4750 ‐0.4121
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 756.3597 SLDYMK 161.1221 756.3572 26.3211 1618 1 756.3572 ‐3.1115
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 701.3253 QEAKNF 213.3086 701.3256 20.9480 1178 1 701.3256 0.3558
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.9093 90795.1185 22 5.88 None 1880.9283 AQSTGDTISLDYMKGRR 527.1869 1880.9268 21.1766 10574 2 940.9670 ‐0.5582
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 1656.7904 VFISDDFDGELFPR 4595.2570 1656.7945 35.5262 9421 2 828.9009 2.35
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 1507.7863 GVVDSHDLPLNVSR 1186.2280 1507.7871 25.1696 1223 3 503.2672 ‐0.3611
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 2036.9753 NYSQFVSFPIYTWQEK 4114.2920 2036.9546 34.4067 7087 2 1018.9809 ‐9.5341
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 973.5425 VASVQISNR 454.0619 973.5580 22.7318 3789 2 487.2826 14.4493
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 1677.8476 ENGIITLTDSGIGMTR 167.1622 1677.8150 26.3733 2207 2 839.4111 ‐19.5303
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 1965.9651 EKDFVDISKEDLDLGDK 303.9467 1965.9459 37.4040 826 2 983.4766 ‐9.3244
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 Carbamidomethyl+C(6) 2197.0992 QELVDCLGTIAQSGTAKFMK 566.7878 2197.0922 28.8147 1649 3 733.0356 ‐3.6250
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 200.9002 90795.1185 22 5.88 None 1064.5411 PIYTWQEK 871.3868 1064.5379 35.7284 47161 2 532.7726 ‐4.2868
NP_187442.1 polygalacturonase Arabidopsis thaliana 387.8377 46398.7626 5 13.51 None 1292.6634 AIFDGQGSLAWK 2992.1290 1292.6672 18.6010 18459 2 646.8373 1.71
NP_187442.1 polygalacturonase Arabidopsis thaliana 387.8377 46398.7626 5 13.51 None 2618.3420 NITLSDIGIDAPPESLNTDGIHIGR 3781.2490 2618.3513 21.2641 6864 3 873.4553 3.40
NP_187442.1 polygalacturonase Arabidopsis thaliana 387.8377 46398.7626 5 13.51 None 2589.2732 TTKPHAGWIDFENIADFTLNGNK 1680.7810 2589.2774 21.2347 5049 3 863.7640 1.27
NP_187442.1 polygalacturonase Arabidopsis thaliana 387.8377 46398.7626 5 13.51 None 1288.6896 GPVTLELNGNFK 197.9881 1288.6979 18.9070 8623 2 644.8526 5.54
NP_187442.1 polygalacturonase Arabidopsis thaliana 387.8377 46398.7626 5 13.51 None 867.4571 FTGLTNSK 91.1714 867.4359 20.3499 3709 1 867.4359 ‐24.0056
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1411.8407 GTVEIITPVELIK 31592.1000 1411.8400 35.1377 27099 2 706.4237 ‐1.0494
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1045.5888 VGSSEAALLAK 4951.0920 1045.5886 20.9490 21555 2 523.2979 ‐1.4496
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQV 5463.0240 3550.8974 23.8971 10688 3 1184.3040 ‐4.2955
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 2298.2120 3174.6413 24.9136 6373 3 1058.8853 ‐1.0540
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1840.0426 GTVEIITPVELIKQGDK 568.0178 1840.0449 30.5653 3697 3 614.0198 0.8061
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1767.0626 INKGTVEIITPVELIK 323.6375 1767.0485 21.1497 1766 3 589.6877 ‐8.5227
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1510.7426 GDSVVLMGKNTMMK 462.0281 1510.7404 34.0298 904 2 755.8739 ‐1.8696
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1059.6197 FQVLNIPTK 397.1035 1059.6179 22.8493 3979 2 530.3126 ‐2.9698
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 2588.3355 VQPGNTGLDPSQTSFFQVLNIPTK 343.2419 2588.3238 23.1283 1946 3 863.4461 ‐4.4271
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 715.4349 EAALLAK 608.6935 715.4355 22.5521 1303 1 715.4355 0.8667
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2235.1630 34190.1525 16 33.44 None 1027.5782 VGSSEAALLAK 239.0437 1027.5761 19.8913 1347 2 514.2917 ‐3.4209
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 731.9073 34190.1525 16 33.44 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQV 3044.3240 3550.8974 23.8971 10688 3 1184.3040 ‐3.5166
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 731.9073 34190.1525 16 33.44 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 3749.2140 3174.6413 24.9136 6373 3 1058.8853 ‐0.5060
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 731.9073 34190.1525 16 33.44 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1169.3340 1858.9643 16.7801 2936 2 929.9858 ‐0.5565
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 731.9073 34190.1525 16 33.44 None 1767.0626 INKGTVEIITPVELIK 480.1561 1767.0485 21.1497 1766 3 589.6877 ‐8.8380
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 731.9073 34190.1525 16 33.44 None 2588.3355 VQPGNTGLDPSQTSFFQVLNIPTK 150.8705 2588.3238 23.1283 1946 3 863.4461 ‐4.2386
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 34484.7200 2779.3125 29.9509 117100 4 695.5836 1.76
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 99060.3200 1250.5994 18.9011 106064 2 625.8033 ‐0.3604
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 950.4690 NLNTDAFR 32674.6300 950.4678 20.7134 97839 2 475.7376 ‐2.7002
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1151.5772 FGLYYVDFK 42833.7100 1151.5764 19.7301 87572 2 576.2918 ‐1.7470
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1552.6955 EYADFVFQEYGGK 62681.9500 1552.6964 30.6106 85416 2 776.8519 0.2880
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1523.7199 WMQDSLITWESK 39533.0300 1523.7208 19.3884 68473 2 762.3640 0.2049
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 2132.1022 GVSQAGVQFYHDLIDELIK 8073.2580 2132.1031 23.5884 58544 3 711.3726 0.1861
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 17061.5700 2251.1849 18.1325 57480 3 751.0665 0.7296
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1417.7798 DFLSQGVRPSALK 24133.3900 1417.7793 26.1936 51950 3 473.2646 ‐1.0883
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1167.6078 YKEDIQLMK 6039.6310 1167.6073 21.6728 47688 2 584.3073 ‐1.4806
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 860.4447 MSIAWPR 16390.5800 860.4465 17.3265 27300 2 430.7269 0.4931
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1545.8748 DFLSQGVRPSALKK 3213.3820 1545.8796 15.4389 4860 3 515.9647 2.23
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 876.4495 EDIQLMK 10489.4600 876.4493 21.7375 2356 1 876.4493 0.2252
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 2028.9563 IGIAHSPAWFEAHDLADSQ 344.3441 2028.9483 26.7060 7172 2 1014.9778 ‐3.3951



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1204.6684 PLTAALNVYSR 3692.2840 1204.6693 16.6857 6799 2 602.8383 ‐0.2656
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 706.3155 NTDAFR 225.3050 706.3154 19.8257 3203 1 706.3154 ‐0.0382
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 525.2820 GPALW 124.7466 525.2844 18.6748 2352 1 525.2844 4.0444
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 Carbamidomethyl+C(4) 726.3240 DIYCR 109.6610 726.3274 18.9022 1949 1 726.3274 4.01
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1760.9218 AGVQFYHDLIDELIK 340.2776 1760.9196 23.6328 1830 2 880.9634 ‐1.2198
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 819.3995 LNTDAFR 143.1203 819.3997 19.8219 1736 1 819.3997 0.5834
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1260.5895 ADFVFQEYGGK 678.9063 1260.5877 30.6134 1575 1 1260.5877 0.1808
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1497.7485 GVSQAGVQFYHDLI 258.1866 1497.7420 22.5428 1515 2 749.3746 ‐4.8072
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1271.6743 DFLSQGVRPSAL 100.9934 1271.6701 25.4070 1398 2 636.3387 ‐4.1679
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1206.6001 QDSLITWESK 481.1263 1206.5949 19.3903 1330 1 1206.5949 ‐2.8343
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 876.4825 LITWESK 155.9564 876.4804 18.1331 1322 1 876.4804 ‐1.9710
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1080.5625 IGIAHSPAWF 283.7766 1080.5666 28.9319 1137 2 540.7869 2.41
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 Carbamidomethyl+C(3) 611.2970 IYCR 87.2398 611.2992 21.4697 1094 1 611.2992 3.15
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1229.5757 LADSQDGASIDR 352.6338 1229.5738 27.7907 789 2 615.2905 ‐2.4574
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 9515.2510 60233.8928 67 39.89 None 1399.7692 DFLSQGVRPSALK 366.4825 1399.7693 26.2949 10088 2 700.3883 ‐0.6020
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 23604.5000 2779.3125 29.9509 117100 4 695.5836 1.92
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 950.4690 NLNTDAFR 43070.5200 950.4680 20.7087 95571 2 475.7376 ‐2.5672
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1552.6955 EYADFVFQEYGGK 61155.0500 1552.6964 30.6106 85416 2 776.8519 0.3310
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1417.7798 DFLSQGVRPSALK 39228.6100 1417.7793 26.1936 51950 3 473.2646 ‐1.2314
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1167.6078 YKEDIQLMK 3616.3870 1167.6073 21.6728 47688 2 584.3073 ‐1.4765
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 876.4495 EDIQLMK 15312.7200 876.4499 21.6687 1796 1 876.4499 1.0137
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 2170.0968 FGLYYVDFKNNLTRYEK 1230.4510 2170.0952 36.8210 10918 3 724.0366 ‐1.1830
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1115.5560 FGLYYVDFK 290.6397 1115.5568 35.9898 27976 1 1115.5568 2.0039
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 706.3155 NTDAFR 241.6229 706.3154 19.8257 3203 1 706.3154 0.0990
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 536.2351 YKED 1753.8630 536.2342 21.6797 2292 1 536.2342 ‐2.0980
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 819.3995 LNTDAFR 149.2921 819.3997 19.8219 1736 1 819.3997 0.7061
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 836.4261 LNTDAFR 311.8938 836.4298 20.7105 1683 1 836.4298 4.25
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1260.5895 ADFVFQEYGGK 640.6461 1260.5877 30.6134 1575 1 1260.5877 0.2471
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1918.9082 IGIAHSPAWFEAHDLADS 372.6060 1918.9082 29.9244 1516 2 959.9578 0.3868
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1271.6743 DFLSQGVRPSAL 257.2830 1271.6701 25.4070 1398 2 636.3387 ‐4.1533
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1229.5757 LADSQDGASIDR 136.0094 1229.5738 27.7907 789 2 615.2905 ‐2.4470
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 1399.7692 DFLSQGVRPSALK 518.4760 1399.7688 26.2754 8048 2 700.3881 ‐0.8863
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4585.8870 60233.8928 67 39.89 None 2152.0862 FGLYYVDFKNNLTRYEK 202.5772 2152.0739 35.5882 2775 2 1076.5406 ‐4.8675
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 52684.4400 1250.5994 18.9011 106064 2 625.8033 ‐0.7016
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1151.5772 FGLYYVDFK 45345.6800 1151.5764 19.7321 86709 2 576.2918 ‐2.1469
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1523.7199 WMQDSLITWESK 70669.3400 1523.7208 19.3884 68473 2 762.3640 0.0285
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 2132.1022 GVSQAGVQFYHDLIDELIK 7116.5220 2132.1031 23.5884 58544 3 711.3726 0.0947
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 22027.4200 2251.1849 18.1325 57480 3 751.0665 0.7112
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 860.4447 MSIAWPR 5464.5140 860.4465 17.3265 27300 2 430.7269 ‐0.0835
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 806.9041 3169.5622 19.7584 15648 5 634.7183 1.0494
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1552.6955 EYADFVFQEYGGK 37435.4200 1552.6964 18.4857 11984 2 776.8519 0.1186
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 2390.1353 HWITFNEPWVFSHAGYDVGK 2051.2760 2390.1415 21.4991 5046 3 797.3854 2.79
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1545.8748 DFLSQGVRPSALKK 7018.5500 1545.8796 15.4389 4860 3 515.9647 2.0313
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 3369.5699 NGITPFVTVFHWDTPQDLEDEYGGFLSE 1476.7160 3369.5633 23.6007 4445 3 1123.8593 ‐0.5869
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 545.2298 1543.7762 17.6296 1608 2 772.3917 9.23
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 2499.2826 NLNTDAFRMSIAWPRIFPHGR 338.0250 2499.2939 23.4196 10920 2 1250.1506 6.86
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 352.9969 1096.5221 18.8931 3317 1 1096.5221 ‐0.8843
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1025.4839 HWITFNEP 104.4012 1025.4874 18.9023 2482 1 1025.4874 4.82
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 525.2820 GPALW 72.1515 525.2844 18.6748 2352 1 525.2844 3.85
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 Carbamidomethyl+C(4) 726.3240 DIYCR 64.4391 726.3274 18.9022 1949 1 726.3274 4.12
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 874.4417 GVSQAGVQF 99.7316 874.4386 23.9396 1549 1 874.4386 ‐3.1470
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 1206.6001 QDSLITWESK 380.4138 1206.5949 19.3903 1330 1 1206.5949 ‐2.7138
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5956.2270 60233.8928 67 39.89 None 876.4825 LITWESK 104.1952 876.4804 18.1331 1322 1 876.4804 ‐2.0426
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1473.6856 TTPSYVAFTDSER 47887.0200 1473.6862 24.4785 44989 2 737.3467 ‐0.0969
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1358.6158 NALENYAYNMR 37790.6100 1358.6160 25.7411 37171 2 679.8117 ‐0.4934
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36740.9200 1386.7277 27.0237 28947 2 693.8675 ‐2.1215
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1215.6514 DAGVIAGLNVMR 17117.3900 1215.6528 29.8595 24700 2 608.3301 0.1976
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 8052.4810 2658.2725 33.6241 21087 3 886.7624 1.59
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1278.6300 MVNHFVQEFK 42220.3600 1278.6326 15.7526 19716 2 639.8199 1.95
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1226.5899 FTDSSVQSDIK 7245.9790 1226.5907 20.0338 8837 2 613.7990 ‐0.3001
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3178.1600 1645.8659 26.9189 6949 3 549.2935 ‐0.2077
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1308.7046 EIAEAYLGTTIK 920.2147 1308.7035 26.8741 5293 2 654.8554 ‐1.6214
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3825.2570 2588.2222 19.4652 4884 3 863.4122 1.0100
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1431.7438 NSIDDVVLVGGSTR 1245.4880 1431.7445 26.7620 2536 2 716.3759 ‐0.1097
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 2975.4884 TLSSTAQTTIEIDSLFDGIDFYAPITR 1991.8470 2975.4915 24.5079 2000 3 992.5020 1.83
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1643.8898 QATKDAGVIAGLNVMR 951.3136 1643.9126 24.5910 3139 2 822.4599 13.7077
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 586.8870 1938.0457 18.1364 1239 2 969.5265 15.9741
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1805.9062 MDKNSIDDVVLVGGSTR 2370.3870 1805.9097 26.4699 3963 3 602.6414 1.54
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 2112.1012 FTDSSVQSDIKLWPFTLK 369.7662 2112.0901 18.3059 3315 3 704.7016 ‐5.4868
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(10) 1338.6511 VDFFNGKELCK 291.0760 1338.6502 18.1283 4564 2 669.8287 ‐1.4306
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1147.5895 VNHFVQEFK 16178.1500 1147.5913 15.7574 2510 2 574.2993 0.4870
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83



NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 776.7214 2063.9615 18.8919 1158 3 688.6587 0.2387
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1060.4517 ENYAYNMR 171.9271 1060.4538 25.7446 982 1 1060.4538 3.0565
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1174.5375 SYVAFTDSER 251.0451 1174.5336 24.4842 831 1 1174.5336 ‐1.8832
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 924.4421 VAFTDSER 315.6152 924.4409 24.4532 791 1 924.4409 ‐0.6285
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 8420.2480 71603.9617 34 40.06 None 1290.6940 EIAEAYLGTTIK 307.8082 1290.6998 25.2150 2428 2 645.8535 3.59
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 819.4723 GDLFLVR 767.8790 819.4719 20.9598 49086 1 819.4719 ‐0.1939
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1842.9848 NAPSIIFIDEIDSIAPK 6257.3990 1842.9874 40.0716 9894 2 921.9973 1.42
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1059.5317 LAEDVDLER 19901.4900 1059.5337 21.2615 7106 2 530.2705 0.6976
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1312.6743 EIDIGVPDEIGR 7658.7830 1312.6775 28.6207 6014 2 656.8424 1.76
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1786.9222 LDQLIYIPLPDEDSR 3207.5840 1786.9209 35.5111 5898 2 893.9641 ‐0.6425
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1158.6517 GILLYGPPGSGK 5307.8680 1158.6533 16.9516 4615 2 579.8303 0.2972
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 1455.5950 2197.0573 23.6935 4250 2 1099.0323 ‐0.1577
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1075.5378 LAGESESNLR 6024.1950 1075.5368 16.2476 3373 2 538.2720 ‐2.1966
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 968.5775 ELVELPLR 3696.6170 968.5787 29.2887 2407 2 484.7930 ‐0.1616
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 Carbamidomethyl+C(10) 1566.7945 LGDVISVHQCPDVK 372.0260 1566.8102 36.3081 6268 2 783.9087 9.13
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 469.6580 1564.7682 21.2029 1663 3 522.2609 ‐7.4605
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1935.9269 GPELLTMWFGESEANVR 279.8210 1935.9575 21.2722 1421 2 968.4824 16.1475
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 746.3679 DVDLER 2160.1190 746.3675 23.0232 1914 1 746.3675 ‐0.4166
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 Carbamidomethyl+C(5) 1069.5095 SVHQCPDVK 160.7247 1069.5084 34.5270 1411 1 1069.5084 0.0205
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 818.4457 90134.8774 23 16.32 None 1917.9164 GPELLTMWFGESEANVR 188.9182 1917.9098 21.1193 1883 3 639.9748 ‐3.8083
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 None 819.4723 GDLFLVR 834.1028 819.4719 20.9598 49086 1 819.4719 ‐0.2986
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 None 1158.6517 GILLYGPPGSGK 5482.0630 1158.6533 16.9516 4615 2 579.8303 ‐0.0994
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 1065.2590 2197.0573 23.6935 4250 2 1099.0323 0.0723
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 2007.1980 1251.6213 16.8763 2610 2 626.3143 0.5562
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 None 1935.9269 GPELLTMWFGESEANVR 877.2612 1935.9575 21.2722 1421 2 968.4824 16.2199
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 None 2132.1393 AHVIVMGATNRPNSIDPALR 434.1940 2132.1184 21.6228 1349 3 711.3777 ‐10.1283
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 172.4933 90134.8774 23 16.32 Carbamidomethyl+C(20) 2390.1672 FEKFGMSPSKGVLFYGPPGCGK 773.0970 2390.1899 19.7304 2101 3 797.4015 9.70
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 1443.7326 IEDVTPIPTDSTR 28506.5700 1443.7365 22.9264 18066 2 722.3719 2.1886
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 1157.6525 VETVTLGPSVR 16328.2400 1157.6525 22.7962 12995 2 579.3299 ‐1.0557
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 1054.5640 TPGPGAQSALR 4502.7760 1054.5625 16.9377 12158 2 527.7849 ‐2.6705
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 1098.5976 ELGITAMHVK 249.5328 1098.5853 29.2130 5948 2 549.7963 ‐12.3319
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 547.2835 ATGGNK 1026.4190 547.2837 20.4371 2901 1 547.2837 0.0233
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4055.8690 16329.8395 10 34.00 None 768.4138 IEDVTPI 242.4569 768.4152 23.2111 2257 1 768.4152 2.0368
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2164.9120 16329.8395 10 34.00 None 1157.6525 VETVTLGPSVR 27541.3800 1157.6525 22.7962 12995 2 579.3299 ‐1.0526
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2164.9120 16329.8395 10 34.00 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 1037.2180 2265.0613 28.6507 9778 3 755.6919 1.44
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2164.9120 16329.8395 10 34.00 None 1058.5840 ETVTLGPSVR 1199.5720 1058.5842 24.3319 4250 1 1058.5842 1.54
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2164.9120 16329.8395 10 34.00 None 828.4938 VTLGPSVR 189.3812 828.4917 24.0094 1993 1 828.4917 ‐2.0334
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1748.9065 SGGLGDLNYPLISDVTK 11108.3400 1748.9081 34.0241 46000 2 874.9577 0.9190
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 729.3454 EYFSAI 16213.2200 729.3452 28.2946 25186 1 729.3452 ‐0.2108
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1240.6532 AQADDLPLVGNK 12890.2800 1240.6561 24.3116 24011 2 620.8317 1.78
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1855.8749 APDFEAEAVFDQEFIK 3405.8950 1855.8767 35.7308 20599 2 928.4420 1.1774
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1707.9137 EGVIQHSTINNLGIGR 3522.5000 1707.9152 25.0259 16601 3 569.9766 0.3593
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 5926.3020 2871.3973 31.5004 15363 3 957.8040 0.0068
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1525.8485 SFGVLIHDQGIALR 3538.8450 1525.8485 18.2944 13089 3 509.2877 ‐0.7408
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1681.8425 MASVASSTTLISSPSSR 229.2212 1681.8773 36.0386 3689 2 841.4423 20.5669
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1057.5564 LSKEYFSAI 1801.6400 1057.5557 24.0501 2340 1 1057.5557 0.3265
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 980.5047 AQADDLPLVG 253.9941 980.5001 24.7257 1401 1 980.5001 ‐3.9192
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2892.7510 29206.0989 27 55.26 None 1149.6150 NYPLISDVTK 131.7625 1149.6171 37.7603 1287 2 575.3122 0.7747
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1748.9065 SGGLGDLNYPLISDVTK 16822.8400 1748.9081 34.0241 46000 2 874.9577 0.9819
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1240.6532 AQADDLPLVGNK 15701.0400 1240.6561 24.3116 24011 2 620.8317 1.93
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1855.8749 APDFEAEAVFDQEFIK 3968.9650 1855.8767 35.7308 20599 2 928.4420 1.12
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1707.9137 EGVIQHSTINNLGIGR 4609.2090 1707.9152 25.0259 16601 3 569.9766 0.1818
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 5654.5740 2871.3973 31.5004 15363 3 957.8040 ‐0.3084
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1525.8485 SFGVLIHDQGIALR 594.6273 1525.8426 33.0442 3079 2 763.4249 ‐4.2448
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1681.8425 MASVASSTTLISSPSSR 203.9923 1681.8773 36.0386 3689 2 841.4423 20.6230
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 3429.7074 HSEFEKLNTEVLGVSVDSVFSHLAWVQT 695.6511 3429.6777 41.1625 4017 3 1143.8974 ‐8.2935
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1044.5796 STINNLGIGR 150.5171 1044.5771 23.8935 1680 2 522.7922 ‐3.6857
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1149.6150 NYPLISDVTK 192.2902 1149.6171 37.7603 1287 2 575.3122 0.7769
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2875.2200 29206.0989 27 55.26 None 1731.8800 SGGLGDLNYPLISDVTK 295.1204 1731.8847 33.2781 1786 2 866.4460 2.41
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 311.4557 29206.0989 27 55.26 None 1525.8485 SFGVLIHDQGIALR 1589.2360 1525.8485 18.2944 13089 3 509.2877 ‐1.2040
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 311.4557 29206.0989 27 55.26 None 1855.8749 APDFEAEAVFDQEFIK 988.7631 1855.8824 20.6552 10310 2 928.4449 4.85
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 311.4557 29206.0989 27 55.26 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 1209.5850 2672.3680 23.4563 7107 3 891.4609 0.4675
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 311.4557 29206.0989 27 55.26 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 450.2086 2871.4039 18.6306 2075 3 957.8061 2.24
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 311.4557 29206.0989 27 55.26 None 1266.6688 SSLSSPSVSFLR 374.3709 1266.6472 16.8878 907 2 633.8272 ‐18.3004
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 3245.5210 23035.5542 2 13.53 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 44065.7200 1631.8351 39.0116 20312 2 816.4212 2.52
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 3245.5210 23035.5542 2 13.53 None 1403.8005 VNQAIFLITTGAR 833.6207 1403.8132 19.2779 2130 2 702.4102 8.68
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1473.6856 TTPSYVAFTDSER 47887.0200 1473.6862 24.4785 44989 2 737.3467 ‐0.0969
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1358.6158 NALENYAYNMR 37790.6100 1358.6160 25.7411 37171 2 679.8117 ‐0.4934
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1278.6300 MVNHFVQEFK 42220.3600 1278.6326 15.7526 19716 2 639.8199 1.95
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1313.6194 FEELNMDLFR 1811.5280 1313.6199 34.5762 10658 2 657.3136 ‐0.4261



NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1231.6463 DAGVISGLNVMR 6888.0060 1231.6475 28.9341 6382 2 616.3274 0.0039
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3825.2570 2588.2222 19.4652 4884 3 863.4122 1.0100
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 Carbamidomethyl+C(6) 1414.7359 ELESLCNPIIAR 7749.0100 1414.7377 27.9981 3686 2 707.8725 0.6888
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1436.7532 VQQLLQDFFNGK 4162.7410 1436.7435 20.2816 23323 2 718.8754 ‐7.3734
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1109.5109 YSDPSVQADK 1969.7790 1109.5123 15.1250 1479 2 555.2598 0.0792
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1547.8250 MREIAEAFLGSPVK 460.3351 1547.8359 32.6570 1072 2 774.4216 6.60
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 776.4083 SGLNVMR 181.9470 776.4070 26.8725 3431 1 776.4070 ‐1.5676
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1147.5895 VNHFVQEFK 16178.1500 1147.5913 15.7574 2510 2 574.2993 0.4870
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 776.7214 2063.9615 18.8919 1158 3 688.6587 0.2387
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1060.4517 ENYAYNMR 171.9271 1060.4538 25.7446 982 1 1060.4538 3.0565
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1174.5375 SYVAFTDSER 251.0451 1174.5336 24.4842 831 1 1174.5336 ‐1.8832
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 924.4421 VAFTDSER 315.6152 924.4409 24.4532 791 1 924.4409 ‐0.6285
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1091.5004 YSDPSVQADK 254.1864 1091.4967 16.3812 990 2 546.2520 ‐4.5387
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 6956.8200 71500.7772 29 28.77 None 1214.6198 DAGVISGLNVMR 223.8875 1214.6241 29.1311 1049 2 607.8157 2.58
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1573.8432 GVTTIIGGGDSVAAVEK 137159.6000 1573.8438 26.4277 104921 2 787.4255 0.0939
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2015.9516 ADLNVPLDDNQTITDDTR 60385.1400 2015.9532 27.0895 104233 2 1008.4803 1.47
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1404.7369 ELDYLVGAVSNPK 62353.0900 1404.7372 28.3307 88943 2 702.8722 ‐0.4336
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 27831.8400 2270.1346 21.5022 81456 2 1135.5709 ‐0.2502
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1092.5684 FAAGTEAIANK 52688.1100 1092.5680 18.7999 79789 2 546.7877 ‐1.5095
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1605.9462 VLPGVIALDEAIPVTV 95661.7200 1605.9462 23.4242 73402 2 803.4767 ‐0.2611
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1105.5735 SVGDLTSADLK 95661.5400 1105.5736 22.7331 62139 2 553.2904 ‐1.1239
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1933.9767 LASLADLYVNDAFGTAHR 37657.6400 1933.9773 19.6620 60433 3 645.3306 ‐0.0645
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1100.6562 IGVIESLLEK 69178.8900 1100.6568 19.9046 55888 2 550.8320 ‐0.6022
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1525.8836 GVSLLLPTDVVVADK 33873.5700 1525.8843 20.2066 54014 2 763.4458 0.0415
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 999.5986 FSLAPLVPR 26686.3200 999.5981 19.2347 53869 2 500.3027 ‐1.8008
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 5930.2270 2269.1890 19.8733 47853 3 757.0679 1.91
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1201.7038 LSELLGIEVTK 21569.8800 1201.7040 18.5001 39078 2 601.3556 ‐0.8325
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 18796.7300 2951.5031 25.5250 34940 3 984.5059 0.3818
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 4682.9420 2858.3416 23.0321 26677 3 953.4520 1.39
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1447.8671 FLKPSVAGFLLQK 5571.7470 1447.8677 19.2740 20080 3 483.2941 ‐0.3549
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1102.6368 RPFAAIVGGSK 16082.1600 1102.6387 14.6654 19637 2 551.8230 0.5737
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1220.7474 VILSTHLGRPK 15964.3400 1220.7489 13.6989 8853 3 407.5878 0.2974
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 713.4556 AAIPTIK 6922.1060 713.4553 20.3661 7120 1 713.4553 ‐0.4629
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 6788.2120 2356.2747 20.5473 34908 3 786.0964 ‐0.5574
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 2514.1560 2600.4096 37.0434 19769 3 867.4747 2.68
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1906.0314 GVVSMAKKSVGDLTSADLK 1014.5000 1906.0344 18.7527 7697 3 636.0163 1.19
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 652.4141 APLVPR 134.5639 652.4116 17.1131 40952 1 652.4116 ‐3.9295
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 616.3301 GPDSIK 100.3911 616.3298 20.8637 14824 1 616.3298 ‐0.6993
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1145.5871 MGLDIGPDSIK 111.9647 1145.5918 23.6336 11315 2 573.2995 3.0203
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 821.3999 TITDDTR 106.3397 821.3969 25.5758 8418 1 821.3969 ‐3.3808
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1191.6984 VLPGVIALDEAI 8905.1880 1191.6976 23.4237 6808 1 1191.6976 0.7861
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 987.5721 GVIESLLEK 1521.6520 987.5731 20.0136 6723 1 987.5731 1.31
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1519.7072 IWNGPMGVFEMEK 126.4952 1519.7143 21.9979 5542 2 760.3608 4.38
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 642.4185 AIPTIK 2943.2340 642.4160 20.3985 5161 1 642.4160 ‐4.1102
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 581.3770 PLVPR 158.9463 581.3778 19.2357 4738 1 581.3778 0.9951
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1662.8234 LADLYVNDAFGTAHR 315.1633 1662.8186 19.5905 3959 2 831.9129 ‐3.0868
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1008.5949 LSTHLGRPK 5935.5000 1008.5965 13.6989 3946 2 504.8019 0.2586
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 571.3814 IPTIK 1439.5410 571.3808 20.3684 3906 1 571.3808 ‐1.3648
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1047.5833 YLVGAVSNPK 552.6628 1047.5831 28.2899 3830 2 524.2952 ‐1.5064
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 872.5451 LLGIEVTK 159.6712 872.5431 18.7765 3793 2 436.7752 ‐3.9244
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 543.3038 RPFAA 438.7137 543.3049 14.6722 3607 1 543.3049 1.03
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 560.3402 IVGGSK 100.9531 560.3415 17.3845 3510 1 560.3415 1.82
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 458.2973 PTIK 838.5816 458.2961 20.3656 3110 1 458.2961 ‐3.4644
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1749.8555 SLADLYVNDAFGTAHR 2151.8530 1749.8630 19.6549 2618 2 875.4351 4.85
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 656.3879 RPFAAI 236.4706 656.3889 14.6600 2319 1 656.3889 1.84
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1485.6816 PLDDNQTITDDTR 360.2676 1485.6808 29.0459 2207 2 743.3440 ‐1.0339
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1162.6103 DYLVGAVSNPK 649.9629 1162.6073 28.3381 1899 1 1162.6073 ‐1.1747
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1088.6198 SELLGIEVTK 741.0311 1088.6214 18.4889 1825 1 1088.6214 2.29
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 720.3523 ITDDTR 159.9646 720.3511 28.9522 1755 1 720.3511 ‐1.5906
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1121.6790 ILSTHLGRPK 4860.9560 1121.6804 13.7010 1706 2 561.3438 0.1231
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 852.5302 SLAPLVPR 158.7765 852.5333 19.2383 1689 1 852.5333 4.1064
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 862.4516 DLTSADLK 207.2728 862.4494 20.5478 1622 2 431.7283 ‐4.2194
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 765.4981 LAPLVPR 382.6627 765.4974 19.2402 1539 1 765.4974 ‐0.7290
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1391.6801 ADLNVPLDDNQTI 166.2468 1391.6742 25.3551 1519 2 696.3408 ‐4.8725
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 718.3981 ESLLEK 405.4063 718.3966 21.0713 1457 1 718.3966 ‐2.1643
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1387.8195 VLPGVIALDEAIPV 191.0477 1387.8250 21.2224 1272 2 694.4161 3.23
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 2000.0699 LLPTDVVVADKFAPDANSK 225.7891 2000.0745 20.5171 995 2 1000.5409 2.93
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 895.5108 STHLGRPK 1096.3340 895.5114 13.6989 907 2 448.2594 ‐0.8473
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 818.4254 DSVAAVEK 247.4106 818.4213 25.5908 906 1 818.4213 ‐4.6864
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1292.6416 VGVAGVMSHISTGGG 277.1073 1292.6491 18.1687 905 2 646.8282 4.56
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1888.0208 GVVSMAKKSVGDLTSADLK 552.3887 1888.0221 20.7591 8275 2 944.5147 0.9516
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 26305.9700 50225.9048 70 68.81 None 1430.8406 FLKPSVAGFLLQK 278.7203 1430.8395 21.2029 1170 2 715.9234 ‐1.3418
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 1573.8432 GVTTIIGGGDSVAAVEK 146474.5000 1573.8438 26.4245 103745 2 787.4255 0.1176



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 1404.7369 ELDYLVGAVSNPK 87779.1700 1404.7372 28.3307 88943 2 702.8722 ‐0.4056
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 1092.5684 FAAGTEAIANK 25611.0200 1092.5680 18.7999 79789 2 546.7877 ‐1.5130
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 713.4556 AAIPTIK 7877.6600 713.4553 20.3661 7120 1 713.4553 ‐0.3267
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1740.4400 2600.4093 37.0195 17485 3 867.4746 2.74
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 642.4185 AIPTIK 4465.5800 642.4160 20.3985 5161 1 642.4160 ‐3.9649
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 571.3814 IPTIK 1913.7610 571.3808 20.3684 3906 1 571.3808 ‐1.2104
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 1047.5833 YLVGAVSNPK 745.3061 1047.5831 28.2899 3830 2 524.2952 ‐1.5144
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 458.2973 PTIK 2108.0390 458.2961 20.3656 3110 1 458.2961 ‐3.2956
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 989.4898 GGGDSVAAVEK 2440.6250 989.4904 26.4252 2705 1 989.4904 1.10
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 1162.6103 DYLVGAVSNPK 1266.3340 1162.6073 28.3381 1899 1 1162.6073 ‐1.0959
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9749.1000 50225.9048 70 68.81 None 803.4258 GTEAIANK 197.3227 803.4241 20.4980 1786 1 803.4241 ‐1.6184
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1541.7693 EVELEDPVENIGAK 54820.5600 1541.7714 27.7807 44134 2 771.3893 0.9667
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1199.6630 DLVGVLEDAIR 61153.5900 1199.6646 39.0691 39569 2 600.3360 0.3408
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1280.7685 VVAAGANPVLITR 131960.3000 1280.7693 15.7526 38572 2 640.8883 ‐0.2528
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1505.7159 GYISPYFVTDSEK 10312.4100 1505.7184 28.4681 34486 2 753.3628 1.28
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1736.8337 NLIEQAEQDYEKEK 43909.9800 1736.8354 29.0045 33082 3 579.6167 0.4429
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1182.7093 LADLVGVTLGPK 61730.3600 1182.7106 18.2657 30951 2 591.8589 0.0794
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1043.5844 IVNDGVTVAR 76832.6700 1043.5850 17.8726 30601 2 522.2961 ‐0.7289
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1536.7614 YEDLMAAGIIDPTK 56214.5700 1536.7645 31.1508 30250 2 768.8859 1.06
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4476.4750 2464.2605 34.8152 20824 3 822.0917 1.58
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 989.5150 EEVGLSLDK 29550.6900 989.5164 22.5912 17914 2 495.2618 0.0639
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1871.8592 SAENNLYVVEGMQFDR 10705.7600 1871.8605 30.7868 17149 2 936.4339 0.9190
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1184.8770 1700.9011 29.6845 8565 2 850.9542 0.5696
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 931.5095 GVVTLEEGK 6617.0140 931.5080 19.2518 8353 2 466.2576 ‐3.1164
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIAE 680.9456 3160.4337 36.1888 6244 3 1054.1494 ‐1.7310
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 11263.3500 1145.4579 17.5011 4186 2 573.2326 ‐3.1125
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 817.4414 EVLGNASK 491.9896 817.4443 21.5029 3642 1 817.4443 3.27
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1160.5906 NAGVNGSVVSEK 4085.5190 1160.5904 15.8897 2406 2 580.7989 ‐1.1877
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 872.4836 GVLEDAIR 3514.0240 872.4852 39.0638 3702 1 872.4852 2.79
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1509.7067 IEQAEQDYEKEK 8913.3320 1509.7103 29.0175 2049 2 755.3588 1.92
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 731.4298 VGLSLDK 1684.8200 731.4296 22.5944 1975 1 731.4296 ‐0.1509
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 716.3937 LEDAIR 8486.0920 716.3940 39.0663 1672 1 716.3940 0.3598
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1082.6317 AAGANPVLITR 6856.7410 1082.6296 15.7551 1544 1 1082.6296 ‐0.8083
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 913.4738 VNDGVTVAR 206.6331 913.4719 18.2684 1157 2 457.2396 ‐3.5553
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 930.5003 VNDGVTVAR 3736.3990 930.4996 17.8670 1149 1 930.4996 ‐0.1454
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 998.5881 DLVGVTLGPK 344.0348 998.5843 18.2675 1143 1 998.5843 ‐2.8542
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 671.4087 GVTLGPK 549.5657 671.4086 18.2763 1009 1 671.4086 ‐0.2156
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1396.6227 EQAEQDYEKEK 5048.8540 1396.6255 29.0383 916 2 698.8164 1.21
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11753.1100 63740.8883 61 39.77 None 1053.5211 EDPVENIGAK 264.9553 1053.5221 31.0856 893 1 1053.5221 2.0036
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1199.6630 DLVGVLEDAIR 49731.0900 1199.6646 39.0691 39569 2 600.3360 0.3481
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1505.7159 GYISPYFVTDSEK 10808.9000 1505.7184 28.4681 34486 2 753.3628 1.11
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1043.5844 IVNDGVTVAR 44023.6700 1043.5850 17.8726 30601 2 522.2961 ‐0.7374
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1536.7614 YEDLMAAGIIDPTK 51915.9800 1536.7645 31.1508 30250 2 768.8859 1.20
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 5884.3530 2464.2605 34.8152 20824 3 822.0917 1.88
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1280.7685 VVAAGANPVLITR 24785.3700 1280.7691 24.1985 18109 2 640.8882 ‐0.3712
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1871.8592 SAENNLYVVEGMQFDR 14661.6000 1871.8605 30.7868 17149 2 936.4339 0.9943
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1154.0160 1700.9011 29.6845 8565 2 850.9542 0.6276
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 2157.1761 LSGGVAVIQVGAQTETELKEK 777.5825 2157.1743 28.4922 1196 3 719.7296 ‐1.3024
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 786.4720 ALVNELK 1385.6750 786.4773 20.6947 3154 1 786.4773 7.1094
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1542.7871 LSSATSISSSSFGRR 111.3435 1542.8166 29.7750 1991 2 771.9119 18.7979
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1900.0386 LSGGVAVIQVGAQTETELK 1115.9990 1900.0228 30.7919 1886 3 634.0124 ‐8.9326
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1479.6962 NLIEQAEQDYEK 179.3929 1479.7130 33.8110 1792 2 740.3601 10.04
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 989.5150 EEVGLSLDK 256.4790 989.5249 21.8815 1701 2 495.2661 8.84
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 931.5095 GVVTLEEGK 85.7263 931.5150 25.7170 1138 2 466.2611 4.86
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1160.5906 NAGVNGSVVSEK 247.5147 1160.5932 24.0194 1120 2 580.8002 1.1720
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 831.4319 NDGVTVAR 6943.5050 831.4329 17.8749 3822 1 831.4329 1.63
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 872.4836 GVLEDAIR 2716.5550 872.4852 39.0638 3702 1 872.4852 2.38
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 716.3937 LEDAIR 5441.6150 716.3940 39.0663 1672 1 716.3940 0.4956
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 812.4989 NPVLITR 155.6732 812.4980 23.2767 1563 1 812.4980 ‐0.5984
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 1172.5470 SPYFVTDSEK 1704.2890 1172.5445 28.4809 1451 1 1172.5445 ‐0.6645
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 4421.5540 63740.8883 61 39.77 None 930.5003 VNDGVTVAR 2018.3140 930.4996 17.8670 1149 1 930.4996 ‐0.0369
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1280.7685 VVAAGANPVLITR 78513.7000 1280.7693 15.7526 38572 2 640.8883 ‐0.5758
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1182.7093 LADLVGVTLGPK 65426.9300 1182.7106 18.2657 30951 2 591.8589 ‐0.3028
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 402.0135 2464.2493 20.2756 6423 3 822.0879 ‐2.8440
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1871.8592 SAENNLYVVEGMQFDR 2356.3120 1871.8584 18.5115 5560 2 936.4329 ‐0.1651
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1505.7159 GYISPYFVTDSEK 5549.8500 1505.7186 17.5946 3430 2 753.3629 1.32
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1977.1015 KSQYLDDIAILTGATVIR 2015.8130 1977.1060 20.8845 3293 3 659.7068 1.98
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 2446.1959 FGYNAATGKYEDLMAAGIIDPTK 452.9648 2446.1931 22.4985 1907 3 816.0692 ‐1.0523
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1069.6252 ADLVGVTLGPK 188.0732 1069.6229 16.4579 178417 2 535.3151 ‐3.7817
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 1082.6317 AAGANPVLITR 2719.8730 1082.6296 15.7551 1544 1 1082.6296 ‐0.7599
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 770.4771 VGVTLGPK 442.8434 770.4792 18.2580 888 1 770.4792 2.04
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3231.0410 63740.8883 61 39.77 None 940.5574 GANPVLITR 3690.0100 940.5580 15.7504 881 1 940.5580 1.99
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 1118.6052 IGATSDLQSVK 8151.2860 1118.6055 19.5503 8057 2 559.8064 ‐0.8617
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 1492.0750 2638.1989 31.2493 7565 3 880.0712 2.0992
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 1569.8343 TVAAAVAAAPENSNKR 11559.7500 1569.8372 17.1217 5548 3 523.9506 1.1788
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 1427.7489 TDPNQNTGIVIQK 979.1788 1427.7521 25.8838 1179 2 714.3797 1.12
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 2017.9938 NVVDGSTTFHSATVAAVGER 935.1940 2018.0003 15.6311 1139 3 673.3383 2.56
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 1310.6223 ADATVAADGSGTFK 879.8788 1310.6331 19.1249 998 2 655.8202 7.55
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 1413.7332 TVAAAVAAAPENSNK 490.0787 1413.7545 31.1851 823 1 1413.7545 17.1398



NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTD 790.1981 3871.8895 43.0127 7986 3 1291.3013 ‐0.6671
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 None 689.3828 DLQSVK 315.0084 689.3841 20.3594 4618 1 689.3841 1.32
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 610.6970 64769.2416 19 14.86 Carbamidomethyl+C(13) 3854.8697 ALLKGQIHVEHMCSNALAMIKNMTDTD 291.7114 3854.8638 43.0525 21365 3 1285.6261 ‐0.4663
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1118.6052 IGATSDLQSVK 5335.8630 1118.6055 19.5503 8057 2 559.8064 ‐0.8626
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 1981.9890 2638.1989 31.2493 7565 3 880.0712 1.16
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1569.8343 TVAAAVAAAPENSNKR 13028.3000 1569.8372 17.1217 5548 3 523.9506 1.0177
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1127.5732 EIFSKDNFK 478.3951 1127.5729 30.7920 3783 2 564.2901 ‐1.3144
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1167.6480 TLSPSSHAVLR 117.7379 1167.6687 28.1335 7457 2 584.3380 16.6344
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1765.9232 FLARDITFQNTAGPSK 479.0397 1765.9089 31.8671 3532 3 589.3078 ‐8.7469
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1334.7063 AGVYRENVEVAK 538.1638 1334.6943 20.9812 2416 2 667.8508 ‐9.6884
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTD 342.7626 3871.8870 40.2940 234116 3 1291.3005 ‐1.7304
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 564.9296 64769.2416 19 14.86 None 1206.6266 FLARDITFQN 709.8143 1206.6295 29.8287 7095 2 603.8184 1.75
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 None 1264.7082 MIHPIVDQLAK 5687.0670 1264.7098 16.1648 9515 2 632.8585 0.0579
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 None 2020.0709 VFSLPIAASVSSSSAAPSVSR 340.8231 2020.0566 23.4199 3877 3 674.0237 ‐7.6000
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 None 1292.6879 MASLLDSVTVTR 317.0475 1292.6559 25.5614 2567 1 1292.6559 ‐22.8222
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 None 900.4495 MASLLDSVT 117.2840 900.4484 25.5502 2503 1 900.4484 ‐0.7193
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 650.8561 21343.3863 6 16.58 None 934.4815 MIHPIVDQ 265.7027 934.4825 15.9272 921 2 467.7449 ‐0.8802
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 4061.4860 15216.6600 3 30.34 None 1305.6514 FFETFAAPFTK 35030.4600 1305.6528 19.8883 31648 2 653.3301 ‐0.0040
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 4061.4860 15216.6600 3 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSPY 6169.1040 3663.6611 21.9744 13695 3 1221.8919 ‐2.3586
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 4061.4860 15216.6600 3 30.34 None 1011.5146 ETFAAPFTK 161.4017 1011.5194 18.9655 3587 2 506.2633 2.45
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1308.7158 LLTPVEEGPTPR 21169.3000 1308.7146 22.9137 29363 2 654.8609 ‐1.6701
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1812.8803 IYSFGGEFTPNQPIDK 11476.3900 1812.8822 29.4476 27330 2 906.9447 1.67
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1522.8111 LNTLDSYNIVDKK 2496.0810 1522.8112 24.2268 19983 3 508.2753 ‐0.8129
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 950.5306 SVFASAALGK 5993.5220 950.5291 23.5204 18910 2 475.7682 ‐2.9750
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1418.7638 IQVAAGGNGIEYVK 1211.8830 1418.7621 32.3697 12670 2 709.8847 ‐1.7432
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 Carbamidomethyl+C(10) 2903.2982 VWVVYGFNGCEVDDVHYYDPVQDK 193.3917 2903.3111 31.1085 7497 3 968.4419 4.49
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 2063.9345 APTNDRFDDLFFYGIDSA 4778.8080 2063.9335 38.4136 24040 2 1032.4704 0.1960
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 599.3511 ASAALGK 143.8831 599.3502 24.1160 5406 1 599.3502 ‐1.7956
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 764.4301 FASAALGK 3723.8730 764.4292 23.5439 3237 1 764.4292 ‐0.9123
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 981.5000 PVEEGPTPR 492.7344 981.5014 22.9075 3153 1 981.5014 2.25
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1081.5524 DSYNIVDKK 338.5085 1081.5537 27.0419 3008 2 541.2805 0.0246
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1059.5469 FTPNQPIDK 208.6934 1059.5482 27.4735 1049 2 530.2777 ‐0.0944
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1400.7532 IQVAAGGNGIEYVK 114.0225 1400.7473 34.4548 1220 2 700.8773 ‐4.8104
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1137.8020 67889.5427 14 17.29 None 1505.7846 LNTLDSYNIVDKK 172.3485 1505.7902 24.8166 1610 2 753.3988 3.07
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1434.7587 VYVGQAQDGISAVK 38749.9400 1434.7563 22.1824 98156 2 717.8818 ‐2.2572
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1686.7718 GANLWDDGSTHDAVTK 65082.8400 1686.7714 22.1003 78643 3 562.9287 ‐0.7864
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1395.7301 IFGSDGSVITMLR 11694.8400 1395.7303 19.8598 51163 2 698.3688 ‐0.4394
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGI 10736.8300 3655.8805 22.2321 49270 4 914.7256 0.5383
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1933.9502 TSDVIGSDEGTHFTLQVK 6214.6200 1933.9533 27.0843 36038 3 645.3226 1.99
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1820.9429 QTSPPFGLEAGTVFELK 8542.8510 1820.9447 20.8794 32908 2 910.9760 1.1218
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1091.6320 IGVHVRPLSN 19373.9100 1091.6313 21.0627 25663 2 546.3193 ‐1.8094
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 4468.3600 3072.4430 25.4979 22408 2 1536.7252 ‐3.5111
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 688.3624 VEAQGGK 475.4502 688.3616 32.2527 4898 1 688.3616 ‐1.2013
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1950.9080 FVYDKSPEEVTGEEHGK 16668.6400 1950.9080 20.4580 34250 4 488.4824 ‐1.4479
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1562.8537 KVYVGQAQDGISAVK 3821.3770 1562.8533 20.7022 14639 3 521.6226 ‐0.8919
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 685.3991 VRPLSN 121.3423 685.3991 23.1090 8695 1 685.3991 ‐0.0792
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1073.5586 GQAQDGISAVK 265.9290 1073.5573 22.1834 4256 1 1073.5573 ‐0.0491
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1331.5862 WDDGSTHDAVTK 9541.8220 1331.5889 22.0866 3913 2 666.2981 1.43
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1041.5939 SPEGIIQGIK 276.9944 1041.5949 20.8392 3050 2 521.3011 ‐0.2782
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1095.4993 FVYDKSPEE 172.1166 1095.4964 19.3971 2589 2 548.2519 ‐3.8181
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 959.5785 IGVHVRPLS 425.9012 959.5783 21.0578 1398 2 480.2928 ‐1.6542
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 822.4581 HVRPLSN 458.7998 822.4567 21.0583 1238 1 822.4567 ‐1.3059
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1145.5069 DDGSTHDAVTK 4997.8610 1145.5049 22.0955 891 1 1145.5049 ‐0.4293
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1745.8705 DVIGSDEGTHFTLQVK 435.6484 1745.8731 27.9014 890 2 873.4402 1.48
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 757.3475 TGEEHGK 446.8852 757.3508 20.8040 817 1 757.3508 4.07
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1186.6467 YSPEGIIQGIK 301.3823 1186.6463 22.1872 804 2 593.8268 ‐1.3201
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 48 58.05 None 1163.6307 GLEAGTVFELK 358.6779 1163.6284 19.7837 783 1 1163.6284 ‐0.6152
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1434.7587 VYVGQAQDGISAVK 34995.0500 1434.7563 22.1824 98156 2 717.8818 ‐2.2261
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1686.7718 GANLWDDGSTHDAVTK 40464.3800 1686.7713 22.0907 76780 3 562.9286 ‐1.0370
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1933.9502 TSDVIGSDEGTHFTLQVK 8441.2230 1933.9532 27.0784 35362 3 645.3226 0.9676
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1091.6320 IGVHVRPLSN 29117.1800 1091.6313 21.0627 25663 2 546.3193 ‐1.8130
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1109.5698 NGQPEQAPLR 97.8493 1109.5559 22.1467 1573 2 555.2816 ‐13.6588
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 978.5479 GVHVRPLSN 7337.1350 978.5458 21.0621 4799 2 489.7765 ‐3.5716
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1444.6703 LWDDGSTHDAVTK 524.1459 1444.6667 22.0740 2593 2 722.8370 ‐3.0358
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1558.7132 NLWDDGSTHDAVTK 677.9326 1558.7181 22.1149 2399 2 779.8627 2.08
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1172.6270 VGQAQDGISAVK 365.0038 1172.6259 22.9055 2303 2 586.8166 ‐1.9950
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 959.5785 IGVHVRPLS 806.5975 959.5783 21.0578 1398 2 480.2928 ‐1.6712
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 822.4581 HVRPLSN 653.9959 822.4567 21.0583 1238 1 822.4567 ‐1.1836
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1145.5069 DDGSTHDAVTK 4425.0910 1145.5049 22.0955 891 1 1145.5049 ‐0.3484
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 5306.8900 32158.1143 48 58.05 None 1745.8705 DVIGSDEGTHFTLQVK 709.0035 1745.8731 27.9014 890 2 873.4402 1.73
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1395.7301 IFGSDGSVITMLR 14875.6600 1395.7303 19.8598 51163 2 698.3688 ‐0.6930
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGI 12366.4200 3655.8805 22.2321 49270 4 914.7256 0.2602
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1820.9429 QTSPPFGLEAGTVFELK 10361.9800 1820.9447 20.8794 32908 2 910.9760 1.1248
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 6788.4830 3072.4430 25.4979 22408 2 1536.7252 ‐2.7528
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1933.9502 TSDVIGSDEGTHFTLQVK 8215.3610 1933.9520 16.8446 14904 3 645.3222 0.3448
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1434.7587 VYVGQAQDGISAVK 5210.0570 1434.7609 14.6617 3044 2 717.8841 0.7194
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 2439.2918 FKTNKQTSPPFGLEAGTVFELK 463.5424 2439.2932 24.1852 3227 2 1220.1502 2.12
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1292.6885 FGLEAGTVFELK 166.8318 1292.6852 22.6650 12376 2 646.8462 ‐3.7091



NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 732.4437 VITMLR 191.4669 732.4408 21.6281 4398 1 732.4408 ‐3.9861
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1041.5939 SPEGIIQGIK 71.0816 1041.6000 20.0511 983 2 521.3036 4.1233
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1186.6467 YSPEGIIQGIK 179.7940 1186.6463 22.1872 804 2 593.8268 ‐1.6999
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3965.5560 32158.1143 48 58.05 None 1377.7195 IFGSDGSVITMLR 288.3672 1377.7240 18.7027 2332 2 689.3656 2.49
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1420.7431 VYVGQGQDGISAVK 6417.4070 1420.7408 21.5229 21872 2 710.8740 ‐2.2192
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1435.7977 IFGSDGLIITMLR 3831.4330 1435.7957 22.3909 10000 2 718.4015 ‐2.0021
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 5560.7680 2225.0366 25.7936 9777 3 742.3504 0.2419
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 1192.2720 2096.9379 27.9089 8159 2 1048.9726 ‐0.7160
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 3047.9570 2314.1985 21.5775 8043 3 772.0710 0.7304
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1348.7107 TSPPYGLETQKK 5815.5220 1348.7113 17.8563 6740 3 450.2419 ‐0.3909
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 306.3931 2347.1651 38.3339 1802 2 1174.0862 4.77
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2690.3420 TNKQTSAPFGLEAGTAFELKEEGHK 603.0071 2690.3625 19.2925 4254 3 897.4590 7.57
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 3323.6251 VHVGQGQDGVSSINVVYAKDSQDVEG 894.7731 3323.6335 22.8612 2433 3 1108.5494 3.88
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 307.4185 1840.7934 24.2669 2422 2 920.9003 ‐2.5551
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1002.5214 QGQDGISAVK 384.7778 1002.5200 19.9311 1513 1 1002.5200 ‐0.5277
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1160.6310 PPYGLETQKK 1293.2200 1160.6331 17.8456 1417 2 580.8202 0.7106
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1069.5888 ATTTTPVTPAK 394.7771 1069.5887 22.8028 1384 2 535.2980 ‐1.3561
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 1063.5782 PYGLETQKK 209.1874 1063.5791 18.0386 1336 2 532.2932 ‐0.4684
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 803.4621 GLETQKK 190.3865 803.4615 17.6159 923 2 402.2344 ‐2.5299
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1445.5230 32022.7035 24 47.00 None 2446.2209 VSSINVVYAKDSQDVEGGEHGKK 384.5306 2446.2091 24.3562 860 2 1223.6082 ‐3.5493
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 1420.7431 VYVGQGQDGISAVK 5224.7550 1420.7408 21.5229 21872 2 710.8740 ‐2.1896
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 2990.7340 2225.0366 25.7936 9777 3 742.3504 0.0033
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 658.8030 2096.9379 27.9089 8159 2 1048.9726 ‐0.6179
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 1348.7107 TSPPYGLETQKK 7509.3810 1348.7113 17.8563 6740 3 450.2419 ‐0.5258
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 1892.9687 ASELLHQFGVHVMPLTN 362.6660 1892.9250 32.9016 1159 2 946.9661 ‐22.7596
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 824.3785 DGAYDGVK 778.0646 824.3799 27.3567 5922 1 824.3799 2.1848
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 165.4121 1840.7934 24.2669 2422 2 920.9003 ‐2.4829
NP_188266.1 jacalin related lectin Arabidopsis thaliana 830.1849 32022.7035 24 47.00 None 1160.6310 PPYGLETQKK 2046.7640 1160.6331 17.8456 1417 2 580.8202 0.7139
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 1134.6154 TAGPFGIVSGTK 11226.3100 1134.6167 16.7721 17575 2 567.8120 ‐0.2935
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 2147.0543 SAEFTLAPDEYITALSAYGK 3104.4190 2147.0480 21.6098 16270 2 1074.0276 ‐1.9946
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 1853.9855 SLSTQEVITALTFTTNK 7282.1170 1853.9864 20.7557 13838 2 927.4968 0.7254
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 4401.6510 2806.4276 19.5442 9507 3 936.1474 1.91
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 1553.8574 NFGVDTVVTTLIFK 5486.9200 1553.8601 22.8056 8181 2 777.4337 1.42
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 1068.6200 FGVHVAPITK 11464.7600 1068.6215 15.1067 3476 2 534.8144 ‐0.3382
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 306.4918 2251.0962 19.9553 2920 3 751.0369 14.7968
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 910.7142 72473.6018 8 17.45 None 962.5306 GPFGIVSGTK 181.2962 962.5300 17.5119 1301 2 481.7687 ‐2.4779
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1063.5782 VVDIVDTFR 38922.2000 1063.5800 29.2264 32772 2 532.2937 0.4562
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 7086.1920 2447.1999 23.4298 19889 2 1224.1036 ‐0.8465
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1781.8857 EGSTNPTFLYFAHGLK 8264.1440 1781.8871 19.0418 19334 3 594.6339 0.2764
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1165.5735 LSEEDQAVFK 6091.7660 1165.5751 21.5698 10571 2 583.2912 0.2867
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1293.6685 LSEEDQAVFKK 13715.6700 1293.6671 19.1711 8482 3 431.8939 ‐1.9536
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 811.4713 GFIAYIK 12985.9100 811.4723 17.1282 3170 1 811.4723 1.83
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 3943.9562 MLVYQDLLTGDELLSDSFPYKEIENGILW 642.6049 3943.9146 38.1881 4172 3 1315.3097 ‐9.4187
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 865.4414 DIVDTFR 8100.5360 865.4421 29.2276 4750 1 865.4421 1.45
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1577.8111 STNPTFLYFAHGLK 343.3232 1577.8071 18.9752 3132 2 789.4072 ‐2.8481
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 5689.7390 18967.3870 17 45.83 None 1180.5844 SEEDQAVFKK 5810.8550 1180.5821 19.1822 2751 2 590.7947 ‐3.0187
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 12491.9100 2447.1999 23.4298 19889 2 1224.1036 ‐0.4655
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 1781.8857 EGSTNPTFLYFAHGLK 11132.6700 1781.8871 19.0418 19334 3 594.6339 ‐0.0299
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 811.4713 GFIAYIK 10314.9400 811.4723 17.1282 3170 1 811.4723 1.89
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 2316.1646 LVYQDLLTGDELLSDSFPYK 627.4670 2316.2153 25.2513 2614 2 1158.6113 23.2219
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 1515.7690 EIENGILWEVEGK 269.0142 1515.7420 25.5546 1228 1 1515.7420 ‐15.0835
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 1577.8111 STNPTFLYFAHGLK 328.1000 1577.8071 18.9752 3132 2 789.4072 ‐2.9919
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3147.0480 18967.3870 17 45.83 None 1117.5598 MLVYQDLLTG 279.6608 1117.5547 25.6041 1882 1 1117.5547 ‐3.3076
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1453.7546 FVIGGPHGDAGLTGR 14327.5900 1453.7549 15.6003 43299 3 485.2565 ‐0.5942
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1206.6113 ANVDYEQIVR 1823.0270 1206.6109 23.4766 17290 2 603.8091 ‐1.3186
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1141.6113 TIFHLNPSGR 14405.8300 1141.6117 15.3864 9578 2 571.3095 ‐0.6824
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 2450.1360 2383.2748 26.5394 9306 4 596.5742 ‐0.1953
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1932.4180 2649.3401 27.6647 8639 4 663.0905 0.5675
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 873.5152 SIVASGLAR 2907.0020 873.5152 20.0934 7614 2 437.2612 ‐1.6652
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1662.8374 DDADFTWEVVKPLK 15676.3700 1662.8380 31.3944 7281 3 554.9508 ‐0.2207
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1470.7331 TNMVMVFGEITTK 2164.6160 1470.7394 20.0689 6622 2 735.8733 3.14
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 2007.0216 TQVTIEYINESGAMVPVR 974.2917 2007.0252 30.3745 6462 2 1004.0162 2.62
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1288.7623 EHVIKPVIPEK 2142.0720 1288.7614 19.5761 4194 3 430.2586 ‐1.6323
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 928.4556 1229.6092 21.2751 1773 3 410.5412 ‐1.2489
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1334.7063 ANVDYEQIVRK 132.1224 1334.6814 32.1930 2125 2 667.8443 ‐19.4061
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1922.8767 ESFLFTSESVNEGHPDK 298.8661 1922.9005 30.3407 2071 2 961.9539 12.57
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 Carbamidomethyl+C(3)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 Carbamidomethyl+C(10) 2127.1128 LTEVRKNGTCPWLRPDGK 211.0211 2127.1096 25.2621 1084 3 709.7081 ‐1.7443
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 807.4359 YEQIVR 146.8652 807.4335 21.7548 6233 2 404.2204 ‐4.7721
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 927.4795 FHLNPSGR 2413.8460 927.4787 15.3879 1665 2 464.2430 ‐2.3490
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1372.7332 PDIAQGVHGHLTK 206.3456 1372.7384 26.3133 1357 2 686.8728 3.1033
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 643.3522 LNPSGR 879.4310 643.3535 15.3887 1166 1 643.3535 1.48
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 628.3665 SIVASGL 316.3157 628.3658 19.6628 1100 1 628.3658 ‐1.2506
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 None 1189.5848 ANVDYEQIVR 228.2316 1189.5901 24.1607 2684 2 595.2987 3.31
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2097.1940 43194.8578 43 49.36 Carbamidomethyl+C(3)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1206.6113 ANVDYEQIVR 3527.0090 1206.6109 23.4766 17290 2 603.8091 ‐1.3106
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 3505.4150 2383.2748 26.5394 9306 4 596.5742 ‐0.1029
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1478.7090 2649.3401 27.6647 8639 4 663.0905 0.6392



NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 873.5152 SIVASGLAR 5535.7290 873.5152 20.0934 7614 2 437.2612 ‐1.6909
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1662.8374 DDADFTWEVVKPLK 13605.3600 1662.8380 31.3944 7281 3 554.9508 ‐0.3928
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 2007.0216 TQVTIEYINESGAMVPVR 1338.0550 2007.0252 30.3745 6462 2 1004.0162 2.52
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1288.7623 EHVIKPVIPEK 3619.3050 1288.7614 19.5761 4194 3 430.2586 ‐1.7601
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 2131.4410 1229.6092 21.2751 1773 3 410.5412 ‐1.3697
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 179.8322 2405.1806 34.8897 1598 3 802.3984 ‐3.5386
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1334.7063 ANVDYEQIVRK 976.0892 1334.6817 23.8982 2664 2 667.8445 ‐19.1459
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1963.9661 IIIDTYGGWGAHGGGAFSGK 262.8172 1963.9398 35.6096 2002 2 982.4736 ‐12.8819
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 Carbamidomethyl+C(10) 2127.1128 LTEVRKNGTCPWLRPDGK 247.7906 2127.1096 25.2621 1084 3 709.7081 ‐1.9714
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 3526.7979 FVIGGPHGDAGLTGRKIIIDTYGGWGAH 1005.0230 3526.7886 34.6126 1065 5 706.1635 ‐2.6226
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 807.4359 YEQIVR 122.9795 807.4335 21.7548 6233 2 404.2204 ‐4.8045
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 574.3307 ASGLAR 2341.1850 574.3308 20.1018 3212 1 574.3308 ‐0.1205
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 673.3992 VASGLAR 996.2831 673.4003 20.0950 3093 1 673.4003 1.65
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 951.4683 FVIGGPHGDA 153.1771 951.4631 32.0655 2027 1 951.4631 ‐4.6109
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 628.3665 SIVASGL 601.2960 628.3658 19.6628 1100 1 628.3658 ‐1.1035
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1644.8268 DDADFTWEVVKPLK 605.4459 1644.8205 31.1977 5261 2 822.9139 ‐3.9684
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1366.9400 43194.8578 43 49.36 None 1189.5848 ANVDYEQIVR 350.4687 1189.5901 24.1607 2684 2 595.2987 3.94
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 3038.4604 IFSHPDVAKEEPWYGIEQEYTLMQK 1427.1210 3038.4598 23.3518 9085 4 760.3704 ‐0.5648
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1111.5994 TLPGPVTDPSK 18594.0800 1111.6001 19.7329 7093 2 556.3037 ‐0.4784
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 960.4785 DIVDAHYK 1451.1380 960.4775 17.7185 4808 2 480.7424 ‐2.4417
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 2043.9368 EEPWYGIEQEYTLMQK 1577.5170 2043.9331 35.1032 2728 2 1022.4702 ‐1.2827
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1072.5997 NDGGLEVIKK 139.2092 1072.5757 33.4725 3318 2 536.7915 ‐23.5542
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1501.7142 EHIAAYGEGNERR 286.7496 1501.6847 38.1163 2699 1 1501.6847 ‐17.2700
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1610.7670 HKEHIAAYGEGNER 255.6718 1610.7772 23.4335 1030 2 805.8922 6.1017
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1449.8312 TLPGPVTDPSKLPK 3351.1260 1449.8297 23.6415 10511 3 483.9481 ‐1.7205
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 Carbamidomethyl+C(13) 3004.4656 DPFRKGNNILVMCDAYTPAGDPIPTNK 757.1813 3004.4360 22.3929 1337 3 1002.1502 ‐9.4215
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1235.6994 PGPVTDPSKLPK 628.0278 1235.6998 23.6386 2817 2 618.3536 ‐0.5824
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 765.3964 YTLMQK 403.5136 765.3988 21.1387 2193 1 765.3988 3.57
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 950.4843 HKEHIAAY 153.9390 950.4838 23.0830 2149 2 475.7456 ‐1.9182
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 633.2991 DIVDAH 271.6656 633.2980 17.7257 1474 1 633.2980 ‐1.9708
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 807.2358 38822.7429 14 20.90 None 1593.7404 HKEHIAAYGEGNER 101.6517 1593.7362 24.3210 5315 2 797.3717 ‐2.9518
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 3057.5204 DNEYSDLYYAIPWSQGTLGLLVAAEIR 3332.2880 3057.5136 24.1304 3018 3 1019.8427 ‐1.3006
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 2390.1106 TEKEVREAEQAHLETAYAEAD 118.2504 2390.1564 21.2395 3821 3 797.3903 19.1755
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 1279.6391 AIGTFMSVYYK 669.3130 1279.6197 17.8128 1982 2 640.3135 ‐16.3239
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 1801.9411 MTARVEPLVNMGQISR 580.5767 1801.9325 18.1960 5842 3 601.3157 ‐5.5761
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 1385.8111 VSLLKATQGEAIR 587.9408 1385.8044 18.2416 4700 2 693.4059 ‐5.7079
NP_188616.1 Delta 24 sterol reductase Arabidopsis thaliana 177.9278 65679.5110 6 4.81 None 1368.7845 VSLLKATQGEAIR 344.6770 1368.7851 17.4948 937 2 684.8962 ‐0.5111
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2683.2400 19929.9347 4 19.79 None 1737.8541 FVSESVEDQTEQVLK 3167.1390 1737.8582 26.9470 13685 2 869.4327 2.82
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2683.2400 19929.9347 4 19.79 None 1375.7580 STYQVAALPLNAK 28070.5400 1375.7588 26.5224 8642 2 688.3830 ‐0.0735
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2683.2400 19929.9347 4 19.79 None 1005.5152 YFPAPSPAR 9926.8560 1005.5146 20.6769 6042 2 503.2609 ‐2.0285
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2683.2400 19929.9347 4 19.79 None 797.4880 AALPLNAK 124.5798 797.4871 28.4554 1428 2 399.2472 ‐2.7833
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 1086.5215 ADDVPLDWR 5090.3640 1086.5220 27.2621 3824 2 543.7646 ‐0.6966
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 3749.8520 VLEDGVLDPETTVVSIFPSPMHYAGPTE 1163.7920 3749.8388 21.6565 2161 4 938.2152 ‐3.1356
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 853.4488 LLEMGYK 3870.6350 853.4500 22.5982 2115 2 427.2287 ‐0.1795
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 785.4516 LSPAELR 3900.6780 785.4525 19.2233 829 2 393.2299 ‐0.5692
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 1168.6824 LVELIVEEPK 1780.8900 1168.6863 17.4002 9889 2 584.8468 2.54
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 1251.6480 NADAVFAFQLR 148.4071 1251.6433 17.9819 7248 2 626.3253 ‐4.7180
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 1294.6902 INAGANFYIVGR 381.3153 1294.7109 23.8879 2660 2 647.8591 15.1197
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 585.3355 PAELR 130.4588 585.3360 19.9668 1244 1 585.3360 0.5403
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 353.7766 51516.1234 9 14.47 None 1234.6215 NADAVFAFQLR 281.9691 1234.6190 18.4129 1524 2 617.8131 ‐2.9874
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1661.8017 LLEQDNPDLGYDAAK 3230.9390 1661.7974 23.7825 17821 2 831.4024 ‐2.7214
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1508.7665 TLFNELEVVEGMK 1179.6740 1508.7688 36.0936 11899 2 754.8880 1.0775
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1196.7361 IGVQIIQNALK 24357.4300 1196.7364 18.5775 9733 2 598.8719 ‐0.7354
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1927.0647 AAVEEGILPGGGVALLYAAR 5733.4340 1927.0637 20.8359 7591 2 964.0355 ‐0.2077
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1418.6951 GYTSPYFITNQK 4336.2720 1418.6957 25.6233 6049 2 709.8515 ‐0.1494
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1585.7592 SAIELSTSDYDKEK 3560.3780 1585.7635 21.4274 5711 3 529.2593 2.0583
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 5117.2030 2615.3192 40.9560 3778 3 872.4446 ‐1.4221
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 826.5033 AGIIDPLK 6455.9440 826.5034 25.5010 3217 2 413.7554 ‐1.4680
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1346.6798 DDTVILDGAGDKK 1680.4770 1346.6813 19.4327 842 2 673.8443 0.3648
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1059.5681 EGVITIQDGK 8788.5200 1059.5633 20.7834 11477 2 530.2853 ‐5.7802
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1343.7529 VGKEGVITIQDGK 126.0363 1343.7407 31.7527 7488 2 672.3740 ‐9.7953
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 678.3570 FGVEAR 1329.4690 678.3455 31.8001 4997 1 678.3455 ‐16.9890
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 837.4465 FASNLASK 939.9485 837.4477 18.2294 3305 2 419.2275 ‐0.2395
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1327.7005 NVVIEQSWGAPK 348.7601 1327.7231 30.9991 1749 2 664.3652 16.3147
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1033.5313 LPTANFDQK 783.9755 1033.5187 21.5139 1025 2 517.2630 ‐13.4970
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 Carbamidomethyl+C(6) 1787.9585 AGIKVCAIKAPGFGENR 351.5688 1787.9753 21.5344 1073 3 596.6633 8.71
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1178.5324 DNPDLGYDAAK 113.0339 1178.5272 21.4062 1852 1 1178.5272 ‐3.0093
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 956.4836 NVVIEQSW 174.5287 956.4860 30.5030 1317 2 478.7466 1.0202
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2729.9650 61622.8664 39 33.45 None 1181.5837 TSPYFITNQK 129.6374 1181.5811 27.1167 915 2 591.2942 ‐3.2764
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1508.7665 TLFNELEVVEGMK 2316.1500 1508.7688 36.0936 11899 2 754.8880 1.1161
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 843.5298 LSGGVAVLK 8166.3270 843.5294 20.4976 7742 2 422.2683 ‐2.1762
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1418.6951 GYTSPYFITNQK 4871.7690 1418.6957 25.6233 6049 2 709.8515 ‐0.1200
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 4244.3230 2615.3192 40.9560 3778 3 872.4446 ‐1.7069
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 826.5033 AGIIDPLK 4183.1160 826.5034 25.5010 3217 2 413.7554 ‐1.4985
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1346.6798 DDTVILDGAGDKK 1258.5640 1346.6813 19.4327 842 2 673.8443 0.3870
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1343.7529 VGKEGVITIQDGK 88.9633 1343.7407 31.7527 7488 2 672.3740 ‐9.7734
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 837.4465 FASNLASK 1590.5740 837.4477 18.2294 3305 2 419.2275 ‐0.2688
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1391.6882 SVAAGMNAMDLRR 524.1578 1391.6917 32.1764 2891 2 696.3495 1.70
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1327.7005 NVVIEQSWGAPK 268.2913 1327.7231 30.9991 1749 2 664.3652 16.3350



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 2583.2283 LLEQDNPDLGYDAAKGEYVDMVK 1410.5460 2583.2284 29.2992 2106 3 861.7477 ‐0.1412
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1860.9913 VTVSKDDTVILDGAGDKK 416.6774 1860.9769 30.4545 924 2 930.9921 ‐7.4702
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 913.4989 GVITIQDGK 84.9432 913.4981 31.0781 14344 2 457.2527 ‐2.4615
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 856.4775 VITIQDGK 57.3610 856.4754 31.2903 9401 1 856.4754 ‐1.8603
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 846.4203 VTVSKDDT 86.3778 846.4169 29.3614 2106 1 846.4169 ‐3.4981
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 791.3968 EVVEGMK 427.6704 791.3958 35.2192 1455 1 791.3958 ‐0.8597
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 956.4836 NVVIEQSW 636.2164 956.4860 30.5030 1317 2 478.7466 1.0029
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1470.6933 YDAAKGEYVDMVK 219.1308 1470.6924 27.9176 1201 2 735.8499 ‐1.0767
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 1181.5837 TSPYFITNQK 137.8228 1181.5811 27.1167 915 2 591.2942 ‐3.2709
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 592.5773 61622.8664 39 33.45 None 820.4199 FASNLASK 1187.2550 820.4234 20.1083 2969 2 410.7153 2.33
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 273.6353 29878.4256 4 16.25 None 1288.6016 AAAAEAATSEPAASA 1960.1210 1288.6027 16.9542 5530 2 644.8050 0.0314
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 273.6353 29878.4256 4 16.25 None 2080.9921 DIETAGFQEGDEVSLETLK 1483.7860 2080.9952 31.4415 5156 2 1041.0012 2.0818
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 273.6353 29878.4256 4 16.25 None 1198.5851 GFEGGQTALYR 1654.8410 1198.5845 21.9043 4995 2 599.7959 ‐1.5040
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 273.6353 29878.4256 4 16.25 None 1456.7655 FRLDNLGPQPGSR 1497.9130 1456.7665 15.8367 2833 3 486.2603 ‐0.0863
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1613.7766 AGAEVIGISGDDSASHK 56680.2700 1613.7783 20.2927 29205 3 538.5976 0.4698
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1047.5469 GQAAPDFTLK 11544.8200 1047.5472 23.4397 27009 2 524.2772 ‐1.0367
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1556.7856 DWGVPGDLFGALPGR 1728.1070 1556.7921 21.8192 8599 2 778.8997 3.28
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 Carbamidomethyl+C(3) 1374.6107 QACAFRDSYEK 308.7446 1374.6272 31.4571 23465 2 687.8172 11.70
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1890.9708 NGVVQLIYNNQFQPEK 574.0585 1891.0175 21.8620 1384 2 946.0124 24.9420
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1640.8530 YKLPYTLLSDEGNK 6227.1360 1640.8582 17.8012 7321 2 820.9327 2.65
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1604.8642 LPYTLLSDEGNKVR 1703.2340 1604.8647 15.8839 4907 3 535.6264 ‐0.3557
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1741.8715 KAGAEVIGISGDDSASHK 3795.0650 1741.8764 18.9140 2166 3 581.2970 2.10
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1776.9279 GVVQLIYNNQFQPEK 799.0787 1776.9345 22.2143 6048 3 592.9830 3.14
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 Carbamidomethyl+C(3) 734.3403 QACAFR 95.2979 734.3380 31.0517 3066 1 734.3380 ‐3.0890
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5173.6830 23849.1166 18 39.81 None 1872.9603 NGVVQLIYNNQFQPEK 621.9642 1872.9691 22.5867 8247 4 468.9977 3.08
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 1684.8806 KDWGVPGDLFGALPGR 740.4432 1684.8832 20.1817 10213 3 562.2992 0.6145
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 1556.7856 DWGVPGDLFGALPGR 418.6205 1556.7921 21.8192 8599 2 778.8997 3.63
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 1791.9820 2142.0684 18.2934 7426 3 714.6943 4.03
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 1349.6947 LPYTLLSDEGNK 1497.9730 1349.6902 18.7612 3942 2 675.3487 ‐4.3819
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 907.4884 TQFSVPTK 1347.4220 907.4998 17.8913 1850 1 907.4998 13.1242
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 1890.9708 NGVVQLIYNNQFQPEK 221.8320 1891.0175 21.8620 1384 2 946.0124 24.9873
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 391.1038 23849.1166 18 39.81 None 889.4778 TQFSVPTK 86.4852 889.4789 17.6721 1508 1 889.4789 1.43
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 920.4910 ITMIWEK 48898.0500 920.4911 17.4151 115218 2 460.7492 ‐1.4428
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1783.8207 NDDFPEPSSYMQLLK 5697.5020 1783.8247 34.8415 28906 2 892.4160 2.43
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1798.9010 IWNYTLGDGKEEVFK 856.8835 1798.9049 17.9069 15380 3 600.3065 1.80
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1472.7566 VVGLEGHVMEQFK 2593.7430 1472.7601 27.3804 5776 3 491.5915 1.71
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1166.5841 IWNYTLGDGK 1312.4750 1166.5876 16.6217 4412 2 583.7974 1.60
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1487.7233 SMVIDMEDHVLKA 20590.3200 1487.7247 30.0967 22715 3 496.5797 0.2118
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 3221.7920 17905.2175 16 42.11 None 1939.9218 RNDDFPEPSSYMQLLK 2369.0030 1939.9260 32.9439 3060 3 647.3135 1.72
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 920.4910 ITMIWEK 31085.2700 920.4911 17.4151 115218 2 460.7492 ‐1.9832
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1798.9010 IWNYTLGDGKEEVFK 683.1611 1798.9049 17.9069 15380 3 600.3065 1.22
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1166.5841 IWNYTLGDGK 7452.1810 1166.5876 16.6217 4412 2 583.7974 1.41
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1472.7566 VVGLEGHVMEQFK 966.9331 1472.7239 17.8944 2901 3 491.5795 ‐23.4142
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1939.9218 RNDDFPEPSSYMQLLK 821.3969 1939.9328 19.4020 6876 3 647.3158 5.0572
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 2841.3950 ITMIWEKRNDDFPEPSSYMQLLK 485.7451 2841.3995 22.4679 888 3 947.8047 2.41
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 706.3593 MIWEK 10522.1400 706.3604 17.4121 10461 1 706.3604 1.52
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1421.7133 FPEPSSYMQLLK 180.1917 1421.7154 20.0305 2829 2 711.3613 0.5852
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 2081.4290 17905.2175 16 42.11 None 1536.7403 DFPEPSSYMQLLK 185.2455 1536.7399 20.0260 2057 2 768.8736 ‐0.8331
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 920.4910 ITMIWEK 48898.0500 920.4911 17.4151 115218 2 460.7492 ‐1.4428
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1240.6354 GLEGHVMEQLK 16794.5600 1240.6355 23.0692 44560 2 620.8214 ‐0.8260
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1783.8207 NDDFPEPSSYMQLLK 5697.5020 1783.8247 34.8415 28906 2 892.4160 2.43
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1398.7304 VYEIDFQFIPK 4832.2330 1398.7305 20.4777 27195 2 699.8689 ‐0.5791
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1166.5841 IWNYTLGDGK 1312.4750 1166.5876 16.6217 4412 2 583.7974 1.60
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1365.7260 ATSGTYVTEVPLK 297.5202 1365.7358 23.2790 5156 3 455.9168 6.35
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1487.7233 SMVIDMEDHVLKA 20590.3200 1487.7247 30.0967 22715 3 496.5797 0.2118
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1827.8912 IWNYTLGDGKQEEFK 7335.9260 1827.8972 16.9477 8787 3 609.9706 2.99
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1939.9218 RNDDFPEPSSYMQLLK 2369.0030 1939.9260 32.9439 3060 3 647.3135 1.72
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1118.5881 EIDFQFIPK 203.2839 1118.5845 21.8518 12339 2 559.7959 ‐4.3548
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1251.6216 TLGDGKQEEFK 232.3680 1251.6182 16.9972 5351 3 417.8776 ‐3.5969
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1088.5259 ATSGTYVTEVP 309.3139 1088.5255 21.6885 846 1 1088.5255 0.8277
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 4514.1580 17887.1234 25 56.58 None 1347.7155 ATSGTYVTEVPLK 319.8234 1347.7155 26.3162 1252 2 674.3614 ‐0.6795
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 920.4910 ITMIWEK 31085.2700 920.4911 17.4151 115218 2 460.7492 ‐1.9832
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1398.7304 VYEIDFQFIPK 4326.0400 1398.7305 20.4777 27195 2 699.8689 ‐0.8309
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1166.5841 IWNYTLGDGK 7452.1810 1166.5876 16.6217 4412 2 583.7974 1.41
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1496.7665 MATSGTYVTEVPLK 3306.6130 1496.7398 17.2465 935 2 748.8735 ‐18.4812
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1827.8912 IWNYTLGDGKQEEFK 11352.3500 1827.8972 16.9477 8787 3 609.9706 2.19
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1939.9218 RNDDFPEPSSYMQLLK 821.3969 1939.9328 19.4020 6876 3 647.3158 5.0572
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 2841.3950 ITMIWEKRNDDFPEPSSYMQLLK 485.7451 2841.3995 22.4679 888 3 947.8047 2.41
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 Oxidation+M(1) 1999.0052 MATSGTYVTEVPLKGTAEK 208.5860 1999.0097 20.2708 1217 3 667.0081 1.64
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 706.3593 MIWEK 10522.1400 706.3604 17.4121 10461 1 706.3604 1.52
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1421.7133 FPEPSSYMQLLK 180.1917 1421.7154 20.0305 2829 2 711.3613 0.5852
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1536.7403 DFPEPSSYMQLLK 185.2455 1536.7399 20.0260 2057 2 768.8736 ‐0.8331
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2550.9560 17887.1234 25 56.58 None 1478.7559 MATSGTYVTEVPLK 226.1474 1478.7502 16.4055 3259 2 739.8787 ‐4.6034
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 18793.7100 1903.8756 28.4912 24939 3 635.2967 0.2953
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1927.8556 EADVDGDGQINYEEFVK 8077.2420 1927.8590 28.9634 18951 2 964.4331 2.0959
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1568.7075 DTDSEEELKEAFR 16489.8100 1568.7091 25.1903 16505 3 523.5745 0.3460
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1509.7067 ADQLTDDQISEFK 741.6764 1509.7109 27.1176 15459 2 755.3591 2.07
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1827.8429 MKDTDSEEELKEAFR 1921.0440 1827.8466 24.3439 7810 3 609.9537 1.87
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 650.3620 KEAFR 110.6311 650.3636 24.4869 2242 1 650.3636 2.59



NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1398.6536 GDGQINYEEFVK 165.2038 1398.6494 29.2671 1900 2 699.8283 ‐3.6431
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1237.6059 SEEELKEAFR 826.0375 1237.6081 24.9851 775 2 619.3077 0.8174
NP_189967.1 calmodulin 7 Arabidopsis thaliana 4762.6250 16904.7557 9 41.61 None 1492.6802 ADQLTDDQISEFK 414.1898 1492.6788 26.2531 878 2 746.8430 ‐1.3949
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 583.3605 22190.8529 4 22.84 None 1731.9891 LIFGSVTAQDLVDIIK 2837.7850 1731.9908 23.1889 6114 2 866.4991 0.9170
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 583.3605 22190.8529 4 22.84 None 1127.6857 AQLMTPLLLK 3671.5380 1127.6877 19.3760 5819 2 564.3475 0.2284
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 583.3605 22190.8529 4 22.84 None 2124.1158 VKEEAQQLAMVFQTVGAFK 1726.4250 2124.1144 21.2176 5120 3 708.7097 ‐0.9734
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 583.3605 22190.8529 4 22.84 None 2106.1052 VKEEAQQLAMVFQTVGAFK 666.4943 2106.1093 21.6227 1188 3 702.7080 1.03
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1219.7045 LFGVTTLDVVR 8359.3410 1219.7040 19.6970 11080 2 610.3556 ‐1.4017
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1244.6481 IQNAGTEVVDAK 4239.7920 1244.6469 17.9413 7823 2 622.8271 ‐1.8588
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1272.6695 GVAFANKPAAAAAN 2857.5790 1272.6710 18.7788 6367 2 636.8392 0.3327
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1777.0946 VAVLGAAGGIGQPLSLLIK 1983.5880 1777.0983 22.3218 4153 2 889.0528 2.1396
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1334.7791 DVNVVVIPAGVPR 2225.6360 1334.7821 29.3462 2187 2 667.8947 1.60
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 854.4479 ASSIPHSR 105.9793 854.4292 32.2353 2134 1 854.4292 ‐21.4165
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1196.6310 FNSVPSFTGLK 388.4488 1196.6427 16.9107 1780 2 598.8250 8.15
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 673.1942 42633.7482 12 17.12 None 1131.5640 QNAGTEVVDAK 139.5875 1131.5621 16.8157 2113 2 566.2847 ‐2.8567
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 323.7057 42633.7482 12 17.12 None 1219.7045 LFGVTTLDVVR 7344.0920 1219.7040 19.6970 11080 2 610.3556 ‐1.7615
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 323.7057 42633.7482 12 17.12 None 1777.0946 VAVLGAAGGIGQPLSLLIK 1594.1000 1777.0983 22.3218 4153 2 889.0528 2.1162
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 323.7057 42633.7482 12 17.12 None 1196.6310 FNSVPSFTGLK 426.5734 1196.6427 16.9107 1780 2 598.8250 8.77
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 323.7057 42633.7482 12 17.12 None 2861.4779 NGLEAVIESDLQGLTEYEQKALEALK 494.2339 2861.4479 22.2723 1387 3 954.4875 ‐9.8143
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1622.8748 AGSGVATLGLPDSPGVPK 3185.7260 1622.8769 27.9284 13464 2 811.9421 1.0867
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1240.6467 NLMPGGVNSPVR 4974.2830 1240.6442 23.8813 9992 2 620.8257 ‐2.8961
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1413.6896 LSQPGTYEYLDK 1483.5580 1413.6867 24.1617 6447 2 707.3470 ‐2.6539
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 Carbamidomethyl+C(15) 1711.8684 AATLTGSGIALGFSCSAK 369.2055 1711.8648 25.0984 2416 3 571.2931 ‐2.8372
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1950.9655 AATSDTLTAPYNDIAAVEK 772.3505 1950.9190 27.1172 12430 3 650.9778 ‐24.4237
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 Carbamidomethyl+C(16) 1842.9089 MAATLTGSGIALGFSCSAK 501.3781 1842.8700 27.3125 3285 2 921.9386 ‐20.8297
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 2140.1107 ITKDNGALLIFDEVMTGFR 269.2708 2140.0565 35.9900 2305 2 1070.5319 ‐24.5022
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 908.4394 MSVSVEEK 303.7498 908.4230 23.0425 1721 1 908.4230 ‐17.2528
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1486.8475 ITKELTNGILEAGK 213.2881 1486.8214 21.5761 1697 3 496.2786 ‐18.4776
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1274.6409 SVGGQPVVMDSAK 307.7324 1274.6509 19.0618 971 2 637.8291 6.30
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1583.8064 FTLQKSEEAFNAAK 796.8756 1583.7979 26.2738 2667 2 792.4026 ‐5.6374
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1620.8414 AFKSVGGQPVVMDSAK 1246.5050 1620.8386 25.2993 887 2 810.9230 ‐1.8919
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 777.3989 SVSVEEK 111.6977 777.3989 25.4223 1888 1 777.3989 0.3703
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 970.5568 ITKELTNGI 87.4329 970.5623 21.5747 1337 2 485.7848 4.48
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 882.4792 PGGVNSPVR 478.0459 882.4794 23.8955 1238 1 882.4794 0.8328
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1565.7958 FTLQKSEEAFNAAK 459.1082 1565.8020 24.8246 7277 3 522.6055 3.1146
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 381.8144 50483.8266 25 24.58 None 1604.8642 AGSGVATLGLPDSPGVPK 150.3781 1604.8594 28.5692 971 3 535.6247 ‐3.8083
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 1286.7215 IIGGGLPVGAYGGR 3538.3270 1286.7219 16.6911 12022 2 643.8646 ‐0.9010
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 1217.4170 2215.1261 20.6155 6433 2 1108.0667 0.1550
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMT 648.7943 3386.6531 21.9158 3091 3 1129.5559 ‐1.1131
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 1272.7158 ELTNGILEAGKK 177.2728 1272.7224 17.8802 2013 2 636.8649 4.0402
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 3876.8637 DIDGNEYIDYVGSWGPAIIGHADDEVLA 944.3312 3876.9493 23.9561 5581 4 969.9928 22.0863
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 1622.8748 AGSGVATLGLPDSPGVPK 379.7770 1622.8417 18.7632 1593 2 811.9245 ‐20.7539
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 1950.9655 AATSDTLTAPYNDIAAVEK 208.1959 1950.9560 24.5839 1398 2 975.9817 ‐4.3862
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 303.8717 50483.8266 25 24.58 None 906.5043 AGSGVATLGLP 328.7811 906.5070 18.7658 2077 1 906.5070 3.38
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 353.6541 55772.4915 2 4.86 None 1426.8264 GVPLTQLNLASSVK 11362.2000 1426.8275 18.1097 7590 2 713.9174 0.1671
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 353.6541 55772.4915 2 4.86 None 1330.6136 FSATTFWPDMK 2064.3160 1330.6182 26.4287 1435 2 665.8127 2.42
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 1345.6358 FFNAFVEAMNR 7378.3500 1345.6391 20.1916 17080 2 673.3232 1.24
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 803.4410 GFPVIDR 12351.8300 803.4418 24.1260 13181 2 402.2246 ‐0.6775
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 973.5313 ETIVNELR 17780.9100 973.5311 23.4653 10533 2 487.2692 ‐1.5625
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 1035.5469 SALVDFDLR 10194.6000 1035.5455 29.9721 9749 2 518.2764 ‐2.7064
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 1574.7955 MGNITPTTGTQGQIR 9962.0120 1574.7994 20.6915 9170 2 787.9033 2.1587
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 3258.2570 2140.1141 17.5960 8846 3 714.0429 ‐0.4355
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 1701.8846 TPTVFDNKYYVNLK 782.0854 1701.8810 28.5542 1095 2 851.4441 ‐2.2418
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 764.3937 VDFDLR 173.2703 764.3907 28.9944 120373 1 764.3907 ‐3.7885
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 1051.4989 NAFVEAMNR 1533.1520 1051.4987 20.2374 2664 1 1051.4987 0.7605
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 955.5207 ETIVNELR 386.2595 955.5220 21.7731 861 1 955.5220 2.0552
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1760.1630 39345.4223 16 24.8 None 956.5047 ETIVNELR 338.5138 956.5081 25.5525 4718 2 478.7577 2.1199
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1012.9660 39345.4223 16 24.8 None 803.4410 GFPVIDR 9814.8100 803.4418 24.1260 13181 2 402.2246 ‐0.7103
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1012.9660 39345.4223 16 24.8 None 1035.5469 SALVDFDLR 8565.9000 1035.5455 29.9721 9749 2 518.2764 ‐2.7157
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1012.9660 39345.4223 16 24.8 None 1574.7955 MGNITPTTGTQGQIR 12370.2700 1574.7994 20.6915 9170 2 787.9033 2.39
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1012.9660 39345.4223 16 24.8 None 973.5313 ETIVNELR 3253.8760 973.5280 22.4992 4228 2 487.2677 ‐4.7446
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1012.9660 39345.4223 16 24.8 None 955.5207 ETIVNELR 238.0188 955.5220 21.7731 861 1 955.5220 2.1605
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 1189.8940 16944.6204 5 21.23 None 1318.7035 VIMSSPLSTDLR 6909.9640 1318.7045 17.4588 9552 2 659.8559 0.0042
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 1189.8940 16944.6204 5 21.23 None 1284.5413 FTSEDVMQNVD 1583.0980 1284.5461 25.8579 8987 2 642.7767 2.02
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 1189.8940 16944.6204 5 21.23 None 973.4949 DDEVQIVR 9173.8520 973.4919 19.7704 3775 2 487.2496 ‐4.4730
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 1189.8940 16944.6204 5 21.23 None 1106.5510 MSSPLSTDLR 207.2859 1106.5576 16.9583 18168 2 553.7825 4.38
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 1189.8940 16944.6204 5 21.23 None 614.3984 VQIVR 108.4179 614.4001 17.6817 3026 1 614.4001 2.04
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 86437.4100 2604.3026 34.0814 227304 3 868.7724 ‐0.4031
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1203.6579 NTAASVGEITLK 48030.7600 1203.6565 23.7281 207388 2 602.3319 ‐2.2189
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 950.5710 VPFLFTVK 40874.3900 950.5707 19.8519 126523 2 475.7890 ‐1.7573
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 68402.3800 1362.6396 18.8725 79941 2 681.8235 ‐0.8805
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 881.4880 FLVPSYR 29362.5600 881.4872 16.3615 79109 2 441.2472 ‐2.4742
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 12637.6000 2174.9653 26.9932 38595 2 1087.9863 0.5115
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1562.7558 GGSTGYDNAVALPAGGR 71543.9100 1562.7548 22.3228 37828 2 781.8810 ‐0.9347
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 12333.2600 2256.0854 34.9302 35145 2 1128.5463 ‐1.9133
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1131.5429 NAPPDFQNTK 4980.8820 1131.5418 16.6994 27450 2 566.2745 ‐2.1410
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1096.5521 LTYDEIQSK 43198.2500 1096.5528 20.0580 25287 2 548.7800 ‐0.5257
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1464.7329 QLEASGKPESFSGK 16350.3100 1464.7313 17.6280 19513 3 488.9153 ‐1.8483
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2018.9665 EEDGIDYAAVTVQLPGGER 2918.8830 2018.9663 30.6331 19200 2 1009.9868 0.3897



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 9348.7750 2294.1329 30.2244 18388 3 765.3825 1.59
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1376.6540 GDEEELSKENVK 781.7178 1376.6534 15.6617 3806 3 459.5560 ‐1.1992
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKEN 10280.6600 2920.3994 23.9137 7472 4 730.8553 2.1104
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 2016.1335 ENVKNTAASVGEITLKITK 1028.8310 2016.1316 20.4384 4282 2 1008.5694 ‐0.4646
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 621.3355 VPSYR 2943.1410 621.3357 16.3681 16792 1 621.3357 0.0354
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 851.5026 PFLFTVK 5173.3740 851.5030 19.8504 9942 1 851.5030 0.9322
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 988.5673 AASVGEITLK 3374.6390 988.5676 23.7271 7227 1 988.5676 1.1114
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 754.4498 FLFTVK 3266.0150 754.4508 19.8534 6864 1 754.4508 1.77
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 734.4196 LVPSYR 1247.3070 734.4213 16.3619 4668 1 734.4213 2.17
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1023.5106 SGKPESFSGK 194.0547 1023.5170 20.1102 4526 2 512.2621 4.54
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1055.5408 FEPTSFTVK 3533.5860 1055.5423 18.8757 3679 1 1055.5423 2.27
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 607.3814 LFTVK 239.9705 607.3800 19.8507 2928 1 607.3800 ‐2.5499
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1336.6743 LEASGKPESFSGK 398.1743 1336.6762 19.9399 2738 2 668.8417 0.6508
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 917.5302 ASVGEITLK 252.4796 917.5331 24.9454 2613 2 459.2702 1.47
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 660.3927 GEITLK 321.1935 660.3952 23.7248 2119 1 660.3952 3.61
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1538.7373 FKEEDGIDYAAVTV 502.6528 1538.7409 28.2097 1853 2 769.8741 1.42
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1413.8312 TAASVGEITLKITK 244.3967 1413.8261 21.7330 1681 2 707.4167 ‐4.1725
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 759.4611 VGEITLK 806.7079 759.4632 23.7267 1529 1 759.4632 2.31
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 604.3301 EIQSK 10263.0800 604.3308 18.5348 1516 1 604.3308 0.9843
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1260.6331 GYDNAVALPAGGR 245.3889 1260.6287 20.0954 1319 2 630.8180 ‐4.3845
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 353.8640 1215.5744 18.8719 945 1 1215.5744 3.95
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1698.7857 EEDGIDYAAVTVQLPGG 793.0109 1698.7923 30.6565 897 2 849.8998 3.46
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1144.5844 LQPSDTDLGAK 222.7363 1144.5797 34.0841 858 1 1144.5797 ‐2.8404
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1544.7452 GGSTGYDNAVALPAGGR 758.4691 1544.7425 19.2734 4092 3 515.5857 ‐2.3969
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 20216.1900 35247.4575 37 57.70 None 1079.5255 LTYDEIQSK 228.2074 1079.5291 20.1581 1892 1 1079.5291 4.69
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 1393.6958 AFDEVNTQLQTK 5118.9370 1393.6961 22.2651 9394 2 697.3517 ‐0.4249
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 1047.6085 FDALLVELK 4304.5340 1047.6079 19.5100 5522 2 524.3076 ‐1.7836
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 1164.5783 EAYDSIEIPK 1833.8130 1164.5802 25.3730 3679 2 582.7937 0.5856
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 1455.7366 YKEAYDSIEIPK 998.8585 1455.7260 20.3488 6212 3 485.9135 ‐7.9994
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 2234.1234 ASRTIDWDGMAKVLVTDEAR 1286.2920 2234.1270 34.7405 4246 4 559.2872 0.4331
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 2296.1680 EFSNLRRAFDEVNTQLQTK 298.0745 2296.1607 32.9001 2000 3 766.0584 ‐3.2947
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 982.6629 19586.0783 7 31.55 None 1099.4942 YKEAYDSIE 392.1754 1099.4951 18.5309 1255 2 550.2512 ‐0.3648
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1123.5994 SLVSATGDVFK 5225.2810 1123.6000 25.9257 14160 2 562.3037 ‐0.5218
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 1753.2600 2255.0277 37.5657 10254 2 1128.0175 0.2665
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1878.9848 TSVPDVYAVGDVATFPLK 7019.1520 1878.9864 20.1974 9056 2 939.9968 1.1121
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1496.6686 VVGAFMEGGSGDENK 5870.9160 1496.6714 21.8914 7922 2 748.8393 1.88
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1414.7536 ARPSAESLDELVK 2174.5240 1414.7531 21.2796 6720 2 707.8802 ‐0.9715
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1430.7638 EAVAPYERPALSK 11747.3800 1430.7626 19.9216 6171 3 477.5924 ‐1.6104
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1112.5524 FGAYWVQGGK 4165.3530 1112.5556 16.4823 5186 2 556.7814 1.06
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 804.3734 GQVEEDK 205.2958 804.3748 27.9562 1662 1 804.3748 2.0617
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1562.7809 GTVASGFTAQPNGEVK 1441.6010 1562.7783 21.1720 1497 2 781.8928 ‐1.9952
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 1060.5786 PYERPALSK 1071.9730 1060.5827 19.0964 1298 2 530.7950 2.94
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1276.7110 46658.2958 23 28.34 None 824.4149 SATGDVFK 123.0526 824.4177 23.7579 1172 1 824.4177 3.66
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1123.5994 SLVSATGDVFK 6071.8150 1123.5999 25.9461 13423 2 562.3036 ‐0.6384
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 2497.6420 2255.0277 37.5657 10254 2 1128.0175 0.3806
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1496.6686 VVGAFMEGGSGDENK 2838.4920 1496.6714 21.8914 7922 2 748.8393 1.62
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1414.7536 ARPSAESLDELVK 1641.8240 1414.7531 21.2796 6720 2 707.8802 ‐0.9425
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1430.7638 EAVAPYERPALSK 13471.4700 1430.7626 19.9216 6171 3 477.5924 ‐1.7551
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1562.7809 GTVASGFTAQPNGEVK 935.2211 1562.7783 21.1720 1497 2 781.8928 ‐1.9512
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 1060.5786 PYERPALSK 183.6019 1060.5827 19.0964 1298 2 530.7950 2.27
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 854.2778 46658.2958 23 28.34 None 824.4149 SATGDVFK 184.8705 824.4177 23.7579 1172 1 824.4177 3.86
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 550.1365 46658.2958 23 28.34 None 1878.9848 TSVPDVYAVGDVATFPLK 9503.3660 1878.9864 20.1974 9056 2 939.9968 1.1501
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 550.1365 46658.2958 23 28.34 None 1112.5524 FGAYWVQGGK 6455.4560 1112.5556 16.4823 5186 2 556.7814 1.61
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 550.1365 46658.2958 23 28.34 None 1562.7809 GTVASGFTAQPNGEVK 196.5049 1562.8186 21.5274 4939 2 781.9129 23.6230
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 550.1365 46658.2958 23 28.34 None 1544.7703 GTVASGFTAQPNGEVK 208.2586 1544.7717 19.8991 795 2 772.8895 0.3731
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 33830.2800 2329.1976 21.0183 60732 2 1165.1024 ‐1.4523
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1332.7005 GILAADESTGTIGK 17721.5400 1332.6993 22.9146 30393 2 666.8533 ‐1.7109
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 2223.0425 IGENEPSEHSIHENAYGLAR 9167.8220 2223.0426 21.2630 29424 4 556.5161 ‐1.1121
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1336.7219 VSPEVIAEHTVR 20586.5400 1336.7218 22.6067 26897 3 446.2455 ‐0.9347
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1614.8558 LASINVENVETNRR 9964.5430 1614.8548 22.2570 26285 3 538.9564 ‐1.2615
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 25016.8600 2263.0676 27.1871 24303 2 1132.0375 0.5852
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1488.8016 GILAADESTGTIGKR 5515.1840 1488.8004 21.3164 22224 3 496.9383 ‐1.5486
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1196.6270 LGDGAAESLHVK 40251.8800 1196.6279 19.5304 16202 2 598.8176 ‐0.2563
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1020.5473 AAQEALYVR 12480.4700 1020.5469 19.5168 12157 2 510.7771 ‐1.6681
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 847.5288 LFVDILK 7609.8720 847.5290 19.3478 11129 2 424.2681 ‐1.3916
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 869.5091 EGGVLPGIK 9437.0100 869.5091 23.1440 10139 2 435.2582 ‐1.5967
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 1913.4630 3135.6052 36.8203 8528 3 1045.8733 1.1872
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1458.7547 LASINVENVETNR 2336.0490 1458.7562 23.8172 6387 2 729.8817 0.5041
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1161.5899 TWAGKEENVK 7839.3630 1161.5911 14.9958 2096 2 581.2992 0.0086
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1154.5688 ANSEATLGTYK 1371.0320 1154.5447 17.9247 17126 2 577.7760 ‐21.9397
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 2977.3900 2605.2630 26.2116 17353 3 869.0925 1.38
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1614.8558 RLASINVENVETNR 1188.7410 1614.8543 22.6798 9607 3 538.9563 ‐1.5407
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 3064.5837 FADELIANAAYIGTPGKGILAADESTGTIG 1261.4680 3064.5806 35.5529 2005 3 1022.1984 ‐0.5587
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 792.4098 ESTGTIGK 185.4961 792.4114 24.4927 2036 1 792.4114 2.63
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1031.5116 TQGLDGLGDR 222.7062 1031.5094 25.5320 1797 1 1031.5094 ‐1.1431
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 671.3399 FADELI 340.8800 671.3400 37.2348 1760 1 671.3400 0.0682
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 655.3886 RLASIN 208.3671 655.3890 21.5079 1512 1 655.3890 0.4477
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 783.4359 AESLHVK 4044.4290 783.4371 19.5300 1411 1 783.4371 1.01
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 740.4665 GGVLPGIK 207.9274 740.4673 23.1569 1290 1 740.4673 1.00



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1237.6535 SPEVIAEHTVR 124.8954 1237.6499 22.2552 1048 2 619.3286 ‐3.8619
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8841.2880 38882.0050 55 59.50 None 1501.7717 ASINVENVETNRR 290.7639 1501.7756 23.6175 751 2 751.3914 2.1204
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1045.5459 NLNAMNQLK 4739.1730 1045.5449 21.3153 31000 2 523.2761 ‐2.1844
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1332.7005 GILAADESTGTIGK 13374.4400 1332.6993 22.9146 30393 2 666.8533 ‐1.6901
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 2223.0425 IGENEPSEHSIHENAYGLAR 10439.6600 2223.0426 21.2630 29424 4 556.5161 ‐1.0072
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1336.7219 VSPEVIAEHTVR 21592.6800 1336.7218 22.6067 26897 3 446.2455 ‐1.0682
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1614.8558 LASINVENVETNRR 9079.3020 1614.8548 22.2570 26285 3 538.9564 ‐1.4279
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1488.8016 GILAADESTGTIGKR 6317.8240 1488.8004 21.3164 22224 3 496.9383 ‐1.7001
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1196.6270 LGDGAAESLHVK 53781.3200 1196.6279 19.5304 16202 2 598.8176 ‐0.2493
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1020.5473 AAQEALYVR 13610.2300 1020.5469 19.5168 12157 2 510.7771 ‐1.6789
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 869.5091 EGGVLPGIK 7583.5260 869.5091 23.1440 10139 2 435.2582 ‐1.6228
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 1159.2950 3135.6052 36.8203 8528 3 1045.8733 0.8407
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1458.7547 LASINVENVETNR 1501.8520 1458.7562 23.8172 6387 2 729.8817 0.5377
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 2167.3790 2605.2606 26.0166 5817 3 869.0917 0.5261
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 3064.5837 FADELIANAAYIGTPGKGILAADESTGTIG 686.0057 3064.5806 35.5529 2005 3 1022.1984 ‐0.8968
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1083.5429 GDGAAESLHVK 13156.5400 1083.5463 19.5163 3353 2 542.2768 1.69
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1318.6961 LAADESTGTIGKR 1214.9740 1318.6936 21.3111 3107 2 659.8504 ‐2.6835
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 818.4189 NAMNQLK 328.4383 818.4175 21.3114 3101 1 818.4175 ‐1.2445
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 671.3399 FADELI 246.0175 671.3400 37.2348 1760 1 671.3400 0.2099
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 783.4359 AESLHVK 2861.3780 783.4371 19.5300 1411 1 783.4371 1.74
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 740.4665 GGVLPGIK 156.2301 740.4673 23.1569 1290 1 740.4673 1.28
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 1049.5109 AADESTGTIGK 1868.9990 1049.5080 22.9164 1279 1 1049.5080 ‐1.6572
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 978.4738 ADESTGTIGK 2436.3180 978.4735 22.9168 1253 1 978.4735 0.5624
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 750.4145 EALYVR 2639.8390 750.4122 19.5236 1014 1 750.4122 ‐2.7760
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5049.6700 38882.0050 55 59.50 None 712.3988 ESLHVK 1160.9220 712.3991 19.5420 977 1 712.3991 0.5354
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 54093.4900 2329.1976 21.0183 60732 2 1165.1024 ‐1.1426
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 None 847.5288 LFVDILK 5655.8960 847.5290 19.3478 11129 2 424.2681 ‐1.9761
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 560.9927 2909.5272 25.5420 7301 3 970.5139 ‐2.5987
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 532.8305 2856.4987 18.0372 4390 4 714.8801 2.88
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 None 1196.6270 LGDGAAESLHVK 122.9690 1196.6342 17.8366 8603 2 598.8208 4.21
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4855.3800 38882.0050 55 59.50 None 1266.7456 TVPAAVPAIVFLS 223.6992 1266.7413 20.2756 10947 2 633.8743 ‐4.6560
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1343.7165 VTGGEVGAASSLAPK 26371.5900 1343.7159 21.2400 32924 2 672.3616 ‐1.2052
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1267.7984 VTVVPSAAALVIK 17069.3800 1267.7989 18.6376 32277 2 634.4031 ‐0.5080
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1883.8869 DLQQEIQEGEIEIPEN 12586.8600 1883.8887 32.5279 13257 2 942.4480 1.66
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 865.5506 IGPLGLAPK 19495.6300 865.5515 16.3037 13043 2 433.2794 ‐0.5582
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1174.6314 IGEDIAKETAK 230.1233 1174.6361 15.4779 792 2 587.8217 2.00
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 869.5455 PSAAALVIK 7922.8170 869.5472 18.6358 3560 1 869.5472 2.16
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 752.4665 GPLGLAPK 8437.0640 752.4664 16.2993 3053 1 752.4664 0.0259
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 727.3621 DLQQEI 68.8287 727.3597 31.2661 2119 1 727.3597 ‐3.2883
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1086.5790 GEVGAASSLAPK 228.1818 1086.5754 20.6072 933 2 543.7913 ‐4.4787
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6005.1670 18083.9248 10 38.55 None 1866.8603 DLQQEIQEGEIEIPEN 176.7963 1866.8557 31.4846 2330 2 933.9315 ‐2.2409
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 876.0362 46273.6158 12 19.76 None 1515.7948 ASGTSLPAQGLMGLGR 13672.9000 1515.7979 18.1589 13477 2 758.4026 1.30
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 876.0362 46273.6158 12 19.76 None 1246.7154 AIVQSPTYIVR 2253.7280 1246.7181 25.0792 10205 2 623.8627 1.46
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 876.0362 46273.6158 12 19.76 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 3525.8050 2956.4913 22.1507 10011 3 986.1686 ‐0.4632
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 876.0362 46273.6158 12 19.76 None 1383.7631 SSLYYVNLVGIR 2209.1370 1383.7680 19.6355 3805 2 692.3876 2.22
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 876.0362 46273.6158 12 19.76 None 1662.8962 LVEPAYVAVRNEFR 351.9041 1662.9127 23.2206 1664 3 554.9758 9.65
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 None 1515.7948 ASGTSLPAQGLMGLGR 10440.7900 1515.7979 18.1589 13477 2 758.4026 1.18
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 3928.4770 2956.4913 22.1507 10011 3 986.1686 ‐0.0490
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 None 1383.7631 SSLYYVNLVGIR 2543.8720 1383.7680 19.6355 3805 2 692.3876 2.13
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 Carbamidomethyl+C(8) 1448.7355 VFHINSLCSPFK 308.7528 1448.7328 22.4747 3139 2 724.8700 ‐2.6596
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 Carbamidomethyl+C(8) 3120.5935 VFHINSLCSPFKTSVSWADTLLQDKAR 1128.0390 3120.6109 24.0516 3463 3 1040.8751 6.88
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 None 1662.8962 LVEPAYVAVRNEFR 121.7235 1662.9127 23.2206 1664 3 554.9758 8.73
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 741.6704 46273.6158 12 19.76 None 1644.8857 LVEPAYVAVRNEFR 137.8519 1644.8790 21.7559 3393 2 822.9431 ‐4.3227
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1408.6955 AILNESSEFVGDK 10188.4100 1408.6930 25.1861 47516 2 704.8502 ‐2.3317
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1407.6784 EAGSTMDVVAAQTK 64127.8000 1407.6788 20.6677 43754 2 704.3431 ‐0.3215
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1104.5644 NVSADVAATTR 27236.0800 1104.5633 17.5267 35279 2 552.7853 ‐2.1577
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 23138.1900 1375.6904 24.1980 28426 2 688.3488 0.6244
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1777.9191 VASPAQAQEVHDELRK 34302.1400 1777.9195 18.8591 22270 3 593.3113 ‐0.3142
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 7285.8090 2304.1981 22.2933 22028 2 1152.6027 ‐0.8117
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1033.6041 VAYALAQGLK 51696.0300 1033.6048 15.8227 21098 2 517.3060 ‐0.5637
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLP 16107.7500 3392.8667 24.2618 20308 3 1131.6271 ‐0.7123
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 6095.3890 1571.7314 19.0645 20138 2 786.3694 ‐0.1321
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 954.4832 FFVGGNWK 6070.6210 954.4842 17.4356 17869 2 477.7458 ‐0.3764
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1933.9648 EAGSTMDVVAAQTKAIADR 272.2662 1933.9520 16.8446 14904 3 645.3222 ‐6.9946
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 758.3679 ETLEER 137.2714 758.3709 23.6091 2503 1 758.3709 4.0992
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1224.5743 LNESSEFVGDK 218.7974 1224.5672 22.3241 1521 1 1224.5672 ‐4.1935
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 863.4985 YALAQGLK 2279.7810 863.4990 15.8198 1420 1 863.4990 0.9779
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1520.7816 PAQAQEVHDELRK 4103.2810 1520.7794 18.8478 1168 2 760.8933 ‐1.8289
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 Carbamidomethyl+C(5) 976.4669 AAQNCWVK 177.4115 976.4716 17.6750 920 2 488.7395 3.13
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1111.4902 NESSEFVGDK 290.0378 1111.4916 25.2035 824 1 1111.4916 2.91
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 934.5356 AYALAQGLK 267.0889 934.5385 16.6080 785 2 467.7729 1.58
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1390.6849 AILNESSEFVGDK 412.0920 1390.6858 23.1723 3746 2 695.8466 0.0417
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1389.6679 EAGSTMDVVAAQTK 278.9587 1389.6733 19.1997 1398 3 463.8960 3.1319
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 13596.2000 27397.2140 50 60.63 None 1390.6519 EAGSTMDVVAAQTK 353.5537 1390.6541 23.0688 885 1 1390.6541 3.30
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1408.6955 AILNESSEFVGDK 6046.7410 1408.6933 25.2036 45801 2 704.8503 ‐2.1106
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 13756.2200 1375.6904 24.1980 28426 2 688.3488 0.6496
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1777.9191 VASPAQAQEVHDELRK 34907.6600 1777.9195 18.8591 22270 3 593.3113 ‐0.4999
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1407.6784 EAGSTMDVVAAQTK 1209.4850 1407.6834 20.3764 1927 2 704.3453 2.64
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 471.3212 1571.7139 32.9492 3029 2 786.3606 ‐11.2362



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(9) 2071.0066 FFVGGNWKCNGTAEEVKK 776.2653 2071.0041 28.7833 3125 3 691.0062 ‐1.7280
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1564.7966 RAILNESSEFVGDK 416.1136 1564.8049 31.8180 2977 2 782.9061 5.0235
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(9) 1368.6154 FFVGGNWKCNGT 175.7189 1368.6226 28.7774 5459 2 684.8149 4.59
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 545.3406 ELRK 120.1910 545.3403 20.4510 2814 1 545.3403 ‐0.7307
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 418.2296 VGDK 41.4093 418.2310 22.1147 1242 1 418.2310 2.76
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1224.5743 LNESSEFVGDK 376.6603 1224.5770 23.1476 1199 2 612.7921 1.34
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1520.7816 PAQAQEVHDELRK 3944.6390 1520.7794 18.8478 1168 2 760.8933 ‐1.7891
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1224.6331 AQEVHDELRK 4597.9740 1224.6354 18.8644 1137 2 612.8213 0.9263
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 369.5577 1163.5333 24.2096 1009 1 1163.5333 ‐0.9703
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1111.4902 NESSEFVGDK 81.6912 1111.4916 25.2035 824 1 1111.4916 2.44
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 Carbamidomethyl+C(10) 1553.7206 SDFFVAAQNCWVK 298.1004 1553.7274 31.8323 3545 2 777.3673 4.0683
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3249.0740 27397.2140 50 60.63 None 1389.6679 EAGSTMDVVAAQTK 221.8648 1389.6733 19.1997 1398 3 463.8960 2.21
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 6260.2020 2304.1981 22.2933 22028 2 1152.6027 ‐0.5170
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 1033.6041 VAYALAQGLK 57108.4500 1033.6048 15.8227 21098 2 517.3060 ‐1.0359
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLP 10198.1600 3392.8667 24.2618 20308 3 1131.6271 ‐0.0303
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 6949.6010 1571.7314 19.0645 20138 2 786.3694 ‐0.2795
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 954.4832 FFVGGNWK 5388.3490 954.4842 17.4356 17869 2 477.7458 ‐0.8964
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 6107.4490 1375.6900 15.6703 7258 2 688.3486 0.0649
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 1096.5898 WVILGHSER 12243.5200 1096.5901 15.8918 4175 2 548.7987 ‐1.2971
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 1408.6955 AILNESSEFVGDK 450.8805 1408.6901 16.1241 2388 2 704.8487 ‐4.6224
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 863.4985 YALAQGLK 2385.0830 863.4990 15.8198 1420 1 863.4990 0.8987
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 698.3580 LGHSER 2273.3660 698.3595 15.8870 1313 1 698.3595 1.97
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 561.2780 GGNWK 93.2910 561.2775 19.5089 1244 1 561.2775 ‐1.4986
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5281.4400 27397.2140 50 60.63 None 934.5356 AYALAQGLK 4540.3350 934.5355 15.8192 1227 1 934.5355 0.5429
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1633.8618 YTGGMVPDVNQIIVK 19260.4200 1633.8603 18.5570 34587 2 817.4338 ‐1.1349
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1202.5688 FEETLYGTSR 25819.2300 1202.5691 21.9423 28886 2 601.7882 ‐0.7460
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1235.6630 GIFTNVTSPTAK 39156.1100 1235.6637 16.1607 24347 2 618.3355 ‐0.3871
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1659.8377 GFPGTHEFLLLDEGK 8906.0560 1659.8398 32.8314 24214 3 553.9514 0.6665
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 4371.8000 1294.6328 19.4499 17180 2 647.8200 0.0348
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 11304.8900 2484.3168 24.5666 14939 3 828.7771 1.00
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 921.4611 MFSPGNLR 5742.6210 921.4653 23.4072 14751 2 461.2363 3.0563
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 894.5295 TTYVLAVK 3283.2350 894.5296 22.6580 13539 2 447.7684 ‐1.4174
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1161.5059 ATFDNSEYSK 14740.0600 1161.5083 16.6814 12374 2 581.2578 1.0357
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 4485.2760 1607.8157 18.5434 23239 2 804.4115 ‐6.0857
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 959.5156 TIINLDDR 10952.0900 959.5162 23.4150 17327 2 480.2618 ‐0.8053
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1917.9552 SSTLVSPPSYSTSSSFKR 148.7772 1917.9154 25.0479 1706 3 639.9766 ‐21.1907
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1068.5320 SSSIFGDSLR 320.4030 1068.5263 35.9649 766 1 1068.5263 ‐4.2922
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 1186.3530 2881.3905 37.4205 4268 3 961.1350 1.0410
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 745.3839 INLDDR 2648.8490 745.3808 23.4084 4312 1 745.3808 ‐4.0112
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1001.4938 GIFTNVTSPT 209.1081 1001.4985 16.2080 2612 2 501.2529 3.27
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 692.4341 YVLAVK 531.8312 692.4344 22.6513 2096 1 692.4344 0.2906
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 1025.5990 PDVNQIIVK 340.5369 1025.5993 18.5737 1473 1 1025.5993 1.76
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4685.4580 42813.6359 32 48.09 None 793.4818 TYVLAVK 473.2246 793.4831 22.6584 783 1 793.4831 1.74
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 1202.5688 FEETLYGTSR 26593.6300 1202.5691 21.9423 28886 2 601.7882 ‐0.7384
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 1659.8377 GFPGTHEFLLLDEGK 14425.2200 1659.8398 32.8314 24214 3 553.9514 0.4948
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 1235.6630 GIFTNVTSPTAK 4739.2170 1235.6663 25.1309 14759 2 618.3368 1.96
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 894.5295 TTYVLAVK 3436.6880 894.5296 22.6580 13539 2 447.7684 ‐1.4410
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 921.4611 MFSPGNLR 7858.4500 921.4654 23.3834 13256 2 461.2363 3.1081
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 959.5156 TIINLDDR 11470.6500 959.5162 23.4150 17327 2 480.2618 ‐0.8223
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 776.6221 2881.3905 37.4205 4268 3 961.1350 0.7246
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 790.4206 FSPGNLR 912.3629 790.4236 23.3891 3443 1 790.4236 4.1873
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 692.4341 YVLAVK 566.0837 692.4344 22.6513 2096 1 692.4344 0.4296
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 793.4818 TYVLAVK 706.9141 793.4831 22.6584 783 1 793.4831 2.0634
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 941.5051 TIINLDDR 351.5879 941.5106 23.3107 3766 2 471.2589 4.14
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 1641.8271 GFPGTHEFLLLDEGK 373.8245 1641.8290 30.7457 2708 2 821.4181 0.9981
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1835.3980 42813.6359 32 48.09 None 1217.6525 GIFTNVTSPTAK 256.9419 1217.6477 23.3490 1504 2 609.3275 ‐4.8225
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 761.4040 DSLVEAK 1712.6150 761.4040 22.3148 15159 1 761.4040 0.4002
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1645.8003 EGLPAFPMGNIDQTR 8774.1520 1645.8028 31.6180 14837 2 823.4050 1.09
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 3062.8150 1086.6028 22.7976 11231 2 543.8050 3.80
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 7177.7650 1350.6692 24.0453 9120 2 675.8382 0.0302
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1398.7264 VSLAGYEEYIVR 999.6664 1398.7278 31.2529 7883 2 699.8675 0.4309
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1980.0410 QIGVIGWGSQGPAQAQNLR 2049.5490 1980.0316 27.6271 19521 3 660.6820 ‐5.3077
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Oxidation+M(16) 2548.2435 EGLPAFPMGNIDQTRMWKVGER 512.7341 2548.2415 38.6279 1325 3 850.0854 ‐0.9879
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 None 1031.4939 PMGNIDQTR 175.4431 1031.4902 32.3227 2265 1 1031.4902 ‐2.4399
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(5) 1332.6577 NTVECITGTISR 453.2895 1332.6603 21.4124 2468 2 666.8338 1.23
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 526.7333 64211.7382 10 13.87 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 179.4216 1069.5678 23.7135 2169 2 535.2876 ‐4.2696
NP_191481.1 pirin Arabidopsis thaliana 224.7456 31717.1191 4 8.36 None 1590.7693 GTIQAGDVQWMTAGR 2814.2410 1590.7636 19.8000 4640 2 795.8854 ‐3.8702
NP_191481.1 pirin Arabidopsis thaliana 224.7456 31717.1191 4 8.36 None 974.4789 AEENGVEVK 2315.8740 974.4788 17.3138 1301 1 974.4788 0.7355
NP_191481.1 pirin Arabidopsis thaliana 224.7456 31717.1191 4 8.36 None 1079.5116 TYENNSVPR 160.6119 1079.5361 32.3976 9007 1 1079.5361 23.7711
NP_191481.1 pirin Arabidopsis thaliana 224.7456 31717.1191 4 8.36 None 1399.6311 GTIQAGDVQWMTAG 454.8640 1399.6329 18.0323 1398 2 700.3201 0.6809
NP_191514.1 sister chromatid cohesion 1 protein 3 Arabidopsis thaliana 182.6162 77198.3046 5 4.33 None 3081.4647 TDEELYFLEVGGNSPVGTPASQDSAALT 3975.5260 3081.4573 21.8914 21559 3 1027.8239 ‐1.4454
NP_191514.1 sister chromatid cohesion 1 protein 3 Arabidopsis thaliana 182.6162 77198.3046 5 4.33 None 1546.7860 AFVSTQVNLPEDAR 318.3072 1546.7955 18.8761 4335 2 773.9014 5.63
NP_191514.1 sister chromatid cohesion 1 protein 3 Arabidopsis thaliana 182.6162 77198.3046 5 4.33 None 906.5117 LMPALFSK 353.8649 906.5049 22.2741 1720 1 906.5049 ‐7.0214
NP_191514.1 sister chromatid cohesion 1 protein 3 Arabidopsis thaliana 182.6162 77198.3046 5 4.33 None 1614.8082 SPVGTPASQDSAALTGR 227.4173 1614.8022 22.3980 3983 2 807.9047 ‐4.0797
NP_191514.1 sister chromatid cohesion 1 protein 3 Arabidopsis thaliana 182.6162 77198.3046 5 4.33 None 1450.6373 TDEELYFLEVGGN 472.8318 1450.6418 21.9261 2156 2 725.8245 2.05
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 7315.9270 1930.9430 16.0574 4781 3 644.3192 1.0560
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 None 1564.8105 DEEYEVIVLGTGLK 954.6985 1564.8049 31.8180 2977 2 782.9061 ‐3.9164
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 None 1618.7806 QLDLSVDLSAASAAEE 1457.8530 1618.7714 34.5073 2743 2 809.8893 ‐5.9612
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 None 1056.5758 VPATPMEALK 309.7875 1056.5511 21.9503 2026 2 528.7792 ‐24.6017



NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 Carbamidomethyl+C(16) 2792.3270 LSAVYGGTYMLNKPECKVEFDEGGK 1510.8750 2792.3415 21.6047 22272 3 931.4520 5.70
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 Carbamidomethyl+C(8)
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 369.7299 49937.8236 7 6.98 None 1156.5707 LSAVYGGTYML 600.7403 1156.5692 20.1083 1800 1 1156.5692 0.0241
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1541.7702 IIMTMPSYTSLER 14145.7000 1541.7729 18.6528 23549 2 771.3901 1.64
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1347.7155 SFGAELVLTDPAK 10926.7800 1347.7161 29.9258 16314 2 674.3617 ‐0.2774
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 931.5611 TPLVFLNK 18075.7400 931.5614 17.4583 14110 2 466.2843 ‐1.2365
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1233.5667 EAEEMKPVSVD 2032.6610 1233.5683 19.9213 11850 2 617.2878 0.3134
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 4573.4930 1297.6097 17.6350 10903 2 649.3085 ‐0.4839
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1341.7049 YLSSVLFDELR 2580.3120 1341.7033 20.6654 3310 2 671.3553 ‐1.9373
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1745.9214 EGLMVGISSGANTVAAIR 625.7294 1745.8893 25.9620 5567 2 873.4483 ‐18.4011
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 1469.7999 YLSSVLFDELRK 1160.3180 1469.8024 19.3568 4200 3 490.6056 0.9751
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 2793.5298 LIVTIHASFGERYLSSVLFDELRK 492.6449 2793.5116 22.6161 1757 3 931.8420 ‐6.2564
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 Carbamidomethyl+C(2) 968.4506 GCEAYVAAK 166.7530 968.4559 16.7773 7627 2 484.7316 4.0340
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 550.2871 YLSSV 133.9071 550.2851 20.0207 3060 1 550.2851 ‐4.0969
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 516.2664 PVSVD 126.4974 516.2670 18.6706 2393 1 516.2670 0.6178
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1634.1300 40155.4964 20 26.90 None 913.5506 TPLVFLNK 129.5404 913.5489 17.8954 989 2 457.2781 ‐3.3517
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 1541.7702 IIMTMPSYTSLER 12799.3300 1541.7729 18.6528 23549 2 771.3901 1.1809
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 931.5611 TPLVFLNK 26710.9800 931.5614 17.4583 14110 2 466.2843 ‐1.7702
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 1341.7049 YLSSVLFDELR 2448.4870 1341.7033 20.6654 3310 2 671.3553 ‐2.2235
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 1469.7999 YLSSVLFDELRK 1426.3120 1469.8024 19.3568 4200 3 490.6056 0.4774
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 2793.5298 LIVTIHASFGERYLSSVLFDELRK 365.0988 2793.5116 22.6161 1757 3 931.8420 ‐5.9421
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 1065.5575 SSVLFDELR 144.0315 1065.5521 21.7301 1971 1 1065.5521 ‐3.9841
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 1152.5220 40155.4964 20 26.90 None 913.5506 TPLVFLNK 167.0161 913.5489 17.8954 989 2 457.2781 ‐3.8963
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1859.0498 AVPIPGSGLQLTNISHVR 6480.7390 1859.0522 18.2216 27640 3 620.3556 0.8509
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1493.7231 STEQPPHVEGDAVK 13765.0200 1493.7216 17.0227 15181 3 498.5787 ‐1.6821
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 980.5047 FSEIVSGGGK 6029.0890 980.5054 18.4796 14434 2 490.7563 ‐0.7069
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1214.6375 TNLPEDLKER 10400.6900 1214.6366 19.5134 6417 2 607.8219 ‐1.7712
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1217.6525 AAKDLLGWESK 440.9306 1217.6365 17.9193 1189 2 609.3219 ‐14.1001
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 Carbamidomethyl+C(23) 3712.7616 DLSSMLTSAVANPEAASGNIFNCVSDRA 791.3418 3712.7791 36.9543 1903 4 928.9502 5.0683
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1857.9593 DLLGWESKTNLPEDLK 299.5251 1857.9701 22.2570 1264 2 929.4887 6.0255
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 714.4032 LPEDLK 125.6060 714.4030 23.4015 1473 1 714.4030 ‐0.3108
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 939.5370 LTNISHVR 170.8563 939.5386 18.9519 1396 2 470.2729 0.1639
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1199.6419 AAKDLLGWESK 314.2554 1199.6458 19.7795 1205 2 600.3265 2.55
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1178.6000 44100.9590 16 21.67 None 1197.6110 TNLPEDLKER 276.9547 1197.6082 18.7613 1173 2 599.3077 ‐3.3282
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 551.8188 44100.9590 16 21.67 None 1859.0498 AVPIPGSGLQLTNISHVR 12219.3000 1859.0522 18.2216 27640 3 620.3556 0.5921
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 551.8188 44100.9590 16 21.67 None 1331.6842 AALSSSSLFFSSK 314.6992 1331.7133 18.8314 4105 2 666.3603 20.8169
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 551.8188 44100.9590 16 21.67 None 1857.9593 DLLGWESKTNLPEDLK 195.0938 1857.9701 22.2570 1264 2 929.4887 6.0508
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 551.8188 44100.9590 16 21.67 None 1688.9442 PIPGSGLQLTNISHVR 2093.6770 1688.9422 18.2289 2945 2 844.9747 ‐1.4023
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 551.8188 44100.9590 16 21.67 None 939.5370 LTNISHVR 174.9947 939.5386 18.9519 1396 2 470.2729 ‐0.3650
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1816.9803 AGTVTANIPQAIEEFKK 1652.9820 1816.9825 29.6272 8640 3 606.3324 0.7309
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1730.8807 SAGADIVGSDDLIEQIK 5211.6910 1730.8860 30.8352 8225 2 865.9466 3.0148
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1104.5792 LIASPDMMVK 3025.4280 1104.5800 25.8839 6250 2 552.7936 ‐0.3869
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1365.7260 EYDVNTAISLLK 919.8599 1365.7267 32.6644 4656 2 683.3670 ‐0.1915
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 742.8177 1374.6511 19.4587 3596 3 458.8886 ‐0.3263
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 Carbamidomethyl+C(3) 1952.9317 AACATHSSLMLAYAAASTR 229.7321 1952.8894 31.1468 1417 2 976.9483 ‐21.3018
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 2642.2654 SAGADIVGSDDLIEQIKGGFMEFDK 521.9705 2642.2585 34.0894 3279 4 661.3201 ‐3.3813
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1148.6786 SKRFLEIQK 402.8433 1148.6694 19.5206 1881 2 574.8383 ‐9.1079
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1281.6296 QIKGGFMEFDK 103.1855 1281.6229 32.0231 1925 1 1281.6229 ‐3.4867
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 859.5247 NTAISLLK 159.6590 859.5235 30.7665 1722 2 430.2654 ‐3.0642
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1712.8701 SAGADIVGSDDLIEQIK 1623.3440 1712.8707 30.0519 2660 2 856.9390 0.2990
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1348.6995 EYDVNTAISLLK 169.8703 1348.7048 30.6889 1093 2 674.8560 3.71
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 498.2919 37803.5389 26 25.43 None 1131.6521 SKRFLEIQK 162.2934 1131.6545 18.1319 792 2 566.3309 1.0482
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1816.9803 AGTVTANIPQAIEEFKK 5851.3500 1816.9825 29.6272 8640 3 606.3324 0.5405
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1730.8807 SAGADIVGSDDLIEQIK 4085.5850 1730.8860 30.8352 8225 2 865.9466 3.0759
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1104.5792 LIASPDMMVK 3699.9660 1104.5800 25.8839 6250 2 552.7936 ‐0.3893
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1365.7260 EYDVNTAISLLK 690.7957 1365.7267 32.6644 4656 2 683.3670 ‐0.1674
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 921.0383 1374.6511 19.4587 3596 3 458.8886 ‐0.4643
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1262.6086 EMIDFKPPTAN 521.3945 1262.6351 29.4622 5399 2 631.8212 20.1897
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 Carbamidomethyl+C(3) 1952.9317 AACATHSSLMLAYAAASTR 213.6134 1952.8894 31.1468 1417 2 976.9483 ‐21.2183
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 2642.2654 SAGADIVGSDDLIEQIKGGFMEFDK 1188.5820 2642.2585 34.0894 3279 4 661.3201 ‐3.3091
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1281.6296 QIKGGFMEFDK 67.6060 1281.6229 32.0231 1925 1 1281.6229 ‐3.4231
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 859.5247 NTAISLLK 171.1100 859.5229 30.6819 946 2 430.2651 ‐3.8076
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1347.7155 EYDVNTAISLLK 1319.4910 1347.7161 29.9258 16314 2 674.3617 ‐0.2546
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1712.8701 SAGADIVGSDDLIEQIK 749.6845 1712.8707 30.0519 2660 2 856.9390 0.3582
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 682.0364 37803.5389 26 25.43 None 1348.6995 EYDVNTAISLLK 198.2460 1348.7048 30.6889 1093 2 674.8560 3.94
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 1943.3970 1573.7612 21.0057 11132 2 787.3843 ‐2.0156
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 1296.7886 DIALITGQKPIK 4064.2880 1296.7874 16.0716 4530 2 648.8973 ‐1.7100
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 1580.9119 IREDQPLGIAVTLR 4019.0710 1580.9119 28.9972 3191 3 527.6422 ‐0.6258
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 909.5880 LINLALPR 5027.7850 909.5879 18.0749 2202 2 455.2976 ‐1.6675
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 1089.6150 VSASGTVLVEK 184.3647 1089.6265 30.6240 149514 2 545.3169 9.61
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 1529.8897 NVVKVSASGTVLVEK 737.0227 1529.8894 20.4643 29335 3 510.6347 ‐0.9087
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 1397.8362 VVKVSASGTVLVEK 358.4632 1397.8353 20.4991 4840 2 699.4213 ‐1.3219
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 673.4340 28457.9123 13 18.70 None 745.4454 GTVLVEK 110.4803 745.4429 22.5547 4040 1 745.4429 ‐3.2789
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 323.4724 28457.9123 13 18.70 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 954.5142 1573.7627 20.9341 6807 2 787.3850 ‐1.0559
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 323.4724 28457.9123 13 18.70 None 1580.9119 IREDQPLGIAVTLR 4915.2850 1580.9119 28.9972 3191 3 527.6422 ‐0.7882
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 323.4724 28457.9123 13 18.70 None 1089.6150 VSASGTVLVEK 147.0977 1089.6265 30.6240 149514 2 545.3169 9.23
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 323.4724 28457.9123 13 18.70 Carbamidomethyl+C(1) 1148.5001 CGIGDAAQNDK 205.1061 1148.5032 21.3142 778 2 574.7553 1.19
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 323.4724 28457.9123 13 18.70 None 1071.6045 VSASGTVLVEK 173.6603 1071.6042 27.0419 965 1 1071.6042 0.9087
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1633.7857 NPFGQVPAFEDGDLK 108454.0000 1633.7869 30.9146 89418 2 817.3971 0.5318



NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1924.9386 SIYGLTTDEAVVAEEEAK 169166.1000 1924.9409 29.9194 80285 2 962.9741 1.54
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 964.5098 VLDVYEAR 28359.8300 964.5083 21.2996 78687 2 482.7578 ‐2.9930
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1610.7657 YENQGTNLLQTDSK 79085.4800 1610.7662 21.3574 60977 2 805.8867 0.0715
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1188.6259 VNEWVAEITK 53942.1000 1188.6281 28.2234 45632 2 594.8177 0.7879
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 995.5560 LAFEQIFK 15219.8300 995.5572 19.4955 39746 2 498.2823 ‐0.1760
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1455.7842 NLDFELVHVELK 26511.3200 1455.7856 33.2474 24378 3 485.9334 0.2318
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1072.5898 AITQYIAHR 2817.5430 1072.5907 19.8391 8232 2 536.7990 ‐0.3919
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 2266.1139 NPFGQVPAFEDGDLKLFESR 1082.8790 2266.1126 24.4637 23142 3 756.0424 ‐0.6894
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1228.6572 DFELVHVELK 749.7215 1228.6554 31.4473 93849 2 614.8313 ‐2.4436
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 882.4720 AFEQIFK 4554.4240 882.4695 19.4923 5862 1 882.4695 ‐2.3360
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 811.4349 FEQIFK 3040.1770 811.4360 19.4744 5489 1 811.4360 1.59
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1202.5477 NPFGQVPAFED 1253.0280 1202.5514 30.9380 4686 2 601.7794 2.1600
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 770.3944 QYIAHR 157.1146 770.3933 21.5216 2929 1 770.3933 ‐1.1913
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 659.3624 YIAHR 1118.9950 659.3631 19.8699 2856 1 659.3631 1.0346
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 833.4040 SIYGLTTD 183.7070 833.4077 30.6687 2592 1 833.4077 4.47
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 975.5146 EWVAEITK 944.9868 975.5148 28.2206 1731 1 975.5148 1.0019
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 846.4720 WVAEITK 861.6746 846.4701 28.2120 1465 1 846.4701 ‐1.7731
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1189.5583 DEAVVAEEEAK 270.1126 1189.5540 30.6520 1259 1 1189.5540 ‐2.1345
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 752.3573 DVYEAR 160.3077 752.3557 22.4761 1243 1 752.3557 ‐2.1041
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33068.6300 24128.6155 45 46.70 None 1906.9280 SIYGLTTDEAVVAEEEAK 368.4272 1906.9310 29.0260 2214 2 953.9691 1.17
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1633.7857 NPFGQVPAFEDGDLK 107047.1000 1633.7869 30.9146 89418 2 817.3971 0.5831
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 964.5098 VLDVYEAR 29915.8100 964.5083 21.2996 78687 2 482.7578 ‐3.0095
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1610.7657 YENQGTNLLQTDSK 45614.4500 1610.7662 21.3574 60977 2 805.8867 0.1204
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1188.6259 VNEWVAEITK 70921.0200 1188.6281 28.2234 45632 2 594.8177 0.7941
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1455.7842 NLDFELVHVELK 43943.0100 1455.7856 33.2474 24378 3 485.9334 0.0842
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1924.9386 SIYGLTTDEAVVAEEEAK 1076.9350 1924.9410 29.6326 8761 2 962.9741 1.82
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1072.5898 AITQYIAHR 4049.5800 1072.5907 19.8391 8232 2 536.7990 ‐0.3974
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1202.5477 NPFGQVPAFED 1620.5680 1202.5514 30.9380 4686 2 601.7794 2.1676
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 637.3304 VYEAR 523.2105 637.3296 21.2737 3928 1 637.3296 ‐1.3265
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 659.3624 YIAHR 1811.7200 659.3631 19.8699 2856 1 659.3631 1.1778
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1228.6572 DFELVHVELK 164.0677 1228.6643 30.2945 2487 2 614.8358 4.47
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 920.4108 YENQGTNL 304.8165 920.4139 22.4173 1846 2 460.7106 1.22
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1189.5583 DEAVVAEEEAK 336.4803 1189.5540 30.6520 1259 1 1189.5540 ‐2.0592
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 752.3573 DVYEAR 199.6972 752.3557 22.4761 1243 1 752.3557 ‐1.9728
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 946.4993 VLDVYEAR 282.6554 946.5022 18.8613 4680 2 473.7547 1.63
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17811.2800 24128.6155 45 46.70 None 1906.9280 SIYGLTTDEAVVAEEEAK 381.1856 1906.9310 29.0260 2214 2 953.9691 1.05
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 995.5560 LAFEQIFK 13179.4500 995.5572 19.4955 39746 2 498.2823 ‐0.6711
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 3724.4730 2792.3415 21.6047 22272 3 931.4520 1.10
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 1924.9386 SIYGLTTDEAVVAEEEAK 1319.9360 1924.9352 17.9184 3255 2 962.9712 ‐1.3620
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 1856.9865 VNEWVAEITKRPASEK 354.0917 1856.9402 18.1603 763 2 928.9737 ‐24.7007
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 3319.6858 NPFGQVPAFEDGDLKLFESRAITQYIAHR 512.8088 3319.6573 24.0143 2036 3 1107.2240 ‐7.2968
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 882.4720 AFEQIFK 1962.3960 882.4695 19.4923 5862 1 882.4695 ‐2.4041
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 811.4349 FEQIFK 1166.0700 811.4360 19.4744 5489 1 811.4360 1.65
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1075.3380 24128.6155 45 46.70 None 2661.2687 ISQYAIMAIGMQVEDHQFDPVASK 215.5995 2661.2763 22.6605 2411 3 887.7636 3.20
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1845.9705 GPAPLSLALAHADIDEAGK 35415.5200 1845.9723 30.8965 54176 3 615.9956 0.5113
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1507.7944 VLFVPWVETDFR 59238.8400 1507.7937 22.4386 39044 2 754.4005 ‐0.9007
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1500.7693 DALGNDVVAAEWLK 98668.9500 1500.7698 33.3968 36247 2 750.8885 ‐0.0996
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1349.6583 GDPTYLVVENDK 86665.9300 1349.6604 23.8112 19938 2 675.3338 0.8105
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 919.3945 TGDAPWWS 2051.6330 919.3961 30.5485 18004 1 919.3961 2.64
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 Carbamidomethyl+C(3)
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1448.7340 ASSSLSPATQLGSSR 977.6807 1448.7373 21.6115 5174 3 483.5839 1.15
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1667.8859 SALMAMSSGLFVKPTK 457.0432 1667.9006 18.0019 5921 2 834.4539 8.47
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 354.3835 2003.9462 26.5752 1359 2 1002.4767 ‐2.6785
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 979.5095 YLVVENDK 257.3838 979.5089 21.4191 1823 2 490.2581 ‐1.9585
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 899.4581 PATQLGSSR 182.6347 899.4571 24.0605 1249 1 899.4571 ‐0.5984
NP_192237.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18928.6100 24651.2387 12 56.33 None 1827.9599 GPAPLSLALAHADIDEAGK 345.1370 1827.9695 30.0802 1162 3 609.9947 4.96
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1261.6324 AWPYVQNDLR 30656.0200 1261.6327 27.4573 90226 2 631.3200 ‐0.6065
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1563.8166 FYIQPLSPTEAAAR 21848.1900 1563.8157 17.7814 46225 2 782.4115 ‐0.8797
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1539.7802 LFQTIDNLDYAAR 39694.8100 1539.7812 18.1690 40248 2 770.3942 0.2982
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 19389.6000 1991.9787 25.2155 32081 2 996.4930 0.7611
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1687.8537 YYSETVSSLNNVLAK 66096.7100 1687.8551 17.6441 27119 2 844.4312 0.6948
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1348.7471 YDLNTVISAKPK 4895.0320 1348.7468 24.5567 8575 3 450.2538 ‐1.0077
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 793.4454 DFSLALK 5395.6550 793.4454 27.6629 8542 1 793.4454 0.2878
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 715.4349 EIINVK 4936.1420 715.4344 19.0755 2740 1 715.4344 ‐0.6585
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1734.9272 YDLNTVISAKPKEEK 643.7493 1734.9286 19.4783 2567 3 578.9811 0.2612
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1389.7274 KAWPYVQNDLR 4132.4710 1389.7274 24.5428 25398 2 695.3674 ‐0.5941
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 861.4676 EEKQSLK 1556.5610 861.4681 18.1549 2898 1 861.4681 1.0501
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1004.5160 PYVQNDLR 426.2276 1004.5152 27.4582 12232 1 1004.5152 0.1110
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 530.3297 SAKPK 115.4330 530.3303 26.4703 1910 1 530.3303 0.6193
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 531.3501 SLALK 123.7280 531.3500 27.6627 1769 1 531.3500 ‐0.6620
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 643.4137 ISAKPK 163.5190 643.4121 22.6319 1726 1 643.4121 ‐2.6985
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 595.2835 DYAAR 142.3684 595.2835 18.3089 926 1 595.2835 ‐0.2934
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1027.5782 VSSLNNVLAK 320.9655 1027.5808 17.9306 908 2 514.2940 1.1895
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 1973.9675 VGGPPLPSGGLPGTDNSDQAR 340.8670 1973.9627 26.6167 1397 3 658.6591 ‐2.8059
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 698.4083 EIINVK 197.0371 698.4081 19.3645 3858 1 698.4081 ‐0.2745
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 11619.5900 24643.0476 40 46.09 None 844.4411 EEKQSLK 499.3191 844.4387 18.8816 2729 1 844.4387 ‐2.4291
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1261.6324 AWPYVQNDLR 57323.4600 1261.6327 27.4573 90226 2 631.3200 ‐0.5930
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 15955.4600 1991.9787 25.2155 32081 2 996.4930 0.8486
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1348.7471 YDLNTVISAKPK 3565.1700 1348.7468 24.5567 8575 3 450.2538 ‐1.1426



NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 793.4454 DFSLALK 3579.5110 793.4454 27.6629 8542 1 793.4454 0.4138
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1800.9199 GASQAVLEGSLQINGSNR 274.4136 1800.9102 36.8047 3090 2 900.9587 ‐5.1981
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1539.7802 LFQTIDNLDYAAR 294.4227 1539.7589 37.0236 1523 2 770.3831 ‐14.1324
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1389.7274 KAWPYVQNDLR 8239.3810 1389.7274 24.5428 25398 2 695.3674 ‐0.5676
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1004.5160 PYVQNDLR 212.5097 1004.5211 24.3930 6830 2 502.7642 3.12
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 907.4632 YVQNDLR 1813.5820 907.4633 27.4536 5058 1 907.4633 0.8741
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 531.3501 SLALK 123.9916 531.3500 27.6627 1769 1 531.3500 ‐0.5025
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 4360.4290 24643.0476 40 46.09 None 1973.9675 VGGPPLPSGGLPGTDNSDQAR 247.8501 1973.9627 26.6167 1397 3 658.6591 ‐3.0148
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1563.8166 FYIQPLSPTEAAAR 25519.0700 1563.8157 17.7814 46225 2 782.4115 ‐1.0319
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1539.7802 LFQTIDNLDYAAR 41848.3400 1539.7812 18.1690 40248 2 770.3942 0.1315
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1687.8537 YYSETVSSLNNVLAK 70584.8400 1687.8551 17.6441 27119 2 844.4312 0.6174
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1734.9272 YDLNTVISAKPKEEK 242.3148 1734.9286 19.4783 2567 3 578.9811 ‐0.0739
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 2384.2641 GASQAVLEGSLQINGSNRLNISR 386.1567 2384.2472 22.6818 3298 3 795.4206 ‐7.0638
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 802.3981 YDLNTVI 64.6825 802.3957 18.7241 2964 1 802.3957 ‐2.8623
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 882.4316 GASQAVLEGS 460.7647 882.4281 21.2369 2292 1 882.4281 ‐3.4793
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1151.5691 TIDNLDYAAR 763.3231 1151.5642 18.1495 1035 1 1151.5642 ‐2.8910
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 8537.8370 24643.0476 40 46.09 None 1140.6008 QPLSPTEAAAR 310.3785 1140.5978 17.7736 758 1 1140.5978 ‐1.2281
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 4618.5080 1211.5299 22.2286 22358 2 606.2686 ‐0.7527
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 4235.4000 2488.2631 35.7655 4673 3 830.0925 2.17
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 Carbamidomethyl+C(4) 2571.3236 TVSCADLLAIAAQESVVLAGGPSWR 1768.2970 2571.3229 23.7827 1733 3 857.7792 ‐0.1627
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 None 935.4833 TPTLFDNK 122.3853 935.4926 33.8015 956 2 468.2500 8.59
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 None 2389.2623 FKNVGLDRASDLVALSGGHTFGK 1313.2620 2389.2440 22.8419 3889 3 797.0862 ‐7.6766
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 Carbamidomethyl+C(8) 1672.8912 QGEIRLNCRVVNSK 179.2690 1672.8809 20.7118 2140 3 558.2985 ‐6.7446
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 None 1052.5445 GFDVIDKMK 769.8403 1052.5469 27.8124 1496 2 526.7771 1.0691
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 532.2753 38658.8892 16 23.12 Carbamidomethyl+C(1) 969.4281 CQFIMDR 1616.4930 969.4313 22.2007 757 1 969.4313 4.0662
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7770.7010 1211.5296 22.2120 21565 2 606.2684 ‐0.9661
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 3027.1290 2488.2631 35.7655 4673 3 830.0925 2.19
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 None 1020.5394 MSSLSPLTGK 378.7338 1020.5381 22.7232 3417 2 510.7727 ‐2.5818
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 None 1459.7540 ASDLVALSGGHTFGK 151.2974 1459.7759 27.0665 2306 2 730.3916 14.5419
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 None 1794.8909 LYNFSNTGLPDPTLDK 406.8701 1794.8554 32.9098 1105 2 897.9314 ‐19.5794
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 Carbamidomethyl+C(8) 1672.8912 QGEIRLNCRVVNSK 278.4279 1672.8809 20.7118 2140 3 558.2985 ‐6.9179
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 None 1052.5445 GFDVIDKMK 569.0302 1052.5469 27.8124 1496 2 526.7771 1.0615
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 439.6734 38658.8892 16 23.12 Carbamidomethyl+C(1) 969.4281 CQFIMDR 549.9102 969.4313 22.2007 757 1 969.4313 4.1697
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1181.6888 LEAPQLAQIAK 32425.8100 1181.6906 26.5321 28907 2 591.3489 0.4415
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1145.6161 LTDTQLAEVR 3166.4250 1145.6162 21.4217 28672 2 573.3117 ‐0.9794
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1028.6350 INIVTEIVK 25611.4800 1028.6357 18.2454 15810 2 514.8215 ‐0.6532
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1041.5251 EFELVYNK 6975.1610 1041.5248 25.4996 13731 2 521.2661 ‐1.5553
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 943.8643 2636.3725 22.8414 12138 3 879.4624 4.73
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 805.4488 LIDMSVK 3954.4230 805.4476 22.0603 6607 1 805.4476 ‐1.2008
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 929.5302 QVIDDIVK 2924.3520 929.5300 23.1133 6350 2 465.2686 ‐1.7291
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1971.0281 QLEDIASQLELGEIQLAT 3050.4550 1971.0268 38.8932 5645 2 986.0171 ‐0.2192
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 2099.1230 KQLEDIASQLELGEIQLAT 1625.6750 2099.1205 36.6279 6693 2 1050.0639 ‐0.5743
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1664.8160 RNDTMELTVTDIEK 5425.4520 1664.8176 26.5268 4052 3 555.6107 0.3936
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1628.8616 TFPIRINNGGNAAGAR 314.1682 1628.8728 25.6143 1605 3 543.6291 6.00
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 504.2664 DIEK 288.1934 504.2647 23.8910 62138 1 504.2647 ‐3.9524
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 464.2537 MSVK 96.0404 464.2531 20.6051 4218 1 464.2531 ‐2.0546
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 931.4843 DTQLAEVR 417.6430 931.4821 20.6591 3149 1 931.4821 ‐1.6887
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 816.4574 TQLAEVR 387.1741 816.4582 19.7132 1190 1 816.4582 1.61
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 1954.0015 QLEDIASQLELGEIQLAT 307.8157 1954.0052 37.7417 3992 2 977.5062 2.48
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3428.8270 25668.6132 28 53.42 None 912.5037 QVIDDIVK 201.8285 912.5073 22.1681 1072 1 912.5073 4.81
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1181.6888 LEAPQLAQIAK 26884.1800 1181.6906 26.5321 28907 2 591.3489 0.4470
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1145.6161 LTDTQLAEVR 1971.4390 1145.6162 21.4217 28672 2 573.3117 ‐0.9776
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1041.5251 EFELVYNK 11329.6900 1041.5248 25.4996 13731 2 521.2661 ‐1.5640
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 805.4488 LIDMSVK 4177.2300 805.4476 22.0603 6607 1 805.4476 ‐1.0763
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 929.5302 QVIDDIVK 4846.6100 929.5300 23.1133 6350 2 465.2686 ‐1.7492
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1971.0281 QLEDIASQLELGEIQLAT 2963.9630 1971.0268 38.8932 5645 2 986.0171 ‐0.1338
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 2099.1230 KQLEDIASQLELGEIQLAT 1468.7900 2099.1205 36.6279 6693 2 1050.0639 ‐0.4759
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1628.8616 TFPIRINNGGNAAGAR 233.3050 1628.8728 25.6143 1605 3 543.6291 6.1319
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 799.4308 TQLAEVR 105.0309 799.4353 21.4174 7341 2 400.2213 3.95
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 1954.0015 QLEDIASQLELGEIQLAT 296.4328 1954.0052 37.7417 3992 2 977.5062 2.84
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2254.0290 25668.6132 28 53.42 None 912.5037 QVIDDIVK 239.1225 912.5073 22.1681 1072 1 912.5073 4.89
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 10345.1000 1190.5850 18.6355 18073 2 595.7961 0.3061
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 1444.7464 VLQAQDDIVNAMK 9214.6840 1444.7472 27.0270 17242 2 722.8772 ‐0.0453
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 1958.0012 VLQAQDDIVNAMKDQAAK 355.0793 1958.0048 27.4673 4395 3 653.3398 1.83
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 816.4574 DLLNVSR 3255.2810 816.4540 22.3255 3763 1 816.4540 ‐3.8794
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 1165.6212 VHAPEVAVDTK 7285.5800 1165.6212 18.5367 3701 2 583.3142 ‐1.0530
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1815.4080 2609.2459 37.5758 2132 4 653.0669 1.98
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 1808.8549 ANEISVSAEEEFNIEK 545.4651 1808.8505 27.1788 763 3 603.6217 ‐2.8793
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 1280.6303 VLQAQDDIVNAM 1412.0970 1280.6333 26.3369 15041 2 640.8203 1.12
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 689.3577 NTLDAR 178.4335 689.3570 17.3492 2898 1 689.3570 ‐0.9758
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 588.3464 LNVSR 665.1547 588.3447 22.3092 1943 1 588.3447 ‐3.2742
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 Carbamidomethyl+C(1) 978.4310 CENTLDAR 270.8062 978.4309 18.5972 1036 1 978.4309 0.7665
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1665.4070 26288.1451 20 36.96 None 799.4308 DLLNVSR 108.1156 799.4353 21.4174 7341 2 400.2213 3.27
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 1444.7464 VLQAQDDIVNAMK 6114.0650 1444.7472 27.0270 17242 2 722.8772 ‐0.0132
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 3238.6740 1190.5844 18.6001 16447 2 595.7958 ‐0.2040
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 1958.0012 VLQAQDDIVNAMKDQAAK 1034.1400 1958.0048 27.4673 4395 3 653.3398 1.12
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 816.4574 DLLNVSR 3379.9130 816.4540 22.3255 3763 1 816.4540 ‐3.7564
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 1054.6619 LKEPSVLLR 4151.0330 1054.6636 23.3793 2553 2 527.8354 0.3471
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 2099.0404 DQAAKDLLNVSRDEYAYK 526.5839 2099.0744 27.1438 2418 2 1050.0408 16.9366



NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 None 588.3464 LNVSR 573.0482 588.3447 22.3092 1943 1 588.3447 ‐3.1220
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 873.8318 26288.1451 20 36.96 Carbamidomethyl+C(1) 978.4310 CENTLDAR 120.8599 978.4309 18.5972 1036 1 978.4309 0.8689
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 695.6168 23108.7107 3 10.50 None 1527.8013 EGEPSIAPSLTLTGR 5846.1210 1527.8058 28.0872 9306 2 764.4065 2.37
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 695.6168 23108.7107 3 10.50 None 883.5360 TAVNPLLR 8081.0340 883.5337 22.6222 3973 2 442.2705 ‐4.1586
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 695.6168 23108.7107 3 10.50 None 866.5094 TAVNPLLR 290.1382 866.5102 22.3833 861 2 433.7588 ‐0.6846
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1351.7038 ANAVALGNYLMSK 9384.6310 1351.7052 18.1019 19142 2 676.3563 0.3100
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1517.7707 NAVFGDSSALAPGGVR 11396.3300 1517.7712 26.2884 17815 2 759.3892 ‐0.0862
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 8854.7050 1206.6277 15.7121 16707 2 603.8175 ‐2.8842
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 9013.4090 1991.8803 37.4262 13400 2 996.4438 0.4064
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1618.8363 ISATSIYFESLPYK 6540.3170 1618.8375 19.3409 9655 2 809.9224 0.5408
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1340.6481 DFEQIGEFLSR 12200.5500 1340.6493 34.6879 7938 2 670.8283 0.1269
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1854.8111 FSASYEMPGFLMSEMK 6119.0830 1854.8149 21.1493 7852 2 927.9111 2.53
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 992.4796 YSEGIPGNR 3512.3710 992.4788 17.1324 5968 2 496.7430 ‐2.1745
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 903.4717 IGAPAMTSR 16100.5400 903.4725 17.6260 4096 2 452.2399 ‐0.5514
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1866.9596 GLVEKDFEQIGEFLSR 190.0750 1866.9136 38.4946 67289 2 933.9604 ‐24.4385
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 2261.1019 IMGLDLPSGGHLTHGYYTSGGK 319.6552 2261.0566 24.3821 2154 3 754.3570 ‐20.2086
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1191.6191 IMGLDLPSGGHL 203.6176 1191.6209 25.6400 3653 2 596.3141 0.5502
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 565.2763 AMTSR 114.1623 565.2770 19.3383 2247 1 565.2770 0.9234
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 707.3471 GGSAYPR 140.4640 707.3438 15.6994 1207 1 707.3438 ‐4.6944
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 790.3876 GAPAMTSR 292.0555 790.3894 17.6173 1147 1 790.3894 2.14
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 264.5826 867.3791 15.7441 758 1 867.3791 1.65
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2281.9720 52174.2496 38 31.42 None 1333.6933 ANAVALGNYLMSK 469.9003 1333.6937 15.8477 1752 2 667.3505 ‐0.4692
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1351.7038 ANAVALGNYLMSK 490.9783 1351.6984 21.2584 113031 2 676.3528 ‐4.7476
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1517.7707 NAVFGDSSALAPGGVR 18587.8200 1517.7712 26.2884 17815 2 759.3892 ‐0.0467
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 6269.3760 1991.8803 37.4262 13400 2 996.4438 0.4939
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1340.6481 DFEQIGEFLSR 12289.8200 1340.6493 34.6879 7938 2 670.8283 0.1485
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 903.4717 IGAPAMTSR 22739.8800 903.4725 17.6260 4096 2 452.2399 ‐0.5741
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1866.9596 GLVEKDFEQIGEFLSR 290.7473 1866.9136 38.4946 67289 2 933.9604 ‐24.3637
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1356.7482 GLVNNKDLDQLK 274.8895 1356.7599 34.1275 1973 2 678.8836 7.77
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1435.6740 VNFTTGYIDYDK 233.7115 1435.7083 30.4019 1657 2 718.3578 23.3351
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 790.3876 GAPAMTSR 418.4989 790.3894 17.6173 1147 1 790.3894 2.78
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1637.3540 52174.2496 38 31.42 None 1418.6474 VNFTTGYIDYDK 109.4388 1418.6438 31.6719 1548 2 709.8255 ‐3.1336
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 1351.7038 ANAVALGNYLMSK 8310.5600 1351.7052 18.1019 19142 2 676.3563 0.0298
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 4243.3070 1206.6277 15.7121 16707 2 603.8175 ‐3.2520
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 1618.8363 ISATSIYFESLPYK 5723.1320 1618.8375 19.3409 9655 2 809.9224 0.4218
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 1854.8111 FSASYEMPGFLMSEMK 7355.8570 1854.8149 21.1493 7852 2 927.9111 2.87
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 3039.4979 MEPVSSWGNTSLVSVDPEIHDLIEKEK 357.7292 3039.4471 25.5839 3852 3 1013.8206 ‐15.8078
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 1934.9382 VNFTTGYIDYDKLEEK 652.8992 1934.9365 20.6457 6102 3 645.6504 ‐1.4550
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 Oxidation+M(1) 2798.3553 MEPVSSWGNTSLVSVDPEIHDLIEK 377.9924 2798.3447 25.6566 2290 2 1399.6760 ‐1.2709
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 323.5480 867.3791 15.7441 758 1 867.3791 1.97
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 768.9807 52174.2496 38 31.42 None 1333.6933 ANAVALGNYLMSK 164.1789 1333.6986 19.7341 4285 2 667.3530 2.64
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 12863.6100 1237.6253 23.3074 17710 2 619.3163 ‐0.3119
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 28266.4300 1960.9565 37.7273 16127 2 980.9819 1.54
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1137.5575 TEFGPSQPFK 3406.1980 1137.5559 23.3094 15124 2 569.2816 ‐2.5443
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEG 1952.2470 2887.4513 36.7383 12565 3 963.1553 1.01
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 6685.0900 1757.7603 31.6396 12179 2 879.3838 0.8711
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 29227.2800 3033.4437 38.2808 12159 3 1011.8194 0.1825
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 998.5993 AGIIVLAEGR 7729.8720 998.5997 26.5479 11864 2 499.8035 ‐0.9305
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 3552.0020 2361.1585 28.6013 11370 4 591.0451 2.1672
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 2706.4070 2499.2939 23.4196 10920 2 1250.1506 ‐0.1579
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1026.4309 DMSQADFGR 18119.5400 1026.4307 19.3716 7107 2 513.7190 ‐1.4856
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 905.4761 ATDVMIAGK 9893.9730 905.4731 18.3404 4207 2 453.2402 ‐4.8619
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1013.5626 EGLQVDPKK 1176.2700 1013.5699 17.7653 3379 1 1013.5699 8.1628
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1025.5197 HSLPDGLMR 1395.0960 1025.5111 22.2034 2341 2 513.2592 ‐9.7103
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1253.5943 VKDMSQADFGR 963.7473 1253.5942 17.8165 1154 2 627.3007 ‐0.9818
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 3940.6550 1259.5855 20.3958 4438 2 630.2964 0.4716
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(5)
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(9)
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Oxidation+M(5) 704.3396 PDGLMR 122.5638 704.3395 28.6662 21891 1 704.3395 ‐0.1176
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 669.3467 PPHYR 44.1324 669.3439 31.0659 4363 1 669.3439 ‐4.3849
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 351.7050 1067.5183 22.5596 3354 2 534.2628 ‐1.9376
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 714.4145 QVDPKK 173.7877 714.4174 17.3305 3254 1 714.4174 4.1397
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 757.4567 IVLAEGR 417.5326 757.4559 26.5407 1043 1 757.4559 ‐0.9042
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 1007.5091 HSLPDGLMR 240.1546 1007.5078 21.8875 3706 2 504.2575 ‐2.6838
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4738.0620 54005.9669 42 45.57 None 887.4655 ATDVMIAGK 336.5917 887.4637 18.1005 1375 1 887.4637 ‐1.4516
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 16706.2100 1237.6253 23.3074 17710 2 619.3163 ‐0.3007
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 19762.7700 1960.9565 37.7273 16127 2 980.9819 1.98
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 1137.5575 TEFGPSQPFK 4970.8630 1137.5559 23.3094 15124 2 569.2816 ‐2.5433
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEG 1426.9920 2887.4513 36.7383 12565 3 963.1553 1.30
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 19244.3200 1757.7603 31.6396 12179 2 879.3838 0.9348
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 32822.0600 3033.4437 38.2808 12159 3 1011.8194 ‐0.1519
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 998.5993 AGIIVLAEGR 10791.6400 998.5997 26.5479 11864 2 499.8035 ‐0.9435
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 1475.8064 LVGVSEETTTGVKR 11168.9900 1475.8070 18.9074 6639 3 492.6072 ‐0.4904
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 1025.5197 HSLPDGLMR 1362.4100 1025.5111 22.2034 2341 2 513.2592 ‐9.7206
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 1253.5943 VKDMSQADFGR 562.7750 1253.5942 17.8165 1154 2 627.3007 ‐0.9691
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 6420.2920 1259.5855 20.3958 4438 2 630.2964 0.4850
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(5)



NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(9)
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 479.0904 1067.5183 22.5596 3354 2 534.2628 ‐1.9437
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 Carbamidomethyl+C(5) 917.4186 VAVICGYGD 1493.8870 917.4210 23.3382 1407 2 459.2142 1.1321
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 757.4567 IVLAEGR 562.1100 757.4559 26.5407 1043 1 757.4559 ‐0.7736
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 2384.2092 GPGGGPDLIVDDGGDATLLIHEGVK 558.6237 2384.2000 36.7336 953 3 795.4048 ‐4.1941
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4219.8750 54005.9669 42 45.57 None 1007.5091 HSLPDGLMR 1642.7340 1007.5078 21.8875 3706 2 504.2575 ‐2.6960
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 1458.7700 LYDPNQAALNALR 3696.8690 1458.7708 27.4790 13014 2 729.8891 0.0847
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 2326.1384 VSTAIDMTLIGNSFPPSSGEFR 1537.2200 2326.1343 20.5145 3171 2 1163.5708 ‐0.6988
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 1791.8258 GVETYLFAMFDENQK 3112.4150 1791.8238 22.4777 1594 2 896.4155 ‐1.0399
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 1604.8139 NVYDALRGANLQDR 326.6877 1604.8123 27.8290 1715 2 802.9098 ‐1.2802
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 982.4299 AMFDENQK 631.1642 982.4274 23.8258 927 2 491.7174 ‐3.8614
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 373.7336 37768.5905 11 14.53 None 1586.8034 NVYDALRGANLQDR 172.2549 1586.7979 26.2587 1453 2 793.9026 ‐3.7492
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 202.8829 37768.5905 11 14.53 None 1458.7700 LYDPNQAALNALR 5163.2250 1458.7708 27.4790 13014 2 729.8891 0.1182
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 202.8829 37768.5905 11 14.53 None 850.4417 NVYDALR 381.4009 850.4416 21.2569 3160 2 425.7244 ‐1.8730
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 202.8829 37768.5905 11 14.53 None 2941.4513 RPGRGVETYLFAMFDENQKSPEIEK 253.8106 2941.4593 36.3704 2201 3 981.1579 2.45
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 202.8829 37768.5905 11 14.53 None 2753.3563 VSTAIDMTLIGNSFPPSSGEFRGDVR 397.4962 2753.3313 34.7966 977 3 918.4486 ‐9.1415
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nema 202.8829 37768.5905 11 14.53 None 2735.3457 VSTAIDMTLIGNSFPPSSGEFRGDVR 363.0471 2735.3527 32.9361 7778 3 912.4558 2.52
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1681.9483 ILDEALAGDNVGLLLR 59219.2900 1681.9479 20.6565 64532 2 841.4776 ‐0.3437
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1157.6525 VGETVDLVGLR 52777.7500 1157.6519 27.6607 64440 2 579.3296 ‐1.5902
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1129.6463 TVGAGVIGTILE 6055.6620 1129.6440 34.8542 61647 1 1129.6440 ‐0.7726
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1810.8817 GITINTATVEYETENR 117677.1000 1810.8836 26.5416 57362 2 905.9454 1.1541
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1389.6719 SYTVTGVEMFQK 25914.0000 1389.6742 27.6937 47325 2 695.3407 1.0221
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 2051.0154 IYELMDAVDDYIPIPQR 27688.8600 2051.0135 21.7919 43701 2 1026.0104 ‐0.3743
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 21630.4800 1812.9716 20.3131 30022 2 906.9895 0.4287
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENP 2328.6800 3435.7331 25.4757 21014 3 1145.9159 ‐1.7842
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 2114.0499 EDQVDDAELLELVELEVR 16233.6100 2114.0505 40.9912 15026 2 1057.5289 0.9483
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1095.6449 FEAIIYVLK 3797.1470 1095.6455 20.1529 14018 2 548.3264 ‐0.5766
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 2135.1383 QTELPFLLAVEDVFSITGR 4414.4310 2135.1393 25.6988 13484 2 1068.0733 1.1693
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1445.7821 QVGVPDMVVFLNK 3733.7590 1445.7835 20.2871 11039 2 723.3954 0.4382
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1307.5750 YDEIDAAPEER 691.3221 1307.5748 19.4917 1927 2 654.2910 ‐0.9499
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 2536.2777 TLTLSSSFLPSYSLTTTSASQSTR 242.7707 2536.2525 23.0385 1499 3 846.0890 ‐9.8515
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1435.6700 KYDEIDAAPEER 20343.7700 1435.6685 18.5661 27504 3 479.2277 ‐1.7568
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1038.5288 VTGVEMFQK 392.2952 1038.5283 25.2920 10547 2 519.7678 ‐1.7916
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1058.5841 GETVDLVGLR 4892.4730 1058.5849 27.6650 5520 1 1058.5849 1.85
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1194.6841 ALAGDNVGLLLR 2689.0890 1194.6893 20.6560 5107 2 597.8483 3.39
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 956.5524 GDNVGLLLR 100.5540 956.5538 19.3203 4745 1 956.5538 2.49
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1116.5684 DDYIPIPQR 183.4156 1116.5717 24.2885 3621 2 558.7895 1.21
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 764.3461 KYDEID 2930.4530 764.3442 18.5751 2534 1 764.3442 ‐2.3553
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1001.5626 ETVDLVGLR 268.8474 1001.5625 25.6483 1820 2 501.2849 ‐1.4578
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 872.5200 TVDLVGLR 465.0824 872.5176 27.6512 1661 1 872.5176 ‐2.1891
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 771.4723 VDLVGLR 476.3524 771.4711 27.6655 1526 1 771.4711 ‐1.3946
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 1539.7285 INTATVEYETENR 305.2306 1539.7359 26.7521 1016 2 770.3716 4.64
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10836.2900 51915.3932 55 49.58 None 2118.1117 QTELPFLLAVEDVFSITGR 336.2471 2118.1170 25.8935 3572 2 1059.5621 3.1582
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1157.6525 VGETVDLVGLR 69058.4000 1157.6519 27.6607 64440 2 579.3296 ‐1.5871
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1129.6463 TVGAGVIGTILE 4965.5810 1129.6440 34.8542 61647 1 1129.6440 ‐0.6896
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1810.8817 GITINTATVEYETENR 122212.2000 1810.8836 26.5416 57362 2 905.9454 1.32
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1389.6719 SYTVTGVEMFQK 24562.9800 1389.6742 27.6937 47325 2 695.3407 1.0486
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1708.9242 KPHVNIGTIGHVDHGK 197.4318 1708.9556 19.3986 1163 3 570.3234 17.6915
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 Oxidation+M(5) 2067.0103 IYELMDAVDDYIPIPQR 2511.4790 2067.0097 34.6196 2681 2 1034.0085 0.3889
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 939.4604 TGVEMFQK 478.7658 939.4568 29.3078 8888 1 939.4568 ‐3.0641
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1058.5841 GETVDLVGLR 3831.8680 1058.5849 27.6650 5520 1 1058.5849 1.06
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1001.5626 ETVDLVGLR 276.0829 1001.5625 25.6483 1820 2 501.2849 ‐1.4705
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 872.5200 TVDLVGLR 673.5751 872.5176 27.6512 1661 1 872.5176 ‐2.0732
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 771.4723 VDLVGLR 800.6709 771.4711 27.6655 1526 1 771.4711 ‐1.2657
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1539.7285 INTATVEYETENR 375.5665 1539.7359 26.7521 1016 2 770.3716 4.81
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6454.9150 51915.3932 55 49.58 None 1139.6419 VGETVDLVGLR 194.5859 1139.6482 29.9237 2481 2 570.3277 4.65
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1681.9483 ILDEALAGDNVGLLLR 65145.2300 1681.9479 20.6565 64532 2 841.4776 ‐0.4246
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2051.0154 IYELMDAVDDYIPIPQR 48352.2600 2051.0135 21.7919 43701 2 1026.0104 ‐0.2324
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 27696.7900 1812.9716 20.3131 30022 2 906.9895 0.4269
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENP 2688.0910 3435.7331 25.4757 21014 3 1145.9159 ‐1.0760
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1095.6449 FEAIIYVLK 4494.3680 1095.6455 20.1529 14018 2 548.3264 ‐1.0113
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2135.1383 QTELPFLLAVEDVFSITGR 3703.8450 2135.1393 25.6988 13484 2 1068.0733 1.19
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1445.7821 QVGVPDMVVFLNK 2502.8860 1445.7835 20.2871 11039 2 723.3954 0.2148
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1129.6463 TVGAGVIGTILE 2605.9930 1129.6440 20.5370 7743 1 1129.6440 ‐0.6941
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1907.0518 TTLTAALTMALASIGSSVAK 522.2322 1907.0438 25.5278 6457 2 954.0255 ‐3.8537
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1810.8817 GITINTATVEYETENR 5575.3910 1810.8831 16.5984 6018 2 905.9452 0.8640
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQT 1182.0000 2673.3094 20.5540 5794 3 891.7747 2.01
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 1157.6525 VGETVDLVGLR 1018.4050 1157.6523 17.3333 2735 2 579.3298 ‐1.5717
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2536.2777 TLTLSSSFLPSYSLTTTSASQSTR 354.3993 2536.2525 23.0385 1499 3 846.0890 ‐9.6950
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2579.2850 WVDKIYELMDAVDDYIPIPQR 941.3406 2579.3011 24.0780 2215 3 860.4386 6.31
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2118.1117 QTELPFLLAVEDVFSITGR 300.9639 2118.1170 25.8935 3572 2 1059.5621 3.05
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5712.9930 51915.3932 55 49.58 None 2033.9889 IYELMDAVDDYIPIPQR 202.7189 2033.9835 24.2185 1109 2 1017.4954 ‐1.9718
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1573.8373 FYLQPLPPTEAAAR 53639.8200 1573.8376 17.9088 161807 2 787.4224 ‐0.1344
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1498.7424 LFDTIDNLDYAAK 111265.2000 1498.7417 30.4495 151086 2 749.8745 ‐0.9131
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1670.8636 YYAETVSALNEVLAK 164357.7000 1670.8641 19.2149 119922 2 835.9357 0.1936
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1261.6324 AWPYVQNDLR 30656.0200 1261.6327 27.4573 90226 2 631.3200 ‐0.6065
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 97194.1400 1989.9610 21.9239 71413 2 995.4841 ‐0.3049
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1378.7577 YDLNTIISSKPK 71916.6800 1378.7578 16.4280 52789 2 689.8826 ‐0.5440
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1295.7682 DIINVKPLIDR 16516.9200 1295.7708 29.0051 50221 2 648.3890 1.79



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 777.4505 DFALALK 28186.0200 777.4507 27.7457 25920 1 777.4507 0.4022
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1710.9749 ESAKDIINVKPLIDR 1492.5570 1710.9783 27.5511 11388 3 570.9976 1.29
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1423.8631 DIINVKPLIDRK 10022.4200 1423.8637 16.7734 8822 3 475.2927 ‐0.3899
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1048.5786 DFALALKDR 2369.3180 1048.5787 24.6993 5251 2 524.7930 ‐1.1496
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1191.5713 AQQSEETSRR 661.0115 1191.5757 26.7523 1453 2 596.2915 2.12
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1389.7274 KAWPYVQNDLR 4132.4710 1389.7274 24.5428 25398 2 695.3674 ‐0.5941
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 2057.0437 DLTTKLFDTIDNLDYAAK 484.0539 2057.0421 18.9500 1641 3 686.3522 ‐1.1011
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1004.5160 PYVQNDLR 426.2276 1004.5152 27.4582 12232 1 1004.5152 0.1110
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1067.6572 INVKPLIDR 4131.6550 1067.6586 29.0055 6302 2 534.3329 0.1008
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1022.5629 PLPPTEAAAR 599.8159 1022.5613 17.9104 6123 1 1022.5613 ‐0.6743
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 515.3552 ALALK 14378.5200 515.3554 27.7466 5851 1 515.3554 ‐0.1074
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 613.3668 PLIDR 164.9903 613.3670 29.0109 2923 1 613.3670 0.0274
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 715.4461 LALKDR 97.1337 715.4468 25.1325 2914 1 715.4468 0.9767
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 576.2736 SDQAR 141.7580 576.2722 20.4810 1541 1 576.2722 ‐2.8891
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1195.7521 INVKPLIDRK 1676.4200 1195.7541 16.7714 1475 2 598.3807 0.6412
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 954.5731 NVKPLIDR 189.2513 954.5725 26.3651 1378 2 477.7899 ‐2.0192
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1168.6037 FYLQPLPPTE 279.9064 1168.6022 20.7986 1192 2 584.8047 ‐2.3740
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1197.6838 DLNTIISSKPK 135.6660 1197.6792 17.9143 1160 3 399.8979 ‐4.7520
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 857.5091 ALNEVLAK 341.5547 857.5108 20.4239 1092 2 429.2590 0.3569
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1100.6674 LNTIISSKPK 277.5700 1100.6666 18.0727 928 2 550.8369 ‐1.8928
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1144.6572 TVSALNEVLAK 534.6078 1144.6574 19.2164 896 1 1144.6574 1.37
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 37771.2400 23795.1646 69 56.05 None 1273.6998 ETVSALNEVLAK 344.5500 1273.7063 18.2964 885 2 637.3568 4.19
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1498.7424 LFDTIDNLDYAAK 48369.2200 1498.7417 30.4495 151086 2 749.8745 ‐0.8755
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1261.6324 AWPYVQNDLR 57323.4600 1261.6327 27.4573 90226 2 631.3200 ‐0.5930
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 97007.5500 1989.9610 21.9239 71413 2 995.4841 ‐0.2176
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1295.7682 DIINVKPLIDR 24632.6300 1295.7708 29.0051 50221 2 648.3890 1.49
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 777.4505 DFALALK 24014.9300 777.4507 27.7457 25920 1 777.4507 0.5303
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1710.9749 ESAKDIINVKPLIDR 2412.9700 1710.9783 27.5511 11388 3 570.9976 1.51
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1048.5786 DFALALKDR 2606.5850 1048.5787 24.6993 5251 2 524.7930 ‐1.1576
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1750.9222 YDLNTIISSKPKDEK 920.7019 1750.9160 28.2690 1043 2 875.9617 ‐3.4298
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1389.7274 KAWPYVQNDLR 8239.3810 1389.7274 24.5428 25398 2 695.3674 ‐0.5676
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1004.5160 PYVQNDLR 212.5097 1004.5211 24.3930 6830 2 502.7642 3.12
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1067.6572 INVKPLIDR 6413.1580 1067.6586 29.0055 6302 2 534.3329 0.0948
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1238.5899 DTIDNLDYAAK 112.3941 1238.5945 27.1765 5915 2 619.8009 2.82
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 515.3552 ALALK 10776.5700 515.3554 27.7466 5851 1 515.3554 0.0542
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 907.4632 YVQNDLR 1813.5820 907.4633 27.4536 5058 1 907.4633 0.8741
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 715.4461 LALKDR 107.2896 715.4468 25.1325 2914 1 715.4468 1.1127
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 909.4312 DNLDYAAK 844.0187 909.4325 30.4556 2591 1 909.4325 2.1368
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1471.6772 PSGGLPGTDNSDQAR 393.5834 1471.6734 20.9505 1853 2 736.3403 ‐3.0537
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 954.5731 NVKPLIDR 179.6993 954.5725 26.3651 1378 2 477.7899 ‐2.0367
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1123.5630 TIDNLDYAAK 436.3370 1123.5595 30.4525 1303 1 1123.5595 ‐1.7385
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 819.3883 LFDTIDN 60.8889 819.3916 27.1587 1166 1 819.3916 4.60
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 16823.8600 23795.1646 69 56.05 None 1060.4654 PGTDNSDQAR 2658.3380 1060.4628 21.9322 1065 1 1060.4628 ‐1.2690
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1573.8373 FYLQPLPPTEAAAR 73571.7900 1573.8376 17.9088 161807 2 787.4224 ‐0.2805
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1670.8636 YYAETVSALNEVLAK 188283.9000 1670.8641 19.2149 119922 2 835.9357 0.1060
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1378.7577 YDLNTIISSKPK 56498.8000 1378.7578 16.4280 52789 2 689.8826 ‐0.8079
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1423.8631 DIINVKPLIDRK 9427.8960 1423.8637 16.7734 8822 3 475.2927 ‐0.9157
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1498.7424 LFDTIDNLDYAAK 4957.4660 1498.7449 18.4297 7672 2 749.8761 1.0220
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1295.7682 DIINVKPLIDR 1420.9450 1295.7669 17.7863 2884 2 648.3871 ‐2.1016
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 150.4977 1989.9535 15.9518 1112 3 663.9894 ‐5.0160
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1217.6345 INGSSRLNGSGR 270.9883 1217.6407 14.3842 5237 2 609.3240 3.63
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 2057.0437 DLTTKLFDTIDNLDYAAK 518.9686 2057.0421 18.9500 1641 3 686.3522 ‐1.2386
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1022.5629 PLPPTEAAAR 486.6534 1022.5613 17.9104 6123 1 1022.5613 ‐0.6608
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1197.6838 DLNTIISSKPK 14045.9700 1197.6882 16.4367 3749 3 399.9009 2.0948
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1195.7521 INVKPLIDRK 1723.5620 1195.7541 16.7714 1475 2 598.3807 0.2669
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1344.7369 AETVSALNEVLAK 711.3082 1344.7370 19.2156 1211 1 1344.7370 2.1850
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1168.6037 FYLQPLPPTE 232.3902 1168.6022 20.7986 1192 2 584.8047 ‐2.7647
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1100.6674 LNTIISSKPK 124.4866 1100.6666 18.0727 928 2 550.8369 ‐2.3245
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1144.6572 TVSALNEVLAK 365.8848 1144.6574 19.2164 896 1 1144.6574 1.82
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1273.6998 ETVSALNEVLAK 397.5265 1273.7063 18.2964 885 2 637.3568 3.47
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 876.5189 DIINVKPL 755.7899 876.5220 17.3822 794 2 438.7647 1.49
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 21204.5800 23795.1646 69 56.05 None 1556.8108 FYLQPLPPTEAAAR 267.2244 1556.8142 19.4989 5023 2 778.9107 1.18
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 1504.7966 GLLTSVQDTASSVAR 1003.6640 1504.7996 29.4023 9173 2 752.9034 1.02
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 1225.6059 SLVDSLYGTDR 2101.1220 1225.6079 26.6587 6977 2 613.3076 0.6752
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 1416.7581 AEIGDLITQLESK 7089.1710 1416.7580 34.8552 6212 2 708.8826 ‐0.6529
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 9305.1990 2989.5399 39.2718 5504 3 997.1848 0.2111
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 2660.6180 2719.2838 45.7182 4340 3 907.0995 1.76
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1454.0100 33712.4766 14 29.68 None 2648.2421 TDTGEIGSALLAAEEAIEDVEETER 1611.5940 2648.2495 45.7161 932 3 883.4214 2.27
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 1504.7966 GLLTSVQDTASSVAR 759.0312 1504.7996 29.4023 9173 2 752.9034 1.84
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 1225.6059 SLVDSLYGTDR 1946.2490 1225.6079 26.6587 6977 2 613.3076 0.6851
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 1416.7581 AEIGDLITQLESK 5242.6800 1416.7580 34.8552 6212 2 708.8826 ‐0.6236
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 7008.1030 2989.5399 39.2718 5504 3 997.1848 ‐0.1180
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 1477.7645 FAGPLGTNSISTNAK 1058.6120 1477.7664 27.2903 3740 2 739.3868 0.8143
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 831.4571 VSISPNSK 204.6886 831.4573 24.3332 5939 1 831.4573 0.7866
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 2267.0786 VDEISQTIDSDNFTVQNSVR 199.8288 2267.1226 37.5529 2190 2 1134.0650 20.4787
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1005.4230 33712.4766 14 29.68 None 1487.7700 GLLTSVQDTASSVAR 221.0795 1487.7754 31.7544 1482 2 744.3913 3.1871
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 920.4910 ITMIWEK 48898.0500 920.4911 17.4151 115218 2 460.7492 ‐1.4428
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1383.7559 VFDIIYEFIPK 91396.4800 1383.7550 23.6799 89529 2 692.3812 ‐1.2538
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1399.5835 NDDFPEPSGYMK 115584.9000 1399.5849 25.1439 59132 2 700.2961 0.3956



NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1262.5688 SWDYTYDGKK 19827.0000 1262.5672 20.2431 25098 2 631.7872 ‐2.1224
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1134.4738 SWDYTYDGK 11491.6700 1134.4741 22.6027 12910 2 567.7407 ‐0.8303
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1235.6201 GLDGHVMEHLK 1185.2220 1235.6196 21.3879 11707 3 412.5447 ‐1.3435
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1365.7260 ATSGTYVTEVPLK 297.5202 1365.7358 23.2790 5156 3 455.9168 6.35
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1555.6846 RNDDFPEPSGYMK 18814.6500 1555.6847 23.0465 35722 3 519.2331 ‐0.6180
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1439.7311 QMVVDIEGHVNKA 10464.7900 1439.7302 23.2654 32683 3 480.5816 ‐1.4076
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1305.6533 EIDDENKTLTK 15465.3400 1305.6528 15.2582 14655 3 435.8891 ‐1.2091
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 751.4025 VFDIIY 175.6182 751.4026 21.6546 12878 1 751.4026 0.2269
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 711.3672 TYDGKK 137.8401 711.3700 21.0640 4872 1 711.3700 3.56
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 682.3229 PSGYMK 287.0295 682.3238 23.0748 3073 1 682.3238 1.95
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1137.6190 DIIYEFIPK 7635.6990 1137.6178 23.6936 3040 1 1137.6178 0.1974
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 982.4952 DIEGHVNKA 290.1481 982.4983 22.4543 2597 2 491.7528 1.38
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 648.2736 RNDDF 467.7198 648.2746 23.0561 2435 1 648.2746 1.36
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 909.5080 IYEFIPK 6925.2790 909.5083 23.6833 2011 1 909.5083 0.9260
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 501.2052 RNDD 1024.9630 501.2034 23.0648 1094 1 501.2034 ‐4.2083
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1088.5259 ATSGTYVTEVP 309.3139 1088.5255 21.6885 846 1 1088.5255 0.8277
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1347.7155 ATSGTYVTEVPLK 319.8234 1347.7155 26.3162 1252 2 674.3614 ‐0.6795
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 20220.3100 17631.8509 37 58.94 None 1287.6427 EIDDENKTLTK 354.9518 1287.6418 15.2577 1159 3 429.8854 ‐1.5822
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 1262.5688 SWDYTYDGKK 42692.1600 1262.5672 20.2355 24652 2 631.7873 ‐2.0927
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 1134.4738 SWDYTYDGK 13952.7300 1134.4738 22.5829 12283 2 567.7405 ‐1.1568
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 1235.6201 GLDGHVMEHLK 1128.7630 1235.6196 21.3879 11707 3 412.5447 ‐1.4651
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 1439.7311 QMVVDIEGHVNKA 11668.8400 1439.7302 23.2654 32683 3 480.5816 ‐1.5533
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 982.4952 DIEGHVNKA 295.1749 982.4983 22.4543 2597 2 491.7528 1.91
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 711.3672 TYDGKK 9526.9000 711.3661 20.2324 1450 1 711.3661 ‐1.3170
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3741.1430 17631.8509 37 58.94 None 861.3625 DYTYDGK 5452.6870 861.3633 22.5865 1285 1 861.3633 1.98
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 920.4910 ITMIWEK 31085.2700 920.4911 17.4151 115218 2 460.7492 ‐1.9832
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 1383.7559 VFDIIYEFIPK 81092.6000 1383.7550 23.6799 89529 2 692.3812 ‐1.5147
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 1496.7665 MATSGTYVTEVPLK 3306.6130 1496.7398 17.2465 935 2 748.8735 ‐18.4812
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 1439.7311 QMVVDIEGHVNKA 1442.8510 1439.7311 15.1998 9400 3 480.5819 ‐1.2925
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 751.4025 VFDIIY 194.7260 751.4026 21.6546 12878 1 751.4026 0.0826
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 706.3593 MIWEK 10522.1400 706.3604 17.4121 10461 1 706.3604 1.52
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 1137.6190 DIIYEFIPK 4312.9010 1137.6178 23.6936 3040 1 1137.6178 0.2778
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 909.5080 IYEFIPK 3492.8610 909.5083 23.6833 2011 1 909.5083 0.8737
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 7655.0200 17631.8509 37 58.94 None 1478.7559 MATSGTYVTEVPLK 226.1474 1478.7502 16.4055 3259 2 739.8787 ‐4.6034
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1240.6354 GLEGHVMEQLK 16794.5600 1240.6355 23.0692 44560 2 620.8214 ‐0.8260
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1788.8228 SWNYTWDGKEEVFK 4438.2410 1788.8272 29.3212 4386 3 596.9472 1.97
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1370.7355 VYDVVYQFIPK 719.6619 1370.7396 18.6639 1633 2 685.8735 2.61
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1257.6256 SLVADMGNHVSK 969.1352 1257.6203 25.5794 1079 1 1257.6203 ‐2.5593
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1365.7260 ATSGTYVTEVPLK 297.5202 1365.7358 23.2790 5156 3 455.9168 6.35
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1224.6299 VYDVVYQFIP 237.1927 1224.6354 18.8644 1137 2 612.8213 3.86
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1088.5259 ATSGTYVTEVP 309.3139 1088.5255 21.6885 846 1 1088.5255 0.8277
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1789.9950 17530.6210 11 31.79 None 1347.7155 ATSGTYVTEVPLK 319.8234 1347.7155 26.3162 1252 2 674.3614 ‐0.6795
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1779.6000 17530.6210 11 31.79 None 1240.6354 GLEGHVMEQLK 20781.9000 1240.6355 23.0692 44560 2 620.8214 ‐0.8145
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1779.6000 17530.6210 11 31.79 None 1788.8228 SWNYTWDGKEEVFK 2865.6210 1788.8272 29.3212 4386 3 596.9472 1.27
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1779.6000 17530.6210 11 31.79 None 1052.5193 EGHVMEQLK 1240.0320 1052.5176 23.0490 883 2 526.7625 ‐2.8849
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1580.8067 AVITVPAYFNDSQR 50696.7500 1580.8073 18.0685 31566 2 790.9073 0.0779
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1381.6594 NQADSVVYQTEK 38176.6400 1381.6576 18.2986 26353 2 691.3325 ‐1.9295
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1579.8115 QAVVNPENTFFSVK 4831.4920 1579.8116 30.5680 21000 2 790.4095 ‐0.2116
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1066.5779 TTPSVVAYTK 14277.3100 1066.5770 19.7910 20013 2 533.7921 ‐2.0714
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1024.6150 IPAVQELVR 9489.6460 1024.6147 26.6169 18978 2 512.8110 ‐1.5972
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1737.8806 IINEPTAASLAYGFDR 9608.3680 1737.8821 30.6326 17622 2 869.4447 0.8362
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1461.7696 QFAAEEISAQVLR 28958.5700 1461.7704 30.5755 12827 2 731.3888 ‐0.0011
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 5693.7420 2535.3053 21.8112 11405 3 845.7733 1.21
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1373.7271 DIDEVILVGGSTR 17382.2700 1373.7285 29.2712 10852 2 687.3679 0.3778
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 870.5407 IAGLEVLR 9748.2910 870.5414 17.1687 9171 2 435.7743 ‐0.8123
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1626.6402 GGDGDDVIDADFTDSQ 4947.9980 1626.6434 27.4396 8633 2 813.8253 1.88
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 869.5091 GVPQIEVK 5436.7500 869.5074 21.3370 6905 2 435.2573 ‐3.5842
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 33606.6800 1396.6428 29.2291 5538 2 698.8250 0.4270
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 Carbamidomethyl+C(3) 944.4870 LECPAINK 1264.4760 944.4857 18.2882 5291 2 472.7465 ‐2.8258
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 3056.5681 VVGIDLGTTNSAVAAMEGGKPTIVTNA 967.5301 3056.5732 18.8123 5201 3 1019.5292 2.1295
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1448.6322 DEVDQMVQEAER 1958.1290 1448.6372 26.7723 2401 2 724.8222 2.21
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1849.0066 LSFKDIDEVILVGGSTR 551.8235 1849.0069 20.6959 1788 3 617.0071 ‐0.2777
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1865.9756 IINEPTAASLAYGFDRK 1212.2200 1865.9527 25.0420 12859 2 933.4800 ‐12.0231
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1663.8537 FDIDANGILSVSAVDK 352.3415 1663.8375 28.9906 1112 3 555.2840 ‐10.3485
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 2062.0564 ASSAAQIHVLGGIGFASSSSSK 532.8062 2062.0434 25.7122 915 3 688.0193 ‐6.5829
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1229.6484 TPVENSLRDAK 237.2708 1229.6735 20.4172 761 2 615.3404 19.4278
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1057.6252 VEAKLQELK 882.5924 1057.6369 16.9383 6111 2 529.3221 9.97
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1447.7587 RNLNGKGGTFMPR 293.8578 1447.7607 20.8399 5430 3 483.2584 0.6258
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 2152.9815 DEVDQMVQEAERFAKDDK 869.5284 2152.9803 25.2700 1495 3 718.3316 ‐0.8074
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1319.6226 QEAERFAKDDK 115.0365 1319.6179 22.2661 4815 2 660.3126 ‐4.3688
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 864.4825 PSVVAYTK 3459.9610 864.4831 19.7893 3126 1 864.4831 1.1421
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 936.4673 SVVYQTEK 146.2285 936.4631 18.8157 2874 1 936.4631 ‐3.8190
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 848.4261 ASSAAQIHV 239.4953 848.4288 25.2098 2722 1 848.4288 3.44
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 488.3079 IEVK 77.5264 488.3078 19.8280 2688 1 488.3078 ‐0.8594
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 743.4410 VQELVR 244.8836 743.4404 24.6678 2491 1 743.4404 ‐0.7048
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 866.4618 VVYQTEK 562.7237 866.4608 17.7910 1642 2 433.7340 ‐2.7728
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1160.5881 LNGKGGTFMPR 132.7634 1160.5871 19.4442 1483 2 580.7972 ‐1.9183
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 713.4192 PQIEVK 159.2984 713.4199 22.4717 1455 1 713.4199 0.9435
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1240.6896 IDEVILVGGSTR 244.5538 1240.6953 20.3515 972 2 620.8513 3.73



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 1064.5306 NGKGGTFMPR 118.1143 1064.5363 20.9493 938 2 532.7718 4.1799
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4261.2560 76622.1668 51 41.92 None 877.4050 NQADSVVY 165.7347 877.4087 16.9428 933 1 877.4087 4.21
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1579.8115 QAVVNPENTFFSVK 8292.2980 1579.8116 30.5680 21000 2 790.4095 ‐0.1658
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1066.5779 TTPSVVAYTK 19859.1200 1066.5770 19.7910 20013 2 533.7921 ‐2.0775
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1024.6150 IPAVQELVR 7655.0930 1024.6147 26.6169 18978 2 512.8110 ‐1.6076
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1737.8806 IINEPTAASLAYGFDR 10006.5800 1737.8821 30.6326 17622 2 869.4447 0.8979
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1461.7696 QFAAEEISAQVLR 29943.5400 1461.7704 30.5755 12827 2 731.3888 0.0327
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1373.7271 DIDEVILVGGSTR 20472.9100 1373.7285 29.2712 10852 2 687.3679 0.4027
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 869.5091 GVPQIEVK 4178.4630 869.5074 21.3370 6905 2 435.2573 ‐3.6103
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 3062.4750 1396.6428 29.2291 5538 2 698.8250 0.4542
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 1735.9126 QAVVNPENTFFSVKR 766.3646 1735.9497 29.6380 6926 3 579.3214 20.6558
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 2062.0564 ASSAAQIHVLGGIGFASSSSSK 150.2000 2062.0181 34.3902 2992 3 688.0109 ‐19.0462
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 812.4876 VPQIEVK 220.9903 812.4874 20.7531 11912 2 406.7474 ‐1.9663
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 864.4825 PSVVAYTK 7208.3420 864.4831 19.7893 3126 1 864.4831 1.90
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 488.3079 IEVK 118.9635 488.3078 19.8280 2688 1 488.3078 ‐0.6944
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 None 743.4410 VQELVR 356.4984 743.4404 24.6678 2491 1 743.4404 ‐0.5724
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1795.0560 76622.1668 51 41.92 Carbamidomethyl+C(5) 1378.6308 FEELCSDLLDR 602.9178 1378.6286 32.1992 13794 2 689.8179 ‐2.2476
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 9508.6840 14601.4680 6 40.88 None 1655.8850 EQLALAADVPLTAESK 63867.9400 1655.8862 29.7238 42071 2 828.4467 0.5315
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 9508.6840 14601.4680 6 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 9559.6750 3233.6027 48.2398 6826 3 1078.5391 ‐0.4131
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 9508.6840 14601.4680 6 40.88 None 1141.6099 ASLSTTSLSFK 324.7346 1141.6197 17.9378 14036 2 571.3135 7.06
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 9508.6840 14601.4680 6 40.88 None 1052.5622 SLSTTSLSFK 211.4625 1052.5626 20.9252 1066 2 526.7849 ‐0.9064
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 8057.7820 14601.4680 6 40.88 None 1655.8850 EQLALAADVPLTAESK 52338.8400 1655.8862 29.7238 42071 2 828.4467 0.5849
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 8057.7820 14601.4680 6 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 9189.4700 3233.6027 48.2398 6826 3 1078.5391 ‐0.7712
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 None 1084.6612 IVTEILPATK 4019.3560 1084.6621 16.0681 7027 2 542.8347 ‐0.4260
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 None 1523.6649 SGIYYYTDEQER 2164.6660 1523.6704 22.5967 4334 2 762.3388 3.03
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 Carbamidomethyl+C(2) 1801.8214 ECSFESLLDVFWNR 1991.7910 1801.8272 24.5598 1332 2 901.4172 3.96
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 Carbamidomethyl+C(8) 2532.1864 VQYDPKECSFESLLDVFWNR 534.0109 2532.1267 25.3029 1068 3 844.7137 ‐23.5245
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 None 949.4890 LDVFWNR 128.1352 949.4843 23.2628 2041 1 949.4843 ‐4.2040
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 Carbamidomethyl+C(8) 1678.7782 VQYDPKECSFESLL 599.1721 1678.7782 27.2903 942 3 560.2642 ‐0.5725
NP_194243.1 peptide methionine sulfoxide reductase A4 Arabidopsis thaliana 405.9489 28986.4841 7 13.95 None 1408.6896 FESLLDVFWNR 396.8905 1408.6859 25.5915 925 2 704.8466 ‐3.2369
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1332.7005 GILAADESTGTIGK 13374.4400 1332.6993 22.9146 30393 2 666.8533 ‐1.6901
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1488.8016 GILAADESTGTIGKR 6317.8240 1488.8004 21.3164 22224 3 496.9383 ‐1.7001
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1492.7390 FASINVENIESNR 1163.1780 1492.7428 26.8615 6913 2 746.8750 2.0748
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1961.0199 FASINVENIESNRQALR 239.0293 1961.0378 28.9204 8078 3 654.3508 8.43
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1318.6961 LAADESTGTIGKR 1214.9740 1318.6936 21.3111 3107 2 659.8504 ‐2.6835
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 1049.5109 AADESTGTIGK 1868.9990 1049.5080 22.9164 1279 1 1049.5080 ‐1.6572
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 829.9744 38578.8257 7 7.82 None 978.4738 ADESTGTIGK 2436.3180 978.4735 22.9168 1253 1 978.4735 0.5624
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5141.6290 15505.4234 2 8.96 None 1301.6484 VALVNYGEDHGK 57414.8600 1301.6485 19.5116 11221 3 434.5544 ‐0.9377
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5141.6290 15505.4234 2 8.96 None 919.3904 NYGEDHGK 789.1129 919.3921 19.5009 761 1 919.3921 2.78
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1158.6517 GVLLYGPPGTGK 9063.0620 1158.6535 16.2636 8743 2 579.8304 0.4246
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1663.8802 AAYFPIREILDAER 1358.1690 1663.8778 23.7990 3483 3 555.2975 ‐2.0254
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1927.9144 TQVAAGEYSLSSQSSAWR 2012.2280 1927.9001 18.7676 7419 2 964.4537 ‐7.1154
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1667.9340 RLPQAFEIGIPDRR 1202.9610 1667.9354 18.6498 3632 2 834.4713 0.6751
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1610.7995 VSNLMSKWFGDAQK 424.7578 1610.7953 28.2162 1209 2 805.9013 ‐2.8897
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein 412.0382 44486.9531 6 11.6 None 1289.6889 AAYFPIREILD 971.2764 1289.6897 25.2113 1845 2 645.3485 ‐0.1872
NP_194664.1 profilin 2 Arabidopsis thaliana 3822.2780 14111.9643 3 41.22 None 1079.5619 LGDYLIESGL 1257.8060 1079.5604 33.7602 25200 1 1079.5604 ‐0.3021
NP_194664.1 profilin 2 Arabidopsis thaliana 3822.2780 14111.9643 3 41.22 None 1987.9760 DFEEAGHLAPTGLFLGGEK 7484.4490 1987.9778 32.7898 11853 3 663.3308 0.5465
NP_194664.1 profilin 2 Arabidopsis thaliana 3822.2780 14111.9643 3 41.22 Carbamidomethyl+C(19) 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 13837.4300 2798.3543 35.3214 10763 3 933.4563 2.66
NP_194791.1 uncharacterized protein Arabidopsis thaliana 244.9541 19640.3158 4 13.89 None 1475.7601 TLLSPFSNGNAAQR 711.6315 1475.7672 29.1497 3557 2 738.3872 4.01
NP_194791.1 uncharacterized protein Arabidopsis thaliana 244.9541 19640.3158 4 13.89 None 1212.6695 VTLSGNQQPIR 2237.0920 1212.6737 19.1768 1421 2 606.8405 2.16
NP_194791.1 uncharacterized protein Arabidopsis thaliana 244.9541 19640.3158 4 13.89 Carbamidomethyl+C(11) 1927.9106 ELAVAEFDGYCQGELVK 560.0520 1927.9394 37.2804 2139 2 964.4734 15.3433
NP_194791.1 uncharacterized protein Arabidopsis thaliana 244.9541 19640.3158 4 13.89 None 1145.5770 QSGNNNRSLR 362.2139 1145.5709 17.3641 3252 2 573.2891 ‐6.4334
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 Carbamidomethyl+C(8) 1338.6682 AVTLVTSCASSSR 388.9656 1338.6688 18.8796 13605 1 1338.6688 2.51
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 None 1271.6266 GLTFDSGGYNIK 3462.5110 1271.6266 26.4442 9663 2 636.3169 ‐0.8938
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1376.5070 1850.9358 20.0068 7964 2 925.9715 2.65
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 None 1019.5044 EIDVTEWK 7358.4880 1019.5037 25.6238 1985 2 510.2555 ‐1.9705
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 None 1693.8796 SVVFIGFGTGPELENK 885.3068 1693.8811 21.8925 831 3 565.2986 0.3392
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 None 1209.5681 SGVADMVNFGGR 1173.9100 1209.5669 24.4366 1257 2 605.2871 ‐1.9724
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 None 1255.7330 IGPELIIELMK 659.2062 1255.7589 21.2013 1234 2 628.3831 19.7451
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 Carbamidomethyl+C(11) 1287.6402 LTLADALVYACN 195.8193 1287.6443 18.7318 1282 2 644.3258 2.36
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 Carbamidomethyl+C(8) 1320.6577 AVTLVTSCASSSR 140.8769 1320.6549 19.0682 1755 2 660.8311 ‐2.8950
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 296.0371 61632.3923 10 11.36 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 238.6006 1832.9152 19.7865 1118 2 916.9612 ‐3.1054
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1271.6266 GLTFDSGGYNIK 3462.5110 1271.6266 26.4442 9663 2 636.3169 ‐0.8938
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1318.6233 TIEVNNTDAEGR 4242.0040 1318.6256 16.6438 9639 2 659.8165 0.9706
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 1376.5070 1850.9358 20.0068 7964 2 925.9715 2.65
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1019.5044 EIDVTEWK 7358.4880 1019.5037 25.6238 1985 2 510.2555 ‐1.9705
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1543.7785 MAVTLVTSFASSSSR 316.0313 1543.8173 25.1501 1876 3 515.2773 24.4971
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1411.7580 LAFAVTPLYSSSR 152.3824 1411.7897 34.3476 1530 2 706.3985 21.8850
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1163.5473 SGVADMVNTGGR 532.8572 1163.5578 17.6148 1148 2 582.2825 7.93
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 1587.8701 LAKEVIAASERSGEK 849.2220 1587.8604 23.8374 1401 3 529.9583 ‐6.7232
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 Carbamidomethyl+C(11) 1287.6402 LTLADALVYACN 195.8193 1287.6443 18.7318 1282 2 644.3258 2.36
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 None 863.4217 ASERSGEK 153.4280 863.4256 22.1282 934 1 863.4256 4.89
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 347.9451 61706.4725 11 8.40 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 238.6006 1832.9152 19.7865 1118 2 916.9612 ‐3.1054
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1700.9429 ALDSQIAALSEDIVKK 7133.2290 1700.9435 32.4761 18056 3 567.6527 ‐0.2292
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1232.5940 ELDEQAAAVMR 23713.1500 1232.5962 22.7434 15202 2 616.8017 0.8471
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1675.8749 EALASLESQKEETIK 4732.9820 1675.8750 22.5047 11723 3 559.2965 ‐0.4730
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 900.5149 AEIAAALNK 11208.0800 900.5131 19.0426 8503 2 450.7602 ‐3.5908
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1572.8479 ALDSQIAALSEDIVK 4306.3090 1572.8481 34.6868 8236 2 786.9277 ‐0.1926
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1589.7417 VYYSPLGNFMDQR 195.2732 1589.7152 29.8915 39102 2 795.3613 ‐16.9267



NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1277.6947 LASVKDTSTEVK 661.2143 1277.6701 16.7988 1781 2 639.3387 ‐20.1534
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 945.5251 AALSEDIVK 302.8697 945.5284 32.5797 3307 2 473.2678 1.97
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 973.4408 DEQAAAVMR 244.4302 973.4398 22.7210 2514 2 487.2235 ‐2.4331
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 700.4352 IAAALNK 802.7504 700.4349 19.0697 1049 1 700.4349 ‐0.4747
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2839.7790 23917.8178 19 28.77 None 1362.7111 ASLESQKEETIK 291.2454 1362.7105 21.3371 820 1 1362.7105 1.21
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 1700.9429 ALDSQIAALSEDIVKK 6327.8930 1700.9435 32.4761 18056 3 567.6527 ‐0.4059
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 900.5149 AEIAAALNK 7769.6620 900.5131 19.0426 8503 2 450.7602 ‐3.6138
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 1572.8479 ALDSQIAALSEDIVK 4347.0760 1572.8481 34.6868 8236 2 786.9277 ‐0.1475
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 2104.0168 VYYSPLGNFMDQRDASIK 183.6308 2104.0051 40.2880 906 2 1052.5062 ‐4.7956
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 1218.6212 KETQVEVEEK 240.0992 1218.6302 26.8555 1846 2 609.8188 6.03
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 945.5251 AALSEDIVK 287.8564 945.5284 32.5797 3307 2 473.2678 1.13
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 700.4352 IAAALNK 691.8325 700.4349 19.0697 1049 1 700.4349 ‐0.3368
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1105.4140 23917.8178 19 28.77 None 1200.6107 KETQVEVEEK 125.7237 1200.6137 26.8781 1463 2 600.8105 1.40
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 1010.5130 14527.0301 5 20.49 None 1230.6841 EALGALPLYQR 5298.6080 1230.6839 28.3138 8519 2 615.8456 ‐1.0573
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 1010.5130 14527.0301 5 20.49 None 1831.7731 YDDLYDQYYSMDIK 4642.7100 1831.7755 30.5572 5391 2 916.3914 1.73
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 1010.5130 14527.0301 5 20.49 None 951.4750 RAMDLSMK 350.5301 951.4833 27.3295 15279 1 951.4833 9.70
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 1010.5130 14527.0301 5 20.49 None 1212.6735 EALGALPLYQR 502.1544 1212.6756 27.8058 967 2 606.8414 0.7486
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 1010.5130 14527.0301 5 20.49 None 1213.6576 EALGALPLYQR 166.2565 1213.6642 28.5385 2010 2 607.3358 4.54
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 1791.9527 LGVAEVQELPFFDTVK 9561.7420 1791.9556 21.7366 14885 2 896.4814 1.00
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 1221.6660 IAILNANYMAK 30168.5500 1221.6688 17.3932 14139 2 611.3380 0.9406
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 1320.6735 EYAAFPAPWLR 15568.8900 1320.6742 20.3321 9895 2 660.8407 ‐0.5999
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 2414.3400 1094.5695 17.9696 8658 2 547.7884 1.73
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 2348.4810 3029.5955 19.7924 4894 3 1010.5367 1.98
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 2221.0628 FDAGLTESQMIQHMVDLASK 256.3954 2221.0452 22.9147 2062 2 1111.0262 ‐6.7975
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 2494.2837 YVSSLSPFISTPRSVNHTAAFGR 472.0571 2494.2596 18.6267 2278 3 832.0914 ‐9.4939
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(7) 2619.3447 AELDRFCDALISIREEIAQIEK 960.6259 2619.3515 21.7944 1255 3 873.7887 2.29
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(7) 1304.6304 AELDRFCDALI 220.4980 1304.6346 23.3035 4934 2 652.8209 2.1063
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 601.4032 LISIR 1504.6020 601.4038 17.2024 2920 1 601.4038 0.5015
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 853.4454 PFFDTVK 153.6883 853.4440 22.0950 2091 1 853.4440 ‐1.2851
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 955.4744 VNHTAAFGR 121.4565 955.4760 20.1943 1477 1 955.4760 2.96
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 Carbamidomethyl+C(13) 1573.6556 SAHGTNPASAAMCGMK 1055.2250 1573.6616 17.5821 846 2 787.3344 3.43
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1096.1790 113894.9909 16 16.59 None 2204.0362 FDAGLTESQMIQHMVDLASK 291.9305 2204.0404 23.4167 2467 2 1102.5238 2.46
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 None 931.5030 ILAMDVNR 8633.0630 931.5028 21.9379 7332 2 466.2550 ‐1.6921
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 Carbamidomethyl+C(4)
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 None 1054.5085 MATTTTEATK 527.9498 1054.4947 23.4936 13259 2 527.7510 ‐14.3318
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 None 977.5302 DFVLELNK 3348.9840 977.5264 28.7810 7062 2 489.2669 ‐5.2676
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 None 2627.3273 NTMEIGVYTGYSLLATALALPEDGK 1948.9150 2627.3435 25.2936 3411 3 876.4527 6.67
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 Carbamidomethyl+C(11)
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 632.3115 29269.3167 7 22.39 None 705.3348 AMDVNR 4655.4390 705.3352 21.9468 3982 1 705.3352 0.4652
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 1198.7154 LAVQLVAGGSGVK 3023.5000 1198.7107 16.1972 16956 2 599.8590 ‐4.8913
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 1373.1570 2555.3487 22.4935 10050 3 852.4544 1.62
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 1143.6004 GGVIDEDALVR 24667.7100 1143.6031 25.1706 6934 2 572.3052 1.18
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 1324.6644 VIAHDPYAPADR 4359.6800 1324.6638 17.9808 4049 3 442.2261 ‐1.3538
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 921.5404 YVGVSLVGK 3637.3950 921.5397 23.7364 1848 2 461.2735 ‐2.2166
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLTP 608.6892 3468.7425 24.8613 2176 4 867.9411 ‐8.3934
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 766.5126 63610.2070 7 11.44 None 1702.9374 ALDAGIVAQAALDVFTK 753.1869 1702.9380 23.2835 1605 2 851.9726 0.2423
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3146.8790 18606.1756 5 22.9 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 20884.7800 1627.7619 18.0129 39169 2 814.3846 0.3800
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3146.8790 18606.1756 5 22.9 None 1526.7672 VFFDMSLSGTPIGR 14861.6300 1526.7662 20.4774 17898 2 763.8868 ‐1.1900
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3146.8790 18606.1756 5 22.9 None 1012.5938 HVVFGQVVK 2214.2910 1012.5947 14.4757 7342 2 506.8010 ‐0.9404
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3146.8790 18606.1756 5 22.9 None 669.3678 SGTPIGR 90.3165 669.3655 18.4616 2428 1 669.3655 ‐3.8506
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3146.8790 18606.1756 5 22.9 Carbamidomethyl+C(5) 1415.6083 PGFMCQGGDFTAK 3442.0120 1415.6126 18.0126 1878 2 708.3099 2.47
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1523.8580 LGPNYLQLPVNAPK 52442.8500 1523.8582 18.4852 54722 2 762.4327 ‐0.2836
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1136.6786 APGVQTPVIVR 14315.4100 1136.6775 23.2699 51389 2 568.8424 ‐2.1264
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1045.5524 SLLEEDAIR 30669.1200 1045.5532 24.9390 17870 2 523.2802 ‐0.5285
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1525.8261 GPILLEDYHLVEK 2377.8070 1525.8284 30.3370 17803 3 509.2810 0.8627
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 3831.6320 2242.0598 21.7165 16278 3 748.0248 ‐0.1422
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1984.9916 EGNFDLVGNNFPVFFIR 17231.6400 1984.9890 23.3328 14820 2 992.9982 ‐0.8380
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1255.5590 DEEVNYFPSR 41111.2300 1255.5603 23.4893 13493 2 628.2838 0.2174
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1483.7216 SIWISYWSQADK 3168.6910 1483.7259 19.8540 10328 2 742.3666 2.44
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 798.4832 LNVRPSI 18142.5500 798.4830 22.4899 10097 2 399.7451 ‐1.9852
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 576.6970 2831.3125 30.7883 6486 4 708.5836 3.1787
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 988.5211 FSTVIHER 2752.4260 988.5292 18.0460 2960 2 494.7683 6.59
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 1145.5698 YDQVRHAEK 265.8761 1145.5709 17.3641 3252 2 573.2891 ‐0.1432
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 571.3562 VRPSI 81.3050 571.3555 21.4022 10131 1 571.3555 ‐1.6147
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 Carbamidomethyl+C(1) 781.3662 CADFLR 197.0725 781.3672 23.9699 5663 1 781.3672 1.02
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 500.2867 SIWI 2301.8060 500.2870 20.2549 2141 1 500.2870 ‐0.1439
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 968.5887 GVQTPVIVR 1166.4070 968.5876 23.2721 1584 1 968.5876 ‐0.4063
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 812.4989 QTPVIVR 538.7473 812.4980 23.2767 1563 1 812.4980 ‐0.7219
NP_195235.1 catalase 2 Arabidopsis thaliana 4724.1990 57273.5396 39 31.50 None 841.4526 STVIHER 401.8505 841.4513 18.0516 755 2 421.2293 ‐3.2120
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 1136.6786 APGVQTPVIVR 31009.1000 1136.6775 23.2699 51389 2 568.8424 ‐2.1254
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 1525.8261 GPILLEDYHLVEK 2040.1030 1525.8284 30.3370 17803 3 509.2810 0.7068
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 1072.5422 WIDALSDPR 3725.7340 1072.5430 26.2045 14665 2 536.7751 ‐0.4721
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 798.4832 LNVRPSI 22556.4700 798.4830 22.4899 10097 2 399.7451 ‐2.0185
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 432.0410 2831.3125 30.7883 6486 4 708.5836 3.63
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 1679.7880 HMDGSGVNTYMLINK 1481.2230 1679.7913 25.8510 8069 3 560.6019 1.68
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 988.5211 FSTVIHER 6950.6240 988.5292 18.0460 2960 2 494.7683 6.19
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 1069.5174 SHIQENWR 121.5579 1069.5107 24.1686 1485 2 535.2590 ‐7.4565



NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 472.2878 RPSI 87.2786 472.2875 21.4138 11256 1 472.2875 ‐1.0881
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 571.3562 VRPSI 116.5339 571.3555 21.4022 10131 1 571.3555 ‐1.4602
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 685.3991 NVRPSI 308.6319 685.3991 23.1090 8695 1 685.3991 0.0606
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 968.5887 GVQTPVIVR 1214.3160 968.5876 23.2721 1584 1 968.5876 ‐0.3027
NP_195235.1 catalase 2 Arabidopsis thaliana 1333.9010 57273.5396 39 31.50 None 841.4526 STVIHER 602.6891 841.4513 18.0516 755 2 421.2293 ‐3.2410
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 1523.8580 LGPNYLQLPVNAPK 42879.6000 1523.8582 18.4852 54722 2 762.4327 ‐0.4599
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 3709.7080 2242.0598 21.7165 16278 3 748.0248 ‐0.1661
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 1984.9916 EGNFDLVGNNFPVFFIR 13966.3800 1984.9890 23.3328 14820 2 992.9982 ‐0.7360
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 1483.7216 SIWISYWSQADK 2367.7700 1483.7259 19.8540 10328 2 742.3666 2.39
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 1136.6786 APGVQTPVIVR 255.5949 1136.7029 20.1865 3791 2 568.8551 19.8870
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 Carbamidomethyl+C(1) 1294.6460 CIIEKENNFK 177.9076 1294.6313 15.8517 987 2 647.8193 ‐12.5064
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 2983.4560 FYTREGNFDLVGNNFPVFFIRDGMK 676.8970 2983.5086 25.5295 755 3 995.1744 18.4876
NP_195235.1 catalase 2 Arabidopsis thaliana 1947.4670 57273.5396 39 31.50 None 500.2867 SIWI 199.7030 500.2870 20.2549 2141 1 500.2870 ‐0.4343
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 1116.6259 TSLAPGSGVVTK 14339.6800 1116.6263 19.2988 8943 2 558.8168 ‐0.7919
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 914.5669 ILLESAIR 13856.2900 914.5679 16.6921 5605 2 457.7876 ‐0.4803
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 3949.7700 2104.0889 22.7062 5042 2 1052.5481 ‐1.3125
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 1777.9041 EVAEVVQSSVLPDMFK 655.2758 1777.9061 34.5623 4542 2 889.4567 1.46
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 859.4308 DIWPSNK 669.9233 859.4269 18.3175 1306 1 859.4269 ‐4.1393
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 1313.8380 1548.8154 21.7764 7334 2 774.9113 ‐8.3047
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 1202.6052 ILDWENTSPK 512.5794 1202.6057 26.8805 1333 2 601.8065 ‐0.5596
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 2953.5458 FDTEVELAYFDHGGILQYVIRNLIK 296.5564 2953.5419 21.3915 10671 3 985.1855 ‐0.9357
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 1707.8483 DSPAAKYLMERGVDR 427.3064 1707.8446 33.2017 8116 2 854.4259 ‐2.2527
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 688.3988 LESAIR 7502.7460 688.3996 16.6988 2030 1 688.3996 1.1325
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 441.7210 98836.5880 11 6.90 None 1262.6198 DSPAAKYLMER 172.9463 1262.6214 35.1242 1235 2 631.8143 0.3883
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1550.7962 AVVTVPAYFNDAQR 9563.7400 1550.7943 28.3159 8286 2 775.9008 ‐1.5649
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1477.7645 QAVTNPTNTIFGSK 1584.6040 1477.7642 18.6785 7128 2 739.3857 ‐0.6971
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1813.9542 IPAEIASEIETAVSDLR 3138.6940 1813.9577 41.1944 3946 2 907.4825 2.0660
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 662.3468 SVSANGK 247.3575 662.3463 20.1564 3150 1 662.3463 ‐0.8707
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1260.6616 MVKEAELNAQK 1066.3300 1260.6649 26.3779 3116 2 630.8361 1.47
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1175.6089 TTPSVVAMNQK 1451.3360 1175.6094 18.8756 2462 2 588.3084 ‐0.5637
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1140.6735 GELLVGTPAKR 1085.5600 1140.6766 19.5291 1148 2 570.8419 1.00
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 2104.0265 EQNITIRSSGGLSDDEINR 281.4539 2104.0391 38.5389 1640 2 1052.5232 6.73
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 557.3042 VSANGK 58.1771 557.3019 18.8896 3206 1 557.3019 ‐4.5155
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1532.7856 AVVTVPAYFNDAQR 397.3228 1532.7879 29.1598 4652 2 766.8976 1.1009
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 644.3362 SVSANGK 69.3727 644.3392 23.3646 4610 1 644.3392 4.66
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 2086.0159 EQNITIRSSGGLSDDEINR 205.6559 2086.0266 38.0427 932 3 696.0137 4.47
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 389.8426 73360.1934 13 10.85 None 1533.7696 AVVTVPAYFNDAQR 240.2458 1533.7595 25.5979 955 1 1533.7595 ‐4.1498
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 28112.7500 2402.2137 36.6945 34175 3 801.4094 2.0915
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1569.8054 NTVPGDVSAMVPGGIR 23756.3800 1569.8061 29.1068 33058 2 785.4067 0.1879
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1806.7738 LDESTGYIDYDQMEK 30657.2000 1806.7755 25.7237 31267 2 903.8914 1.0096
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1337.6696 AYQEQVLSNSAK 32276.5800 1337.6691 18.7907 25663 2 669.3382 ‐1.1259
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1041.4888 GFVEEDFAK 20474.6700 1041.4891 24.5126 23398 2 521.2482 ‐0.9212
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2171.0900 LKDFVSAMESSSTIQSEIAK 2346.3470 2171.0922 18.5114 23393 3 724.3689 0.7844
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 933.4822 MGTPALTSR 14422.2300 933.4810 18.5379 19411 2 467.2441 ‐2.8079
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1180.6684 VLEAVHIASNK 19009.3000 1180.6686 20.2531 19211 2 590.8379 ‐0.8894
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 10495.1600 2738.3754 23.4888 18692 3 913.4633 0.7508
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1066.5568 QFPTIGFEK 10837.7000 1066.5588 28.5596 16577 2 533.7830 0.6693
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1660.8403 ISAVSIFFETMPYR 6316.9130 1660.8443 22.7133 12911 2 830.9258 2.84
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1091.6208 LIVAGASAYAR 23948.4300 1091.6228 14.8522 10135 2 546.3150 0.6435
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 999.4530 YSEGYPGAR 2776.5130 999.4524 15.9198 9843 2 500.2299 ‐1.9605
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 841.4389 GAMIFFR 9604.4670 841.4385 18.5156 8880 1 841.4385 ‐0.1084
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1157.5361 EVLYDFEDK 9232.9860 1157.5367 26.2602 6800 2 579.2720 ‐0.5347
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 3074.9220 2253.2347 17.8558 6616 3 751.7497 4.80
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYAD 3220.7150 3655.8546 23.7493 6031 4 914.7191 1.37
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 871.4196 VAEYFDK 14044.4000 871.4195 18.5034 3346 2 436.2134 ‐1.7459
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 715.4713 AVTIALK 8229.1010 715.4712 15.9059 2987 1 715.4712 ‐0.0759
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 927.4418 QATTSEYK 526.4536 927.4380 32.2706 2712 1 927.4380 ‐3.4473
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2525.2381 HEVEEFAKQFPTIGFEKETMK 1967.2720 2525.2133 20.9913 5341 2 1263.1103 ‐8.4216
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2808.3549 MGTPALTSRGFVEEDFAKVAEYFDK 961.1406 2808.3440 21.1198 3680 3 936.7862 ‐3.6045
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1257.6586 LRHEVEEFAK 624.0309 1257.6612 23.6854 2430 2 629.3343 1.98
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 570.2922 QFPTI 126.6961 570.2918 26.5661 8147 1 570.2918 ‐1.1720
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 837.3989 VEEDFAK 7348.7940 837.3994 24.5079 2890 1 837.3994 0.9779
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 829.4414 QVLSNSAK 182.3624 829.4375 18.3899 2797 1 829.4375 ‐4.3467
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1255.6463 PGDVSAMVPGGIR 3598.3520 1255.6481 29.1102 2320 1 1255.6481 3.0800
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 902.4407 QFPTIGFE 134.5056 902.4373 28.7976 2166 1 902.4373 ‐3.2014
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1227.5793 HEVEEFAKQF 211.7021 1227.5724 21.9747 1856 1 1227.5724 ‐4.0411
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 818.3791 SEGYPGAR 189.8418 818.3786 18.5107 1785 1 818.3786 ‐0.3716
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 836.3897 SEGYPGAR 210.9426 836.3889 15.9150 1169 1 836.3889 ‐0.5758
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1691.9439 SGGTDNHLVLVNLKPK 318.3661 1691.9490 17.8950 816 2 846.4781 2.21
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1101.5721 DVSAMVPGGIR 167.5227 1101.5741 29.7206 791 1 1101.5741 2.39
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 909.4312 QATTSEYK 272.2806 909.4325 30.4556 2591 1 909.4325 2.0275
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1048.5462 QFPTIGFEK 244.1622 1048.5480 28.5774 1096 2 524.7776 0.4551
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 2384.1980 QLNAPLEEVDPEIADIIEHEK 371.2286 2384.2000 36.7336 953 3 795.4048 0.7760
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7007.2960 57571.8807 64 56.09 None 1320.6430 AYQEQVLSNSAK 536.8624 1320.6456 18.4086 4292 2 660.8264 1.1729
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 40329.3100 2402.2137 36.6945 34175 3 801.4094 1.19
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1569.8054 NTVPGDVSAMVPGGIR 17823.5300 1569.8061 29.1068 33058 2 785.4067 0.2327
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 933.4822 MGTPALTSR 22140.1500 933.4810 18.5379 19411 2 467.2441 ‐2.8275
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1180.6684 VLEAVHIASNK 25735.9700 1180.6686 20.2531 19211 2 590.8379 ‐0.8840
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1066.5568 QFPTIGFEK 11914.4900 1066.5588 28.5596 16577 2 533.7830 0.6632



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1929.9110 DFVSAMESSSTIQSEIAK 2224.2380 1929.9101 32.3010 6291 2 965.4587 ‐0.0726
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 871.4196 VAEYFDK 9948.5670 871.4195 18.5034 3346 2 436.2134 ‐1.7719
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1337.6696 AYQEQVLSNSAK 617.6186 1337.6616 25.0408 12701 2 669.3344 ‐6.6778
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1041.4888 GFVEEDFAK 827.7708 1041.4959 26.7861 1601 2 521.2516 5.55
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 2314.1496 AYQEQVLSNSAKFAQTLMER 291.5798 2314.1678 32.6100 4778 3 772.0608 7.21
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 2036.0124 HEVEEFAKQFPTIGFEK 2356.1790 2036.0080 30.8582 3270 2 1018.5076 ‐1.5285
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 570.2922 QFPTI 149.6531 570.2918 26.5661 8147 1 570.2918 ‐1.0174
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1261.6270 ESSSTIQSEIAK 275.7659 1261.6329 31.5811 2704 2 631.3201 3.33
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 644.3726 PALTSR 3544.0410 644.3728 18.5324 1995 1 644.3728 0.2765
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1975.9859 PLEEVDPEIADIIEHEK 1311.6010 1975.9856 36.6766 853 2 988.4964 0.3434
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1101.5721 DVSAMVPGGIR 98.8008 1101.5741 29.7206 791 1 1101.5741 3.0704
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 2296.1390 AYQEQVLSNSAKFAQTLMER 172.5891 2296.1314 34.8557 2943 3 766.0487 ‐3.6715
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3571.0200 57571.8807 64 56.09 None 1048.5462 QFPTIGFEK 197.3636 1048.5480 28.5774 1096 2 524.7776 0.4471
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 2171.0900 LKDFVSAMESSSTIQSEIAK 2050.9000 2171.0922 18.5114 23393 3 724.3689 0.7169
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 7837.2570 2738.3754 23.4888 18692 3 913.4633 1.0313
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 1660.8403 ISAVSIFFETMPYR 4654.8350 1660.8443 22.7133 12911 2 830.9258 2.1148
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 1091.6208 LIVAGASAYAR 21175.6000 1091.6228 14.8522 10135 2 546.3150 0.2064
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 841.4389 GAMIFFR 9998.6410 841.4385 18.5156 8880 1 841.4385 ‐0.2003
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 2787.6240 2253.2347 17.8558 6616 3 751.7497 4.09
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYAD 2964.5840 3655.8546 23.7493 6031 4 914.7191 1.57
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 1569.8054 NTVPGDVSAMVPGGIR 628.3749 1569.8117 17.7352 818 2 785.4095 3.14
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1518.8220 57571.8807 64 56.09 None 1691.9439 SGGTDNHLVLVNLKPK 278.6526 1691.9490 17.8950 816 2 846.4781 2.73
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1111.5704 IVMELYTDK 12051.2700 1111.5701 25.7238 25322 2 556.2887 ‐1.4094
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1085.4534 FEDENFER 12608.3600 1085.4535 19.8445 20231 2 543.2304 ‐1.1412
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 834.3992 TDWLDGK 11575.2200 834.4000 22.6444 8380 2 417.7037 ‐0.6761
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1624.9057 HVVFGQVVEGLDVVK 2845.4160 1624.9167 19.0728 27964 3 542.3104 6.1192
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1465.7719 IVMELYTDKTPR 3462.1700 1465.7717 15.8659 7574 3 489.2621 ‐0.9103
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 899.4179 MELYTDK 273.5508 899.4184 23.5907 2718 1 899.4184 1.15
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1122.5790 ELYTDKTPR 288.8244 1122.5772 17.0347 2495 2 561.7922 ‐2.6939
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 809.3424 DENFER 595.9018 809.3391 19.8064 1831 1 809.3391 ‐3.7625
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 1253.6194 MELYTDKTPR 517.3972 1253.6210 15.8636 1025 2 627.3142 0.3656
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1936.2570 18601.0075 10 24.42 None 938.3850 EDENFER 254.1747 938.3861 19.8385 984 1 938.3861 1.24
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 1015.5531 NLAGDVIGTR 6302.2320 1015.5556 23.3529 35007 2 508.2815 1.1820
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 1755.8701 STPFQPYSEVFGIQR 14421.4500 1755.8733 19.5153 25435 2 878.4403 1.16
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 1114.6466 TAQLQLAEIK 4077.7770 1114.6463 25.3030 7152 2 557.8268 ‐1.4615
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 1638.7938 MAATSAAAAAASSIMGTR 401.6887 1638.8178 36.8617 1514 2 819.9125 14.4516
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 2724.3264 GPLNNWATHLSDPLHTTIIDTFSSS 301.1255 2724.2693 33.1551 841 2 1362.6383 ‐19.1914
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 814.5033 LQLAEIK 261.2429 814.5027 23.9366 16301 2 407.7550 ‐2.3595
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 683.3723 NLAGDVI 497.1409 683.3739 23.3250 1919 1 683.3739 2.63
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1157.3030 31196.5219 13 12.7 None 1195.6106 PYSEVFGIQR 274.9941 1195.6066 19.5434 1039 1 1195.6066 ‐1.8804
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 339.7137 31196.5219 13 12.7 None 1015.5531 NLAGDVIGTR 5299.8690 1015.5556 23.3529 35007 2 508.2815 1.1707
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 339.7137 31196.5219 13 12.7 None 1114.6466 TAQLQLAEIK 3480.0060 1114.6463 25.3030 7152 2 557.8268 ‐1.4628
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 339.7137 31196.5219 13 12.7 None 2724.3264 GPLNNWATHLSDPLHTTIIDTFSSS 428.7289 2724.2684 42.8736 2428 2 1362.6378 ‐19.3458
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 339.7137 31196.5219 13 12.7 None 788.4261 AGDVIGTR 450.8769 788.4236 23.3321 4051 1 788.4236 ‐2.7252
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 339.7137 31196.5219 13 12.7 None 683.3723 NLAGDVI 209.4357 683.3739 23.3250 1919 1 683.3739 2.64
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1680.8340 NAVVTVPAYFNDSQR 14135.8000 1680.8370 28.0926 49565 2 840.9221 1.53
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1647.8159 NQVAMNPVNTVFDAK 20034.2300 1647.8184 29.4167 45076 2 824.4128 1.09
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1473.6856 TTPSYVAFTDSER 47887.0200 1473.6862 24.4785 44989 2 737.3467 ‐0.0969
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1358.6158 NALENYAYNMR 37790.6100 1358.6160 25.7411 37171 2 679.8117 ‐0.4934
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1675.7307 ATAGDTHLGGEDFDNR 25308.0100 1675.7298 19.6630 36569 3 559.2481 ‐1.0910
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 24156.0100 2560.2582 34.8545 36183 3 854.0909 2.89
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36740.9200 1386.7277 27.0237 28947 2 693.8675 ‐2.1215
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1215.6514 DAGVIAGLNVMR 17117.3900 1215.6528 29.8595 24700 2 608.3301 0.1976
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 8052.4810 2658.2725 33.6241 21087 3 886.7624 1.59
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1278.6300 MVNHFVQEFK 42220.3600 1278.6326 15.7526 19716 2 639.8199 1.95
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1426.7649 STVHDVVLVGGSTR 3252.8430 1426.7626 21.2609 19385 3 476.2591 ‐2.3319
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1230.5307 FSDSSVQSDMK 44786.7500 1230.5305 19.3403 17021 2 615.7689 ‐1.0663
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1313.6194 FEELNMDLFR 1811.5280 1313.6199 34.5762 10658 2 657.3136 ‐0.4261
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3178.1600 1645.8659 26.9189 6949 3 549.2935 ‐0.2077
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1822.9408 IQAGPADKPMIYVEYK 2007.7070 1822.9439 19.0311 5338 3 608.3195 1.92
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3825.2570 2588.2222 19.4652 4884 3 863.4122 1.0100
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 373.1180 3020.3969 44.2795 1624 3 1007.4705 ‐0.8220
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1436.7532 VQQLLQDFFNGK 4162.7410 1436.7435 20.2816 23323 2 718.8754 ‐7.3734
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1306.7253 EIAEAYLGVTIK 280.5575 1306.6941 15.5741 4459 2 653.8507 ‐24.6662
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1643.8898 QATKDAGVIAGLNVMR 951.3136 1643.9126 24.5910 3139 2 822.4599 13.7077
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2246.1090 3148.4987 44.0624 7365 3 1050.1711 1.04
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1503.6459 AGDTHLGGEDFDNR 26317.0500 1503.6462 19.6622 4105 2 752.3268 ‐0.1947
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1147.5895 VNHFVQEFK 16178.1500 1147.5913 15.7574 2510 2 574.2993 0.4870
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1604.6936 TAGDTHLGGEDFDNR 1875.3210 1604.6987 19.6571 1803 2 802.8530 2.83
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1432.6088 GDTHLGGEDFDNR 2807.9910 1432.6087 19.6713 1429 2 716.8080 ‐0.6147
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 776.7214 2063.9615 18.8919 1158 3 688.6587 0.2387
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1060.4517 ENYAYNMR 171.9271 1060.4538 25.7446 982 1 1060.4538 3.0565
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1174.5375 SYVAFTDSER 251.0451 1174.5336 24.4842 831 1 1174.5336 ‐1.8832
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 924.4421 VAFTDSER 315.6152 924.4409 24.4532 791 1 924.4409 ‐0.6285



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1083.4623 SDSSVQSDMK 439.1821 1083.4688 19.1304 784 2 542.2380 4.87
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1408.7543 STVHDVVLVGGSTR 112.6632 1408.7491 20.9987 5152 2 704.8782 ‐4.3084
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1288.7147 EIAEAYLGVTIK 174.6586 1288.7129 15.8525 2507 2 644.8601 ‐2.2122
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11188.8900 71757.0669 64 48.08 None 1804.9302 IQAGPADKPMIYVEYK 530.6876 1804.9389 18.4732 1133 2 902.9731 4.41
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1680.8340 NAVVTVPAYFNDSQR 14827.4300 1680.8370 28.0926 49565 2 840.9221 1.13
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1647.8159 NQVAMNPVNTVFDAK 18139.0300 1647.8184 29.4167 45076 2 824.4128 1.35
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1473.6856 TTPSYVAFTDSER 48855.0000 1473.6862 24.4785 44989 2 737.3467 ‐0.0619
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1358.6158 NALENYAYNMR 43961.5400 1358.6160 25.7411 37171 2 679.8117 ‐0.4700
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 16028.1600 2560.2582 34.8545 36183 3 854.0909 2.0006
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 36411.4500 1386.7277 27.0237 28947 2 693.8675 ‐2.0952
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1215.6514 DAGVIAGLNVMR 20610.0700 1215.6528 29.8595 24700 2 608.3301 0.2066
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 10732.8800 2658.2725 33.6241 21087 3 886.7624 1.60
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1426.7649 STVHDVVLVGGSTR 5321.5700 1426.7626 21.2609 19385 3 476.2591 ‐2.4760
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1659.8952 IINEPTAAAIAYGLDK 14035.8600 1659.8971 30.4507 17641 2 830.4522 1.0358
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1313.6194 FEELNMDLFR 4136.7110 1313.6199 34.5762 10658 2 657.3136 ‐0.4073
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 Carbamidomethyl+C(8) 1645.8652 MKELESICNPIIAK 3594.1430 1645.8659 26.9189 6949 3 549.2935 ‐0.3778
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 683.4835 3020.3969 44.2795 1624 3 1007.4705 ‐1.1548
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1228.6280 VEIIANDQGNR 117.6600 1228.6596 30.9328 2436 2 614.8334 24.7552
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2264.9180 3148.4987 44.0624 7365 3 1050.1711 1.1324
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 2058.0113 RFSDSSVQSDMKLWPFK 745.3022 2057.9918 29.4181 1998 2 1029.4995 ‐8.8271
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1262.6238 QSDMKLWPFK 205.1932 1262.6235 28.2933 5010 2 631.8154 ‐1.0940
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 832.4563 AIAYGLDK 179.2406 832.4556 28.4690 2418 1 832.4556 ‐0.3184
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 738.3781 STVHDVV 2691.6760 738.3776 21.2681 2363 1 738.3776 ‐0.3795
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1253.5797 PSYVAFTDSER 390.8910 1253.5814 24.0775 2097 2 627.2943 0.4800
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 873.4975 IAGLNVMR 403.1707 873.4968 29.8685 1667 1 873.4968 ‐0.1502
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1174.5375 SYVAFTDSER 228.2654 1174.5336 24.4842 831 1 1174.5336 ‐1.8060
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1641.8846 IINEPTAAAIAYGLDK 494.8582 1641.8866 29.6530 8327 2 821.4469 1.0270
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 None 1663.8075 NAVVTVPAYFNDSQR 1904.0360 1663.8078 30.3568 1734 2 832.4075 0.0885
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6376.5340 71757.0669 64 48.08 Carbamidomethyl+C(8) 1628.8387 MKELESICNPIIAK 288.8686 1628.8464 28.3386 1488 2 814.9268 4.66
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1195.6358 YLISSWGIEK 5085.2110 1195.6347 18.4904 9945 2 598.3210 ‐1.9185
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 1426.0580 1527.8226 27.6230 8737 2 764.4150 1.17
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 4919.5840 2584.3534 35.7610 8703 3 862.1226 1.93
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1077.5251 ELPEWEFK 2997.0800 1077.5289 29.1791 5631 2 539.2681 2.22
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1142.6568 NVLAPAAPYVK 3946.9370 1142.6567 24.7197 5435 2 571.8320 ‐1.1713
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1086.6194 LAEPIGYVPK 2279.7860 1086.6186 24.4640 4981 2 543.8129 ‐1.9153
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1364.7056 VGLDYDESVVIR 2332.9060 1364.6998 27.8784 4404 2 682.8535 ‐4.9494
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1228.6208 DVVEQYYGKK 157.5445 1228.6292 19.2790 947 2 614.8182 5.87
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 591.2926 WEFK 106.9027 591.2942 27.7820 1431 1 591.2942 2.40
NP_196079.1 sulfite reductase Arabidopsis thaliana 470.8761 72406.4715 21 13.55 None 1177.6252 YLISSWGIEK 1046.6330 1177.6257 16.2999 2341 2 589.3165 ‐0.5678
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 2893.1640 1527.8226 27.6230 8737 2 764.4150 1.22
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 2372.1350 2584.3534 35.7610 8703 3 862.1226 0.9481
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 1077.5251 ELPEWEFK 6901.3760 1077.5289 29.1791 5631 2 539.2681 2.72
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 1142.6568 NVLAPAAPYVK 4752.1060 1142.6567 24.7197 5435 2 571.8320 ‐1.1698
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 1086.6194 LAEPIGYVPK 2786.3980 1086.6186 24.4640 4981 2 543.8129 ‐1.9194
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 1364.7056 VGLDYDESVVIR 1702.2360 1364.6998 27.8784 4404 2 682.8535 ‐4.9254
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 1821.9170 KFEPSRELPEWEFK 333.2202 1821.9279 43.1144 4918 2 911.4676 6.1820
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 2057.0121 MSSTFRAPAGAATVFTADQK 295.6104 2057.0253 23.7158 2150 3 686.3466 5.05
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 3864.9191 YPLNEELLTEAPNVNESAVQLIKFHGSYQ 430.5057 3864.8880 36.0272 1556 3 1288.9675 ‐7.4338
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 591.2926 WEFK 93.7186 591.2942 27.7820 1431 1 591.2942 2.59
NP_196079.1 sulfite reductase Arabidopsis thaliana 386.2075 72406.4715 21 13.55 None 973.5353 AEPIGYVPK 153.4408 973.5385 25.8347 1396 1 973.5385 4.1395
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1200.6947 VVAVSDITGAIR 28725.5100 1200.6954 17.3533 18842 2 600.8513 ‐0.3907
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1296.7158 NPEGIDINALIK 1778.1190 1296.7157 31.7728 5757 2 648.8615 ‐0.8639
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1061.5473 DLSLSELER 15674.0600 1061.5501 28.2392 4755 2 531.2787 1.60
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 2194.1655 SIQGLTFVIQGFGNVGTWAAK 2511.0840 2194.1608 25.5427 3960 2 1097.5840 ‐1.3409
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 Carbamidomethyl+C(5) 1845.9124 GGIGCSPRDLSLSELER 2221.5770 1845.9128 22.7052 3903 2 923.4600 0.3963
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 2182.0663 FIVEAANHPTDPDADEILSK 777.7620 2182.0695 36.0122 3325 2 1091.5384 2.57
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1280.6568 YMTRAFHNIK 137.4376 1280.6649 18.3788 9068 2 640.8361 5.38
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 3499.7202 YHPEVDPDEVNALAQLMTWKTAVADIP 493.4573 3499.7243 24.4808 1955 3 1167.2463 1.16
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1959.0123 SIQGLTFVIQGFGNVGTWA 341.4996 1959.0216 24.2177 911 3 653.6787 4.83
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1971.8590 45041.2796 10 27.74 None 1262.6463 YMTRAFHNIK 131.3860 1262.6513 20.2656 1281 2 631.8293 3.1400
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 1211.6994 ILSQPLADIGGK 7517.4290 1211.7001 16.7589 10835 2 606.3537 ‐0.3897
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 1376.7169 GSPLALAQAYETR 9557.8570 1376.7174 28.1624 9937 2 688.8623 ‐0.2814
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 988.5058 DAGQELLSR 2566.9560 988.5067 20.5694 4321 2 494.7570 ‐0.5120
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 944.5047 GLVASPDGTK 13882.3900 944.5038 16.6594 2907 2 472.7556 ‐2.4153
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 Carbamidomethyl+C(5) 1083.5980 TILPCNLPR 483.7265 1083.6008 18.1141 6544 2 542.3040 1.41
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 1633.8544 GSPLALAQAYETREK 313.3573 1633.8348 37.2191 5561 2 817.4210 ‐12.2097
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 2486.2054 GPYVYEDMVKMGKDAGQELLSR 2394.3100 2486.2072 23.1848 6658 3 829.4073 0.7635
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 770.4407 PLADIGGK 258.1641 770.4416 17.5635 1226 1 770.4416 1.00
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 1009.0100 41556.5712 9 14.92 None 1359.6903 GSPLALAQAYETR 716.2123 1359.6882 25.5866 872 1 1359.6882 0.4425
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1550.7962 AVVTVPAYFNDAQR 9563.7400 1550.7943 28.3159 8286 2 775.9008 ‐1.5649
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1793.9102 IINEPTAAALSYGMTNK 613.4547 1793.9148 17.2154 5482 2 897.4610 2.31
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1355.6689 NTADTTIYSIEK 3907.7100 1355.6710 23.4524 4980 2 678.3391 0.8443
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1164.6259 TTPSVVAFNTK 2602.5130 1164.6253 23.0326 4420 2 582.8163 ‐1.5858
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1130.5688 EIEDAVADLR 4721.4860 1130.5698 25.3659 3782 2 565.7885 ‐0.2109
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1821.9090 SQVFSTAADNQTQVGIR 7348.6700 1821.9243 23.0059 61614 2 911.4658 8.09
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 2862.4057 APNGDAWVEANGQQYSPSQIGAFILTK 473.4229 2862.4700 21.3636 12927 3 954.8282 22.7739
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1311.6838 MVREAELHAQK 454.9757 1311.6693 30.3455 1982 2 656.3383 ‐11.8110
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 958.4952 VIENAEGAR 382.3074 958.4856 20.2161 1976 2 479.7464 ‐11.5041



NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1140.6735 GELLVGTPAKR 1085.5600 1140.6766 19.5291 1148 2 570.8419 1.00
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1573.8293 QAVTNPTNTVSGTKR 288.2106 1573.8428 19.1970 963 3 525.2858 7.50
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1494.7257 KFDDPQTQKEMK 598.7038 1494.7159 30.8727 3223 2 747.8616 ‐6.9978
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 3085.5535 IPSEIAKEIEDAVADLRSASSGDDLNEIK 352.2990 3085.5232 22.9848 855 3 1029.1792 ‐9.3633
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 3220.6583 EAAEKAKIELSSTSQTEINLPFITADASGA 344.7687 3220.6693 19.1956 827 6 537.6176 3.28
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 778.4458 VVAFNTK 346.1181 778.4454 24.0037 9664 1 778.4454 ‐0.2964
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1104.5354 DPQTQKEMK 132.2104 1104.5310 30.3729 825 1 1104.5310 ‐2.7353
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1146.6153 TTPSVVAFNTK 894.1604 1146.6118 21.9864 8713 2 573.8096 ‐4.1526
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1532.7856 AVVTVPAYFNDAQR 397.3228 1532.7879 29.1598 4652 2 766.8976 1.1009
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1555.8187 QAVTNPTNTVSGTKR 102.1335 1555.8258 17.7303 1193 3 519.2801 3.29
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1294.6572 MVREAELHAQK 226.1401 1294.6589 28.5207 1619 2 647.8331 0.4831
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1128.9220 73218.7294 21 15.25 None 1533.7696 AVVTVPAYFNDAQR 240.2458 1533.7595 25.5979 955 1 1533.7595 ‐4.1498
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1492.6914 VQEEGPAESLDYR 3096.9260 1492.6954 22.1038 19386 2 746.8513 2.61
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1318.6638 IIQETNESWAK 8626.8450 1318.6643 20.7971 15027 2 659.8358 ‐0.3360
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1112.6211 HFPGTLTAIR 4038.1870 1112.6273 15.8342 8953 2 556.8173 4.67
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 2693.4338 VSPWHDIPLTLGDGVFNFIVEIPK 606.7440 2693.4298 25.5480 5358 3 898.4814 ‐1.2941
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1495.6985 MEVATDEDFTPIK 3040.7300 1495.7033 27.0724 4434 2 748.3553 2.65
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1367.6801 AHLVNDVEDVEK 332.4146 1367.6894 35.9682 2615 2 684.3484 6.1057
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1967.9266 MEVATDEDFTPIKQDTK 3457.9130 1967.9296 24.8716 8236 3 656.6481 1.1467
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 Carbamidomethyl+C(3)
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 2936.5152 FGLGDKPANKDYALKIIQETNESWAK 1075.0090 2936.5136 25.0507 1942 3 979.5094 ‐0.1981
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1473.7373 FGLGDKPANKDYAL 396.8140 1473.7447 23.0393 3168 2 737.3760 4.67
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 950.4578 PAESLDYR 249.6530 950.4572 20.3153 2850 1 950.4572 0.1003
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 778.7250 33665.2145 12 30.00 None 1707.8436 VATDEDFTPIKQDTK 347.0565 1707.8494 25.3967 1247 2 854.4283 3.19
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1147.6027 EITALAPSSMK 17929.0800 1147.6061 23.2468 41271 2 574.3067 1.64
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1774.8970 NYELPDGQVITIGAER 37753.9300 1774.8989 30.8371 39812 2 887.9531 1.1112
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1954.0644 VAPEEHPVLLTEAPLNPK 9911.7410 1954.0662 27.6072 21128 3 652.0269 0.5229
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1176.5354 GYMFTTTAER 13626.6100 1176.5357 23.1488 19512 2 588.7715 ‐0.7790
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 976.4483 AGFAGDDAPR 30405.0200 976.4477 16.5681 16826 2 488.7275 ‐1.9466
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1932.8796 YPIEHGIVSNWDDMEK 1716.7790 1932.8850 29.1919 15117 3 644.9665 2.57
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 922.4550 DLTDSLMK 7335.0720 922.4566 25.0274 9844 1 922.4566 2.22
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1475.6761 SEYDESGPSIVHR 8478.2140 1475.6766 19.4316 9300 3 492.5637 ‐0.3945
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1144.5602 HTGVMVGMGQK 1663.3200 1144.5618 17.7314 4241 2 572.7846 0.3757
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 685.5666 2183.0936 22.3989 1695 2 1092.0504 6.95
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 2782.4006 SSSSVEKNYELPDGQVITIGAERFR 286.6480 2782.4214 22.1954 963 3 928.1453 7.21
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 3508.7677 EKMTQIMFETFNVPAMYVAIQAVLSLYA 2274.9250 3508.7687 25.5648 803 3 1170.2611 1.0892
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 549.2701 PSSMK 165.1926 549.2709 22.7570 11401 1 549.2709 1.0252
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 733.3913 LAPSSMK 155.1337 733.3877 21.4814 3114 1 733.3877 ‐4.8380
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 611.3624 SIVHR 173.5189 611.3618 18.1845 2450 1 611.3618 ‐1.1306
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 701.3213 AGDDAPR 1034.8760 701.3215 16.5763 2248 1 701.3215 0.2374
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 804.4284 ALAPSSMK 283.4723 804.4305 21.1364 1332 2 402.7189 0.8998
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 678.3417 TTTAER 64.2756 678.3443 21.4465 1215 1 678.3443 3.62
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1255.6641 PDGQVITIGAER 1723.1640 1255.6625 30.8340 835 1 1255.6625 0.3555
NP_196543.1 actin 7 Arabidopsis thaliana 4374.1900 41964.0047 32 46.15 None 1158.5248 GYMFTTTAER 246.4945 1158.5267 24.4597 1275 2 579.7670 0.5512
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1147.6027 EITALAPSSMK 25005.6500 1147.6061 23.2468 41271 2 574.3067 1.85
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1774.8970 NYELPDGQVITIGAER 40580.3300 1774.8989 30.8371 39812 2 887.9531 1.1767
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1954.0644 VAPEEHPVLLTEAPLNPK 7478.9940 1954.0662 27.6072 21128 3 652.0269 0.3163
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1176.5354 GYMFTTTAER 13256.0100 1176.5357 23.1488 19512 2 588.7715 ‐0.7741
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 922.4550 DLTDSLMK 5908.6830 922.4566 25.0274 9844 1 922.4566 2.18
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1144.5602 HTGVMVGMGQK 2025.7250 1144.5618 17.7314 4241 2 572.7846 0.3775
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1547.8098 LDLAGRDLTDSLMK 132.2346 1547.8407 25.5569 3266 3 516.6184 19.1218
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 549.2701 PSSMK 2282.8060 549.2709 22.7570 11401 1 549.2709 1.1825
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 905.4761 TALAPSSMK 889.0517 905.4727 23.2395 3056 1 905.4727 ‐3.0297
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 804.4284 ALAPSSMK 165.8756 804.4305 21.1364 1332 2 402.7189 0.8671
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 620.3072 APSSMK 152.3761 620.3100 20.4960 1249 1 620.3100 4.28
NP_196543.1 actin 7 Arabidopsis thaliana 3395.2940 41964.0047 32 46.15 None 1255.6641 PDGQVITIGAER 2763.2800 1255.6625 30.8340 835 1 1255.6625 0.4224
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 None 1608.7752 LSQEVSGDALGEEFK 3956.5680 1608.7793 26.1960 6311 2 804.8933 2.71
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 None 975.4629 LEIDDDQK 675.9359 975.4669 34.6160 1922 1 975.4669 4.94
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 1481.5890 1336.6288 19.7644 3211 2 668.8181 ‐2.6973
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 None 2203.0917 LSQEVSGDALGEEFKGYVFK 4174.8630 2203.0916 27.5177 5938 3 735.0354 ‐0.2448
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 None 1764.8763 RLSQEVSGDALGEEFK 556.8130 1764.8646 20.2408 1120 3 588.9597 ‐7.1345
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 331.4662 28390.1028 6 11.24 None 775.3985 ALGEEFK 141.0430 775.3997 18.1123 3838 1 775.3997 1.94
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 None 1001.5877 LITVTPETK 5681.8750 1001.5870 20.4850 7345 2 501.2971 ‐2.0820
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 None 1135.5300 VGDIMTEENK 3765.5920 1135.5293 18.5913 6857 2 568.2683 ‐1.6800
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 1771.5020 2289.9913 35.4938 6761 2 1145.4993 ‐1.4605
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 None 1079.4972 AMQLMTDNR 19865.8100 1079.4975 20.3113 5372 2 540.2524 ‐0.9997
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 None 2118.0999 VGDIMTEENKLITVTPETK 704.1725 2118.1018 28.7772 2450 3 706.7054 0.6506
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1470.9470 22843.2794 11 23.30 None 505.2365 TDNR 91.1102 505.2347 21.4130 2402 1 505.2347 ‐4.1425
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1098.4100 22843.2794 11 23.30 None 1001.5877 LITVTPETK 5004.8020 1001.5870 20.4850 7345 2 501.2971 ‐2.0947
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1098.4100 22843.2794 11 23.30 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 1850.1360 2289.9913 35.4938 6761 2 1145.4993 ‐1.3428
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1098.4100 22843.2794 11 23.30 None 1079.4972 AMQLMTDNR 16025.1800 1079.4975 20.3113 5372 2 540.2524 ‐1.0045
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1098.4100 22843.2794 11 23.30 None 2118.0999 VGDIMTEENKLITVTPETK 503.4180 2118.1018 28.7772 2450 3 706.7054 0.4246
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1098.4100 22843.2794 11 23.30 None 505.2365 TDNR 98.1590 505.2347 21.4130 2402 1 505.2347 ‐3.9796
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1755.8588 AIFGSGSPFDPVVYDGK 7682.0300 1755.8599 19.9379 16736 2 878.4336 0.6534
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1436.6515 FAESSMYSPVYR 6234.1950 1436.6522 25.2127 10740 2 718.8297 ‐0.0439
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3437.6700 1784.9392 20.3634 9878 2 892.9732 ‐0.2709
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1319.6954 TYDLGLASNLPR 5038.6230 1319.6978 28.7811 9104 2 660.3525 1.0270
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 2364.2558 DAHYLTGLLPPVILSQDVQER 3279.5720 2364.2541 21.6723 8871 3 788.7562 ‐0.7723
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1004.5524 QYTVPLQR 5261.9990 1004.5524 20.9238 4585 2 502.7798 ‐1.3067



NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 3714.1300 2600.4678 21.4091 4100 3 867.4941 0.8984
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1285.7110 GIQVIVVTDGER 9025.7060 1285.7103 26.1039 3620 2 643.3588 ‐1.4408
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 2848.5220 3788.8376 25.0130 3091 3 1263.6174 2.87
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1036.5422 GLAFTDKER 5240.1820 1036.5438 18.2080 1841 2 518.7755 0.2292
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1074.5426 ETGAPITETR 1029.7570 1074.5376 21.4997 1407 2 537.7724 ‐5.8372
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 Carbamidomethyl+C(9) 2618.3607 EISANIAACVAAKTYDLGLASNLPR 1445.4210 2618.3513 21.2641 6864 3 873.4553 ‐3.4510
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 Carbamidomethyl+C(16) 2287.0635 RATGQEYAEFLHEFMCAVK 999.6226 2287.0624 33.2335 1677 3 763.0256 ‐0.5914
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1668.7832 YMALMDLQERNER 633.5996 1668.7946 26.2494 1015 2 834.9010 6.39
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 612.3828 VPLQR 108.2863 612.3827 21.3493 3195 1 612.3827 ‐0.3143
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 876.4938 YTVPLQR 103.7385 876.4968 22.4130 2719 2 438.7521 1.27
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1082.5477 GTSGVGQTFTK 416.7600 1082.5476 22.9035 1493 1 1082.5476 1.0727
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 Carbamidomethyl+C(7) 1281.6119 FLHEFMCAVK 109.9797 1281.6189 32.5209 1493 2 641.3131 4.46
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 None 1056.5320 ETGAPITETR 381.8141 1056.5312 22.8244 1724 1 1056.5312 0.2339
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1371.5030 64812.0598 41 38.61 Carbamidomethyl+C(16) 2270.0369 RATGQEYAEFLHEFMCAVK 285.7154 2270.0283 31.0122 1548 2 1135.5178 ‐2.8400
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1436.6515 FAESSMYSPVYR 12452.2600 1436.6522 25.2127 10740 2 718.8297 ‐0.0126
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1319.6954 TYDLGLASNLPR 7472.7280 1319.6978 28.7811 9104 2 660.3525 1.0465
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 509.2978 1784.9437 33.7857 5485 2 892.9755 2.67
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1004.5524 QYTVPLQR 13543.3200 1004.5524 20.9238 4585 2 502.7798 ‐1.3191
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1285.7110 GIQVIVVTDGER 10311.8800 1285.7103 26.1039 3620 2 643.3588 ‐1.4248
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1036.5422 GLAFTDKER 4819.9270 1036.5438 18.2080 1841 2 518.7755 0.2200
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1774.7912 MGSTPTDLPGEDVADNR 628.5851 1774.8362 25.0687 3068 3 592.2836 24.6437
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 Carbamidomethyl+C(16) 2287.0635 RATGQEYAEFLHEFMCAVK 712.3672 2287.0624 33.2335 1677 3 763.0256 ‐0.8374
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 1668.7832 YMALMDLQERNER 344.3866 1668.7946 26.2494 1015 2 834.9010 6.87
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 612.3828 VPLQR 247.4362 612.3827 21.3493 3195 1 612.3827 ‐0.1651
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 None 876.4938 YTVPLQR 729.9627 876.4968 22.4130 2719 2 438.7521 1.73
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 Carbamidomethyl+C(7) 1281.6119 FLHEFMCAVK 120.3200 1281.6189 32.5209 1493 2 641.3131 4.02
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 908.8804 64812.0598 41 38.61 Carbamidomethyl+C(16) 2270.0369 RATGQEYAEFLHEFMCAVK 271.8368 2270.0283 31.0122 1548 2 1135.5178 ‐2.7243
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 1755.8588 AIFGSGSPFDPVVYDGK 5487.6960 1755.8599 19.9379 16736 2 878.4336 0.6171
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 1253.0170 2700.4209 23.2779 10337 3 900.8118 2.0936
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2797.7240 1784.9392 20.3634 9878 2 892.9732 ‐0.2897
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 2364.2558 DAHYLTGLLPPVILSQDVQER 3240.9510 2364.2541 21.6723 8871 3 788.7562 ‐0.7213
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 3085.4390 2600.4678 21.4091 4100 3 867.4941 1.0943
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 1540.6000 3788.8376 25.0130 3091 3 1263.6174 3.35
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 1319.6954 TYDLGLASNLPR 339.0441 1319.6699 24.4108 1355 2 660.3386 ‐20.4045
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 651.4871 64812.0598 41 38.61 None 821.4040 TYDLGLAS 186.6304 821.4047 23.3896 1178 1 821.4047 1.1474
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 2026.1219 YNIALLPGDGIGPEVISVAK 7535.6100 2026.1196 20.9520 5637 2 1013.5634 ‐0.6542
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 1390.7940 LSDAILLGAIGGYK 3671.6440 1390.7970 20.4582 5166 2 695.9021 1.46
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLIR 2194.5980 3036.4708 21.3890 4357 3 1012.8285 ‐2.7486
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 9021.4350 2512.3025 38.9270 4149 2 1256.6549 2.76
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 404.4661 2716.2737 35.9065 5176 3 906.0961 ‐11.6965
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 1338.6688 ELTGGIYFGEPR 647.1223 1338.6747 16.5053 1277 2 669.8410 3.13
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 1476.7549 KEVAEGVDMMIVR 1416.3010 1476.7554 23.4801 1199 2 738.8813 ‐0.1627
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 1342.7325 RIEDAVVDALNK 1024.9660 1342.7214 26.2104 11632 2 671.8643 ‐9.0282
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 1135.5816 EMPVGGAALDLV 309.6840 1135.5780 38.8602 1699 2 568.2927 ‐4.2491
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1743.9810 44333.0528 10 36.19 None 2581.2061 SEYPDVELSHMYVDNAAMQLIR 314.2281 2581.2065 19.5379 1127 3 861.0737 0.2458
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5453.7730 1156.5099 22.1455 12161 2 578.7586 ‐0.4575
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1868.9137 GQETSTNSIASIFAWTR 725.7038 1868.9190 31.3485 5671 2 934.9631 3.0557
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 2284.0842 MVFVPEDGNAPVELDVYDFK 1473.5140 2284.0729 40.2969 2053 2 1142.5401 ‐3.9577
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1816.8905 FKDIFQEVYEANWK 827.0769 1816.8639 20.7072 1333 2 908.9356 ‐14.4847
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1123.5816 NEKLMDFVK 234.2855 1123.5808 28.9432 11009 2 562.2941 ‐1.8226
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1153.5823 EFGLKSMWR 631.2131 1153.5777 22.6969 5883 2 577.2925 ‐5.0408
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1585.8081 FLSSGIFSSGASRNR 438.2653 1585.7981 24.6407 5453 2 793.4027 ‐6.6083
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1762.8705 DATDDKVTVESAEAALK 1574.3800 1762.8650 30.0151 3461 2 881.9361 ‐3.1042
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1666.8071 ETSTNSIASIFAWTR 172.0362 1666.8004 29.1616 17568 2 833.9038 ‐4.1688
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 1407.6750 GQETSTNSIASIFA 178.9965 1407.6738 34.4892 2049 2 704.3405 ‐1.5209
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 None 918.4163 GQETSTNSI 153.2493 918.4170 31.2516 1965 1 918.4170 1.81
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 243.0937 54538.3990 20 9.69 Carbamidomethyl+C(7) 940.4346 GGYVWACK 334.0173 940.4373 22.1318 1219 1 940.4373 3.87
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5482.0710 1156.5099 22.1455 12161 2 578.7586 ‐0.4545
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 None 1868.9137 GQETSTNSIASIFAWTR 1229.3100 1868.9190 31.3485 5671 2 934.9631 3.1307
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 Carbamidomethyl+C(5) 1423.6734 LESSCVNTVETGK 807.4570 1423.6714 23.1537 2768 2 712.3393 ‐1.9419
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 None 1811.9062 DLFLNTEEFIDAVASK 347.5308 1811.9012 43.3997 1696 2 906.4543 ‐2.5417
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 None 1123.5816 NEKLMDFVK 148.2718 1123.5808 28.9432 11009 2 562.2941 ‐1.8230
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 Oxidation+M(6) 2250.0918 ASLTAMLSSSTSAGLSSSFVSSR 639.7351 2250.0878 36.0085 2237 2 1125.5475 ‐0.7484
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 Carbamidomethyl+C(7) 940.4346 GGYVWACK 580.6676 940.4373 22.1318 1219 1 940.4373 3.59
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 209.9064 54538.3990 20 9.69 Carbamidomethyl+C(5) 1405.6628 LESSCVNTVETGK 368.9998 1405.6663 24.0024 5093 2 703.3368 1.36
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 1235.6167 GEWNVAGIAYR 4962.2770 1235.6211 28.1876 13433 2 618.3142 2.30
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 4767.8450 1673.8459 22.8471 9804 2 837.4266 1.15
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 1048.5058 DGELAPQYR 21537.7100 1048.5055 18.5456 7960 2 524.7564 ‐1.5162
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 955.5683 GVLIVNNAR 6171.3130 955.5679 20.5367 5964 2 478.2876 ‐1.9058
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 1334.6661 FVEDLNEMLPK 1860.2180 1334.6682 18.7866 10477 2 667.8377 0.8419
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 617.3327 EMLPK 75.3763 617.3358 20.4184 2267 1 617.3358 4.35
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 1088.5292 EDLNEMLPK 113.1074 1088.5332 18.8143 1379 1 1088.5332 4.25
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 650.3620 AGIAYR 1680.1750 650.3630 28.1935 1324 1 650.3630 1.12
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1031.1100 42694.8017 17 14.32 None 863.4734 NVAGIAYR 160.2134 863.4753 25.6477 968 1 863.4753 2.84
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 1235.6167 GEWNVAGIAYR 7341.5330 1235.6211 28.1876 13433 2 618.3142 2.40
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 1411.6740 GEDFPTENYIVK 611.3986 1411.6736 26.6149 7720 2 706.3405 ‐0.8235
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 955.5683 GVLIVNNAR 7458.0780 955.5679 20.5367 5964 2 478.2876 ‐1.9232
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 5631.8320 2333.1019 25.0033 5870 3 778.3722 ‐0.0500
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 1544.7989 LQMAPELEKETGAK 240.8388 1544.7687 26.8383 5463 2 772.8880 ‐19.8545



NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 1254.6147 YAAGTKDMLER 142.7968 1254.5906 24.5938 2441 2 627.7989 ‐20.1244
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 831.4683 TIGTVGAGR 103.6644 831.4746 23.7032 1080 2 416.2410 5.00
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 727.5007 42694.8017 17 14.32 None 650.3620 AGIAYR 2196.2280 650.3630 28.1935 1324 1 650.3630 1.55
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 2008.0709 ENAITVGTQHALDPLTTVK 5864.8400 2008.0734 29.3158 14428 3 670.0293 0.9159
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3130.9700 2192.1285 36.1526 13680 2 1096.5679 ‐1.3761
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 1334.7314 GSLFLGDVATQVK 7800.1780 1334.7319 30.2352 10424 2 667.8696 ‐0.4073
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 700.0597 2826.4266 20.3159 8079 3 942.8137 ‐1.2315
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 2017.0726 VNNAGVANALIQHEWRPK 2862.5370 2017.0728 16.8527 2787 4 505.0237 ‐1.2727
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 1302.6212 SFFTVSGEVDSK 1321.6660 1302.6204 27.0775 4831 2 651.8138 ‐1.4271
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 1391.7542 NALIQHEWRPK 367.8813 1391.7550 16.8519 1348 2 696.3811 ‐0.0934
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 1580.8642 TVGTQHALDPLTTVK 858.2010 1580.8675 29.3146 814 2 790.9374 1.18
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1329.0940 29210.8248 14 39.78 None 2174.1227 VSTDSSLLTTLTFDEPAPGLK 285.5327 2174.1269 38.7532 2201 3 725.3805 1.49
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1485.9600 29210.8248 14 39.78 None 2008.0709 ENAITVGTQHALDPLTTVK 5766.9240 2008.0734 29.3158 14428 3 670.0293 0.7029
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1485.9600 29210.8248 14 39.78 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 4750.6970 2192.1285 36.1526 13680 2 1096.5679 ‐1.2684
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1485.9600 29210.8248 14 39.78 None 1334.7314 GSLFLGDVATQVK 15025.6300 1334.7319 30.2352 10424 2 667.8696 ‐0.3863
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1485.9600 29210.8248 14 39.78 None 1513.7281 DLLYRDYQGDQK 206.9719 1513.7356 26.6207 1090 2 757.3715 4.03
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1485.9600 29210.8248 14 39.78 None 1496.7016 DLLYRDYQGDQK 879.2692 1496.7033 24.4552 2120 2 748.8553 0.7237
NP_197053.1 UDP glucose 6 dehydrogenase Arabidopsis thaliana 159.2827 53687.4818 4 4.38 Carbamidomethyl+C(8) 1032.5031 ETPAIDVCK 6426.2680 1032.5047 19.4355 3183 2 516.7560 0.2953
NP_197053.1 UDP glucose 6 dehydrogenase Arabidopsis thaliana 159.2827 53687.4818 4 4.38 None 1326.6722 IVSSMFNTVSNK 1178.1190 1326.6781 16.0860 1064 2 663.8427 3.29
NP_197053.1 UDP glucose 6 dehydrogenase Arabidopsis thaliana 159.2827 53687.4818 4 4.38 None 1074.6055 LAANAFLAQR 448.1875 1074.6002 21.0489 1961 2 537.8037 ‐6.0998
NP_197053.1 UDP glucose 6 dehydrogenase Arabidopsis thaliana 159.2827 53687.4818 4 4.38 Carbamidomethyl+C(8) 1615.8360 ETPAIDVCKGLLGDK 342.9672 1615.8500 28.6542 4472 2 808.4286 8.65
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1658.8285 YGAGIGPGVYDIHSPR 26824.4600 1658.8291 25.0614 53012 3 553.6146 ‐0.2376
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1411.7904 GGIGVIQIDEAALR 84957.8900 1411.7903 31.6318 44601 2 706.3988 ‐0.6721
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1116.5531 IPSSEEIADR 21887.6500 1116.5520 18.7498 42946 2 558.7797 ‐2.1275
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 58088.6000 2140.2619 24.8066 39787 2 1070.6346 0.3315
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 942.5619 VVEVNALAK 9495.5820 942.5586 20.6746 39294 2 471.7829 ‐4.9472
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1096.5786 YLFAGVVDGR 21729.1200 1096.5790 17.9183 37295 2 548.7932 ‐0.7475
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 24917.4000 2861.4298 20.9400 34015 3 954.4815 0.5735
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1235.5759 GNASVPAMEMTK 39084.7200 1235.5814 21.3370 32409 2 618.2943 3.19
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1181.6313 GVTAFGFDLVR 37831.6900 1181.6325 20.1474 32057 2 591.3199 ‐0.0172
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1199.5732 FALESFWDGK 41200.5200 1199.5729 20.3505 31019 2 600.2901 ‐1.1788
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 28896.7400 2384.2185 40.3560 28414 3 795.4110 0.7539
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1146.6769 SFELLSLLPK 26254.6800 1146.6778 22.6589 25691 2 573.8425 ‐0.2783
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 12124.7600 2213.1412 22.3390 21119 2 1107.0742 ‐1.2022
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2075.0880 ALAGQKDEALFSANAAALASR 7771.9870 2075.0939 28.5708 20835 3 692.3695 2.11
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 7239.0560 2404.1788 37.5982 18776 3 802.0645 3.40
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2310.3068 LNLPILPTTTIGSFPQTVELR 3125.7390 2310.3019 22.4032 16517 2 1155.6546 ‐1.0797
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 831.4822 EVITELK 25728.5600 831.4820 20.6624 12098 2 416.2447 ‐1.8593
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 2730.1950 2418.2717 25.5792 11373 2 1209.6395 3.76
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2613.4820 1714.9329 22.0267 10796 3 572.3158 0.6172
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1790.9622 GMLTGPVTILNWSFVR 2057.9890 1790.9649 23.6715 7010 2 895.9861 1.21
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 2077.1764 GGIGVIQIDEAALREGLPLR 405.4860 2077.1245 21.6316 4549 2 1039.0659 ‐24.3961
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 Carbamidomethyl+C(9) 2543.3386 DKLVVSTSCSLLHTAVDLINETK 905.1208 2543.3277 23.0992 1286 3 848.4474 ‐4.2042
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 603.3712 ITELK 1961.2880 603.3714 20.7609 4386 1 603.3714 ‐0.0529
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 724.3737 DIHSPR 117.4617 724.3744 26.0990 3512 1 724.3744 1.1204
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 508.2436 EMTK 78.5094 508.2463 23.1113 1988 1 508.2463 4.58
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 Carbamidomethyl+C(9) 1411.7039 NILWVNPDCGLK 164.7464 1411.7097 21.1785 1972 2 706.3585 3.30
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1331.7470 PVTILNWSFVR 187.5668 1331.7421 25.4587 1934 2 666.3747 ‐4.4628
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1140.5796 PGVYDIHSPR 869.1649 1140.5796 24.5950 1919 1 1140.5796 1.91
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 1228.6606 PVLVMDLEGQK 265.2918 1228.6556 39.4809 1551 2 614.8315 ‐4.9632
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 490.2871 TELK 3746.8420 490.2874 20.6547 1308 1 490.2874 ‐0.1883
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 912.5764 ELLSLLPK 1555.7890 912.5791 22.6641 1269 1 912.5791 3.88
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 9320.9500 84698.9500 69 44.71 None 710.3212 AMEMTK 260.9955 710.3213 20.8684 1267 1 710.3213 0.2486
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1658.8285 YGAGIGPGVYDIHSPR 23960.9000 1658.8291 25.0614 53012 3 553.6146 ‐0.4092
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1411.7904 GGIGVIQIDEAALR 80859.5400 1411.7903 31.6318 44601 2 706.3988 ‐0.6434
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 942.5619 VVEVNALAK 13027.4200 942.5586 20.6746 39294 2 471.7829 ‐4.9659
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1235.5759 GNASVPAMEMTK 27497.0200 1235.5814 21.3370 32409 2 618.2943 3.29
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 27129.0900 2384.2185 40.3560 28414 3 795.4110 0.4964
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 2075.0880 ALAGQKDEALFSANAAALASR 5495.7720 2075.0939 28.5708 20835 3 692.3695 2.02
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 4365.0480 2404.1788 37.5982 18776 3 802.0645 3.41
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 3255.3460 1714.9329 22.0267 10796 3 572.3158 0.4389
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 874.4629 VTNEGVQK 589.6340 874.4635 18.7977 5488 1 874.4635 1.73
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1096.5786 YLFAGVVDGR 1214.2650 1096.5552 26.2026 1548 2 548.7812 ‐22.5093
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1394.7097 SSIWKQMSAAGTK 645.6827 1394.7076 26.5133 17046 2 697.8574 ‐2.1031
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1176.6987 KYTEVKPALK 4788.5140 1176.7009 16.1207 4174 3 392.9052 0.8189
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1782.9173 AGFPEGKYLFAGVVDGR 534.3787 1782.9318 27.6922 3918 3 594.9821 7.31
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 235.6326 2052.0474 25.9278 4723 2 1026.5273 ‐2.7009
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1043.5269 GVYDIHSPR 198.8922 1043.5297 23.2318 15360 2 522.2685 1.93
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 724.3737 DIHSPR 687.0049 724.3744 26.0990 3512 1 724.3744 1.52
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 993.4744 SVPAMEMTK 1054.9850 993.4737 21.3281 809 1 993.4737 0.3386
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 3696.5500 84698.9500 69 44.71 None 1376.6991 SSIWKQMSAAGTK 167.7402 1376.6951 25.1110 2386 2 688.8512 ‐3.5746
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 64974.6700 2140.2619 24.8066 39787 2 1070.6346 0.5272
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1096.5786 YLFAGVVDGR 21037.3300 1096.5790 17.9183 37295 2 548.7932 ‐1.1816
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 14682.3100 2861.4298 20.9400 34015 3 954.4815 0.9294
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1181.6313 GVTAFGFDLVR 37814.0900 1181.6325 20.1474 32057 2 591.3199 ‐0.4000
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1199.5732 FALESFWDGK 40008.9200 1199.5729 20.3505 31019 2 600.2901 ‐1.5508
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1146.6769 SFELLSLLPK 19952.7900 1146.6778 22.6589 25691 2 573.8425 ‐0.6822
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 14098.7200 2213.1412 22.3390 21119 2 1107.0742 ‐0.9625
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2174.1730 2310.3019 22.4032 16517 2 1155.6546 ‐0.7814



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 2872.5790 2418.2717 25.5792 11373 2 1209.6395 3.11
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1790.9622 GMLTGPVTILNWSFVR 4804.0070 1790.9649 23.6715 7010 2 895.9861 1.70
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1221.1870 3013.4251 20.9070 6957 4 754.1117 3.1813
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 2077.1764 GGIGVIQIDEAALREGLPLR 540.9113 2077.1245 21.6316 4549 2 1039.0659 ‐24.2385
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 Carbamidomethyl+C(9) 2543.3386 DKLVVSTSCSLLHTAVDLINETK 536.7304 2543.3277 23.0992 1286 3 848.4474 ‐4.0434
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1000.5714 SFELLSLLP 395.8809 1000.5694 21.7553 8880 1 1000.5694 ‐1.0980
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 924.4938 AFGFDLVR 140.2405 924.4914 19.6448 5214 1 924.4914 ‐1.9496
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 673.3628 AGVVDGR 3678.4530 673.3603 17.9442 4549 1 673.3603 ‐3.9623
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 Carbamidomethyl+C(9) 1411.7039 NILWVNPDCGLK 128.5914 1411.7097 21.1785 1972 2 706.3585 3.90
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 1331.7470 PVTILNWSFVR 148.2910 1331.7421 25.4587 1934 2 666.3747 ‐4.7551
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 4535.9060 84698.9500 69 44.71 None 912.5764 ELLSLLPK 1245.6880 912.5791 22.6641 1269 1 912.5791 3.82
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 1158.6517 GVLLYGPPGTGK 9063.0620 1158.6535 16.2636 8743 2 579.8304 0.4246
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 2088.0066 EHAPSIIFMDEIDSIGSAR 1205.4010 2088.0083 36.1252 2520 3 696.6743 0.5468
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 Carbamidomethyl+C(19) 2360.1407 MAAVGVEARPPVTAMEETCNVK 458.5677 2360.1818 25.5610 4478 2 1180.5945 18.5029
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 2250.1322 VPDSTYDMIGGLDQQIKEIK 399.8161 2250.0874 31.9799 1787 3 750.7006 ‐20.0779
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 1879.9106 VPDSTYDMIGGLDQQIK 483.6942 1879.9203 28.5530 1008 2 940.4638 5.10
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 2236.1166 VEKVPDSTYDMIGGLDQQIK 422.9887 2236.0990 38.5526 2896 3 746.0379 ‐7.9980
NP_197500.1 AAA type ATPase family protein Arabidopsis thaliana 390.7050 47327.9658 7 7.40 None 1143.6117 GAAAKQGEGLNK 1321.4280 1143.6239 30.2144 2648 2 572.3156 9.83
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1704.8915 VLDVVYNASNNELVR 22617.4300 1704.8931 17.4961 17637 2 852.9502 0.8233
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 965.4938 ADGYILEGK 14634.4300 965.4940 21.2188 11060 2 483.2506 ‐1.2550
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1561.7241 SLDSHIEDQFASGR 8025.0970 1561.7250 23.9730 8324 3 521.2465 ‐0.0857
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1905.9303 ADGYILEGKELEFYMK 667.4485 1905.9542 37.9475 3516 2 953.4807 12.04
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1985.9662 KDGEEGEEAAVAAPEEVKK 881.1140 1985.9669 18.3390 4191 3 662.6605 ‐0.0038
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1294.6208 YEMGRQPANTK 354.8892 1294.6313 15.8517 987 2 647.8193 7.31
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1005.4636 IEDQFASGR 3746.4750 1005.4657 23.9679 2085 2 503.2365 0.7248
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1022.4901 IEDQFASGR 154.3872 1022.4936 25.5553 1015 1 1022.4936 4.32
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2712.3350 25107.6706 15 33.78 None 1967.9556 KDGEEGEEAAVAAPEEVKK 378.2460 1967.9650 21.0498 1813 3 656.6599 4.45
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 1245.6838 SAIVQVDAAPFK 9058.2310 1245.6840 27.0680 14339 2 623.3456 ‐0.7034
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 1657.7453 LDTGNYSWGSEATTR 2869.1640 1657.7458 23.9954 12106 2 829.3766 0.2390
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 1561.7241 SLDSHIEDQFASGR 7407.0960 1561.7250 23.9730 8324 3 521.2465 ‐0.2459
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 1905.9303 ADGYILEGKELEFYMK 893.1348 1905.9542 37.9475 3516 2 953.4807 12.92
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 965.4938 ADGYILEGK 114.5837 965.4960 29.2524 1626 2 483.2516 0.8047
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1219.6260 25107.6706 15 33.78 None 1005.4636 IEDQFASGR 4590.5570 1005.4657 23.9679 2085 2 503.2365 0.7124
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2744.2830 22007.2837 6 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 17478.2600 2187.1870 20.7706 18384 2 1094.0971 ‐1.5167
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2744.2830 22007.2837 6 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 9318.0880 2075.0405 20.9410 18044 3 692.3517 1.0064
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2744.2830 22007.2837 6 19.91 None 772.4676 GLGVSLAR 213.5742 772.4644 20.8597 2262 1 772.4644 ‐3.8604
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2744.2830 22007.2837 6 19.91 None 602.3620 GVSLAR 252.9819 602.3610 20.0669 1547 1 602.3610 ‐2.0383
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2318.8540 22007.2837 6 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 16987.1400 2187.1870 20.7706 18384 2 1094.0971 ‐1.2927
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 2318.8540 22007.2837 6 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 5188.1040 2075.0405 20.9410 18044 3 692.3517 0.8800
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1662.9313 ITPLPVSTGSTVLYSK 22990.5400 1662.9324 17.7245 38082 2 831.9699 0.4581
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 6698.0760 2621.4279 18.0659 37578 3 874.4808 1.36
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1618.9050 IDITVPTGAQIIYSK 8768.5000 1618.9061 18.8138 13585 2 809.9567 0.3002
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1204.6783 TAGGLLLTETTK 7005.7780 1204.6804 16.1488 3624 2 602.8439 0.3894
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1193.6273 GKDGSNYIALR 264.2472 1193.6272 18.6851 5381 2 597.3173 ‐1.4316
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1635.8193 MAATQLTASPVTMSAR 115.2038 1635.8513 20.8988 2356 2 818.4293 19.2311
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1077.5939 PTGAQIIYSK 582.7939 1077.5884 17.8847 1448 1 1077.5884 ‐3.8858
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3039.6980 26801.9082 8 38.34 None 1601.8785 IDITVPTGAQIIYSK 274.4022 1601.8727 19.2510 7103 2 801.4400 ‐4.0033
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1980.9621 TINQVQETGSSVFDATQR 1857.8360 1980.9686 25.8562 10023 3 660.9944 2.80
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1351.7831 VISIPLEELPNK 5270.8490 1351.7838 30.9567 6992 2 676.3955 ‐0.2161
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 2071.3220 1445.6467 25.2724 5862 2 723.3270 ‐1.3106
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 5267.4260 1645.8474 32.9737 5592 2 823.4273 0.2861
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1107.5681 LASPAFSEASK 6723.9860 1107.5692 20.3567 3853 2 554.2882 ‐0.1450
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1177.6059 TVTDVAQQTSK 5672.4170 1177.6087 14.9581 2857 2 589.3080 1.56
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 Carbamidomethyl+C(7) 2733.3566 VLGYKNCYIVTDGFSGGRGWLQSR 835.6375 2733.3544 22.1872 1251 3 911.7897 ‐0.5943
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1586.7809 SFGTRSGTKFLPSSD 210.0134 1586.7740 17.4097 911 3 529.5962 ‐5.0069
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1610.8207 NYLMVDIRSEKDK 373.1736 1610.8164 17.3789 760 3 537.6103 ‐3.3055
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1506.7071 TINQVQETGSSVFD 458.0434 1506.7121 26.9589 15718 2 753.8597 2.59
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 1164.6160 SFGTRSGTKFL 154.3064 1164.6222 17.7671 2205 2 582.8147 4.99
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 875.9438 41399.5387 19 23.51 None 877.4163 VTDGFSGGR 589.7416 877.4193 24.2105 1415 1 877.4193 3.19
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 None 1980.9621 TINQVQETGSSVFDATQR 2775.4810 1980.9686 25.8562 10023 3 660.9944 2.82
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 None 1351.7831 VISIPLEELPNK 6247.0620 1351.7838 30.9567 6992 2 676.3955 ‐0.1934
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 2399.1080 1445.6467 25.2724 5862 2 723.3270 ‐1.2784
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 6617.9930 1645.8474 32.9737 5592 2 823.4273 0.3385
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 None 1107.5681 LASPAFSEASK 6305.8520 1107.5692 20.3567 3853 2 554.2882 ‐0.1470
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 None 1347.7002 DQIVSSLTEVEK 1791.8910 1347.6814 28.1269 6520 2 674.3444 ‐14.6193
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 898.0525 41399.5387 19 23.51 None 877.4163 VTDGFSGGR 189.8534 877.4193 24.2105 1415 1 877.4193 4.0472
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1777.8603 GTGITEEFEEVPVQSR 19739.1100 1777.8639 27.8665 10885 2 889.4356 2.0931
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1556.6863 SIPSAEEEDFNYR 11331.1300 1556.6872 24.3014 7204 2 778.8472 0.1949
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1333.7110 AADNIAANLYAVK 2538.7030 1333.7129 26.8448 6642 2 667.3601 0.6713
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1259.7106 GFVLGNDGVLLR 3445.9780 1259.7133 19.2783 4231 2 630.3603 1.1898
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1099.6259 ADGGLWLLVR 6621.1850 1099.6265 20.8219 4147 2 550.3169 ‐0.6215
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1498.0080 44160.6201 6 16.38 None 1576.8329 DKAADNIAANLYAVK 2924.6150 1576.8298 26.2246 1519 3 526.2814 ‐2.6794
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3437.6700 1784.9392 20.3634 9878 2 892.9732 ‐0.2709
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1004.5524 QYTVPLQR 5261.9990 1004.5524 20.9238 4585 2 502.7798 ‐1.3067
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1285.7110 GIQVIVVTDGER 9025.7060 1285.7103 26.1039 3620 2 643.3588 ‐1.4408
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 2848.5220 3788.8376 25.0130 3091 3 1263.6174 2.87
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 Carbamidomethyl+C(15) 2135.9413 ANGEEYAEFLQEFMCAVK 759.8947 2135.9344 28.0298 2266 3 712.6497 ‐3.4376
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1036.5422 GLAFTDKER 5240.1820 1036.5438 18.2080 1841 2 518.7755 0.2292
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1926.9596 AIFASGSPFDPVQYDGKK 483.1251 1926.9468 38.7173 5945 2 963.9770 ‐6.3362



NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1323.7307 LLNNEFYIGLK 200.5981 1323.7439 54.6254 3611 1 1323.7439 11.32
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1473.7907 ISKETGKPIDETR 364.5000 1473.8050 19.1096 1676 2 737.4061 9.31
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1101.6262 ISANIAASVGAK 578.7552 1101.6140 26.8474 1423 2 551.3106 ‐12.3130
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 2244.1448 VLVQFEDFANHHAFELLSK 362.1073 2244.1409 19.2433 1237 3 748.7185 ‐1.8927
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 2350.2401 DAHYITGLLPPVVLSQDVQER 977.5900 2350.2362 22.5871 953 3 784.0836 ‐1.7528
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1668.7832 YMALMDLQERNER 633.5996 1668.7946 26.2494 1015 2 834.9010 6.39
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 Carbamidomethyl+C(9)
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 612.3828 VPLQR 108.2863 612.3827 21.3493 3195 1 612.3827 ‐0.3143
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 876.4938 YTVPLQR 103.7385 876.4968 22.4130 2719 2 438.7521 1.27
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 993.4676 AIFASGSPFD 82.2682 993.4623 36.8386 2433 1 993.4623 ‐4.4492
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 Carbamidomethyl+C(9)
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1069.5888 ISKETGKPID 504.4968 1069.5923 19.0966 1116 1 1069.5923 4.89
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 728.7643 65066.5343 20 20.92 None 1909.9331 AIFASGSPFDPVQYDGKK 142.8463 1909.9250 42.0611 1290 2 955.4661 ‐3.9253
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 871.9598 14104.1740 3 16.94 None 1033.5598 IMEIASLEK 2872.8670 1033.5598 26.1027 14873 2 517.2835 ‐1.3328
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 871.9598 14104.1740 3 16.94 None 1146.6113 AGALGDSVSITR 6855.6020 1146.6118 21.9864 8713 2 573.8096 ‐0.6435
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 871.9598 14104.1740 3 16.94 None 834.4316 GDSVSITR 2214.9160 834.4308 21.9750 1309 1 834.4308 ‐0.4076
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 1167.6078 YKEDIQLMK 6039.6310 1167.6073 21.6728 47688 2 584.3073 ‐1.4806
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 876.4495 EDIQLMK 10489.4600 876.4493 21.7375 2356 1 876.4493 0.2252
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 2924.3962 IGIAHSPAWFEPHDFKDEQSGATIDR 1747.2780 2924.3829 29.5023 1331 3 975.4658 ‐4.1809
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 Carbamidomethyl+C(9) 1224.5718 GPSVWDIYCK 1561.9390 1224.5748 17.5376 876 3 408.8631 1.06
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 1566.7475 EYAEFVFKEYGGK 1070.1790 1566.7648 26.0523 16522 3 522.9265 10.02
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 2203.9738 ENDSVENGTADYNRESYLK 268.4530 2203.9832 37.5970 5971 2 1102.4952 5.0989
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 2374.1404 HWITFNEPWVFAHAGYDVGK 292.9496 2374.1878 31.8414 1616 3 792.0675 19.9390
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 1913.8916 NSADFVGINYYTSTFSK 445.5995 1913.8806 19.5200 903 3 638.6317 ‐6.1148
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 2155.0706 LKNSADFVGINYYTSTFSK 177.1865 2155.0847 31.6071 1499 2 1078.0460 7.10
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 457.5210 61547.5664 10 8.44 None 781.3780 HWITFN 57.3524 781.3816 33.1849 2543 1 781.3816 4.99
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1494.7223 ITPSWVGFTDSER 18836.0600 1494.7234 18.1678 17803 2 747.8653 0.2612
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 606.7453 1861.9416 31.9662 17451 2 931.4744 ‐3.0600
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1564.8291 VFSPEEISAMILTK 16192.3800 1564.8287 21.9497 15930 2 782.9180 ‐0.5967
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1345.6457 NALETYVYNMK 6414.1530 1345.6478 28.8810 14441 2 673.3275 0.8692
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1907.0021 IKDAVVTVPAYFNDAQR 18148.6200 1907.0054 17.3453 14309 3 636.3400 1.25
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2053.0124 VEIESLFDGVDFSEPLTR 14190.9100 2053.0126 39.0659 14089 2 1027.0100 0.6561
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1155.6480 DAGVIAGLNVAR 14660.5100 1155.6498 26.4770 12959 2 578.3286 0.4724
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1296.6219 FEELNNDLFR 5472.0790 1296.6232 29.6384 8447 2 648.8152 0.1606
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1550.7962 AVVTVPAYFNDAQR 9563.7400 1550.7943 28.3159 8286 2 775.9008 ‐1.5649
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2498.0841 EALEWLDENQNSEKEEYDEK 1129.0780 2498.0896 27.4856 7176 3 833.3681 2.91
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 989.4898 LSQEEIDR 11219.5300 989.4890 15.9698 7123 2 495.2481 ‐2.2047
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1196.6422 FDLNGIPPAPR 1617.7990 1196.6416 27.1748 1868 2 598.8245 ‐1.5049
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 394.5654 2691.2765 19.7454 1405 3 897.7637 ‐4.7005
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 960.4745 NQVNDKDK 172.3096 960.4829 21.8931 2226 1 960.4829 9.51
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1160.5656 LETYVYNMK 516.1962 1160.5708 20.4759 1727 1 1160.5708 5.62
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1365.6870 HVEIIANDQGNR 761.7106 1365.7017 20.8725 1344 3 455.9054 9.85
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2318.1147 IEAATKEALEWLDENQNSEK 630.2408 2318.1053 33.8204 1275 2 1159.5563 ‐2.9901
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1551.7537 EAEEFAEEDKKVK 1519.0230 1551.7480 27.2458 47091 3 517.9208 ‐4.3606
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1682.7942 MVKEAEEFAEEDKK 1048.2330 1682.7945 24.4467 5073 2 841.9009 0.1032
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1374.7111 LADKLEGDEKEK 344.4306 1374.7010 17.9669 2790 2 687.8541 ‐8.0539
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2043.9804 NALETYVYNMKNQVNDK 269.6955 2043.9930 33.1371 1534 3 682.0025 5.97
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2058.0325 EKIDARNALETYVYNMK 341.6694 2058.0321 32.2668 1008 3 686.6822 ‐0.4732
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2354.1982 DGETKVFSPEEISAMILTKMK 833.1665 2354.1888 38.5691 895 2 1177.5980 ‐2.9075
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 Carbamidomethyl+C(2) 1433.7570 VCNPIITAVYQR 512.3983 1433.7547 29.6134 4649 2 717.3810 ‐2.1713
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 2055.8778 WLDENQNSEKEEYDEK 412.6955 2055.8774 29.1402 3318 3 685.9640 ‐0.4590
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1318.6923 SPEEISAMILTK 293.1200 1318.6936 21.3111 3107 2 659.8504 0.2091
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 778.3842 NNDLFR 292.4100 778.3826 28.1490 2773 1 778.3826 ‐1.9088
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 763.4382 SAMILTK 144.5601 763.4354 20.7982 1137 1 763.4354 ‐3.5174
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1081.5061 PAYFNDAQR 199.4107 1081.5117 17.1085 996 2 541.2595 3.23
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1532.7856 AVVTVPAYFNDAQR 397.3228 1532.7879 29.1598 4652 2 766.8976 1.1009
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1137.6375 DAGVIAGLNVAR 605.5009 1137.6369 24.8415 2994 2 569.3221 ‐1.6213
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1664.7836 MVKEAEEFAEEDKK 277.5172 1664.7895 25.9842 2322 2 832.8984 3.46
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1546.8185 VFSPEEISAMILTK 513.4671 1546.8189 21.6617 1421 2 773.9131 ‐0.1518
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5003.5180 73914.5211 53 38.42 None 1533.7696 AVVTVPAYFNDAQR 240.2458 1533.7595 25.5979 955 1 1533.7595 ‐4.1498
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1659.8952 IINEPTAAAIAYGLDK 14035.8600 1659.8971 30.4507 17641 2 830.4522 1.0358
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 2053.0124 VEIESLFDGVDFSEPLTR 15103.5700 2053.0126 39.0659 14089 2 1027.0100 0.7498
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1155.6480 DAGVIAGLNVAR 14568.8300 1155.6498 26.4770 12959 2 578.3286 0.4752
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1296.6219 FEELNNDLFR 5074.7250 1296.6232 29.6384 8447 2 648.8152 0.1777
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1196.6422 FDLNGIPPAPR 2004.8360 1196.6416 27.1748 1868 2 598.8245 ‐1.4979
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1228.6280 VEIIANDQGNR 117.6600 1228.6596 30.9328 2436 2 614.8334 24.7552
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1682.7942 MVKEAEEFAEEDKK 1330.7700 1682.7945 24.4467 5073 2 841.9009 0.1594
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 2043.9804 NALETYVYNMKNQVNDK 165.2592 2043.9930 33.1371 1534 3 682.0025 5.24
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 2058.0325 EKIDARNALETYVYNMK 275.5964 2058.0321 32.2668 1008 3 686.6822 ‐0.6921
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 832.4563 AIAYGLDK 179.2406 832.4556 28.4690 2418 1 832.4556 ‐0.3184
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1641.8846 IINEPTAAAIAYGLDK 494.8582 1641.8866 29.6530 8327 2 821.4469 1.0270
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1137.6375 DAGVIAGLNVAR 563.4449 1137.6369 24.8415 2994 2 569.3221 ‐1.6202
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1210.0460 73914.5211 53 38.42 None 1664.7836 MVKEAEEFAEEDKK 247.0635 1664.7895 25.9842 2322 2 832.8984 3.90



NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 1275.1540 2197.1054 31.2037 7609 2 1099.0563 ‐1.0683
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1271.1570 2641.3607 42.0936 4207 3 881.1251 2.36
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 2625.5220 1702.7420 25.1640 3907 2 851.8746 2.86
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 933.4676 INAEDPFK 2798.6790 933.4688 23.1277 3740 2 467.2381 ‐0.1617
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 1971.0546 ALNDTIITGVPTTINYHK 2453.0540 1971.0555 17.7579 3354 3 657.6900 0.1313
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 2498.3690 2372.1079 32.0429 2759 3 791.3741 ‐1.5853
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 907.4666 ATARETMK 60.9211 907.4555 20.3779 7416 1 907.4555 ‐11.5875
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 2182.0710 DHGINFIGPNPDSIRVMGDK 2645.5980 2182.0694 27.4414 6426 3 728.0280 ‐0.9021
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 Carbamidomethyl+C(12) 2077.0145 FGNVVHFGERDCSIQRR 291.2910 2077.0176 30.1366 3564 3 693.0107 1.71
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 1004.5557 EKAIERMK 433.8680 1004.5535 19.5278 1532 2 502.7804 ‐3.5147
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 646.3341 RETMK 63.2124 646.3374 22.0710 1784 1 646.3374 4.07
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 889.4560 ATARETMK 243.5833 889.4565 17.9704 1310 2 445.2319 ‐1.0299
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 429.6596 58900.5131 13 23.65 None 1953.0440 ALNDTIITGVPTTINYHK 332.8212 1953.0544 18.0965 1236 3 651.6897 4.18
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 None 1763.9174 VETLLNLDTKPYSDR 54112.4300 1763.9187 28.0788 79769 3 588.6444 0.0524
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 None 1817.8565 HETASIDQFSWGVANR 27127.4900 1817.8600 28.1248 50504 3 606.6248 1.70
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2827.3610 2467.2330 33.7622 7895 2 1234.1201 3.84
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 None 545.3293 LSLNV 5628.6040 545.3291 26.4158 51783 1 545.3291 ‐0.7199
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 None 1535.8064 TLLNLDTKPYSDR 4465.2670 1535.8093 28.0823 4626 2 768.4083 1.08
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 Carbamidomethyl+C(2) 1781.8527 ICDTWTPAGEPIPTNK 1067.0490 1781.8462 33.7750 2394 2 891.4268 ‐3.5065
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3113.7180 47809.8511 7 13.72 None 1116.4956 HETASIDQFS 678.0515 1116.4906 28.1142 808 1 1116.4906 ‐3.1939
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 301070.4000 1548.8079 18.8790 3515763 2 774.9076 ‐1.1025
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 935.4945 IIGFDNTR 73556.4600 935.4932 22.7081 1676436 2 468.2502 ‐2.8826
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 952.4887 EYPGAFIR 12295.5700 952.4877 24.4296 666496 2 476.7475 ‐2.4673
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 907.4884 EVDYLLR 56425.7300 907.4871 24.7417 576920 2 454.2472 ‐2.9365
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 155120.1000 2080.9934 21.2111 535410 3 694.3360 ‐1.0430
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 914.4229 YWTMWK 35212.4100 914.4222 18.3094 433596 2 457.7147 ‐2.2782
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 124377.9000 2086.0280 19.9073 370301 2 1043.5177 ‐1.0102
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1939.9899 FETLSYLPDLSDVELAK 76694.5500 1939.9864 21.3412 228138 2 970.4968 ‐1.4418
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1365.5818 EHGNTPGYYDGR 69782.9700 1365.5797 15.0897 217397 3 455.8648 ‐2.3603
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 924.5666 VWPPIGKK 6067.3050 924.5681 16.4455 6936 1 924.5681 2.97
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 796.4716 VWPPIGK 12569.1200 796.4725 15.8331 4709 2 398.7399 ‐0.5455
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1080.5837 KEYPGAFIR 597.7297 1080.5837 21.5590 3840 2 540.7955 ‐1.1892
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 2068.0849 KFETLSYLPDLSDVELAK 108038.8000 2068.0826 20.5217 511893 3 690.0324 ‐1.3711
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 2196.1798 KKFETLSYLPDLSDVELAK 56934.7000 2196.1799 19.6007 182213 3 732.7315 ‐0.1697
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 563.3300 GAFIR 11291.9900 563.3297 24.4193 51129 1 563.3297 ‐0.9417
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 565.2803 TMWK 3951.2810 565.2805 18.3068 30810 1 565.2805 ‐0.0125
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 778.4458 VDYLLR 363.1035 778.4459 24.7366 16869 1 778.4459 0.4171
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 510.2307 YDGR 3230.9200 510.2297 15.0868 13909 1 510.2297 ‐2.4209
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 693.2951 EHGNTPG 14970.8700 693.2944 15.0832 13804 1 693.2944 ‐1.0384
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 564.3504 YLLR 350.0340 564.3504 24.0022 11449 1 564.3504 ‐0.4584
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 511.3239 PPIGK 5034.4380 511.3244 16.4075 11323 1 511.3244 0.3882
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1381.6522 FETLSYLPDLSD 176.2162 1381.6508 21.2381 10174 2 691.3290 ‐1.6536
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 528.3040 1781.8329 18.2025 9141 2 891.4201 0.7902
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 539.2209 EHGNT 3582.6210 539.2205 15.0876 8851 1 539.2205 ‐1.1817
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 414.2711 PIGK 9378.9400 414.2706 16.4393 7428 1 414.2706 ‐2.0032
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 488.2504 KFET 63.7773 488.2529 21.0189 6907 1 488.2529 4.27
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1179.5932 FETLSYLPDL 147.7591 1179.6002 22.9617 6576 2 590.3037 4.31
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 505.2365 DNTR 1026.2720 505.2357 22.7038 6163 1 505.2357 ‐2.1128
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 856.3584 EHGNTPGY 453.7446 856.3598 15.0931 5914 1 856.3598 2.1292
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1110.5466 AYKPPSFTEA 2223.3030 1110.5419 19.9259 4271 1 1110.5419 ‐3.0242
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1432.7850 1190.5489 18.8804 3779 1 1190.5489 ‐0.3899
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(4) 1996.9837 QVQCISFIAYKPPSFTE 575.2645 1996.9871 19.9123 2657 3 666.3339 1.14
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 836.4189 FETLSYL 127.5072 836.4177 20.3624 2386 1 836.4177 ‐1.0681
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 997.5353 KKFETLSY 201.9418 997.5384 18.3579 2300 2 499.2729 1.06
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 869.4403 KFETLSY 156.7570 869.4389 19.5397 2165 1 869.4389 ‐1.1388
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1425.6797 EFELEHGFVYR 498.6312 1425.6823 20.1962 1972 2 713.3448 1.1788
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 504.9532 1271.6102 19.3905 1362 2 636.3087 0.1232
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1457.7311 SFIAYKPPSFTEA 715.7128 1457.7268 19.9058 1350 1 1457.7268 ‐0.7356
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 823.4461 YPGAFIR 283.3748 823.4473 25.6270 1291 2 412.2273 ‐0.2172
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1099.4803 GNTPGYYDGR 474.1642 1099.4778 15.0845 1186 1 1099.4778 ‐1.0929
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 706.3770 KFETLS 140.0324 706.3777 19.4252 1167 1 706.3777 0.9223
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 464.2326 MWK 31.3541 464.2309 18.3185 1151 1 464.2309 ‐4.4081
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1296.6371 FELEHGFVYR 353.6041 1296.6397 21.5510 1149 1 1296.6397 3.89
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1509.7472 KFETLSYLPDLSD 234.5492 1509.7461 21.4675 1025 3 503.9202 ‐1.4223
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1199.6518 LPDLSDVELAK 196.1647 1199.6482 21.3469 1006 1 1199.6482 ‐1.5589
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 979.5247 KKFETLSY 292.5788 979.5257 19.4836 869 2 490.2665 ‐0.3773
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 889.4778 EVDYLLR 339.9140 889.4779 24.0074 11526 2 445.2426 ‐1.4271
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 1347.5713 EHGNTPGYYDGR 483.6387 1347.5716 16.9863 7374 2 674.2895 ‐0.4322
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 69360.7200 20569.5334 91 64.09 None 896.4124 YWTMWK 97.2590 896.4110 18.3129 1044 2 448.7091 ‐3.0366
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 303965.7000 1548.8079 18.8790 3515763 2 774.9076 ‐1.2637
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 125361.5000 2080.9934 21.2111 535410 3 694.3360 ‐1.1658
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 914.4229 YWTMWK 27564.8500 914.4222 18.3094 433596 2 457.7147 ‐2.8223
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 156331.6000 2086.0280 19.9073 370301 2 1043.5177 ‐0.8472
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1939.9899 FETLSYLPDLSDVELAK 101546.0000 1939.9864 21.3412 228138 2 970.4968 ‐1.3669
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 935.4945 IIGFDNTR 23849.7000 935.4949 15.2637 15640 2 468.2511 ‐1.5723
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 924.5666 VWPPIGKK 1304.9340 924.5681 16.4455 6936 1 924.5681 2.61
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 796.4716 VWPPIGK 1680.9870 796.4725 15.8331 4709 2 398.7399 ‐1.1607
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 935.4945 SSAAFPVTR 337.7740 935.5064 14.3855 1800 1 935.5064 13.3304
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 2068.0849 KFETLSYLPDLSDVELAK 112510.7000 2068.0826 20.5217 511893 3 690.0324 ‐1.5017



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 2196.1798 KKFETLSYLPDLSDVELAK 53210.1800 2196.1799 19.6007 182213 3 732.7315 ‐0.2218
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1868.9654 EYPGAFIRIIGFDNTR 457.0171 1868.9582 21.2366 2807 2 934.9827 ‐3.5915
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 61216.4100 1781.8341 21.2038 68226 2 891.4207 1.50
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 751.3596 WTMWK 9231.3080 751.3600 18.3075 44685 1 751.3600 0.5660
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1086.5677 PDLSDVELAK 1624.9570 1086.5655 20.5268 33762 1 1086.5655 ‐0.8982
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 565.2803 TMWK 2545.1790 565.2805 18.3068 30810 1 565.2805 ‐0.2652
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 869.4403 KFETLSY 3849.2320 869.4407 20.5354 19448 1 869.4407 0.8414
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 511.3239 PPIGK 739.3770 511.3244 16.4075 11323 1 511.3244 0.1041
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 945.6071 1289.6184 18.8832 5574 1 1289.6184 1.0556
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 2183.6200 1684.7855 21.2358 4835 2 842.8964 3.20
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1110.5466 AYKPPSFTEA 3331.6820 1110.5419 19.9259 4271 1 1110.5419 ‐2.9596
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(6) 904.4234 LPLFGCTD 480.7054 904.4235 17.8810 3952 1 904.4235 0.6904
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1194.6041 KFETLSYLPD 280.2088 1194.6013 20.5091 3218 1 1194.6013 ‐0.8014
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 709.3264 GFDNTR 2746.4990 709.3253 15.2660 3136 1 709.3253 ‐1.7278
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(1) 1021.4983 CTDSAQVLK 4451.0480 1021.4998 18.8704 3092 1 1021.4998 2.49
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 822.4104 IGFDNTR 113.1223 822.4101 18.6462 2633 1 822.4101 ‐0.1666
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 997.5353 KKFETLSY 127.3767 997.5384 18.3579 2300 2 499.2729 1.67
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(5) 1417.7144 PLFGCTDSAQVLK 101.6087 1417.7206 16.9747 1905 2 709.3639 3.31
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1307.6882 KFETLSYLPDL 274.5320 1307.6953 21.2730 1894 2 654.3513 4.14
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 854.4294 FETLSYL 212.2107 854.4289 21.5995 1784 1 854.4289 ‐0.3272
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1509.7472 KFETLSYLPDLSD 184.5423 1509.7476 19.3173 1737 2 755.3774 ‐0.3304
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 907.4421 EHGFVYR 153.0499 907.4430 24.1971 1649 1 907.4430 1.93
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1449.7472 SYLPDLSDVELAK 500.1493 1449.7399 21.3341 1484 1 1449.7399 ‐2.4901
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1407.6692 EFELEHGFVYR 217.3898 1407.6710 19.9404 1396 2 704.3391 0.4211
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 532.5394 1271.6102 19.3905 1362 2 636.3087 ‐0.2053
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1457.7311 SFIAYKPPSFTEA 674.1086 1457.7268 19.9058 1350 1 1457.7268 ‐0.4690
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 1199.6518 LPDLSDVELAK 188.6330 1199.6561 22.3361 1259 2 600.3317 2.73
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 464.2326 MWK 29.8842 464.2309 18.3185 1151 1 464.2309 ‐4.7196
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 964.5138 KFETLSYL 89.3998 964.5183 19.0484 1034 2 482.7628 2.95
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 118.4655 1078.5238 17.2347 886 2 539.7656 2.1120
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 979.5247 KKFETLSY 217.0877 979.5257 19.4836 869 2 490.2665 ‐0.8821
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 61988.2600 20569.5334 91 64.09 None 896.4124 YWTMWK 86.6258 896.4110 18.3129 1044 2 448.7091 ‐3.5915
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 303965.7000 1548.8079 18.8790 3515763 2 774.9076 ‐1.2637
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 125361.5000 2080.9934 21.2111 535410 3 694.3360 ‐1.1658
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 914.4229 YWTMWK 27564.8500 914.4222 18.3094 433596 2 457.7147 ‐2.8223
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 156331.6000 2086.0280 19.9073 370301 2 1043.5177 ‐0.8472
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1939.9899 FETLSYLPDLSDVELAK 101546.0000 1939.9864 21.3412 228138 2 970.4968 ‐1.3669
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 935.4945 IIGFDNTR 23849.7000 935.4949 15.2637 15640 2 468.2511 ‐1.5723
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 924.5666 VWPPIGKK 1304.9340 924.5681 16.4455 6936 1 924.5681 2.61
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 796.4716 VWPPIGK 1680.9870 796.4725 15.8331 4709 2 398.7399 ‐1.1607
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 2068.0849 KFETLSYLPDLSDVELAK 112510.7000 2068.0826 20.5217 511893 3 690.0324 ‐1.5017
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 2196.1798 KKFETLSYLPDLSDVELAK 53210.1800 2196.1799 19.6007 182213 3 732.7315 ‐0.2218
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1868.9654 EYPGAFIRIIGFDNTR 457.0171 1868.9582 21.2366 2807 2 934.9827 ‐3.5915
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 61216.4100 1781.8341 21.2038 68226 2 891.4207 1.50
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 751.3596 WTMWK 9231.3080 751.3600 18.3075 44685 1 751.3600 0.5660
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1086.5677 PDLSDVELAK 1624.9570 1086.5655 20.5268 33762 1 1086.5655 ‐0.8982
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 565.2803 TMWK 2545.1790 565.2805 18.3068 30810 1 565.2805 ‐0.2652
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 869.4403 KFETLSY 3849.2320 869.4407 20.5354 19448 1 869.4407 0.8414
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 511.3239 PPIGK 739.3770 511.3244 16.4075 11323 1 511.3244 0.1041
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 945.6071 1289.6184 18.8832 5574 1 1289.6184 1.0556
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 2183.6200 1684.7855 21.2358 4835 2 842.8964 3.20
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1110.5466 AYKPPSFTEA 3331.6820 1110.5419 19.9259 4271 1 1110.5419 ‐2.9596
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(6) 904.4234 LPLFGCTD 480.7054 904.4235 17.8810 3952 1 904.4235 0.6904
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1194.6041 KFETLSYLPD 280.2088 1194.6013 20.5091 3218 1 1194.6013 ‐0.8014
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 709.3264 GFDNTR 2746.4990 709.3253 15.2660 3136 1 709.3253 ‐1.7278
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(1) 1021.4983 CTDSAQVLK 4451.0480 1021.4998 18.8704 3092 1 1021.4998 2.49
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 822.4104 IGFDNTR 113.1223 822.4101 18.6462 2633 1 822.4101 ‐0.1666
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 997.5353 KKFETLSY 127.3767 997.5384 18.3579 2300 2 499.2729 1.67
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(5) 1417.7144 PLFGCTDSAQVLK 101.6087 1417.7206 16.9747 1905 2 709.3639 3.31
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1307.6882 KFETLSYLPDL 274.5320 1307.6953 21.2730 1894 2 654.3513 4.14
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 854.4294 FETLSYL 212.2107 854.4289 21.5995 1784 1 854.4289 ‐0.3272
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1509.7472 KFETLSYLPDLSD 184.5423 1509.7476 19.3173 1737 2 755.3774 ‐0.3304
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 907.4421 EHGFVYR 153.0499 907.4430 24.1971 1649 1 907.4430 1.93
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1449.7472 SYLPDLSDVELAK 500.1493 1449.7399 21.3341 1484 1 1449.7399 ‐2.4901
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1407.6692 EFELEHGFVYR 217.3898 1407.6710 19.9404 1396 2 704.3391 0.4211
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 532.5394 1271.6102 19.3905 1362 2 636.3087 ‐0.2053
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1457.7311 SFIAYKPPSFTEA 674.1086 1457.7268 19.9058 1350 1 1457.7268 ‐0.4690
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 1199.6518 LPDLSDVELAK 188.6330 1199.6561 22.3361 1259 2 600.3317 2.73
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 464.2326 MWK 29.8842 464.2309 18.3185 1151 1 464.2309 ‐4.7196
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 964.5138 KFETLSYL 89.3998 964.5183 19.0484 1034 2 482.7628 2.95
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 118.4655 1078.5238 17.2347 886 2 539.7656 2.1120
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 979.5247 KKFETLSY 217.0877 979.5257 19.4836 869 2 490.2665 ‐0.8821
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 61971.4600 20635.5059 41 53.04 None 896.4124 YWTMWK 86.6258 896.4110 18.3129 1044 2 448.7091 ‐3.5915
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 301070.4000 1548.8079 18.8790 3515763 2 774.9076 ‐1.1025
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 935.4945 IIGFDNTR 73556.4600 935.4932 22.7081 1676436 2 468.2502 ‐2.8826
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 952.4887 EYPGAFIR 12295.5700 952.4877 24.4296 666496 2 476.7475 ‐2.4673
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 907.4884 EVDYLLR 56425.7300 907.4871 24.7417 576920 2 454.2472 ‐2.9365
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 155120.1000 2080.9934 21.2111 535410 3 694.3360 ‐1.0430
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 914.4229 YWTMWK 35212.4100 914.4222 18.3094 433596 2 457.7147 ‐2.2782



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1365.5818 EHGNTPGYYDGR 69782.9700 1365.5797 15.0897 217397 3 455.8648 ‐2.3603
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 13075.0200 2072.0162 19.9308 68996 2 1036.5117 0.7977
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1954.0056 FETLSYLPDLTDVELAK 14919.1600 1954.0058 21.5549 48051 2 977.5065 0.4924
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 924.5666 VWPPIGKK 6067.3050 924.5681 16.4455 6936 1 924.5681 2.97
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 796.4716 VWPPIGK 12569.1200 796.4725 15.8331 4709 2 398.7399 ‐0.5455
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1080.5837 KEYPGAFIR 597.7297 1080.5837 21.5590 3840 2 540.7955 ‐1.1892
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 2082.1005 KFETLSYLPDLTDVELAK 9362.6580 2082.1009 20.7110 84999 3 694.7051 ‐0.1102
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 563.3300 GAFIR 11291.9900 563.3297 24.4193 51129 1 563.3297 ‐0.9417
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 565.2803 TMWK 3951.2810 565.2805 18.3068 30810 1 565.2805 ‐0.0125
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 778.4458 VDYLLR 363.1035 778.4459 24.7366 16869 1 778.4459 0.4171
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 510.2307 YDGR 3230.9200 510.2297 15.0868 13909 1 510.2297 ‐2.4209
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 693.2951 EHGNTPG 14970.8700 693.2944 15.0832 13804 1 693.2944 ‐1.0384
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 564.3504 YLLR 350.0340 564.3504 24.0022 11449 1 564.3504 ‐0.4584
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 511.3239 PPIGK 5034.4380 511.3244 16.4075 11323 1 511.3244 0.3882
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 528.3040 1781.8329 18.2025 9141 2 891.4201 0.7902
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 539.2209 EHGNT 3582.6210 539.2205 15.0876 8851 1 539.2205 ‐1.1817
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 414.2711 PIGK 9378.9400 414.2706 16.4393 7428 1 414.2706 ‐2.0032
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1213.6674 LPDLTDVELAK 226.6015 1213.6660 21.8434 6878 2 607.3366 ‐2.1689
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 505.2365 DNTR 1026.2720 505.2357 22.7038 6163 1 505.2357 ‐2.1128
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 856.3584 EHGNTPGY 453.7446 856.3598 15.0931 5914 1 856.3598 2.1292
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1432.7850 1190.5489 18.8804 3779 1 1190.5489 ‐0.3899
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 674.3719 DVELAK 64.9465 674.3747 21.9102 2648 1 674.3747 4.0795
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1425.6797 EFELEHGFVYR 498.6312 1425.6823 20.1962 1972 2 713.3448 1.1788
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 559.3450 VELAK 93.0549 559.3459 19.8268 1744 1 559.3459 1.64
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 775.4196 TDVELAK 305.2422 775.4195 19.2387 1656 1 775.4195 0.0619
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 504.9532 1271.6102 19.3905 1362 2 636.3087 0.1232
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1096.5310 AYKPPSFTDA 333.5128 1096.5313 19.9237 1347 1 1096.5313 1.80
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 823.4461 YPGAFIR 283.3748 823.4473 25.6270 1291 2 412.2273 ‐0.2172
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1099.4803 GNTPGYYDGR 474.1642 1099.4778 15.0845 1186 1 1099.4778 ‐1.0929
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 464.2326 MWK 31.3541 464.2309 18.3185 1151 1 464.2309 ‐4.4081
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1296.6371 FELEHGFVYR 353.6041 1296.6397 21.5510 1149 1 1296.6397 3.89
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1003.5306 DLTDVELAK 444.3299 1003.5318 22.6104 958 1 1003.5318 2.0780
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1100.5834 PDLTDVELAK 122.3466 1100.5893 18.9110 896 2 550.7983 4.82
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 889.4778 EVDYLLR 339.9140 889.4779 24.0074 11526 2 445.2426 ‐1.4271
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 1347.5713 EHGNTPGYYDGR 483.6387 1347.5716 16.9863 7374 2 674.2895 ‐0.4322
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 52489.8200 20571.4625 72 64.09 None 896.4124 YWTMWK 97.2590 896.4110 18.3129 1044 2 448.7091 ‐3.0366
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 303965.7000 1548.8079 18.8790 3515763 2 774.9076 ‐1.2637
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 125361.5000 2080.9934 21.2111 535410 3 694.3360 ‐1.1658
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 914.4229 YWTMWK 27564.8500 914.4222 18.3094 433596 2 457.7147 ‐2.8223
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 16579.1700 2072.0162 19.9308 68996 2 1036.5117 0.9522
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1954.0056 FETLSYLPDLTDVELAK 21136.5600 1954.0058 21.5549 48051 2 977.5065 0.5757
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 935.4945 IIGFDNTR 23849.7000 935.4949 15.2637 15640 2 468.2511 ‐1.5723
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 924.5666 VWPPIGKK 1304.9340 924.5681 16.4455 6936 1 924.5681 2.61
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 796.4716 VWPPIGK 1680.9870 796.4725 15.8331 4709 2 398.7399 ‐1.1607
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 2082.1005 KFETLSYLPDLTDVELAK 10858.9000 2082.1009 20.7110 84999 3 694.7051 ‐0.2323
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1868.9654 EYPGAFIRIIGFDNTR 457.0171 1868.9582 21.2366 2807 2 934.9827 ‐3.5915
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 61216.4100 1781.8341 21.2038 68226 2 891.4207 1.50
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 751.3596 WTMWK 9231.3080 751.3600 18.3075 44685 1 751.3600 0.5660
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 565.2803 TMWK 2545.1790 565.2805 18.3068 30810 1 565.2805 ‐0.2652
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 511.3239 PPIGK 739.3770 511.3244 16.4075 11323 1 511.3244 0.1041
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1100.5834 PDLTDVELAK 1366.7610 1100.5826 20.7129 5795 1 1100.5826 0.4930
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 945.6071 1289.6184 18.8832 5574 1 1289.6184 1.0556
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 2183.6200 1684.7855 21.2358 4835 2 842.8964 3.20
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(6) 904.4234 LPLFGCTD 480.7054 904.4235 17.8810 3952 1 904.4235 0.6904
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 709.3264 GFDNTR 2746.4990 709.3253 15.2660 3136 1 709.3253 ‐1.7278
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(1) 1021.4983 CTDSAQVLK 4451.0480 1021.4998 18.8704 3092 1 1021.4998 2.49
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 822.4104 IGFDNTR 113.1223 822.4101 18.6462 2633 1 822.4101 ‐0.1666
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1376.7308 YLPDLTDVELAK 106.5102 1376.7317 20.3369 2582 2 688.8695 ‐0.2640
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(5) 1417.7144 PLFGCTDSAQVLK 101.6087 1417.7206 16.9747 1905 2 709.3639 3.31
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 907.4421 EHGFVYR 153.0499 907.4430 24.1971 1649 1 907.4430 1.93
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1407.6692 EFELEHGFVYR 217.3898 1407.6710 19.9404 1396 2 704.3391 0.4211
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 532.5394 1271.6102 19.3905 1362 2 636.3087 ‐0.2053
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 464.2326 MWK 29.8842 464.2309 18.3185 1151 1 464.2309 ‐4.7196
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 1003.5306 DLTDVELAK 157.3574 1003.5318 22.6104 958 1 1003.5318 2.0803
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 118.4655 1078.5238 17.2347 886 2 539.7656 2.1120
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40521.1600 20571.4625 72 64.09 None 896.4124 YWTMWK 86.6258 896.4110 18.3129 1044 2 448.7091 ‐3.5915
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1787.9902 IINEPTAAAIAYGLDKK 30101.4000 1787.9911 17.5152 79202 3 596.6685 ‐0.0014
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1228.6280 VEIIANDQGNR 41204.1700 1228.6275 18.5600 37737 2 614.8174 ‐1.4134
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1494.7223 ITPSWVGFTDSER 18836.0600 1494.7234 18.1678 17803 2 747.8653 0.2612
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1659.8952 IINEPTAAAIAYGLDK 16282.6900 1659.8971 30.4507 17641 2 830.4522 0.9820
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 606.7453 1861.9416 31.9662 17451 2 931.4744 ‐3.0600
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1564.8291 VFSPEEISAMILTK 16192.3800 1564.8287 21.9497 15930 2 782.9180 ‐0.5967
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1345.6457 NALETYVYNMK 6414.1530 1345.6478 28.8810 14441 2 673.3275 0.8692
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1907.0021 IKDAVVTVPAYFNDAQR 18148.6200 1907.0054 17.3453 14309 3 636.3400 1.25
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1155.6480 DAGVIAGLNVAR 14660.5100 1155.6498 26.4770 12959 2 578.3286 0.4724
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2019.0281 VEIESLFDGVDLSEPLTR 3973.1320 2019.0260 38.5599 10531 2 1010.0166 ‐0.5265
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1296.6219 FEELNNDLFR 5472.0790 1296.6232 29.6384 8447 2 648.8152 0.1606
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1550.7962 AVVTVPAYFNDAQR 9563.7400 1550.7943 28.3159 8286 2 775.9008 ‐1.5649
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2498.0841 EALEWLDENQNSEKEEYDEK 1129.0780 2498.0896 27.4856 7176 3 833.3681 2.91



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 394.5654 2691.2765 19.7454 1405 3 897.7637 ‐4.7005
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1160.5656 LETYVYNMK 516.1962 1160.5708 20.4759 1727 1 1160.5708 5.62
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1365.6870 HVEIIANDQGNR 761.7106 1365.7017 20.8725 1344 3 455.9054 9.85
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2318.1147 IEAATKEALEWLDENQNSEK 630.2408 2318.1053 33.8204 1275 2 1159.5563 ‐2.9901
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1374.7111 LADKLEGDEKEK 344.4306 1374.7010 17.9669 2790 2 687.8541 ‐8.0539
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2854.5098 FDLTGVPPAPRGTPQIEVTFEKIDAR 1023.9570 2854.4845 23.2247 2140 3 952.1664 ‐8.5430
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2058.0325 EKIDARNALETYVYNMK 341.6694 2058.0321 32.2668 1008 3 686.6822 ‐0.4732
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2354.1982 DGETKVFSPEEISAMILTKMK 833.1665 2354.1888 38.5691 895 2 1177.5980 ‐2.9075
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 860.4625 FEKIDAR 259.7709 860.4627 20.4807 4973 1 860.4627 0.7560
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 Carbamidomethyl+C(2) 1433.7570 VCNPIITAVYQR 512.3983 1433.7547 29.6134 4649 2 717.3810 ‐2.1713
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 2055.8778 WLDENQNSEKEEYDEK 412.6955 2055.8774 29.1402 3318 3 685.9640 ‐0.4590
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1318.6923 SPEEISAMILTK 293.1200 1318.6936 21.3111 3107 2 659.8504 0.2091
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 474.2419 QGNR 99.0212 474.2438 20.5824 3059 1 474.2438 3.09
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 778.3842 NNDLFR 292.4100 778.3826 28.1490 2773 1 778.3826 ‐1.9088
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1703.8963 GTPQIEVTFEKIDAR 364.3882 1703.8908 21.2827 2116 2 852.4490 ‐3.2939
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 887.4330 IANDQGNR 3152.8730 887.4320 18.5773 1514 1 887.4320 ‐0.5279
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 763.4382 SAMILTK 144.5601 763.4354 20.7982 1137 1 763.4354 ‐3.5174
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1081.5061 PAYFNDAQR 199.4107 1081.5117 17.1085 996 2 541.2595 3.23
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1000.5170 IIANDQGNR 1730.6430 1000.5133 18.5728 754 1 1000.5133 ‐2.8118
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1532.7856 AVVTVPAYFNDAQR 397.3228 1532.7879 29.1598 4652 2 766.8976 1.1009
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1137.6375 DAGVIAGLNVAR 605.5009 1137.6369 24.8415 2994 2 569.3221 ‐1.6213
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1546.8185 VFSPEEISAMILTK 513.4671 1546.8189 21.6617 1421 2 773.9131 ‐0.1518
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4561.7450 67685.6184 47 38.17 None 1533.7696 AVVTVPAYFNDAQR 240.2458 1533.7595 25.5979 955 1 1533.7595 ‐4.1498
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1787.9902 IINEPTAAAIAYGLDKK 35567.0900 1787.9911 17.5152 79202 3 596.6685 ‐0.3039
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1494.7223 ITPSWVGFTDSER 12123.1100 1494.7234 18.1678 17803 2 747.8653 0.0673
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1564.8291 VFSPEEISAMILTK 20660.7700 1564.8287 21.9497 15930 2 782.9180 ‐0.7482
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1907.0021 IKDAVVTVPAYFNDAQR 25510.6100 1907.0054 17.3453 14309 3 636.3400 1.0831
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 461.1044 2691.2765 19.7454 1405 3 897.7637 ‐4.4489
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1160.5656 LETYVYNMK 331.6263 1160.5708 20.4759 1727 1 1160.5708 5.99
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1228.6280 VEIIANDQGNR 128.3972 1228.6042 19.7181 1690 2 614.8057 ‐20.7074
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1703.8963 GTPQIEVTFEKIDAR 167.5226 1703.8908 21.2827 2116 2 852.4490 ‐3.3616
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1940.1175 KSQIDEIVLVGGSTRIPK 177.5583 1940.1053 20.3541 1753 3 647.3733 ‐6.8627
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1546.8185 VFSPEEISAMILTK 486.6913 1546.8189 21.6617 1421 2 773.9131 ‐0.3142
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2621.8490 67685.6184 47 38.17 None 1211.6015 VEIIANDQGNR 155.9769 1211.5960 19.8843 1747 1 1211.5960 ‐2.9172
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 Carbamidomethyl+C(2)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 1150.5891 FGVNEFVNPK 6173.1170 1150.5910 26.9521 6878 2 575.7991 0.5389
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 3708.0250 1431.7079 28.7317 6770 2 716.3576 1.13
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 1099.6146 TQVPWLVEK 199.7929 1099.6140 28.5479 6694 2 550.3106 ‐1.7760
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 973.5564 IIGIDIDSK 4485.3710 973.5549 26.1643 6441 2 487.2811 ‐3.0006
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 1136.5030 1999.9695 17.5916 4931 3 667.3280 5.47
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 1693.9371 IIGIDIDSKKYETAK 1480.7720 1693.9217 20.8833 897 2 847.4645 ‐9.1767
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 935.4985 TQVPWLVE 476.9889 935.4963 27.4667 23319 2 468.2518 ‐3.8417
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.1170 41554.2214 14 21.90 None 1449.7584 GIDIDSKKYETAK 503.5430 1449.7574 20.9121 3391 2 725.3823 ‐1.2472
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 349.2982 41554.2214 14 21.90 None 1150.5891 FGVNEFVNPK 4206.3970 1150.5910 26.9521 6878 2 575.7991 0.5412
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 349.2982 41554.2214 14 21.90 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 7119.2540 1431.7079 28.7317 6770 2 716.3576 1.21
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 349.2982 41554.2214 14 21.90 None 1099.6146 TQVPWLVEK 379.1677 1099.6140 28.5479 6694 2 550.3106 ‐1.7788
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 349.2982 41554.2214 14 21.90 Carbamidomethyl+C(10) 1236.6075 MATQGQVITCK 134.2273 1236.5992 26.8454 47044 2 618.8033 ‐7.6314
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 349.2982 41554.2214 14 21.90 None 935.4985 TQVPWLVE 550.6052 935.4963 27.4667 23319 2 468.2518 ‐3.8612
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 582.6912 50393.5293 5 10.14 None 1647.8081 AVLMDLEPGTMDSLR 14376.0600 1647.8101 32.7107 12951 2 824.4087 1.0902
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 582.6912 50393.5293 5 10.14 None 1972.9974 GHYTEGAELIDSVLDVVR 927.2831 1973.0050 39.8196 4012 3 658.3398 3.51
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 582.6912 50393.5293 5 10.14 None 1299.6216 IDVYFNEASGGK 1694.2870 1299.6232 24.5941 1928 2 650.3152 0.4802
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 582.6912 50393.5293 5 10.14 None 1146.5902 FPGQLNSDLR 404.9004 1146.5940 24.5115 2977 2 573.8006 2.88
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 582.6912 50393.5293 5 10.14 Carbamidomethyl+C(10) 1822.9229 EILHIQGGQCGNQIGAK 117.7876 1822.9106 32.1619 1393 2 911.9589 ‐6.5366
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 1625.8646 IYVLTQFNSASLNR 1324.6250 1625.8673 19.3643 9621 2 813.4373 1.92
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 1329.6757 IINSDNVQEAAR 7369.2220 1329.6760 18.0994 3999 2 665.3416 ‐0.5256
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 1874.8800 ETDADITVAALPMDEQR 5785.5330 1874.8834 28.7041 3102 2 937.9454 2.0515
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 1075.6180 MASVSAIGVLK 951.1555 1075.6169 21.2025 1611 2 538.3121 ‐2.2450
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 999.5721 DALIPTGTVI 2614.6430 999.5732 32.8163 1261 1 999.5732 2.0335
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 2854.5028 AKEMPFIASMGIYVVSRDVMLDLLR 970.5101 2854.4648 19.8129 13865 3 952.1598 ‐12.9881
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thalia 511.9257 56992.8380 7 12.31 None 989.4647 SDNVQEAAR 147.6881 989.4694 16.3775 1085 2 495.2383 3.13
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1579.8115 QAVVNPENTFFSVK 8292.2980 1579.8116 30.5680 21000 2 790.4095 ‐0.1658
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1066.5779 TTPSVVAYTK 19859.1200 1066.5770 19.7910 20013 2 533.7921 ‐2.0775
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1751.8963 IINEPTAASLAYGFER 8650.4730 1751.8982 30.9443 14477 2 876.4527 1.1828
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1461.7696 QFAAEEISAQVLR 29943.5400 1461.7704 30.5755 12827 2 731.3888 0.0327
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1373.7271 DIDEVILVGGSTR 20472.9100 1373.7285 29.2712 10852 2 687.3679 0.4027
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1010.5993 IPAVQDLVR 8517.5960 1010.6002 27.0823 8274 2 505.8037 ‐0.4408
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 869.5091 GVPQIEVK 4178.4630 869.5074 21.3370 6905 2 435.2573 ‐3.6103
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 3062.4750 1396.6428 29.2291 5538 2 698.8250 0.4542
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1735.9126 QAVVNPENTFFSVKR 766.3646 1735.9497 29.6380 6926 3 579.3214 20.6558
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1425.7373 TSPFTTPTSAFLR 243.1957 1425.7706 24.9398 998 2 713.3889 22.8099
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 1698.1920 1581.7702 30.0405 12751 2 791.3887 7.81
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 2875.4353 KQDITITGASTLPKDEVDTMVQEAER 634.9936 2875.4472 31.3243 3196 4 719.6173 3.43
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 1494.7812 TNSIPRSVFFGNR 407.6001 1494.7678 25.4498 2644 2 747.8875 ‐9.3811
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 Oxidation+M(6) 1783.8167 DEVDTMVQEAERFAK 102.8621 1783.8076 30.4322 3008 2 892.4074 ‐4.9591
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 812.4876 VPQIEVK 220.9903 812.4874 20.7531 11912 2 406.7474 ‐1.9663
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 864.4825 PSVVAYTK 7208.3420 864.4831 19.7893 3126 1 864.4831 1.90
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 None 488.3079 IEVK 118.9635 488.3078 19.8280 2688 1 488.3078 ‐0.6944
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 Carbamidomethyl+C(5) 1378.6308 FEELCSDLLDR 602.9178 1378.6286 32.1992 13794 2 689.8179 ‐2.2476
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1776.1280 77110.6784 19 20.75 Oxidation+M(6) 1766.7901 DEVDTMVQEAERFAK 298.0790 1766.7869 29.8114 15387 2 883.8971 ‐1.7352



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1266.7416 LALPQIEDIVR 4424.5640 1266.7413 20.2756 10947 2 633.8743 ‐1.1484
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1191.6004 VLAPYSAEDAR 23708.0300 1191.6012 20.0527 9692 2 596.3042 ‐0.3662
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1513.8220 LAEEGISAEVINLR 17201.1000 1513.8237 30.2499 8898 2 757.4155 0.6926
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1705.7585 DALNSAIDEEMSADPK 8525.0140 1705.7605 27.8590 8735 2 853.3839 1.0657
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1795.9160 SNYMSAGQINVPIVFR 655.7043 1795.9175 20.0242 7271 2 898.4624 0.9520
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 Carbamidomethyl+C(30) 3926.8933 DPDPVVFLENELLYGESFPISEEALDSSFC 692.1280 3926.8975 37.5744 3041 3 1309.6373 2.1818
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1329.7009 EEGISAEVINLR 292.6757 1329.7074 28.1166 1420 2 665.3573 4.1254
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1406.6104 NSAIDEEMSADPK 293.3817 1406.6181 26.3098 786 3 469.5442 4.58
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1987.3000 39461.0815 16 28.37 None 1496.7955 LAEEGISAEVINLR 370.3649 1496.7997 32.4519 1375 2 748.9035 2.17
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 1191.6004 VLAPYSAEDAR 23475.7800 1191.6012 20.0527 9692 2 596.3042 ‐0.3597
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 1513.8220 LAEEGISAEVINLR 12059.9100 1513.8237 30.2499 8898 2 757.4155 0.7317
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 1804.8574 VFVMGEEVGQYQGAYK 1141.0070 1804.8584 28.5154 4494 2 902.9328 0.6872
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 1009.5564 DVTIVTFSK 1639.0100 1009.5532 26.1657 2672 2 505.2802 ‐4.5714
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 1329.7009 EEGISAEVINLR 127.3479 1329.7074 28.1166 1420 2 665.3573 4.1458
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 777.4505 TIVTFSK 87.5107 777.4539 27.2319 1415 1 777.4539 4.26
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1267.4370 39461.0815 16 28.37 None 795.4611 TIVTFSK 356.7603 795.4638 28.1597 1267 1 795.4638 3.12
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 None 1259.6630 DAILDGGIPFNK 544.0962 1259.6654 26.9715 10817 2 630.3364 1.0239
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(11) 1877.8732 NEDGVSIAALCLMNQDK 2408.9140 1877.8774 32.2787 7268 2 939.4423 2.89
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(6) 2073.0784 VILAECILPETPDSSLSTK 2586.9490 2073.0720 32.6055 6957 2 1037.0396 ‐2.5175
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 4333.9590 1513.7687 17.0533 3920 2 757.3880 0.0625
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(2) 1311.5522 NCYESLPEDGK 2028.3780 1311.5517 19.1885 1594 2 656.2795 ‐1.1277
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 None 1141.5670 NPEAPVMLDR 4556.8920 1141.5644 29.4899 1116 1 1141.5644 ‐0.9533
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(8) 1006.5391 IYGLGPVCK 4191.6310 1006.5338 15.7395 3136 2 503.7706 ‐6.5167
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(5) 1699.7996 FLKNCYESLPEDGK 1191.7950 1699.8100 21.8365 2215 2 850.4086 5.43
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalian 712.3414 40131.2842 9 25.90 Carbamidomethyl+C(10) 1495.7574 LLTSYSVLTCSNR 263.0299 1495.7557 17.5996 873 2 748.3815 ‐1.5705
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 1418.6944 ALDMNTAEDAIVR 2328.7070 1418.6956 27.3315 12120 2 709.8515 0.2674
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 5164.5620 2170.0952 36.8210 10918 3 724.0366 2.21
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 1402.7940 LFNAVAAEDLIVK 1806.5540 1402.7912 19.7660 10399 2 701.8992 ‐2.6502
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 2421.2085 SFSVRATTAGYDLNAFTFDPIK 692.1180 2421.2024 27.1875 1227 3 807.7390 ‐2.5328
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 1941.9772 VPGMIVTGMEVAEIDGAPR 516.5103 1941.9744 39.0414 1977 2 971.4908 ‐1.1255
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 446.2398 LFNA 135.1750 446.2417 18.8042 1810 1 446.2417 3.70
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 858.4931 AAEDLIVK 93.2634 858.4912 18.4589 1368 2 429.7492 ‐3.8727
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 464.7971 36778.4092 18 13.47 None 1028.5986 AVAAEDLIVK 216.2813 1028.5987 19.4296 854 2 514.8030 ‐1.2714
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 1402.7940 LFNAVAAEDLIVK 2020.3090 1402.7912 19.7660 10399 2 701.8992 ‐2.8996
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 1306.6824 HAALFTSTIMSK 1549.8200 1306.6848 16.5898 3746 2 653.8460 0.7618
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 911.4295 2170.0753 22.2019 9523 2 1085.5413 ‐4.9914
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 2540.3211 LTREVVPGMIVTGMEVAEIDGAPR 681.1667 2540.3160 19.1710 3433 3 847.4435 ‐1.7818
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 1055.5343 HAALFTSTIM 228.4433 1055.5346 17.7246 5012 2 528.2709 ‐1.4368
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 829.4203 HAALFTST 267.3499 829.4260 17.2463 2821 2 415.2166 4.43
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 1056.5320 EVAEIDGAPR 258.4478 1056.5312 22.8244 1724 1 1056.5312 0.2655
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 858.4931 AAEDLIVK 61.8643 858.4912 18.4589 1368 2 429.7492 ‐4.4506
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 1028.5986 AVAAEDLIVK 168.9395 1028.5987 19.4296 854 2 514.8030 ‐1.7466
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 230.2289 36778.4092 18 13.47 None 2522.3105 LTREVVPGMIVTGMEVAEIDGAPR 196.3594 2522.3122 18.9110 1540 2 1261.6597 2.47
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 None 1015.5782 LVIVGDGGTGK 20317.5300 1015.5782 20.5199 13842 2 508.2927 ‐1.3866
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 None 1228.6208 NLQYYEISAK 3946.9830 1228.6221 23.8066 12740 2 614.8147 0.0667
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 Carbamidomethyl+C(2)
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 None 591.2733 GDGGTGK 585.4814 591.2714 20.4778 1250 1 591.2714 ‐3.3050
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 None 902.4942 VIVGDGGTGK 144.2100 902.4995 19.3146 818 2 451.7534 4.43
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 2100.5690 25421.7022 6 15.38 None 997.5677 LVIVGDGGTGK 922.0974 997.5672 19.4569 2958 2 499.2872 ‐1.8323
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1527.8013 GIVDSEDLPLNISR 26547.9800 1527.8038 30.3983 20592 2 764.4055 1.57
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1256.6957 ADLVNNLGTIAR 19325.1700 1256.6970 27.2317 18292 2 628.8522 0.1583
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1583.7911 SGDELTSLKDYVTR 3457.8320 1583.7925 27.9431 12858 3 528.6023 0.1820
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1791.8252 TMEINPENSIMDELR 2905.8280 1791.8276 33.3402 7793 2 896.4175 1.08
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 949.4837 SGDELTSLK 2363.7440 949.4842 19.9060 3531 2 475.2457 ‐0.9231
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1341.5627 EDQMEYIEER 2307.2420 1341.5654 22.5345 2997 2 671.2864 1.05
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 714.4509 IAELLR 2461.5270 714.4509 21.8963 2145 1 714.4509 0.1054
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1291.6376 ELISNSSDALDK 10080.5700 1291.6406 21.5378 13191 2 646.3239 1.45
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1734.9425 LDGQPELFIHIIPDK 3604.9130 1734.9449 33.7681 7372 3 578.9865 0.8692
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1405.6693 EGLKLDETEDEK 1166.8060 1405.6707 23.3035 2797 2 703.3390 0.3877
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 2093.1462 LGIHEDSQNRTKIAELLR 318.9025 2093.1326 25.5628 2203 2 1047.0700 ‐5.8353
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1919.9201 KTMEINPENSIMDELR 1211.0600 1919.9106 31.8638 2042 2 960.4589 ‐4.6679
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 957.5476 VNNLGTIAR 1126.7000 957.5502 28.1478 6631 2 479.2787 1.51
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1375.1920 80337.3546 15 18.88 None 1608.7475 LVTGEYGWTANMER 445.0367 1608.7430 29.7836 3883 2 804.8751 ‐3.0512
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 965.4938 ADGYILEGK 14634.4300 965.4940 21.2188 11060 2 483.2506 ‐1.2550
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 1639.7711 LDTGNFSWGSEAVTR 361.7492 1639.7642 25.1068 911 3 547.2596 ‐4.8210
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 1905.9303 ADGYILEGKELEFYMK 667.4485 1905.9542 37.9475 3516 2 953.4807 12.04
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 1690.8759 ILDVAYNASNNELVR 1029.1190 1690.8876 23.8561 1869 3 564.3007 6.80
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 1190.6263 KGEAVTTEEVK 2219.9990 1190.6295 17.3866 11899 2 595.8184 1.34
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 1062.5313 GEAVTTEEVK 327.2351 1062.5341 16.3928 1558 2 531.7707 1.69
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 777.3907 23887.4363 7 23.81 None 987.4993 EAVTTEEVK 381.1891 987.5004 16.9901 1208 2 494.2538 ‐0.3128
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 2280.1403 MTPTKPMVVETFSEYPPLGR 66352.8000 2280.1414 18.7540 120731 3 760.7186 0.3534
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 18328.7300 2506.3283 19.7842 99142 3 836.1143 ‐0.2966
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1025.6102 IGGIGTVPVGR 7024.4040 1025.6112 15.2077 2815 2 513.3093 ‐0.7688
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1578.7542 MTPTKPMVVETFSE 4395.1350 1578.7566 19.5410 7186 2 789.8819 1.0463
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 900.4574 SEYPPLGR 659.9388 900.4593 19.1023 2987 1 900.4593 2.18
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 945.5251 PTGLTTEVK 501.2871 945.5224 19.7934 2907 1 945.5224 ‐2.1994
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1741.8176 MTPTKPMVVETFSEY 951.8615 1741.8241 18.7566 2854 2 871.4157 3.79
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 2048.0521 PTKPMVVETFSEYPPLGR 3368.4020 2048.0497 18.7674 2484 2 1024.5285 ‐0.5114



NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1363.7468 VTFAPTGLTTEVK 189.3072 1363.7482 17.9056 1085 2 682.3777 0.0894
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1166.5841 TFSEYPPLGR 1732.8950 1166.5823 18.7597 962 1 1166.5823 ‐0.0078
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4107.3810 49844.5675 11 12.25 None 1163.6307 FAPTGLTTEVK 201.0255 1163.6284 19.7837 783 1 1163.6284 ‐0.5188
NP_200926.1 putative endonuclease or glycosyl hydrolase Arabidopsis thaliana 179.6333 38196.0304 2 15.32 None 3258.6066 EVLNSFDAIFTHGNTDQVAPLDEPLVFN 1292.1070 3258.6144 25.5574 10294 3 1086.8763 3.94
NP_200926.1 putative endonuclease or glycosyl hydrolase Arabidopsis thaliana 179.6333 38196.0304 2 15.32 Carbamidomethyl+C(13) 2875.4560 TVWLWTSIFNGDCPNIPIDLTTRR 1028.4170 2875.4604 25.5986 2235 3 959.1583 2.59
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 763.1277 30293.8839 2 5.69 None 1661.9109 SDIIVSPSILSANFAK 13402.4300 1661.9141 20.1480 18397 2 831.4607 1.69
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 763.1277 30293.8839 2 5.69 None 1441.8413 IIVSPSILSANFAK 363.9984 1441.8378 19.8329 16444 2 721.4226 ‐2.9734
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 4686.4830 2242.1713 40.5865 7113 3 748.0619 3.37
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 1617.8483 VLNFAIDDAILEER 1817.0820 1617.8489 35.3865 6935 2 809.4281 0.1821
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 Carbamidomethyl+C(12)
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 2506.2164 MATGGAAADLEDVQTVDLMSELLR 196.2386 2506.2434 32.2134 1883 3 836.0860 10.74
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 889.4262 DDNADVLK 612.5413 889.4468 19.0668 1877 1 889.4468 23.7584
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 1021.5465 GFILDGFPR 275.2024 1021.5504 24.0358 1284 1 1021.5504 4.03
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 2508.3167 GFILDGFPRTVTQAEKLDEMLK 1285.9560 2508.3309 25.6221 3729 2 1254.6691 7.0503
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 2105.9366 MATGGAAADLEDVQTVDLMSE 188.6418 2105.9294 31.5478 1662 2 1053.4683 ‐2.7632
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 621.3168 27160.1083 9 32.52 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 353.3504 2224.1478 41.0212 2146 3 742.0541 ‐2.5072
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 1622.8748 AGSGVATLGLPDSPGVPK 3185.7260 1622.8769 27.9284 13464 2 811.9421 1.0867
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 1240.6467 NLMPGGVNSPVR 4974.2830 1240.6442 23.8813 9992 2 620.8257 ‐2.8961
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 1298.7314 SVGGQPVLIDSVK 6225.2160 1298.7338 24.9312 5831 2 649.8705 1.0081
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 1486.8475 ITKELTNGILEAGK 213.2881 1486.8214 21.5761 1697 3 496.2786 ‐18.4776
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 970.5568 ITKELTNGI 87.4329 970.5623 21.5747 1337 2 485.7848 4.48
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 882.4792 PGGVNSPVR 478.0459 882.4794 23.8955 1238 1 882.4794 0.8328
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 425.0145 50769.1194 7 9.7 None 1604.8642 AGSGVATLGLPDSPGVPK 150.3781 1604.8594 28.5692 971 3 535.6247 ‐3.8083
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 None 1007.5269 LATSGANFAR 32866.3400 1007.5266 18.3154 60139 2 504.2669 ‐1.5848
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 73558.0700 1144.5467 16.2720 44796 2 572.7770 ‐0.0912
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(12) 1949.9525 VPFISEDIALECEGKDK 2017.7490 1949.9540 29.5905 18239 3 650.6562 0.3949
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(1) 997.4560 CGSNVFWK 932.6422 997.4557 24.2412 15726 2 499.2315 ‐1.7151
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 455.3188 2558.1728 37.6545 4272 3 853.3958 ‐19.3796
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(19) 2133.0546 LATSGANFARAFTVQFGSCK 352.0013 2133.0641 32.9896 964 3 711.6929 4.15
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 None 894.4428 ATSGANFAR 4656.8250 894.4427 18.3158 3477 1 894.4427 0.4650
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 3352.9240 926.4410 16.2733 2296 1 926.4410 1.64
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(6) 825.3924 VQFGSCK 1331.3760 825.3944 16.2727 1244 1 825.3944 2.98
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(5) 726.3240 QFGSCK 1221.6710 726.3236 16.2746 1240 1 726.3236 ‐0.4245
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 None 578.3045 ANFAR 94.8881 578.3027 16.7395 814 1 578.3027 ‐3.5333
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 6534.4430 18714.2420 27 40.94 Carbamidomethyl+C(10) 2540.2120 AAMNSSVLTCSYAIAGSGSVELNQK 183.5029 2540.2229 36.4803 997 3 847.4125 4.54
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 None 1007.5269 LATSGANFAR 32273.8800 1007.5266 18.3154 60139 2 504.2669 ‐1.5970
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 5063.7550 1706.8338 31.4103 18767 2 853.9205 1.59
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 Carbamidomethyl+C(12) 1949.9525 VPFISEDIALECEGKDK 1816.0450 1949.9540 29.5905 18239 3 650.6562 0.1888
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 Carbamidomethyl+C(1) 997.4560 CGSNVFWK 1131.2150 997.4557 24.2412 15726 2 499.2315 ‐1.7283
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 328.9617 2558.1728 37.6545 4272 3 853.3958 ‐19.6577
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 None 823.4057 TSGANFAR 3276.8880 823.4061 18.3142 4985 1 823.4061 0.9168
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 None 894.4428 ATSGANFAR 5077.5740 894.4427 18.3158 3477 1 894.4427 0.5781
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 None 635.3260 GANFAR 8924.7230 635.3261 18.3153 1843 1 635.3261 0.1338
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 None 578.3045 ANFAR 61.8148 578.3027 16.7395 814 1 578.3027 ‐3.3798
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2613.1090 18714.2420 27 40.94 Carbamidomethyl+C(10) 2540.2120 AAMNSSVLTCSYAIAGSGSVELNQK 146.9095 2540.2229 36.4803 997 3 847.4125 4.0894
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3533.5170 18714.2420 27 40.94 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 59849.3200 1144.5467 16.2720 44796 2 572.7770 ‐0.4964
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3533.5170 18714.2420 27 40.94 None 1291.7005 VGLVNSSVGFGQK 441.3979 1291.6874 16.3681 3642 2 646.3474 ‐11.2375
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3533.5170 18714.2420 27 40.94 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 3313.8800 926.4410 16.2733 2296 1 926.4410 1.39
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3533.5170 18714.2420 27 40.94 Carbamidomethyl+C(6) 825.3924 VQFGSCK 1362.9890 825.3944 16.2727 1244 1 825.3944 2.85
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3533.5170 18714.2420 27 40.94 None 1274.6739 VGLVNSSVGFGQK 257.7942 1274.6773 15.1514 2076 2 637.8423 1.76
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1441.7533 EGQSIGVIPEGIDK 24423.1600 1441.7538 26.2664 21841 2 721.3805 ‐0.2098
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 23873.2000 1347.6092 29.2023 19585 2 674.3083 0.7803
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1307.6842 LVYTNDGGEIVK 13601.2000 1307.6843 22.0129 14977 2 654.3458 ‐0.6773
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1536.7653 LDFAVSREQTNEK 1662.0890 1536.7657 34.7386 14376 2 768.8865 ‐0.0943
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 3331.2590 2690.2736 33.8844 10137 3 897.4294 0.2854
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1232.6555 GIDDIMVSLAAK 8275.5520 1232.6563 19.7004 9055 2 616.8318 ‐0.2640
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1153.5160 SEQWNVEVY 4041.2080 1153.5177 29.4974 4322 2 577.2625 0.3649
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1457.7482 AQVTTDTTEAPPVK 752.9587 1457.7494 25.4398 2240 2 729.3783 0.2851
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 707.3471 NPYTGR 973.2720 707.3470 23.1576 6489 1 707.3470 ‐0.1264
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 873.4789 ISSVSPQR 129.9725 873.5014 31.3099 3914 2 437.2543 24.1942
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 2797.3787 GMEKGIDDIMVSLAAKDGIDWLEYK 1502.0830 2797.3515 21.2297 4102 3 933.1220 ‐9.4374
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 726.3206 SEQWNV 135.3219 726.3180 28.1654 4259 1 726.3180 ‐3.4036
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.1423 870.4233 29.2106 2249 1 870.4233 2.86
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1171.5486 GMEKGIDDIMV 176.1198 1171.5502 18.9801 1862 2 586.2787 0.2974
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1095.5317 YTNDGGEIVK 731.8727 1095.5313 22.0103 896 1 1095.5313 0.8161
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 245.6477 2352.1777 20.1506 752 2 1176.5925 0.4620
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3893.7950 40668.7089 30 40.28 None 1423.7427 EGQSIGVIPEGIDK 598.8558 1423.7450 23.5934 1427 2 712.3761 0.9898
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 1441.7533 EGQSIGVIPEGIDK 19874.5400 1441.7538 26.2664 21841 2 721.3805 ‐0.1780
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 31625.7300 1347.6092 29.2023 19585 2 674.3083 0.8026
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 1307.6842 LVYTNDGGEIVK 5654.3250 1307.6843 22.0129 14977 2 654.3458 ‐0.6591
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 3880.9440 2690.2736 33.8844 10137 3 897.4294 ‐0.0084
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 2352.1792 GIDDIMVSLAAKDGIDWLEYK 182.9939 2352.1611 32.7148 772 3 784.7252 ‐8.0040
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 1143.6368 KQEEGIVVNK 310.6047 1143.6403 21.6093 4599 2 572.3238 1.80
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 Carbamidomethyl+C(5) 1593.7578 SNFLCDLKPGDEAK 190.1366 1593.7515 28.2141 2617 2 797.3794 ‐4.1555
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 Carbamidomethyl+C(4) 870.4212 VYMCGLK 137.2164 870.4233 29.2106 2249 1 870.4233 3.0047
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 998.5153 QEEGIVVNK 125.2645 998.5125 21.0907 1717 2 499.7599 ‐4.2129
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 1095.5317 YTNDGGEIVK 240.8134 1095.5313 22.0103 896 1 1095.5313 0.9035



NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2997.5650 40668.7089 30 40.28 None 1423.7427 EGQSIGVIPEGIDK 370.4171 1423.7450 23.5934 1427 2 712.3761 1.0198
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 86437.4100 2604.3026 34.0814 227304 3 868.7724 ‐0.4031
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1203.6579 NTAASVGEITLK 48030.7600 1203.6565 23.7281 207388 2 602.3319 ‐2.2189
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 950.5710 VPFLFTVK 40874.3900 950.5707 19.8519 126523 2 475.7890 ‐1.7573
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 68402.3800 1362.6396 18.8725 79941 2 681.8235 ‐0.8805
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 881.4880 FLVPSYR 29362.5600 881.4872 16.3615 79109 2 441.2472 ‐2.4742
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1145.5586 NAPPEFQNTK 35499.9500 1145.5576 16.6650 78300 2 573.2824 ‐1.9723
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1192.5997 IQGVWYGQLE 39721.3300 1192.6005 31.2794 73021 2 596.8039 ‐0.3066
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 19864.5000 2457.1368 25.5659 58837 3 819.7171 0.6759
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1450.7172 QLDASGKPDSFTGK 57816.0000 1450.7179 18.0739 54738 3 484.2442 ‐0.2736
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 12637.6000 2174.9653 26.9932 38595 2 1087.9863 0.5115
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1562.7558 GGSTGYDNAVALPAGGR 71543.9100 1562.7548 22.3228 37828 2 781.8810 ‐0.9347
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1096.5521 LTYDEIQSK 43198.2500 1096.5528 20.0580 25287 2 548.7800 ‐0.5257
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 2018.9665 EEDGIDYAAVTVQLPGGER 2918.8830 2018.9663 30.6331 19200 2 1009.9868 0.3897
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 9348.7750 2294.1329 30.2244 18388 3 765.3825 1.59
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1388.6904 GDEEELVKENVK 3596.7100 1388.6880 19.7707 17212 3 463.5675 ‐2.4644
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 Carbamidomethyl+C(3) 1232.5616 LTCSFQSDFK 237.1067 1232.5417 33.1798 1989 1 1232.5417 ‐14.6226
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 621.3355 VPSYR 2943.1410 621.3357 16.3681 16792 1 621.3357 0.0354
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 851.5026 PFLFTVK 5173.3740 851.5030 19.8504 9942 1 851.5030 0.9322
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 988.5673 AASVGEITLK 3374.6390 988.5676 23.7271 7227 1 988.5676 1.1114
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 754.4498 FLFTVK 3266.0150 754.4508 19.8534 6864 1 754.4508 1.77
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 880.3948 NAPPEFQN 191.9200 880.3954 20.5570 4740 1 880.3954 1.39
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 734.4196 LVPSYR 1247.3070 734.4213 16.3619 4668 1 734.4213 2.17
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 795.3672 WYGQLE 81.2169 795.3698 33.7253 4575 1 795.3698 3.78
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1055.5408 FEPTSFTVK 3533.5860 1055.5423 18.8757 3679 1 1055.5423 2.27
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 607.3814 LFTVK 239.9705 607.3800 19.8507 2928 1 607.3800 ‐2.5499
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 917.5302 ASVGEITLK 252.4796 917.5331 24.9454 2613 2 459.2702 1.47
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 863.4258 PEFQNTK 135.1834 863.4239 18.5504 2206 2 432.2156 ‐3.7769
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 660.3927 GEITLK 321.1935 660.3952 23.7248 2119 1 660.3952 3.61
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1209.5746 DASGKPDSFTGK 7181.5530 1209.5778 17.9702 1989 2 605.2926 1.88
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1538.7373 FKEEDGIDYAAVTV 502.6528 1538.7409 28.2097 1853 2 769.8741 1.42
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 759.4611 VGEITLK 806.7079 759.4632 23.7267 1529 1 759.4632 2.31
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 604.3301 EIQSK 10263.0800 604.3308 18.5348 1516 1 604.3308 0.9843
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1260.6331 GYDNAVALPAGGR 245.3889 1260.6287 20.0954 1319 2 630.8180 ‐4.3845
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 353.8640 1215.5744 18.8719 945 1 1215.5744 3.95
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1698.7857 EEDGIDYAAVTVQLPGG 793.0109 1698.7923 30.6565 897 2 849.8998 3.46
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1144.5844 LQPSDTDLGAK 222.7363 1144.5797 34.0841 858 1 1144.5797 ‐2.8404
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1544.7452 GGSTGYDNAVALPAGGR 758.4691 1544.7425 19.2734 4092 3 515.5857 ‐2.3969
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1432.7067 QLDASGKPDSFTGK 421.2128 1432.7051 18.1003 2063 3 478.2399 ‐1.8651
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1079.5255 LTYDEIQSK 228.2074 1079.5291 20.1581 1892 1 1079.5291 4.69
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24848.1500 35370.5190 73 57.23 None 1128.5320 NAPPEFQNTK 305.5176 1128.5336 18.5391 1803 1 1128.5336 2.92
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 57978.4900 2604.3026 34.0814 227304 3 868.7724 ‐0.6867
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1203.6579 NTAASVGEITLK 74614.6900 1203.6565 23.7281 207388 2 602.3319 ‐2.2112
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1192.5997 IQGVWYGQLE 54631.0200 1192.6005 31.2794 73021 2 596.8039 ‐0.3000
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 15459.9000 2457.1368 25.5659 58837 3 819.7171 0.4098
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1450.7172 QLDASGKPDSFTGK 47325.3600 1450.7190 17.9729 40667 3 484.2445 0.3056
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1562.7558 GGSTGYDNAVALPAGGR 76179.2700 1562.7548 22.3228 37828 2 781.8810 ‐0.8906
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 2018.9665 EEDGIDYAAVTVQLPGGER 4432.0930 2018.9663 30.6331 19200 2 1009.9868 0.4799
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 13102.6100 2294.1329 30.2244 18388 3 765.3825 0.9491
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1252.6532 RLTYDEIQSK 25556.5500 1252.6544 18.5730 23098 2 626.8308 0.0449
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1775.8783 GRGGSTGYDNAVALPAGGR 2987.2150 1775.8779 20.9503 6849 3 592.6308 ‐0.9323
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1712.9006 FLVPSYRGSSFLDPK 993.5996 1712.8911 30.8754 4527 2 856.9492 ‐5.5799
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1847.9095 LTYDEIQSKTYMEVK 496.2180 1847.9002 32.3390 1317 2 924.4538 ‐4.7822
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 846.4931 SVGEITLK 415.2215 846.4930 22.3931 13840 2 423.7501 ‐1.8144
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 988.5673 AASVGEITLK 3990.4040 988.5676 23.7271 7227 1 988.5676 1.25
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 903.4418 PSDTDLGAK 11374.4300 903.4423 34.0817 5347 1 903.4423 1.44
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 795.3672 WYGQLE 102.9051 795.3698 33.7253 4575 1 795.3698 3.36
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 932.4625 IQGVWYGQ 2100.4270 932.4598 31.2843 4311 1 932.4598 ‐2.0914
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1197.6586 AAVTVQLPGGER 370.9769 1197.6604 28.6343 4097 2 599.3338 0.4870
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 747.3824 IQGVWY 3436.6880 747.3802 31.2509 3048 1 747.3802 ‐2.7870
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 917.5302 ASVGEITLK 225.6392 917.5331 24.9454 2613 2 459.2702 1.35
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 474.3286 ITLK 178.9516 474.3281 23.9104 2489 1 474.3281 ‐1.4935
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1209.5746 DASGKPDSFTGK 4600.8880 1209.5778 17.9702 1989 2 605.2926 1.71
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1538.7373 FKEEDGIDYAAVTV 472.7802 1538.7409 28.2097 1853 2 769.8741 2.0258
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 759.4611 VGEITLK 561.5457 759.4632 23.7267 1529 1 759.4632 3.0635
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 604.3301 EIQSK 2095.4400 604.3308 18.5348 1516 1 604.3308 1.1345
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 649.3304 RLTYD 2428.6130 649.3295 18.5687 1403 1 649.3295 ‐1.3552
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 719.3570 DEIQSK 2210.8250 719.3572 18.5742 1329 1 719.3572 0.4340
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 778.3730 RLTYDE 2160.1830 778.3715 18.5697 1144 1 778.3715 ‐1.5885
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 751.3621 PDSFTGK 17861.8900 751.3608 17.9768 1072 1 751.3608 ‐1.4217
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1698.7857 EEDGIDYAAVTVQLPGG 927.0666 1698.7923 30.6565 897 2 849.8998 3.24
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1544.7452 GGSTGYDNAVALPAGGR 658.7642 1544.7425 19.2734 4092 3 515.5857 ‐2.5551
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 None 1432.7067 QLDASGKPDSFTGK 245.0442 1432.7038 17.9667 1398 3 478.2394 ‐2.9408
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 16849.4200 35370.5190 73 57.23 Carbamidomethyl+C(8) 2440.1086 GTGTANQCPTIDGGSETFSFKPGK 198.2918 2440.1129 28.0255 1304 3 814.0425 1.08
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 6363.4050 18834.6932 4 27.59 None 1370.6910 TDPNVADAVAELR 73297.3000 1370.6928 28.8723 24918 2 685.8500 0.6028
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 6363.4050 18834.6932 4 27.59 None 1192.5766 ILEEMETAEK 6328.6930 1192.5772 21.6435 21980 2 596.7922 ‐0.5117
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 6363.4050 18834.6932 4 27.59 None 2575.3191 DIYSALNAVSGHYVSFGPTAPIPAK 3643.2280 2575.3278 20.9905 9991 3 859.1141 3.65
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 6363.4050 18834.6932 4 27.59 None 966.4085 EEMETAEK 2329.3190 966.4081 21.6347 1291 1 966.4081 0.4065
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1330.6849 VAGASADILDAAEK 84316.5500 1330.6859 25.1036 35095 2 665.8466 0.0179



NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1056.5796 VVAEAAQAAAR 64499.6500 1056.5801 15.4875 24835 2 528.7937 ‐0.7988
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1482.6707 KDDEESGGGLGGYAK 17178.2000 1482.6702 17.1416 9203 3 494.8949 ‐1.0702
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 3666.7552 LSSSTPEEPDHNKPVEGTETATRPATNA 2080.8510 3666.7564 22.0068 1534 4 917.4446 0.6364
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 1515.8013 GKVAGASADILDAAEK 870.3655 1515.7920 20.8717 1797 2 758.3997 ‐6.5428
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 858.4428 AEAAQAAAR 23440.8600 858.4440 15.4892 2804 1 858.4440 1.86
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 14325.3600 16163.6518 7 49.68 None 945.4888 ADILDAAEK 358.9909 945.4838 23.5680 1365 1 945.4838 ‐4.4941
NP_563961.1 chaperonin 10 Arabidopsis thaliana 10154.2400 10812.5025 7 47.96 None 1705.8643 EGDTVLLPEYGGTQVK 24264.2600 1705.8644 27.3490 20193 2 853.4358 ‐0.0209
NP_563961.1 chaperonin 10 Arabidopsis thaliana 10154.2400 10812.5025 7 47.96 None 1242.5485 DEDVLGTLHED 24397.2800 1242.5503 25.6911 10507 2 621.7788 0.5879
NP_563961.1 chaperonin 10 Arabidopsis thaliana 10154.2400 10812.5025 7 47.96 None 1086.6041 TESGILLPEK 31392.0100 1086.6066 23.8361 9820 2 543.8069 1.0479
NP_563961.1 chaperonin 10 Arabidopsis thaliana 10154.2400 10812.5025 7 47.96 None 1277.6273 LGENEYHLFR 2459.7030 1277.6336 25.3170 9720 2 639.3205 4.1034
NP_563961.1 chaperonin 10 Arabidopsis thaliana 3892.6380 10812.5025 7 47.96 None 1705.8643 EGDTVLLPEYGGTQVK 21473.7300 1705.8644 27.3490 20193 2 853.4358 0.0376
NP_563961.1 chaperonin 10 Arabidopsis thaliana 3892.6380 10812.5025 7 47.96 None 1277.6273 LGENEYHLFR 3789.8760 1277.6327 25.2748 8380 2 639.3200 3.14
NP_563961.1 chaperonin 10 Arabidopsis thaliana 3892.6380 10812.5025 7 47.96 None 435.2714 LFR 144.2128 435.2708 24.3825 3809 1 435.2708 ‐2.1520
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 1643.7871 NDDLDAVLEATPQSR 2584.3480 1643.7912 28.3209 4370 2 822.3993 2.22
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 911.4833 LGEPPVDGK 13138.6100 911.4842 16.5962 971 2 456.2457 ‐0.5354
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 1056.5837 AVSHFPTAVK 209.9314 1056.6038 25.2769 4006 2 528.8056 17.8563
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 1009.6153 LAPAVIVGGGR 290.6710 1009.6265 24.3115 2368 2 505.3169 9.57
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 903.4683 WASEIAAR 1042.9070 903.4678 19.8491 1155 2 452.2375 ‐2.1234
NP_563991.1 uncharacterized protein Arabidopsis thaliana 545.2161 34472.4488 6 7.67 None 1000.5422 VLEATPQSR 277.2323 1000.5428 27.1841 6155 1 1000.5428 1.18
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 1259.7028 LGALLDTMNALK 4277.0850 1259.7032 19.5493 16760 2 630.3552 ‐0.5747
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 1053.5211 ANVYLDSSGK 8836.9850 1053.5210 17.4386 7935 2 527.2641 ‐1.3743
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 1025.4534 RPSTDESSF 2859.3810 1025.4530 16.0883 5541 2 513.2301 ‐1.7275
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 856.5251 NLGLNVVK 4777.4650 856.5251 23.6629 4805 2 428.7662 ‐1.5375
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 Carbamidomethyl+C(2)
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 629.3981 GLNVVK 86.3148 629.3961 23.6477 1466 1 629.3961 ‐3.4303
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 702.2381 31465.7888 7 13.45 None 1036.4946 ANVYLDSSGK 235.2044 1036.4966 18.9786 1777 2 518.7519 0.6367
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 2006.8938 DNLTLWTSDLNEEGDER 2630.7160 2006.8934 31.4560 9452 2 1003.9503 0.3004
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 5967.3880 1275.6621 31.0673 8907 2 638.3347 ‐0.2843
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 1229.5797 YLAEFSSGAER 8031.1480 1229.5797 22.3966 7005 2 615.2935 ‐0.9258
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 1224.5743 EAADQSLEAYK 2388.8570 1224.5742 19.7297 6450 2 612.7907 ‐1.0097
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 879.4934 NLVSVGYK 435.4832 879.4920 21.2754 5583 2 440.2496 ‐3.2638
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 827.3934 DNLTLWT 611.5790 827.3918 30.5454 3781 1 827.3918 ‐1.5516
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 861.4829 NLVSVGYK 69.4355 861.4823 22.5573 799 2 431.2448 ‐2.2753
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1622.0940 29029.3586 9 26.77 None 862.4669 NLVSVGYK 116.2740 862.4647 20.9359 1501 1 862.4647 ‐2.1081
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 1761.9381 LLEATGISTVPGSGFGQK 22714.0300 1761.9397 17.4996 24852 2 881.4735 0.9199
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 1924.9175 DGYPSDPELIFLTDGASK 14743.6700 1924.9169 34.4925 19552 2 962.9621 0.0435
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 969.5728 LPTGALQAAK 12204.8100 969.5729 20.1447 15005 2 485.2901 ‐1.2517
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 1984.6970 1140.5774 18.4684 13590 2 570.7924 0.3191
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 2195.0610 TTILPAEDEMPEIMDSFKK 7595.0630 2195.0621 34.9738 13572 3 732.3589 0.2915
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 991.5207 EVAEFIQR 12733.4200 991.5222 22.0255 11394 2 496.2647 0.1183
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 15321.2700 1172.5078 20.7069 9030 2 586.7576 ‐0.7532
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 1783.8610 HYLSLTSGGLGAYSDSR 1683.6760 1783.8638 16.7848 8092 3 595.2928 1.0740
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 2066.9661 TTILPAEDEMPEIMDSFK 12803.2500 2066.9657 37.4642 7267 2 1033.9865 0.3911
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 879.4822 VVEEIYK 6122.6870 879.4824 18.5653 6676 2 440.2448 ‐1.3339
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 1225.5955 VLMEMGSPFSK 4907.6700 1225.5978 17.9468 6558 2 613.3025 0.8755
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIA 1139.4750 3041.5436 24.0603 5423 3 1014.5194 ‐4.5241
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 787.4672 GILESLR 1363.8060 787.4676 25.9593 3567 1 787.4676 0.6805
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 2600.3831 LLEATGISTVPGSGFGQKEGVFHLR 361.4488 2600.4065 21.0836 12753 3 867.4737 9.1194
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 2119.8702 FNDEFMTQYDNNFGYSK 1842.2150 2119.8665 31.2152 5630 2 1060.4369 ‐1.0477
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 1353.7849 LPTGALQAAKQAGK 909.2485 1353.7855 19.4750 24000 2 677.3964 ‐0.2281
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 2905.4110 EGVFHLRTTILPAEDEMPEIMDSFK 412.8446 2905.3815 35.8010 1814 3 969.1320 ‐9.8346
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 Carbamidomethyl+C(4) 829.4277 VFYCLK 157.8083 829.4260 17.2463 2821 2 415.2166 ‐3.7691
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 777.3890 PGSGFGQK 321.4769 777.3893 18.0396 2727 1 777.3893 0.5716
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 977.5051 TVPGSGFGQK 355.0996 977.5032 18.0991 2008 1 977.5032 ‐1.1036
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 663.3348 EEIYK 156.6896 663.3332 17.7381 1147 1 663.3332 ‐2.5765
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 759.4359 TGALQAAK 3146.5140 759.4350 20.1396 1017 1 759.4350 ‐1.0559
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 763.4097 AEFIQR 154.7912 763.4128 21.2755 993 1 763.4128 4.35
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3432.9830 53814.5894 43 39.50 None 916.4523 HYLSLTSGG 132.0681 916.4484 16.8006 764 1 916.4484 ‐3.6681
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 1924.9175 DGYPSDPELIFLTDGASK 13704.9400 1924.9169 34.4925 19552 2 962.9621 0.1242
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 969.5728 LPTGALQAAK 18980.1600 969.5729 20.1447 15005 2 485.2901 ‐1.2677
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 2195.0610 TTILPAEDEMPEIMDSFKK 6398.3150 2195.0621 34.9738 13572 3 732.3589 0.0564
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 991.5207 EVAEFIQR 11752.1800 991.5222 22.0255 11394 2 496.2647 0.1045
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 1373.7423 EVQLVSFHTVSK 2215.4530 1373.7391 25.1456 11169 2 687.3732 ‐3.0159
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1519.8720 2255.1278 29.7050 7737 3 752.3808 ‐0.0909
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 2066.9661 TTILPAEDEMPEIMDSFK 14257.5500 2066.9657 37.4642 7267 2 1033.9865 0.4862
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 879.4822 VVEEIYK 6111.8350 879.4824 18.5653 6676 2 440.2448 ‐1.3590
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 1225.5955 VLMEMGSPFSK 736.2584 1225.5890 21.1925 7502 2 613.2981 ‐6.2847
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 989.5262 ASELQKEGK 180.5404 989.5052 20.9553 5978 2 495.2562 ‐22.6536
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 2119.8702 FNDEFMTQYDNNFGYSK 748.9308 2119.8665 31.2152 5630 2 1060.4369 ‐0.9473
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 943.5683 GILESLRR 1174.1070 943.5571 27.5687 5407 2 472.2822 ‐13.3533
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 1128.6048 QLVSFHTVSK 351.3474 1128.6059 25.2792 3292 2 564.8066 ‐0.0901
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 904.4887 VSFHTVSK 1141.5090 904.4836 25.1548 3201 1 904.4836 ‐4.8954
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 681.3454 EEIYK 353.7104 681.3453 18.5702 1611 1 681.3453 ‐0.1221
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 966.4601 PEIMDSFK 267.8308 966.4624 38.7372 1442 1 966.4624 3.03
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 763.4097 AEFIQR 4198.4100 763.4119 21.9941 1441 1 763.4119 3.1643
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 759.4359 TGALQAAK 4630.6040 759.4350 20.1396 1017 1 759.4350 ‐0.9256
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2166.0000 53814.5894 43 39.50 None 1906.9069 DGYPSDPELIFLTDGASK 2245.2670 1906.9061 35.1778 1836 2 953.9567 ‐0.0664
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 243.7719 33776.2610 5 7.52 None 1614.8598 WGTIDVVVNNAGITR 3607.0450 1614.8596 18.4790 3931 2 807.9334 ‐0.3716



NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 243.7719 33776.2610 5 7.52 None 981.4380 ATDVDAMMK 1969.8290 981.4368 20.1417 2938 2 491.2220 ‐2.5706
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 243.7719 33776.2610 5 7.52 None 918.4752 TAAREGASR 658.7895 918.4902 34.1880 3216 1 918.4902 17.0190
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 243.7719 33776.2610 5 7.52 None 910.4009 TDVDAMMK 243.5475 910.4029 22.7911 1288 1 910.4029 2.59
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 243.7719 33776.2610 5 7.52 None 943.5320 VVNNAGITR 124.0257 943.5296 18.2862 862 2 472.2684 ‐3.9305
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1265.5545 GPSGSPWYGSDR 64343.9600 1265.5535 20.5549 156650 2 633.2804 ‐1.6878
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 983.4985 FGEAVWFK 55512.3900 983.4974 18.5484 118441 2 492.2523 ‐2.5691
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGL 21972.5500 3957.7634 22.5917 51959 3 1319.9260 ‐2.1925
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 982.5316 ELEVIHSR 32506.9100 982.5306 18.1858 28892 2 491.7689 ‐2.4050
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATD 6824.1390 3630.7774 25.0217 28431 3 1210.9306 ‐1.2125
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 23898.4700 1903.9930 25.2334 22068 2 952.5001 0.7458
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1252.6757 NRELEVIHSR 1660.1280 1252.6746 18.7096 5396 3 418.2297 ‐1.7387
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFVP 2039.1220 3092.5192 22.7852 7097 3 1031.5113 ‐0.5665
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1111.4803 SGSPWYGSDR 1885.0670 1111.4777 20.5599 3958 1 1111.4777 ‐1.1552
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 967.4268 SPWYGSDR 126.1768 967.4239 22.8019 3931 1 967.4239 ‐2.2231
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 779.4087 EAVWFK 675.8771 779.4092 18.5549 3769 1 779.4092 0.9033
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 789.4141 EAFAELK 54.8141 789.4104 23.9048 2375 1 789.4104 ‐4.4216
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 Carbamidomethyl+C(5) 1402.7512 GALGCVFPELLAR 1274.0830 1402.7532 25.5803 2197 2 701.8802 0.7898
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 920.4149 YLGPFSGES 151.3174 920.4187 24.8456 2193 1 920.4187 4.72
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1191.5892 ATDPEAFAELK 125.8580 1191.5929 24.1464 2045 2 596.3001 2.1047
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1163.5691 GLSADPETFAR 616.5340 1163.5649 22.5982 1747 1 1163.5649 ‐2.2834
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1120.5521 TDPEAFAELK 261.6109 1120.5585 23.9326 1506 2 560.7829 4.44
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1024.4483 GSPWYGSDR 1500.8350 1024.4469 20.5556 1368 1 1024.4469 ‐0.3653
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 783.3420 WYGSDR 333.8257 783.3428 20.5632 1123 1 783.3428 1.59
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 853.4890 LEVIHSR 486.2811 853.4876 18.1805 1115 2 427.2474 ‐3.3051
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 3123.3894 YLGPFSGESPSYLTGEFPGDYGWDTAGL 357.9952 3123.4007 22.6240 957 3 1041.8051 4.1030
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1336.6743 VAGNGPLGEAEDLL 206.3803 1336.6744 24.9969 834 2 668.8408 ‐0.7060
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 12020.7500 28284.1671 23 55.81 None 1205.5797 VAGNGPLGEAEDL 122.7859 1205.5847 23.3874 819 2 603.2960 3.1613
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1369.6180 22131.7358 4 20.62 None 1849.9463 TILSSETMDIPDSVTIK 15629.7600 1849.9377 31.9837 20188 2 925.4725 ‐4.3828
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 664.8514 22131.7358 4 20.62 None 1582.8547 TALSHVDNLISGVTR 3406.3470 1582.8545 17.8598 16013 3 528.2897 ‐1.2388
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 664.8514 22131.7358 4 20.62 None 1792.9017 FVYAHFPINASIGGDGK 3192.1210 1792.9083 18.1178 15198 3 598.3076 2.16
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 664.8514 22131.7358 4 20.62 None 981.4789 IDSWFGTR 2952.4880 981.4799 17.0004 4996 2 491.2436 ‐0.8526
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1849.9463 TILSSETMDIPDSVTIK 19517.8000 1849.9377 31.9837 20188 2 925.4725 ‐4.4559
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1582.8547 TALSHVDNLISGVTR 3720.1110 1582.8545 17.8598 16013 3 528.2897 ‐0.8105
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1792.9017 FVYAHFPINASIGGDGK 1785.1580 1792.9083 18.1178 15198 3 598.3076 3.1810
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1170.6041 FLDGIYVSEK 2088.9650 1170.6077 17.3863 8279 2 585.8075 2.0556
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1914.0178 VKDEIVLDGNDIELVSR 2177.9230 1914.0201 30.2364 7419 3 638.6782 0.7971
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 981.4789 IDSWFGTR 5523.7350 981.4799 17.0004 4996 2 491.2436 ‐0.3490
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 898.4993 VIEVEGPR 400.1953 898.4799 21.8864 5696 1 898.4799 ‐21.0142
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1867.9912 HLNLDFQLIKDPETGK 606.7465 1867.9891 28.8792 2067 3 623.3346 ‐1.5547
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 1083.6157 VIEVEGPRGK 1418.7370 1083.6212 26.1420 2337 2 542.3143 3.09
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 2258.1874 SEKVKDEIVLDGNDIELVSR 414.7814 2258.1951 22.5444 1380 3 753.4032 3.08
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2747.2460 22131.7358 11 58.25 None 724.3876 VIEVEGP 473.4589 724.3868 21.9601 4738 1 724.3868 ‐1.0690
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 986.9547 17602.4973 5 26.32 None 2085.0645 AGELSAAEIDNLMTIVANPR 5162.3740 2085.0604 22.0727 18425 2 1043.0338 ‐1.3315
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 986.9547 17602.4973 5 26.32 None 1354.6671 YSQVVSNALDMK 3224.5600 1354.6678 25.5678 13103 2 677.8375 ‐0.2280
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 986.9547 17602.4973 5 26.32 None 948.4567 ADVDMNKR 1009.3630 948.4805 17.5579 1823 2 474.7439 23.5608
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 986.9547 17602.4973 5 26.32 None 770.4519 TIVANPR 110.3017 770.4501 21.1328 1295 1 770.4501 ‐2.2110
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 986.9547 17602.4973 5 26.32 None 1529.7516 AGELSAAEIDNLMTI 207.2455 1529.7493 20.9173 798 3 510.5880 ‐2.1857
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 965.2431 52163.9808 10 11.47 None 2302.1337 VVTIDSYEDVPTYSEESLKK 18033.5600 2302.1380 27.5019 29845 3 768.0508 1.37
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 965.2431 52163.9808 10 11.47 None 1589.8758 AVAHQPISIAIEAGGR 5329.4440 1589.8755 24.9097 9167 3 530.6300 ‐0.8744
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 2302.1337 VVTIDSYEDVPTYSEESLKK 14320.0100 2302.1380 27.5019 29845 3 768.0508 1.59
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 1589.8758 AVAHQPISIAIEAGGR 5196.6250 1589.8755 24.9097 9167 3 530.6300 ‐1.0379
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 1181.6313 FEIFKDNLR 87.2801 1181.6534 23.3149 1907 2 591.3303 17.6483
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 2149.0421 DNLRFVDEHNEKNLSYR 580.1851 2149.0436 25.1831 1131 4 538.0164 ‐0.4458
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 1650.7871 FVDEHNEKNLSYR 498.5923 1650.7806 23.4493 919 2 825.8939 ‐4.0484
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 892.4523 EKNLSYR 161.8137 892.4494 22.7840 1223 1 892.4494 ‐2.6143
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 971.4581 DNLRFVDE 135.3889 971.4617 22.1400 1028 1 971.4617 4.67
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 801.5837 52163.9808 10 11.47 None 1163.6208 FEIFKDNLR 182.7997 1163.6222 24.9010 1225 2 582.3147 0.1521
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 1634.8636 AAEAVEEFGGILTSIK 2378.5210 1634.8644 36.1897 7323 2 817.9358 0.3038
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 1715.8673 DLMAADWAELPSAVVK 3087.1640 1715.8728 36.6048 4415 2 858.4401 3.1755
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 802.4166 GTAQAQAR 440.3682 802.4235 23.0964 3092 1 802.4235 8.40
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 1404.7594 VGSLLQGSHHIEK 164.4634 1404.7420 32.9690 1726 2 702.8746 ‐12.9936
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 1230.6589 SLLQGSHHIEK 162.9284 1230.6592 31.9772 3042 2 615.8333 ‐0.6877
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 362.3033 28163.0352 13 25.68 None 785.3900 GTAQAQAR 170.2718 785.3903 23.1713 1567 1 785.3903 0.6209
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 1634.8636 AAEAVEEFGGILTSIK 1797.2290 1634.8644 36.1897 7323 2 817.9358 0.3551
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 1715.8673 DLMAADWAELPSAVVK 5780.0690 1715.8728 36.6048 4415 2 858.4401 3.50
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 2123.0219 YAEYLDSFEPEEVYLKK 777.5864 2123.0211 31.8420 1850 3 708.3452 ‐0.8764
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 1994.9270 YAEYLDSFEPEEVYLK 509.6102 1994.8876 35.5816 3595 3 665.6340 ‐20.3066
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 1752.9127 VTVLGTSGLSGSYVEQR 1108.6400 1752.9190 27.1273 2590 2 876.9631 3.14
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 1034.5551 KVEMELGTK 145.6304 1034.5489 22.9114 4306 2 517.7781 ‐7.2376
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 628.2349 28163.0352 13 25.68 None 640.2977 YAEYL 82.6813 640.3003 30.7414 2357 1 640.3003 4.0167
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1566.7547 GQAGGLTFFAPSEER 3433.4520 1566.7554 29.5627 8759 2 783.8813 0.1785
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 2166.0350 FQEVPETGVSFADVAGADQAK 1465.7360 2166.0330 28.8858 7178 2 1083.5201 ‐0.0417
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 Carbamidomethyl+C(2) 1155.6191 GCLLVGPPGTGK 3704.1570 1155.6156 23.6318 4034 2 578.3115 ‐4.0635
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 2019.0546 SSSNFFLGSHIIISSPTPK 330.7905 2019.0260 38.5599 10531 2 1010.0166 ‐13.5553
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1070.5517 YSEFLNAVK 1267.1220 1070.5307 23.0522 10282 2 535.7690 ‐20.8116
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1373.7019 DGSVVQLTAVDNR 569.6784 1373.6742 23.2905 4025 2 687.3407 ‐20.8241
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 2715.2566 VAEEVIFGDENVTTGASNDFMQVSR 647.8135 2715.2605 33.1279 3922 3 905.7584 1.46
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 2254.0908 DYSMATADIVDAEVRELVEK 2149.3260 2254.0992 33.1845 2919 2 1127.5532 4.41
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1504.7489 EISKDEISDALER 400.2206 1504.7812 34.4487 1587 2 752.8943 21.0638



NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 Carbamidomethyl+C(5) 2174.1387 SKAPCIVFIDEIDAVGRQR 195.2772 2174.1269 38.7532 2201 3 725.3805 ‐5.8577
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 Oxidation+M(2) 1258.6249 QMIERFGFSK 537.0847 1258.6304 30.8667 2498 2 629.8189 3.36
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1273.6212 SSSNFFLGSHII 525.7103 1273.6197 37.3531 2400 1 1273.6197 0.5875
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1185.5422 VAEEVIFGDEN 145.3785 1185.5450 30.8471 2029 2 593.2762 1.98
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 1386.6424 VAEEVIFGDENVT 181.1022 1386.6470 33.0833 949 2 693.8271 2.91
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 301.9718 76930.5472 32 10.75 None 924.4462 YSEFLNAV 231.2137 924.4409 24.4532 791 1 924.4409 ‐4.8714
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 2274.1547 TPGFTGADLQNLMNEAAILAAR 1083.3850 2274.1491 23.4473 6969 2 1137.5782 ‐1.2210
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1508.7526 SYLENQMAVALGGR 4995.5230 1508.7532 18.4997 6045 2 754.8803 ‐0.1886
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1735.8973 FSKDGSVVQLTAVDNR 173.2792 1735.8992 20.5681 1289 2 868.4532 1.0191
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1874.9706 ELKEISKDEISDALER 464.7066 1875.0150 18.5420 11562 3 625.6765 22.9952
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1604.9006 ATEIITTHIDILHK 569.1880 1604.8665 16.7289 6190 3 535.6270 ‐22.2856
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1332.7409 LELQEVVDFLK 1611.7340 1332.7426 22.2541 3267 2 666.8749 0.1839
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 Carbamidomethyl+C(2) 1155.6191 GCLLVGPPGTGK 590.3306 1155.5974 18.0913 2520 2 578.3023 ‐20.2797
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1566.7547 GQAGGLTFFAPSEER 528.6909 1566.7885 18.4903 1845 2 783.8979 21.0991
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 2275.0958 IGQVAVGGPGGNPFMGQQMSSQK 159.9807 2275.0394 19.3681 1088 2 1138.0233 ‐23.5548
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 2430.2558 TPGFTGADLQNLMNEAAILAARR 100.4059 2430.3112 23.8923 976 3 810.7753 22.8820
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 3151.6535 ISIIPRGQAGGLTFFAPSEERLESGLYSR 604.4229 3151.6476 19.9130 6369 4 788.6674 ‐1.8585
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 2381.1619 SKFQEVPETGVSFADVAGADQAK 447.1419 2381.1664 21.1946 1170 3 794.3936 1.04
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1259.6089 SYLENQMAVALG 542.5395 1259.6143 19.0953 2329 2 630.3108 3.0687
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1234.6215 IGQVAVGGPGGNPF 121.7083 1234.6190 18.4129 1524 2 617.8131 ‐3.3394
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1102.5164 TPGFTGADLQN 199.7575 1102.5147 25.1707 1187 1 1102.5147 ‐0.2666
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 1314.7304 LELQEVVDFLK 1581.0180 1314.7322 20.9100 9427 2 657.8697 0.2733
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 210.4476 76930.5472 32 10.75 None 2364.1354 SKFQEVPETGVSFADVAGADQAK 137.5014 2364.1420 22.4625 1747 2 1182.5746 4.12
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1590.9214 ALEGADLVIIPAGVPR 47388.6000 1590.9237 19.8266 26161 2 795.9655 1.84
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 16383.5500 3007.5848 21.6900 24281 3 1003.1998 0.4495
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1497.6890 SEVVGYMGDDNLAK 63461.3800 1497.6899 24.4767 23239 2 749.3486 0.1454
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1318.7001 DDLFNINAGIVK 28599.1400 1318.6993 32.3291 21743 2 659.8533 ‐1.4364
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1793.0717 VAILGAAGGIGQPLALLMK 55342.6800 1793.0739 22.9247 15207 2 897.0406 1.20
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1219.7045 LFGVTTLDVVR 8359.3410 1219.7040 19.6970 11080 2 610.3556 ‐1.4017
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1233.5957 TQDGGTEVVEAK 593.4063 1233.5958 33.8215 2091 2 617.3015 ‐0.8990
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1306.6862 PGVAADVGHINTR 288.7187 1306.6851 21.9149 861 2 653.8462 ‐1.6195
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10602.8600 36032.6349 15 33.14 None 1301.6736 DDLFNINAGIVK 267.7860 1301.6790 33.6104 4372 2 651.3431 3.54
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 None 1590.9214 ALEGADLVIIPAGVPR 68704.6300 1590.9237 19.8266 26161 2 795.9655 1.0626
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 14362.6000 3007.5848 21.6900 24281 3 1003.1998 0.8951
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 None 1793.0717 VAILGAAGGIGQPLALLMK 58887.7100 1793.0739 22.9247 15207 2 897.0406 1.82
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 None 1219.7045 LFGVTTLDVVR 7344.0920 1219.7040 19.6970 11080 2 610.3556 ‐1.7615
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 Carbamidomethyl+C(11) 2971.4758 GLNGVPDVIECSYVQSTITELPFFASK 157.4060 2971.4151 20.9078 10173 3 991.1432 ‐19.6182
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7975.6330 36032.6349 15 33.14 None 1450.7577 QSTITELPFFASK 76.4335 1450.7520 19.5968 2618 2 725.8796 ‐4.6715
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 5683.7420 1797.0460 22.5577 9175 2 899.0266 0.3436
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 1113.6085 IGPMLNELAR 4191.3700 1113.6088 17.2801 7625 2 557.3080 ‐0.8804
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 1004.4836 SYLFFDGR 2649.9140 1004.4846 18.4667 4375 2 502.7460 ‐0.3304
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 3116.5100 2628.4000 21.7263 3784 3 876.8049 0.4678
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 Carbamidomethyl+C(8)
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 1827.8483 FNQMKAANWNDDFVK 1025.0820 1827.8370 28.0284 3587 2 914.4221 ‐6.0347
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 1595.8639 LKNDISLLYSSGASK 1445.4930 1595.8643 16.3928 2408 3 532.6263 ‐0.4064
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 Carbamidomethyl+C(2) 1853.8640 LCEYQRSYLFFDGR 292.6855 1853.8796 32.8749 1302 2 927.4434 8.63
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 709.3740 PNVHSR 78.5233 709.3715 24.2283 1665 1 709.3715 ‐3.5070
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 210.7318 1309.7610 23.6156 1444 2 655.3841 ‐4.6864
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 None 1810.8217 FNQMKAANWNDDFVK 501.0588 1810.8202 27.5248 2708 2 905.9137 ‐0.7409
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 641.9127 43599.5392 22 29.02 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 380.4346 1780.0243 22.2547 810 2 890.5158 3.0552
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 9736.6810 1797.0460 22.5577 9175 2 899.0266 0.3322
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1113.6085 IGPMLNELAR 3879.4720 1113.6088 17.2801 7625 2 557.3080 ‐1.3043
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1393.7362 FSDGLIAPDFLAK 3054.9790 1393.7398 20.1665 5204 2 697.3735 1.77
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 2110.7950 2628.4000 21.7263 3784 3 876.8049 0.6808
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1450.7729 TLLPQTFWPYGK 562.0010 1450.7461 17.8935 1237 2 725.8767 ‐19.2272
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1595.8639 LKNDISLLYSSGASK 1329.2870 1595.8643 16.3928 2408 3 532.6263 ‐0.8267
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1693.9061 TLLPQTFWPYGKSR 720.1633 1693.9217 20.8833 897 2 847.4645 9.0657
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 Oxidation+M(5) 2140.0783 KSVFMIYIGANDYLNFTK 746.3205 2140.0758 25.6137 869 2 1070.5416 ‐0.2565
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 None 1000.5244 GPMLNELAR 260.5471 1000.5256 18.9306 933 2 500.7664 ‐0.6964
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 769.4774 43599.5392 22 29.02 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 256.5934 1780.0243 22.2547 810 2 890.5158 3.0335
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 1649.8017 DGGTYIDAILPGGSADK 5429.1980 1649.8033 31.1084 6254 2 825.4053 0.7650
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 1166.5874 EIQMQNYLK 243.2361 1166.5901 27.0536 3966 2 583.7987 1.54
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 2138.0917 VIATSAVFGTEIWPAAEYGR 908.4737 2138.0630 22.5504 3702 2 1069.5351 ‐12.7079
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 1016.5483 EQKAQREK 1490.5120 1016.5514 18.2191 2151 2 508.7793 1.60
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 560.3151 QREK 868.3159 560.3151 17.1440 3107 1 560.3151 ‐0.4745
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 1148.5769 EIQMQNYLK 663.6122 1148.5743 26.0695 4127 2 574.7908 ‐3.3461
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 1149.5609 EIQMQNYLK 631.5187 1149.5594 24.4082 1377 2 575.2833 ‐2.3868
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 336.2835 37581.1583 15 15.82 None 999.5218 EQKAQREK 156.3883 999.5215 16.1913 1224 2 500.2644 ‐1.6800
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 1649.8017 DGGTYIDAILPGGSADK 3737.0340 1649.8033 31.1084 6254 2 825.4053 0.8178
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 1166.5874 EIQMQNYLK 409.4679 1166.5901 27.0536 3966 2 583.7987 1.94
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 Carbamidomethyl+C(23)
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 1491.7914 DLREGLQFSKNGK 137.5791 1491.7820 25.8064 838 3 497.9322 ‐7.2033
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 631.3046 PGGSADK 125.8435 631.3018 30.9066 2006 1 631.3018 ‐4.5449
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 613.2940 PGGSADK 55.7716 613.2961 32.3511 1574 1 613.2961 3.91
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 277.6338 37581.1583 15 15.82 None 1148.5769 EIQMQNYLK 474.9233 1148.5743 26.0695 4127 2 574.7908 ‐3.3439
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 1615.8830 16203.9756 2 13.89 None 1305.6355 SALMVDADQVEK 19047.1500 1305.6379 23.4088 8394 2 653.3226 1.0112
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 1615.8830 16203.9756 2 13.89 None 843.5121 KPVMAAVK 515.1619 843.4938 22.2547 3598 1 843.4938 ‐21.2827
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1075.9560 12461.4333 2 24.11 Carbamidomethyl+C(3) 1717.8677 VSCLSIVDPGDSDIIK 6410.4290 1717.8703 30.5345 17056 2 859.4388 1.17
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 1075.9560 12461.4333 2 24.11 None 1317.6395 SEIEYYAMLAK 1630.9240 1317.6448 29.5184 11971 2 659.3260 3.95



NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 1334.5643 YEEMVEFMEK 50670.8100 1334.5658 28.7937 29126 2 667.7865 0.3548
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 907.5247 NLLSVAYK 3542.7380 907.5253 16.4394 28228 2 454.2663 ‐0.8803
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 1589.7653 VSAAVDGDELTVEER 6930.3860 1589.7690 23.8375 11858 2 795.3882 2.0578
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 2128.9921 QAFDEAIAELDTLGEESYK 4802.5840 2128.9918 37.6896 10858 2 1064.9995 0.5666
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 917.5302 IISSIEQK 4294.8730 917.5294 18.3394 3269 2 459.2683 ‐2.3902
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKPT 632.1723 3460.5714 34.7565 3365 3 1154.1953 1.54
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 680.3978 LSVAYK 3357.5120 680.3974 16.4381 4833 1 680.3974 ‐0.5509
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 1162.5222 DGDELTVEER 192.1615 1162.5277 21.4858 2946 2 581.7675 3.43
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 939.4418 PKPTEEQQ 97.2505 939.4394 34.9289 1439 1 939.4394 ‐1.8750
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 691.3621 SSIEQK 272.2863 691.3619 17.4020 1377 1 691.3619 ‐0.2627
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 1042.4584 EMVEFMEK 730.3656 1042.4622 28.8043 1336 1 1042.4622 4.35
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3789.0110 29275.8020 24 39.00 None 889.5142 NLLSVAYK 132.4171 889.5133 16.8464 2895 2 445.2603 ‐2.5113
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 1334.5643 YEEMVEFMEK 60239.9300 1334.5658 28.7937 29126 2 667.7865 0.3757
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 2128.9921 QAFDEAIAELDTLGEESYK 6805.8710 2128.9918 37.6896 10858 2 1064.9995 0.6679
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKPT 2409.4730 3460.5714 34.7565 3365 3 1154.1953 0.8904
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 917.5302 IISSIEQK 3310.9110 917.5294 18.3394 3269 2 459.2683 ‐2.4114
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 1589.7653 VSAAVDGDELTVEER 2663.3760 1589.7693 27.3779 4932 2 795.3883 2.25
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 Carbamidomethyl+C(11) 1762.9256 SKIETELSGICDGILK 2057.6040 1762.9254 31.6748 6519 3 588.3133 ‐0.7933
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 2905.3118 YEEMVEFMEKVSAAVDGDELTVEER 806.6281 2905.3272 36.7229 1482 3 969.1139 5.27
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 633.3202 TVEER 123.0316 633.3233 27.5496 6026 1 633.3233 4.63
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 939.4418 PKPTEEQQ 244.9746 939.4394 34.9289 1439 1 939.4394 ‐1.7677
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 1042.4584 EMVEFMEK 1152.3590 1042.4622 28.8043 1336 1 1042.4622 4.77
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3408.1360 29275.8020 24 39.00 None 691.3621 SSIEQK 728.5892 691.3594 18.3479 1002 1 691.3594 ‐3.8588
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1367.6842 FANFSIESEVPK 11394.0800 1367.6849 29.2265 18486 2 684.3461 ‐0.1728
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1284.6947 NPILPSDPYLR 7394.8010 1284.6958 28.7614 10547 2 642.8515 0.0445
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1541.7231 GVEFEYREEDLR 7134.0420 1541.7231 24.4237 6569 3 514.5792 ‐0.6710
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1169.5990 FWADFIDKK 3317.9540 1169.6012 18.2024 5755 2 585.3042 0.8270
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 877.5029 DFIEILK 6100.8400 877.5035 31.5702 5743 1 877.5035 1.1455
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 899.4258 GVEFEYR 5401.9240 899.4267 21.9594 4183 2 450.2170 ‐0.4634
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 2025.9925 ANEVILLDFWPSMFGMR 1135.4020 2026.0067 35.2321 4176 3 676.0071 6.77
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1845.9593 SLPDPEKVTEFVSELR 6054.0450 1845.9607 35.8346 12565 3 615.9918 0.3223
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1432.7067 VWATKGEEQEAGK 1478.5750 1432.7080 25.1066 2644 2 716.8576 0.3318
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1710.9286 NPILPSDPYLRAQAR 321.4777 1710.9406 19.5704 2321 2 855.9740 6.59
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1980.4180 25707.6329 17 46.12 None 1110.5830 NPILPSDPYL 183.5507 1110.5866 27.1842 2806 2 555.7969 2.1014
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 1367.6842 FANFSIESEVPK 8817.9070 1367.6849 29.2265 18486 2 684.3461 ‐0.1485
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 1284.6947 NPILPSDPYLR 7876.1920 1284.6958 28.7614 10547 2 642.8515 0.0604
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 877.5029 DFIEILK 7349.8880 877.5035 31.5702 5743 1 877.5035 1.08
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 1079.5732 VTEFVSELR 2990.6390 1079.5664 25.4194 14723 2 540.2869 ‐7.4371
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 1845.9593 SLPDPEKVTEFVSELR 7397.3240 1845.9607 35.8346 12565 3 615.9918 0.1285
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1236.6120 25707.6329 17 46.12 None 1110.5830 NPILPSDPYL 293.3683 1110.5866 27.1842 2806 2 555.7969 2.0997
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 1817.8606 TGTPLVYGGWPDHDFR 797.9576 1817.8620 30.0498 12861 3 606.6255 0.3404
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 2240.9982 VVNEGEFGEYITEYDASYR 1921.1280 2240.9953 32.2679 12406 2 1121.0013 ‐0.4062
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 951.5258 GTVTFAVTR 2929.9910 951.5244 22.1333 8072 2 476.2659 ‐2.8746
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 960.4686 WIWDANR 7323.5570 960.4697 17.9107 5769 2 480.7385 ‐0.3108
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 1228.6280 NGNLVLAEADGR 4934.3010 1228.6307 22.8430 3343 2 614.8190 1.1896
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 1394.6991 AYSYFPAATYLK 1858.8050 1394.6972 25.3419 5685 2 697.8522 ‐1.9903
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 2071.0818 INYNGTISYLRLGSDGSLK 742.4358 2071.0854 21.1684 4278 3 691.0333 1.58
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 3102.4810 DESTMRWIWDANRNNPVGENATLSLG 713.9009 3102.4955 38.5943 2228 4 776.3793 4.23
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 776.4149 LGSDGSLK 164.1879 776.4130 20.1513 4587 1 776.4130 ‐2.2366
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 460.2503 51027.4331 20 20.66 None 1376.6885 AYSYFPAATYLK 134.7073 1376.6951 25.1110 2386 2 688.8512 4.0845
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 1817.8606 TGTPLVYGGWPDHDFR 1347.1750 1817.8620 30.0498 12861 3 606.6255 0.1500
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 2240.9982 VVNEGEFGEYITEYDASYR 2253.6750 2240.9953 32.2679 12406 2 1121.0013 ‐0.2935
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 951.5258 GTVTFAVTR 2962.7390 951.5240 22.1076 7459 2 476.2656 ‐3.3763
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 1394.6991 AYSYFPAATYLK 5856.8030 1394.6977 25.2863 4947 2 697.8525 ‐1.6258
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 1313.6848 INYNGTISYLR 854.4169 1313.6754 23.3607 4023 2 657.3413 ‐7.9703
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 1228.6280 NGNLVLAEADGR 269.4718 1228.6423 29.4347 1117 2 614.8248 10.73
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 3102.4810 DESTMRWIWDANRNNPVGENATLSLG 1252.0630 3102.4955 38.5943 2228 4 776.3793 4.88
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 2071.0818 INYNGTISYLRLGSDGSLK 205.7926 2071.0674 35.3091 1241 2 1036.0374 ‐6.2717
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 752.4301 TISYLR 200.8781 752.4296 23.3893 1212 1 752.4296 ‐0.4665
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 382.3146 51027.4331 20 20.66 None 1799.8500 TGTPLVYGGWPDHDFR 237.8502 1799.8568 31.2147 2159 2 900.4320 3.26
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 920.4910 ITMIWEK 48898.0500 920.4911 17.4151 115218 2 460.7492 ‐1.4428
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 70855.2400 1756.8388 16.6001 72276 3 586.2844 0.8510
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1439.6471 EIDDENMAVTFR 102191.9000 1439.6478 26.6954 47692 2 720.3275 ‐0.0740
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1240.6354 GLEGHVMEQLK 16794.5600 1240.6355 23.0692 44560 2 620.8214 ‐0.8260
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 Carbamidomethyl+C(7) 947.4503 SPDDIICK 36553.7300 947.4494 19.0599 37300 2 474.2283 ‐2.3999
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1399.7620 VYDVIFQFIQK 42985.9400 1399.7626 21.5764 33694 2 700.3849 ‐0.2283
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1568.6356 QNDDMPEPSNYMK 46556.1900 1568.6378 23.6435 28323 2 784.8225 1.1033
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1595.7482 REIDDENMAVTFR 5907.7370 1595.7498 24.8270 11957 3 532.5881 0.3473
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1365.7260 ATSGTYVTEVPLK 297.5202 1365.7358 23.2790 5156 3 455.9168 6.35
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1385.6729 SLAADMDDHVLKA 39425.6400 1385.6723 25.3747 35568 2 693.3398 ‐1.0847
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 565.0014 1643.7585 16.6644 8378 2 822.3829 3.08
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1185.5569 AADMDDHVLKA 56924.6700 1185.5578 25.3696 6541 2 593.2825 ‐0.2544
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 923.5349 IFQFIQK 180.6593 923.5396 19.9246 3650 2 462.2734 3.31
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 Carbamidomethyl+C(5) 763.3655 DDIICK 12957.6600 763.3641 19.0569 2749 1 763.3641 ‐1.6020
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 739.3443 PSNYMK 194.6300 739.3453 21.5527 2632 1 739.3453 1.78
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1114.5197 ADMDDHVLKA 6963.7170 1114.5178 25.3617 1665 2 557.7626 ‐2.8497
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1197.5205 DDENMAVTFR 567.9041 1197.5211 26.6922 1318 1 1197.5211 1.11
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 965.4397 PEPSNYMK 1280.2970 965.4427 26.0471 1170 1 965.4427 3.32



NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1088.5259 ATSGTYVTEVP 309.3139 1088.5255 21.6885 846 1 1088.5255 0.8277
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1193.4966 DMPEPSNYMK 158.8344 1193.4924 19.4595 797 2 597.2498 ‐4.5003
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1347.7155 ATSGTYVTEVPLK 319.8234 1347.7155 26.3162 1252 2 674.3614 ‐0.6795
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 27791.2400 17626.9417 30 68.21 None 1551.6090 QNDDMPEPSNYMK 6403.7010 1551.6139 25.9944 14533 2 776.3106 2.10
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 920.4910 ITMIWEK 31085.2700 920.4911 17.4151 115218 2 460.7492 ‐1.9832
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 57999.0800 1756.8388 16.6001 72276 3 586.2844 0.5294
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 1399.7620 VYDVIFQFIQK 38673.8200 1399.7626 21.5764 33694 2 700.3849 ‐0.4795
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 1496.7665 MATSGTYVTEVPLK 3306.6130 1496.7398 17.2465 935 2 748.8735 ‐18.4812
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 1385.6729 SLAADMDDHVLKA 553.0745 1385.6715 16.1342 1060 2 693.3394 ‐1.9626
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 706.3593 MIWEK 10522.1400 706.3604 17.4121 10461 1 706.3604 1.52
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 12628.2700 1457.6757 16.5995 3651 2 729.3415 1.1336
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 9942.3090 17626.9417 30 68.21 None 1478.7559 MATSGTYVTEVPLK 226.1474 1478.7502 16.4055 3259 2 739.8787 ‐4.6034
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 920.4910 ITMIWEK 48898.0500 920.4911 17.4151 115218 2 460.7492 ‐1.4428
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 70855.2400 1756.8388 16.6001 72276 3 586.2844 0.8510
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1240.6354 GLEGHVMEQLK 16794.5600 1240.6355 23.0692 44560 2 620.8214 ‐0.8260
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1403.7205 VYDLIYQFSQK 15711.6000 1403.7219 19.1975 10899 2 702.3646 0.3594
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1383.5733 TDDSPEPSNYMK 10563.8700 1383.5721 19.7255 5920 2 692.2897 ‐1.5229
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1365.7260 ATSGTYVTEVPLK 297.5202 1365.7358 23.2790 5156 3 455.9168 6.35
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1413.7042 SVVADMDEHVLKA 1644.0820 1413.7037 25.9507 11973 2 707.3555 ‐0.9676
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1539.6744 RTDDSPEPSNYMK 2343.0070 1539.6723 18.3579 2233 3 513.8956 ‐2.0329
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 2441.1476 ITMIWEKRTDDSPEPSNYMK 243.7193 2441.1382 32.1287 1569 4 611.0400 ‐4.7930
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 Carbamidomethyl+C(7) 1834.9078 SPDDIVCKITMIWEK 361.7891 1834.9160 17.4128 1248 3 612.3102 3.95
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 565.0014 1643.7585 16.6644 8378 2 822.3829 3.08
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 627.2984 SPDDIV 165.2580 627.2979 18.6536 2308 1 627.2979 ‐1.0350
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1088.5259 ATSGTYVTEVP 309.3139 1088.5255 21.6885 846 1 1088.5255 0.8277
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 12069.2800 17715.9655 25 59.60 None 1347.7155 ATSGTYVTEVPLK 319.8234 1347.7155 26.3162 1252 2 674.3614 ‐0.6795
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 920.4910 ITMIWEK 31085.2700 920.4911 17.4151 115218 2 460.7492 ‐1.9832
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 57999.0800 1756.8388 16.6001 72276 3 586.2844 0.5294
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 1403.7205 VYDLIYQFSQK 14876.0300 1403.7219 19.1975 10899 2 702.3646 0.1106
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 1496.7665 MATSGTYVTEVPLK 3306.6130 1496.7398 17.2465 935 2 748.8735 ‐18.4812
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 Carbamidomethyl+C(18) 3219.6105 VYDLIYQFSQKSPDDIVCKITMIWEK 702.4688 3219.6287 25.5601 5750 3 1073.8811 6.98
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 Carbamidomethyl+C(7) 1834.9078 SPDDIVCKITMIWEK 257.2714 1834.9160 17.4128 1248 3 612.3102 3.58
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 706.3593 MIWEK 10522.1400 706.3604 17.4121 10461 1 706.3604 1.52
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 12628.2700 1457.6757 16.5995 3651 2 729.3415 1.1336
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 Carbamidomethyl+C(14) 2729.3678 IYQFSQKSPDDIVCKITMIWEK 420.3180 2729.3574 25.4698 2765 3 910.4573 ‐3.3056
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 1478.7559 MATSGTYVTEVPLK 226.1474 1478.7502 16.4055 3259 2 739.8787 ‐4.6034
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 8208.6950 17715.9655 25 59.60 None 1385.7100 VYDLIYQFSQK 287.4175 1385.7077 17.6787 986 2 693.3575 ‐2.5733
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 956.4836 YGDYIGIR 6639.1360 956.4821 23.5172 13072 2 478.7447 ‐3.0138
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 950.4942 GNLDIFSGK 6477.0070 950.4937 26.4968 12062 2 475.7505 ‐1.9610
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 990.5214 AGTDSIISAR 2078.8510 990.5203 19.3229 8271 2 495.7638 ‐2.5511
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 660.3675 VGSEIR 130.1639 660.3823 24.4252 121373 1 660.3823 22.2144
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 1461.7373 VYDKYGDYIGIR 1730.7320 1461.7242 19.2680 3625 2 731.3657 ‐9.4478
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 726.6428 20414.8899 9 16.94 None 779.4298 LDIFSGK 234.7332 779.4307 25.9577 3247 1 779.4307 1.36
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 273.1872 20414.8899 9 16.94 None 950.4942 GNLDIFSGK 5554.8070 950.4937 26.4968 12062 2 475.7505 ‐1.9789
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 273.1872 20414.8899 9 16.94 None 779.4298 LDIFSGK 190.9949 779.4307 25.9577 3247 1 779.4307 1.14
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 273.1872 20414.8899 9 16.94 None 932.4836 GNLDIFSGK 327.4946 932.4840 24.7992 1404 2 466.7456 ‐1.0973
NP_565561.1 uncharacterized protein Arabidopsis thaliana 231.7433 19868.6120 3 12.9 None 1142.5510 ASMAATTNFTK 987.5048 1142.5526 25.8582 4117 2 571.7799 0.2472
NP_565561.1 uncharacterized protein Arabidopsis thaliana 231.7433 19868.6120 3 12.9 None 1212.6695 VTLSGNQQPIR 2237.0920 1212.6737 19.1768 1421 2 606.8405 2.16
NP_565561.1 uncharacterized protein Arabidopsis thaliana 231.7433 19868.6120 3 12.9 None 1494.6992 TDITEAAMELGSEK 459.5205 1494.7139 29.9663 2477 2 747.8606 9.85
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1029.5687 TAIAEGLAQR 32675.9300 1029.5696 19.8690 11710 2 515.2884 ‐0.4849
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1145.5545 QPTVSDASGQR 385.3346 1145.5592 18.3044 1881 2 573.2833 3.0116
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1558.8224 QKELNVQWEKEK 834.5211 1558.8101 26.4662 1816 2 779.9087 ‐8.2233
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1949.9563 VNLEIESAEREYDLNR 597.2582 1949.9586 19.6214 1738 2 975.4829 1.57
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1127.5514 GDVPEPLMNR 209.2314 1127.5289 22.0108 1237 2 564.2681 ‐21.0321
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 948.5261 QFGQSLLR 682.7734 948.5171 16.6195 1228 2 474.7622 ‐10.9975
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1159.5953 VNLEIESAER 251.9635 1159.6049 19.2958 1103 2 580.3061 7.45
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 744.3999 AEGLAQR 3785.1440 744.3978 19.8941 1917 1 744.3978 ‐2.6705
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1026.5367 QKELNVQW 150.0184 1026.5307 24.0319 1709 1 1026.5307 ‐4.9282
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 447.2032 109004.7037 10 2.18 None 1127.5440 QPTVSDASGQR 158.6047 1127.5489 18.3321 2092 2 564.2781 3.28
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 1265.5545 GPSGSPWYGSDR 92140.2200 1265.5535 20.5549 156650 2 633.2804 ‐1.6739
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATD 17476.9900 3631.7625 46.2777 56964 3 1211.2590 ‐1.3114
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 880.3948 PWYGSDR 9043.9960 880.3954 20.5570 4740 1 880.3954 1.72
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 1111.4803 SGSPWYGSDR 2049.9800 1111.4777 20.5599 3958 1 1111.4777 ‐1.0698
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 967.4268 SPWYGSDR 120.2424 967.4239 22.8019 3931 1 967.4239 ‐2.1193
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 2132.0546 PGGSFDPLGLATDPEAFAELK 7700.6130 2132.0525 46.2467 1510 2 1066.5299 ‐0.1875
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 1024.4483 GSPWYGSDR 2150.5020 1024.4469 20.5556 1368 1 1024.4469 ‐0.2688
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 6887.2220 28110.9954 8 18.11 None 783.3420 WYGSDR 215.1871 783.3428 20.5632 1123 1 783.3428 1.32
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1265.5545 GPSGSPWYGSDR 64343.9600 1265.5535 20.5549 156650 2 633.2804 ‐1.6878
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 983.4985 FGEAVWFK 55512.3900 983.4974 18.5484 118441 2 492.2523 ‐2.5691
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATD 21506.1500 3631.7625 46.2777 56964 3 1211.2590 ‐0.9062
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 982.5316 ELEVIHSR 32506.9100 982.5306 18.1858 28892 2 491.7689 ‐2.4050
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGL 1942.8090 3967.7849 22.7907 23935 3 1323.2665 ‐1.9877
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFV 10982.5300 3092.5174 23.1659 23673 3 1031.5106 ‐1.1574
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 23898.4700 1903.9930 25.2334 22068 2 952.5001 0.7458
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1252.6757 NRELEVIHSR 1660.1280 1252.6746 18.7096 5396 3 418.2297 ‐1.7387
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1792.9374 LSPAASEVFGTGRITMR 1248.9090 1792.9241 24.3458 2456 3 598.3129 ‐7.9399
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1111.4803 SGSPWYGSDR 1885.0670 1111.4777 20.5599 3958 1 1111.4777 ‐1.1552
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 967.4268 SPWYGSDR 126.1768 967.4239 22.8019 3931 1 967.4239 ‐2.2231
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 779.4087 EAVWFK 675.8771 779.4092 18.5549 3769 1 779.4092 0.9033



NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 Carbamidomethyl+C(5) 1402.7512 GALGCVFPELLAR 1274.0830 1402.7532 25.5803 2197 2 701.8802 0.7898
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 2132.0546 PGGSFDPLGLATDPEAFAELK 8281.6300 2132.0525 46.2467 1510 2 1066.5299 ‐0.2892
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1024.4483 GSPWYGSDR 1500.8350 1024.4469 20.5556 1368 1 1024.4469 ‐0.3653
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 783.3420 WYGSDR 333.8257 783.3428 20.5632 1123 1 783.3428 1.59
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 853.4890 LEVIHSR 486.2811 853.4876 18.1805 1115 2 427.2474 ‐3.3051
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis tha 12255.6500 28227.1121 18 62.41 None 1518.7488 NNAWAFATNFVPGK 432.4379 1518.7462 27.0913 867 2 759.8768 ‐2.1232
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1859.9597 ELLVGKDDELLETETR 19016.5700 1859.9612 28.2736 18278 3 620.6586 0.3690
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 6935.8870 1872.9385 30.1426 13267 2 936.9729 0.9334
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1585.8432 ALDLASKPEGTGTPTK 5642.7490 1585.8456 19.3476 12927 3 529.2867 0.8828
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 5188.1960 2658.2292 35.3792 11118 3 886.7479 1.56
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPGF 1570.3290 3338.7435 25.4907 8647 3 1113.5860 ‐2.8358
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1809.9381 AEQYLADSGIPYTIIR 1784.5400 1809.9352 32.7266 4805 2 905.4712 ‐1.4972
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 759.3995 NQIDAAK 362.1785 759.3990 21.2072 1752 1 759.3990 ‐0.5422
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1733.8705 EKINGEDEVFIGDIR 2320.6610 1733.8721 30.0937 4687 2 867.4397 0.9000
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1401.7220 DLASKPEGTGTPTK 6126.5010 1401.7220 19.3472 1681 2 701.3646 ‐0.6081
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 955.4996 QVDWIGQK 195.2942 955.4979 35.3156 1435 2 478.2526 ‐3.2030
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1199.6055 PEQVDWIGQK 324.3846 1199.6013 33.8133 1130 1 1199.6013 ‐2.0022
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2199.0660 34993.8524 20 44.00 None 1792.9116 AEQYLADSGIPYTIIR 236.1595 1792.9078 35.0027 933 2 896.9575 ‐2.0508
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 5156.6830 1872.9385 30.1426 13267 2 936.9729 1.0088
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 1585.8432 ALDLASKPEGTGTPTK 3551.0170 1585.8456 19.3476 12927 3 529.2867 0.7198
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 4406.6650 2658.2292 35.3792 11118 3 886.7479 1.1056
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 1809.9381 AEQYLADSGIPYTIIR 2243.9860 1809.9352 32.7266 4805 2 905.4712 ‐1.4282
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 2078.0400 ESKEKINGEDEVFIGDIR 2168.8000 2078.0521 28.1638 6322 3 693.3556 5.53
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 573.3355 IGDIR 118.0755 573.3347 26.7644 2160 1 573.3347 ‐1.6514
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 1401.7220 DLASKPEGTGTPTK 4621.0070 1401.7220 19.3472 1681 2 701.3646 ‐0.5804
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 866.8829 34993.8524 20 44.00 None 1792.9116 AEQYLADSGIPYTIIR 227.3049 1792.9078 35.0027 933 2 896.9575 ‐1.9835
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1780.8098 EGPPVFEQPEMTYEK 214217.0000 1780.8093 27.2841 396003 2 890.9083 ‐0.2581
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1697.7613 GLAYDTSDDQQDITR 148168.0000 1697.7621 21.4003 381530 2 849.3847 0.3664
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 196127.6000 2304.0606 33.1746 379401 2 1152.5339 ‐1.7110
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 2347.1888 VQLAETYLSQAALGDANADAIGR 163831.7000 2347.1886 32.2604 360948 3 783.0677 ‐0.1782
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 57312.7300 2150.1256 21.6245 334013 2 1075.5664 ‐2.0052
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 66912.3600 1212.5743 25.5890 222955 2 606.7908 ‐1.7025
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1152.7139 VPLILGIWGGK 69787.2000 1152.7129 21.7455 193801 2 576.8601 ‐1.9482
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1059.6197 NFLTLPNIK 55349.2300 1059.6188 19.3246 189509 2 530.3131 ‐2.0707
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 44348.1700 2823.4546 24.0386 180469 3 941.8231 ‐0.3181
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 2083.9973 LMEYGNMLVMEQENVKR 29889.8900 2083.9963 17.9545 133083 3 695.3369 ‐0.7883
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 940.4676 FYWAPTR 29961.7300 940.4675 16.4393 81162 2 470.7374 ‐1.4973
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 40946.2600 2384.0326 22.9993 78678 2 1192.5199 ‐1.7727
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1340.6382 FYWAPTREDR 37805.3900 1340.6378 15.5638 57408 3 447.5508 ‐1.1502
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1927.8962 LMEYGNMLVMEQENVK 54529.8700 1927.8958 31.3705 45075 2 964.4515 0.1137
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 9918.9060 3324.5791 19.9799 38077 4 831.9002 0.3987
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 37834.7400 2782.3114 30.7102 37908 3 928.1087 0.7133
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 41216.1300 1177.4475 26.7629 33406 2 589.2274 ‐0.3151
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1078.5891 YREAADLIK 53716.2300 1078.5891 19.8185 30944 2 539.7982 ‐1.2712
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNP 4203.9380 3943.8361 21.5113 24243 3 1315.2835 ‐1.0217
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 809.5244 LVVHITK 20046.1100 809.5239 18.7766 20103 2 405.2656 ‐2.2880
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1135.6358 KFVESLGVEK 7543.1050 1135.6347 21.2496 67571 2 568.3210 ‐2.0542
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(5) 2866.4590 VPIICTGNDFSTLYAPLIRDGRMEK 1246.6690 2866.4681 25.1529 5820 3 956.1609 3.50
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 767.4046 KSNGSFK 1344.5340 767.4049 25.7273 2512 1 767.4049 0.5848
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 696.4403 VVHITK 86.3992 696.4374 17.5069 31547 1 696.4374 ‐4.1404
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1007.5408 FVESLGVEK 148.1823 1007.5374 22.9235 15971 2 504.2723 ‐4.7394
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 597.3719 VHITK 14228.2600 597.3719 18.7726 10896 1 597.3719 ‐0.2101
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 956.5928 LILGIWGGK 3591.6410 956.5924 21.7479 3999 1 956.5924 0.3844
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 941.4435 GDANADAIGR 3536.5730 941.4408 32.2854 3844 1 941.4408 ‐2.2114
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1148.5695 FINDLDAGAGR 1248.4660 1148.5689 32.0752 3195 1 1148.5689 0.8470
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1497.6930 PVFEQPEMTYEK 277.2220 1497.6890 25.1170 3032 2 749.3481 ‐3.1354
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 730.4246 LGIWGGK 219.4216 730.4225 21.7528 2937 1 730.4225 ‐2.9048
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 959.4429 ESGNAGEPAK 335.6389 959.4452 33.1599 2865 1 959.4452 3.1509
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 973.4221 DDQQDITR 170.2860 973.4211 19.5542 2804 1 973.4211 ‐0.2186
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1009.5564 IKDEDIVTL 245.4594 1009.5532 26.1657 2672 2 505.2802 ‐4.5601
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1001.5010 INDLDAGAGR 371.5111 1001.4996 32.0779 2390 1 1001.4996 ‐0.5259
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 932.4836 YREAADLI 198.3274 932.4801 18.1971 2177 1 932.4801 ‐3.0806
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 708.3199 GLAYDTS 151.0040 708.3184 20.7200 1855 1 708.3184 ‐2.1640
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1670.8636 IKDEDIVTLVDQFPG 186.0699 1670.8714 25.3029 1839 3 557.6286 4.0791
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(5) 1186.5562 VPIICTGNDFS 902.7406 1186.5595 21.6349 1783 1 1186.5595 4.96
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 740.3470 MGINPIM 186.0354 740.3447 31.1349 1738 1 740.3447 ‐2.9701
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 690.3855 ELVMAK 219.6970 690.3855 25.5723 1681 1 690.3855 ‐0.0446
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1456.6187 YDTSDDQQDITR 1246.4870 1456.6159 21.4065 1488 1 1456.6159 0.3523
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 779.3756 APAFMDK 324.3875 779.3723 23.0146 1370 1 779.3723 ‐4.0178
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1479.6824 PVFEQPEMTYEK 266.2260 1479.6886 25.5786 1333 2 740.3480 3.64
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1033.5095 MEQENVKR 700.4856 1033.5076 17.9818 1152 1 1033.5076 ‐0.8594
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1154.5034 EQPEMTYEK 360.4566 1154.5026 27.2482 1088 1 1154.5026 0.6071
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(1) 1727.8422 CTGNDFSTLYAPLIR 336.5362 1727.8372 19.7160 958 2 864.4223 ‐2.8903
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 904.4464 FYWAPTR 191.9915 904.4480 15.8796 847 1 904.4480 2.11
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 None 1258.5910 GELESGNAGEPAK 346.6418 1258.5856 31.4163 830 1 1258.5856 ‐2.6022
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 56758.3100 52380.5342 85 74.68 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 1193.9350 1194.5635 25.5757 1652 2 597.7854 ‐1.9188
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 182374.2000 2304.0606 33.1746 379401 2 1152.5339 ‐1.5919
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 2347.1888 VQLAETYLSQAALGDANADAIGR 125486.5000 2347.1886 32.2604 360948 3 783.0677 ‐0.4313



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1780.8098 EGPPVFEQPEMTYEK 243265.5000 1780.8089 27.2477 350124 2 890.9081 ‐0.3936
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 86141.4500 1212.5743 25.5890 222955 2 606.7908 ‐1.6939
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1927.8962 LMEYGNMLVMEQENVK 31981.7100 1927.8958 31.3705 45075 2 964.4515 0.1947
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 34546.8600 2782.3114 30.7102 37908 3 928.1087 0.4087
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1078.5891 YREAADLIK 54670.8900 1078.5891 19.8185 30944 2 539.7982 ‐1.2762
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 809.5244 LVVHITK 46621.9500 809.5239 18.7766 20103 2 405.2656 ‐2.3202
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 2083.9973 LMEYGNMLVMEQENVKR 337.1888 2083.9995 30.1560 18893 3 695.3380 0.5234
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNP 457.0594 3943.9122 38.7527 2163 3 1315.3089 17.8307
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1135.6358 KFVESLGVEK 7896.4880 1135.6347 21.2496 67571 2 568.3210 ‐2.0534
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 1275.3230 2503.2971 30.9065 22798 3 835.1039 2.78
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1007.5408 FVESLGVEK 227.2391 1007.5374 22.9235 15971 2 504.2723 ‐4.7516
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 597.3719 VHITK 34882.8400 597.3719 18.7726 10896 1 597.3719 ‐0.0591
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 591.3137 KFVES 423.8351 591.3131 21.2510 8649 1 591.3131 ‐1.2583
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 498.3035 HITK 18128.1300 498.3033 18.7718 7789 1 498.3033 ‐0.7926
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 Carbamidomethyl+C(1) 850.4162 CELVMAK 4390.9990 850.4173 25.5905 6828 1 850.4173 1.67
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1148.5695 FINDLDAGAGR 913.4599 1148.5689 32.0752 3195 1 1148.5689 0.9276
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 860.4876 KFVESLGV 145.4355 860.4837 21.2547 2859 1 860.4837 ‐4.0209
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 696.4403 VVHITK 5003.8420 696.4402 18.7713 2726 1 696.4402 0.0520
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 949.4374 ENFDPTAR 254.8829 949.4351 28.0218 2378 1 949.4351 ‐1.5809
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 932.4836 YREAADLI 140.5173 932.4801 18.1971 2177 1 932.4801 ‐2.9723
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 Carbamidomethyl+C(4) 864.3921 SFQCELV 3379.3110 864.3923 25.5940 2162 1 864.3923 0.8276
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1497.6930 PVFEQPEMTYEK 1059.3040 1497.6836 27.2442 2081 1 1497.6836 ‐3.8487
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 884.4149 EGPPVFEQ 908.1269 884.4143 29.2080 1994 1 884.4143 ‐0.0102
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1232.5472 MGINPIMMSAGE 925.3138 1232.5417 33.1798 1989 1 1232.5417 ‐2.8530
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 559.3450 ADLIK 5377.3500 559.3459 19.8268 1744 1 559.3459 1.23
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 740.3470 MGINPIM 143.8328 740.3447 31.1349 1738 1 740.3447 ‐2.8373
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 690.3855 ELVMAK 237.1502 690.3855 25.5723 1681 1 690.3855 0.0946
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1479.6824 PVFEQPEMTYEK 212.5950 1479.6886 25.5786 1333 2 740.3480 3.20
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1154.5034 EQPEMTYEK 503.4612 1154.5026 27.2482 1088 1 1154.5026 0.6869
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1345.6313 MGINPIMMSAGEL 544.6761 1345.6353 33.1684 985 1 1345.6353 4.55
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 36246.7700 52380.5342 85 74.68 None 1429.7030 SQAALGDANADAIGR 322.6703 1429.6952 32.2591 766 1 1429.6952 ‐3.2167
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 392.4699 15277.5878 4 39.57 None 2118.1077 YLTGEIISVGSEVGQQVGPGK 587.3739 2118.1057 32.2287 6008 3 706.7068 ‐1.4227
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 392.4699 15277.5878 4 39.57 None 988.5197 ESDLLALVE 2284.8990 988.5187 35.6379 5880 1 988.5187 ‐0.1131
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 392.4699 15277.5878 4 39.57 None 827.4873 LEDLPIK 1125.1370 827.4899 23.3980 1216 1 827.4899 3.04
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 392.4699 15277.5878 4 39.57 None 1956.9549 VLFSDVSAYEVDLGTDAR 765.4678 1956.9587 31.6098 3621 3 652.9911 1.30
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1237.6423 VTTTIGYGSPNK 34711.6600 1237.6442 18.5719 45660 2 619.3257 0.5967
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 3602.0280 1359.7126 23.9227 31142 2 680.3600 4.59
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1005.5615 FLAIDAVEK 14110.0200 1005.5611 26.7165 29996 2 503.2842 ‐1.7295
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1403.6914 ANSYSVHGAALGEK 9246.7100 1403.6917 18.0927 16362 3 468.5687 ‐0.5727
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 996.4686 NPYWFNR 1133.9170 996.4690 16.4280 14144 2 498.7381 ‐0.9895
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1159.5953 ESVLPSDVSAR 5143.9310 1159.5992 21.8470 3372 2 580.3032 2.44
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1338.6688 VSIEAGSTFGWGK 698.0814 1338.6650 17.5996 1623 2 669.8361 ‐3.6289
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1414.7577 SIISGELPVGWEK 254.2661 1414.7649 30.5132 1237 2 707.8861 4.50
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1762.9069 AAAVEAIVTSSDSSLVDK 817.9711 1762.9254 31.6748 6519 3 588.3133 9.71
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 Carbamidomethyl+C(6) 3362.5886 VVSFVCWELFDEQSDAYKESVLPSDVSA 1409.1770 3362.6173 22.7653 4552 3 1121.5439 9.28
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1508.7665 EFGITIEAMVEAAK 1170.9360 1508.7657 30.5017 1691 2 754.8865 ‐0.9697
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 943.5571 TPSVLALSR 296.7691 943.5475 19.4881 1565 2 472.2774 ‐11.6793
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 808.4159 TSGTISSR 747.6092 808.4222 26.8047 1316 1 808.4222 8.1170
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 Carbamidomethyl+C(3) 1045.5459 QQCLNALAK 272.4746 1045.5449 21.3153 31000 2 523.2761 ‐2.2106
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 858.4931 LAIDAVEK 1538.7740 858.4958 26.7139 1290 1 858.4958 3.89
NP_566041.2 transketolase Arabidopsis thaliana 1182.5340 80435.6812 35 28.21 None 1220.6157 VTTTIGYGSPNK 252.1689 1220.6163 20.0874 1762 2 610.8118 ‐0.5063
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1237.6423 VTTTIGYGSPNK 67857.9500 1237.6438 18.5960 43336 2 619.3255 0.2841
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 3340.1670 1359.7126 23.9227 31142 2 680.3600 4.94
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1005.5615 FLAIDAVEK 12460.8900 1005.5611 26.7165 29996 2 503.2842 ‐1.7419
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1403.6914 ANSYSVHGAALGEK 13557.4300 1403.6917 18.0927 16362 3 468.5687 ‐0.7141
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1391.7165 SIGIDTFGASAPAGK 1050.2670 1391.7163 26.2387 2868 2 696.3618 ‐0.7655
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1414.7577 SIISGELPVGWEK 288.1593 1414.7649 30.5132 1237 2 707.8861 4.40
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1561.7493 ALPTYTPDSPGDATR 979.3011 1561.7514 21.9349 1692 2 781.3794 1.0965
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1508.7665 EFGITIEAMVEAAK 1207.6300 1508.7657 30.5017 1691 2 754.8865 ‐0.9311
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 Carbamidomethyl+C(10) 2527.1601 SGHPGLPMGCAPMSHILYDEVMK 891.6978 2527.1516 36.5968 1572 2 1264.0795 ‐1.7893
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 943.5571 TPSVLALSR 461.7606 943.5475 19.4881 1565 2 472.2774 ‐11.6979
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1338.6688 VSIEAGSTFGWGK 314.8865 1338.6766 34.8220 1474 2 669.8419 5.0623
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 2914.3629 LIAFYDDNHISIDGDTDIAFTESVDK 159.1378 2914.4024 34.7116 952 3 972.1390 13.5955
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 3542.7407 AVPGFLGGSADLASSNMTMLKAFGNFQ 462.7094 3542.7292 33.8469 795 3 1181.5812 ‐2.8089
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 745.4090 AIDAVEK 125.2268 745.4079 24.0926 6031 1 745.4079 ‐1.2987
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 629.3981 LNALAK 140.5338 629.3961 23.6477 1466 1 629.3961 ‐3.2833
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 998.4538 TPDSPGDATR 332.4247 998.4550 19.6458 1292 2 499.7311 ‐0.1115
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 858.4931 LAIDAVEK 1418.3750 858.4958 26.7139 1290 1 858.4958 3.66
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 647.3399 ALPTYT 86.0226 647.3375 18.7484 970 1 647.3375 ‐3.7870
NP_566041.2 transketolase Arabidopsis thaliana 1675.9570 80435.6812 35 28.21 None 1037.5262 TTIGYGSPNK 1770.0850 1037.5232 18.5933 813 1 1037.5232 ‐1.8185
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1986.8210 18596.2152 2 14.37 None 2588.2825 ATTEVGEAPATTTEAETTELPEIVK 13828.2700 2588.2769 29.4992 24297 2 1294.6421 ‐0.6327
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 1986.8210 18596.2152 2 14.37 None 1890.8451 ATTEVGEAPATTTEAETTE 282.8823 1890.8488 29.6671 756 2 945.9280 2.33
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 21951.4200 13715.2624 7 52.42 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 21951.4200 13715.2624 7 52.42 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 21951.4200 13715.2624 7 52.42 Carbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 21951.4200 13715.2624 7 52.42 None 1406.7009 ATSEGEISEKVEK 2210.9310 1406.7000 16.6103 4395 3 469.5715 ‐1.4421
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 21951.4200 13715.2624 7 52.42 None 1741.8140 AWDEVEELSAAASHAR 254.6231 1741.8184 37.2194 2636 2 871.4128 2.65
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 13437.6700 13715.2624 7 52.42 Carbamidomethyl+C(3)



NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 13437.6700 13715.2624 7 52.42 Carbamidomethyl+C(6) 2541.1675 PVSGECVAAWDEVEELSAAASHAR 434.2785 2541.1672 35.8254 4992 3 847.7273 ‐0.3105
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1334.5643 YEEMVEFMEK 50670.8100 1334.5658 28.7937 29126 2 667.7865 0.3548
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 907.5247 NLLSVAYK 3542.7380 907.5253 16.4394 28228 2 454.2663 ‐0.8803
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1181.6048 EAAESTLVAYK 23598.9800 1181.6068 21.4132 13414 2 591.3070 0.5964
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1406.6645 TVDTDELTVEER 2000.3130 1406.6671 22.0256 4867 2 703.8372 1.1836
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 917.5302 IISSIEQK 4294.8730 917.5294 18.3394 3269 2 459.2683 ‐2.3902
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1788.9603 SAQDIALADLAPTHPIR 4577.3660 1788.9715 28.9433 10638 3 596.9954 5.48
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 2032.9683 EESRGNDDHVSIIKDYR 192.4615 2032.9632 35.1320 1671 2 1016.9852 ‐1.9893
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 680.3978 LSVAYK 3357.5120 680.3974 16.4381 4833 1 680.3974 ‐0.5509
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 892.4775 ESTLVAYK 330.0146 892.4783 22.0406 1662 2 446.7428 ‐0.6547
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 691.3621 SSIEQK 272.2863 691.3619 17.4020 1377 1 691.3619 ‐0.2627
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1042.4584 EMVEFMEK 730.3656 1042.4622 28.8043 1336 1 1042.4622 4.35
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 1163.5943 EAAESTLVAYK 613.5974 1163.5949 19.5569 3452 2 582.3011 ‐0.5493
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4361.8760 29938.4898 14 35.09 None 889.5142 NLLSVAYK 132.4171 889.5133 16.8464 2895 2 445.2603 ‐2.5113
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1308.7158 LLTPVEEGPTPR 25302.4400 1308.7146 22.9137 29363 2 654.8609 ‐1.6885
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 950.5306 SVFASAAIGK 4576.6740 950.5291 23.5204 18910 2 475.7682 ‐2.9571
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1292.6634 HLYVFDLETR 4634.3280 1292.6644 18.1401 12237 2 646.8359 0.0168
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1014.5578 GGAGLEVVQGK 19448.9200 1014.5563 19.6225 12169 2 507.7818 ‐2.8613
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1690.8547 WTQVETFGVKPNER 325.2813 1690.8484 23.3781 1034 3 564.2877 ‐4.2958
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 2338.0834 LVAQGGETGDVWDDGVYDNVTK 993.4558 2338.0753 36.3698 6874 2 1169.5413 ‐2.3545
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1735.8281 VSDMTSEMITFLSFK 1240.4130 1735.8304 19.1395 1831 2 868.4188 1.63
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 3871.9250 AHVGPGQLIDGTFALDTETLQWERLDK 333.8768 3871.9041 39.2952 1395 3 1291.3062 ‐4.3022
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 829.4778 GLEVVQGK 231.7064 829.4807 20.0415 3633 2 415.2440 1.34
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 764.4301 FASAAIGK 3522.1550 764.4292 23.5439 3237 1 764.4292 ‐1.0420
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 932.4149 WTQVETFG 460.8568 932.4161 22.8855 1330 1 932.4161 2.0624
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 996.5473 GGAGLEVVQGK 348.8776 996.5456 17.6777 2735 2 498.7765 ‐2.9900
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 2320.0728 LVAQGGETGDVWDDGVYDNVTK 568.2130 2320.0678 34.6120 2061 2 1160.5375 ‐1.1171
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1401.9140 51460.5320 21 22.91 None 1274.6528 HLYVFDLETR 252.0346 1274.6481 16.2264 950 2 637.8277 ‐4.5403
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 2740.2512 TELGVEEFEIDSDDYIVYVEGYR 2000.9360 2740.2557 38.0131 95582 3 914.0901 1.95
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 1308.7158 LLTPVEEGPTPR 21169.3000 1308.7146 22.9137 29363 2 654.8609 ‐1.6701
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 2338.0834 LVAQGGETGDVWDDGVYDNVTK 1511.5230 2338.0741 37.2292 2489 3 780.0295 ‐4.3130
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 Carbamidomethyl+C(5) 1810.7966 TWFHCSNPGDSFSIR 1089.2350 1810.8128 28.0086 3285 2 905.9100 9.0997
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 3871.9250 AHVGPGQLIDGTFALDTETLQWERLDK 814.0121 3871.9041 39.2952 1395 3 1291.3062 ‐4.7359
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 3010.5269 AHVGPGQLIDGTFALDTETLQWERLDK 554.2466 3010.5145 36.0299 1189 3 1004.1764 ‐4.0101
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 748.7050 51460.5320 21 22.91 None 981.5000 PVEEGPTPR 492.7344 981.5014 22.9075 3153 1 981.5014 2.25
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1308.7158 LLTPVEEGPTPR 25302.4400 1308.7146 22.9137 29363 2 654.8609 ‐1.6885
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1812.8803 IYSFGGEFTPNQPIDK 14523.4300 1812.8822 29.4476 27330 2 906.9447 1.1573
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1522.8111 LNTLDSYNIVDKK 3171.0150 1522.8112 24.2268 19983 3 508.2753 ‐0.6574
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 950.5306 SVFASAAIGK 4576.6740 950.5291 23.5204 18910 2 475.7682 ‐2.9571
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 10895.1900 1634.7398 15.5352 14219 3 545.5848 0.4517
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1292.6634 HLYVFDLETR 4634.3280 1292.6644 18.1401 12237 2 646.8359 0.0168
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1014.5578 GGAGLEVVQGK 19448.9200 1014.5563 19.6225 12169 2 507.7818 ‐2.8613
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1897.8021 GGEMGDVWDDGVYENVR 19093.0000 1897.8039 29.6979 11950 2 949.4056 1.70
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 2533.8690 2153.0872 19.1330 10838 3 718.3672 2.09
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1728.8547 VNDMTSEMITFLSIK 2153.9460 1728.8570 22.5055 8637 2 864.9321 1.22
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1195.5226 FGGEEETPSSR 13101.8000 1195.5234 15.4347 6159 2 598.2654 ‐0.2730
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 829.4778 GLEVVQGK 231.7064 829.4807 20.0415 3633 2 415.2440 1.34
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 764.4301 FASAAIGK 3522.1550 764.4292 23.5439 3237 1 764.4292 ‐1.0420
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1081.5524 DSYNIVDKK 240.4971 1081.5537 27.0419 3008 2 541.2805 0.0292
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1582.7491 VNDMTSEMITFLSI 293.3067 1582.7436 22.6294 2376 3 528.2527 ‐4.1717
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1523.6761 GDVWDDGVYENVR 267.7918 1523.6795 27.4422 1321 2 762.3434 1.10
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 996.5473 GGAGLEVVQGK 348.8776 996.5456 17.6777 2735 2 498.7765 ‐2.9900
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1710.8441 VNDMTSEMITFLSIK 423.6577 1710.8448 23.4372 1048 3 570.9531 ‐0.1500
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1274.6528 HLYVFDLETR 252.0346 1274.6481 16.2264 950 2 637.8277 ‐4.5403
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 3385.9830 51898.1216 38 31.70 None 1505.7846 LNTLDSYNIVDKK 187.3540 1505.7902 24.8166 1610 2 753.3988 3.25
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1308.7158 LLTPVEEGPTPR 21169.3000 1308.7146 22.9137 29363 2 654.8609 ‐1.6701
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1812.8803 IYSFGGEFTPNQPIDK 11476.3900 1812.8822 29.4476 27330 2 906.9447 1.67
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1522.8111 LNTLDSYNIVDKK 2496.0810 1522.8112 24.2268 19983 3 508.2753 ‐0.8129
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 Carbamidomethyl+C(10) 2903.2982 VWVVYGFNGCEVDDVHYYDPVQDK 193.3917 2903.3111 31.1085 7497 3 968.4419 4.49
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 2063.9345 APTNDRFDDLFFYGIDSA 4778.8080 2063.9335 38.4136 24040 2 1032.4704 0.1960
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 981.5000 PVEEGPTPR 492.7344 981.5014 22.9075 3153 1 981.5014 2.25
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1081.5524 DSYNIVDKK 338.5085 1081.5537 27.0419 3008 2 541.2805 0.0246
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1059.5469 FTPNQPIDK 208.6934 1059.5482 27.4735 1049 2 530.2777 ‐0.0944
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1013.5660 51898.1216 38 31.70 None 1505.7846 LNTLDSYNIVDKK 172.3485 1505.7902 24.8166 1610 2 753.3988 3.07
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 13990.3200 1634.7398 15.5352 14219 3 545.5848 0.0552
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 1292.6634 HLYVFDLETR 5887.3830 1292.6644 18.1401 12237 2 646.8359 ‐0.2991
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 4722.5440 2153.0872 19.1330 10838 3 718.3672 2.24
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 1728.8547 VNDMTSEMITFLSIK 2297.7060 1728.8570 22.5055 8637 2 864.9321 1.96
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 1394.7162 LNTLDSYNIVDK 420.6690 1394.7026 18.8163 3229 2 697.8550 ‐10.6027
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 1985.9922 EKVNDMTSEMITFLSIK 681.3384 1985.9757 20.9333 11016 2 993.4915 ‐7.7805
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 2623.3627 WTQVETFGVRPSERSVFASAAIGK 440.8458 2623.3389 19.9267 5352 3 875.1178 ‐8.7435
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 Carbamidomethyl+C(4) 2630.2780 WFHCSTPGDSLTARGGAGLEVVQGK 541.8187 2630.2816 17.9438 2731 3 877.4321 1.53
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 827.0272 51898.1216 38 31.70 None 754.4458 LEVVQGK 126.0957 754.4422 18.1549 1905 1 754.4422 ‐4.7720
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 1207.6205 TPFTSGLDLEK 3835.6690 1207.6212 27.3333 19831 2 604.3143 ‐0.3586
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 Carbamidomethyl+C(7)
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 1586.8458 VSSVEVDLPAMLAQK 10564.2400 1586.8462 19.5330 12705 2 793.9268 ‐0.0289
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 1221.5858 NISNSPTDAFR 722.5036 1221.5844 17.9334 5665 2 611.2958 ‐2.1217
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 Carbamidomethyl+C(8) 1594.7418 AEEDGVACVEFIAGK 2018.2520 1594.7433 28.3800 3028 2 797.8753 0.6496



NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 952.4734 EGVSYNVGK 1394.6680 952.4732 17.0348 1353 2 476.7403 ‐1.6533
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 1972.9875 AYFLTRNISNSPTDAFR 724.4363 1972.9879 22.7580 2699 2 986.9976 0.6019
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 806.4043 GVSYNVGK 113.3466 806.4074 19.6810 10295 1 806.4074 4.1421
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 609.6614 54271.3136 9 15.19 None 934.4629 EGVSYNVGK 163.3588 934.4623 19.7169 1915 2 467.7348 ‐2.0816
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 1370.8154 LIPVTLGQVFQR 6993.6770 1370.8155 20.2634 11693 2 685.9114 ‐0.6508
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 1783.2790 2903.3111 31.1085 7497 3 968.4419 ‐1.0649
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 1130.5840 LLYSSAFSSR 5965.8980 1130.5852 16.2559 6728 2 565.7962 ‐0.0987
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 1173.6110 GLVASVDDLER 30694.5400 1173.6121 26.8139 6337 2 587.3097 ‐0.0706
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 Carbamidomethyl+C(7) 967.4918 FELLGTCK 1794.4500 967.4915 25.8655 4013 2 484.2494 ‐1.7266
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 833.3999 SVDDLER 198.3273 833.3977 28.6599 5113 1 833.3977 ‐2.3073
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 661.3556 FELLGT 116.5683 661.3583 23.9548 1586 1 661.3583 3.26
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1910.2180 30511.6266 8 23.59 None 1353.7889 LIPVTLGQVFQR 349.8185 1353.7914 21.1765 1128 2 677.3993 1.1045
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 None 1635.8629 ALFEESIPAFDVLGK 5997.9730 1635.8640 21.8092 4816 2 818.4357 0.4199
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 Carbamidomethyl+C(10) 2101.0345 YTIAMLSDPCAALSVVFDK 1480.1150 2101.0292 23.4094 1611 2 1051.0183 ‐1.6666
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 Carbamidomethyl+C(8) 1189.5882 GGVLEQICEGK 169.5974 1189.5962 17.4309 965 2 595.3017 5.75
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 None 2240.1674 MEVGFLGLGIMGKAMSMNLLK 632.8284 2240.1468 25.5282 3336 2 1120.5770 ‐8.0259
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 Oxidation+M(14) 1671.8635 RSFYLGQVGNGAKMK 1397.3410 1671.8638 18.8450 2969 3 557.9595 ‐0.7830
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 None 1148.5843 MEVGFLGLGIM 284.1515 1148.5838 24.7866 767 1 1148.5838 0.9871
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 415.0773 30976.9847 7 16.96 Oxidation+M(14) 1654.8370 RSFYLGQVGNGAKMK 209.2200 1654.8365 18.2884 2516 3 552.2837 ‐1.2720
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1384.7795 AAALNIVPTSTGAAK 88086.1800 1384.7782 24.3331 213701 2 692.8928 ‐1.5405
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1755.9487 KDSPLDIIAINDTGGVK 2082.8480 1755.9507 31.1291 196886 2 878.4790 1.1386
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1456.7795 VVDLADIVANNWK 130919.3000 1456.7788 21.0154 88095 2 728.8930 ‐1.0079
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 219055.7000 1833.9059 36.2674 75426 2 917.4566 0.5652
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1037.6717 AVALVLPNLK 23191.3400 1037.6712 18.8750 73954 2 519.3393 ‐1.7830
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1627.8537 DSPLDIIAINDTGGVK 93213.5800 1627.8556 33.6060 66990 2 814.4314 0.9136
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1254.6113 TFAEEVNAAFR 34223.6400 1254.6111 29.8259 63285 2 627.8092 ‐1.0358
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 48470.3600 2585.2617 31.8401 51311 3 862.4254 0.1000
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1780.0215 VPTPNVSVVDLVVQVSK 26201.8000 1780.0207 21.2888 50763 2 890.5140 ‐0.3768
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1555.6805 GTMTTTHSYTGDQR 42671.2500 1555.6806 14.6661 44917 3 519.2317 ‐0.6053
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1786.8184 VIAWYDNEWGYSQR 58017.8900 1786.8200 18.8940 43690 2 893.9136 0.9782
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 954.5407 NPSLLPWK 18232.9200 954.5393 18.2251 35558 2 477.7733 ‐2.8868
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1908.1164 VPTPNVSVVDLVVQVSKK 3059.2060 1908.1156 20.4160 14505 3 636.7101 ‐0.8327
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 798.5084 VIITAPGK 10140.5000 798.5080 18.7390 11005 2 399.7576 ‐2.1574
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 928.5574 IIQVVSNR 3572.6350 928.5579 13.3968 2171 2 464.7826 ‐1.0203
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1066.5601 MASVTFSVPK 181.6678 1066.5423 21.5478 31833 2 533.7748 ‐17.9289
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1784.8450 TFAEEVNAAFRDSAEK 188.9368 1784.8894 17.1533 3942 3 595.6347 24.4124
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 2640.2610 LSSDEFVSIVSFQTSAMGSSGGYRK 162.1810 2640.2362 36.3119 1452 3 880.7503 ‐9.2475
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1864.0803 IIQVVSNRNPSLLPWK 611.1617 1864.0807 18.6973 2994 3 622.0318 ‐0.2165
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 464.2616 AAFR 318.3146 464.2604 32.1407 29094 1 464.2604 ‐3.2130
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 867.5662 ALVLPNLK 1740.8220 867.5674 18.8736 6411 1 867.5674 1.09
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 586.3559 ITAPGK 10597.0400 586.3567 18.7295 5056 1 586.3567 1.1163
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 944.5411 IVPTSTGAAK 624.2063 944.5410 22.9121 4687 2 472.7741 ‐1.6067
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1397.6114 MTTTHSYTGDQR 15555.0100 1397.6134 14.6679 3621 2 699.3103 0.8076
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 683.4450 VLPNLK 1637.7510 683.4457 18.8763 3110 1 683.4457 0.8607
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 935.4581 EEVNAAFR 756.1375 935.4599 29.8317 2811 1 935.4599 2.38
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1266.5709 TTTHSYTGDQR 6788.0110 1266.5737 14.6656 2786 2 633.7905 1.46
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 447.2562 TGAAK 101.0229 447.2580 23.4106 2775 1 447.2580 3.43
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 393.2245 AFR 36.5543 393.2235 32.1354 2692 1 393.2235 ‐3.4122
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 708.3927 VVDLADI 583.3755 708.3955 20.6851 2253 1 708.3955 4.0594
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 Carbamidomethyl+C(5)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 796.5291 LVLPNLK 1387.4100 796.5292 18.8757 2035 1 796.5292 0.3803
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 699.4400 IITAPGK 1952.5710 699.4414 18.7237 1929 1 699.4414 1.46
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1165.5232 TTHSYTGDQR 362.6451 1165.5268 16.1755 1779 2 583.2670 1.98
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 647.7546 1336.6197 36.2603 1275 1 1336.6197 1.53
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 561.2780 NNWK 100.0697 561.2775 19.5089 1244 1 561.2775 ‐1.2419
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1482.8526 PNVSVVDLVVQVSK 257.8060 1482.8485 20.7974 1188 2 741.9279 ‐3.2234
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 736.3876 DSPLDII 257.7150 736.3847 30.8532 1035 1 736.3847 ‐3.8629
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 966.6346 VALVLPNLK 294.9973 966.6350 17.5371 957 2 483.8211 ‐1.0134
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 826.3690 SYTGDQR 177.2012 826.3671 14.6318 938 1 826.3671 ‐1.8788
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1171.6681 LNIVPTSTGAAK 627.7512 1171.6681 24.3447 818 1 1171.6681 1.27
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1537.6700 GTMTTTHSYTGDQR 388.8709 1537.6696 14.6661 1306 3 513.2281 ‐0.9315
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalia 33664.8000 42774.7277 44 64.14 None 1236.6008 TFAEEVNAAFR 164.9891 1236.6060 29.2920 1256 2 618.8067 3.53
NP_566840.1 AIG2 like protein Arabidopsis thaliana 716.8772 19578.9721 6 28.99 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 5267.4890 2596.2851 35.8045 12994 3 866.0999 1.97
NP_566840.1 AIG2 like protein Arabidopsis thaliana 716.8772 19578.9721 6 28.99 None 1365.7161 KQVETYVWANK 2172.8650 1365.7183 15.5546 2748 2 683.3628 0.9041
NP_566840.1 AIG2 like protein Arabidopsis thaliana 716.8772 19578.9721 6 28.99 None 714.4032 ILTGLTD 289.9860 714.4021 33.7351 1163 1 714.4021 ‐1.5821
NP_566840.1 AIG2 like protein Arabidopsis thaliana 523.0581 19578.9721 6 28.99 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 2902.6670 2596.2851 35.8045 12994 3 866.0999 1.71
NP_566840.1 AIG2 like protein Arabidopsis thaliana 523.0581 19578.9721 6 28.99 Carbamidomethyl+C(4) 1709.8640 LHACISPSENGLINGK 908.5657 1709.8494 25.3353 5013 3 570.6213 ‐9.2312
NP_566840.1 AIG2 like protein Arabidopsis thaliana 523.0581 19578.9721 6 28.99 None 1237.6212 QVETYVWANK 709.8416 1237.6057 27.7747 1011 2 619.3065 ‐13.3813
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1353.7121 AGVPDLGAAQDLAR 27692.6200 1353.7132 26.6687 10892 2 677.3602 0.0665
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1253.5896 TSLTEDFSPEK 4422.2750 1253.5883 24.0155 10678 2 627.2978 ‐1.9559
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1762.8970 LGSQFATAIQNASETPK 2959.8790 1762.9000 16.9843 10531 2 881.9536 1.56
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1321.7362 VAQTDVAYTLIK 1586.1240 1321.7382 27.1067 9359 2 661.3727 0.7347
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1985.0814 SLIPVVTNPSTGLVFGNNR 2973.8970 1985.0803 20.2728 6628 2 993.0438 ‐0.1477
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1460.6863 EAEAASLAEDAQQK 4287.7010 1460.6849 19.8152 6609 2 730.8461 ‐1.5318
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 2867.6290 2897.4567 34.8303 4225 3 966.4904 1.47
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1106.5477 DISSGLSWNK 1429.3310 1106.5441 24.6593 1289 1 1106.5441 ‐2.0542
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1630.8547 DPGTIFVAGATGQAGIR 312.2918 1630.8643 27.9426 1581 3 544.2929 5.37
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 2885.5367 AGVPDLGAAQDLARVAATYKILSNDEVK 1736.0100 2885.5281 23.6313 7764 3 962.5142 ‐2.6484



NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1387.7176 AEEEAKVAADKAR 499.4702 1387.7137 24.7090 3075 2 694.3605 ‐3.4739
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 2433.1926 QMQKLSEKEAEAASLAEDAQQK 636.4106 2433.1752 31.9082 796 3 811.7299 ‐7.1657
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 460.2402 SPEK 117.6135 460.2391 22.3518 12655 1 460.2391 ‐3.1235
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1410.3010 54358.3678 20 31.18 None 1152.5419 SLTEDFSPEK 246.0566 1152.5477 24.8000 1313 2 576.7775 3.54
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 1717.8755 LNAVQSPFQDAESIAK 2012.6600 1717.8797 29.6468 13069 2 859.4435 2.12
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 1353.7121 AGVPDLGAAQDLAR 19096.5300 1353.7132 26.6687 10892 2 677.3602 0.0894
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 1321.7362 VAQTDVAYTLIK 2058.1860 1321.7382 27.1067 9359 2 661.3727 0.7543
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 4065.6750 2897.4567 34.8303 4225 3 966.4904 1.64
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 1630.8547 DPGTIFVAGATGQAGIR 440.6706 1630.8643 27.9426 1581 3 544.2929 5.0654
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 865.7192 54358.3678 20 31.18 None 1282.6062 LNAVQSPFQDAE 257.2923 1282.6023 30.7252 1358 2 641.8048 ‐3.8600
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 3046.1060 3236.6170 33.3579 12513 3 1079.5438 ‐0.6199
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 1239.5926 EMLENLFSEK 11016.5400 1239.5937 31.7211 10336 2 620.3005 0.0131
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 931.5360 VYIGNIPR 2132.1910 931.5345 23.0597 5189 2 466.2709 ‐3.0474
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 863.4985 VYVGNLAK 4854.2130 863.4984 19.3700 2939 2 432.2528 ‐1.7620
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 1160.5794 SVEDANAVVEK 458.0039 1160.5902 23.9075 1894 2 580.7987 8.86
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 601.3668 VGNLAK 1569.2680 601.3679 19.3678 1437 1 601.3679 1.33
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 764.4301 YVGNLAK 1583.7550 764.4309 19.3579 1069 1 764.4309 1.1774
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 1037.4620 27748.4879 8 22.13 None 846.4720 VYVGNLAK 129.7877 846.4697 18.7469 1214 1 846.4697 ‐2.2843
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1358.7274 ALQESLASELAAR 17505.2300 1358.7302 27.5797 40563 2 679.8687 1.31
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1530.8890 SEPVIHTLLPLSPK 5896.5300 1530.8891 18.6322 37175 3 510.9679 ‐0.6331
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1163.6307 YLEAGTLPTAK 12845.4300 1163.6306 22.5638 35286 2 582.3189 ‐1.0993
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1028.6099 VALVVVTGDR 51440.8800 1028.6103 24.0821 24493 2 514.8088 ‐0.8761
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1642.7411 MSAMSSASDNASDLKK 51491.8000 1642.7398 18.3635 20781 3 548.2514 ‐1.4238
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 3090.8650 1339.6833 19.2705 15778 2 670.3453 ‐0.3388
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 856.4312 GNSYFLR 2322.2840 856.4308 22.2263 3492 2 428.7190 ‐2.0811
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1514.6461 MSAMSSASDNASDLK 1806.8650 1514.6504 20.0744 836 2 757.8289 2.86
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 1218.2690 3058.5491 25.4100 13978 3 1020.1879 ‐0.0523
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1314.8144 PVIHTLLPLSPK 4121.4330 1314.8160 18.6329 4512 2 657.9117 0.4818
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 630.3821 TLPTAK 114.6507 630.3807 22.2672 4448 1 630.3807 ‐2.4146
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 646.3519 VVTGDR 2698.6960 646.3513 24.0446 4002 1 646.3513 ‐0.9759
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1113.5786 ALQESLASELA 365.3400 1113.5848 26.5245 1379 2 557.2961 4.02
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 1424.6686 AMSSASDNASDLKK 428.6505 1424.6672 20.9755 1271 2 712.8372 ‐1.5818
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5220.0310 41196.2636 34 34.85 None 758.4407 AGTLPTAK 180.2589 758.4424 24.0585 1072 1 758.4424 2.42
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 1358.7274 ALQESLASELAAR 20328.8900 1358.7302 27.5797 40563 2 679.8687 1.65
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 1163.6307 YLEAGTLPTAK 18069.6400 1163.6306 22.5638 35286 2 582.3189 ‐1.0956
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 1028.6099 VALVVVTGDR 86247.3600 1028.6103 24.0821 24493 2 514.8088 ‐0.8861
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 856.4312 GNSYFLR 1514.6050 856.4308 22.2263 3492 2 428.7190 ‐2.1085
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 969.4822 SLSMVYNR 450.5184 969.4795 28.6989 2788 1 969.4795 ‐1.9466
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 2212.0656 EAQAVADDVFSLFISEEVDK 186.0746 2212.0985 31.6531 940 3 738.0377 14.4436
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 630.3821 TLPTAK 118.8030 630.3807 22.2672 4448 1 630.3807 ‐2.2677
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 887.4833 EAGTLPTAK 3749.8280 887.4826 22.5680 2988 1 887.4826 ‐0.0498
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 547.2835 VTGDR 3547.1260 547.2815 24.0903 2123 1 547.2815 ‐3.9660
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 769.3661 SMVYNR 62.9739 769.3638 29.2901 1175 1 769.3638 ‐2.7248
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3601.7240 41196.2636 34 34.85 None 1340.7169 ALQESLASELAAR 119.3239 1340.7133 29.9692 2263 2 670.8603 ‐3.3754
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 None 1530.8890 SEPVIHTLLPLSPK 4718.5140 1530.8891 18.6322 37175 3 510.9679 ‐1.0932
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 None 1335.7518 GLGLEYTVISVGK 1677.6760 1335.7547 18.8805 16120 2 668.3810 1.1356
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 1839.9880 1339.6833 19.2705 15778 2 670.3453 ‐0.6262
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 None 4144.1085 AQEAVVNGRPFSETLVEVLYNINEQLQT 2224.8740 4144.0913 25.4879 5482 3 1382.0353 ‐1.7226
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 3774.7750 3058.5491 25.4100 13978 3 1020.1879 0.4246
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 None 1314.8144 PVIHTLLPLSPK 2092.7960 1314.8160 18.6329 4512 2 657.9117 0.1794
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 515.4669 41196.2636 34 34.85 Carbamidomethyl+C(3) 1193.5772 GLCGGFNNFII 564.8206 1193.5751 19.9354 823 1 1193.5751 ‐0.1717
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1334.5643 YEEMVEFMEK 50670.8100 1334.5658 28.7937 29126 2 667.7865 0.3548
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 907.5247 NLLSVAYK 3542.7380 907.5253 16.4394 28228 2 454.2663 ‐0.8803
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1570.8687 LLDTILVPAAASGDSK 12593.1500 1570.8696 18.6522 21089 2 785.9384 0.2622
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1803.9348 AAQDIANSELAPTHPIR 1154.1710 1803.9412 22.6445 15987 3 601.9852 3.0560
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 2128.9921 QAFDEAIAELDTLGEESYK 4802.5840 2128.9918 37.6896 10858 2 1064.9995 0.5666
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 Carbamidomethyl+C(9) 1605.8041 IETELSDICDGILK 1021.5960 1605.8064 32.0354 10348 2 803.4068 1.53
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1002.4601 DEFVYMAK 14104.7200 1002.4606 24.3194 8666 2 501.7339 ‐0.8321
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1219.5953 DAAEHTLTAYK 1525.1460 1219.5929 18.4531 5851 2 610.3001 ‐2.9797
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 917.5302 IISSIEQK 4294.8730 917.5294 18.3394 3269 2 459.2683 ‐2.3902
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1347.6903 KDAAEHTLTAYK 545.1596 1347.6814 28.1269 6520 2 674.3444 ‐7.3002
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 2899.7330 1820.9300 33.4470 10834 2 910.9686 ‐0.4614
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 Carbamidomethyl+C(14) 2255.1224 DYRSKIETELSDICDGILK 1831.5080 2255.1278 29.7050 7737 3 752.3808 2.91
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1327.6641 YLAEFKSGQER 304.0768 1327.6715 25.5879 985 1 1327.6715 7.72
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1116.5783 SKIETELSDI 203.5136 1116.5845 35.6813 5695 2 558.7959 4.75
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 680.3978 LSVAYK 3357.5120 680.3974 16.4381 4833 1 680.3974 ‐0.5509
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 896.4512 YLAEFKSG 240.2971 896.4523 27.4683 2572 1 896.4523 1.54
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1015.5419 LVPAAASGDSK 154.9710 1015.5398 17.1151 2326 2 508.2735 ‐3.3434
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 691.3621 SSIEQK 272.2863 691.3619 17.4020 1377 1 691.3619 ‐0.2627
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 1042.4584 EMVEFMEK 730.3656 1042.4622 28.8043 1336 1 1042.4622 4.35
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 758.3906 FVYMAK 170.1168 758.3884 22.8834 1128 1 758.3884 ‐2.6746
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 4703.6200 30045.6952 22 51.69 None 889.5142 NLLSVAYK 132.4171 889.5133 16.8464 2895 2 445.2603 ‐2.5113
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 1567.8438 IIGATNPAASEPGTIR 18589.7500 1567.8433 22.2498 35895 2 784.4253 ‐0.6569
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 10321.2800 1016.5565 27.7854 16997 2 508.7819 ‐0.5848
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 963.4894 GDFAIDIGR 14754.5200 963.4913 26.7624 16767 2 482.2493 0.5114
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 1370.6659 NVIHGSDSVESAR 19847.0900 1370.6649 16.1170 8501 3 457.5598 ‐1.5106
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 2857.3620 EIALWFPDGPVNWQSSVHPWVYET 1412.4200 2857.3443 23.6859 4504 2 1429.1758 ‐4.1927



NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 2985.4570 KEIALWFPDGPVNWQSSVHPWVYET 1794.0610 2985.4515 22.5339 2222 3 995.8220 ‐1.4441
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 2512.3154 IIGATNPAASEPGTIRGDFAIDIGR 922.5027 2512.3099 22.0923 9509 3 838.1082 ‐2.1377
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 None 2565.3527 ITSNKKTMEQTFIMIKPDGVQR 526.0917 2565.3494 33.1261 3859 3 855.7880 ‐1.2278
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5088.0470 18984.9138 16 55.62 Carbamidomethyl+C(5) 733.3662 GEVICR 1301.7070 733.3694 27.7972 5739 1 733.3694 4.08
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 None 1567.8438 IIGATNPAASEPGTIR 10581.5200 1567.8433 22.2498 35895 2 784.4253 ‐0.6124
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 7720.1190 1016.5565 27.7854 16997 2 508.7819 ‐0.5960
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 None 963.4894 GDFAIDIGR 9512.3470 963.4913 26.7624 16767 2 482.2493 0.4948
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 None 758.4519 NVVLTGR 1362.8140 758.4522 20.4442 2209 1 758.4522 0.6922
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 None 2565.3527 ITSNKKTMEQTFIMIKPDGVQR 847.5090 2565.3494 33.1261 3859 3 855.7880 ‐1.5068
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 Carbamidomethyl+C(5) 733.3662 GEVICR 845.5187 733.3694 27.7972 5739 1 733.3694 4.45
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 1975.9540 18984.9138 16 55.62 Carbamidomethyl+C(6) 846.4502 IGEVICR 893.3580 846.4485 27.7943 4188 1 846.4485 ‐1.5296
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 914.5669 ILLESAIR 13856.2900 914.5679 16.6921 5605 2 457.7876 ‐0.4803
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1206.6001 ILDWENTSTK 2402.2460 1206.5994 24.1418 4502 2 603.8033 ‐1.5686
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1874.9454 VSDIRPGQDVTVTTDSGK 1958.2120 1874.9490 19.5826 3439 3 625.6545 1.84
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEY 1166.0510 3169.5692 20.4416 4974 4 793.1478 ‐17.8725
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1949.8950 FVEFYGEGMSELSLADR 1946.8280 1949.8967 26.5983 1875 3 650.6371 0.5394
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 2092.9757 FLMDRGVISEDFNSYGSR 1458.5380 2092.9963 21.8780 3498 3 698.3369 9.45
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1228.6572 LSVFDAASKYK 248.2477 1228.6596 30.9328 2436 2 614.8334 0.9981
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 Oxidation+M(9) 1252.6354 TSPAAKFLMDR 459.6823 1252.6340 30.7698 2374 2 626.8207 ‐2.0081
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1567.8227 SGIVHQVNLEYLGR 357.1772 1567.8213 21.6715 4132 3 523.2786 ‐1.5334
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 688.3988 LESAIR 7502.7460 688.3996 16.6988 2030 1 688.3996 1.1325
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1506.7046 FLMDRGVISEDFN 521.9164 1506.7047 19.3892 988 2 753.8560 ‐0.3422
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1210.6467 LSVFDAASKYK 188.7915 1210.6465 32.2339 1255 2 605.8269 ‐1.0943
NP_567763.2 aconitase 2 Arabidopsis thaliana 250.4289 109051.4600 13 3.62 None 1857.9189 VSDIRPGQDVTVTTDSGK 321.3264 1857.9229 17.3713 1549 3 619.9791 1.34
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 1327.6852 NVGSVVAVDQDPK 206891.7000 1327.6845 20.5072 156270 2 664.3459 ‐1.2726
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 2299.0725 VNYANISTNNYALDEVEEVAA 22012.7600 2299.0661 34.5884 88335 2 1150.0367 ‐1.7442
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 19658.0900 2326.2461 20.5959 24212 4 582.3170 1.13
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 859.3985 ESYWFK 3858.2090 859.3980 25.7452 19834 1 859.3980 ‐0.0473
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 1508.7638 SSVSFLPMRNAGSR 766.8511 1508.7614 24.3969 75977 2 754.8844 ‐2.0185
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 989.5891 TRYPVVVR 4830.7930 989.5892 18.5808 22718 2 495.2983 ‐1.1985
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 1684.8864 LVVRAAEDPAPASSSSK 1100.1730 1684.8847 20.6813 2531 3 562.2998 ‐1.5760
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 1584.8340 NVGSVVAVDQDPKTR 191.6509 1584.8217 20.4649 1218 3 528.9454 ‐8.3858
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 511.3239 PIGPK 281.9857 511.3243 17.8873 3328 1 511.3243 0.3699
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 1096.5633 GSVVAVDQDPK 304.8005 1096.5655 20.8997 3070 1 1096.5655 3.1549
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 472.3242 VVVR 86.1874 472.3234 18.5881 1568 1 472.3234 ‐2.3717
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 569.3770 PVVVR 182.0878 569.3780 19.0326 1131 1 569.3780 1.74
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25639.5900 14967.0109 23 72.73 None 841.3879 ESYWFK 153.0708 841.3892 25.7467 1424 2 421.1982 ‐0.1243
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 2299.0725 VNYANISTNNYALDEVEEVAA 26874.1000 2299.0661 34.5884 88335 2 1150.0367 ‐1.6256
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 13349.5800 2326.2461 20.5959 24212 4 582.3170 1.82
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 1327.6852 NVGSVVAVDQDPK 3803.2540 1327.6851 20.2396 5732 2 664.3462 ‐0.8253
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 1508.7638 SSVSFLPMRNAGSR 1076.0990 1508.7614 24.3969 75977 2 754.8844 ‐1.9800
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 989.5891 TRYPVVVR 7438.7010 989.5892 18.5808 22718 2 495.2983 ‐1.2124
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 1584.8340 NVGSVVAVDQDPKTR 361.7495 1584.8217 20.4649 1218 3 528.9454 ‐8.5486
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 959.4581 VNYANISTN 145.2784 959.4547 32.2680 7820 1 959.4547 ‐2.7319
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 472.3242 VVVR 138.2115 472.3234 18.5881 1568 1 472.3234 ‐2.2046
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 569.3770 PVVVR 226.7998 569.3780 19.0326 1131 1 569.3780 1.20
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 6626.1400 14967.0109 23 72.73 None 2192.9982 VNYANISTNNYALDEVEEVA 452.4488 2193.0010 35.4888 1089 2 1097.0042 2.13
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1639.9265 EAVASPPTTVVSAALVK 5172.7250 1639.9314 28.8588 14458 2 820.4693 2.72
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 2357.2129 EIEMQREDLLSKPENIREK 186.5731 2357.2068 35.9347 11891 3 786.4071 ‐2.6565
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 1620.3980 2376.1480 23.1401 9998 2 1188.5777 3.52
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1362.6900 NEELVPGATFTGK 11848.2800 1362.6902 25.4570 8505 2 681.8488 ‐0.5007
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1279.5835 NALSESEGDMVK 6997.0340 1279.5853 21.3111 8044 2 640.2963 0.5589
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1116.6147 VVEEEVIATK 9045.7120 1116.6160 20.1363 7873 2 558.8116 ‐0.0010
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1360.7318 DVSSVVTIGQEVK 956.2034 1360.7332 26.2970 7683 2 680.8703 0.3405
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVA 1431.7010 3075.4807 27.8386 5730 3 1025.8318 ‐0.9761
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1045.5524 ALAATGGDLEK 12534.9800 1045.5512 18.1763 5431 2 523.2792 ‐2.4489
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 958.5568 IATIGENIK 2951.0520 958.5554 20.6082 5352 2 479.7813 ‐2.8458
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1442.7373 EQVVAETPVDEVK 401.3535 1442.7436 22.4491 4170 2 721.8755 3.82
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 2316.2486 LGEWALLEQPYIKDDSVLVK 1730.4670 2316.2464 20.8726 3682 3 772.7537 ‐1.0383
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 Carbamidomethyl+C(10) 1228.4643 EETGAGMMDCK 1290.0850 1228.4626 17.0231 2268 2 614.7349 ‐2.3601
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 692.4011 VTLTMK 2317.9840 692.4062 26.7785 47308 1 692.4062 7.00
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPPIP 7654.2920 3423.6099 33.0873 7685 3 1141.8748 ‐1.4297
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1732.8864 SQDFAAEVAAQTAAKPK 481.8606 1732.8957 19.2162 2400 2 866.9515 5.94
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1365.6566 VTLTMKEEDDGK 1179.7830 1365.6468 28.7163 2071 2 683.3270 ‐7.8838
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1003.5306 LVEADIESK 923.1304 1003.5227 25.5935 1373 1 1003.5227 ‐6.9777
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1277.6736 KNEEIAAFLDK 709.5316 1277.6698 26.7660 1820 2 639.3385 ‐3.8235
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1022.5306 LGEWALLEQ 275.4778 1022.5312 19.0004 2893 2 511.7693 ‐0.6448
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1472.7016 SQDFAAEVAAQTAAK 307.8080 1472.6957 19.1653 952 3 491.5701 ‐4.7218
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1219.5511 VTLTMKEEDDG 283.2408 1219.5472 26.9830 921 2 610.2772 ‐4.1674
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 861.4312 AATGGDLEK 920.0474 861.4299 18.1724 797 1 861.4299 ‐1.0743
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1260.6470 KNEEIAAFLDK 260.4984 1260.6432 26.7161 2344 2 630.8253 ‐3.8987
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1072.5770 104238.4537 42 27.91 None 1425.7108 EQVVAETPVDEVK 221.7393 1425.7170 22.2656 766 2 713.3621 3.63
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1639.9265 EAVASPPTTVVSAALVK 6511.2650 1639.9307 28.8167 13038 2 820.4690 2.03
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1362.6900 NEELVPGATFTGK 12519.3200 1362.6902 25.4570 8505 2 681.8488 ‐0.4769
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1360.7318 DVSSVVTIGQEVK 1528.3490 1360.7332 26.2970 7683 2 680.8703 0.3641
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 958.5568 IATIGENIK 2442.5370 958.5554 20.6082 5352 2 479.7813 ‐2.8629
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 907.4996 AQEYLRK 596.9832 907.4998 20.5851 2750 2 454.2535 ‐1.3271
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 692.4011 VTLTMK 1890.5010 692.4061 26.7540 41583 1 692.4061 7.76
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 891.5047 AQEFLRK 71.0318 891.4919 21.5362 9411 2 446.2496 ‐15.8840



NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 946.5026 GQMLDGVVK 565.6138 946.5066 22.2330 5382 2 473.7569 2.42
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1515.7472 ISLTMRENDDPPK 543.8187 1515.7732 29.5341 3588 2 758.3902 16.8051
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 2614.3505 EKEIEMQREDLLSKPENIREK 271.4186 2614.3438 34.7566 2908 3 872.1195 ‐2.7028
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1137.6150 YTLGEGLEKK 96.5465 1137.6064 25.7592 1466 2 569.3068 ‐8.6819
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1045.5524 ALAATGGDLEK 467.8276 1045.5353 19.8058 960 2 523.2713 ‐17.6351
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 Carbamidomethyl+C(18) 2863.4407 IGAYIHDSRIGVLLEVNCETDFVSR 659.3440 2863.4470 40.1920 2559 3 955.1539 2.87
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1229.6372 AKEEPKAEEAK 218.5305 1229.6417 17.3597 1846 2 615.3245 2.97
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1277.6736 KNEEIAAFLDK 487.5662 1277.6698 26.7660 1820 2 639.3385 ‐3.8083
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 865.4414 AKEEPKAE 127.5037 865.4410 21.2975 6590 1 865.4410 0.1397
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 450.8088 104238.4537 42 27.91 None 1342.7213 DVSSVVTIGQEVK 422.5242 1342.7214 26.2104 11632 2 671.8643 ‐0.6394
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 None 2143.0264 SIFEIPGAEEVAMETASFSK 4862.6070 2143.0179 38.9431 11436 2 1072.0126 ‐3.2285
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 None 2320.1343 ENTNIIIDTFTSLGYDVYGGK 1292.0900 2320.1295 24.0195 3558 2 1160.5684 ‐1.0378
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 None 2032.9498 TFYGGLGIGDDDVFVSDGAK 859.8691 2032.9585 33.7619 2863 2 1016.9829 4.39
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 None 1958.9719 THVVTTPGSGFGPGGEGFVR 882.6953 1958.9720 26.0374 5062 3 653.6622 ‐0.3191
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 Carbamidomethyl+C(4)
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 345.4172 50966.5940 6 13.23 None 866.4407 TFYGGLGIG 391.8176 866.4429 33.7392 2357 1 866.4429 2.42
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 105706.8000 3064.5452 38.6223 122415 3 1022.1866 ‐0.2267
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1291.6892 ATPEQVAAYTLK 54172.5900 1291.6891 25.7032 111268 2 646.3482 ‐0.9468
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1653.9244 MVDVLVEQNIVPGIK 61206.8600 1653.9246 19.8722 84060 2 827.4659 ‐0.0569
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 74542.9800 1466.6619 23.1513 61295 2 733.8346 ‐0.2121
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 2055.0730 TWGGRPENVNAAQTTLLAR 13646.0200 2055.0716 25.8940 56425 3 685.6954 ‐0.9919
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 27853.9200 2445.1759 20.3355 56327 2 1223.0916 ‐1.5426
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1431.7074 LDSIGLENTEANR 31210.9400 1431.7089 22.7557 38854 2 716.3581 0.4626
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 873.4577 EAAWGLAR 31716.3800 873.4579 22.6716 35959 2 437.2326 ‐1.4384
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1452.8421 TVVSIPNGPSALAVK 24098.0100 1452.8417 17.3775 24104 2 726.9245 ‐0.7674
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEG 2691.0930 3272.6881 25.5454 15070 3 1091.5675 ‐1.0910
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1128.5432 TAAYYQQGAR 5054.3670 1128.5438 14.9588 3397 2 564.7756 ‐0.5932
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1153.5735 AASSYADELVK 657.4116 1153.5995 17.8094 2414 2 577.3034 21.4308
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1587.8085 RLDSIGLENTEANR 13034.5900 1587.8081 21.7212 47542 3 529.9409 ‐0.9305
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1065.5074 GMFVKGYTY 1726.9560 1065.5151 18.9315 2304 2 533.2612 5.69
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1996.1147 MVDVLVEQNIVPGIKVDK 793.8367 1996.1180 19.2435 2251 3 666.0442 1.73
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 712.3665 VKGYTY 312.4478 712.3663 18.7082 35093 1 712.3663 ‐0.2520
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 740.4665 NIVPGIK 1718.3300 740.4647 17.8658 14515 1 740.4647 ‐2.2956
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 953.5415 PNGPSALAVK 327.3143 953.5422 17.1173 4584 2 477.2747 ‐0.6686
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 893.5091 QVAAYTLK 1314.6090 893.5071 24.5843 3292 2 447.2572 ‐3.7573
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 997.5677 EQNIVPGIK 153.9812 997.5672 19.4569 2958 2 499.2872 ‐1.8179
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1102.5779 PEQVAAYTLK 174.1817 1102.5724 26.4216 2802 1 1102.5724 ‐3.8006
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1228.6168 RLDSIGLENTE 489.8517 1228.6174 20.8744 2648 2 614.8123 ‐0.4691
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1767.9460 GGRPENVNAAQTTLLAR 1647.8360 1767.9426 25.8917 1789 2 884.4749 ‐1.9160
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1022.5517 EQVAAYTLK 787.4730 1022.5504 25.6985 1638 1 1022.5504 ‐0.2909
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1941.9916 PIVEPEILLDGEHDIDR 371.7260 1941.9844 40.6116 1377 2 971.4958 ‐3.3931
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 722.4960 1112.4323 23.1477 1160 1 1112.4323 ‐0.9842
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 852.5189 TLLVSAPGL 630.5648 852.5210 25.8744 1125 1 852.5210 2.27
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 956.4585 AYYQQGAR 116.0270 956.4638 16.3378 1092 2 478.7356 4.44
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1124.5656 MVDVLVEQNI 237.3470 1124.5691 20.3763 1009 1 1124.5691 4.07
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20942.3700 43159.0095 48 53.27 None 1569.7980 RLDSIGLENTEANR 338.9315 1569.7915 21.7432 2472 3 523.9353 ‐4.8011
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 73635.0200 3064.5452 38.6223 122415 3 1022.1866 ‐0.5647
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1291.6892 ATPEQVAAYTLK 34781.2100 1291.6891 25.7032 111268 2 646.3482 ‐0.9302
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 67675.0700 1466.6619 23.1513 61295 2 733.8346 ‐0.1778
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 2055.0730 TWGGRPENVNAAQTTLLAR 17394.5200 2055.0716 25.8940 56425 3 685.6954 ‐1.2104
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 873.4577 EAAWGLAR 34182.2400 873.4579 22.6716 35959 2 437.2326 ‐1.4641
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 901.5102 ANSLAQLGK 166.7886 901.5005 24.4008 2574 2 451.2539 ‐12.3054
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1153.5735 AASSYADELVK 285.7768 1153.5995 17.8094 2414 2 577.3034 21.4334
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1587.8085 RLDSIGLENTEANR 6223.9790 1587.8081 21.7212 47542 3 529.9409 ‐1.0937
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4253.5380 1669.9229 31.9399 10125 2 835.4651 2.0845
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1414.7577 YAAISQDSGLVPIV 458.5119 1414.7611 39.6815 3301 2 707.8842 1.05
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 893.5091 QVAAYTLK 1150.3490 893.5071 24.5843 3292 2 447.2572 ‐3.7810
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1022.5517 EQVAAYTLK 779.2427 1022.5504 25.6985 1638 1 1022.5504 ‐0.1942
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1941.9916 PIVEPEILLDGEHDIDR 349.0194 1941.9844 40.6116 1377 2 971.4958 ‐3.3107
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 884.4836 RLDSIGLE 145.3301 884.4848 21.7347 1187 1 884.4848 1.60
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 751.6978 1112.4323 23.1477 1160 1 1112.4323 ‐0.8990
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1650.7970 EPEILLDGEHDIDR 267.0092 1650.7950 40.3006 1108 1 1650.7950 1.88
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 1569.7980 RLDSIGLENTEANR 178.6959 1569.7915 21.7432 2472 3 523.9353 ‐4.9622
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10331.0100 43159.0095 48 53.27 None 855.4472 EAAWGLAR 289.4106 855.4479 22.6684 1313 2 428.2276 ‐0.8024
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 None 1312.6743 EIDIGVPDEIGR 8233.1140 1312.6775 28.6207 6014 2 656.8424 1.64
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 None 1786.9222 LDQLIYIPLPDEDSR 3562.9700 1786.9209 35.5111 5898 2 893.9641 ‐0.5757
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 543.1330 1564.7766 25.5187 4357 3 522.2637 ‐2.2324
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 None 968.5775 ELVELPLR 3750.6310 968.5787 29.2887 2407 2 484.7930 ‐0.1777
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 Carbamidomethyl+C(10) 1566.7945 LGDVISVHQCPDVK 358.8080 1566.8102 36.3081 6268 2 783.9087 9.57
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 Carbamidomethyl+C(14)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 Carbamidomethyl+C(5) 1069.5095 SVHQCPDVK 148.9926 1069.5084 34.5270 1411 1 1069.5084 0.1112
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 278.6457 90756.5424 8 8.89 None 1294.6638 EIDIGVPDEIGR 322.8259 1294.6589 28.5207 1619 2 647.8331 ‐4.5402
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1386.7475 AQPSVESLEVLSK 3622.6010 1386.7442 27.7802 12281 2 693.8757 ‐3.0436
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1924.9725 TSLPDVYAIGDVATFPMK 1694.8040 1924.9760 21.0392 9375 2 962.9916 2.1350
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 3396.9210 2384.0683 35.1831 8476 2 1192.5378 ‐0.2868
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1176.5895 LSDFGVPGADAK 9299.3900 1176.5894 23.7147 6863 2 588.7983 ‐1.1268
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1136.6310 TLVSGTGQVFK 2688.4250 1136.6314 23.9378 6073 2 568.8193 ‐0.7334
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1513.8009 EQVPPYERPALSK 4213.3680 1513.8010 20.3596 5159 3 505.2718 ‐0.6722
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1901.9603 VVGAFLEGGSPEENNAIAK 1096.0160 1901.9635 27.2918 1612 3 634.6594 1.82



NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1187.6518 PSVESLEVLSK 520.4843 1187.6537 26.0544 1522 3 396.5561 0.6347
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 832.8785 47537.0137 9 24.37 None 1369.7209 AQPSVESLEVLSK 229.3899 1369.7158 27.4869 1209 2 685.3615 ‐4.4319
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 975.5622 IGLFGGAGVGK 67859.9500 975.5611 17.3064 122381 2 488.2842 ‐2.4984
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 2186.1452 IPSAVGYQPTLASDLGALQER 25606.3300 2186.1476 32.9702 40756 3 729.3874 0.9143
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1262.6409 TIAMDGTEGLVR 25504.0300 1262.6399 24.9579 36833 2 631.8236 ‐1.6518
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1173.6626 VVDLLAPYQR 32021.8100 1173.6588 17.9727 33056 2 587.3330 ‐4.3251
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1996.0961 DAPALVDLATGQEILATGIK 30559.3300 1996.0951 21.7831 31564 2 998.5512 ‐0.0613
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1393.8162 VLNTGAPITVPVGR 22485.6300 1393.8175 16.6651 29633 2 697.4124 0.3458
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1385.7093 IMNVLGEPIDER 32994.6300 1385.7138 28.5277 28982 2 693.3605 2.38
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLD 1399.0800 3714.8713 21.2740 26062 3 1238.9619 ‐3.0448
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 23751.8800 2539.2163 33.6025 24656 3 847.0770 1.63
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1425.7736 VGLTGLTVAEYFR 20041.5200 1425.7743 20.6995 23734 2 713.3908 ‐0.1033
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1005.5285 EMIESGVIK 7835.4380 1005.5292 22.3829 17139 2 503.2682 ‐0.6359
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1457.8396 TVLIMELINNVAK 24632.5500 1457.8390 23.3676 16666 2 729.4232 ‐0.9128
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1864.9440 DAEGQDVLLFIDNIFR 813.8597 1864.9433 25.5923 13472 2 932.9753 ‐0.1573
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 11760.8100 1328.7377 18.1731 13199 2 664.8725 0.8518
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1699.9602 LVLEVSHHLGQNVVR 6752.6220 1699.9613 16.0151 11583 3 567.3253 0.0600
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 2365.0904 YDDLSEQSFYMVGGIDEVVAK 1069.9680 2365.0872 35.9739 3488 2 1183.0473 ‐0.2274
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1434.7223 ENINSFQGLLDGK 2753.9360 1434.7315 30.9887 14740 2 717.8694 5.45
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1946.0171 FLSQPFHVAEIFTGAPGK 1208.2500 1946.0073 18.9710 2729 2 973.5073 ‐4.6369
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1123.5491 TREGNDLYR 144.9346 1123.5249 17.5613 851 2 562.2661 ‐22.6579
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 801.0110 2672.3827 24.0554 18549 3 891.4658 0.7657
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1521.9111 KVLNTGAPITVPVGR 1918.0880 1521.9153 15.8698 3360 3 507.9766 2.0281
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1029.5939 GQEILATGIK 136.4366 1029.5911 21.1702 5488 2 515.2992 ‐4.0134
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 815.3894 GEPIDER 690.4297 815.3879 30.1197 2557 1 815.3879 ‐1.4441
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1181.6637 NTGAPITVPVGR 421.8398 1181.6684 15.2636 2132 2 591.3378 2.98
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 975.5258 DLLAPYQR 333.1973 975.5276 17.2697 1339 2 488.2675 0.4907
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 1720.8687 PPIMTSLEVQDHPTR 3072.8560 1720.8633 33.6373 938 2 860.9353 ‐3.1650
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8777.4650 59802.0826 55 57.91 None 941.5778 VIGAIVDVR 537.9128 941.5798 18.6917 877 2 471.2935 0.6411
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 975.5622 IGLFGGAGVGK 68817.2700 975.5611 17.3064 122381 2 488.2842 ‐3.0056
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1173.6626 VVDLLAPYQR 26172.9700 1173.6588 17.9727 33056 2 587.3330 ‐4.7127
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1996.0961 DAPALVDLATGQEILATGIK 63511.8700 1996.0951 21.7831 31564 2 998.5512 0.0474
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1393.8162 VLNTGAPITVPVGR 22893.4600 1393.8175 16.6651 29633 2 697.4124 0.0911
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1425.7736 VGLTGLTVAEYFR 25015.5000 1425.7743 20.6995 23734 2 713.3908 ‐0.3387
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1457.8396 TVLIMELINNVAK 12845.3900 1457.8390 23.3676 16666 2 729.4232 ‐1.1290
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1864.9440 DAEGQDVLLFIDNIFR 897.0734 1864.9433 25.5923 13472 2 932.9753 ‐0.1278
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 12826.1200 1328.7377 18.1731 13199 2 664.8725 0.5578
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1699.9602 LVLEVSHHLGQNVVR 6510.7090 1699.9613 16.0151 11583 3 567.3253 ‐0.2964
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 Carbamidomethyl+C(1) 1662.7727 CALVYGQMNEPPGAR 76.6188 1662.7942 21.4373 4544 2 831.9007 12.03
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1946.0171 FLSQPFHVAEIFTGAPGK 573.7579 1946.0073 18.9710 2729 2 973.5073 ‐4.5584
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1949.9451 VAEYATSSPASSAAPSSAPAK 164.3642 1949.9887 18.9034 2519 2 975.4980 22.8142
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 2053.0600 YVDLKENINSFQGLLDGK 690.6634 2053.0414 19.5830 1775 3 685.0187 ‐9.5091
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 2186.1452 IPSAVGYQPTLASDLGALQER 372.4121 2186.1490 19.0532 1184 2 1093.5781 2.26
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1434.7223 ENINSFQGLLDGK 318.6442 1434.7151 16.4241 1014 2 717.8612 ‐5.8645
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 2132.0427 NLQDIIAILGMDELSEDDK 302.2278 2132.0564 25.5798 835 2 1066.5319 7.95
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 4009.0030 2672.3827 24.0554 18549 3 891.4658 1.0057
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1521.9111 KVLNTGAPITVPVGR 3756.6440 1521.9153 15.8698 3360 3 507.9766 1.25
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 860.4989 LLAPYQR 604.3450 860.4998 17.2014 13102 2 430.7536 ‐1.0591
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 692.3726 FGGAGVGK 8868.7670 692.3711 17.3409 10909 1 692.3711 ‐2.3224
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1657.8908 LKENINSFQGLLDGK 633.3486 1657.8887 21.0972 9404 2 829.4480 ‐1.5040
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 741.4505 VGLTGLTV 545.4290 741.4508 20.1541 5730 1 741.4508 0.3011
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 545.3042 GGAGVGK 5514.4840 545.3035 17.2910 3552 1 545.3035 ‐1.9852
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1181.6637 NTGAPITVPVGR 150.9834 1181.6684 15.2636 2132 2 591.3378 2.70
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 885.4465 TVAEYFR 177.2396 885.4472 21.2438 1838 1 885.4472 1.16
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 1115.5691 SEDDKLTVAR 132.6781 1115.5637 21.9571 1583 1 1115.5637 ‐3.6078
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 941.5778 VIGAIVDVR 475.8579 941.5798 18.6917 877 2 471.2935 0.1134
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 6296.4270 59802.0826 55 57.91 None 2035.0495 YVDLKENINSFQGLLDGK 551.1141 2035.0465 19.9615 5504 2 1018.0269 ‐0.8219
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1539.7537 TYISGDQLSVDDVK 13574.3100 1539.7542 25.2072 27790 2 770.3808 ‐0.0290
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 945.5768 LVPVGYGIK 11589.2400 945.5765 15.7227 20169 2 473.2919 ‐1.7884
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1860.9854 VYAAVPVKPSDAFPNASK 12779.9400 1860.9849 16.1159 17880 3 620.9998 ‐0.7424
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1281.6474 WYESVASQLAK 9312.4840 1281.6481 16.6289 15679 2 641.3277 ‐0.2542
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1532.7591 AVTFSDLHTEEGVK 3753.9760 1532.7582 23.2818 14016 3 511.5909 ‐1.2757
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1995.9038 SSVLMDVKPWDDETDMK 4872.3080 1995.9065 30.0104 12918 3 665.9737 1.0039
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1275.6427 ISGDQLSVDDVK 375.8814 1275.6466 24.4432 2021 2 638.3269 2.88
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1609.6873 MDVKPWDDETDMK 633.0592 1609.6877 32.4069 1927 2 805.3475 0.0105
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1027.5055 DLHTEEGVK 160.8147 1027.5018 25.3325 1487 2 514.2545 ‐4.8489
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 636.3715 VGYGIK 144.6208 636.3715 15.7227 948 1 636.3715 ‐0.2771
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3402.6990 24258.1708 25 37.05 None 1598.8537 AAVPVKPSDAFPNASK 424.1155 1598.8519 16.1235 912 2 799.9296 ‐1.4024
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1539.7537 TYISGDQLSVDDVK 13356.2500 1539.7542 25.2072 27790 2 770.3808 0.0128
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1532.7591 AVTFSDLHTEEGVK 1996.7980 1532.7582 23.2818 14016 3 511.5909 ‐1.4324
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1995.9038 SSVLMDVKPWDDETDMK 2293.1570 1995.9065 30.0104 12918 3 665.9737 0.7924
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 2123.9988 SSVLMDVKPWDDETDMKK 549.4451 2123.9879 32.2128 42675 2 1062.4976 ‐4.3260
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1281.6474 WYESVASQLAK 273.1566 1281.6204 30.1322 1169 2 641.3138 ‐21.9098
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1362.6536 TFSDLHTEEGVK 1550.4930 1362.6523 23.2687 3288 2 681.8298 ‐1.6064
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1609.6873 MDVKPWDDETDMK 564.0888 1609.6877 32.4069 1927 2 805.3475 0.0593
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1191.1660 24258.1708 25 37.05 None 1264.6208 WYESVASQLAK 154.6379 1264.6248 31.1948 1482 2 632.8160 2.94
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 945.5768 LVPVGYGIK 16970.7500 945.5765 15.7227 20169 2 473.2919 ‐2.3137
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 1860.9854 VYAAVPVKPSDAFPNASK 19412.5500 1860.9849 16.1159 17880 3 620.9998 ‐1.0001
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 1281.6474 WYESVASQLAK 9931.3780 1281.6481 16.6289 15679 2 641.3277 ‐0.5766



NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 1539.7537 TYISGDQLSVDDVK 263.4789 1539.7715 20.2241 5918 2 770.3894 10.85
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 733.4243 PVGYGIK 2424.8020 733.4249 15.7187 5247 1 733.4249 0.7115
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2745.9670 24258.1708 25 37.05 None 636.3715 VGYGIK 193.2796 636.3715 15.7227 948 1 636.3715 ‐0.4884
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 935.4945 GQIDSIFR 9124.4050 935.4949 15.2637 15640 2 468.2511 ‐1.0410
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 2814.4012 RDVDTVLAMGIMEDVSIIPQPAGDSGK 600.0511 2814.4064 34.0823 5777 3 938.8070 2.1374
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 Carbamidomethyl+C(12) 1644.8010 EQHSLLTNLQSCSK 1232.7850 1644.8094 22.5328 2973 2 822.9084 4.39
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 1606.8700 VTAGVEYSRPFRPK 180.0321 1606.8670 27.5835 2411 3 536.2938 ‐2.5106
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 2077.0421 TPGNLVHGNQPDNSSLTIGR 186.5952 2077.0593 20.1893 2263 2 1039.0333 8.76
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 2267.1302 SSPISLSLIQSTQFNWSESR 1546.1220 2267.1299 25.6769 1507 4 567.5379 ‐1.2970
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 1011.4854 EVQEDVHR 1181.9260 1011.4764 25.3079 1466 2 506.2419 ‐10.2013
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 1423.7692 LKPGSGYGYGLGVR 127.4742 1423.7897 25.4115 866 3 475.2681 13.5856
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 2535.3388 VINIKRLEEAITSINGWYMER 987.2516 2535.3232 19.7944 807 3 845.7793 ‐6.0715
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 Oxidation+M(11) 2674.2950 DVDTVLAMGIMEDVSIIPQPAGDSGK 1380.4890 2674.2889 40.2900 2023 2 1337.6481 ‐0.5912
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 Carbamidomethyl+C(6) 937.4408 TNLQSCSK 281.3391 937.4452 20.1414 2066 2 469.2262 3.72
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 613.2940 PAGDSGK 803.0223 613.2961 32.3511 1574 1 613.2961 3.1001
NP_568378.1 outer envelope protein 80 Arabidopsis thaliana 211.5717 80506.6325 13 8.61 None 993.4748 EVQEDVHR 512.8948 993.4760 23.8614 3479 2 497.2417 ‐0.1629
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 392.4485 36101.5244 3 18.29 None 1197.6150 IFYTVDNPTK 3284.9420 1197.6190 15.2637 3283 2 599.3131 2.43
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 392.4485 36101.5244 3 18.29 Carbamidomethyl+C(14) 2805.3984 GLPLPTDDTLILVCGPPGMMEHISGGK 1155.6290 2805.3958 21.7525 2765 3 935.8035 ‐0.6560
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 392.4485 36101.5244 3 18.29 None 2572.3141 NPEDNTQISLLYANVSPDDILLK 2811.8120 2572.3147 37.8112 2744 3 858.1097 0.3199
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1215.5827 VSEQFTAMFR 4209.7130 1215.5854 18.1058 8001 2 608.2964 1.11
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1139.6935 LAVNLIPFPR 1934.0600 1139.6944 20.3888 5776 2 570.3509 ‐0.3100
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 Carbamidomethyl+C(4) 1065.4275 NMMCAADPR 9618.5290 1065.4264 18.2573 4161 2 533.2168 ‐2.2794
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1972.9974 GHYTEGAELIDSVLDVVR 1150.9410 1973.0050 39.8196 4012 3 658.3398 3.39
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1059.5292 YLTASAMFR 2365.6710 1059.5275 17.2991 2214 2 530.2674 ‐2.7987
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1384.7003 MMLTFSVFPSPK 1372.6830 1384.7036 25.5809 889 1 1384.7036 4.42
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1633.7924 AVLMDLEPGTMDSVR 399.7710 1633.7811 34.3512 2411 2 817.3942 ‐7.1140
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 473.2321 51291.4167 8 15.14 None 1041.5186 YLTASAMFR 162.7690 1041.5148 18.0591 3547 2 521.2610 ‐4.9246
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1334.5643 YEEMVEFMEK 50670.8100 1334.5658 28.7937 29126 2 667.7865 0.3548
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1749.9130 SASDIATAELAPTHPIR 2865.5510 1749.9161 24.4678 28753 3 583.9769 1.02
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 907.5247 NLLSVAYK 3542.7380 907.5253 16.4394 28228 2 454.2663 ‐0.8803
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1189.6609 DSTLIMQLLR 17776.3600 1189.6612 21.6332 15764 2 595.3342 ‐0.7667
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1181.6048 EAAESTLVAYK 23598.9800 1181.6068 21.4132 13414 2 591.3070 0.5964
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1404.6853 TVDVEELSVEER 24509.8200 1404.6865 25.3277 13411 2 702.8469 0.2575
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 1723.0190 2434.2664 22.5187 7089 3 812.0937 0.7205
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 2153.9543 DNLTLWTSDMTDEAGDEIK 845.1481 2153.9531 33.7845 3900 2 1077.4802 0.1578
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 917.5302 IISSIEQK 4294.8730 917.5294 18.3394 3269 2 459.2683 ‐2.3902
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1529.7707 GNEDHVAIIKDYR 760.8887 1529.8074 17.8217 1402 2 765.4074 23.6384
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 990.5466 GKIESELSK 768.6058 990.5474 16.5255 2403 2 495.7773 ‐0.5460
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 Oxidation+M(20) 3340.5923 DSTLIMQLLRDNLTLWTSDMTDEAGDE 315.8859 3340.6016 19.9716 1506 3 1114.2054 3.94
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1081.5888 LIPSASPAESK 195.9889 1081.5871 20.3066 11108 2 541.2972 ‐2.7756
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 680.3978 LSVAYK 3357.5120 680.3974 16.4381 4833 1 680.3974 ‐0.5509
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 Carbamidomethyl+C(2) 1448.7566 ICDGILNVLEAHL 187.2360 1448.7629 20.4923 2993 3 483.5925 3.48
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 892.4775 ESTLVAYK 330.0146 892.4783 22.0406 1662 2 446.7428 ‐0.6547
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 805.4302 IESELSK 218.7609 805.4339 16.3922 1411 2 403.2206 2.96
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 691.3621 SSIEQK 272.2863 691.3619 17.4020 1377 1 691.3619 ‐0.2627
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1042.4584 EMVEFMEK 730.3656 1042.4622 28.8043 1336 1 1042.4622 4.35
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 873.4312 PSASPAESK 435.2653 873.4293 23.1874 1087 1 873.4293 ‐1.7634
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1511.7601 GNEDHVAIIKDYR 681.3163 1511.7597 18.9047 4330 2 756.3835 ‐0.6929
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 1163.5943 EAAESTLVAYK 613.5974 1163.5949 19.5569 3452 2 582.3011 ‐0.5493
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 5579.2660 28720.3290 32 54.90 None 889.5142 NLLSVAYK 132.4171 889.5133 16.8464 2895 2 445.2603 ‐2.5113
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 1334.5643 YEEMVEFMEK 60239.9300 1334.5658 28.7937 29126 2 667.7865 0.3757
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 1749.9130 SASDIATAELAPTHPIR 3950.4270 1749.9167 24.4109 23238 3 583.9771 1.48
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 2153.9543 DNLTLWTSDMTDEAGDEIK 836.1833 2153.9531 33.7845 3900 2 1077.4802 0.2617
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 917.5302 IISSIEQK 3310.9110 917.5294 18.3394 3269 2 459.2683 ‐2.4114
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 1309.6998 KEAAESTLVAYK 449.1237 1309.6969 28.8865 4489 2 655.3521 ‐3.0083
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 743.3723 DNLTLW 608.7697 743.3750 33.1881 2167 1 743.3750 3.54
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 1042.4584 EMVEFMEK 1152.3590 1042.4622 28.8043 1336 1 1042.4622 4.77
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 691.3621 SSIEQK 728.5892 691.3594 18.3479 1002 1 691.3594 ‐3.8588
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2813.0230 28720.3290 32 54.90 None 981.5251 AESTLVAYK 139.5193 981.5258 26.2569 820 2 491.2666 ‐0.7017
NP_568680.1 nudix hydrolase 8 Arabidopsis thaliana 167.2764 41656.4563 3 8.67 None 2185.0659 EVKEETGVDTEFSEVIAFR 2111.9170 2185.0750 19.7740 14498 3 729.0299 3.10
NP_568680.1 nudix hydrolase 8 Arabidopsis thaliana 167.2764 41656.4563 3 8.67 None 1407.7400 MDSVSLSEVTVIK 1200.3920 1407.7390 17.2410 3577 2 704.3731 ‐1.5231
NP_568680.1 nudix hydrolase 8 Arabidopsis thaliana 167.2764 41656.4563 3 8.67 None 1466.7460 LPSNPYAFASMLR 461.0363 1466.7592 18.0896 1528 2 733.8832 8.37
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 1543.8340 2264.1532 29.8398 12716 2 1132.5803 ‐0.1601
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1159.5953 AIDLIDEAGSR 8888.7910 1159.5965 25.2097 12397 2 580.3019 ‐0.1048
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1029.5687 TAIAEGLAQR 32675.9300 1029.5696 19.8690 11710 2 515.2884 ‐0.4849
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1581.8734 VPEPTVDETIQILK 1891.6520 1581.8745 31.5597 8710 2 791.4409 0.3595
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1157.4966 LDMSEFMER 12791.9000 1157.4973 29.7420 7580 2 579.2523 ‐0.4098
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1022.5339 LDEMIVFR 8221.8960 1022.5346 29.7857 7244 2 511.7709 ‐0.6959
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1315.6740 IASGDVPETIEGK 13356.8800 1315.6750 21.6983 6703 2 658.3411 ‐0.0411
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 914.5557 EIADILLK 9778.5080 914.5567 29.5802 3987 2 457.7820 ‐0.4083
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1116.5895 EIELQVTER 1294.5360 1116.5847 26.1115 17032 2 558.7960 ‐5.4270
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1805.9677 NTLLIMTSNVGSSVIEK 4195.6370 1805.9660 19.1839 7241 2 903.4866 ‐0.8622
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 4620.0880 1354.6790 22.3226 6795 2 677.8431 ‐0.2551
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 2293.0983 YTDESLVAAAQLSYQYISDR 479.2800 2293.1235 21.2010 6202 3 765.0460 10.15
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 972.5360 IIGQDEAVK 1553.9810 972.5345 17.3070 6024 2 486.7709 ‐3.0136
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 679.3443 GKEMSK 307.9256 679.3529 22.7705 3869 1 679.3529 12.69
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1691.8098 ALAAYYFGSEEAMIR 1324.0490 1691.8266 29.3167 2495 2 846.4169 9.13
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1950.8822 MVGENNEVTANVGGGSSSNK 923.6503 1950.9179 30.8138 1531 3 650.9775 17.9624
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 1103.2560 2365.2426 22.9457 5277 3 789.0857 5.98



NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1382.7638 LAEEGKLDPVVGR 2597.5050 1382.7636 21.4496 4907 3 461.5927 ‐0.9248
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 634.2791 DEAGSR 277.2018 634.2777 25.8036 6730 1 634.2777 ‐2.4439
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 665.3803 MIVFR 132.4189 665.3820 27.6598 2701 1 665.3820 2.31
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 744.3999 AEGLAQR 3785.1440 744.3978 19.8941 1917 1 744.3978 ‐2.6705
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1256.7096 PTVDETIQILK 324.8969 1256.7128 32.5986 1702 2 628.8600 1.52
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1269.6797 AEEGKLDPVVGR 314.8476 1269.6862 21.4440 825 2 635.3468 4.56
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 None 1297.6634 IASGDVPETIEGK 499.2971 1297.6643 20.4064 3066 2 649.3358 ‐0.1722
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1276.8810 103680.8405 47 24.22 Carbamidomethyl+C(4) 1337.6518 NNPCLIGEPGVGK 340.4472 1337.6499 21.4587 1695 2 669.3286 ‐2.1846
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 2065.8420 2264.1532 29.8398 12716 2 1132.5803 ‐0.0451
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1159.5953 AIDLIDEAGSR 17942.0000 1159.5965 25.2097 12397 2 580.3019 ‐0.1015
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1029.5687 TAIAEGLAQR 34622.4800 1029.5696 19.8690 11710 2 515.2884 ‐0.4948
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1581.8734 VPEPTVDETIQILK 2141.5200 1581.8745 31.5597 8710 2 791.4409 0.4055
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1608.8632 RPYTVVLFDEIEK 373.8330 1608.8708 29.4863 7675 2 804.9391 4.31
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1157.4966 LDMSEFMER 9505.3800 1157.4973 29.7420 7580 2 579.2523 ‐0.4068
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1022.5339 LDEMIVFR 12520.4900 1022.5346 29.7857 7244 2 511.7709 ‐0.7065
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 Carbamidomethyl+C(12) 1690.8582 VLAQSTPPSLACYQR 359.1232 1690.8559 24.3088 5532 3 564.2901 ‐2.0945
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 914.5557 EIADILLK 10495.1100 914.5567 29.5802 3987 2 457.7820 ‐0.4298
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1116.5895 EIELQVTER 1356.3040 1116.5835 22.9490 38437 2 558.7954 ‐6.5030
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 4811.6630 1354.6790 22.3226 6795 2 677.8431 ‐0.2321
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1950.8822 MVGENNEVTANVGGGSSSNK 475.5697 1950.9319 25.8169 4852 3 650.9821 24.9083
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 2293.0983 YTDESLVAAAQLSYQYISDR 342.9735 2293.0823 32.6005 923 2 1147.0448 ‐5.8464
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1985.9572 AHPDVFNMMLQILEDGR 743.7676 1986.0007 34.1904 795 2 993.5040 22.4122
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1382.7638 LAEEGKLDPVVGR 1144.3070 1382.7636 21.4496 4907 3 461.5927 ‐1.0638
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1442.7573 ASRFTVKAMFER 805.8919 1442.7503 25.3954 3625 2 721.8788 ‐5.3491
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1397.7933 LLKMEETLHKR 446.0610 1397.7992 19.5159 1025 3 466.6046 3.13
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 744.3999 AEGLAQR 4600.4010 744.3978 19.8941 1917 1 744.3978 ‐2.5382
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1256.7096 PTVDETIQILK 314.6883 1256.7128 32.5986 1702 2 628.8600 1.83
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 672.4291 ADILLK 3211.4660 672.4293 29.5841 1304 1 672.4293 0.3908
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 1269.6797 AEEGKLDPVVGR 148.0491 1269.6862 21.4440 825 2 635.3468 4.00
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 1143.2590 103680.8405 47 24.22 None 2275.0877 YTDESLVAAAQLSYQYISDR 305.8381 2275.0776 31.8396 1014 3 759.0307 ‐4.8058
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit  1153.2450 19350.0461 5 21.89 None 1596.8115 TEIPAATPSDPQLKE 10726.4800 1596.8156 23.0445 4899 2 798.9115 2.12
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit  1153.2450 19350.0461 5 21.89 None 1533.7544 EIQAVPEDEGYRK 715.9422 1533.7519 18.6679 3321 3 511.9222 ‐2.2883
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit  1153.2450 19350.0461 5 21.89 None 1021.5928 AVLIDLYSK 2229.8800 1021.5922 17.7670 2229 2 511.2997 ‐1.9400
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit  1153.2450 19350.0461 5 21.89 None 1060.5885 TLEGLIAESK 462.5057 1060.5977 26.9938 1347 2 530.8025 7.23
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit  1153.2450 19350.0461 5 21.89 None 868.4411 TEIPAATPS 395.5744 868.4410 25.1386 4867 1 868.4410 0.4023
NP_568857.1 Afadin alpha actinin binding protein Arabidopsis thaliana 48.3703 42830.3326 3 0.00 None 1016.5557 MVIGNQQVK 605.9536 1016.5470 26.3625 2961 2 508.7771 ‐9.8860
NP_568857.1 Afadin alpha actinin binding protein Arabidopsis thaliana 48.3703 42830.3326 3 0.00 None 984.4931 AQQIHEMK 1185.5140 984.4764 21.3393 2678 2 492.7418 ‐18.3860
NP_568857.1 Afadin alpha actinin binding protein Arabidopsis thaliana 48.3703 42830.3326 3 0.00 None 1112.5881 AQQIHEMKK 344.9352 1112.5655 19.0318 1105 1 1112.5655 ‐19.0754
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1261.9250 14238.1252 1 16.94 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 7451.3640 2266.0443 24.4133 12452 3 756.0196 1.15
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 None 907.5247 NLLSVAYK 12279.3100 907.5253 16.4394 28228 2 454.2663 ‐1.4285
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 None 1189.6609 DSTLIMQLLR 6184.0230 1189.6612 21.6332 15764 2 595.3342 ‐1.1447
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 None 1668.8803 LLDSHLIPSATASESK 5369.3550 1668.8856 16.1259 5509 3 556.9667 2.43
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 Carbamidomethyl+C(9) 1563.8047 VETELSSICSGILR 408.4551 1563.8036 22.6372 2822 2 782.4054 ‐1.2248
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 None 680.3978 LSVAYK 7893.9160 680.3974 16.4381 4833 1 680.3974 ‐0.7366
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1023.1820 27885.6029 6 19.51 None 889.5142 NLLSVAYK 135.9517 889.5133 16.8464 2895 2 445.2603 ‐3.0704
NP_683547.2 duplicated homeodomain like superfamily protein Arabidopsis thaliana 378.9807 21105.6536 5 27.32 None 2019.9804 EHYKELVNDLLEMGSSR 1891.1940 2019.9834 27.5817 6018 3 673.9993 1.1486
NP_683547.2 duplicated homeodomain like superfamily protein Arabidopsis thaliana 378.9807 21105.6536 5 27.32 None 1497.8134 DALVMFTAFLLTR 1960.3800 1497.8161 22.9445 3764 2 749.4117 1.60
NP_683547.2 duplicated homeodomain like superfamily protein Arabidopsis thaliana 378.9807 21105.6536 5 27.32 None 2285.0867 VAFPNELTKDMAQSSYQAER 585.9107 2285.0747 24.2942 2446 2 1143.0410 ‐4.2677
NP_683547.2 duplicated homeodomain like superfamily protein Arabidopsis thaliana 378.9807 21105.6536 5 27.32 None 1241.6161 EHYKELVNDL 348.7919 1241.6184 25.3339 3621 2 621.3128 0.9184
NP_683547.2 duplicated homeodomain like superfamily protein Arabidopsis thaliana 378.9807 21105.6536 5 27.32 None 753.3930 VAFPNEL 175.9757 753.3966 23.8309 2914 1 753.3966 4.16
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 3502.1820 2963.3722 23.2161 10074 3 988.4623 1.41
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 1199.6630 NTITIAPENVK 4158.1070 1199.6613 22.2372 7064 2 600.3343 ‐2.4407
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 1623.8125 VWSFKDVNLSSGER 1051.1520 1623.8132 25.7586 1366 3 541.9426 ‐0.2270
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 2569.2650 VLNDVLLQNMYAGFAGSMGRAGER 419.0885 2569.2802 35.3813 13854 4 643.0755 5.0825
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 770.4407 IAPENVK 400.6921 770.4406 22.9720 18156 1 770.4406 0.1162
NP_683568.1 lectin like protein Arabidopsis thaliana 584.9314 29806.5106 6 19.56 None 1085.6201 TITIAPENVK 3018.5800 1085.6185 22.2531 11818 2 543.3129 ‐2.6951
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 1845.9705 GPAPLSLALAHADIDEAGK 35415.5200 1845.9723 30.8965 54176 3 615.9956 0.5113
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 1507.7944 VLFVPWVETDFR 59238.8400 1507.7937 22.4386 39044 2 754.4005 ‐0.9007
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 1500.7693 DALGNDVVAAEWLK 98668.9500 1500.7698 33.3968 36247 2 750.8885 ‐0.0996
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 1349.6583 GDPTYLVVENDK 86665.9300 1349.6604 23.8112 19938 2 675.3338 0.8105
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 919.3945 TGDAPWWS 2051.6330 919.3961 30.5485 18004 1 919.3961 2.64
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 Carbamidomethyl+C(3)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 354.3835 2003.9462 26.5752 1359 2 1002.4767 ‐2.6785
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 979.5095 YLVVENDK 257.3838 979.5089 21.4191 1823 2 490.2581 ‐1.9585
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 18832.6300 22818.1856 21 46.67 None 1827.9599 GPAPLSLALAHADIDEAGK 345.1370 1827.9695 30.0802 1162 3 609.9947 4.96
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 1845.9705 GPAPLSLALAHADIDEAGK 37847.1400 1845.9723 30.8965 54176 3 615.9956 0.3175
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 1500.7693 DALGNDVVAAEWLK 95284.8000 1500.7698 33.3968 36247 2 750.8885 ‐0.0618
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 919.3945 TGDAPWWS 1822.8450 919.3961 30.5485 18004 1 919.3961 2.63
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 1349.6583 GDPTYLVVENDK 363.7073 1349.6609 26.3331 1042 2 675.3341 1.1745
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 350.0655 2003.9494 26.5566 872 2 1002.4784 ‐0.9896
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 1691.8963 APLSLALAHADIDEAGK 2549.7490 1691.8961 30.8929 1213 2 846.4517 ‐0.1315
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 9866.8100 22818.1856 21 46.67 None 1827.9599 GPAPLSLALAHADIDEAGK 401.1729 1827.9695 30.0802 1162 3 609.9947 4.79
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4394.3130 22818.1856 21 46.67 None 1507.7944 VLFVPWVETDFR 63949.0400 1507.7937 22.4386 39044 2 754.4005 ‐1.0867
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4394.3130 22818.1856 21 46.67 Carbamidomethyl+C(3)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4394.3130 22818.1856 21 46.67 Carbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4394.3130 22818.1856 21 46.67 None 1049.5051 PWVETDFR 220.6699 1049.5065 22.9813 2257 1 1049.5065 2.23
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4394.3130 22818.1856 21 46.67 None 1295.6419 FVPWVETDFR 235.8708 1295.6430 23.1169 1518 1 1295.6430 2.35
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 365.5698 33919.2387 13 34.78 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 10229.6800 1310.5810 23.2519 11244 2 655.7941 0.8167
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 365.5698 33919.2387 13 34.78 None 1083.5905 LAQRPENAGK 172.4631 1083.5964 19.7904 1573 2 542.3019 4.51



NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 365.5698 33919.2387 13 34.78 None 1948.9222 TPNGYMLQQFENPANPK 203.6705 1948.9472 31.9456 5720 3 650.3206 12.50
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 365.5698 33919.2387 13 34.78 None 1618.7682 GYMLQQFENPANPK 196.9184 1618.7714 31.2585 8333 2 809.8893 1.26
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1707.8912 IDGFVSGIGTGGTITGAGK 5237.5360 1707.8939 17.4339 19854 2 854.4506 1.67
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1449.7440 LIITMPASMSTER 32453.3200 1449.7452 18.2163 12211 2 725.3762 0.0747
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1398.3670 2603.3192 23.1545 10141 3 868.4446 2.63
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 2135.1495 LYGVEPVESAILSGGKPGPHK 1877.0570 2135.1488 17.8504 8229 3 712.3878 ‐0.6814
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1285.6787 YLSTVLFDATR 2047.0950 1285.6826 19.0373 7906 2 643.3449 1.59
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1382.7467 LFVAIFPSFGER 10448.1000 1382.7482 22.1052 5332 2 691.8777 0.1421
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1325.6770 IGFSMISDAEKK 3654.2770 1325.6766 16.5572 3610 2 663.3419 ‐1.3570
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1377.7485 ESAILSGGKPGPHK 316.9120 1377.7519 19.7083 4264 2 689.3796 1.85
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2441.4040 33919.2387 13 34.78 None 1093.5564 YLSTVLFDAT 243.2522 1093.5563 17.1177 1174 2 547.2818 ‐1.7312
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 2084.1640 47919.6215 5 14.75 None 1701.9058 AVFVDLEPTVIDEVR 37028.8900 1701.9067 34.8809 26727 2 851.4570 0.4982
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 2084.1640 47919.6215 5 14.75 None 987.5469 DVNAAVGTIK 19864.6400 987.5473 19.7673 18536 2 494.2773 ‐1.0664
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 2084.1640 47919.6215 5 14.75 None 1977.8825 TVGGGDDAFNTFFSETGAGK 6792.9020 1977.8817 32.9256 11854 2 989.4445 0.1235
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 2084.1640 47919.6215 5 14.75 Carbamidomethyl+C(13) 2158.1438 GHYTIGKEIVDLCLDRIR 729.2247 2158.1467 23.9022 2708 4 540.2921 0.2156
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 2084.1640 47919.6215 5 14.75 Carbamidomethyl+C(2) 927.5193 LCLDRIR 101.4580 927.5247 23.9057 6029 2 464.2660 4.49
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3667.0310 10287.3029 9 60.87 None 1274.6416 GFGFVTFKDEK 6370.8880 1274.6440 17.4185 23013 2 637.8256 1.0710
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3667.0310 10287.3029 9 60.87 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 2977.6290 1951.8962 32.1785 13737 2 976.4518 0.1304
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3667.0310 10287.3029 9 60.87 None 1116.6008 VITVNEAQSR 21666.7400 1116.6024 16.7255 9212 2 558.8048 0.3361
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3667.0310 10287.3029 9 60.87 None 1070.5517 GFVTFKDEK 350.3098 1070.5550 17.4608 6795 2 535.7811 1.31
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3348.6490 10287.3029 9 60.87 None 1343.6478 TFSQFGDVIDSK 9258.4180 1343.6497 27.8245 38329 2 672.3285 0.7222
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3348.6490 10287.3029 9 60.87 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 6258.8670 1951.8962 32.1785 13737 2 976.4518 0.2139
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3348.6490 10287.3029 9 60.87 None 1116.6008 VITVNEAQSR 8591.4350 1116.6024 16.7255 9212 2 558.8048 0.3350
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3348.6490 10287.3029 9 60.87 None 1934.9059 AMRDAIEEMNGKELDGR 274.0977 1934.9398 28.2652 835 3 645.6514 16.9403
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 3348.6490 10287.3029 9 60.87 None 1095.5317 SQFGDVIDSK 2986.4270 1095.5345 27.8098 1506 1 1095.5345 3.66
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 1370.7348 MIDPIVNELAQK 3699.1040 1370.7357 30.1752 15802 2 685.8715 ‐0.0183
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 1704.8188 LNTDESPATPGQYGVR 9693.3140 1704.8196 21.1759 14291 2 852.9134 0.3938
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 962.5153 DTLATSINK 8479.3220 962.5133 18.2137 8649 2 481.7603 ‐3.5038
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 Carbamidomethyl+C(14)
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 903.5146 DTIIGAVSK 4234.2900 903.5143 21.6940 3571 2 452.2608 ‐1.7811
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 3572.8094 FYKLNTDESPATPGQYGVRSIPTIMIFVN 394.0483 3572.7745 24.6103 3514 3 1191.5963 ‐8.9291
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2054.0870 19892.7287 12 44.69 None 1261.6171 ESPATPGQYGVR 202.4046 1261.6112 23.3662 2776 1 1261.6112 ‐3.0255
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1524.3520 19892.7287 12 44.69 None 1370.7348 MIDPIVNELAQK 3909.7070 1370.7357 30.1752 15802 2 685.8715 0.0063
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1524.3520 19892.7287 12 44.69 None 1704.8188 LNTDESPATPGQYGVR 11964.0900 1704.8196 21.1759 14291 2 852.9134 0.4523
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1524.3520 19892.7287 12 44.69 None 903.5146 DTIIGAVSK 3835.2300 903.5143 21.6940 3571 2 452.2608 ‐1.8038
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1524.3520 19892.7287 12 44.69 Carbamidomethyl+C(7) 3313.7209 LRRGVICEAQDTATGIPVVNDSTWDSLV 487.4300 3313.7122 31.0752 4608 4 829.1835 ‐2.6729
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1524.3520 19892.7287 12 44.69 None 929.4211 LNTDESPAT 204.2832 929.4184 21.5571 2085 2 465.2129 ‐4.3314
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 922.4516 LSELGFADA 23859.3100 922.4523 28.7291 53089 1 922.4523 1.10
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 1101.6150 EGLLQLVSDK 12687.0600 1101.6159 31.0886 36576 2 551.3116 ‐0.3740
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 2064.8644 YAADEDAFFADYAEAHMK 44489.9500 2064.8656 31.2978 35059 3 688.9600 0.0775
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 56405.3800 960.4756 19.5643 30460 2 480.7415 ‐1.2041
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 1858.0168 ELLSGEKEGLLQLVSDK 10548.4300 1858.0181 33.0545 25844 3 620.0109 0.0486
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 6974.7410 1635.7345 22.9149 18811 3 545.9163 ‐0.0645
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 615.3647 PIMVR 21359.9000 615.3654 19.5637 3614 1 615.3654 0.9788
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 833.4040 LSELGFAD 153.8125 833.4077 30.6687 2592 1 833.4077 4.48
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 686.4018 APIMVR 3071.6930 686.4020 19.5625 2119 1 686.4020 0.3176
NP_849607.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7482.5450 27846.3943 10 26.40 None 1830.7639 ADEDAFFADYAEAHMK 1652.9850 1830.7696 31.3005 1063 2 915.8884 3.23
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1453.6958 DPDGYTFELIQR 9117.6910 1453.6965 30.4759 9911 2 727.3519 ‐0.0049
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1291.7256 TVLVDNKDFLK 1676.5600 1291.7232 25.2522 4950 2 646.3652 ‐2.6965
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1698.8333 GNAYAQIAIGTDDVYK 3326.3240 1698.8383 27.5744 3327 2 849.9228 2.83
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 957.5364 IVNQELGGK 68.8843 957.5502 28.1478 6631 2 479.2787 12.91
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1210.6539 GGNVTREPGPVK 97.4587 1210.6776 21.5524 4417 2 605.8424 18.6458
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 805.4567 FELIQR 158.4162 805.4561 32.1378 71713 1 805.4561 ‐0.3265
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1321.6423 PDGYTFELIQR 340.0951 1321.6463 29.2161 2530 2 661.3268 2.91
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 1193.6273 GGNVTREPGPVK 139.7400 1193.6309 19.7605 3778 2 597.3191 2.0228
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 661.2400 31985.4529 9 13.78 None 940.5098 IVNQELGGK 135.4204 940.5121 29.3614 1484 2 470.7597 0.9673
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1075.5630 GGAIDDSVITK 32214.8000 1075.5636 20.7437 32656 2 538.2854 ‐0.6185
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1121.5738 VGFFSSGPPAR 16224.0900 1121.5760 16.5099 26251 2 561.2916 0.7884
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 30952.8100 1297.5525 21.1538 19463 2 649.2799 0.2549
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1970.1797 SLLALQGPLAAPVLQHLTK 4644.5860 1970.1818 21.2245 19182 3 657.3988 0.7021
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1547.8428 IGEITSGGFSPNLKK 1547.8430 1547.8446 24.2016 15384 3 516.6197 0.4721
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1658.9112 AEGGFLGADVILQQLK 4974.9090 1658.9125 21.6582 14866 2 829.9599 0.6239
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1419.7478 IGEITSGGFSPNLK 2703.0990 1419.7504 26.8652 13232 2 710.3788 1.18
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1654.8120 MVPFAGWSMPIQYK 5018.1660 1654.8153 21.1317 10538 2 827.9113 1.07
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1415.7066 TALYDFHVAHGGK 3076.5250 1415.7074 22.4363 7666 3 472.5740 ‐0.1944
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTV 2980.3160 3405.7552 24.5195 5063 3 1135.9233 ‐0.9919
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 638.3144 FTNEK 116.0740 638.3169 26.3505 2078 1 638.3169 3.63
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1022.5054 GFFSSGPPAR 694.5689 1022.5056 16.5006 1165 1 1022.5056 1.1024
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1057.5524 GGAIDDSVITK 233.4362 1057.5489 18.8906 1182 2 529.2781 ‐4.5401
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3212.7820 44787.0270 31 35.05 None 1953.1532 SLLALQGPLAAPVLQHLTK 362.9220 1953.1483 22.2473 783 2 977.0778 ‐2.1302
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 1547.8428 IGEITSGGFSPNLKK 1869.8260 1547.8446 24.2016 15384 3 516.6197 0.3136
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 1419.7478 IGEITSGGFSPNLK 2753.5580 1419.7504 26.8652 13232 2 710.3788 1.14
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 1415.7066 TALYDFHVAHGGK 4446.0800 1415.7074 22.4363 7666 3 472.5740 ‐0.3373
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 1402.7437 GGSLWQLGQSITR 230.7587 1402.7508 29.5006 996 2 701.8790 4.97
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 629.3042 GGSLWQ 194.3315 629.3031 28.2525 1692 1 629.3031 ‐1.8314
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 312.2454 44787.0270 31 35.05 None 1143.5317 IGEITSGGFSPN 949.6229 1143.5307 24.5433 1539 2 572.2690 ‐1.9088
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1121.5738 VGFFSSGPPAR 19277.3900 1121.5760 16.5099 26251 2 561.2916 0.3693
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1970.1797 SLLALQGPLAAPVLQHLTK 4727.0630 1970.1818 21.2245 19182 3 657.3988 0.5114
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1658.9112 AEGGFLGADVILQQLK 7574.2920 1658.9125 21.6582 14866 2 829.9599 0.5292



NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1654.8120 MVPFAGWSMPIQYK 4947.7540 1654.8153 21.1317 10538 2 827.9113 1.34
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTV 2649.3910 3405.7552 24.5195 5063 3 1135.9233 ‐0.3021
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 2143.8490 1745.8663 16.4172 2309 3 582.6269 0.4600
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 Carbamidomethyl+C(14) 1988.9859 VTDEHIYLVVNAGCRDK 280.6764 1988.9774 21.6060 1126 2 994.9924 ‐3.6898
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1815.0123 RAEGGFLGADVILQQLK 5178.7920 1815.0134 20.7063 12849 3 605.6760 ‐0.1587
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 Carbamidomethyl+C(9) 1164.6194 IYLVVNAGCR 285.5048 1164.6222 17.7671 2205 2 582.8147 0.9102
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1022.5054 GFFSSGPPAR 611.2715 1022.5056 16.5006 1165 1 1022.5056 1.1158
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1511.4750 44787.0270 31 35.05 None 1953.1532 SLLALQGPLAAPVLQHLTK 418.2176 1953.1483 22.2473 783 2 977.0778 ‐2.0474
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1887.5990 15381.7317 3 29.71 None 2886.4102 TVEETVVETEVTQQPEESVPAVTEQK 8728.5650 2886.4128 28.2126 9785 3 962.8091 1.89
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1887.5990 15381.7317 3 29.71 None 1731.8535 TEVITETPVVEEEEK 2236.3950 1731.8530 24.3855 2800 2 866.4301 ‐0.2905
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1887.5990 15381.7317 3 29.71 None 1289.6107 TETPVVEEEEK 240.1059 1289.6056 24.1523 1491 2 645.3065 ‐4.7718
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1571.2280 15719.0970 5 22.22 None 1523.7588 DFGEETTALSIVNK 8458.7330 1523.7605 29.2338 11313 2 762.3839 0.7392
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1571.2280 15719.0970 5 22.22 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 5990.8110 2061.0320 29.7059 9854 2 1031.0196 0.5014
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1631.2250 15719.0970 5 22.22 None 1523.7588 DFGEETTALSIVNK 12786.8900 1523.7605 29.2338 11313 2 762.3839 0.7793
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1631.2250 15719.0970 5 22.22 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 3104.4390 2061.0320 29.7059 9854 2 1031.0196 0.5958
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1631.2250 15719.0970 5 22.22 Carbamidomethyl+C(11) 1423.6886 VAQLVVLAEDCNQ 408.9538 1423.6962 29.3814 1501 2 712.3518 4.63
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1631.7622 LSGSEFDSFMAIAEK 1301.9680 1631.7642 34.7365 9109 2 816.3858 1.1224
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1659.8800 VVVSDSLDDIVLNSGK 5065.4250 1659.8808 31.1407 9040 2 830.4440 0.3912
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1796.8701 LDATANDFPKDTFDVK 343.4552 1796.8683 26.9412 7472 3 599.6276 ‐1.6863
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1523.8792 AASALSSNVPPVVLAK 3788.7740 1523.8835 27.4190 7077 2 762.4454 2.55
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1727.8673 AMLFINFTGEGAESLK 794.9079 1727.8631 33.5481 3372 2 864.4352 ‐2.3807
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 2604.2504 LFKPFDEQFVDSKDFDGEALEK 200.6312 2604.3049 36.5102 4139 3 868.7731 20.7473
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1250.6991 EAEGIVTYLKK 251.8538 1250.6898 19.9713 1355 2 625.8485 ‐8.2968
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 383.1515 54444.3272 8 16.22 None 1271.5903 LDATANDFPKDT 205.7061 1271.5881 24.4789 1112 1 1271.5881 0.0512
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 None 2006.8938 DNLTLWTSDLNEEGDER 1281.3210 2006.8934 31.4560 9452 2 1003.9503 0.3894
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 3710.8790 1275.6621 31.0673 8907 2 638.3347 ‐0.2693
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 None 1229.5797 YLAEFSSGAER 8055.7390 1229.5797 22.3966 7005 2 615.2935 ‐0.9154
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 None 879.4934 NLVSVGYK 818.8228 879.4920 21.2754 5583 2 440.2496 ‐3.2889
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 None 827.3934 DNLTLWT 100.8749 827.3918 30.5454 3781 1 827.3918 ‐1.4300
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 621.1254 29014.3873 6 18.50 None 861.4829 NLVSVGYK 596.9721 861.4823 22.5573 799 2 431.2448 ‐2.3022
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 None 1207.6205 TPFTSGLDLEK 3111.8560 1207.6212 27.3333 19831 2 604.3143 ‐0.3505
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 None 2119.0917 FISPNEVSVETIDGGNTIVK 3242.4620 2119.0901 31.1775 17370 2 1060.0487 ‐0.0051
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 None 1459.7250 EAAMATYDKPIHI 1788.7390 1459.7335 25.4060 13285 3 487.2494 4.52
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 5710.6560 2420.2057 39.1797 4474 2 1210.6065 3.1627
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 582.6450 54273.2910 6 16.37 None 2402.1908 LGSEVTVVEFAGDIVPSMDGEIR 703.1462 2402.1901 40.4710 1053 3 801.4016 ‐0.5793
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 14514.5200 2920.4692 37.8963 15896 3 974.1613 1.84
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1551.7359 DLQDDFMGGAEIIK 5679.3330 1551.7389 33.0204 14725 2 776.3731 1.79
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1145.5255 EGPLAEENMR 22693.0700 1145.5257 19.7311 14103 2 573.2665 ‐0.9825
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 3829.7510 2257.2072 25.6682 12050 3 753.0739 1.55
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1799.9327 AYLPVVESFGFSSQLR 4564.5920 1799.9358 21.2449 11457 2 900.4715 1.92
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1218.6187 IMGPNYIPGEK 4159.3700 1218.6212 23.9230 11239 2 609.8142 1.0514
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 1816.9180 2931.5573 24.1019 9879 3 977.8573 1.60
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1634.8425 ILAEEFGWDKDLAK 4862.9110 1634.8425 30.5372 9407 3 545.6190 ‐0.5769
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 3646.2490 1607.7591 29.3255 9004 2 804.3832 1.05
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 906.4680 SDPVVSFR 2293.7550 906.4711 22.0451 8784 2 453.7392 1.79
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1836.8572 STGISLYYEMTDESLK 4550.9810 1836.8584 32.7546 5800 2 918.9328 0.8115
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 2079.9982 VENLYEGPLDDQYANAIR 1986.7820 2080.0078 30.1242 3307 3 694.0075 4.37
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1063.5782 GVQYLNEIK 1387.1470 1063.5782 20.6890 2615 2 532.2927 ‐1.3084
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 955.5320 GGGQVIPTAR 2481.8890 955.5302 17.6459 2555 2 478.2687 ‐3.3022
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(6) 1564.7458 QIIATCMNDQKDK 423.1379 1564.7393 34.2399 2133 2 782.8733 ‐4.4948
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1007.5269 FTADELRR 552.2927 1007.5267 24.3266 5907 2 504.2670 ‐1.5328
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(12) 1666.7854 SDPVVSFRETVCDR 222.2488 1666.7713 31.3727 3319 2 833.8893 ‐8.5721
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(7) 864.3880 NTGSPTCK 113.1706 864.3923 25.5940 2162 1 864.3923 5.52
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1532.7811 NDEKELMGKPLMK 848.7778 1532.7943 26.1080 1879 2 766.9008 8.61
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1039.6622 IRPVLTVNK 218.5156 1039.6620 19.9915 1483 2 520.3346 ‐1.5067
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1509.7141 EAMTPLSEFEDKL 19707.7700 1509.7163 35.3974 16983 2 755.3618 0.9892
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 3969.0620 2807.3721 34.2723 6644 3 936.4622 0.9175
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(4) 2594.1650 MDRCFLELQVDGEEAYQTFSR 909.1983 2594.1486 35.5671 2848 2 1297.5779 ‐4.7957
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 2456.1650 STGISLYYEMTDESLKSFTGAR 1911.6550 2456.1524 29.8720 2040 3 819.3890 ‐5.1042
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1473.8320 LWPMLAKLGVSMK 300.9499 1473.8183 18.1785 991 2 737.4128 ‐9.8338
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1688.8822 NDEKELMGKPLMKR 1900.5620 1688.8817 23.6899 815 2 844.9445 ‐0.3849
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 900.4462 PNYIPGEK 158.0546 900.4484 25.5502 2503 1 900.4484 3.0806
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 829.5077 GKPLMKR 277.4431 829.5116 22.5211 2372 2 415.2594 3.0508
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 None 1021.6517 IRPVLTVNK 297.2820 1021.6503 19.5331 4451 2 511.3288 ‐2.6125
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1482.8500 94803.8361 60 37.49 Carbamidomethyl+C(6) 1547.7193 QIIATCMNDQKDK 176.3573 1547.7078 33.1625 787 1 1547.7078 ‐4.9150
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 11287.9600 2920.4692 37.8963 15896 3 974.1613 1.74
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1551.7359 DLQDDFMGGAEIIK 9565.0950 1551.7389 33.0204 14725 2 776.3731 1.08
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1218.6187 IMGPNYIPGEK 7132.8020 1218.6212 23.9230 11239 2 609.8142 1.0606
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1634.8425 ILAEEFGWDKDLAK 1057.5450 1634.8425 30.5372 9407 3 545.6190 ‐0.7457
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 4662.1200 1607.7591 29.3255 9004 2 804.3832 1.91
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 906.4680 SDPVVSFR 2590.0370 906.4711 22.0451 8784 2 453.7392 1.56
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1836.8572 STGISLYYEMTDESLK 7301.0520 1836.8584 32.7546 5800 2 918.9328 0.8833
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 2079.9982 VENLYEGPLDDQYANAIR 646.2941 2080.0078 30.1242 3307 3 694.0075 4.1522
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1063.5782 GVQYLNEIK 1179.5490 1063.5782 20.6890 2615 2 532.2927 ‐1.3149
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1307.6525 NMSVIAHVDHGK 1141.3840 1307.6492 19.9426 2422 2 654.3282 ‐3.3216
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1039.6622 IRPVLTVNK 958.9222 1039.6620 19.9915 1483 2 520.3346 ‐1.5156
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1532.7811 NDEKELMGKPLMK 731.8605 1532.7943 26.1080 1879 2 766.9008 8.72
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1694.8306 GLKEAMTPLSEFEDK 304.7446 1694.8241 26.2087 1777 2 847.9157 ‐3.8776



NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1509.7141 EAMTPLSEFEDKL 17545.8300 1509.7163 35.3974 16983 2 755.3618 1.0279
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 4521.6720 2807.3721 34.2723 6644 3 936.4622 0.6099
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 2456.1650 STGISLYYEMTDESLKSFTGAR 2409.0430 2456.1524 29.8720 2040 3 819.3890 ‐5.3703
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1688.8822 NDEKELMGKPLMKR 1547.1530 1688.8817 23.6899 815 2 844.9445 ‐0.3281
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 867.4094 LSEFEDK 126.7111 867.4086 24.5749 1252 1 867.4086 ‐0.3327
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1200.6082 IMGPNYIPGEK 278.2574 1200.6132 21.6116 32594 2 600.8102 3.94
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1670.8717 NDEKELMGKPLMKR 140.3337 1670.8714 25.3029 1839 3 557.6286 ‐0.9298
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1818.8466 STGISLYYEMTDESLK 538.6842 1818.8435 31.0068 1269 2 909.9254 ‐1.4849
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 928.9303 94803.8361 60 37.49 None 1671.8557 NDEKELMGKPLMKR 177.2565 1671.8496 24.2876 1078 3 557.9547 ‐4.3990
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 1962.3750 2257.2072 25.6682 12050 3 753.0739 1.08
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 1799.9327 AYLPVVESFGFSSQLR 6862.7570 1799.9358 21.2449 11457 2 900.4715 1.95
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 2998.1480 2931.5573 24.1019 9879 3 977.8573 2.0349
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 729.4141 VASDLPK 458.2224 729.4058 17.3158 11678 1 729.4058 ‐11.5709
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 Carbamidomethyl+C(3)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 2079.9982 VENLYEGPLDDQYANAIR 533.7220 2080.0467 19.5114 3535 3 694.0204 22.9358
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLAE 770.3623 3465.6903 24.4083 1003 3 1155.9016 ‐4.3999
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 328.3665 94803.8361 60 37.49 None 748.3512 VENLYE 219.2622 748.3528 19.9087 1876 1 748.3528 2.0650
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1804.9844 TSTPGIFAIGDVAAFPLK 10759.7100 1804.9784 22.2809 11886 2 902.9928 ‐3.2019
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 7392.5270 1469.7409 16.2721 7608 2 735.3741 ‐1.2670
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1551.7914 EFVIVGGGNAAGYAAR 1094.3870 1551.7899 16.8971 3449 2 776.3986 ‐1.4897
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1133.6235 MALASTTLPTK 287.4601 1133.6387 19.5989 18514 2 567.3230 11.58
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1711.8591 KVWWQFFGDNGKSI 693.9561 1711.8492 21.1597 19723 2 856.4282 ‐5.9109
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1467.6692 WWQFFGDNGKSI 347.9827 1467.6718 18.7509 6269 2 734.3396 1.1056
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 764.0442 45308.5560 7 14.90 None 1533.7809 EFVIVGGGNAAGYAAR 519.6584 1533.7809 18.0208 3999 2 767.3941 ‐0.5455
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1828.9691 GVLVESGSPEEFQLLPK 8418.6360 1828.9721 33.1828 13788 2 914.9897 1.49
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1804.9844 TSTPGIFAIGDVAAFPLK 9449.5780 1804.9784 22.2809 11886 2 902.9928 ‐3.1953
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1851.9011 GIEVIYEDPVAGADFEK 13598.7700 1851.8974 31.8142 11376 2 926.4524 ‐1.7796
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1360.6451 GASINNLEAGSDGR 12443.2000 1360.6450 19.6549 10962 2 680.8262 ‐0.7845
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1508.7744 EAYAPYERPALTK 1888.2860 1508.7749 21.0153 10620 3 503.5965 ‐0.3553
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1388.7268 EVADADSLIASLGK 2600.7820 1388.7253 31.7425 9270 2 694.8663 ‐1.6703
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1083.5106 VFEYEGSPR 5148.1730 1083.5112 19.7790 8046 2 542.2593 ‐0.5723
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 8411.8500 1469.7409 16.2721 7608 2 735.3741 ‐1.0581
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1179.6157 IATFWIESGR 2864.6380 1179.6164 18.6186 7133 2 590.3118 ‐0.4495
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 675.2059 1443.6794 21.8758 3929 3 481.8980 ‐1.0119
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 872.4149 YEELYR 2219.5070 872.4142 18.8297 2718 2 436.7107 ‐2.3677
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1115.5619 GIEVIYEDPV 274.4035 1115.5570 32.3305 1541 1 1115.5570 ‐3.2102
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1127.6208 APYERPALTK 541.6153 1127.6209 22.1732 796 2 564.3141 ‐0.9911
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 854.4043 YEELYR 135.1310 854.4017 19.3851 11897 1 854.4017 ‐2.5786
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 None 1161.6051 IATFWIESGR 243.7146 1161.6106 19.3517 1628 2 581.3089 3.76
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2064.4560 52400.6340 27 30.29 Carbamidomethyl+C(7) 1425.6692 LPGFHTCVGGGGER 296.4144 1425.6676 20.1090 810 2 713.3374 ‐1.7512
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1828.9691 GVLVESGSPEEFQLLPK 7636.1260 1828.9721 33.1828 13788 2 914.9897 1.59
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1851.9011 GIEVIYEDPVAGADFEK 11475.0900 1851.8974 31.8142 11376 2 926.4524 ‐1.7063
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1508.7744 EAYAPYERPALTK 2268.3870 1508.7749 21.0153 10620 3 503.5965 ‐0.5092
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1388.7268 EVADADSLIASLGK 1940.5010 1388.7253 31.7425 9270 2 694.8663 ‐1.6438
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1083.5106 VFEYEGSPR 3475.4360 1083.5112 19.7790 8046 2 542.2593 ‐0.5767
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 681.8654 1443.6794 21.8758 3929 3 481.8980 ‐1.1581
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 934.4840 QTLTTDAGK 88.9760 934.4795 24.4263 50878 2 467.7434 ‐6.3546
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1360.6451 GASINNLEAGSDGR 131.4431 1360.6528 32.3330 10242 1 1360.6528 7.49
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1004.5775 LFTPSLAQK 120.2903 1004.5547 29.8780 5295 2 502.7810 ‐24.0154
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 1769.4490 1469.7725 24.2375 1923 2 735.3899 20.4784
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 935.4101 52400.6340 27 30.29 None 1127.6208 APYERPALTK 323.2215 1127.6189 21.0000 1188 2 564.3131 ‐2.7567
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 99060.3200 1250.5994 18.9011 106064 2 625.8033 ‐0.3604
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 950.4690 NLNTDAFR 32674.6300 950.4678 20.7134 97839 2 475.7376 ‐2.7002
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 1151.5772 FGLYYVDFK 42833.7100 1151.5764 19.7301 87572 2 576.2918 ‐1.7470
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 1167.6078 YKEDIQLMK 6039.6310 1167.6073 21.6728 47688 2 584.3073 ‐1.4806
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 832.4676 LSIAWSR 7211.1400 832.4685 16.3830 2780 2 416.7379 ‐0.4833
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 876.4495 EDIQLMK 10489.4600 876.4493 21.7375 2356 1 876.4493 0.2252
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 1003.5571 LPQFTAAQK 2207.5050 1003.5566 21.4035 6834 2 502.2819 ‐1.8555
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 2722.3300 VRVTGYFVWSLLDNFEWQDGYK 2223.9390 2722.3226 21.4617 11450 3 908.1124 ‐2.5163
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 706.3155 NTDAFR 225.3050 706.3154 19.8257 3203 1 706.3154 ‐0.0382
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 525.2820 GPALW 124.7466 525.2844 18.6748 2352 1 525.2844 4.0444
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 Carbamidomethyl+C(4) 726.3240 DIYCR 109.6610 726.3274 18.9022 1949 1 726.3274 4.01
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 None 819.3995 LNTDAFR 143.1203 819.3997 19.8219 1736 1 819.3997 0.5834
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3598.4770 59892.7328 21 14.18 Carbamidomethyl+C(3) 611.2970 IYCR 87.2398 611.2992 21.4697 1094 1 611.2992 3.15
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 52684.4400 1250.5994 18.9011 106064 2 625.8033 ‐0.7016
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 None 1151.5772 FGLYYVDFK 45345.6800 1151.5764 19.7321 86709 2 576.2918 ‐2.1469
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 None 2155.1216 NVDHSAIGSMPLTAALPVYAK 797.0590 2155.1148 19.4663 12492 3 719.0431 ‐3.4664
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 None 832.4676 LSIAWSR 9732.7380 832.4685 16.3830 2780 2 416.7379 ‐1.0768
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 None 2722.3300 VRVTGYFVWSLLDNFEWQDGYK 628.8346 2722.3226 21.4617 11450 3 908.1124 ‐2.2456
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 352.9969 1096.5221 18.8931 3317 1 1096.5221 ‐0.8843
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 None 525.2820 GPALW 72.1515 525.2844 18.6748 2352 1 525.2844 3.85
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1953.6840 59892.7328 21 14.18 Carbamidomethyl+C(4) 726.3240 DIYCR 64.4391 726.3274 18.9022 1949 1 726.3274 4.12
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1573.8432 GVTTIIGGGDSVAAVEK 137159.6000 1573.8438 26.4277 104921 2 787.4255 0.0939
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2015.9516 VDLNVPLDDNSNITDDTR 12563.4900 2015.9540 28.0900 39247 2 1008.4807 1.51
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1749.0269 LVAGLPEGGVLLLENVR 22474.9300 1749.0281 21.5939 22847 2 875.0177 0.7112
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1388.7420 ELDYLVGAVANPK 12344.6300 1388.7452 29.0117 22392 2 694.8762 1.19
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 9137.4910 2266.1737 22.0240 21237 2 1133.5905 ‐1.3073
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1539.8992 GVSLLLPTDVVIADK 11743.0900 1539.9001 20.7050 18958 2 770.4537 0.1941
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1753.8618 TIIWNGPMGVFEFDK 1594.9230 1753.8626 22.3058 7221 2 877.4349 0.4495



NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 3013.6070 2359.2137 37.2924 7052 3 787.0761 3.1576
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1903.9661 LAALADVYVNDAFGTAHR 2190.5110 1903.9682 18.9654 3102 3 635.3276 0.6826
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 633.7849 2370.2971 21.0558 7192 3 790.7706 2.28
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1716.7752 FYAEEEKNDPEFAK 1646.1990 1716.7760 21.1920 6715 3 572.9302 ‐0.0729
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2059.0917 AQGLSVGSSLVEEDKLDLAK 2674.5780 2059.0952 29.5460 4858 3 687.0366 1.26
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2285.1368 VDLNVPLDDNSNITDDTRIR 311.4475 2285.1476 34.3406 2111 3 762.3874 4.23
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1790.9647 FAAGTEAVAKQLAELSGK 532.4337 1790.9803 22.9251 922 2 895.9938 8.20
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 856.5251 LLLENVR 1332.1430 856.5232 21.7359 24207 2 428.7653 ‐3.7552
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 689.3464 GEEVQK 246.3465 689.3462 33.5980 2797 1 689.3462 ‐0.3952
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1069.5174 VNDAFGTAHR 451.7399 1069.5185 17.3654 2701 2 535.2629 ‐0.1625
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 868.5251 LVGAVANPK 338.6077 868.5227 26.5295 1296 1 868.5227 ‐2.1929
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 818.4254 DSVAAVEK 247.4106 818.4213 25.5908 906 1 818.4213 ‐4.6864
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2141.0795 ELLGVEVVMANDSIGEEVQK 316.3570 2141.0861 37.3195 824 2 1071.0467 3.57
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 1698.7646 FYAEEEKNDPEFAK 1214.9270 1698.7653 22.0580 14827 2 849.8863 0.3554
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8995.5940 42188.8769 40 54.61 None 2248.1682 IVPATAIPDGWMGLDIGPDSIK 366.7030 2248.1650 22.6620 2678 2 1124.5861 ‐0.5242
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 1573.8432 GVTTIIGGGDSVAAVEK 146474.5000 1573.8438 26.4245 103745 2 787.4255 0.1176
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 2015.9516 VDLNVPLDDNSNITDDTR 5793.2210 2015.9544 28.1363 30339 2 1008.4808 1.64
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 1388.7420 ELDYLVGAVANPK 17499.6800 1388.7452 29.0117 22392 2 694.8762 1.83
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 2615.6910 2359.2137 37.2924 7052 3 787.0761 2.30
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 689.3464 GEEVQK 135.8749 689.3462 33.5980 2797 1 689.3462 ‐0.2558
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 989.4898 GGGDSVAAVEK 2440.6250 989.4904 26.4252 2705 1 989.4904 1.10
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 868.5251 LVGAVANPK 202.6475 868.5227 26.5295 1296 1 868.5227 ‐2.0765
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 7180.5110 42188.8769 40 54.61 None 2141.0795 ELLGVEVVMANDSIGEEVQK 233.6563 2141.0861 37.3195 824 2 1071.0467 3.83
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1749.0269 LVAGLPEGGVLLLENVR 18607.9600 1749.0281 21.5939 22847 2 875.0177 0.6708
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12233.4500 2266.1737 22.0240 21237 2 1133.5905 ‐1.0357
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1539.8992 GVSLLLPTDVVIADK 22682.4000 1539.9001 20.7050 18958 2 770.4537 0.0275
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1573.8432 GVTTIIGGGDSVAAVEK 13133.6700 1573.8453 16.6258 17624 2 787.4263 0.8911
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1753.8618 TIIWNGPMGVFEFDK 3480.2570 1753.8626 22.3058 7221 2 877.4349 0.4120
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1903.9661 LAALADVYVNDAFGTAHR 1648.6350 1903.9682 18.9654 3102 3 635.3276 0.4513
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 Carbamidomethyl+C(4) 1265.7147 VVLCSHLGRPK 277.8575 1265.7322 19.4497 165837 2 633.3698 12.63
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 354.3897 2444.3958 23.5289 4744 3 815.4701 16.8658
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 1388.7420 ELDYLVGAVANPK 551.6588 1388.7540 17.0633 2694 2 694.8807 7.83
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3116.1900 42188.8769 40 54.61 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1335.1320 2370.2971 21.0558 7192 3 790.7706 2.75
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1656.7904 VFISDDFDGELFPR 4519.0640 1656.7945 35.5262 9421 2 828.9009 2.00
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 2018.0441 FLSVTEPSLLGDGGDLEIR 8931.6240 2018.0407 35.6584 7119 2 1009.5240 ‐1.1651
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1485.7544 GVVDSDDLPLNVSR 4642.0260 1485.7548 27.2544 6583 2 743.3810 ‐0.1702
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1257.6725 AIYYLATDSLK 4145.5490 1257.6732 17.5250 6180 2 629.3402 ‐0.3709
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 1885.5090 2705.4363 44.5504 4677 3 902.4836 3.1181
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 2371.0242 NEEELTSLDDYIENMGENQK 2219.6800 2371.0201 34.2579 3952 2 1186.0137 ‐0.5891
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1902.9232 QYVWESVADSSSYLIR 1923.0880 1902.9301 20.5491 2272 2 951.9687 3.66
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1401.8100 ILEINPDHPIIK 478.7051 1401.8095 27.1799 810 2 701.4084 ‐1.0132
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1989.9247 EDLELGDEDEVKDREAK 277.0173 1989.8829 24.2553 2725 2 995.4451 ‐20.5674
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1261.6270 ELVSNASDALDK 736.8022 1261.6211 21.7480 2669 2 631.3142 ‐5.5928
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 2679.2996 FVDISKEDLELGDEDEVKDREAK 400.2827 2679.2833 36.7311 1244 3 893.7659 ‐5.9000
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1343.6895 FWENFGRFLK 413.6071 1343.6989 21.8765 6367 2 672.3531 6.16
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 Carbamidomethyl+C(10) 1793.8891 EAKQEFNLLCDWIK 918.2842 1793.8997 31.1921 1473 3 598.6381 5.22
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 983.4680 ELVSNASDAL 221.6839 983.4651 20.0566 1454 1 983.4651 ‐2.1582
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 631.3884 88712.8445 23 16.60 None 1089.5535 DEVKDREAK 80.8882 1089.5565 20.9071 1281 1 1089.5565 3.56
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 1656.7904 VFISDDFDGELFPR 4595.2570 1656.7945 35.5262 9421 2 828.9009 2.35
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 2018.0441 FLSVTEPSLLGDGGDLEIR 4971.7300 2018.0407 35.6584 7119 2 1009.5240 ‐1.0750
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 1741.6000 2705.4363 44.5504 4677 3 902.4836 2.25
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 Carbamidomethyl+C(6) 1821.8899 EELIDCLGTIAQSGTSK 336.7133 1821.8825 30.4686 807 2 911.4449 ‐3.8329
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 2142.9925 TIEVEEDEPVKEGEEGEPK 461.4756 2143.0391 27.2412 2242 2 1072.0232 22.5698
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 2679.2996 FVDISKEDLELGDEDEVKDREAK 379.7620 2679.2833 36.7311 1244 3 893.7659 ‐6.1924
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 None 2250.0978 NYSQFVGFPIYTWQEKSR 303.5154 2250.0774 34.4387 3015 2 1125.5423 ‐8.0700
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 285.8172 88712.8445 23 16.60 Oxidation+M(8) 2188.0954 SILYIPGMGPLNNEDVTNPK 408.0085 2188.0848 33.7674 1149 2 1094.5460 ‐3.9578
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1727.8487 ALETAFAQYGDVIDSK 8789.9040 1727.8517 31.1232 29893 2 864.4295 1.74
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1274.6416 GFGFVTFKDEK 6370.8880 1274.6440 17.4185 23013 2 637.8256 1.0710
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1490.6540 DAIEGMNGQDLDGR 617.8485 1490.6480 22.6476 12673 2 745.8277 ‐4.4672
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1104.5644 SITVNEAQSR 24493.0100 1104.5656 15.8888 12669 2 552.7864 ‐0.0734
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1070.5517 GFVTFKDEK 350.3098 1070.5550 17.4608 6795 2 535.7811 1.31
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3241.0980 15605.5295 7 32.08 None 1086.5538 SITVNEAQSR 428.3007 1086.5535 16.5189 1434 2 543.7804 ‐1.4633
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 619.6069 15605.5295 7 32.08 None 1727.8487 ALETAFAQYGDVIDSK 6157.3440 1727.8517 31.1232 29893 2 864.4295 1.81
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1954.9136 GLTDELGAEAMMFEALEK 8620.3830 1954.9173 40.6442 8793 2 977.9623 2.59
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1268.6733 ITLDPEDPAAVK 9955.1000 1268.6751 25.1559 7786 2 634.8412 0.5621
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1326.6246 YEENLELSMAK 3092.6930 1326.6294 25.4656 5120 2 663.8184 2.74
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1070.4571 ADMFSESQR 7157.9330 1070.4576 19.1656 3800 2 535.7325 ‐0.7519
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1194.5307 SDAVEAMESQK 855.3976 1194.5311 18.6410 3459 2 597.7692 ‐0.6851
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1625.7402 HDIDTETQDIPDAR 339.6337 1625.7558 24.5638 1414 2 813.3815 9.53
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1866.9192 IKHDIDTETQDIPDAR 2082.5690 1866.9167 39.0733 120662 2 933.9620 ‐1.1026
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1525.8108 EKITLDPEDPAAVK 2795.5580 1525.8133 23.9708 2848 3 509.2759 0.9217
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 2111.0148 RGLTDELGAEAMMFEALEK 1491.9840 2111.0234 38.5664 2379 3 704.3460 3.93
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1991.9590 AQLDELKSDAVEAMESQK 853.1653 1991.9515 30.1365 1958 2 996.4794 ‐3.3141
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 785.4152 RGLTDEL 174.0282 785.4118 36.8591 2001 1 785.4118 ‐4.0761
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1435.7097 LKSDAVEAMESQK 276.7968 1435.7083 30.4019 1657 2 718.3578 ‐1.5855
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1034.5187 ENLELSMAK 247.5413 1034.5142 25.7616 1462 1 1034.5142 ‐3.3580
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1296.6066 IKHDIDTETQD 534.3171 1296.6076 39.7603 989 1 1296.6076 2.01
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1848.9086 IKHDIDTETQDIPDAR 266.7129 1848.9130 38.4532 2755 2 924.9601 2.84
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1760.1510 25160.2295 24 39.55 None 1250.6627 ITLDPEDPAAVK 1291.5600 1250.6625 23.6650 1483 2 625.8349 ‐1.0268



NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1954.9136 GLTDELGAEAMMFEALEK 11292.2600 1954.9173 40.6442 8793 2 977.9623 2.96
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1194.5307 SDAVEAMESQK 288.8346 1194.5597 21.5706 18687 2 597.7835 23.3153
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1268.6733 ITLDPEDPAAVK 301.4680 1268.6932 28.3378 1907 2 634.8502 14.8393
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1625.7402 HDIDTETQDIPDAR 351.0930 1625.7558 24.5638 1414 2 813.3815 9.58
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1550.7883 GMDLLVAEFEKGNK 312.6549 1550.7943 28.3159 8286 2 775.9008 3.77
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 2111.0148 RGLTDELGAEAMMFEALEK 1344.5050 2111.0234 38.5664 2379 3 704.3460 3.42
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 1991.9590 AQLDELKSDAVEAMESQK 362.4366 1991.9514 26.0984 1524 3 664.6553 ‐4.3888
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 977.1400 25160.2295 24 39.55 None 784.3723 ITLDPED 138.4814 784.3708 30.8726 2171 1 784.3708 ‐1.5479
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 1396.7907 ADILDSALLRPGR 3433.0400 1396.7932 18.1490 8476 2 698.9002 1.1807
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2396.8850 2171.1406 24.6233 8124 2 1086.0739 ‐1.5095
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 1085.5837 QVSVDVPDVK 4322.0210 1085.5867 23.0150 7772 2 543.2970 1.28
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 1108.6725 GVLLIGPPGTGK 5264.9100 1108.6733 17.3811 7371 2 554.8403 ‐0.4161
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 6011.7690 2861.4587 39.7289 6251 3 954.4911 2.08
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 1655.8487 VPSSTTTTPASAPTPAAV 1223.7250 1655.8466 22.4649 4602 2 828.4269 ‐1.4291
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 962.4425 EIDDSIDR 5452.0160 962.4432 16.9362 2933 2 481.7252 ‐0.7332
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 3279.8650 2359.2031 31.8724 1929 2 1180.1052 ‐3.4835
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 733.6545 74328.6588 20 19.14 None 858.4567 SVDVPDVK 243.0247 858.4548 22.8783 1517 1 858.4548 ‐1.7761
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1085.5837 QVSVDVPDVK 3203.8910 1085.5867 23.0150 7772 2 543.2970 1.86
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 5358.9320 2861.4587 39.7289 6251 3 954.4911 2.0767
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1655.8487 VPSSTTTTPASAPTPAAV 2245.7640 1655.8466 22.4649 4602 2 828.4269 ‐1.3756
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 1188.9500 2359.2031 31.8724 1929 2 1180.1052 ‐3.3588
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1188.6470 LAEDIDSAVKK 425.1565 1188.6488 26.6136 1247 3 396.8878 0.3831
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1615.8326 AILSEFTEIPPENR 2999.4120 1615.8399 30.8223 9995 2 808.4236 4.15
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1930.9981 LSDSAYEIALSHIKNNR 255.2509 1931.0000 31.9235 10036 3 644.3382 0.4066
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 1551.7512 MSYSRFLEYLDK 1096.6670 1551.7493 28.0138 2131 3 517.9213 ‐2.0583
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 612.3100 PPENR 450.9435 612.3104 30.8777 4997 1 612.3104 0.6068
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 858.4567 SVDVPDVK 210.4258 858.4548 22.8783 1517 1 858.4548 ‐1.6584
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.9469 74328.6588 20 19.14 None 780.4138 LEYLDK 437.0824 780.4145 26.5306 1166 1 780.4145 1.28
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1780.8098 EGPPVFEQPEMTYEK 214217.0000 1780.8093 27.2841 396003 2 890.9083 ‐0.2581
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1697.7613 GLAYDTSDDQQDITR 148168.0000 1697.7621 21.4003 381530 2 849.3847 0.3664
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 196127.6000 2304.0606 33.1746 379401 2 1152.5339 ‐1.7110
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 2347.1888 VQLAETYLSQAALGDANADAIGR 163831.7000 2347.1886 32.2604 360948 3 783.0677 ‐0.1782
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 57312.7300 2150.1256 21.6245 334013 2 1075.5664 ‐2.0052
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 66912.3600 1212.5743 25.5890 222955 2 606.7908 ‐1.7025
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1152.7139 VPLILGIWGGK 69787.2000 1152.7129 21.7455 193801 2 576.8601 ‐1.9482
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1059.6197 NFLTLPNIK 55349.2300 1059.6188 19.3246 189509 2 530.3131 ‐2.0707
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 44348.1700 2823.4546 24.0386 180469 3 941.8231 ‐0.3181
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 2083.9973 LMEYGNMLVMEQENVKR 29889.8900 2083.9963 17.9545 133083 3 695.3369 ‐0.7883
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 940.4676 FYWAPTR 29961.7300 940.4675 16.4393 81162 2 470.7374 ‐1.4973
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 40946.2600 2384.0326 22.9993 78678 2 1192.5199 ‐1.7727
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1340.6382 FYWAPTREDR 37805.3900 1340.6378 15.5638 57408 3 447.5508 ‐1.1502
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1927.8962 LMEYGNMLVMEQENVK 54529.8700 1927.8958 31.3705 45075 2 964.4515 0.1137
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 9918.9060 3324.5791 19.9799 38077 4 831.9002 0.3987
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1078.5891 YREAADLIK 53716.2300 1078.5891 19.8185 30944 2 539.7982 ‐1.2712
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNP 4203.9380 3943.8361 21.5113 24243 3 1315.2835 ‐1.0217
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 809.5244 LVVHITK 20046.1100 809.5239 18.7766 20103 2 405.2656 ‐2.2880
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1135.6358 KFVESLGVEK 7543.1050 1135.6347 21.2496 67571 2 568.3210 ‐2.0542
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(5) 2866.4590 VPIICTGNDFSTLYAPLIRDGRMEK 1246.6690 2866.4681 25.1529 5820 3 956.1609 3.50
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 767.4046 KSNGSFK 1344.5340 767.4049 25.7273 2512 1 767.4049 0.5848
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 696.4403 VVHITK 86.3992 696.4374 17.5069 31547 1 696.4374 ‐4.1404
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1007.5408 FVESLGVEK 148.1823 1007.5374 22.9235 15971 2 504.2723 ‐4.7394
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 597.3719 VHITK 14228.2600 597.3719 18.7726 10896 1 597.3719 ‐0.2101
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 956.5928 LILGIWGGK 3591.6410 956.5924 21.7479 3999 1 956.5924 0.3844
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 941.4435 GDANADAIGR 3536.5730 941.4408 32.2854 3844 1 941.4408 ‐2.2114
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1148.5695 FINDLDAGAGR 1248.4660 1148.5689 32.0752 3195 1 1148.5689 0.8470
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1497.6930 PVFEQPEMTYEK 277.2220 1497.6890 25.1170 3032 2 749.3481 ‐3.1354
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 730.4246 LGIWGGK 219.4216 730.4225 21.7528 2937 1 730.4225 ‐2.9048
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 959.4429 ESGNAGEPAK 335.6389 959.4452 33.1599 2865 1 959.4452 3.1509
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 973.4221 DDQQDITR 170.2860 973.4211 19.5542 2804 1 973.4211 ‐0.2186
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1009.5564 IKDEDIVTL 245.4594 1009.5532 26.1657 2672 2 505.2802 ‐4.5601
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1001.5010 INDLDAGAGR 371.5111 1001.4996 32.0779 2390 1 1001.4996 ‐0.5259
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 932.4836 YREAADLI 198.3274 932.4801 18.1971 2177 1 932.4801 ‐3.0806
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 708.3199 GLAYDTS 151.0040 708.3184 20.7200 1855 1 708.3184 ‐2.1640
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1670.8636 IKDEDIVTLVDQFPG 186.0699 1670.8714 25.3029 1839 3 557.6286 4.0791
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(5) 1186.5562 VPIICTGNDFS 902.7406 1186.5595 21.6349 1783 1 1186.5595 4.96
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 740.3470 MGINPIM 186.0354 740.3447 31.1349 1738 1 740.3447 ‐2.9701
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 690.3855 ELVMAK 219.6970 690.3855 25.5723 1681 1 690.3855 ‐0.0446
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1456.6187 YDTSDDQQDITR 1246.4870 1456.6159 21.4065 1488 1 1456.6159 0.3523
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 779.3756 APAFMDK 324.3875 779.3723 23.0146 1370 1 779.3723 ‐4.0178
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1479.6824 PVFEQPEMTYEK 266.2260 1479.6886 25.5786 1333 2 740.3480 3.64
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1033.5095 MEQENVKR 700.4856 1033.5076 17.9818 1152 1 1033.5076 ‐0.8594
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1154.5034 EQPEMTYEK 360.4566 1154.5026 27.2482 1088 1 1154.5026 0.6071
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(1) 1727.8422 CTGNDFSTLYAPLIR 336.5362 1727.8372 19.7160 958 2 864.4223 ‐2.8903
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 904.4464 FYWAPTR 191.9915 904.4480 15.8796 847 1 904.4480 2.11
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 None 1258.5910 GELESGNAGEPAK 346.6418 1258.5856 31.4163 830 1 1258.5856 ‐2.6022
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 53813.4500 48785.7367 114 72.11 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 1193.9350 1194.5635 25.5757 1652 2 597.7854 ‐1.9188
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 182374.2000 2304.0606 33.1746 379401 2 1152.5339 ‐1.5919
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 2347.1888 VQLAETYLSQAALGDANADAIGR 125486.5000 2347.1886 32.2604 360948 3 783.0677 ‐0.4313



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1780.8098 EGPPVFEQPEMTYEK 243265.5000 1780.8089 27.2477 350124 2 890.9081 ‐0.3936
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 86141.4500 1212.5743 25.5890 222955 2 606.7908 ‐1.6939
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1927.8962 LMEYGNMLVMEQENVK 31981.7100 1927.8958 31.3705 45075 2 964.4515 0.1947
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1078.5891 YREAADLIK 54670.8900 1078.5891 19.8185 30944 2 539.7982 ‐1.2762
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 809.5244 LVVHITK 46621.9500 809.5239 18.7766 20103 2 405.2656 ‐2.3202
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 2083.9973 LMEYGNMLVMEQENVKR 337.1888 2083.9995 30.1560 18893 3 695.3380 0.5234
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNP 457.0594 3943.9122 38.7527 2163 3 1315.3089 17.8307
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1135.6358 KFVESLGVEK 7896.4880 1135.6347 21.2496 67571 2 568.3210 ‐2.0534
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 1275.3230 2503.2971 30.9065 22798 3 835.1039 2.78
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1007.5408 FVESLGVEK 227.2391 1007.5374 22.9235 15971 2 504.2723 ‐4.7516
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 597.3719 VHITK 34882.8400 597.3719 18.7726 10896 1 597.3719 ‐0.0591
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 591.3137 KFVES 423.8351 591.3131 21.2510 8649 1 591.3131 ‐1.2583
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 498.3035 HITK 18128.1300 498.3033 18.7718 7789 1 498.3033 ‐0.7926
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 Carbamidomethyl+C(1) 850.4162 CELVMAK 4390.9990 850.4173 25.5905 6828 1 850.4173 1.67
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1148.5695 FINDLDAGAGR 913.4599 1148.5689 32.0752 3195 1 1148.5689 0.9276
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 860.4876 KFVESLGV 145.4355 860.4837 21.2547 2859 1 860.4837 ‐4.0209
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 696.4403 VVHITK 5003.8420 696.4402 18.7713 2726 1 696.4402 0.0520
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 932.4836 YREAADLI 140.5173 932.4801 18.1971 2177 1 932.4801 ‐2.9723
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 Carbamidomethyl+C(4) 864.3921 SFQCELV 3379.3110 864.3923 25.5940 2162 1 864.3923 0.8276
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1497.6930 PVFEQPEMTYEK 1059.3040 1497.6836 27.2442 2081 1 1497.6836 ‐3.8487
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 884.4149 EGPPVFEQ 908.1269 884.4143 29.2080 1994 1 884.4143 ‐0.0102
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1232.5472 MGINPIMMSAGE 925.3138 1232.5417 33.1798 1989 1 1232.5417 ‐2.8530
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 559.3450 ADLIK 5377.3500 559.3459 19.8268 1744 1 559.3459 1.23
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 740.3470 MGINPIM 143.8328 740.3447 31.1349 1738 1 740.3447 ‐2.8373
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 690.3855 ELVMAK 237.1502 690.3855 25.5723 1681 1 690.3855 0.0946
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1479.6824 PVFEQPEMTYEK 212.5950 1479.6886 25.5786 1333 2 740.3480 3.20
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1154.5034 EQPEMTYEK 503.4612 1154.5026 27.2482 1088 1 1154.5026 0.6869
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1345.6313 MGINPIMMSAGEL 544.6761 1345.6353 33.1684 985 1 1345.6353 4.55
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 34351.7900 48785.7367 114 72.11 None 1429.7030 SQAALGDANADAIGR 322.6703 1429.6952 32.2591 766 1 1429.6952 ‐3.2167
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 36286.3400 2150.1256 21.6245 334013 2 1075.5664 ‐1.8036
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1152.7139 VPLILGIWGGK 67919.1400 1152.7129 21.7455 193801 2 576.8601 ‐2.3484
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1059.6197 NFLTLPNIK 41672.2600 1059.6188 19.3246 189509 2 530.3131 ‐2.5272
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 66715.2900 2823.4546 24.0386 180469 3 941.8231 0.0145
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 2083.9973 LMEYGNMLVMEQENVKR 45279.1900 2083.9963 17.9545 133083 3 695.3369 ‐0.9092
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 940.4676 FYWAPTR 45712.1300 940.4675 16.4393 81162 2 470.7374 ‐2.0257
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 79285.2500 2384.0326 22.9993 78678 2 1192.5199 ‐1.4299
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1340.6382 FYWAPTREDR 36055.0200 1340.6378 15.5638 57408 3 447.5508 ‐1.7270
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 7755.7790 3324.5791 19.9799 38077 4 831.9002 0.4566
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 2347.1888 VQLAETYLSQAALGDANADAIGR 7232.4930 2347.1935 19.0695 28570 2 1174.1004 3.73
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNP 4275.8770 3943.8361 21.5113 24243 3 1315.2835 ‐0.0018
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 1719.4770 2304.0630 19.6005 13060 2 1152.5352 ‐0.3532
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 10013.5400 1212.5774 16.3519 9017 2 606.7923 0.4836
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1780.8098 EGPPVFEQPEMTYEK 1333.5690 1780.8138 16.9983 5199 2 890.9105 2.45
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(5) 2866.4590 VPIICTGNDFSTLYAPLIRDGRMEK 574.0214 2866.4681 25.1529 5820 3 956.1609 3.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1135.6358 KFVESLGVEK 1198.1510 1135.6369 14.2939 2869 2 568.3221 ‐0.5439
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 798.5084 LTLPNIK 838.5125 798.5091 19.3278 13102 1 798.5091 1.1448
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1193.5698 YWAPTREDR 2766.8390 1193.5712 15.5682 8780 2 597.2892 ‐0.1884
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1053.6455 PLILGIWGGK 3627.7870 1053.6462 21.7436 5584 1 1053.6462 1.93
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 793.3992 YWAPTR 335.5231 793.3993 16.4468 5144 1 793.3993 0.3496
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 956.5928 LILGIWGGK 2934.1560 956.5924 21.7479 3999 1 956.5924 0.3595
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 730.4246 LGIWGGK 227.2260 730.4225 21.7528 2937 1 730.4225 ‐3.0614
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1033.5095 MEQENVKR 222.8057 1033.5096 18.6503 2891 1 1033.5096 1.0699
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1307.6743 PGQSIDFFGALR 4682.5280 1307.6667 24.0353 2781 1 1307.6667 ‐3.8099
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(5) 1186.5562 VPIICTGNDFS 450.6819 1186.5595 21.6349 1783 1 1186.5595 4.84
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(1) 1727.8422 CTGNDFSTLYAPLIR 252.1871 1727.8441 20.6029 1384 2 864.4257 1.0042
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 779.3756 APAFMDK 735.1309 779.3723 23.0146 1370 1 779.3723 ‐4.1459
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1516.7894 IKDEDIVTLVDQF 227.3666 1516.7809 24.0400 1099 1 1516.7809 ‐2.8172
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1457.7206 NPTNVQLPGMYNK 242.9518 1457.7228 21.5203 1016 1 1457.7228 4.0505
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1594.7458 PPVFEQPEMTYEK 137.6730 1594.7498 17.3740 935 2 797.8786 2.1327
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 None 1007.5408 FVESLGVEK 1219.2520 1007.5426 14.8997 857 2 504.2749 ‐0.0626
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 16511.6200 48785.7367 114 72.11 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 192.8126 1194.5611 17.4423 2466 2 597.7842 ‐4.3097
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 370.9109 36207.4081 5 4.00 None 1364.6515 GNIDVDTPFGAMK 6644.8820 1364.6526 29.3222 7747 2 682.8299 0.1133
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 370.9109 36207.4081 5 4.00 None 1549.7340 SQKDKDEEKEEGK 848.9952 1549.7497 30.0274 5185 2 775.3785 9.00
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 370.9109 36207.4081 5 4.00 None 2321.2136 NPNPVPIPLIDVNYLVESDGR 1050.5360 2321.2144 22.4735 2799 2 1161.1108 1.10
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 370.9109 36207.4081 5 4.00 None 648.2947 EGGETR 177.3943 648.3070 18.6098 1141 1 648.3070 18.7984
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 370.9109 36207.4081 5 4.00 None 630.2842 EGGETR 186.4177 630.2838 16.5626 1577 1 630.2838 ‐0.8001
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 964.5098 VLDVYEAR 28359.8300 964.5083 21.2996 78687 2 482.7578 ‐2.9930
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1881.8721 GMFGMTTDPAAVQELEGK 33061.2000 1881.8747 32.7822 32261 2 941.4410 1.02
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1475.7563 DLQFELIPVDMR 38170.1400 1475.7578 37.1412 24394 2 738.3825 0.5507
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 936.5401 VLATLYEK 8518.3930 936.5389 21.9629 16892 2 468.7731 ‐2.6736
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1544.7479 AITQYLAEEYSEK 21632.8700 1544.7510 27.2784 13636 2 772.8792 1.09
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1286.6344 VHGVPMSTATMR 9823.1640 1286.6348 19.9616 7122 2 643.8210 ‐0.5144
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 Carbamidomethyl+C(6) 991.5241 LISQDCKK 254.3623 991.5013 24.3148 20845 2 496.2543 ‐24.4160
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 2485.1250 2981.5010 22.9227 12243 3 994.5052 0.6316
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1940.0058 DLQFELIPVDMRAGAHK 1536.5950 1939.9884 22.2049 22282 2 970.4978 ‐8.6459
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1858.9069 AITQYLAEEYSEKGEK 14709.0800 1858.9081 25.6227 19541 3 620.3076 0.2297
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 2251.1097 GMFGMTTDPAAVQELEGKLQK 932.3242 2251.1176 19.3263 5694 3 751.0440 3.20



NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1333.7474 LQKVLDVYEAR 4450.7420 1333.7487 16.8904 3668 2 667.3780 0.2015
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 Carbamidomethyl+C(22) 2703.3182 AITQYLAEEYSEKGEKLISQDCK 906.5479 2703.3152 23.8655 2856 3 901.7766 ‐0.9290
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1251.5892 AITQYLAEEYS 502.1319 1251.5942 27.2617 5445 2 626.3007 3.1072
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1037.5262 GDLTLFESR 69.5168 1037.5295 20.8696 4824 2 519.2684 1.57
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1050.5071 GVPMSTATMR 107.6031 1050.5021 18.6852 3051 1 1050.5021 ‐3.6586
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 752.3573 DVYEAR 160.3077 752.3557 22.4761 1243 1 752.3557 ‐2.1041
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1170.6041 DLQFELIPVD 348.0106 1170.6067 20.6941 958 2 585.8070 1.1262
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 8108.0770 29288.6628 37 44.49 None 1268.6238 VHGVPMSTATMR 216.9657 1268.6239 19.9641 1105 3 423.5462 ‐0.8220
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 964.5098 VLDVYEAR 29915.8100 964.5083 21.2996 78687 2 482.7578 ‐3.0095
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1881.8721 GMFGMTTDPAAVQELEGK 22174.9300 1881.8747 32.7822 32261 2 941.4410 1.66
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1475.7563 DLQFELIPVDMR 47399.8600 1475.7578 37.1412 24394 2 738.3825 0.5860
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 936.5401 VLATLYEK 11234.1800 936.5389 21.9629 16892 2 468.7731 ‐2.6930
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1544.7479 AITQYLAEEYSEK 26181.1700 1544.7510 27.2784 13636 2 772.8792 1.32
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1286.6344 VHGVPMSTATMR 13958.7400 1286.6348 19.9616 7122 2 643.8210 ‐0.4983
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 Carbamidomethyl+C(6) 991.5241 LISQDCKK 107.1511 991.5013 24.3148 20845 2 496.2543 ‐24.4298
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1858.9069 AITQYLAEEYSEKGEK 10526.2400 1858.9081 25.6227 19541 3 620.3076 0.0344
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 724.3876 ATLYEK 12986.2000 724.3868 21.9601 4738 1 724.3868 ‐0.9337
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 637.3304 VYEAR 523.2105 637.3296 21.2737 3928 1 637.3296 ‐1.3265
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1445.6795 YLAEEYSEKGEK 158.7849 1445.6843 27.6336 2698 2 723.3458 2.98
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 746.3719 DLQFEL 183.9423 746.3734 36.6127 1569 1 746.3734 2.19
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 666.3239 STATMR 1224.2220 666.3226 19.9578 1494 1 666.3226 ‐1.9045
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 752.3573 DVYEAR 199.6972 752.3557 22.4761 1243 1 752.3557 ‐1.9728
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 946.4993 VLDVYEAR 282.6554 946.5022 18.8613 4680 2 473.7547 1.63
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1268.6238 VHGVPMSTATMR 306.2493 1268.6239 19.9641 1105 3 423.5462 ‐0.9474
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1841.8804 AITQYLAEEYSEKGEK 255.4706 1841.8834 26.2016 1957 2 921.4453 1.20
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7085.3150 29288.6628 37 44.49 None 1864.8456 GMFGMTTDPAAVQELEGK 681.0677 1864.8419 34.1729 1160 2 932.9246 ‐1.6666
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 148004.3000 1782.7960 25.5882 117259 2 891.9016 ‐0.1345
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 39201.2700 2043.0120 19.2766 92101 3 681.6755 ‐0.1703
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1019.5408 AFDPVETIK 22227.8300 1019.5398 25.2471 86802 2 510.2735 ‐2.3308
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 30974.7600 2385.1018 23.2739 79516 2 1193.0545 ‐0.9153
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 60606.4500 1235.5184 23.6435 73081 2 618.2629 ‐0.8836
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 27647.5200 1652.8790 24.5126 68259 3 551.6312 ‐0.5311
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1906.0433 EAVNVSLANLLTYPFVR 117053.8000 1906.0418 23.8240 62991 2 953.5245 ‐0.4959
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1468.7318 YETNPALYGELAK 69439.8100 1468.7317 25.9059 54632 2 734.8695 ‐0.6110
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1245.6296 NIANMVPPFDK 40912.4800 1245.6302 29.4832 49823 2 623.3188 ‐0.4023
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 948.4462 GGYYDFVK 13850.9100 948.4449 24.5743 42384 2 474.7261 ‐2.8233
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1660.9057 YGGVGAAIEYAVLHLK 14103.8200 1660.9072 22.3617 12806 3 554.3072 0.2817
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1725.8694 EKYETNPALYGELAK 24958.4800 1725.8711 24.3969 86796 3 575.9619 0.4398
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 490.2871 ETIK 155.4280 490.2854 23.2442 16432 1 490.2854 ‐4.2746
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(3) 842.3462 FACSDSR 2503.9030 842.3462 23.6412 3735 1 842.3462 0.4143
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 864.4825 ALYGELAK 463.3016 864.4821 24.9221 3727 1 864.4821 ‐0.0502
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1406.0230 941.4132 23.6459 3277 1 941.4132 ‐0.7161
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1018.5026 ANMVPPFDK 330.7725 1018.4967 29.4730 3140 1 1018.4967 ‐4.8487
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 765.3414 EKYETN 1212.7130 765.3449 24.3941 3034 1 765.3449 4.02
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1783.9126 PSHVLDFQPGDAFVVR 1959.3920 1783.9145 19.2871 2643 2 892.4609 1.1382
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 834.4032 YYDFVK 4970.6840 834.4036 24.5582 2416 1 834.4036 0.8070
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 972.5513 EYAVLHLK 144.0935 972.5573 21.7892 2134 2 486.7823 4.43
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1709.7839 GLMSFPLDGNNSTDFI 218.9947 1709.7761 22.8936 2031 2 855.3917 ‐4.6734
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1193.6677 ANLLTYPFVR 341.7309 1193.6687 23.9501 1437 2 597.3380 ‐0.1604
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(2) 908.4295 VCPSHVLD 351.0996 908.4282 19.4530 1269 2 454.7177 ‐2.9646
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(2) 695.2777 ACSDSR 1325.4110 695.2771 23.6444 1119 1 695.2771 ‐0.9843
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1168.0250 1241.4817 25.5890 968 1 1241.4817 ‐1.1767
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 297.3227 1072.4539 23.6411 924 1 1072.4539 0.0545
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 1001.5500 999.5037 24.5097 810 1 999.5037 0.5629
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 277.8119 1634.8746 23.5953 11330 2 817.9409 3.56
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1450.7213 YETNPALYGELAK 272.2354 1450.7292 25.2607 1673 3 484.2479 4.52
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1707.8588 EKYETNPALYGELAK 450.9433 1707.8561 23.8929 914 2 854.4317 ‐1.6792
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 32836.6500 29846.1815 69 58.15 None 1888.0327 EAVNVSLANLLTYPFVR 410.2347 1888.0294 23.8127 777 3 630.0147 ‐2.1709
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 96006.6600 1782.7960 25.5882 117259 2 891.9016 ‐0.0682
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1019.5408 AFDPVETIK 20836.5600 1019.5398 25.2471 86802 2 510.2735 ‐2.3417
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 82708.6500 1235.5184 23.6435 73081 2 618.2629 ‐0.8727
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 56145.8700 1652.8790 24.5126 68259 3 551.6312 ‐0.7021
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1468.7318 YETNPALYGELAK 67893.3400 1468.7317 25.9059 54632 2 734.8695 ‐0.5765
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1245.6296 NIANMVPPFDK 39896.7500 1245.6302 29.4832 49823 2 623.3188 ‐0.3903
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 948.4462 GGYYDFVK 6399.8770 948.4449 24.5743 42384 2 474.7261 ‐2.8414
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1776.9338 VEQITAALQTGTSSDKK 776.7458 1776.9345 22.2143 6048 3 592.9830 ‐0.2988
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1725.8694 EKYETNPALYGELAK 20604.6700 1725.8711 24.3969 86796 3 575.9619 0.2602
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(3) 842.3462 FACSDSR 2195.5140 842.3462 23.6412 3735 1 842.3462 0.5341
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1405.0480 941.4132 23.6459 3277 1 941.4132 ‐0.6090
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1018.5026 ANMVPPFDK 264.4818 1018.4967 29.4730 3140 1 1018.4967 ‐4.7515
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(11) 1553.8105 ENIVVIGHSACGGIK 691.0178 1553.8073 24.5071 3129 2 777.4073 ‐2.3348
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 765.3414 EKYETN 943.8531 765.3449 24.3941 3034 1 765.3449 4.99
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 834.4032 YYDFVK 3881.7160 834.4036 24.5582 2416 1 834.4036 0.9278
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 793.4454 LYGELAK 223.6267 793.4465 24.3913 2170 1 793.4465 1.30
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 933.4312 EKYETNPA 1090.1390 933.4328 24.3985 1447 1 933.4328 2.60
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(2) 695.2777 ACSDSR 1742.4160 695.2771 23.6444 1119 1 695.2771 ‐0.8457
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 261.3694 1197.6473 25.9170 1026 2 599.3273 4.59
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1013.6210 1241.4817 25.5890 968 1 1241.4817 ‐1.1080
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 359.6497 1072.4539 23.6411 924 1 1072.4539 0.1449



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 483.5237 999.5037 24.5097 810 1 999.5037 0.6626
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 279.4891 1634.8746 23.5953 11330 2 817.9409 3.70
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 18386.4600 29846.1815 69 58.15 None 1450.7213 YETNPALYGELAK 192.7309 1450.7292 25.2607 1673 3 484.2479 4.82
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 43654.6000 2043.0120 19.2766 92101 3 681.6755 ‐0.3164
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 55592.5700 2385.1018 23.2739 79516 2 1193.0545 ‐0.5718
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1245.6296 NIANMVPPFDK 19658.6800 1245.6297 18.0532 63474 2 623.3185 ‐1.1932
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1906.0433 EAVNVSLANLLTYPFVR 99381.7000 1906.0418 23.8240 62991 2 953.5245 ‐0.4416
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1660.9057 YGGVGAAIEYAVLHLK 8052.1060 1660.9072 22.3617 12806 3 554.3072 ‐0.0987
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 4921.9590 1652.8802 15.7692 5794 3 551.6316 ‐0.2112
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1648.8388 VEQITAALQTGTSSDK 360.9877 1648.8699 19.9557 3976 2 824.9386 18.5800
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1018.5026 ANMVPPFDK 995.1760 1018.5029 18.0496 5103 1 1018.5029 1.1858
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 936.4633 LQTGTSSDK 138.9826 936.4631 18.8157 2874 1 936.4631 0.4412
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1783.9126 PSHVLDFQPGDAFVVR 1815.2380 1783.9145 19.2871 2643 2 892.4609 1.1189
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 918.4720 FIEDWVK 197.8948 918.4738 23.8857 1957 1 918.4738 2.13
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1531.7598 EQITAALQTGTSSDK 720.4343 1531.7590 20.2623 1379 2 766.3831 ‐1.1388
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15578.4700 29846.1815 69 58.15 None 1888.0327 EAVNVSLANLLTYPFVR 371.5797 1888.0294 23.8127 777 3 630.0147 ‐2.4120
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1096.5786 YLFAGVVDGR 21037.3300 1096.5790 17.9183 37295 2 548.7932 ‐1.1816
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1181.6313 GVTAFGFDLVR 37814.0900 1181.6325 20.1474 32057 2 591.3199 ‐0.4000
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1199.5732 FALESFWDGK 40008.9200 1199.5729 20.3505 31019 2 600.2901 ‐1.5508
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 14098.7200 2213.1412 22.3390 21119 2 1107.0742 ‐0.9625
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2174.1730 2310.3019 22.4032 16517 2 1155.6546 ‐0.7814
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1790.9622 GMLTGPVTILNWSFVR 4804.0070 1790.9649 23.6715 7010 2 895.9861 1.70
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 2207.0808 WFDTNYHYIVPELGPEVK 321.4620 2207.0772 19.5690 4410 3 736.3639 ‐1.8527
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 2077.1764 GGIGVIQIDEAALREGLPLR 540.9113 2077.1245 21.6316 4549 2 1039.0659 ‐24.2385
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 2171.0363 ALAGQTNESFFTANADALSSR 173.7528 2170.9911 22.8203 4206 2 1085.9992 ‐19.8756
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 2427.2013 AAGASWIQLDEPLFVMDLEGHK 624.5778 2427.2145 22.6509 2599 3 809.7430 5.31
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1992.9715 KAEHSFYLDWAVHSFR 266.1556 1992.9906 21.7652 1340 3 665.0017 9.0453
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 Carbamidomethyl+C(9) 2543.3386 DKLVVSTSCSLLHTAVDLINETK 536.7304 2543.3277 23.0992 1286 3 848.4474 ‐4.0434
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 924.4938 AFGFDLVR 140.2405 924.4914 19.6448 5214 1 924.4914 ‐1.9496
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 673.3628 AGVVDGR 3678.4530 673.3603 17.9442 4549 1 673.3603 ‐3.9623
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 Carbamidomethyl+C(9) 1411.7039 NILWVNPDCGLK 128.5914 1411.7097 21.1785 1972 2 706.3585 3.90
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1896.4820 84926.1401 16 27.6 None 1331.7470 PVTILNWSFVR 148.2910 1331.7421 25.4587 1934 2 666.3747 ‐4.7551
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arab 0.0000 25172.7537 5 12.78 None 2496.2405 TEAVDPKSTPFQPYSEVFGLQR 1642.0630 2496.2345 29.4500 6857 3 832.7497 ‐2.3632
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arab 1082.3890 25172.7537 5 12.78 None 1755.8701 STPFQPYSEVFGLQR 12204.4200 1755.8733 19.5153 25435 2 878.4403 1.53
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arab 1082.3890 25172.7537 5 12.78 None 1586.8689 TVISDRPLWFPGAK 4473.9910 1586.8708 18.4751 8773 3 529.6285 0.1151
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arab 1082.3890 25172.7537 5 12.78 None 1470.7376 FQPYSEVFGLQR 293.6520 1470.7394 20.0689 6622 2 735.8733 0.5288
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arab 1082.3890 25172.7537 5 12.78 None 1195.6106 PYSEVFGLQR 204.9556 1195.6066 19.5434 1039 1 1195.6066 ‐1.7662
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 None 1158.6477 VVVDGNVITSR 2210.3280 1158.6505 21.5831 18966 2 579.8289 1.72
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 None 1427.7992 LVAEVLLDEVAEK 79361.3800 1427.8002 35.2319 14511 2 714.4037 0.1313
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 24592.4100 1249.6154 18.0439 8865 2 625.3114 ‐4.9832
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 188.9032 2270.1225 35.5264 1150 2 1135.5649 7.71
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 None 1606.7853 SLENMVKKQDSDGR 401.2738 1606.7744 22.3014 1533 3 536.2630 ‐7.4350
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 None 960.5109 VDGNVITSR 166.7398 960.5150 20.4141 2320 2 480.7611 2.09
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 Carbamidomethyl+C(3) 1065.4994 ATCATAVESR 587.7775 1065.4993 16.3979 1479 2 533.2533 ‐1.3390
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3673.3480 39877.7555 8 19.78 None 733.3839 ATAVESR 991.8062 733.3859 18.3898 1069 1 733.3859 2.85
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1434.7587 VYVGQAQDGISAVK 38749.9400 1434.7563 22.1824 98156 2 717.8818 ‐2.2572
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1686.7718 GANLWDDGSTHDAVTK 65082.8400 1686.7714 22.1003 78643 3 562.9287 ‐0.7864
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1395.7301 IFGSDGSVITMLR 11694.8400 1395.7303 19.8598 51163 2 698.3688 ‐0.4394
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGI 10736.8300 3655.8805 22.2321 49270 4 914.7256 0.5383
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1933.9502 TSDVIGSDEGTHFTLQVK 6214.6200 1933.9533 27.0843 36038 3 645.3226 1.99
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1820.9429 QTSPPFGLEAGTVFELK 8542.8510 1820.9447 20.8794 32908 2 910.9760 1.1218
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1091.6320 IGVHVRPLSN 19373.9100 1091.6313 21.0627 25663 2 546.3193 ‐1.8094
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 4468.3600 3072.4430 25.4979 22408 2 1536.7252 ‐3.5111
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 688.3624 VEAQGGK 475.4502 688.3616 32.2527 4898 1 688.3616 ‐1.2013
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1950.9080 FVYDKSPEEVTGEEHGK 16668.6400 1950.9080 20.4580 34250 4 488.4824 ‐1.4479
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1562.8537 KVYVGQAQDGISAVK 3821.3770 1562.8533 20.7022 14639 3 521.6226 ‐0.8919
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 685.3991 VRPLSN 121.3423 685.3991 23.1090 8695 1 685.3991 ‐0.0792
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1073.5586 GQAQDGISAVK 265.9290 1073.5573 22.1834 4256 1 1073.5573 ‐0.0491
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1331.5862 WDDGSTHDAVTK 9541.8220 1331.5889 22.0866 3913 2 666.2981 1.43
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1041.5939 SPEGIIQGIK 276.9944 1041.5949 20.8392 3050 2 521.3011 ‐0.2782
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1095.4993 FVYDKSPEE 172.1166 1095.4964 19.3971 2589 2 548.2519 ‐3.8181
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 959.5785 IGVHVRPLS 425.9012 959.5783 21.0578 1398 2 480.2928 ‐1.6542
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 822.4581 HVRPLSN 458.7998 822.4567 21.0583 1238 1 822.4567 ‐1.3059
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1145.5069 DDGSTHDAVTK 4997.8610 1145.5049 22.0955 891 1 1145.5049 ‐0.4293
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1745.8705 DVIGSDEGTHFTLQVK 435.6484 1745.8731 27.9014 890 2 873.4402 1.48
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 757.3475 TGEEHGK 446.8852 757.3508 20.8040 817 1 757.3508 4.07
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1186.6467 YSPEGIIQGIK 301.3823 1186.6463 22.1872 804 2 593.8268 ‐1.3201
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 8942.8780 32158.1143 23 58.05 None 1163.6307 GLEAGTVFELK 358.6779 1163.6284 19.7837 783 1 1163.6284 ‐0.6152
NP_850596.1 jacalin related lectin Arabidopsis thaliana 408.1262 32022.7035 4 12.00 None 1435.7977 IFGSDGLIITMLR 4443.0550 1435.7957 22.3909 10000 2 718.4015 ‐2.2315
NP_850596.1 jacalin related lectin Arabidopsis thaliana 408.1262 32022.7035 4 12.00 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 2659.6460 2314.1985 21.5775 8043 3 772.0710 0.7507
NP_850596.1 jacalin related lectin Arabidopsis thaliana 408.1262 32022.7035 4 12.00 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 159.3764 2347.2031 19.9210 1736 3 783.0725 19.8258
NP_850596.1 jacalin related lectin Arabidopsis thaliana 408.1262 32022.7035 4 12.00 None 1069.5888 ATTTTPVTPAK 526.8534 1069.5887 21.5572 23457 2 535.2980 ‐1.8011
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1147.6027 EITALAPSSMK 25005.6500 1147.6061 23.2468 41271 2 574.3067 1.85
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1774.8970 NYELPDGQVITIGAER 40580.3300 1774.8989 30.8371 39812 2 887.9531 1.1767
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1968.0801 IAPEEHPVLLTEAPLNPK 3312.2560 1968.0835 28.1725 19996 3 656.6994 1.49
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1176.5354 GYMFTTTAER 13256.0100 1176.5357 23.1488 19512 2 588.7715 ‐0.7741
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 998.4863 DLTDYLMK 3146.5690 998.4872 29.8459 6328 2 499.7472 ‐0.5145
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1918.8640 YPIEHGVVSNWDDMEK 406.7414 1918.8610 28.6115 4592 3 640.2918 ‐2.1815
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 549.2701 PSSMK 2282.8060 549.2709 22.7570 11401 1 549.2709 1.1825



NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 445.1929 DLTD 48.5758 445.1924 32.1420 3508 1 445.1924 ‐1.7793
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 905.4761 TALAPSSMK 889.0517 905.4727 23.2395 3056 1 905.4727 ‐3.0297
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 752.3647 TDYLMK 53.0320 752.3677 30.4600 2955 1 752.3677 4.30
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 804.4284 ALAPSSMK 165.8756 804.4305 21.1364 1332 2 402.7189 0.8671
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 620.3072 APSSMK 152.3761 620.3100 20.4960 1249 1 620.3100 4.28
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 1255.6641 PDGQVITIGAER 2763.2800 1255.6625 30.8340 835 1 1255.6625 0.4224
NP_850611.1 actin 2 Arabidopsis thaliana 3094.9020 41403.4527 18 21.29 None 980.4757 DLTDYLMK 110.4490 980.4761 31.1167 1972 1 980.4761 1.31
NP_850611.1 actin 2 Arabidopsis thaliana 159.1287 41403.4527 18 21.29 None 1184.6899 AVFPSVVGRPR 5062.7410 1184.6915 15.4545 3880 2 592.8494 ‐0.0273
NP_850611.1 actin 2 Arabidopsis thaliana 159.1287 41403.4527 18 21.29 None 1774.8970 NYELPDGQVITIGAER 209.1626 1774.8839 17.5715 2581 2 887.9456 ‐7.3647
NP_850611.1 actin 2 Arabidopsis thaliana 159.1287 41403.4527 18 21.29 Oxidation+M(14) 2149.0005 EKLSFVAVDYEQEMETSK 580.9489 2148.9963 19.1552 6160 2 1075.0018 ‐1.0156
NP_850611.1 actin 2 Arabidopsis thaliana 159.1287 41403.4527 18 21.29 None 1014.5843 FPSVVGRPR 3403.0810 1014.5848 15.4583 1853 2 507.7960 ‐1.3795
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1586.8319 MGNITPLTGTQGQIR 18569.8400 1586.8326 25.1028 31558 2 793.9199 0.1220
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 959.5156 DTIVNELR 25967.9500 959.5155 24.0256 22438 2 480.2614 ‐1.5341
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 4618.5080 1211.5299 22.2286 22358 2 606.2686 ‐0.7527
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 5350.6320 2573.3174 18.4408 21900 4 644.0848 1.85
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1345.6358 FFNAFVEAMNR 7378.3500 1345.6391 20.1916 17080 2 673.3232 1.24
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 803.4410 GFPVIDR 12351.8300 803.4418 24.1260 13181 2 402.2246 ‐0.6775
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 4324.2920 2599.3332 23.5078 12316 3 867.1159 1.40
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 3258.2570 2140.1141 17.5960 8846 3 714.0429 ‐0.4355
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1490.7598 NGNQTVLVDFDLR 923.4147 1490.7700 26.1418 829 3 497.5948 6.1261
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 2238.0284 EYADGTQKFFNAFVEAMNR 1185.1630 2238.0281 31.5278 2152 2 1119.5177 0.7653
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1701.8846 TPTVFDNKYYVNLK 782.0854 1701.8810 28.5542 1095 2 851.4441 ‐2.2418
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1077.5939 TVLVDFDLR 570.7037 1077.5922 26.2146 3184 2 539.2998 ‐2.7518
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 1051.4989 NAFVEAMNR 1533.1520 1051.4987 20.2374 2664 1 1051.4987 0.7605
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 597.2701 MGNITP 103.9309 597.2731 26.3210 1869 1 597.2731 4.91
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 Carbamidomethyl+C(1) 969.4281 CQFIMDR 1616.4930 969.4313 22.2007 757 1 969.4313 4.0662
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2896.8480 39360.3809 28 38.35 None 2220.0179 EYADGTQKFFNAFVEAMNR 704.1810 2220.0135 32.6773 7013 2 1110.5104 ‐1.1123
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1776.6640 39360.3809 28 38.35 None 1586.8319 MGNITPLTGTQGQIR 32152.2900 1586.8326 25.1028 31558 2 793.9199 0.1685
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1776.6640 39360.3809 28 38.35 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7770.7010 1211.5296 22.2120 21565 2 606.2684 ‐0.9661
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1776.6640 39360.3809 28 38.35 None 803.4410 GFPVIDR 9814.8100 803.4418 24.1260 13181 2 402.2246 ‐0.7103
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1776.6640 39360.3809 28 38.35 None 1344.6502 TEKDAAPNANSAR 249.8981 1344.6703 17.3851 1601 2 672.8388 14.2456
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1776.6640 39360.3809 28 38.35 Carbamidomethyl+C(1) 969.4281 CQFIMDR 549.9102 969.4313 22.2007 757 1 969.4313 4.1697
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 6515.8700 2573.3174 18.4408 21900 4 644.0848 2.81
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 1345.6358 FFNAFVEAMNR 11450.3100 1345.6391 20.1916 17080 2 673.3232 1.85
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 3209.4060 2599.3332 23.5078 12316 3 867.1159 1.92
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 959.5156 DTIVNELR 457.7502 959.4947 21.0016 4809 1 959.4947 ‐21.0595
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 2885.5255 ELKGLIQTDQELFSSPNATDTIPLVR 411.3821 2885.5218 25.0929 1012 3 962.5121 ‐0.5688
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 1051.4989 NAFVEAMNR 954.1505 1051.4987 20.2374 2664 1 1051.4987 0.7908
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1058.9410 39360.3809 28 38.35 None 1328.6092 FFNAFVEAMNR 313.1270 1328.6148 18.2971 1552 2 664.8110 3.1406
NP_850665.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2763.5550 13807.1787 1 9.84 None 1318.7253 VIDLFSSPDVVK 28096.1400 1318.7252 19.2004 33176 2 659.8662 ‐1.1390
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1556.8530 VSDIATVLQPGDTLK 7998.3590 1556.8543 29.4004 12640 2 778.9308 0.4694
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1223.5790 FVEVDEEQTK 6074.9860 1223.5792 18.7621 8709 2 612.2933 ‐0.7678
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 973.5201 AAAEELLEK 7163.6220 973.5211 21.4457 6612 2 487.2642 ‐0.3251
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1142.6416 QLQAEDVIVK 3376.8170 1142.6432 23.4250 6324 2 571.8253 0.3671
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1177.6324 ASLAQQFSGLR 915.2932 1177.6300 20.1752 5805 2 589.3186 ‐3.0951
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 960.4931 IAQAEAMAR 4932.4180 960.4944 15.7980 3778 2 480.7508 ‐0.0870
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 4053.9914 FQPESGLTLSSDGILGPLGSELPDDGVDL 1112.4470 4053.9705 45.4858 1552 3 1351.9950 ‐3.9476
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1083.6521 GGLVALVEGLR 3833.5830 1083.6597 20.6944 8259 2 542.3335 5.52
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1274.6587 TDANGALVDISAK 1019.3560 1274.6509 19.0618 971 2 637.8291 ‐6.9636
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 573.3355 VEGLR 191.9244 573.3359 21.7503 6456 1 573.3359 0.2675
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 776.3719 QAEAMAR 177.5664 776.3738 15.7143 5634 1 776.3738 2.58
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 901.4989 QAEDVIVK 391.0283 901.5005 24.4008 2574 2 451.2539 0.1777
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 831.4458 AEELLEK 522.1615 831.4445 21.4484 1265 1 831.4445 ‐1.2013
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1159.6218 ASLAQQFSGLR 279.5959 1159.6249 18.3344 9952 2 580.3161 1.38
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1124.6310 QLQAEDVIVK 288.1418 1124.6335 24.3729 2338 1 1124.6335 3.05
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1539.8265 VSDIATVLQPGDTLK 400.3553 1539.8301 28.7941 1014 2 770.4187 2.0015
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1041.6950 45338.6225 17 30.77 None 1206.5525 FVEVDEEQTK 103.1571 1206.5486 16.9570 910 2 603.7779 ‐4.1721
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1109.5950 LGEEGAPAIPR 96241.6200 1109.5959 21.8081 24523 2 555.3016 ‐0.3049
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1194.6001 TIEAYNIADGK 10853.7500 1194.5981 22.1712 24042 2 597.8027 ‐2.6441
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1516.7067 WAQLPDPGDNFEK 6408.4420 1516.7104 28.3055 18550 2 758.8588 2.0449
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1042.5164 LDEVGGPEAR 35941.2700 1042.5160 16.5676 15578 2 521.7617 ‐1.5802
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1677.8006 SYDTVTSEWTFLTK 1758.0190 1677.8036 34.2899 13676 2 839.4054 1.73
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1532.7703 WTEVETTGAKPSAR 13621.0100 1532.7728 17.8414 11661 3 511.5958 0.9229
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 1014.5731 SVFAHAVVGK 3358.6710 1014.5719 20.1756 5798 2 507.7896 ‐2.4794
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 825.4618 IYIFGGR 5493.6480 825.4626 16.8904 4250 2 413.2349 ‐0.6606
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 990.5367 GGAGFAVVQGK 4784.0960 990.5140 20.2565 5908 2 495.7607 ‐24.2476
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 2147.0417 IYIFGGRDENRNFENFR 1278.2280 2147.0423 22.3145 1568 2 1074.0248 0.9997
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 601.3668 AVVQGK 154.0475 601.3666 21.8940 2644 1 601.3666 ‐0.6427
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 851.4258 AYNIADGK 338.9266 851.4251 20.3601 2058 1 851.4251 ‐0.2913
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 610.3671 HAVVGK 63.6429 610.3645 21.7916 1525 1 610.3645 ‐4.5478
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 7512.4340 28525.7349 14 42.53 None 586.2944 GGPEAR 390.6079 586.2929 16.5718 1279 1 586.2929 ‐2.8256
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 None 1821.9534 GAELVLFPEGFIGGYPR 11709.1700 1821.9516 22.4111 7931 2 911.4794 ‐0.8484
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 2589.6000 2164.0341 31.9021 5548 2 1082.5207 ‐1.0126
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 None 2052.0495 VTIVQSSTVYNDTPATIDK 1831.6640 2052.0474 25.9278 4723 2 1026.5273 ‐0.5066
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 2464.2740 1481.6951 30.1409 4074 2 741.3512 0.1885
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(7) 2748.3603 EGYTLYCTVLFFSPQGQFLGKHR 267.1995 2748.3689 22.3812 1371 3 916.7945 3.70
NP_851011.1 nitrilase 1 Arabidopsis thaliana 925.2873 38551.4378 6 20.23 Carbamidomethyl+C(7) 1182.5500 EGYTLYCTVL 240.3416 1182.5509 21.6342 2053 2 591.7791 ‐0.2340
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1204.6783 TAGGLLLTETTK 50053.1100 1204.6781 24.8961 52766 2 602.8427 ‐1.2204
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1371.6427 YAGTEVEFNDVK 122808.3000 1371.6436 23.6239 48596 2 686.3255 0.0073



NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 906.4601 ASDVMAILS 7729.8180 906.4602 31.5410 38434 1 906.4602 0.7372
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1662.9313 ITPLPVSTGSTVLYSK 20331.6400 1662.9324 17.7245 38082 2 831.9699 0.5505
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 5824.4430 2621.4279 18.0659 37578 3 874.4808 0.9849
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 14710.0000 2083.0927 28.6511 18270 3 695.0357 0.1702
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 10119.1600 2540.3127 35.2200 16433 4 635.8336 0.6189
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1618.9050 IDITVPTGAQIIYSK 1352.2910 1618.9061 18.8138 13585 2 809.9567 0.4191
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1588.7952 EDDIVGILETEDIK 15696.5800 1588.7966 34.3561 9690 2 794.9019 0.5800
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1032.5936 GGLLLTETTK 1637.4830 1032.5922 24.9024 3066 1 1032.5922 ‐0.2990
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 847.4407 LETEDIK 276.0276 847.4405 32.2832 2750 1 847.4405 0.1175
NP_851045.1 chaperonin 20 Arabidopsis thaliana 13430.9900 26801.9082 12 52.96 None 1186.6678 TAGGLLLTETTK 414.5023 1186.6684 23.3157 1111 2 593.8379 ‐0.4581
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 None 1532.8319 VLEQLSGQTPVFSK 22270.7000 1532.8336 16.8720 17608 2 766.9204 0.7450
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 None 1089.5973 AMQLLESGLK 7178.8870 1089.5967 27.3184 12181 2 545.3020 ‐1.6604
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 None 935.5197 YEGVILNK 3982.9200 935.5182 20.8001 10559 2 468.2627 ‐3.0185
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 Carbamidomethyl+C(3) 981.5186 IACYVTVR 3403.8230 981.5191 20.9106 7432 2 491.2632 ‐0.8790
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 None 950.4942 SGQTPVFSK 340.5010 950.4972 18.1490 1424 2 475.7522 1.42
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 Carbamidomethyl+C(2) 868.4346 ACYVTVR 120.7192 868.4323 20.9091 1053 1 868.4323 ‐2.1565
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 Carbamidomethyl+C(1) 797.3975 CYVTVR 113.0745 797.3986 20.9196 907 1 797.3986 1.19
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2573.6780 19946.0262 18 23.26 None 917.5091 YEGVILNK 226.4784 917.5095 20.3893 758 2 459.2584 ‐1.0637
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 None 1089.5973 AMQLLESGLK 11023.8400 1089.5967 27.3184 12181 2 545.3020 ‐1.6642
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 None 935.5197 YEGVILNK 6275.9830 935.5182 20.8001 10559 2 468.2627 ‐3.0380
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 Carbamidomethyl+C(3) 981.5186 IACYVTVR 3888.4040 981.5191 20.9106 7432 2 491.2632 ‐0.8938
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 None 643.4137 GVILNK 402.8402 643.4121 22.6319 1726 1 643.4121 ‐2.5533
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 Carbamidomethyl+C(2) 868.4346 ACYVTVR 174.9056 868.4323 20.9091 1053 1 868.4323 ‐2.0401
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1113.6830 19946.0262 18 23.26 Carbamidomethyl+C(1) 797.3975 CYVTVR 157.1610 797.3986 20.9196 907 1 797.3986 1.74
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1608.6220 19946.0262 18 23.26 None 1532.8319 VLEQLSGQTPVFSK 19763.0700 1532.8336 16.8720 17608 2 766.9204 0.5741
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1608.6220 19946.0262 18 23.26 None 1369.6998 VLEQLSGQTPVFS 237.8976 1369.7016 16.8272 3983 2 685.3545 0.3891
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1608.6220 19946.0262 18 23.26 None 1063.5782 LSGQTPVFSK 276.5064 1063.5791 18.0386 1336 2 532.2932 ‐0.9215
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1608.6220 19946.0262 18 23.26 None 950.4942 SGQTPVFSK 121.5192 950.4921 16.8094 918 2 475.7497 ‐4.1683
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 1688.8676 IEAPIHSSNVMLYSK 1462.4140 1688.8692 25.2949 8715 3 563.6279 0.3737
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 1272.7310 IFTHNSTIVIK 1453.9600 1272.7328 15.0460 2265 2 636.8701 0.5442
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 1328.6805 SREEGEPGQIVK 895.8351 1328.6796 16.1101 1748 2 664.8435 ‐1.3884
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 2721.3222 MATMSALQSSFTSLSLSPSSSFLGQR 500.7512 2721.3768 39.1036 1084 3 907.7971 20.2446
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 1261.6245 IHSSNVMLYSK 178.7479 1261.6311 24.4301 5855 2 631.3192 4.10
NP_851190.1 50S ribosomal protein L24 Arabidopsis thaliana 311.6128 22090.7826 6 19.19 None 1671.8411 IEAPIHSSNVMLYSK 211.7743 1671.8496 24.2876 1078 3 557.9547 4.00
NP_973481.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 147.0340 39403.0548 4 6.30 None 2411.2599 VLNLMVNNGLEPDQVTTDIAVR 1342.6250 2411.2584 25.5730 4936 2 1206.1329 0.9642
NP_973481.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 147.0340 39403.0548 4 6.30 None 1606.8660 LPQNTQAPREPSLR 137.9486 1606.8553 15.4954 43980 3 536.2899 ‐7.6990
NP_973481.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 147.0340 39403.0548 4 6.30 Carbamidomethyl+C(11) 1417.7621 STFLILLSHACR 1653.8190 1417.7632 19.7849 2547 2 709.3852 ‐0.0501
NP_973481.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 147.0340 39403.0548 4 6.30 None 1979.0192 SPNLSDAKSLFNSIAATSR 199.1533 1979.0163 21.1695 1637 2 990.0118 ‐0.9445
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1221.6110 NAEALAEYVNK 2334.5480 1221.6124 23.3100 9744 2 611.3099 0.2297
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1068.5724 YGVSGFPTLK 1937.7710 1068.5747 17.4033 4788 2 534.7910 0.8844
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1441.6846 DLDDFVSFINEK 7367.0850 1441.6859 36.3985 4224 2 721.3466 0.3963
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1906.9505 NAEALAEYVNKEGGTNVK 731.4667 1906.9478 32.3697 3779 2 953.9775 ‐1.1105
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1708.8501 QEEGVVIANLDADAHK 2755.7660 1708.8529 25.4266 2947 3 570.2891 1.1030
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 2370.0633 AGHDYDGGRDLDDFVSFINEK 1585.9610 2370.0606 33.2559 1696 4 593.2706 ‐2.1797
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 642.3093 QEEGVV 767.8186 642.3124 23.1688 4030 1 642.3124 4.28
NP_973708.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 842.2052 29559.4427 8 24.44 None 1148.6058 VIANLDADAHK 391.3968 1148.6037 24.0070 1480 1 1148.6037 ‐0.5505
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1523.8580 LGPNYLQLPVNAPK 52442.8500 1523.8582 18.4852 54722 2 762.4327 ‐0.2836
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1136.6786 APGVQTPVIVR 14315.4100 1136.6775 23.2699 51389 2 568.8424 ‐2.1264
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1525.8261 GPVLLEDYHLIEK 7416.7690 1525.8270 30.5745 19621 3 509.2805 ‐0.0541
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 3831.6320 2242.0598 21.7165 16278 3 748.0248 ‐0.1422
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1632.9108 IWPEDILPLQPVGR 3600.8080 1632.9121 21.7702 15219 2 816.9597 0.5676
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1715.8024 DLHDAIASGNYPEWK 11649.4800 1715.8062 27.6037 11855 3 572.6069 1.18
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1875.0123 DGIQFPDVVHALKPNPK 2980.0290 1875.0150 18.5420 11562 3 625.6765 0.9788
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1070.5265 IFAYGDTQR 10666.3200 1070.5273 20.4751 10318 2 535.7673 ‐0.4972
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1257.5634 DEEINYYPSK 7289.2050 1257.5659 20.8949 9785 2 629.2866 1.1312
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1109.5374 TNIQEYWR 5284.7030 1109.5385 24.8925 7831 2 555.2729 ‐0.2110
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 992.5272 VANFTRER 1237.8410 992.5388 19.7032 5626 2 496.7730 10.64
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 2366.0830 2700.2806 37.8633 19323 3 900.7650 2.01
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 Carbamidomethyl+C(1) 1793.8851 CAEKVPTPTNSYTGIR 335.4837 1793.9009 21.4366 3472 3 598.6385 8.34
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1487.8077 VANFTRERIPER 747.4802 1487.8086 22.4151 1390 3 496.6077 ‐0.1634
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 2078.0261 NLTDEEAKVVGGANHSHATK 376.5721 2078.0206 27.9983 1284 2 1039.5140 ‐2.0356
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 696.3675 SYTGIR 553.1061 696.3709 19.5530 26668 1 696.3709 4.62
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 Carbamidomethyl+C(1) 781.3662 CADFLR 197.0725 781.3672 23.9699 5663 1 781.3672 1.02
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 679.4137 LKPNPK 182.8954 679.4124 17.5072 5343 1 679.4124 ‐2.0317
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 884.4512 INYYPSK 324.9945 884.4505 19.9196 4193 1 884.4505 ‐0.2559
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 968.5887 GVQTPVIVR 1166.4070 968.5876 23.2721 1584 1 968.5876 ‐0.4063
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 812.4989 QTPVIVR 538.7473 812.4980 23.2767 1563 1 812.4980 ‐0.7219
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 810.3741 AYGDTQR 1478.2530 810.3769 20.4739 1042 1 810.3769 3.20
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 Carbamidomethyl+C(1) 1775.8745 CAEKVPTPTNSYTGIR 376.8338 1775.8779 20.9503 6849 3 592.6308 1.68
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1052.5160 IFAYGDTQR 176.0205 1052.5222 19.6377 1318 2 526.7648 4.69
NP_973873.1 catalase 3 Arabidopsis thaliana 3648.1770 49297.8377 25 47.07 None 1698.7758 DLHDAIASGNYPEWK 300.4473 1698.7694 27.9001 2106 2 849.8883 ‐3.8576
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 None 1799.9385 TTVITQGADPVVVAEDGK 40180.5700 1799.9409 25.6881 19449 2 900.4741 1.76
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 22107.8500 1337.6644 20.8717 12237 2 669.3358 0.2602
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 16336.2000 1414.5961 21.0673 9396 2 707.8017 0.5807
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 None 926.5710 YPVIPLPK 6163.9130 926.5702 17.7007 3056 2 463.7887 ‐2.3375
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 Carbamidomethyl+C(12) 1950.9493 VFTMNLSAPFICEFFK 262.7438 1950.9146 19.1345 4251 2 975.9609 ‐17.4044
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 None 2027.1019 TTVITQGADPVVVAEDGKVK 1323.5830 2027.0987 25.0880 3022 3 676.3711 ‐1.9227
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 None 1748.8168 MIIGMFRYDEMSQK 498.3503 1748.8237 23.4524 781 2 874.9155 3.65
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 Oxidation+M(5) 2140.0565 VAQWMLQVPGATSYMGSIGK 491.3763 2140.0565 35.9900 2305 2 1070.5319 0.7015



NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 None 1009.4625 YPEKPDFN 206.4361 1009.4596 19.4506 3852 2 505.2334 ‐4.2401
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4099.6490 33782.3873 10 33.77 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 224.3824 1319.6497 20.1131 4236 2 660.3285 ‐2.8884
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1390.7325 VYVGQGQDGVAAVK 27499.2900 1390.7327 20.2682 22132 2 695.8700 ‐0.5353
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1214.6627 SSTTPVPSTPLK 8999.5080 1214.6627 20.7293 18634 2 607.8350 ‐0.9947
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1292.6481 SGFQISAPEATGK 8586.2190 1292.6481 23.6213 18595 2 646.8277 ‐0.8509
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1134.6154 TAGPFGIVSGTK 10906.9100 1134.6167 16.7721 17575 2 567.8120 0.1177
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 2147.0543 SAEFTLAPDEYITALSAYGK 1660.2970 2147.0480 21.6098 16270 2 1074.0276 ‐2.1944
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1853.9855 SLSTQEVITALTFTTNK 10961.0500 1853.9864 20.7557 13838 2 927.4968 0.7024
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1939.9760 VSVGQAQDGIGAVSFVYDK 4927.4480 1939.9754 30.6071 9617 2 970.4913 0.0332
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 7084.9630 2806.4276 19.5442 9507 3 936.1474 0.9269
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1553.8574 NFGVDTVVTTLIFK 6724.3100 1553.8601 22.8056 8181 2 777.4337 1.24
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 973.4625 TSYGPYGTK 3109.9260 973.4618 16.6491 6159 2 487.2345 ‐2.1609
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1068.6200 FGVHVAPITK 8084.9820 1068.6215 15.1067 3476 2 534.8144 0.1128
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 1330.6590 2990.3503 44.5799 2927 2 1495.6788 ‐4.9131
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 741.4505 VPSTPLK 223.8697 741.4508 20.1541 5730 1 741.4508 0.4517
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 536.2351 SAEFT 111.7305 536.2342 21.6797 2292 1 536.2342 ‐2.2550
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 984.4997 QISAPEATGK 207.7350 984.4955 22.1091 1528 1 984.4955 ‐3.4148
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 838.5033 PVPSTPLK 938.8466 838.5048 20.7283 1261 1 838.5048 2.47
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 2103.9410 72473.6018 28 27.38 None 1275.6216 SGFQISAPEATGK 217.7419 1275.6276 25.0404 2217 2 638.3174 3.56
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1390.7325 VYVGQGQDGVAAVK 19836.4800 1390.7327 20.2682 22132 2 695.8700 ‐0.5086
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1214.6627 SSTTPVPSTPLK 13412.4300 1214.6627 20.7293 18634 2 607.8350 ‐0.9858
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1292.6481 SGFQISAPEATGK 5558.0540 1292.6481 23.6213 18595 2 646.8277 ‐0.8342
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1939.9760 VSVGQAQDGIGAVSFVYDK 4647.9440 1939.9754 30.6071 9617 2 970.4913 0.1154
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 1187.9550 2990.3503 44.5799 2927 2 1495.6788 ‐4.7246
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 464.8621 2122.9767 33.8589 2902 3 708.3304 3.26
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 534.6731 2251.1089 32.6093 9114 2 1126.0581 21.6196
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1547.7740 IYASYGGEGIQYVK 420.9402 1547.7386 37.2675 4746 2 774.3729 ‐23.2167
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 760.3836 SAPEATGK 269.0170 760.3859 23.6316 1696 1 760.3859 3.92
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 838.5033 PVPSTPLK 1655.4200 838.5048 20.7283 1261 1 838.5048 2.49
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 930.9822 72473.6018 28 27.38 None 1274.6375 SGFQISAPEATGK 114.0491 1274.6440 25.2816 2088 2 637.8257 4.84
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 105706.8000 3064.5452 38.6223 122415 3 1022.1866 ‐0.2267
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1291.6892 ATPEQVAAYTLK 54172.5900 1291.6891 25.7032 111268 2 646.3482 ‐0.9468
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1653.9244 MVDVLVEQNIVPGIK 61206.8600 1653.9246 19.8722 84060 2 827.4659 ‐0.0569
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 74542.9800 1466.6619 23.1513 61295 2 733.8346 ‐0.2121
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 27853.9200 2445.1759 20.3355 56327 2 1223.0916 ‐1.5426
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1431.7074 LDSIGLENTEANR 31210.9400 1431.7089 22.7557 38854 2 716.3581 0.4626
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 873.4577 EAAWGLAR 31716.3800 873.4579 22.6716 35959 2 437.2326 ‐1.4384
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1452.8421 TVVSIPNGPSALAVK 24098.0100 1452.8417 17.3775 24104 2 726.9245 ‐0.7674
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEG 2691.0930 3272.6881 25.5454 15070 3 1091.5675 ‐1.0910
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1128.5432 TAAYYQQGAR 5054.3670 1128.5438 14.9588 3397 2 564.7756 ‐0.5932
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1153.5735 AASSYADELVK 657.4116 1153.5995 17.8094 2414 2 577.3034 21.4308
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 Carbamidomethyl+C(9) 2017.9509 SSDHSLGPCQGQFVGSARK 130.3617 2017.9635 20.4708 1944 2 1009.4854 6.34
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1587.8085 RLDSIGLENTEANR 13034.5900 1587.8081 21.7212 47542 3 529.9409 ‐0.9305
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1996.1147 MVDVLVEQNIVPGIKVDK 793.8367 1996.1180 19.2435 2251 3 666.0442 1.73
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 740.4665 NIVPGIK 1718.3300 740.4647 17.8658 14515 1 740.4647 ‐2.2956
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 953.5415 PNGPSALAVK 327.3143 953.5422 17.1173 4584 2 477.2747 ‐0.6686
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 893.5091 QVAAYTLK 1314.6090 893.5071 24.5843 3292 2 447.2572 ‐3.7573
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 997.5677 EQNIVPGIK 153.9812 997.5672 19.4569 2958 2 499.2872 ‐1.8179
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1102.5779 PEQVAAYTLK 174.1817 1102.5724 26.4216 2802 1 1102.5724 ‐3.8006
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1228.6168 RLDSIGLENTE 489.8517 1228.6174 20.8744 2648 2 614.8123 ‐0.4691
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1022.5517 EQVAAYTLK 787.4730 1022.5504 25.6985 1638 1 1022.5504 ‐0.2909
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1941.9916 PIVEPEILLDGEHDIDR 371.7260 1941.9844 40.6116 1377 2 971.4958 ‐3.3931
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 722.4960 1112.4323 23.1477 1160 1 1112.4323 ‐0.9842
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 852.5189 TLLVSAPGL 630.5648 852.5210 25.8744 1125 1 852.5210 2.27
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 956.4585 AYYQQGAR 116.0270 956.4638 16.3378 1092 2 478.7356 4.44
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1124.5656 MVDVLVEQNI 237.3470 1124.5691 20.3763 1009 1 1124.5691 4.07
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 None 1569.7980 RLDSIGLENTEANR 338.9315 1569.7915 21.7432 2472 3 523.9353 ‐4.8011
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 20297.4300 41572.3908 40 53.28 Carbamidomethyl+C(9) 2000.9243 SSDHSLGPCQGQFVGSARK 179.8393 2000.9162 18.9878 2386 2 1000.9618 ‐3.5842
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1653.9244 MVDVLVEQNIVPGIK 75823.4300 1653.9246 19.8722 84060 2 827.4659 ‐0.1547
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 30880.8800 2445.1759 20.3355 56327 2 1223.0916 ‐1.1629
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1452.8421 TVVSIPNGPSALAVK 28097.3900 1452.8417 17.3775 24104 2 726.9245 ‐0.9866
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEG 3394.9990 3272.6881 25.5454 15070 3 1091.5675 ‐0.4828
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1431.7074 LDSIGLENTEANR 289.0369 1431.7421 18.2375 2316 2 716.3747 23.4538
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1782.0194 KMVDVLVEQNIVPGIK 536.4167 1782.0279 18.9922 5145 3 594.6808 3.13
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1996.1147 MVDVLVEQNIVPGIKVDK 1021.7110 1996.1180 19.2435 2251 3 666.0442 1.1225
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 740.4665 NIVPGIK 2689.4780 740.4647 17.8658 14515 1 740.4647 ‐2.4463
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 953.5415 PNGPSALAVK 316.6437 953.5422 17.1173 4584 2 477.2747 ‐1.1891
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1353.6797 GLVPLVGSNNESW 413.6633 1353.6796 20.5251 3630 2 677.3435 ‐1.0665
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 5162.2990 2176.0064 20.3241 1755 2 1088.5069 ‐0.0834
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 7162.5540 41572.3908 40 53.28 None 1124.5656 MVDVLVEQNI 196.3823 1124.5691 20.3763 1009 1 1124.5691 4.34
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 30974.7600 2385.1018 23.2739 79516 2 1193.0545 ‐0.9153
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 60606.4500 1235.5184 23.6435 73081 2 618.2629 ‐0.8836
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 27647.5200 1652.8790 24.5126 68259 3 551.6312 ‐0.5311
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1906.0433 EAVNVSLANLLTYPFVR 117053.8000 1906.0418 23.8240 62991 2 953.5245 ‐0.4959
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1468.7318 YETNPALYGELAK 69439.8100 1468.7317 25.9059 54632 2 734.8695 ‐0.6110
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1245.6296 NIANMVPPFDK 40912.4800 1245.6302 29.4832 49823 2 623.3188 ‐0.4023
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 52745.9300 1784.7797 22.0909 32727 2 892.8935 2.62
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 3912.4660 2052.0133 18.4389 18877 4 513.7588 ‐0.7288
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1407.6962 ITAELQAASSSDSK 19332.2200 1407.6980 18.4729 14087 2 704.3527 0.7165



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1674.9214 YAGVGAAIEYAVLHLK 3449.9480 1674.9237 22.9543 13530 3 558.9794 0.8350
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 849.4101 SFDPVER 14690.9700 849.4087 19.2657 9109 2 425.2080 ‐3.2905
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1086.6405 LLIEKDDLK 5799.9600 1086.6395 21.7501 5133 2 543.8234 ‐2.1601
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1725.8694 EKYETNPALYGELAK 24958.4800 1725.8711 24.3969 86796 3 575.9619 0.4398
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1193.5644 AELQAASSSDSK 214.8698 1193.5712 15.5682 8780 2 597.2892 4.96
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 860.4724 IEKDDLK 346.9730 860.4721 22.3174 6135 1 860.4721 0.0890
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 860.4625 PGDAFVVR 259.2626 860.4586 19.2829 5933 1 860.4586 ‐3.9956
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(3) 842.3462 FACSDSR 2503.9030 842.3462 23.6412 3735 1 842.3462 0.4143
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 864.4825 ALYGELAK 463.3016 864.4821 24.9221 3727 1 864.4821 ‐0.0502
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1406.0230 941.4132 23.6459 3277 1 941.4132 ‐0.7161
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1018.5026 ANMVPPFDK 330.7725 1018.4967 29.4730 3140 1 1018.4967 ‐4.8487
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 765.3414 EKYETN 1212.7130 765.3449 24.3941 3034 1 765.3449 4.02
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 657.2879 SFDPVE 218.3610 657.2878 19.3018 2544 1 657.2878 ‐0.2304
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1709.7839 GLMSFPLDGNNSTDFI 218.9947 1709.7761 22.8936 2031 2 855.3917 ‐4.6734
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 747.3883 EKDDLK 300.1634 747.3882 22.0969 1685 1 747.3882 0.0211
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(2) 1055.4979 VCPSHVLDF 152.9977 1055.5020 19.2985 1534 1 1055.5020 4.10
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1193.6677 ANLLTYPFVR 341.7309 1193.6687 23.9501 1437 2 597.3380 ‐0.1604
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 874.4153 VLAESESSA 126.7892 874.4126 19.3810 1381 2 437.7099 ‐4.6185
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1156.6725 AIEYAVLHLK 366.1189 1156.6745 19.3546 1163 2 578.8409 0.6517
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(2) 695.2777 ACSDSR 1325.4110 695.2771 23.6444 1119 1 695.2771 ‐0.9843
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 297.3227 1072.4539 23.6411 924 1 1072.4539 0.0545
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 1001.5500 999.5037 24.5097 810 1 999.5037 0.5629
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 277.8119 1634.8746 23.5953 11330 2 817.9409 3.56
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1450.7213 YETNPALYGELAK 272.2354 1450.7292 25.2607 1673 3 484.2479 4.52
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1707.8588 EKYETNPALYGELAK 450.9433 1707.8561 23.8929 914 2 854.4317 ‐1.6792
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24852.5400 28686.6191 68 65.64 None 1888.0327 EAVNVSLANLLTYPFVR 410.2347 1888.0294 23.8127 777 3 630.0147 ‐2.1709
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 82708.6500 1235.5184 23.6435 73081 2 618.2629 ‐0.8727
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 56145.8700 1652.8790 24.5126 68259 3 551.6312 ‐0.7021
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1468.7318 YETNPALYGELAK 67893.3400 1468.7317 25.9059 54632 2 734.8695 ‐0.5765
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1245.6296 NIANMVPPFDK 39896.7500 1245.6302 29.4832 49823 2 623.3188 ‐0.3903
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1407.6962 ITAELQAASSSDSK 11020.1100 1407.6980 18.4729 14087 2 704.3527 0.7449
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 192.4348 2052.0596 33.8596 1220 3 684.6914 22.6859
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1725.8694 EKYETNPALYGELAK 20604.6700 1725.8711 24.3969 86796 3 575.9619 0.2602
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 2238.0884 ITAELQAASSSDSKSFDPVER 410.9058 2238.0817 37.4249 1838 2 1119.5445 ‐1.9959
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(3) 842.3462 FACSDSR 2195.5140 842.3462 23.6412 3735 1 842.3462 0.5341
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1405.0480 941.4132 23.6459 3277 1 941.4132 ‐0.6090
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1018.5026 ANMVPPFDK 264.4818 1018.4967 29.4730 3140 1 1018.4967 ‐4.7515
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(11) 1553.8105 ENIVVIGHSACGGIK 691.0178 1553.8073 24.5071 3129 2 777.4073 ‐2.3348
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 765.3414 EKYETN 943.8531 765.3449 24.3941 3034 1 765.3449 4.99
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 793.4454 LYGELAK 223.6267 793.4465 24.3913 2170 1 793.4465 1.30
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 933.4312 EKYETNPA 1090.1390 933.4328 24.3985 1447 1 933.4328 2.60
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(2) 695.2777 ACSDSR 1742.4160 695.2771 23.6444 1119 1 695.2771 ‐0.8457
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 261.3694 1197.6473 25.9170 1026 2 599.3273 4.59
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 359.6497 1072.4539 23.6411 924 1 1072.4539 0.1449
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(6) 999.5041 IGHSACGGIK 483.5237 999.5037 24.5097 810 1 999.5037 0.6626
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 279.4891 1634.8746 23.5953 11330 2 817.9409 3.70
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12373.1400 28686.6191 68 65.64 None 1450.7213 YETNPALYGELAK 192.7309 1450.7292 25.2607 1673 3 484.2479 4.82
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 55592.5700 2385.1018 23.2739 79516 2 1193.0545 ‐0.5718
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1245.6296 NIANMVPPFDK 19658.6800 1245.6297 18.0532 63474 2 623.3185 ‐1.1932
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1906.0433 EAVNVSLANLLTYPFVR 99381.7000 1906.0418 23.8240 62991 2 953.5245 ‐0.4416
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 3775.1450 2052.0133 18.4389 18877 4 513.7588 0.6194
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1674.9214 YAGVGAAIEYAVLHLK 2784.0850 1674.9237 22.9543 13530 3 558.9794 0.4632
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 4921.9590 1652.8802 15.7692 5794 3 551.6316 ‐0.2112
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 860.4625 PGDAFVVR 142.3817 860.4586 19.2829 5933 1 860.4586 ‐4.0765
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1018.5026 ANMVPPFDK 995.1760 1018.5029 18.0496 5103 1 1018.5029 1.1858
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1048.5098 YAGVGAAIEYA 170.6980 1048.5097 22.3790 4923 1 1048.5097 0.9221
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 918.4720 FIEDWVK 197.8948 918.4738 23.8857 1957 1 918.4738 2.13
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1156.6725 AIEYAVLHLK 1116.1900 1156.6745 19.3546 1163 2 578.8409 0.2538
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12603.9700 28686.6191 68 65.64 None 1888.0327 EAVNVSLANLLTYPFVR 371.5797 1888.0294 23.8127 777 3 630.0147 ‐2.4120
NP_974868.1 glucan endo 1 3 beta glucosidase 10 Arabidopsis thaliana 164.9002 45405.5180 5 6.15 None 2729.3491 AFAGSGFELTVALGNEYLAQMSDPIK 2454.2100 2729.3485 38.1916 22195 3 910.4544 ‐0.3009
NP_974868.1 glucan endo 1 3 beta glucosidase 10 Arabidopsis thaliana 164.9002 45405.5180 5 6.15 None 1946.0130 AQGWVKENVQAYLPNTK 349.6074 1946.0525 22.6352 886 3 649.3557 19.7089
NP_974868.1 glucan endo 1 3 beta glucosidase 10 Arabidopsis thaliana 164.9002 45405.5180 5 6.15 None 3871.9211 LYDADPQALRAFAGSGFELTVALGNEYL 328.1048 3871.8807 44.8491 1180 3 1291.2984 ‐9.8047
NP_974868.1 glucan endo 1 3 beta glucosidase 10 Arabidopsis thaliana 164.9002 45405.5180 5 6.15 None 2383.1850 SGFELTVALGNEYLAQMSDPIK 274.4981 2383.1887 38.1370 7747 2 1192.0980 2.13
NP_974868.1 glucan endo 1 3 beta glucosidase 10 Arabidopsis thaliana 164.9002 45405.5180 5 6.15 None 3854.8946 LYDADPQALRAFAGSGFELTVALGNEYL 406.2281 3854.8791 44.8979 949 4 964.4752 ‐3.5577
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1613.8057 LESIYGSFEKPSEK 6966.8560 1613.8067 24.1193 15257 3 538.6071 ‐0.3146
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1797.0116 IINSDEIQSVVNPIKK 5750.9600 1797.0120 17.0733 14468 3 599.6755 ‐0.5502
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1018.5350 MSLLAEAQR 4285.6470 1018.5402 23.6872 13162 2 509.7737 3.87
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 14447.9000 1182.5153 18.9430 8618 2 591.7613 ‐0.0701
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1913.8109 TMISDSDYTEFDNFTK 2885.6410 1913.8121 30.3372 7486 2 957.4097 1.1392
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1862.0681 HAIVSAIAATAVPALVMAR 2336.3020 1862.0640 20.3229 5108 3 621.3595 ‐2.8677
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1444.6564 AGHQTSAESWGTGR 1274.2580 1444.6567 15.4641 2522 3 482.2237 ‐0.8689
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 831.4757 NLNVMLK 710.4369 831.4765 23.3101 1514 2 416.2419 ‐0.6234
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 590.3508 TSAAIK 136.0789 590.3475 17.7898 1762 1 590.3475 ‐5.9895
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1668.9167 IINSDEIQSVVNPIK 193.5258 1668.8779 33.4475 1490 3 556.9642 ‐24.0825
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1334.7314 KGPLVVYGTEGSK 1358.7600 1334.7336 19.4535 3729 2 667.8704 1.0241
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 460.2402 PSEK 90.9616 460.2387 22.0327 11383 1 460.2387 ‐4.0666
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1161.5283 QTSAESWGTGR 1013.1420 1161.5265 15.4887 2022 2 581.2669 ‐2.4974
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1371.6791 SIYGSFEKPSEK 4737.3980 1371.6800 24.1004 1874 2 686.3437 0.2009
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 698.4559 VNPIKK 241.9141 698.4555 15.6925 969 1 698.4555 ‐0.6214
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1427.6298 AGHQTSAESWGTGR 127.9971 1427.6356 16.7574 2214 2 714.3214 3.06
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1244.7930 44687.1718 29 29.38 None 1651.8901 IINSDEIQSVVNPIK 451.6389 1651.8936 33.5891 779 3 551.3027 1.67
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 None 2156.0791 IENVPEMPLVVSDSAEAVEK 296.8152 2156.0710 32.1039 23630 2 1078.5391 ‐2.5797
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 None 1613.8057 LESIYGSFEKPSEK 6033.3770 1613.8067 24.1193 15257 3 538.6071 ‐0.2686
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 None 1018.5350 MSLLAEAQR 5109.2370 1018.5402 23.6872 13162 2 509.7737 4.0151
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 22175.6400 1182.5153 18.9430 8618 2 591.7613 0.0729
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 None 1913.8109 TMISDSDYTEFDNFTK 1872.6690 1913.8121 30.3372 7486 2 957.4097 1.18
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 None 831.4757 NLNVMLK 1093.6390 831.4765 23.3101 1514 2 416.2419 ‐0.4946
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 1239.9030 1422.7158 23.7360 12762 3 474.9101 ‐1.1092
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1068.6810 44687.1718 29 29.38 Carbamidomethyl+C(2) 813.4036 LCHVER 93.2086 813.4054 25.4282 1101 1 813.4054 2.82
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 372.1040 44687.1718 29 29.38 None 1797.0116 IINSDEIQSVVNPIKK 4823.4610 1797.0120 17.0733 14468 3 599.6755 ‐0.7185
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 372.1040 44687.1718 29 29.38 None 1862.0681 HAIVSAIAATAVPALVMAR 3464.4960 1862.0640 20.3229 5108 3 621.3595 ‐3.0256
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 372.1040 44687.1718 29 29.38 None 1668.9167 IINSDEIQSVVNPIK 513.4224 1668.9519 22.8566 5257 2 834.9796 21.1689
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 372.1040 44687.1718 29 29.38 None 698.4559 VNPIKK 157.1427 698.4555 15.6925 969 1 698.4555 ‐0.6532
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1056.6048 AIALTVDTPR 16249.7900 1056.6027 23.7654 54365 2 528.8050 ‐3.1007
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 2011.9026 MDEANDSGLASYVAGQIDR 43779.7000 2011.8983 30.8961 42436 2 1006.4528 ‐1.3633
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1143.6772 FTLPPNLTLK 8163.4540 1143.6771 18.7524 37604 2 572.3422 ‐1.0846
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 19331.8600 2908.4414 24.9234 34812 3 970.1520 2.66
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 992.5047 NFEGLDLGK 10420.3600 992.5055 26.0007 32470 2 496.7564 ‐0.4488
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1875.0110 QLDYVPATISALEEVVK 11868.6900 1875.0117 22.5474 32143 2 938.0095 0.8425
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1072.6150 IPVFLDGGVR 43220.4600 1072.6149 18.0853 30277 2 536.8111 ‐1.1894
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1517.7888 ISMPIMVAPTAMQK 14133.1900 1517.7902 18.9211 21624 2 759.3988 0.7057
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 2439.0558 MVYDYYASGAEDQWTLQENR 7093.0310 2439.0449 30.1311 19947 2 1220.0261 ‐2.8699
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1231.6681 DVQWLQTITK 27233.0400 1231.6681 18.7051 19639 2 616.3377 ‐0.7716
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1225.6497 IDMTTTVLGFK 32208.3900 1225.6489 18.9671 18701 2 613.3281 ‐1.4348
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 956.5524 NVVEQLVR 4658.1210 956.5522 24.2578 15487 2 478.7797 ‐1.5037
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1318.5845 MAHPDGEYATAR 67458.3400 1318.5853 15.1387 14852 3 440.2000 ‐0.5463
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1780.8725 NHITTEWDTPRPSAR 2197.4210 1780.8743 20.0387 14189 3 594.2963 0.2684
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1718.9660 IAIQAGAAGIIVSNHGAR 2878.6300 1718.9680 16.5648 7634 3 573.6608 0.3061
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 787.4924 ILIDVSK 7770.1430 787.4927 22.3413 7058 2 394.2500 ‐1.2942
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 674.4083 LIDVSK 1872.3650 674.4081 22.3374 2640 1 674.4081 ‐0.3908
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 561.3243 IDVSK 149.1409 561.3256 22.3398 2479 1 561.3256 1.30
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1112.5656 DMTTTVLGFK 3274.3480 1112.5674 18.9609 1660 1 1112.5674 3.62
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 738.2876 MAHPDGE 4179.6590 738.2880 15.1312 1454 1 738.2880 0.7808
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1256.7096 PATISALEEVVK 241.1443 1256.7021 25.1381 1404 1 1256.7021 ‐3.8760
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1054.6044 IPVFLDGGVR 334.8919 1054.6003 19.5308 3166 2 527.8038 ‐4.9902
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 12459.5900 38224.0384 54 63.22 None 1125.6667 FTLPPNLTLK 198.2091 1125.6625 16.5396 1403 2 563.3349 ‐4.7210
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 1056.6048 AIALTVDTPR 20985.7900 1056.6027 23.7654 54365 2 528.8050 ‐2.9628
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 2011.9026 MDEANDSGLASYVAGQIDR 36807.0700 2011.8983 30.8961 42436 2 1006.4528 ‐1.1866
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 992.5047 NFEGLDLGK 5064.7750 992.5055 26.0007 32470 2 496.7564 ‐0.3135
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 2439.0558 MVYDYYASGAEDQWTLQENR 4249.1400 2439.0449 30.1311 19947 2 1220.0261 ‐2.6760
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 956.5524 NVVEQLVR 5111.0690 956.5522 24.2578 15487 2 478.7797 ‐1.3698
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 1780.8725 NHITTEWDTPRPSAR 2193.6960 1780.8743 20.0387 14189 3 594.2963 0.3410
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 787.4924 ILIDVSK 12327.9100 787.4927 22.3413 7058 2 394.2500 ‐1.1672
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQI 851.3114 2985.3746 35.8869 2336 3 995.7964 ‐4.2638
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 743.4410 VEQLVR 1988.2890 743.4407 21.7720 37692 1 743.4407 ‐0.1350
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 872.4836 ALTVDTPR 6991.3880 872.4840 23.7699 7190 1 872.4840 1.26
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 674.4083 LIDVSK 2821.4830 674.4081 22.3374 2640 1 674.4081 ‐0.2510
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 561.3243 IDVSK 277.8726 561.3256 22.3398 2479 1 561.3256 1.17
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3447.8380 38224.0384 54 63.22 None 801.4465 LTVDTPR 1910.0910 801.4475 23.7604 2158 1 801.4475 1.75
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1143.6772 FTLPPNLTLK 12152.8000 1143.6771 18.7524 37604 2 572.3422 ‐1.3578
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 6585.8830 2908.4414 24.9234 34812 3 970.1520 2.49
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1875.0110 QLDYVPATISALEEVVK 13629.6800 1875.0117 22.5474 32143 2 938.0095 0.9455
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1072.6150 IPVFLDGGVR 40940.1800 1072.6149 18.0853 30277 2 536.8111 ‐1.4991
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1517.7888 ISMPIMVAPTAMQK 10576.3600 1517.7902 18.9211 21624 2 759.3988 0.6250
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1231.6681 DVQWLQTITK 28128.2900 1231.6681 18.7051 19639 2 616.3377 ‐0.9995
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1225.6497 IDMTTTVLGFK 49546.9600 1225.6489 18.9671 18701 2 613.3281 ‐1.6658
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1718.9660 IAIQAGAAGIIVSNHGAR 2340.1060 1718.9680 16.5648 7634 3 573.6608 0.1254
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1228.7161 IPVFLDGGVRR 1894.1220 1228.7186 16.7368 1670 3 410.2444 0.5345

Protein identification details of Arabidopsis wild type, ecotype Ler seedlings, replicate 3



NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 287.8876 2269.1719 21.0228 2875 3 757.0622 25.2641
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 2011.9026 MDEANDSGLASYVAGQIDR 990.5711 2011.9000 18.5420 1377 2 1006.4536 ‐0.3757
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 782.4771 PPNLTLK 443.7522 782.4797 18.7515 3412 1 782.4797 3.83
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1018.5792 VFLDGGVRR 186.0573 1018.5797 17.6128 2163 2 509.7935 ‐1.0519
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 570.2994 GQIDR 84.5242 570.3013 18.9498 2043 1 570.3013 2.25
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1174.6215 LASYVAGQIDR 197.0494 1174.6211 19.0591 1346 2 587.8142 ‐1.4788
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 889.5142 WLQTITK 95.7619 889.5100 19.8978 1258 1 889.5100 ‐3.9974
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 Carbamidomethyl+C(18) 2251.1032 VLQMLRDEFELTMALSGCR 178.4993 2251.0987 19.3320 2807 3 751.0378 ‐2.3766
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5809.8490 38224.0384 54 63.22 None 1125.6667 FTLPPNLTLK 90.2344 1125.6625 16.5396 1403 2 563.3349 ‐5.0035
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 1427.7992 LVAEVLLDEVAEK 43419.5400 1427.7963 34.9661 20345 2 714.4018 ‐2.4146
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 1158.6477 VVVDGNVITSR 4514.6630 1158.6496 21.2925 17961 2 579.8284 0.7129
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 20028.9500 1249.6181 17.5535 14212 2 625.3127 ‐2.6682
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 1142.5551 ATGYPVFMEK 1255.9340 1142.5547 22.7725 3725 2 571.7810 ‐1.2339
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 Carbamidomethyl+C(12) 2794.3869 QAEANKPYGGICASPAYVFEPNGLLK 448.5808 2794.3518 23.6031 1572 3 932.1221 ‐12.2811
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 2051.1059 GPGTTIEFSITLIEQLFGK 714.2156 2051.1326 25.5209 1407 3 684.3824 12.82
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 1270.6500 KATGYPVFMEK 563.2339 1270.6528 22.9823 3675 2 635.8300 1.91
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 None 861.4425 DGNVITSR 1803.9320 861.4456 21.3108 1588 1 861.4456 4.99
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 18 24.93 Carbamidomethyl+C(5) 1231.6100 LAATCATAVESR 254.6341 1231.6062 19.0718 1388 2 616.3067 ‐3.8792
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 1427.7992 LVAEVLLDEVAEK 44899.8100 1427.7963 34.9661 20345 2 714.4018 ‐2.2617
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 1158.6477 VVVDGNVITSR 3879.9350 1158.6496 21.2925 17961 2 579.8284 0.8549
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 1142.5551 ATGYPVFMEK 3863.6000 1142.5547 22.7725 3725 2 571.7810 ‐1.0925
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 424.3984 2270.1365 41.0291 1022 4 568.2896 11.99
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 1270.6500 KATGYPVFMEK 811.6074 1270.6528 22.9823 3675 2 635.8300 1.57
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 995.5019 KATGYPVFM 182.4917 995.5041 24.4716 4274 2 498.2557 1.0777
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 861.4425 DGNVITSR 792.5132 861.4456 21.3108 1588 1 861.4456 4.83
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 960.5109 VDGNVITSR 534.9217 960.5126 21.2889 1528 1 960.5126 2.92
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1828.6560 39877.7555 18 24.93 None 1252.6395 KATGYPVFMEK 282.8454 1252.6408 23.9650 1306 2 626.8240 0.4573
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1186.5626 EFEAVTESFK 10892.9400 1186.5641 25.4457 14923 2 593.7857 0.3917
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1062.5248 NSMLEAIER 16543.8200 1062.5251 25.7575 13989 2 531.7662 ‐0.8479
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 974.5339 IMLEAIER 9666.7590 974.5369 25.4274 13123 2 487.7721 1.03
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1096.5092 NSMLEAFER 2365.4740 1096.5079 27.8962 13074 2 548.7576 ‐2.2191
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1175.6266 NPSTISTTVQK 18211.1200 1175.6273 16.2795 11748 2 588.3173 ‐0.3498
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1439.7992 FTSLTTSLSELLK 1635.8050 1439.8011 21.9590 11535 2 720.4042 0.9356
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1766.8443 AKDEQAAEEFAVETTK 3715.9940 1766.8477 22.0903 6619 3 589.6207 1.1459
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1120.5303 QSMLDEIER 16721.2500 1120.5310 25.6454 6519 2 560.7692 ‐0.3413
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1052.5259 EFEAATSGLK 13117.9100 1052.5278 20.1618 6374 2 526.7675 0.6783
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1790.7980 EASQAYEEYHEAVHK 1155.2560 1790.7982 17.9845 4832 3 597.6043 ‐0.6394
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1838.8953 NSMLEAIEREFEAATK 3096.8220 1838.9004 29.7205 4624 3 613.6383 2.0968
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1968.8417 QLNLDDFSEGDDSAESAR 917.1006 1968.8413 26.8814 4404 2 984.9243 0.4403
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 919.4553 MLEEIER 8211.8180 919.4558 20.1954 3661 2 460.2316 ‐0.8663
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1045.5160 QLEDIADNK 676.5369 1045.5186 26.3369 3239 2 523.2630 1.93
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1483.7863 LTTSLNNLVDTHR 416.1676 1483.7895 24.8287 1793 3 495.2680 1.0801
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1476.7118 EFEAAHAGFEQLK 1823.3490 1476.7107 23.8265 5250 3 492.9084 ‐1.7798
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 980.4684 EFEAATNAK 466.8461 980.4918 23.7174 1553 1 980.4918 25.0392
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1303.6423 RQNMLDEIER 2145.6460 1303.6393 23.2342 4125 2 652.3233 ‐2.9200
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1839.9447 ELKINAHTVKDDVDDK 898.2877 1839.9416 34.8669 2764 2 920.4745 ‐1.2491
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 2282.0466 NESEQAENKRNSMLEAFER 543.7065 2282.0635 28.6774 2746 2 1141.5354 8.10
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 2214.0608 RNSMLEAFEREFEAATNAK 1579.9280 2214.0652 30.8972 1378 3 738.6933 1.48
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1789.8861 EQDAKRQSMLDAIER 1107.9210 1789.9013 23.9249 1081 2 895.4543 8.88
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1477.7216 NKRNSMLEAFER 325.8960 1477.7185 29.7785 8309 2 739.3629 ‐2.4306
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 730.4094 LEAIER 493.9118 730.4096 22.7830 1860 1 730.4096 0.4473
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 1562.6240 80973.9407 39 35.69 None 1466.7598 LTTSLNNLVDTHR 246.5642 1466.7566 24.0986 3793 3 489.5904 ‐3.2269
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1186.5626 EFEAVTESFK 7748.5720 1186.5641 25.4457 14923 2 593.7857 0.5349
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1062.5248 NSMLEAIER 9545.3350 1062.5251 25.7575 13989 2 531.7662 ‐0.7098
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 974.5339 IMLEAIER 9091.0630 974.5369 25.4274 13123 2 487.7721 1.49
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1096.5092 NSMLEAFER 1969.2660 1096.5079 27.8962 13074 2 548.7576 ‐2.0796
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1838.8953 NSMLEAIEREFEAATK 2672.6820 1838.9004 29.7205 4624 3 613.6383 2.1787
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1203.1550 2788.3520 28.0362 4081 3 930.1222 ‐1.7389
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1753.8313 MLEEIEREFEEATK 403.8857 1753.8007 29.6610 7071 2 877.4040 ‐17.0107
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1476.7118 EFEAAHAGFEQLK 2807.3920 1476.7107 23.8265 5250 3 492.9084 ‐1.7558
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1544.7744 AEHIWVEFLSSLN 155.3356 1544.7353 32.3300 2606 2 772.8713 ‐25.2920
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 3215.4723 EFEAATNSLKQLNLDDFSEGDDSAESA 609.1428 3215.4461 30.9586 1933 3 1072.4869 ‐7.1615
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 2214.0608 RNSMLEAFEREFEAATNAK 361.9634 2214.0652 30.8972 1378 3 738.6933 1.66
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 2236.0113 KQLNLDDFSEGDDSAESARR 559.9090 2235.9982 32.0283 2053 2 1118.5027 ‐4.4957
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 511.8119 80973.9407 39 35.69 None 1012.4768 MLEEIERE 285.3724 1012.4758 30.3672 2026 1 1012.4758 0.4165
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1308.7158 LLTPVEEGPTPR 16338.3600 1308.7149 22.5801 35771 2 654.8611 ‐1.2846
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1812.8803 IYSFGGEFTPNQPIDK 7639.7890 1812.8825 29.1787 33558 2 906.9449 1.59
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 950.5306 SVFASAAIGK 7622.1590 950.5306 23.1280 24954 2 475.7690 ‐1.2416
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1522.8111 LNTLDSYNIVDKK 6594.6230 1522.8129 23.8650 24382 3 508.2758 0.1279
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 22559.4900 1634.7399 15.4128 20104 3 545.5848 0.2487
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1897.8021 GGEMGDVWDDGVYENVR 30382.8200 1897.8054 29.1408 16216 2 949.4064 2.20
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1691.8500 WTQVETFGVRPSER 2023.2190 1691.8532 24.4454 15478 3 564.6226 1.0839
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1014.5578 GGAGLEVVQGK 8863.6350 1014.5584 19.0490 14578 2 507.7828 ‐0.6444
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 5893.0280 2153.0848 19.0402 14564 3 718.3665 1.68
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1195.5226 FGGEEETPSSR 17965.1300 1195.5224 14.9429 10055 2 598.2648 ‐1.0052
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1728.8547 VNDMTSEMITFLSIK 2905.6250 1728.8589 22.4402 8324 2 864.9331 2.40
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1515.7433 DMTSEMITFLSIK 313.3435 1515.7490 20.8147 17103 3 505.9212 2.60
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 599.3511 ASAAIGK 132.5707 599.3506 23.7475 7949 1 599.3506 ‐1.3193



NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 829.4778 GLEVVQGK 346.7585 829.4814 19.6310 4075 2 415.2443 2.47
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1466.6546 DVWDDGVYENVR 258.6886 1466.6613 30.7179 1852 2 733.8343 4.53
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1082.5477 TPVEEGPTPR 283.8484 1082.5505 22.8782 1563 2 541.7789 1.68
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1523.6761 GDVWDDGVYENVR 203.5876 1523.6708 27.1236 1432 2 762.3391 ‐3.6778
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 Carbamidomethyl+C(8) 1309.6682 GDVPHLSCLGVR 212.3969 1309.6642 19.2995 1287 2 655.3357 ‐3.6777
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1710.8441 VNDMTSEMITFLSIK 216.3358 1710.8371 23.0804 1560 3 570.9505 ‐4.9389
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1504.8006 LNTLDSYNIVDKK 212.8816 1504.7954 23.4309 1533 2 752.9013 ‐3.7257
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 3824.4170 51898.1216 37 32.55 None 1505.7846 LNTLDSYNIVDKK 300.7543 1505.7833 24.4639 2004 2 753.3953 ‐1.1352
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1308.7158 LLTPVEEGPTPR 15514.8800 1308.7149 22.5801 35771 2 654.8611 ‐1.1364
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1812.8803 IYSFGGEFTPNQPIDK 15475.1600 1812.8825 29.1787 33558 2 906.9449 1.44
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1522.8111 LNTLDSYNIVDKK 4772.3200 1522.8129 23.8650 24382 3 508.2758 0.1593
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1691.8500 WTQVETFGVRPSER 2147.7060 1691.8532 24.4454 15478 3 564.6226 1.1423
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1901.9538 MVSVGSTLYVFGGRDASR 2130.3950 1901.9594 26.9916 14311 2 951.4833 3.49
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1276.6644 VETFGVRPSER 151.1261 1276.6892 28.4258 4272 2 638.8482 18.8609
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1082.5477 TPVEEGPTPR 222.8362 1082.5505 22.8782 1563 2 541.7789 1.57
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 1404.7230 QVETFGVRPSER 268.6386 1404.7167 24.4048 1049 2 702.8620 ‐4.7948
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1206.0150 51898.1216 37 32.55 None 884.4472 VEEGPTPR 188.8239 884.4501 22.3302 1014 2 442.7287 1.81
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 27580.2700 1634.7399 15.4128 20104 3 545.5848 0.0546
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 8435.2950 2153.0848 19.0402 14564 3 718.3665 1.51
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 None 1728.8547 VNDMTSEMITFLSIK 1542.3180 1728.8589 22.4402 8324 2 864.9331 2.19
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 None 1978.0491 STDVLHSLGAYVSLSSTIK 359.2438 1977.9971 19.0875 1771 2 989.5022 ‐25.4833
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 Carbamidomethyl+C(11) 1578.8057 PATGDVPHLSCLGVR 141.3304 1578.7996 19.9453 3921 2 789.9034 ‐4.0190
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 Carbamidomethyl+C(9) 1410.7158 TGDVPHLSCLGVR 230.6759 1410.7127 19.1901 2426 2 705.8600 ‐2.8195
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1244.2340 51898.1216 37 32.55 Carbamidomethyl+C(14) 1865.9538 SISPATGDVPHLSCLGVR 551.8922 1865.9538 17.9371 836 3 622.6561 ‐0.8548
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1434.7587 VYVGQAQDGISAVK 34957.2400 1434.7579 21.8573 106932 2 717.8826 ‐0.9704
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1686.7718 GANLWDDGSTHDAVTK 59183.3700 1686.7733 21.6874 88785 3 562.9293 0.0365
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEG 6881.4200 3655.8779 22.1105 75136 4 914.7249 ‐0.3310
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1395.7301 IFGSDGSVITMLR 13368.7000 1395.7309 19.7718 70469 2 698.3691 0.1288
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1933.9502 TSDVIGSDEGTHFTLQVK 15300.2300 1933.9531 26.7848 45534 3 645.3225 0.9108
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1820.9429 QTSPPFGLEAGTVFELK 9546.9890 1820.9428 20.8134 36867 2 910.9750 0.3249
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1091.6320 IGVHVRPLSN 20563.2500 1091.6325 20.6120 32026 2 546.3199 ‐0.6120
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 3363.8740 3072.4379 25.4792 26143 2 1536.7226 ‐4.7884
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 2141.1277 IQLAAGIDGIQYVQFDYVK 1051.5350 2141.1657 24.3453 3449 3 714.3934 17.3288
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 685.3991 VRPLSN 104.2212 685.3987 22.0846 5832 1 685.3987 ‐0.6678
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 732.4437 VITMLR 618.6588 732.4402 21.5674 5761 1 732.4402 ‐4.5426
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 888.4785 AQDGISAVK 229.0110 888.4830 19.3833 3755 2 444.7451 3.91
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 764.4301 IQLAAGID 247.6120 764.4296 23.1443 3466 1 764.4296 ‐0.3671
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 961.5214 GVHVRPLSN 80.2095 961.5197 20.5835 3288 2 481.2635 ‐3.0902
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1185.6415 VLPADPFVINH 438.4587 1185.6457 23.3859 2902 2 593.3265 2.91
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1558.7132 NLWDDGSTHDAVTK 387.5004 1558.7193 20.7278 2725 2 779.8633 3.64
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1544.7268 QTSPPFGLEAGTVFE 476.5753 1544.7280 19.2847 1583 2 772.8676 0.6269
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 728.4665 GIIQGIK 231.9874 728.4652 24.4103 1131 1 728.4652 ‐1.6907
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1698.8261 STLLGFEEFVLDYPS 209.3639 1698.8248 24.5421 1016 3 566.9464 ‐1.6211
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1078.5561 SDGSVITMLR 209.3318 1078.5622 18.0572 941 2 539.7847 4.07
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1145.5069 DDGSTHDAVTK 2525.7150 1145.5009 21.6899 940 1 1145.5009 ‐3.5645
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1415.6842 QTSPPFGLEAGTVF 264.8417 1415.6909 18.8726 888 2 708.3491 4.08
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 8695.8200 32158.1143 23 56.04 None 1669.7453 GANLWDDGSTHDAVTK 430.3187 1669.7514 21.6848 1422 3 557.2553 2.39
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1359.7882 IFSVDAPAIVSLK 8255.8320 1359.7881 19.6577 12337 2 680.3977 ‐0.6587
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 8931.2100 1636.7708 26.4029 10179 2 818.8890 1.48
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1839.9375 TSIPYGLEGGTEFVLEK 8719.0100 1839.9380 32.8273 9727 2 920.4726 0.6660
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 981.6091 LGVNVAPIAK 6086.6570 981.6087 23.4397 9695 2 491.3080 ‐1.7625
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 2383.1915 QTLLGTEEFVVDPEDYITSVK 5613.5340 2383.1857 37.9547 9254 2 1192.0965 ‐0.9943
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 3349.3350 2736.3252 40.2813 7431 2 1368.6662 0.7345
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1695.7609 GGDVWDDGGAYDNVKK 772.8743 1695.7521 32.5798 4752 2 848.3797 ‐5.0502
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1469.7635 VYVGQGDSGVVYVK 3516.0690 1469.7669 15.2350 3586 2 735.3871 2.0190
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1625.6714 GGEEWDDGGAYENVK 1765.1120 1625.6737 22.5096 2838 2 813.3405 1.55
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1567.6659 GGDVWDDGGAYDNVK 2813.1960 1567.6699 24.3106 2613 2 784.3386 2.41
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1864.8923 TSQPFGLTSGEEAELGGGK 3653.3220 1864.8939 27.2456 21520 2 932.9506 1.92
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 2639.2730 48553.5822 12 36.36 None 1012.6037 VDAPAIVSLK 481.8683 1012.6029 19.4137 1574 2 506.8051 ‐1.9899
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1246.4880 27748.4879 5 23.32 None 1160.5794 SVEDANAVVEK 8621.3590 1160.5784 16.8253 16107 2 580.7929 ‐1.7164
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1246.4880 27748.4879 5 23.32 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPY 4158.7720 3236.6107 33.1430 14535 3 1079.5417 ‐2.4378
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1246.4880 27748.4879 5 23.32 None 1239.5926 EMLENLFSEK 7783.5730 1239.5942 31.4278 11028 2 620.3008 0.5831
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1246.4880 27748.4879 5 23.32 None 931.5360 VYIGNIPR 2240.9600 931.5340 22.6980 8014 2 466.2707 ‐3.4513
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 1246.4880 27748.4879 5 23.32 None 974.4789 EDANAVVEK 5566.1040 974.4792 16.8435 1304 1 974.4792 1.46
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 1513.8737 LVLTPAAVEFLNAR 4357.5320 1513.8735 20.7159 8919 2 757.4404 ‐0.4615
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 2507.2875 LAISTALSSAASAEGGAIVVEEFGEK 915.0161 2507.2749 23.9606 2450 3 836.4298 ‐5.1363
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 1925.9459 AMFLMIDVDENVAKSSR 867.6668 1925.9460 21.3840 78419 2 963.4766 0.7136
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 1647.8312 DFLAAMQRWGLDPK 641.7291 1647.8195 18.6652 2036 2 824.4134 ‐7.0747
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 2580.3273 AMFLMIDVDENVAKSSRNIGTLR 1177.1270 2580.3018 21.4334 986 3 860.7721 ‐9.8709
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 1188.6371 TPAAVEFLNAR 260.2584 1188.6409 20.7995 1568 2 594.8241 2.0676
NP_001030985.1 50S ribosomal protein L4 Arabidopsis thaliana 305.0211 30142.2982 7 22.66 None 1130.5775 MQRWGLDPK 194.7208 1130.5804 18.8036 1028 1 1130.5804 4.1518
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 922.4516 LSELGFADA 18528.9600 922.4518 28.4627 67080 1 922.4518 1.31
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 2064.8644 YAADEDAFFADYAEAHMK 34836.8400 2064.8642 31.0019 45838 3 688.9596 ‐0.4295
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 1101.6150 EGLLQLVSDK 23877.0800 1101.6153 30.7619 44592 2 551.3113 ‐0.6002
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 39192.0000 960.4761 19.1327 38552 2 480.7417 ‐0.4456
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 1858.0168 ELLSGEKEGLLQLVSDK 10958.8600 1858.0157 32.7040 30600 3 620.0101 ‐1.1835
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 16596.2100 1635.7340 22.4930 28085 3 545.9162 ‐0.4020
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 923.4404 TGGPFGTMR 1966.4110 923.4413 20.9336 27834 2 462.2243 ‐0.2676
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 615.3647 PIMVR 15000.4000 615.3653 19.1325 4202 1 615.3653 0.8862



NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 686.4018 APIMVR 1617.3390 686.4027 19.1289 2352 1 686.4027 1.59
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 1830.7639 ADEDAFFADYAEAHMK 2367.7070 1830.7654 30.9958 1184 2 915.8863 1.75
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 905.4298 TGGPFGTMR 295.3328 905.4299 19.6449 932 2 453.2186 ‐1.1548
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7129.9040 27846.3943 12 30.00 None 1083.6045 EGLLQLVSDK 118.5203 1083.6016 30.7453 800 2 542.3044 ‐3.5562
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1136.6786 APGVQTPVIVR 40456.0200 1136.6797 22.9236 64330 2 568.8435 0.1498
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1525.8261 GPVLLEDYHLIEK 10064.5400 1525.8252 30.2046 28901 3 509.2799 ‐1.5224
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1305.6797 VPTPTNSYTGIR 1463.6790 1305.6786 20.8637 17813 2 653.3429 ‐1.3864
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1715.8024 DLHDAIASGNYPEWK 13954.5900 1715.8034 27.3012 15828 3 572.6060 ‐0.1330
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1070.5265 IFAYGDTQR 15938.3000 1070.5289 20.0561 12958 2 535.7681 1.56
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 798.4832 LNVRPSI 18470.6500 798.4837 22.0851 12932 2 399.7455 ‐0.9245
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1109.5374 TNIQEYWR 6030.8600 1109.5381 24.5256 12344 2 555.2727 ‐0.2850
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1196.5834 FDFDPLDVTK 370.1765 1196.5826 36.7988 4331 2 598.7949 ‐1.3729
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 974.5054 FSTVVHER 1187.0590 974.4890 17.8674 4204 2 487.7481 ‐18.0010
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 511.2367 2506.2031 35.4499 1153 3 836.0726 ‐19.0826
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 10733.5800 2700.2761 37.6573 29501 3 900.7635 0.8168
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 Carbamidomethyl+C(19) 2698.3294 GISAKGFFEVTHDISNLTCADFLR 2602.6660 2698.3303 34.6760 2757 3 900.1150 0.7347
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 472.2878 RPSI 78.7294 472.2889 21.0285 11638 1 472.2889 1.24
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 968.5887 GVQTPVIVR 445.8716 968.5901 22.9157 2030 1 968.5901 2.39
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 810.3741 AYGDTQR 3732.2530 810.3729 20.0453 1315 1 810.3729 ‐0.8193
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 957.4425 FAYGDTQR 279.7142 957.4421 20.1058 1064 1 957.4421 0.7888
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 946.4703 LFIQTMDP 62.1802 946.4657 39.3591 1029 1 946.4657 ‐3.6653
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 827.4370 STVVHER 155.8299 827.4418 18.5999 835 2 414.2245 4.48
NP_001031073.1 catalase 3 Arabidopsis thaliana 2651.5140 56366.8268 19 31.13 None 1119.6521 APGVQTPVIVR 227.2670 1119.6579 22.2377 1643 2 560.3326 4.27
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 1924.9175 DGYPSDPELIFLTDGASK 15785.3800 1924.9164 34.2747 22474 2 962.9618 0.1688
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 969.5728 LPTGALQAAK 6101.5150 969.5730 19.7640 20497 2 485.2901 ‐0.9150
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 1394.6798 ALDYDTLNENVK 2447.2040 1394.6827 23.5950 16946 2 697.8450 1.10
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 991.5207 EVAEFIQR 11920.4300 991.5211 21.6171 15333 2 496.2642 ‐0.7223
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 1373.7423 EVQLVSFHTVSK 6655.8630 1373.7415 24.7927 12495 2 687.3744 ‐0.9583
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 879.4822 VVEEIYK 6921.7390 879.4830 18.1432 7537 2 440.2451 ‐0.4475
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 787.4672 GILESLR 2358.9850 787.4708 25.5253 4497 1 787.4708 5.0889
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 486.9228 1140.6011 23.8256 6337 2 570.8042 21.3053
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 1522.7748 ALDYDTLNENVKK 434.4011 1522.7396 26.7559 1329 2 761.8734 ‐23.1514
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 617.3617 LESLR 91.9816 617.3617 25.5322 2488 1 617.3617 ‐0.0661
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 681.3454 EEIYK 1097.6830 681.3458 18.1431 2153 1 681.3458 0.7734
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1416.6590 49063.2184 27 31.29 None 780.4138 VEEIYK 716.6498 780.4157 18.1391 1497 1 780.4157 2.82
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 1761.9381 LLEATGISTVPGSGFGQK 16592.3800 1761.9393 17.4369 36744 2 881.4733 0.9306
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1127.4780 2854.4618 19.7330 19931 3 952.1588 0.1913
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 1778.3740 1140.5775 18.3874 19070 2 570.7924 0.2490
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 1783.8610 HYLSLTSGGLGAYSDSR 7301.2500 1783.8654 16.6721 15025 3 595.2933 1.07
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIA 2031.1450 3041.5495 24.0211 9619 3 1014.5213 ‐2.4958
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1073.7900 2255.1289 17.9019 8933 2 1128.0681 2.24
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 1090.7050 2320.3011 18.0549 4145 4 580.8307 2.66
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 777.3890 PGSGFGQK 110.1591 777.3912 17.9622 3555 1 777.3912 3.1816
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 977.5051 TVPGSGFGQK 146.1159 977.5039 17.9581 3461 1 977.5039 ‐0.1798
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 860.4625 FPADAIAR 89.9068 860.4637 23.0690 1440 1 860.4637 1.77
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 916.4523 HYLSLTSGG 135.4366 916.4535 16.6643 915 1 916.4535 2.0791
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 2403.1979 LVLLGDEVYQQNIYQDERPF 236.6570 2403.2060 20.9057 893 3 801.7402 3.1398
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 None 1586.7995 DPNVGMLFPADAIAR 265.0429 1586.7979 25.5665 806 1 1586.7979 2.36
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 Carbamidomethyl+C(6) 3023.5482 QVVALCQAPFLLDDPNVGMLFPADAIA 255.8503 3023.5562 24.2270 1460 3 1008.5236 3.1862
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1288.3800 49063.2184 27 31.29 Carbamidomethyl+C(6) 3024.5322 QVVALCQAPFLLDDPNVGMLFPADAIA 670.9167 3024.5343 25.4473 3047 3 1008.8496 1.51
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 888.1666 46628.5595 11 15.1 None 2192.0427 VSQMIEDAEPFEGEALLDAK 5520.1010 2192.0374 33.2054 14351 2 1096.5223 ‐1.3361
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 888.1666 46628.5595 11 15.1 None 2039.0808 VPVLETPEGPIFESNAIAR 1659.7420 2039.0774 32.6854 11836 2 1020.0423 ‐0.8583
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 888.1666 46628.5595 11 15.1 None 1589.7457 YFWTMVNQPEFK 661.8770 1589.7491 20.0681 7771 2 795.3782 2.0777
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 888.1666 46628.5595 11 15.1 None 1289.6332 VDISDEAQKER 9057.4070 1289.6362 16.0024 2946 3 430.5502 1.0571
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 888.1666 46628.5595 11 15.1 None 1318.6902 KFTSAFPHVER 338.9868 1318.6955 20.9026 3461 2 659.8514 3.48
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 2192.0427 VSQMIEDAEPFEGEALLDAK 4191.0710 2192.0374 33.2054 14351 2 1096.5223 ‐1.1521
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 2039.0808 VPVLETPEGPIFESNAIAR 1361.9790 2039.0774 32.6854 11836 2 1020.0423 ‐0.6806
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 1589.7457 YFWTMVNQPEFK 577.7734 1589.7415 37.1686 48434 2 795.3744 ‐2.5761
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 2111.9340 FIMDEVYDMELYEWTK 457.0537 2111.9400 40.5851 3088 2 1056.4736 3.61
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 962.5128 ALVMHTYK 283.6243 962.5214 23.2999 3014 2 481.7643 7.82
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 428.8421 46628.5595 11 15.1 None 1318.6902 KFTSAFPHVER 411.7708 1318.6955 20.9026 3461 2 659.8514 3.34
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 687.1648 23860.4661 5 28.90 None 1395.6362 LQDWYNPGSMGK 8348.5900 1395.6366 25.7821 12873 2 698.3219 ‐0.1665
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 687.1648 23860.4661 5 28.90 None 1629.9033 FAMLGAAGAIAPEILGK 2918.7550 1629.9052 21.3781 1768 3 543.9732 0.2497
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 687.1648 23860.4661 5 28.90 None 3572.7849 QYFLGLEKGLAGSGNPAYPGGPFFNPL 938.2469 3572.7712 24.5718 3788 3 1191.5953 ‐2.7735
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 687.1648 23860.4661 5 28.90 None 1377.6256 LQDWYNPGSMGK 204.9519 1377.6306 27.0650 2324 2 689.3189 3.1364
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 687.1648 23860.4661 5 28.90 None 3555.7583 QYFLGLEKGLAGSGNPAYPGGPFFNPL 336.5941 3555.7395 24.5700 11149 3 1185.9180 ‐4.2763
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLL 10666.0000 3415.7120 23.8607 17353 3 1139.2422 ‐1.6204
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 3524.4910 3048.4335 23.2783 9793 3 1016.8160 0.0847
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 None 1976.9845 MSLLADLVNLDISDNSEK 651.9754 1976.9901 23.7430 1368 3 659.6682 2.1633
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 None 1407.7015 SFGRDIVDAHYK 172.9810 1407.7358 17.2025 4763 2 704.3716 23.7903
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 None 1111.5994 TLPGPVTDPSK 151.6991 1111.6279 16.9623 1610 2 556.3176 24.3478
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1596.1250 29838.7466 6 27.94 None 2265.1339 HAAAEIFANPDVIAEVPWYGI 280.9213 2265.1360 23.1455 1732 2 1133.0717 2.47
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1089.9060 32209.2755 11 22.45 None 1339.6753 FAQYTGANAIAGR 3085.2370 1339.6765 21.3661 25010 2 670.3419 0.3167
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1089.9060 32209.2755 11 22.45 None 1187.6419 FVDIGIPANNK 18779.2900 1187.6434 16.5653 19640 2 594.3253 0.3858
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1089.9060 32209.2755 11 22.45 None 940.5826 LLILTDPR 6961.3850 940.5821 17.1760 14430 2 470.7947 ‐1.9079
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1089.9060 32209.2755 11 22.45 None 2065.9396 HTPGTFTNQMQTSFSEPR 1003.3940 2065.9418 24.3952 10385 3 689.3188 0.5870
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1089.9060 32209.2755 11 22.45 None 1954.0181 RNDGIYIFNLGKTWEK 1487.0620 1953.9976 19.4125 1021 2 977.5025 ‐9.8577
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 None 1187.6419 FVDIGIPANNK 20952.1100 1187.6434 16.5653 19640 2 594.3253 0.1353
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 None 940.5826 LLILTDPR 4524.5670 940.5821 17.1760 14430 2 470.7947 ‐2.2856



NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 Carbamidomethyl+C(13) 2177.0366 EGALGNIPIIAFCDTDSPMR 1012.6010 2177.0340 21.9276 2315 2 1089.0206 0.1356
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 None 1409.7536 RNDGIYIFNLGK 294.4684 1409.7484 18.6499 5861 2 705.3778 ‐4.2587
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 None 1954.0181 RNDGIYIFNLGKTWEK 841.3015 1953.9976 19.4125 1021 2 977.5025 ‐9.7140
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 975.9243 32209.2755 11 22.45 None 453.3435 LLIL 147.0690 453.3431 16.3467 17370 1 453.3431 ‐1.8518
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1795.8683 LAEMPADSGYPAYLAAR 1610.1870 1795.8628 28.2936 22453 2 898.4350 ‐2.7827
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1578.7170 FEDPAEGEDTLVEK 7388.8760 1578.7188 23.9910 14391 2 789.8630 1.0533
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2092.0566 VSGPVVVADGMAGAAMYELVR 6288.6440 2092.0552 22.2410 13439 2 1046.5313 0.2583
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2112.3760 2203.0919 19.1977 12462 3 735.0355 2.39
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1019.5520 ISGDVYIPR 4019.3240 1019.5522 22.8692 10949 2 510.2797 ‐1.0532
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1255.7005 LAADTPLLTGQR 8114.8250 1255.7001 24.0096 10365 2 628.3537 ‐1.0314
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1471.7639 EDDLNEIVQLVGK 6678.8740 1471.7648 34.6772 9366 2 736.3860 0.3328
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 4439.6270 3736.8141 24.2998 8708 3 1246.2762 ‐1.3480
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1337.6260 YSTALESFYEK 2597.5330 1337.6304 26.9581 7440 2 669.3188 2.50
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2441.7140 2690.3470 35.2302 6806 3 897.4539 ‐1.6611
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2080.9346 LTTFEDDEKESEYGYVR 1969.1170 2080.9382 24.0907 6051 3 694.3176 1.38
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4367.8560 1675.7396 21.8690 5451 2 838.3734 0.9719
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1335.7379 VGHDNLIGEIIR 725.5132 1335.7357 29.3381 2564 3 445.9168 ‐2.8430
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 883.4672 LGDLFYR 3943.7190 883.4692 16.8992 6586 2 442.2382 0.7958
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1285.9370 2465.1604 23.8354 5641 2 1233.0838 5.38
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3379.5279 EASIYTGITIAEYFRDMGYNVSMMADS 390.9227 3379.6107 22.2847 1358 3 1127.2084 25.3480
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1574.8272 DALAEGDKITLETAK 2513.5410 1574.8291 23.7319 10983 3 525.6145 0.2366
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAA 148.1645 3064.5465 37.5573 2416 3 1022.1870 5.93
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(7) 1109.5408 AVVYVGCGER 254.7949 1109.5471 20.0358 6355 2 555.2772 4.21
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 878.4982 LAADTPLLT 376.6028 878.5014 23.9885 3342 2 439.7543 2.1376
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 770.3832 GDLFYR 177.6119 770.3805 16.8996 1824 1 770.3805 ‐3.2160
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 762.3668 FVEGDTI 104.7330 762.3645 24.2299 1795 1 762.3645 ‐2.7582
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1250.6020 GMAGAAMYELVR 662.9322 1250.6024 22.4120 1242 2 625.8048 ‐0.4603
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(8) 1224.5678 DAVVYVGCGER 268.1885 1224.5704 22.8194 1124 2 612.7888 1.47
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1866.8028 TFEDDEKESEYGYVR 169.3758 1866.8084 23.1325 809 2 933.9078 3.17
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2673.3254 LEGDSATIQVYEETAGLTVNDPVLR 318.5332 2673.3148 35.3494 1433 3 891.7764 ‐3.8265
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1795.8683 LAEMPADSGYPAYLAAR 1758.3380 1795.8628 28.2936 22453 2 898.4350 ‐2.6149
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1545.8054 TTLVANTSNMPVAAR 3827.9300 1545.8066 23.0080 11894 2 773.4070 0.8258
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1019.5520 ISGDVYIPR 4597.0640 1019.5522 22.8692 10949 2 510.2797 ‐0.9168
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1255.7005 LAADTPLLTGQR 8042.7570 1255.7001 24.0096 10365 2 628.3537 ‐0.8854
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1471.7639 EDDLNEIVQLVGK 3437.6040 1471.7648 34.6772 9366 2 736.3860 0.4875
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1337.6260 YSTALESFYEK 3851.2800 1337.6304 26.9581 7440 2 669.3188 2.43
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2018.1480 2690.3470 35.2302 6806 3 897.4539 ‐1.4432
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5015.3890 1675.7396 21.8690 5451 2 838.3734 1.1349
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1335.7379 VGHDNLIGEIIR 1436.9560 1335.7357 29.3381 2564 3 445.9168 ‐2.8415
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 878.4982 LAADTPLLT 288.6594 878.5014 23.9885 3342 2 439.7543 2.83
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 946.4775 TSNMPVAAR 125.7818 946.4752 22.4710 2294 1 946.4752 ‐1.2953
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 885.4312 TTLVANTSN 132.7359 885.4262 22.8266 1190 1 885.4262 ‐4.7925
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1496.7236 FIGTAGAASTMMNPK 12571.8800 1496.7256 16.0436 9374 2 748.8665 1.0912
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1759.9225 REEFEEISIPILER 2559.1470 1759.9232 34.0231 4639 3 587.3126 ‐0.3865
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1346.6045 NAVESYVYDMR 1541.3840 1346.6057 26.7651 4320 2 673.8065 0.3219
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(10) 1744.8323 GSVIDQLGYCINSYR 4058.2560 1744.8322 19.0704 4236 2 872.9197 0.1170
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1138.5197 EFEMALQDR 4277.8920 1138.5199 24.5296 3775 2 569.7636 ‐0.7943
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1603.8214 EEFEEISIPILER 1751.6550 1603.8147 35.9500 2918 2 802.4110 ‐4.2476
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(9)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 870.4680 VGDPVEVR 11644.6200 870.4685 17.4367 1911 2 435.7379 ‐0.8639
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1768.8794 AFTPTQVMGMMLSNLK 780.1296 1768.8737 19.5453 1350 3 590.2961 ‐3.9964
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 954.5295 ILTEFFGK 259.6458 954.5250 27.7913 12153 1 954.5250 ‐3.7497
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1565.7628 AVEKEFEMALQDR 732.0731 1565.7255 22.3502 3457 2 783.3664 ‐23.9892
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(5) 1588.7788 VLNECVEAEAWLR 314.0114 1588.7718 24.4011 1214 2 794.8896 ‐4.4914
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(21) 2832.3945 QRGIDVVLNDESNRETPAIVCFGDK 612.9769 2832.3823 21.3660 5519 3 944.7990 ‐4.0017
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1135.5776 VMEETKDRK 1200.6960 1135.5788 25.4606 5481 2 568.2931 0.1383
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1131.6256 TVEVEKAVEK 1265.2700 1131.6265 21.9347 4884 2 566.3169 ‐0.1929
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1988.9560 NKLSDKYQEYITDSER 1092.7910 1988.9724 26.4601 2915 3 663.6623 7.30
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 652.3413 QRGIDV 124.5330 652.3429 21.8170 3185 1 652.3429 2.85
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 862.4087 EMALQDR 167.0068 862.4037 22.7385 2746 1 862.4037 ‐5.1552
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 739.3985 TVEVEKA 162.7698 739.3961 23.0912 1375 1 739.3961 ‐3.0331
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 None 1006.4882 MGMMLSNLK 675.3994 1006.4944 20.9841 1073 2 503.7508 4.28
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(4) 1145.5408 LGYCINSYR 323.2764 1145.5440 19.1638 1065 2 573.2756 1.95
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 693.0007 88115.6927 33 20.15 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(9)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 None 1496.7236 FIGTAGAASTMMNPK 6096.6830 1496.7256 16.0436 9374 2 748.8665 0.9997
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 None 1428.7369 ISTYTIGPFQSSK 2187.7880 1428.7338 17.0269 9025 2 714.8706 ‐2.6746
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(10) 1744.8323 GSVIDQLGYCINSYR 1789.1420 1744.8322 19.0704 4236 2 872.9197 0.1531
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 None 2204.0578 GAASEAQNGGAENQQSTIVFPK 287.8927 2204.0177 20.2313 21085 2 1102.5125 ‐16.8084
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(14) 2127.0825 VLSANPLAPLNIECLMDEK 685.7974 2127.0678 22.8913 7106 2 1064.0375 ‐5.7232
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(12) 1953.9488 SVVGFDFGNENCLVAVAR 174.4111 1953.9920 21.9755 5521 2 977.4996 22.9031
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 None 2052.0225 EFQVHESFPFSISLAWK 536.2275 2052.0345 22.2787 807 3 684.6830 5.86
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 293.2624 88115.6927 33 20.15 Carbamidomethyl+C(2)
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1653.9244 MVDVLVEQNIVPGIK 91927.6900 1653.9254 19.8076 117430 2 827.4663 0.6469
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1387.7176 LASIGLENTEANR 28775.5400 1387.7178 22.4570 61570 2 694.3626 ‐0.2869
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1307.6842 ATPEQVASYTLK 21838.2600 1307.6850 24.1012 59507 2 654.3461 0.0199
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 22022.6100 3024.4939 36.8756 55098 3 1008.8361 ‐0.9506



NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 873.4577 EAAWGLAR 22716.4100 873.4586 22.2187 43265 2 437.2330 ‐0.4370
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 8887.0120 2479.1865 21.5388 38104 2 1240.0969 ‐0.6552
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1452.8421 TVVSIPNGPSALAVK 39098.6400 1452.8397 17.3226 30894 2 726.9235 ‐1.9523
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 3591.9170 3400.7761 25.4767 23348 3 1134.2636 ‐2.7973
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 15473.6900 2147.9533 23.4637 21363 3 716.6559 0.2738
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 953.5415 PNGPSALAVK 423.2291 953.5415 17.0343 7111 2 477.2744 ‐1.2289
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 673.3780 AWGLAR 72.1154 673.3763 22.2183 6566 1 673.3763 ‐2.6488
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 997.5677 EQNIVPGIK 246.1768 997.5675 18.9818 3440 2 499.2874 ‐1.3842
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1038.5466 EQVASYTLK 118.4358 1038.5505 25.9678 2230 1 1038.5505 5.0609
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1308.7886 VLVEQNIVPGIK 123.0697 1308.7955 18.9443 1819 2 654.9014 4.06
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1135.5994 PEQVASYTLK 522.1874 1135.5992 24.1128 1624 1 1135.5992 1.55
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 357.6249 1112.4325 22.7761 1203 1 1112.4325 ‐0.4736
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 3565.9790 1933.8272 23.4476 1166 2 967.4172 4.86
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 Carbamidomethyl+C(7) 981.3942 DESNATCGK 387.0062 981.3924 22.7651 932 1 981.3924 ‐0.7944
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1096.6361 VEQNIVPGIK 222.8273 1096.6400 19.7939 884 1 1096.6400 5.0762
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 1209.7201 LVEQNIVPGIK 228.1520 1209.7215 19.7984 812 1 1209.7215 3.0366
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13003.8300 33437.3367 52 53.70 None 855.4472 EAAWGLAR 180.8181 855.4492 22.2164 1756 2 428.2282 0.8741
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1387.7176 LASIGLENTEANR 12543.2900 1387.7178 22.4570 61570 2 694.3626 ‐0.1356
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1307.6842 ATPEQVASYTLK 24753.4400 1307.6850 24.1012 59507 2 654.3461 0.1680
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 22962.4900 3024.4939 36.8756 55098 3 1008.8361 ‐0.6794
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 873.4577 EAAWGLAR 33768.8300 873.4586 22.2187 43265 2 437.2330 ‐0.3065
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 8954.3710 2147.9533 23.4637 21363 3 716.6559 0.4050
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1452.8421 TVVSIPNGPSALAVK 1027.0720 1452.8473 27.0993 1757 2 726.9273 3.45
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMV 770.2588 3943.9183 38.5856 2442 3 1315.3110 ‐12.8180
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4953.1180 1669.9176 31.6985 11223 2 835.4625 ‐0.7574
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 834.4468 TIASPGHGI 544.8864 834.4480 24.7710 16188 2 417.7277 0.0279
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1003.4803 GLENTEANR 278.3450 1003.4804 22.4547 3073 1 1003.4804 1.99
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1135.5994 PEQVASYTLK 418.2751 1135.5992 24.1128 1624 1 1135.5992 1.10
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 395.8889 1112.4325 22.7761 1203 1 1112.4325 ‐0.2905
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 3214.9190 1933.8272 23.4476 1166 2 967.4172 4.21
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 Carbamidomethyl+C(7) 981.3942 DESNATCGK 472.4885 981.3924 22.7651 932 1 981.3924 ‐0.6241
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 855.4472 EAAWGLAR 226.9932 855.4492 22.2164 1756 2 428.2282 1.0039
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 5156.3060 33437.3367 52 53.70 None 1290.6576 ATPEQVASYTLK 189.7733 1290.6545 23.4105 1496 2 645.8309 ‐2.9569
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1653.9244 MVDVLVEQNIVPGIK 127488.8000 1653.9254 19.8076 117430 2 827.4663 0.6362
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 8714.6630 3400.7775 25.0729 45829 3 1134.2640 ‐2.3060
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 10978.1600 2479.1865 21.5388 38104 2 1240.0969 ‐0.2413
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1452.8421 TVVSIPNGPSALAVK 47155.0300 1452.8397 17.3226 30894 2 726.9235 ‐2.0664
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1387.7176 LASIGLENTEANR 233.9957 1387.7312 18.9698 15303 2 694.3693 9.93
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMV 305.8688 3943.9253 25.5215 2820 3 1315.3133 ‐11.2879
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1307.6842 ATPEQVASYTLK 5018.0990 1307.6860 15.7423 2218 2 654.3466 0.5642
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1996.1147 MVDVLVEQNIVPGIKVDK 711.7885 1996.1205 19.1616 3116 3 666.0450 2.93
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 953.5415 PNGPSALAVK 268.8359 953.5415 17.0343 7111 2 477.2744 ‐1.5999
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1308.7886 VLVEQNIVPGIK 143.0592 1308.7955 18.9443 1819 2 654.9014 4.24
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 718.3730 STTDGKK 212.2392 718.3739 25.4157 1206 1 718.3739 1.59
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1064.6463 NIVPGIKVDK 325.9502 1064.6487 20.3682 969 2 532.8280 0.9024
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1096.6361 VEQNIVPGIK 255.3870 1096.6400 19.7939 884 1 1096.6400 5.0638
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1209.7201 LVEQNIVPGIK 196.4575 1209.7215 19.7984 812 1 1209.7215 3.0298
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10369.7400 33437.3367 52 53.70 None 1978.1042 MVDVLVEQNIVPGIKVDK 176.7457 1978.0973 20.7755 3151 3 660.0373 ‐4.1640
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1653.9244 MVDVLVEQNIVPGIK 91927.6900 1653.9254 19.8076 117430 2 827.4663 0.6469
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1387.7176 LASIGLENTEANR 28775.5400 1387.7178 22.4570 61570 2 694.3626 ‐0.2869
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1307.6842 ATPEQVASYTLK 21838.2600 1307.6850 24.1012 59507 2 654.3461 0.0199
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 22022.6100 3024.4939 36.8756 55098 3 1008.8361 ‐0.9506
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 873.4577 EAAWGLAR 22716.4100 873.4586 22.2187 43265 2 437.2330 ‐0.4370
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 970.5680 AAQDILLAR 30564.2700 970.5682 23.6106 39440 2 485.7877 ‐1.0993
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 8887.0120 2479.1865 21.5388 38104 2 1240.0969 ‐0.6552
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1452.8421 TVVSIPNGPSALAVK 39098.6400 1452.8397 17.3226 30894 2 726.9235 ‐1.9523
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 3591.9170 3400.7761 25.4767 23348 3 1134.2636 ‐2.7973
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 15473.6900 2147.9533 23.4637 21363 3 716.6559 0.2738
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 2281.1306 AKANSLAQLGKYTGEGESEEAK 1464.7350 2281.1270 19.4677 10556 3 761.0472 ‐1.8426
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 2773.3349 ANSLAQLGKYTGEGESEEAKEGMFVK 1071.5810 2773.3284 30.2827 3539 3 925.1143 ‐2.0810
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 953.5415 PNGPSALAVK 423.2291 953.5415 17.0343 7111 2 477.2744 ‐1.2289
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 673.3780 AWGLAR 72.1154 673.3763 22.2183 6566 1 673.3763 ‐2.6488
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 997.5677 EQNIVPGIK 246.1768 997.5675 18.9818 3440 2 499.2874 ‐1.3842
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 700.4352 DILLAR 300.8466 700.4371 23.6035 2671 1 700.4371 2.72
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1038.5466 EQVASYTLK 118.4358 1038.5505 25.9678 2230 1 1038.5505 5.0609
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1308.7886 VLVEQNIVPGIK 123.0697 1308.7955 18.9443 1819 2 654.9014 4.06
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 585.4083 ILLAR 132.9711 585.4076 25.4742 1729 1 585.4076 ‐1.5041
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1135.5994 PEQVASYTLK 522.1874 1135.5992 24.1128 1624 1 1135.5992 1.55
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 357.6249 1112.4325 22.7761 1203 1 1112.4325 ‐0.4736
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 3565.9790 1933.8272 23.4476 1166 2 967.4172 4.86
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 Carbamidomethyl+C(7) 981.3942 DESNATCGK 387.0062 981.3924 22.7651 932 1 981.3924 ‐0.7944
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1096.6361 VEQNIVPGIK 222.8273 1096.6400 19.7939 884 1 1096.6400 5.0762
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 1209.7201 LVEQNIVPGIK 228.1520 1209.7215 19.7984 812 1 1209.7215 3.0366
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13710.9700 41978.8296 46 52.44 None 855.4472 EAAWGLAR 180.8181 855.4492 22.2164 1756 2 428.2282 0.8741
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1387.7176 LASIGLENTEANR 12543.2900 1387.7178 22.4570 61570 2 694.3626 ‐0.1356
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1307.6842 ATPEQVASYTLK 24753.4400 1307.6850 24.1012 59507 2 654.3461 0.1680
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 22962.4900 3024.4939 36.8756 55098 3 1008.8361 ‐0.6794
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 873.4577 EAAWGLAR 33768.8300 873.4586 22.2187 43265 2 437.2330 ‐0.3065
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 970.5680 AAQDILLAR 54421.3500 970.5682 23.6106 39440 2 485.7877 ‐0.9649



NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 8954.3710 2147.9533 23.4637 21363 3 716.6559 0.4050
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1452.8421 TVVSIPNGPSALAVK 1027.0720 1452.8473 27.0993 1757 2 726.9273 3.45
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMV 770.2588 3943.9183 38.5856 2442 3 1315.3110 ‐12.8180
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4953.1180 1669.9176 31.6985 11223 2 835.4625 ‐0.7574
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 834.4468 TIASPGHGI 544.8864 834.4480 24.7710 16188 2 417.7277 0.0279
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 810.4832 QDILLAR 246.1844 810.4843 25.2037 5792 1 810.4843 1.49
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1003.4803 GLENTEANR 278.3450 1003.4804 22.4547 3073 1 1003.4804 1.99
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 700.4352 DILLAR 1088.8060 700.4371 23.6035 2671 1 700.4371 2.97
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 585.4083 ILLAR 134.1378 585.4076 25.4742 1729 1 585.4076 ‐1.3730
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1135.5994 PEQVASYTLK 418.2751 1135.5992 24.1128 1624 1 1135.5992 1.10
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 395.8889 1112.4325 22.7761 1203 1 1112.4325 ‐0.2905
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 3214.9190 1933.8272 23.4476 1166 2 967.4172 4.21
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 Carbamidomethyl+C(7) 981.3942 DESNATCGK 472.4885 981.3924 22.7651 932 1 981.3924 ‐0.6241
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 855.4472 EAAWGLAR 226.9932 855.4492 22.2164 1756 2 428.2282 1.0039
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6415.4120 41978.8296 46 52.44 None 1290.6576 ATPEQVASYTLK 189.7733 1290.6545 23.4105 1496 2 645.8309 ‐2.9569
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 None 2070.0080 TPAYFDNHYFINLLEGR 1945.8970 2070.0135 18.8890 43100 4 518.2588 1.26
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 None 1615.8472 MGNINVLTGIEGEIR 3139.1560 1615.8487 28.3956 5842 2 808.4280 0.8568
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 None 2172.0542 IVQPNMEQTFYVDEFRR 404.8340 2172.0635 37.5102 3190 3 724.6927 3.00
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 Carbamidomethyl+C(3) 1051.4990 ENCRFVNI 269.2401 1051.4939 27.4000 6379 1 1051.4939 ‐3.4831
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 Carbamidomethyl+C(18) 2648.3284 MGNINVLTGIEGEIRENCRFVNI 879.1706 2648.3242 36.9414 4730 4 662.8365 ‐2.2364
NP_001031486.1 peroxidase 20 Arabidopsis thaliana 351.0071 28448.2792 6 19.76 None 704.3474 DEFRR 62.3667 704.3493 37.4187 1140 1 704.3493 2.41
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 1238.6263 AYEIATTAAEAK 21627.0100 1238.6279 20.0424 9993 2 619.8176 0.5491
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 951.5146 IFSSIEQK 5340.5630 951.5146 19.6420 7409 2 476.2609 ‐1.3019
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 1172.6270 EAVKGNDVNVK 654.7985 1172.6228 21.8556 2015 1 1172.6228 ‐1.7811
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2629.1340 29577.2064 6 17.94 None 691.3621 SSIEQK 113.9225 691.3605 17.9399 1266 1 691.3605 ‐2.2918
NP_001031551.1 photosystem I P subunit Arabidopsis thaliana 1455.5810 18596.2152 2 14.37 None 2588.2825 ATTEVGEAPATTTEAETTELPEIVK 10013.1900 2588.2840 29.0315 22458 2 1294.6456 2.73
NP_001031551.1 photosystem I P subunit Arabidopsis thaliana 1455.5810 18596.2152 2 14.37 None 1640.8160 MASLSVSSSSTIIDSR 183.8359 1640.8033 30.5765 1382 2 820.9053 ‐7.7015
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 10516.7900 1237.6267 22.9470 24966 2 619.3170 0.9170
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1025.5197 HSLPDGLMR 950.0576 1025.5197 20.8790 21397 2 513.2635 ‐1.1182
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 79153.2900 1960.9518 37.5297 21218 2 980.9796 ‐0.5112
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1137.5575 TEFGPSQPFK 2308.2610 1137.5569 22.9284 18597 2 569.2821 ‐1.5153
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 3496.0290 2499.2926 23.3749 17641 2 1250.1499 ‐0.3507
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 14762.4500 3033.4415 38.0369 16917 3 1011.8187 ‐0.4719
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 4597.8960 2361.1547 28.2592 16106 4 591.0441 0.6763
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1319.7053 LVGVSEETTTGVK 10673.6200 1319.7090 20.1216 15273 2 660.3581 2.1873
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 998.5993 AGIIVLAEGR 8805.1730 998.6004 26.1765 15120 2 499.8038 ‐0.1183
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1026.4309 DMSQADFGR 13746.4100 1026.4323 18.8580 11204 2 513.7198 0.1446
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(2)
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1129.5493 DIIMVDHMR 3418.6310 1129.5558 24.0361 5331 2 565.2815 4.38
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 905.4761 ATDVMIAGK 3971.4260 905.4757 17.7963 4688 2 453.2415 ‐1.8241
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 718.4498 VYVLPK 1682.4580 718.4496 20.1734 1715 1 718.4496 ‐0.2142
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 7839.7910 1259.5855 19.9233 6851 2 630.2964 0.6164
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 2750.4294 RLYQMQQNGTLLFPAINVNDSVTK 1706.4040 2750.4223 19.6975 1001 3 917.4789 ‐2.3635
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 644.3726 VLAEGR 186.0713 644.3720 25.9281 5490 1 644.3720 ‐1.0368
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 139.2774 1067.5166 22.2164 4543 2 534.2620 ‐3.3586
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 210.6980 1044.4604 20.1878 2979 2 522.7339 2.69
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 619.3814 YVLPK 438.6260 619.3829 20.1547 2000 1 619.3829 2.74
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 760.3988 GPSQPFK 91.9159 760.4023 22.6112 1882 1 760.4023 4.99
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 Carbamidomethyl+C(6) 1093.5208 NNAIVCNIGH 233.2027 1093.5204 40.1424 1013 1 1093.5204 1.1213
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 7423.0710 48977.4464 23 51.59 None 1429.7256 RLYQMQQNGTLL 314.0688 1429.7315 21.1750 802 2 715.3694 3.11
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1498.7424 LFDTIDNLDYAAK 31448.8200 1498.7406 30.2026 143839 2 749.8739 ‐1.2989
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1261.6324 AWPYVQNDLR 35342.8600 1261.6317 27.1320 72785 2 631.3195 ‐1.1292
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1295.7682 DIINVKPLIDR 28627.8400 1295.7694 28.7023 46081 2 648.3883 0.4267
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 777.4505 DFALALK 9766.0770 777.4501 27.4375 26490 1 777.4501 ‐0.0396
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1710.9749 ESAKDIINVKPLIDR 3934.0110 1710.9750 27.1866 12750 3 570.9965 ‐0.6818
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1573.8373 FYLQPLPPTEAAAR 281.5477 1573.8318 28.5214 3204 2 787.4195 ‐3.4418
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1750.9222 YDLNTIISSKPKDEK 6663.1030 1750.9236 23.9220 2707 4 438.4864 ‐0.3630
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1048.5786 DFALALKDR 2909.5450 1048.5796 24.2816 5489 2 524.7934 ‐0.0048
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1389.7274 KAWPYVQNDLR 5813.1480 1389.7277 24.0318 25613 2 695.3675 ‐0.1071
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1067.6572 INVKPLIDR 3312.0780 1067.6554 28.7019 5948 2 534.3313 ‐2.6470
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 515.3552 ALALK 4072.3410 515.3554 27.4343 5584 1 515.3554 ‐0.1430
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1030.4728 LFDTIDNLD 116.7764 1030.4755 28.4638 4119 1 1030.4755 4.1170
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 715.4461 LALKDR 169.9750 715.4471 24.7981 3180 1 715.4471 1.06
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1261.6324 AWPYVQNDLR 182.9677 1261.6357 21.1163 1825 2 631.3215 2.0480
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 954.5731 NVKPLIDR 323.9931 954.5720 28.7016 1626 2 477.7896 ‐2.3132
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1102.5316 KAWPYVQND 184.7421 1102.5377 22.9308 986 2 551.7725 4.84
NP_001031687.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5984.8270 23866.2434 17 34.38 None 1106.5364 TIDNLDYAAK 149.6028 1106.5314 30.8771 934 1 1106.5314 ‐2.8340
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 1332.7005 GILAADESTGTIGK 42276.2000 1332.6995 22.5736 38381 2 666.8534 ‐1.3300
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 1488.8016 GILAADESTGTIGKR 11873.0200 1488.8021 20.9013 26644 3 496.9389 ‐0.7462
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 1686.8545 IGATEPSELSIQENAK 8691.3450 1686.8570 23.0327 13871 2 843.9321 1.32
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 1492.7390 FASINVENIESNR 1628.5100 1492.7414 26.5807 8482 2 746.8743 1.44
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 2574.3006 VDKGVVDLAGTNGETTTQGLDSLGAR 932.6440 2574.2889 34.4017 1435 4 644.3277 ‐5.2665
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 792.4098 ESTGTIGK 226.1065 792.4112 21.0184 2412 1 792.4112 2.1203
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 2598.3080 38578.8257 7 19.55 None 1668.8439 IGATEPSELSIQENAK 330.2845 1668.8519 24.8958 3975 2 834.9296 4.59
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2357.2129 EKEIEMQREDLLSKPENIR 468.8853 2357.2052 35.5895 15623 3 786.4066 ‐3.4558
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2993.7110 2376.1380 22.6687 12771 2 1188.5726 0.0856
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1116.6147 VVEEEVIATK 5177.6220 1116.6141 19.6235 11363 2 558.8107 ‐1.5578



NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1362.6900 NEELVPGATFTGK 12369.2400 1362.6908 25.1564 11202 2 681.8490 0.1002
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPP 14276.6100 3423.6143 32.6474 10355 3 1141.8763 0.0069
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1279.5835 NALSESEGDMVK 10425.3300 1279.5849 20.7427 10040 2 640.2961 0.4074
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1360.7318 DVSSVVTIGQEVK 4639.4130 1360.7336 26.0491 8348 2 680.8704 0.7519
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVA 1601.2690 3075.4800 27.3435 8062 3 1025.8315 ‐1.1353
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1003.5306 LVEADIESK 2534.6850 1003.5293 18.3241 5027 2 502.2683 ‐2.5630
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1442.7373 EQVVAETPVDEVK 4923.3590 1442.7396 21.9584 4160 2 721.8734 1.59
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 Carbamidomethyl+C(10) 1228.4643 EETGAGMMDCK 3259.7230 1228.4656 16.5026 3875 2 614.7364 0.2662
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1173.6474 QTVATLGENIK 4180.4990 1173.6459 20.2530 2422 2 587.3266 ‐2.1164
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEE 801.1617 4839.2771 33.2238 3103 4 1210.5747 ‐2.7536
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 932.5160 QILSSTQR 89.9850 932.4940 24.4712 2436 2 466.7506 ‐24.9420
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1578.7792 GRVTLTMKEEDDGK 302.8253 1578.7947 35.8193 5137 2 789.9010 9.35
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2168.0652 NALSESEGDMVKAQEYLRK 2128.4410 2168.0814 23.0161 1503 2 1084.5444 8.31
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 479.3628 2600.3892 38.4650 1034 3 867.4679 ‐9.5326
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 837.3989 EQVVAETP 783.6659 837.4011 23.8875 3540 1 837.4011 3.44
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2191.0248 EEQDSTPVVAEDKETVASEK 199.5669 2191.0179 27.7636 2770 3 731.0108 ‐3.5037
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 662.3355 ADIESK 110.8593 662.3326 17.9510 1735 1 662.3326 ‐4.5258
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 778.4094 PGATFTGK 170.9693 778.4124 25.0061 1369 1 778.4124 4.31
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 2361.1304 AVEEQDSTPVVAEDKETVASEK 327.0067 2361.1409 28.7880 854 4 591.0407 3.53
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1155.6368 QTVATLGENIK 401.4586 1155.6353 18.9340 1485 2 578.3213 ‐2.2397
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1677.1090 77141.3663 24 33.57 None 1343.7053 DVSSVVTIGQEVK 315.3763 1343.7091 27.9484 896 2 672.3582 2.11
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1523.8580 LGPNYLQLPVNAPK 41968.3600 1523.8581 18.4248 78674 2 762.4327 ‐0.1505
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1136.6786 APGVQTPVIVR 30648.1400 1136.6797 22.9236 64330 2 568.8435 0.0087
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 5740.9710 2242.0635 21.6124 31412 3 748.0260 1.60
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1525.8261 GPILLEDYHLVEK 2172.8110 1525.8268 29.9761 24669 3 509.2804 ‐0.5502
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1045.5524 SLLEEDAIR 43268.4500 1045.5537 24.3367 22659 2 523.2805 0.0979
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1984.9916 EGNFDLVGNNFPVFFIR 13991.6500 1984.9899 23.2732 20480 2 992.9986 ‐0.1582
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1072.5422 WIDALSDPR 8115.5440 1072.5435 25.8644 18906 2 536.7754 0.1185
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1255.5590 DEEVNYFPSR 43708.7000 1255.5602 22.9592 18637 2 628.2838 0.2826
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1679.7880 HMDGSGVNTYMLINK 1064.7330 1679.7908 25.4509 11402 3 560.6018 0.8313
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 735.3784 LANFDR 700.8217 735.3773 20.9560 9424 1 735.3773 ‐1.3001
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1069.5174 SHIQENWR 4346.5640 1069.5178 16.4491 3716 2 535.2625 ‐0.7038
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 3514.6776 ILDFFSHHPESLNMFTFLFDDIGIPQDY 1006.8300 3514.6540 32.8093 900 4 879.4189 ‐6.7446
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 Carbamidomethyl+C(12) 1641.8054 HAEKYPTPPAVCSGK 307.1488 1641.7895 19.1878 6737 2 821.3984 ‐9.6719
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 545.2718 LGPNY 91.3146 545.2745 18.7373 5371 1 545.2745 4.07
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 845.4264 IQENWR 86.4321 845.4247 17.1681 4819 1 845.4247 ‐1.4206
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 Carbamidomethyl+C(3) 995.4979 LTCADFLR 165.1720 995.5041 24.4716 4274 2 498.2557 4.87
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 636.3392 ILDFF 135.0639 636.3418 33.9853 3615 1 636.3418 3.40
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1142.6568 YLQLPVNAPK 213.5601 1142.6587 16.6876 2560 2 571.8330 0.7292
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 968.5887 GVQTPVIVR 339.0045 968.5901 22.9157 2030 1 968.5901 2.50
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 882.4468 VNYFPSR 261.2587 882.4492 21.5165 1124 2 441.7282 1.02
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1051.5068 SHIQENWR 136.0362 1051.5059 16.5221 1229 2 526.2566 ‐1.9675
NP_001031791.1 catalase 2 Arabidopsis thaliana 5057.6910 55337.2938 32 36.92 None 1119.6521 APGVQTPVIVR 133.1723 1119.6579 22.2377 1643 2 560.3326 4.23
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 1523.8580 LGPNYLQLPVNAPK 45371.1100 1523.8581 18.4248 78674 2 762.4327 ‐0.2280
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 7458.1580 2242.0635 21.6124 31412 3 748.0260 1.84
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 1984.9916 EGNFDLVGNNFPVFFIR 13163.6900 1984.9899 23.2732 20480 2 992.9986 0.0014
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 3506.6182 YRPASSYNSPFFTTNSGAPVWNNNSSM 486.5909 3506.5910 18.8776 3592 3 1169.5352 ‐6.6832
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 1268.6310 SIWISYWSQV 108.4892 1268.6361 25.5070 2707 1 1268.6361 6.1812
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 2694.3549 LFIQIIDPADEDKFDFDPLDVTK 4927.1070 2694.3588 22.8928 22914 3 898.7911 1.66
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 3071.5738 WIDALSDPRITHEIRSIWISYWSQV 1003.3010 3071.5954 25.6090 868 3 1024.5367 7.68
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 615.3865 LFIQI 104.8485 615.3836 20.8792 8268 1 615.3836 ‐5.0475
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 1142.6568 YLQLPVNAPK 174.0707 1142.6587 16.6876 2560 2 571.8330 0.4555
NP_001031791.1 catalase 2 Arabidopsis thaliana 2146.2850 55337.2938 32 36.92 None 1270.5851 YRPASSYNSPF 163.1618 1270.5834 18.8770 2493 2 635.7953 ‐2.2726
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1967.9345 TGAEEVYQLGPLNEYER 5948.1520 1967.9322 29.6560 20520 2 984.4697 ‐0.5127
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1157.6888 LLGVTTLDVAR 15736.2900 1157.6896 17.9808 16327 2 579.3485 ‐0.2349
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1501.8009 ANTFVAEVLGLDPR 4543.7490 1501.8027 21.5720 14094 2 751.4050 0.9409
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 2122.1577 QLEDALTGMDLVIIPAGIPR 4524.9290 2122.1547 22.6920 7615 2 1061.5810 ‐0.4469
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1799.0459 VAILGAAGGIGQSLSLLMK 7660.4380 1799.0476 22.9854 6785 2 900.0274 1.27
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1440.7151 AGAGSATLSMAYAAAK 6238.5760 1440.7162 15.9779 5736 2 720.8618 0.3883
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHM 2698.1510 3490.7898 23.9050 1546 4 873.4529 2.1682
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 720.4039 GVEFIR 2576.2450 720.3968 17.3386 2736 1 720.3968 ‐9.8140
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 Carbamidomethyl+C(5)
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1480.7431 VYQLGPLNEYER 404.5148 1480.7406 28.8192 1313 2 740.8739 ‐1.9768
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2336.9090 35317.7445 23 51.05 None 1950.9080 TGAEEVYQLGPLNEYER 406.3351 1950.9177 29.6102 776 4 488.4849 3.68
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1157.6888 LLGVTTLDVAR 12633.5800 1157.6896 17.9808 16327 2 579.3485 ‐0.5009
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1501.8009 ANTFVAEVLGLDPR 2054.9610 1501.8027 21.5720 14094 2 751.4050 0.8519
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 2122.1577 QLEDALTGMDLVIIPAGIPR 14892.0000 2122.1547 22.6920 7615 2 1061.5810 ‐0.2166
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1799.0459 VAILGAAGGIGQSLSLLMK 5638.2190 1799.0476 22.9854 6785 2 900.0274 1.67
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1440.7151 AGAGSATLSMAYAAAK 7054.0120 1440.7162 15.9779 5736 2 720.8618 0.2679
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 Carbamidomethyl+C(8) 2590.2494 GDANVVECSFVASQVTELAFFATK 1831.2580 2590.2560 23.4478 5662 3 864.0902 2.05
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1967.9345 TGAEEVYQLGPLNEYER 390.3583 1967.9363 21.9323 3385 2 984.4718 1.51
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1244.6481 IQNGGTEVVEAK 224.2572 1244.6519 18.6438 4547 2 622.8296 2.0554
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 720.4039 GVEFIR 1339.6410 720.3968 17.3386 2736 1 720.3968 ‐9.8447
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 557.3042 GLDPR 61.7117 557.3058 21.5552 1160 1 557.3058 2.50
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 2104.1471 QLEDALTGMDLVIIPAGIPR 401.4711 2104.1433 23.2869 1180 3 702.0526 ‐2.3605
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2242.8960 35317.7445 23 51.05 None 1227.6216 IQNGGTEVVEAK 90.8499 1227.6209 19.6927 1872 1 1227.6209 1.09
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 542.2294 2512.3006 22.0254 12927 3 838.1050 0.0749
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 2026.1219 YNIALLPGDGIGPEVISVAK 10105.9700 2026.1177 20.9091 10602 2 1013.5625 ‐1.3320
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 1312.6420 AGSLEGLEFDFK 3766.4900 1312.6421 32.2237 7031 2 656.8247 ‐0.4900



NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 1390.7940 LSDAILLGAIGGYK 7426.1840 1390.7973 20.3824 5382 2 695.9023 1.52
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 Carbamidomethyl+C(1) 889.4560 CAAASPGKK 575.3375 889.4707 30.5655 17325 1 889.4707 17.1822
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 1503.8530 AAFLQTNISLNAIK 544.4559 1503.8480 21.0117 16836 3 501.9542 ‐4.3059
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 2381.3915 VFANLRPATVLPQLVDASTLKK 423.8175 2381.3565 23.0466 1282 3 794.4570 ‐14.8366
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLI 442.0252 3036.5347 22.3879 775 3 1012.8497 18.3494
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 1457.7159 VTALASEYPDVELS 206.6979 1457.7206 21.7865 4543 2 729.3639 2.52
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1329.6620 33275.6936 20 60.00 None 778.4458 LGAIGGYK 262.0597 778.4483 20.9120 3718 1 778.4483 3.36
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 2413.1700 2512.3006 22.0254 12927 3 838.1050 0.0203
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 2026.1219 YNIALLPGDGIGPEVISVAK 13223.3800 2026.1177 20.9091 10602 2 1013.5625 ‐1.1512
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 1390.7940 LSDAILLGAIGGYK 9829.6450 1390.7973 20.3824 5382 2 695.9023 1.92
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 1312.6420 AGSLEGLEFDFK 295.5292 1312.6513 25.6126 2457 1 1312.6513 9.94
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 2381.3915 VFANLRPATVLPQLVDASTLKK 275.8274 2381.3565 23.0466 1282 3 794.4570 ‐14.9121
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 278.2359 2716.3418 22.0688 1163 3 906.1188 13.3430
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 2796.4059 KEVAEGVDMMIVRELTGGIYFGEPR 477.6044 2796.3517 21.7977 1100 3 932.7888 ‐19.1037
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 1257.6950 ANVLDASILWR 358.1276 1257.6681 20.9375 1057 2 629.3377 ‐22.3446
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLI 688.7181 3036.5347 22.3879 775 3 1012.8497 18.3781
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1711.5240 33275.6936 20 60.00 None 1054.5238 EMPVGGAALDL 284.2043 1054.5204 22.7329 2885 1 1054.5204 ‐1.8828
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 2413.1700 2512.3006 22.0254 12927 3 838.1050 0.0203
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 2026.1219 YNIALLPGDGIGPEVISVAK 13223.3800 2026.1177 20.9091 10602 2 1013.5625 ‐1.1512
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 1526.8975 ANPLATILSAAMLLK 981.0169 1526.9020 25.6260 6230 2 763.9547 2.78
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 1390.7940 LSDAILLGAIGGYK 9829.6450 1390.7973 20.3824 5382 2 695.9023 1.92
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 1312.6420 AGSLEGLEFDFK 295.5292 1312.6513 25.6126 2457 1 1312.6513 9.94
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 2381.3915 VFANLRPATVLPQLVDASTLKK 275.8274 2381.3565 23.0466 1282 3 794.4570 ‐14.9121
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 278.2359 2716.3418 22.0688 1163 3 906.1188 13.3430
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 2796.4059 KEVAEGVDMMIVRELTGGIYFGEPR 477.6044 2796.3517 21.7977 1100 3 932.7888 ‐19.1037
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 1257.6950 ANVLDASILWR 358.1276 1257.6681 20.9375 1057 2 629.3377 ‐22.3446
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLI 688.7181 3036.5347 22.3879 775 3 1012.8497 18.3781
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 42063.3638 11 50.26 None 1054.5238 EMPVGGAALDL 284.2043 1054.5204 22.7329 2885 1 1054.5204 ‐1.8828
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 1651.8187 DHGINFIGPNPDSIR 1439.3250 1651.8215 27.1905 7481 3 551.2787 0.8648
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 4519.3540 2641.3592 41.6196 6006 3 881.1246 2.61
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 4653.5870 2372.1084 31.7771 4898 3 791.3743 ‐1.3022
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 1199.6419 HIEFQVLADK 964.5334 1199.6403 25.4650 3840 2 600.3238 ‐2.0137
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 3188.0240 2197.1013 30.9820 9831 2 1099.0543 ‐2.4543
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 Carbamidomethyl+C(10) 1366.6268 ATSGGLGVTCSGGDK 239.6438 1366.6413 20.9761 1631 2 683.8243 10.63
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 Carbamidomethyl+C(10) 2658.3992 ATSGGLGVTCSGGDKILVANRGEIAVR 978.0350 2658.3830 27.4455 4988 3 886.7992 ‐5.7506
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 1941.0341 FVQNPRHIEFQVLADK 564.6967 1941.0261 23.3145 1572 4 486.0120 ‐5.1470
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 1144.5534 DHGINFIGPNP 1426.1680 1144.5530 25.0374 2008 2 572.7802 ‐1.1362
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 605.4459 54677.6432 10 24.65 None 1182.6154 HIEFQVLADK 219.1161 1182.6207 25.0554 1555 2 591.8140 3.14
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1581.8370 TIEKPVEDPSELPK 88157.9800 1581.8357 20.9822 175537 3 527.9501 ‐1.8070
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1763.9174 VETLLNLDTKPYSDR 27412.5800 1763.9162 27.7505 102672 3 588.6436 ‐1.4345
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 56993.5900 2564.3062 22.7045 92469 3 855.4403 1.26
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 23240.5700 3000.3984 21.1643 67358 3 1000.8043 ‐0.3834
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 545.3293 LSLNV 9578.5630 545.3290 26.0931 62886 1 545.3290 ‐1.1578
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1817.8565 HETASIDQFSWGVANR 25742.4900 1817.8563 27.7649 61457 3 606.6236 ‐0.8157
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 5014.0340 2676.2761 22.2896 49968 3 892.7635 2.10
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 899.5673 AILNLSLR 13574.2900 899.5650 18.1458 45392 2 450.2861 ‐3.9557
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 15924.4700 2623.3287 18.9875 43658 3 875.1144 ‐0.3113
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 10316.2000 3842.9756 25.5963 35031 3 1281.6634 ‐2.0229
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1775.9690 IIAEYIWIGGSGIDLR 20059.3500 1775.9656 21.6770 19841 2 888.4864 ‐1.6598
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1007.5044 EEGGFEVIK 17790.5700 1007.5047 22.9770 12533 2 504.2560 ‐0.9208
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1135.5994 EEGGFEVIKK 28599.3300 1135.6003 19.5376 12407 2 568.3038 ‐0.1192
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1671.7750 2467.2272 33.5546 10807 2 1234.1172 1.0595
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1361.6080 EHISAYGEGNER 39216.3900 1361.6063 14.7906 8969 3 454.5403 ‐2.4501
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1460.7281 IWGRDISDAHYK 159.4529 1460.7642 33.0902 2424 2 730.8858 24.4113
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1509.7730 SMREEGGFEVIKK 6100.4000 1509.7749 20.0085 15782 3 503.9298 0.2686
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1478.7638 EYIWIGGSGIDLR 551.9285 1478.7704 20.7775 7673 2 739.8889 4.1852
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1235.5725 SMREEGGFEVI 341.3394 1235.5796 18.0473 5020 2 618.2934 4.74
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 702.3682 WGVANR 246.7175 702.3687 29.2328 2542 1 702.3687 0.8106
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1029.4636 HETASIDQF 3124.5700 1029.4628 27.7632 2308 1 1029.4628 0.4739
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1073.5738 WIGGSGIDLR 582.0970 1073.5723 21.6757 1548 2 537.2898 ‐2.4814
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 651.3461 GGNNILV 256.7126 651.3466 18.6356 1454 1 651.3466 0.7648
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 472.2766 TIEK 115.0299 472.2763 19.1279 1112 1 472.2763 ‐1.4515
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 749.4192 GGFEVIK 16515.6900 749.4201 22.9744 950 1 749.4201 1.97
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1225.5947 TIEKPVEDPSE 280.0211 1225.5941 22.6441 934 1 1225.5941 1.19
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 None 1491.7624 SMREEGGFEVIKK 337.7862 1491.7600 17.8533 60414 2 746.3836 ‐1.9142
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 Carbamidomethyl+C(19) 2658.2599 WPLGWPVGAFPGPQGPYYCGVGADK 500.9813 2658.2686 19.5992 5004 3 886.7610 3.24
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 41 56.74 Carbamidomethyl+C(9) 2605.3192 GGNNILVICDTWTPAGEPIPTNKR 258.2860 2605.3074 20.0972 1404 3 869.1073 ‐4.4536
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 1763.9174 VETLLNLDTKPYSDR 24693.6800 1763.9162 27.7505 102672 3 588.6436 ‐1.3646
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 1817.8565 HETASIDQFSWGVANR 22273.2000 1817.8563 27.7633 60790 3 606.6236 ‐0.7816
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2448.5370 2467.2272 33.5546 10807 2 1234.1172 1.46
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 545.3293 LSLNV 8520.6360 545.3290 26.0931 62886 1 545.3290 ‐1.0308
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 1007.5044 EEGGFEVIK 1208.6170 1007.5240 23.9511 9173 2 504.2656 18.3199
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 2966.3180 2623.3230 31.8962 2886 3 875.1125 ‐2.2438
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 1535.8064 TLLNLDTKPYSDR 5632.7500 1535.8027 27.7538 5669 2 768.4050 ‐2.4363
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 Carbamidomethyl+C(9) 1594.7683 GGNNILVICDTWTPA 309.8378 1594.7708 31.9313 2905 2 797.8890 1.79
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 702.3682 WGVANR 247.6275 702.3687 29.2328 2542 1 702.3687 0.9532
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 1029.4636 HETASIDQF 4023.4460 1029.4628 27.7632 2308 1 1029.4628 0.6488
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 621.2991 HETASI 91.3164 621.2970 29.5091 1827 1 621.2970 ‐3.5503
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2111.0820 47809.8511 41 56.74 None 516.2889 GVANR 67.7238 516.2872 30.1156 1331 1 516.2872 ‐3.8570



NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1359.7478 LLSGESGISLIDR 11122.9600 1359.7478 28.8379 12856 2 680.3776 ‐0.5241
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 9215.9920 1263.6027 21.5184 12166 2 632.3050 1.12
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 2476.3116 AGVLVGTGMGGLTVFSEGVQNLIEK 2033.0200 2476.3174 23.7330 8551 3 826.1107 2.42
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1159.5266 GFSSEGYIDGK 5558.5480 1159.5302 21.1947 7114 2 580.2687 2.1814
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1074.5426 ALESANLGGDK 2586.9560 1074.5433 17.1350 1134 2 537.7753 ‐0.4290
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1758.9232 ALESANLGGDKLNTIDK 730.8017 1758.9244 23.0901 5230 3 586.9797 ‐0.0747
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 2217.0683 FGGQIRGFSSEGYIDGKNER 566.0293 2217.0737 32.2984 2842 2 1109.0405 3.66
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1558.7132 GFSSEGYIDGKNER 693.0840 1558.7180 21.6876 1741 2 779.8626 2.59
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1046.5477 GESGISLIDR 235.2111 1046.5424 27.2803 1173 1 1046.5424 ‐3.7082
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 946.4508 45129.0609 15 19.38 None 1141.5160 GFSSEGYIDGK 462.6174 1141.5228 21.7928 4891 2 571.2650 4.72
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 263.3100 45129.0609 15 19.38 None 1359.7478 LLSGESGISLIDR 6039.4400 1359.7478 28.8379 12856 2 680.3776 ‐0.3739
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 263.3100 45129.0609 15 19.38 Carbamidomethyl+C(15) 2551.1817 GAPIVAEYLGGAVNCDAHHMTDPR 764.7115 2551.1851 30.3038 7396 4 638.5517 0.7584
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 263.3100 45129.0609 15 19.38 None 1120.5779 MQALQSSSLR 82.5480 1120.5998 25.4987 16856 2 560.8035 18.6351
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 263.3100 45129.0609 15 19.38 None 3281.5862 AINTGWLHPSINQFNPEQAVDFDTVP 426.6304 3281.5651 32.5879 6172 3 1094.5266 ‐5.3406
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 263.3100 45129.0609 15 19.38 None 1046.5477 GESGISLIDR 121.7495 1046.5424 27.2803 1173 1 1046.5424 ‐3.5316
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1280.7685 VVAAGANPVLITR 135612.8000 1280.7684 15.6866 63433 2 640.8878 ‐0.7939
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1541.7693 EVELEDPVENIGAK 86401.5300 1541.7711 27.2739 58799 2 771.3892 0.9358
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1505.7159 GYISPYFVTDSEK 7656.6110 1505.7176 28.1650 41916 2 753.3625 0.9412
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1043.5844 IVNDGVTVAR 72345.5600 1043.5852 17.4917 41196 2 522.2962 ‐0.3863
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1182.7093 LADLVGVTLGPK 68565.1200 1182.7095 18.1910 40031 2 591.8584 ‐0.6406
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1536.7614 YEDLMAAGIIDPTK 75422.4000 1536.7616 30.9029 38791 2 768.8844 ‐0.0982
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1793.2260 1700.9023 29.4179 15413 2 850.9548 1.20
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 931.5095 GVVTLEEGK 15791.0300 931.5102 18.6777 10621 2 466.2587 ‐0.5878
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1844.8483 SAENSLYVVEGMQFDR 1304.7540 1844.8448 31.2087 3262 2 922.9260 ‐1.4989
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1044.5572 EEVGLQLEK 1059.9110 1044.5555 22.2613 2272 2 522.7814 ‐2.6946
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1460.7380 LSSFVSISSSSFGR 739.2372 1460.7399 21.2028 1895 2 730.8736 0.9507
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 3197.4613 EVEDSELADVAAVSAGNNYEVGNMIA 1111.6930 3197.4618 39.2862 1188 3 1066.4921 0.8332
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1650.8069 DTTTIVGDGSTEEVVK 1088.3840 1650.7934 40.1165 1082 1 1650.7934 ‐4.5615
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 3671.7237 KMSKEVEDSELADVAAVSAGNNYEVG 883.3368 3671.6856 33.8076 4259 3 1224.5667 ‐9.2253
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1215.6844 VAALKAPGFGER 346.7587 1215.6945 16.3546 2216 2 608.3509 7.13
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 676.3512 TLEEGK 5274.6280 676.3493 18.6439 3071 1 676.3493 ‐2.9116
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1082.6317 AAGANPVLITR 3092.1320 1082.6311 15.6888 2169 1 1082.6311 0.8833
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 775.4196 VTLEEGK 1141.6080 775.4168 18.6641 2137 1 775.4168 ‐3.3710
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1172.5470 SPYFVTDSEK 994.5004 1172.5475 28.1618 1967 1 1172.5475 2.43
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1116.5540 VGNMIAEAMAK 219.8430 1116.5563 32.0977 1783 1 1116.5563 3.49
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 930.5003 VNDGVTVAR 18191.7900 930.5008 17.4955 1530 1 930.5008 1.70
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 940.5574 GANPVLITR 10925.9500 940.5583 15.6872 1472 1 940.5583 1.39
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 998.5881 DLVGVTLGPK 587.8613 998.5860 18.1945 1471 1 998.5860 ‐0.9345
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 913.4738 VNDGVTVAR 331.7055 913.4757 17.6552 1350 2 457.2415 0.6785
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 770.4771 VGVTLGPK 386.9648 770.4796 18.1901 1116 1 770.4796 3.74
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 671.4087 GVTLGPK 279.3805 671.4094 17.7551 1054 1 671.4094 1.0447
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1011.5946 AGANPVLITR 5718.2950 1011.5914 15.6845 977 1 1011.5914 ‐1.9693
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1071.5317 EDPVENIGAK 2748.8310 1071.5318 27.2823 892 1 1071.5318 1.70
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1826.8378 SAENSLYVVEGMQFDR 562.1071 1826.8356 33.0098 1388 2 913.9214 ‐0.8163
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 52 34.17 None 1164.6987 LADLVGVTLGPK 453.3139 1164.6982 19.2839 1129 2 582.8528 ‐1.3047
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1505.7159 GYISPYFVTDSEK 16721.7000 1505.7176 28.1650 41916 2 753.3625 1.0973
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1043.5844 IVNDGVTVAR 44247.3200 1043.5852 17.4917 41196 2 522.2962 ‐0.2489
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1536.7614 YEDLMAAGIIDPTK 80911.5800 1536.7616 30.9029 38791 2 768.8844 0.0591
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1280.7685 VVAAGANPVLITR 15759.2900 1280.7699 23.8372 15784 2 640.8886 0.5185
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1485.9910 1700.9024 29.4183 14252 2 850.9548 1.10
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1844.8483 SAENSLYVVEGMQFDR 1086.3380 1844.8448 31.2087 3262 2 922.9260 ‐1.3290
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 3197.4613 EVEDSELADVAAVSAGNNYEVGNMIA 1277.2080 3197.4618 39.2862 1188 3 1066.4921 1.1321
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 791.4662 ALSYPLK 2634.1320 791.4666 21.4447 10457 1 791.4666 1.0510
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 931.5095 GVVTLEEGK 81.3895 931.4910 23.7102 4580 2 466.2491 ‐21.0670
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1574.7908 VDAIKETLANDEEK 866.0976 1574.7948 30.5621 4049 2 787.9010 2.26
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1422.6747 NLIEAAEQDYEK 384.2315 1422.7020 29.1562 3144 2 711.8547 18.9572
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1229.6848 LRVEDALNATK 1647.8500 1229.6882 22.0850 7652 2 615.3477 2.1018
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 3671.7237 KMSKEVEDSELADVAAVSAGNNYEVG 1314.2010 3671.6856 33.8076 4259 3 1224.5667 ‐8.8507
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1475.7224 DAIKETLANDEEK 102.9886 1475.7287 30.5972 6139 2 738.3680 4.1291
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 831.4319 NDGVTVAR 6214.5770 831.4337 17.4917 4739 1 831.4337 2.19
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 812.4989 NPVLITR 125.6587 812.4976 22.9190 1833 1 812.4976 ‐0.9100
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1116.5540 VGNMIAEAMAK 274.2901 1116.5563 32.0977 1783 1 1116.5563 3.85
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 930.5003 VNDGVTVAR 8965.6990 930.5008 17.4955 1530 1 930.5008 1.22
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1172.5470 SPYFVTDSEK 297.1990 1172.5464 28.5252 1365 2 586.7768 ‐1.2825
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1285.6311 ISPYFVTDSEK 194.6316 1285.6270 29.9781 1318 2 643.3171 ‐3.7118
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1826.8378 SAENSLYVVEGMQFDR 778.1135 1826.8356 33.0098 1388 2 913.9214 ‐0.6472
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3543.7730 63666.7997 52 34.17 None 1557.7643 VDAIKETLANDEEK 172.4535 1557.7620 28.9122 989 3 519.9255 ‐2.3694
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1603.5430 21047.2994 5 25.26 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 12992.7400 2242.1655 40.3417 8624 3 748.0600 0.7386
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1603.5430 21047.2994 5 25.26 None 1617.8483 VLNFAIDDAILEER 2041.6890 1617.8485 35.1550 8032 2 809.4279 0.2757
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1603.5430 21047.2994 5 25.26 None 2506.2164 MATGGAAADLEDVQTVDLMSELLR 135.0870 2506.2558 31.8982 2371 3 836.0901 15.8993
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1603.5430 21047.2994 5 25.26 None 1505.7880 TVTQAEKLDEMLK 373.7575 1505.7833 24.4639 2004 2 753.3953 ‐3.2178
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1603.5430 21047.2994 5 25.26 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 323.5097 2224.1452 40.7994 8571 3 742.0532 ‐3.6647
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1611.9105 ALLDDPVFRPLVEK 27383.3500 1611.9097 19.4193 75075 3 537.9747 ‐1.6246
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 56426.2100 2280.0571 22.0553 56853 2 1140.5322 ‐0.0541
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 2069.0808 QMGLSDKDIVALSGAHTLGR 16604.8900 2069.0828 17.3780 44412 4 518.0262 ‐0.1959
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 8047.6900 1635.7336 14.9328 8236 3 545.9161 ‐0.8847
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1906.9518 FDAEQAHGANSGIHIALR 3190.0520 1906.9538 15.4323 5099 4 477.4939 ‐0.2657
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1858.0168 ELLSGEKEGLLQLVSDK 180.7151 1857.9959 25.4857 1690 2 929.5016 ‐10.7272
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 Carbamidomethyl+C(8)



NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1427.7893 LDDPVFRPLVEK 7348.8550 1427.7867 19.4074 15428 2 714.3970 ‐2.3067
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1314.7052 DDPVFRPLVEK 3733.8200 1314.7085 19.4201 5612 2 657.8579 1.31
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 888.5302 FRPLVEK 192.5265 888.5285 20.2794 2587 1 888.5285 ‐1.1592
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 528.2664 ALLDD 109.7915 528.2691 19.0049 1939 1 528.2691 4.61
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1243.6358 PLIFDNSYFK 283.6333 1243.6325 22.0307 855 1 1243.6325 ‐0.5702
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 Carbamidomethyl+C(8)
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 8101.0010 27805.3852 14 46.99 None 1593.8999 ALLDDPVFRPLVEK 271.0467 1593.8969 20.8725 7101 2 797.4521 ‐1.9703
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 1025.6102 IGGIGTVPVGR 77290.7200 1025.6111 22.7671 169860 2 513.3092 ‐0.1794
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 56453.3900 1451.6723 20.7200 108335 3 484.5623 ‐1.9698
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 975.5510 LPLQDVYK 31066.2000 975.5494 23.9429 94541 2 488.2784 ‐2.6926
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 1026.4891 STNLDWYK 59939.5100 1026.4896 23.6578 80267 2 513.7485 ‐0.5113
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 914.5669 QTVAVGVIK 26610.5500 914.5660 20.6951 56758 2 457.7866 ‐2.2870
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 838.4094 NLDWYK 18068.5000 838.4103 23.6560 9582 1 838.4103 1.68
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 855.5047 GIGTVPVGR 437.4967 855.5061 22.7716 3310 1 855.5061 2.21
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 685.4607 VAVGVIK 845.1907 685.4611 20.6930 2879 1 685.4611 0.6723
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 765.4002 IDAPGHR 298.1168 765.3987 20.7168 2790 1 765.3987 ‐1.5557
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 786.5084 TVAVGVIK 498.8654 786.5080 20.6873 2782 1 786.5080 0.0281
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 628.3777 TVPVGR 161.4612 628.3775 22.7715 2311 1 628.3775 ‐0.3214
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 Carbamidomethyl+C(3) 915.3917 YYCTVID 2645.7350 915.3892 20.7234 1186 1 915.3892 ‐1.7131
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 798.4832 IGTVPVGR 152.1623 798.4861 22.7618 1163 1 798.4861 4.1073
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6707.4710 41716.3073 14 12.90 None 896.5564 QTVAVGVIK 283.1862 896.5566 20.6922 2064 2 448.7820 ‐1.0290
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1037.6717 AVALVLPNLK 23214.3100 1037.6714 18.7876 99821 2 519.3393 ‐1.8423
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1456.7795 VVDLADIVANNWK 104746.2000 1456.7781 20.9409 92631 2 728.8927 ‐1.3957
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1780.0215 VPTPNVSVVDLVVQVSK 21321.5100 1780.0217 21.2292 71867 2 890.5145 0.4806
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1786.8184 VIAWYDNEWGYSQR 52082.9200 1786.8176 18.8047 62591 2 893.9124 ‐0.0712
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1908.1164 VPTPNVSVVDLVVQVSKK 2202.5120 1908.1189 20.3315 24477 3 636.7111 0.4973
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 1292.7520 1833.9070 20.8883 13136 2 917.4572 1.40
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1384.7795 AAALNIVPTSTGAAK 15390.0500 1384.7812 15.7560 9650 2 692.8942 0.6018
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 867.5662 ALVLPNLK 4883.4030 867.5667 18.7875 8540 1 867.5667 1.81
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 831.4571 VPTSTGAAK 307.0009 831.4585 16.9085 7041 1 831.4585 2.54
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 683.4450 VLPNLK 2422.7680 683.4452 18.7881 4455 1 683.4452 0.2349
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1385.7999 NVSVVDLVVQVSK 1303.2510 1385.8017 19.7169 3843 2 693.4045 0.6892
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1258.6426 DLADIVANNWK 1570.1670 1258.6396 20.9387 3664 1 1258.6396 ‐0.3224
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 796.5291 LVLPNLK 1500.2700 796.5303 18.7882 2884 1 796.5303 1.71
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 9390.0640 34560.8260 14 27.13 None 1058.5840 NIVPTSTGAAK 261.7484 1058.5843 16.9188 2261 1 1058.5843 1.19
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 21012.9800 1347.6084 28.9284 26183 2 674.3078 0.2957
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1945.0212 DPNATVIMLATGTGIAPFR 12029.2900 1945.0213 21.6500 19515 3 649.0119 ‐0.5184
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1387.7064 EGQSVGVIADGIDK 56630.5300 1387.7060 23.5960 17493 2 694.3566 ‐0.7636
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1565.8032 MAQYAAELWELLK 4251.0380 1565.8052 22.9111 11060 2 783.4063 1.1522
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 823.4308 VDYAISR 7098.2450 823.4305 17.4009 7257 2 412.2189 ‐1.9958
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1473.7431 AQITTETDTPTPAK 234.5965 1473.7492 31.9708 6505 2 737.3782 3.02
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1029.5323 NEEGVIVNR 4177.1280 1029.5327 16.8379 3101 2 515.2700 ‐0.8420
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 733.3628 APENFR 107.3965 733.3542 22.0007 1880 1 733.3542 ‐11.4896
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1137.5211 AEQWNVEVY 212.1203 1137.5387 23.0755 1286 1 1137.5387 17.1030
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 681.3444 1792.8099 32.3084 4637 2 896.9086 2.0755
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 830.4618 VIADGIDK 121.1692 830.4642 21.7540 3451 1 830.4642 3.63
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 1119.5106 AEQWNVEVY 651.0679 1119.5064 22.1205 5691 2 560.2568 ‐4.6958
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4558.2570 39575.2615 25 33.43 None 715.3522 APENFR 67.2838 715.3503 21.4798 1648 1 715.3503 ‐2.6225
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 33644.1600 1347.6084 28.9284 26183 2 674.3078 0.4454
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 1473.7431 AQITTETDTPTPAK 1011.1920 1473.7383 24.7748 17950 2 737.3728 ‐3.4195
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 1988.7470 2757.2748 31.7781 14018 4 690.0742 0.3982
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 1265.6161 KAEQWNVEVY 2978.9860 1265.6179 26.3257 15518 2 633.3126 0.8951
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 196.7621 1792.8099 32.3084 4637 2 896.9086 2.33
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 839.4046 KAEQWNV 276.9743 839.4031 24.8943 2973 1 839.4031 ‐1.1100
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 1067.5156 KAEQWNVEV 131.7992 1067.5194 28.7286 2026 2 534.2634 2.69
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 967.4632 KAEQWNVE 200.9341 967.4660 26.5321 1505 2 484.2366 1.92
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 985.4738 KAEQWNVE 198.1819 985.4682 26.3178 1137 1 985.4682 ‐4.4123
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 39575.2615 25 33.43 None 1455.7326 AQITTETDTPTPAK 273.3322 1455.7362 24.0426 6007 2 728.3717 2.73
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 1991.9630 SSVLIDIKPWDDETDMK 4995.4990 1991.9646 31.8352 17356 3 664.6597 0.2585
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 945.5768 LVPVGYGIK 6116.2140 945.5766 15.6670 12702 2 473.2919 ‐1.5647
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPA 15575.4000 3096.5560 29.1816 10208 3 1032.8568 ‐0.1735
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 1453.7144 SIQMEGLFWGASK 614.2838 1453.7185 33.8130 1844 2 727.3629 2.23
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 1576.8152 MAAFPNLNSDAGLKK 784.2796 1576.8206 20.0545 787 3 526.2784 2.37
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 1124.6422 KLDEHLLTR 2371.1370 1124.6458 19.5396 2868 2 562.8265 2.44
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 2521.2490 ESGKSSVLIDIKPWDDETDMKK 663.8805 2521.2525 30.5404 823 3 841.0890 1.62
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 733.4243 PVGYGIK 587.3345 733.4249 15.6648 3291 1 733.4249 0.9025
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 996.5473 LDEHLLTR 201.6827 996.5490 20.4197 1541 2 498.7781 0.4613
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2923.9300 29004.7920 10 38.46 None 1106.6317 KLDEHLLTR 192.3661 1106.6307 18.1030 1788 2 553.8190 ‐1.8586
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1119.5827 SAVLMNLESR 3825.5830 1119.5833 24.9639 9427 2 560.2953 ‐0.4483
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1462.7132 EIEAIGGNTSASASR 9271.1960 1462.7138 18.1584 8167 2 731.8605 0.0745
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1731.8337 NPAFLDWEVNEELR 1660.1550 1731.8376 34.3249 3750 2 866.4224 2.18
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1625.8567 MVLAASGVEHEELLK 2649.6160 1625.8588 26.6742 6813 3 542.6244 0.3467
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1028.4796 SQYVGGDFR 485.3535 1028.4911 16.8070 2130 2 514.7492 9.50
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 916.5098 ELKDVAGGK 456.0599 916.4960 18.9992 1417 2 458.7517 ‐16.4241
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 264.1871 2323.0887 39.9219 1405 3 775.0344 ‐23.1799
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1866.9266 MIAAEDIGRQILTYGES 591.1942 1866.9145 39.1629 111349 2 933.9609 ‐6.0043
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 749.3610 MNLESR 235.3943 749.3613 24.9423 1836 1 749.3613 0.5435



NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1848.9160 MIAAEDIGRQILTYGES 288.6949 1848.9226 38.2506 3425 2 924.9649 3.47
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1101.5721 SAVLMNLESR 264.5402 1101.5763 23.0518 2352 2 551.2918 2.57
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  566.2696 48786.4580 23 17.96 None 1444.7027 EIEAIGGNTSASASR 243.1591 1444.7067 17.9144 1248 3 482.2404 1.08
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1119.5827 SAVLMNLESR 6306.4550 1119.5833 24.9639 9427 2 560.2953 ‐0.3078
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1731.8337 NPAFLDWEVNEELR 1370.7640 1731.8376 34.3249 3750 2 866.4224 2.71
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 4830.3039 QHTGGEATHFAVAFEVPGWNNEKEA 580.8899 4830.2863 36.4659 801 4 1208.3270 ‐2.4345
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1028.4796 SQYVGGDFR 1044.7470 1028.4911 16.8070 2130 2 514.7492 10.1117
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 382.8826 2323.0887 39.9219 1405 3 775.0344 ‐23.0207
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1866.9266 MIAAEDIGRQILTYGES 422.2444 1866.9145 39.1629 111349 2 933.9609 ‐5.8335
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 862.4451 LMNLESR 420.6291 862.4441 24.9549 2110 1 862.4441 ‐0.3472
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 749.3610 MNLESR 390.8185 749.3613 24.9423 1836 1 749.3613 0.6907
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 910.4516 QILTYGES 231.7580 910.4491 33.7982 1246 1 910.4491 ‐1.8313
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1848.9160 MIAAEDIGRQILTYGES 364.2094 1848.9226 38.2506 3425 2 924.9649 4.1247
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis  286.2810 48786.4580 23 17.96 None 1849.9000 MIAAEDIGRQILTYGES 434.5490 1849.8981 36.6147 788 2 925.4527 ‐0.4348
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 Carbamidomethyl+C(8) 1497.7553 GPTPEPLCQVMLR 1386.0670 1497.7557 29.3207 6167 2 749.3815 0.0028
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 Carbamidomethyl+C(4) 1275.6038 ITACLDPDGWK 4930.3510 1275.6043 26.7661 5547 2 638.3058 ‐0.3463
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 936.4972 AFGMELLR 7826.3340 936.4965 17.9958 3437 2 468.7519 ‐2.0909
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 3112.4575 YTNAFLGYGPEDSHFVIELTYNYGVDK 896.0751 3112.4540 36.6617 2315 3 1038.1562 ‐0.5311
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 2051.0008 FPVLELTYNYGVTEYDK 376.9304 2051.0381 27.2028 5923 2 1026.0227 19.0243
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 1022.4901 TRDNPEYK 116.1839 1022.5071 22.3017 2172 1 1022.5071 17.7702
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 1590.7879 MLHVVYRVGDMDR 1676.5870 1590.7870 19.3358 6736 2 795.8971 ‐0.6737
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 Carbamidomethyl+C(5) 1225.6068 PEPLCQVMLR 187.1561 1225.6071 30.1105 1307 2 613.3072 ‐0.5928
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 1170.6088 MLHVVYRVGD 306.8069 1170.6092 20.1705 1191 2 585.8083 ‐0.5538
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 Carbamidomethyl+C(8) 1479.7447 GPTPEPLCQVMLR 172.4773 1479.7401 30.7154 1045 2 740.3737 ‐3.4011
NP_001077783.1 putative lactoylglutathione lyase Arabidopsis thaliana 635.0944 29593.8742 11 27.48 None 1005.4636 TRDNPEYK 100.2439 1005.4681 23.5781 2629 2 503.2377 3.42
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 1131.7850 25733.2895 5 22.13 None 1676.8265 VLTPAEIDDYLAEVE 15645.1100 1676.8284 38.4917 8857 2 838.9178 1.21
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 1131.7850 25733.2895 5 22.13 None 673.3879 NIEIGK 1614.8320 673.3763 22.2183 6566 1 673.3763 ‐17.2034
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 1131.7850 25733.2895 5 22.13 None 2203.0964 IQHLTPNIGTVYSGMGPDFR 174.7827 2203.0654 35.3104 990 3 735.0266 ‐14.2950
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 1131.7850 25733.2895 5 22.13 None 1808.8337 GDSQYSFSLTTFSPSGK 1065.1910 1808.8471 26.8694 786 3 603.6206 6.16
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 1131.7850 25733.2895 5 22.13 None 1526.8788 KLPSILVDEASVQK 3712.2900 1526.8824 26.9065 5102 3 509.6323 1.32
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 15744.1500 1474.7576 21.8701 31732 2 737.8825 0.1038
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 2099.9954 IVMELYADTTPETAENFR 15306.8500 2099.9910 31.0099 31496 2 1050.4991 ‐1.2041
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 1116.5394 VYFDMTVGGK 6907.3860 1116.5428 16.9186 16979 2 558.7750 2.0428
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 1651.9279 HVVFGQVVEGLNVVR 5462.1070 1651.9303 18.6834 15450 3 551.3150 0.6048
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 1168.6361 FKDENFIKK 2815.7550 1168.6383 17.6980 9254 3 390.2176 0.5616
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 963.4530 PETAENFR 199.4616 963.4481 32.3151 1330 1 963.4481 ‐4.1046
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4284.4160 16163.0733 18 43.71 None 657.4042 GLNVVR 145.8037 657.4058 20.1244 1192 1 657.4058 2.1898
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 15131.0000 1474.7576 21.8701 31732 2 737.8825 0.2586
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 None 2099.9954 IVMELYADTTPETAENFR 7990.6150 2099.9910 31.0099 31496 2 1050.4991 ‐1.0239
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 None 1168.6361 FKDENFIKK 2537.9110 1168.6383 17.6980 9254 3 390.2176 0.5364
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 None 1064.5007 TPETAENFR 155.8349 1064.5017 32.4605 1848 1 1064.5017 2.32
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 None 963.4530 PETAENFR 416.2372 963.4481 32.3151 1330 1 963.4481 ‐3.9362
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 2355.3970 16163.0733 18 43.71 None 2081.9848 IVMELYADTTPETAENFR 246.8060 2081.9902 31.3192 1194 2 1041.4987 3.49
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1066.2840 16163.0733 18 43.71 None 1116.5394 VYFDMTVGGK 8773.2520 1116.5428 16.9186 16979 2 558.7750 1.56
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1066.2840 16163.0733 18 43.71 None 1651.9279 HVVFGQVVEGLNVVR 4681.2960 1651.9303 18.6834 15450 3 551.3150 0.4135
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1066.2840 16163.0733 18 43.71 None 806.4043 TSWLDGK 436.6947 806.4119 18.3995 3860 1 806.4119 9.90
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1066.2840 16163.0733 18 43.71 None 3568.7087 VYFDMTVGGKSAGRIVMELYADTTPET 532.0188 3568.7223 22.2050 3896 3 1190.2456 4.89
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1066.2840 16163.0733 18 43.71 None 1017.4710 YFDMTVGGK 3001.8710 1017.4701 16.9198 1294 1 1017.4701 0.3222
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1618.8660 VASPQQAQEVHVAVR 12366.9800 1618.8730 19.2569 42468 3 540.2958 3.38
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1303.6641 IDISGQNSWVGK 11498.0700 1303.6648 24.4821 21672 2 652.3361 0.0791
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1435.7427 GGAFTGEISVEQLK 3030.7950 1435.7436 27.9919 16387 2 718.3755 0.3949
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 715.1143 1821.9258 40.5681 27282 2 911.4666 ‐8.0852
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1649.8493 IIYGGSVNGGNSAELAK 621.9764 1649.8535 27.7508 3099 2 825.4304 2.21
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1090.5739 KNVSEEVASK 94.0466 1090.5846 19.4697 1829 2 545.7959 8.99
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 1172.5695 DISGQNSWVGK 288.2491 1172.5765 26.5360 3630 2 586.7919 5.07
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1272.4130 32477.6350 8 24.84 None 926.4578 KNVSEEVAS 448.7718 926.4604 19.4566 1833 2 463.7339 1.68
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1841.2230 18678.6004 5 10.84 None 886.5608 ALVTLIEK 29458.3100 886.5609 26.0534 21987 2 443.7841 ‐1.2102
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1841.2230 18678.6004 5 10.84 None 1102.5680 VYGPHFASPK 6997.6460 1102.5713 19.4139 16449 2 551.7893 2.1257
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1841.2230 18678.6004 5 10.84 None 1003.4996 YGPHFASPK 1782.9810 1003.5007 19.4038 9786 2 502.2540 ‐0.0061
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1841.2230 18678.6004 5 10.84 None 702.4396 VTLIEK 7433.3670 702.4394 26.0503 5863 1 702.4394 ‐0.0838
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1841.2230 18678.6004 5 10.84 None 815.5237 LVTLIEK 322.3185 815.5243 26.0504 834 1 815.5243 1.45
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 2312.2133 SVEATYQKPNIFSNTAITSLK 2174.9360 2312.2024 18.1223 14323 3 771.4057 ‐4.8954
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 1432.7795 ILVGQGNDGVSFVK 8194.8230 1432.7807 16.8679 13579 2 716.8940 0.4639
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 1786.8745 ITYLEVEYEKDGEAK 1156.6810 1786.8762 23.9186 8314 3 596.2969 0.1948
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 1063.5531 VYVGQDLNR 2808.6850 1063.5534 18.6245 6838 2 532.2803 ‐0.8441
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 Carbamidomethyl+C(11) 1791.9714 IFGVEEPIIVCLQFK 750.3174 1791.9766 22.3675 4294 2 896.4919 3.32
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 2671.2158 FEYVQEDGEVVTTEYGTTNQHPK 1150.8880 2671.2272 24.8250 4093 3 891.0806 4.80
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 1313.5864 ESMPFGMDSGKK 1492.5380 1313.6057 23.8871 2366 2 657.3065 14.0774
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 1003.4843 FSLGEEGHK 116.7103 1003.4975 24.9585 806 2 502.2524 11.40
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 Carbamidomethyl+C(1) 695.3545 CLQFK 86.7005 695.3514 21.6567 1892 1 695.3514 ‐4.5640
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 966.4713 PFGMDSGKK 122.6277 966.4654 24.4905 1633 1 966.4654 ‐5.0912
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 606.8121 47402.1866 17 25.47 None 985.4738 FSLGEEGHK 108.1556 985.4682 26.3178 1137 1 985.4682 ‐4.5839
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 None 2312.2133 SVEATYQKPNIFSNTAITSLK 1728.9470 2312.2024 18.1223 14323 3 771.4057 ‐4.9818
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 None 1432.7795 ILVGQGNDGVSFVK 4149.7820 1432.7807 16.8679 13579 2 716.8940 0.3395
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 Carbamidomethyl+C(11) 1791.9714 IFGVEEPIIVCLQFK 485.6379 1791.9766 22.3675 4294 2 896.4919 3.36
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 None 2540.3283 EDAAIDALGAYFGPVPTPTPLIPSK 884.1064 2540.2684 23.7435 3525 3 847.4277 ‐23.6046
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 None 2472.2697 AGDAVDALGVYFVLDTTPFPLYK 1236.8340 2472.2661 24.6738 2154 2 1236.6367 0.5732
NP_001078021.1 jacalin related lectin 22 Arabidopsis thaliana 355.6992 47402.1866 17 25.47 None 1107.5429 GQGNDGVSFVK 158.8329 1107.5484 16.8628 863 2 554.2778 3.20
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 None 1889.0855 ATPLIVHLVDTSSLPLGR 8693.6210 1889.0848 20.6676 18944 3 630.3664 ‐1.0020



NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 3842.8190 1979.9451 24.6925 13244 3 660.6532 0.6794
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 None 1778.9575 VDVSTFEEVLVPIGFK 3908.9050 1778.9602 22.8338 12821 2 889.9837 1.12
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 None 1519.7863 AVSVEENPHAIPTR 1899.6380 1519.7905 19.1943 7347 3 507.2684 1.21
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 Carbamidomethyl+C(4) 1110.5864 SVICVIYKE 1628.2040 1110.5872 23.2927 4345 2 555.7972 ‐0.2810
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 None 3563.8857 VDVSTFEEVLVPIGFKAVSVEENPHAIP 1164.0120 3563.8800 19.3594 2330 6 594.8194 ‐1.5977
NP_001078053.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1480.1810 27636.2952 7 32.11 None 1171.6443 NPHAIPTRQR 291.5114 1171.6419 18.6102 1371 2 586.3246 ‐2.9115
NP_001078054.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis tha 206.6120 48894.8571 2 3.94 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 3503.5650 1930.9440 15.9695 7533 3 644.3195 1.19
NP_001078054.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis tha 206.6120 48894.8571 2 3.94 None 2701.4342 AIAIMSHPIPNTNDSQSVQVILPQK 1179.5670 2701.4591 20.4504 9998 3 901.1579 9.40
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1411.8407 GTVEIITPVELIK 31387.0000 1411.8386 34.8999 32437 2 706.4229 ‐1.7314
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1045.5888 VGSSEAALLAK 4982.3960 1045.5896 20.5629 27431 2 523.2984 ‐0.2776
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 3507.3050 1858.9608 26.6018 3653 2 929.9840 ‐2.0443
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 979.5095 EYLKDPSK 585.4177 979.5210 19.6931 8288 2 490.2641 10.90
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1473.7907 QGDKVGSSEAALLAK 385.6615 1473.7787 25.9449 4540 2 737.3930 ‐8.3097
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 646.3559 FAVASVA 349.9209 646.3552 23.6907 4518 1 646.3552 ‐1.1578
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1331.6590 FAVASVAAVSADAGGG 731.2300 1331.6550 26.5962 2047 2 666.3311 ‐3.4376
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 586.3923 AALLAK 204.9503 586.3932 25.9406 1986 1 586.3932 1.78
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1641.8231 FAVASVAAVSADAGGGAPAA 574.1896 1641.8261 27.5679 1170 3 547.9469 0.9718
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 961.4989 EYLKDPSK 379.0690 961.4974 22.1307 5026 2 481.2523 ‐2.7618
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1897.8450 30675.0078 11 20.21 None 1455.7802 QGDKVGSSEAALLAK 92.4939 1455.7770 25.9011 1012 3 485.9305 ‐3.2637
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1555.7131 MFVLDEADEMLSR 6000.6390 1555.7138 35.6950 14394 2 778.3605 0.4549
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1401.7332 GLDVIQQAQSGTGK 2865.7860 1401.7345 22.3686 13852 2 701.3709 0.5914
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1827.9388 GIYAYGFEKPSAIQQR 9862.0100 1827.9393 25.4394 13286 3 609.9846 ‐0.3757
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1491.7550 GVAINFVTRDDER 997.9675 1491.7545 23.9704 2162 2 746.3809 ‐0.4796
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 935.5197 ALGDYLGVK 1199.0060 935.5147 25.7215 13865 2 468.2610 ‐6.5083
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 876.4462 VDWLTDK 1460.1130 876.4453 34.9283 5466 1 876.4453 ‐0.0918
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1502.8802 ILQAGVHVVVGTPGR 651.3843 1502.8531 21.3591 2681 3 501.6226 ‐19.0032
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 917.5091 ALGDYLGVK 155.0424 917.5063 27.2924 1401 1 917.5063 ‐2.0135
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 795.2180 46042.8078 23 23.88 None 1383.7227 GLDVIQQAQSGTGK 270.7599 1383.7273 21.9678 1398 2 692.3673 3.0440
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1920.9953 FYNVVVEELPSNVADLL 5297.5040 1920.9914 23.9871 12351 2 960.9993 ‐1.3464
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 2059.0892 IQVGVFSATMPPEALEITR 2854.8590 2059.0809 20.9200 11411 2 1030.0441 ‐2.9968
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1114.6830 VLITTDLLAR 4806.2740 1114.6788 18.6241 10799 2 557.8430 ‐5.0969
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1589.8574 DQIYDIFQLLPPK 1028.9640 1589.8519 22.6039 5711 2 795.4296 ‐3.5981
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1922.0422 GFKDQIYDIFQLLPPK 385.7305 1922.0443 18.9726 2033 3 641.3530 0.3502
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1827.9388 GIYAYGFEKPSAIQQR 737.2248 1827.9383 16.1910 1145 3 609.9843 ‐1.1542
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 2895.4999 GIDVQQVSLVINFDLPTQPENYLHR 443.5377 2895.5132 22.2385 1582 3 965.8426 4.60
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 2096.9991 ADNIKMFVLDEADEMLSR 707.2776 2096.9928 21.0053 10801 3 699.6691 ‐3.5762
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 670.3883 TDLLAR 141.0239 670.3909 19.4091 3692 1 670.3909 3.22
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 919.4706 ADNIKMFV 327.4028 919.4727 23.6596 1755 1 919.4727 3.1364
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1337.6525 GFKDQIYDIFQ 106.4775 1337.6505 17.8942 1676 2 669.3289 ‐2.2340
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1186.6215 FEKPSAIQQR 349.2717 1186.6169 16.2036 1671 2 593.8121 ‐5.0068
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1571.8468 DQIYDIFQLLPPK 239.0856 1571.8548 21.1693 1338 2 786.4310 4.81
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 584.0670 46042.8078 23 23.88 None 1903.9688 FYNVVVEELPSNVADLL 341.8873 1903.9711 22.7625 898 3 635.3286 0.4531
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 552.0341 38551.4378 5 13.58 None 1821.9534 GAELVLFPEGFIGGYPR 5313.2410 1821.9524 22.3423 10401 2 911.4798 ‐0.1921
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 552.0341 38551.4378 5 13.58 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 2700.0710 2164.0345 31.6656 5963 2 1082.5209 ‐0.5628
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 552.0341 38551.4378 5 13.58 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 4235.2520 1189.5782 24.7394 2946 2 595.2927 ‐0.9698
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 552.0341 38551.4378 5 13.58 None 1384.6968 FGLAVGVHNEEGR 332.6732 1384.7224 23.1734 1696 2 692.8649 18.0317
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 552.0341 38551.4378 5 13.58 None 878.4519 FGLAVGVHN 169.5482 878.4559 23.7507 960 2 439.7316 3.1148
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 377.3163 52288.9193 9 7.81 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 6584.1980 2485.2847 43.0238 6336 3 829.0997 2.51
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 377.3163 52288.9193 9 7.81 None 1320.7158 LGDLSQTQIFAK 1186.9130 1320.7127 17.0856 5223 2 660.8600 ‐2.9684
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 6414.4120 2485.2847 43.0238 6336 3 829.0997 2.02
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 1503.7584 VVDSMTDNLRPTR 596.7534 1503.7638 20.1102 4314 3 501.9261 2.67
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 1391.7529 GLYPVETISTVGR 502.3741 1391.7405 32.8564 858 2 696.3739 ‐9.2506
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 1741.8656 TNQLKWSFSGAFEAR 311.6166 1741.8575 24.7243 2047 2 871.4324 ‐4.2853
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 2668.3399 GLFPMLADPRHPAESTSATNESVLK 413.1470 2668.3457 34.8934 822 3 890.1201 2.34
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 1203.6368 YPVETISTVGR 124.4060 1203.6343 32.2302 1863 2 602.3208 ‐2.7548
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 368.4577 52288.9193 9 7.81 None 1373.7423 GLYPVETISTVGR 156.5528 1373.7398 32.3953 1029 2 687.3735 ‐2.2334
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3613.5920 16743.9467 5 15.54 None 1434.7111 LTPDYDALDVANK 37350.0000 1434.7114 25.7138 43032 2 717.8593 ‐0.1741
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3613.5920 16743.9467 5 15.54 None 1140.5605 YPLTTESAMK 4926.1500 1140.5617 20.6200 26152 2 570.7845 0.0414
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3613.5920 16743.9467 5 15.54 None 862.4339 LTTESAMK 186.5562 862.4318 20.8367 1575 1 862.4318 ‐1.7824
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2613.3360 16743.9467 5 15.54 None 1434.7111 LTPDYDALDVANK 24980.5400 1434.7114 25.7138 43032 2 717.8593 ‐0.0208
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2613.3360 16743.9467 5 15.54 None 1140.5605 YPLTTESAMK 6202.6750 1140.5617 20.6200 26152 2 570.7845 0.1827
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 1645.8003 EGLPAFPMGNIDQTR 5833.8760 1645.8018 31.3793 20200 2 823.4045 0.9296
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 5097.4680 1350.6701 23.7050 11110 2 675.8387 0.8416
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 1229.8230 1086.6025 22.4561 8591 2 543.8049 3.60
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 3560.0720 1544.6850 23.9341 4913 2 772.8462 1.0003
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 2027.9954 TISTQGMLAVYNSLSEEGK 248.3543 2028.0132 35.7882 2039 3 676.6759 8.83
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 2265.1874 FDYILTQQALVAVDSGAAINR 500.1501 2265.1681 20.6880 1516 2 1133.0877 ‐7.2578
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 2069.9999 EINGAGINASFAVHQDVDGR 201.5668 2070.0527 38.5733 1110 3 690.6891 25.0359
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 2369.1707 RFYEKEGLPAFPMGNIDQTR 1041.4870 2369.1723 32.0278 3939 3 790.3956 0.5231
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 1668.8704 VSLAGYEEYIVRGGR 547.2166 1668.8728 18.1736 2056 3 556.9624 0.5631
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 Carbamidomethyl+C(3) 1135.5776 VECITGTISR 285.1501 1135.5776 22.0089 7455 1 1135.5776 1.96
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 473.2831 AINR 87.5567 473.2827 20.3623 4321 1 473.2827 ‐1.6730
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 1363.7256 FDYILTQQALVA 323.4282 1363.7231 22.5905 3438 2 682.3652 ‐2.3444
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 1191.6157 RFYEKEGLPA 1389.0000 1191.6198 32.8022 1155 2 596.3136 2.22
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 None 1120.5786 RFYEKEGLP 95.1529 1120.5848 33.6312 780 2 560.7960 4.53
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 15 8.63 Carbamidomethyl+C(5) 1332.6577 NTVECITGTISR 271.9404 1332.6578 23.9114 911 1 1332.6578 2.33
NP_001078369.1 Nascent polypeptide associated complex subunit alpha like protein 4 Arab 465.2453 23114.7382 5 27.96 None 1953.9838 PGPVIEEVNEEALMDAIK 1154.3230 1953.9796 35.0083 6283 2 977.4935 ‐1.3154
NP_001078369.1 Nascent polypeptide associated complex subunit alpha like protein 4 Arab 465.2453 23114.7382 5 27.96 None 1661.7912 IDDMSSQLQAQAAQR 1991.1530 1661.7918 21.7093 5196 2 831.3995 0.5922
NP_001078369.1 Nascent polypeptide associated complex subunit alpha like protein 4 Arab 465.2453 23114.7382 5 27.96 None 1202.6562 LGMKPVTDVSR 1141.8600 1202.6587 19.3870 2618 3 401.5577 0.7401



NP_001078369.1 Nascent polypeptide associated complex subunit alpha like protein 4 Arab 465.2453 23114.7382 5 27.96 None 1891.9681 ALKESNGDIVSAIMELTT 462.8476 1891.9425 31.9851 7376 2 946.4749 ‐12.8577
NP_001078369.1 Nascent polypeptide associated complex subunit alpha like protein 4 Arab 465.2453 23114.7382 5 27.96 None 1629.8629 DIDLVMTQAGVSRPK 1775.3290 1629.8659 26.2019 5754 3 543.9601 0.9921
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 10516.7900 1237.6267 22.9470 24966 2 619.3170 0.9170
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 1025.5197 HSLPDGLMR 950.0576 1025.5197 20.8790 21397 2 513.2635 ‐1.1182
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 79153.2900 1960.9518 37.5297 21218 2 980.9796 ‐0.5112
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 1137.5575 TEFGPSQPFK 2308.2610 1137.5569 22.9284 18597 2 569.2821 ‐1.5153
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHE 2825.6620 2887.4464 36.5168 17862 3 963.1537 0.0764
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 3496.0290 2499.2926 23.3749 17641 2 1250.1499 ‐0.3507
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 6109.1470 1757.7578 31.3374 15900 2 879.3825 ‐0.3579
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 1319.7053 LVGVSEETTTGVK 10673.6200 1319.7090 20.1216 15273 2 660.3581 2.1873
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 1026.4309 DMSQADFGR 13746.4100 1026.4323 18.8580 11204 2 513.7198 0.1446
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(2)
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 905.4761 ATDVMIAGK 3971.4260 905.4757 17.7963 4688 2 453.2415 ‐1.8241
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 7839.7910 1259.5855 19.9233 6851 2 630.2964 0.6164
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 2750.4294 RLYQMQQNGTLLFPAINVNDSVTK 1706.4040 2750.4223 19.6975 1001 3 917.4789 ‐2.3635
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 139.2774 1067.5166 22.2164 4543 2 534.2620 ‐3.3586
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 Carbamidomethyl+C(7) 1044.4568 FDNLYGCR 210.6980 1044.4604 20.1878 2979 2 522.7339 2.69
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 760.3988 GPSQPFK 91.9159 760.4023 22.6112 1882 1 760.4023 4.99
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 6511.7130 36045.1502 17 60.62 None 1429.7256 RLYQMQQNGTLL 314.0688 1429.7315 21.1750 802 2 715.3694 3.11
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 564.0995 15148.9616 3 8.40 None 1371.7202 LVNYQHLMPTR 6717.9130 1371.7206 15.7308 7206 3 457.9117 ‐1.0633
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 564.0995 15148.9616 3 8.40 None 1159.5677 NYQHLMPTR 8470.5270 1159.5687 15.7276 1460 2 580.2880 ‐0.2829
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 564.0995 15148.9616 3 8.40 None 1353.7096 LVNYQHLMPTR 608.5043 1353.7165 16.4498 4241 3 451.9103 3.55
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 None 1040.6463 LVTPLTLQR 37806.0000 1040.6471 16.9062 15388 2 520.8272 ‐0.6598
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 3488.2320 1826.0538 22.8873 6701 2 913.5305 4.11
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 None 1102.6103 LSSAAAKPSVTA 628.8823 1102.6373 16.8120 4649 2 551.8223 23.2119
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 None 827.4734 QGVLTPGR 324.2131 827.4828 16.3605 1751 1 827.4828 11.01
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 None 727.4461 PLTLQR 325.3360 727.4442 16.9041 1991 1 727.4442 ‐2.5451
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2179.2250 21508.2141 6 24.47 None 828.4938 TPLTLQR 241.7232 828.4932 16.9017 1443 1 828.4932 ‐0.2212
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 1157.6888 LLGVTTLDVAR 15736.2900 1157.6896 17.9808 16327 2 579.3485 ‐0.2349
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 1501.8009 ANTFVAEVLGLDPR 4543.7490 1501.8027 21.5720 14094 2 751.4050 0.9409
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 2122.1577 QLEDALTGMDLVIIPAGIPR 4524.9290 2122.1547 22.6920 7615 2 1061.5810 ‐0.4469
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 1799.0459 VAILGAAGGIGQSLSLLMK 7660.4380 1799.0476 22.9854 6785 2 900.0274 1.27
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 1440.7151 AGAGSATLSMAYAAAK 6238.5760 1440.7162 15.9779 5736 2 720.8618 0.3883
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHM 2698.1510 3490.7898 23.9050 1546 4 873.4529 2.1682
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1990.3930 36801.3084 7 33.04 None 1104.6160 GSVSAWTLKR 121.8214 1104.6046 16.0190 1654 2 552.8059 ‐11.4004
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1658.8285 YGAGIGPGVYDIHSPR 30066.8400 1658.8293 24.6800 73162 3 553.6146 ‐0.3986
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 122494.8000 2140.2607 24.7406 64241 2 1070.6340 0.0447
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1411.7904 GGIGVIQIDEAALR 86589.8200 1411.7898 31.3805 61344 2 706.3986 ‐0.7888
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1116.5531 IPSSEEIADR 21111.8500 1116.5540 18.2345 60887 2 558.7807 ‐0.1993
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1096.5786 YLFAGVVDGR 38894.9500 1096.5791 17.8200 53423 2 548.7932 ‐0.5752
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 942.5619 VVEVNALAK 12822.8800 942.5605 20.2928 48423 2 471.7839 ‐2.8226
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 27152.1000 2861.4267 20.8588 46131 3 954.4804 ‐0.4971
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1181.6313 GVTAFGFDLVR 57694.0400 1181.6318 20.0609 44708 2 591.3196 ‐0.4456
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1235.5759 GNASVPAMEMTK 41585.1400 1235.5769 20.9615 42295 2 618.2921 0.0976
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1199.5732 FALESFWDGK 26770.3200 1199.5731 20.2644 42175 2 600.2902 ‐0.8994
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 24489.2200 2384.2155 40.1583 38770 3 795.4100 ‐0.6168
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1146.6769 SFELLSLLPK 36523.0100 1146.6776 22.5734 35956 2 573.8424 ‐0.3272
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 13009.4500 2213.1410 22.2733 31906 2 1107.0741 ‐0.9993
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2075.0880 ALAGQKDEALFSANAAALASR 21006.7600 2075.0894 28.2000 28511 3 692.3680 0.2145
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2310.3068 LNLPILPTTTIGSFPQTVELR 7314.5040 2310.3023 22.3563 25782 2 1155.6548 ‐0.6235
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 2032.8900 3013.4220 20.5413 22416 4 754.1110 1.67
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 9109.1210 2418.2640 25.5672 22265 2 1209.6356 0.5545
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 831.4822 EVITELK 51890.7500 831.4825 20.0776 15794 2 416.2449 ‐1.2514
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2297.0110 1714.9339 21.5647 15239 3 572.3162 0.9169
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1790.9622 GMLTGPVTILNWSFVR 6609.5460 1790.9639 23.5630 12540 2 895.9856 1.37
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 968.4571 VSEEDYVK 10733.6900 968.4568 16.2572 12399 2 484.7321 ‐1.5800
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1506.7547 DEALFSANAAALASR 4509.2290 1506.7542 28.7533 9403 2 753.8807 ‐0.5990
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 734.4559 LLSVFR 6155.1580 734.4569 16.9308 4410 1 734.4569 1.99
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 820.8968 2300.2221 22.3795 3627 3 767.4122 2.1268
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2077.1764 GGIGVIQIDEAALREGLPLR 520.2537 2077.1252 21.5669 5741 2 1039.0662 ‐23.7824
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 976.4469 DEVEDLEK 326.1238 976.4492 17.9531 1593 2 488.7283 1.0532
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 6938.9240 2438.4023 21.2637 19314 3 813.4723 0.1368
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1176.6987 KYTEVKPALK 11820.7600 1176.7001 15.6641 6485 3 392.9049 ‐0.1342
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1043.5269 GVYDIHSPR 106.3301 1043.5324 22.8886 18835 2 522.2699 4.1779
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 603.3712 ITELK 5719.1670 603.3713 20.2915 6409 1 603.3713 ‐0.1494
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1262.6852 ALFSANAAALASR 391.9892 1262.6804 28.7809 5277 2 631.8439 ‐4.4537
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 508.2878 SVFR 407.2294 508.2883 16.9302 4144 1 508.2883 0.2410
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 843.4934 VEVNALAK 157.6287 843.4933 21.9432 3859 1 843.4933 0.3835
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 993.4744 SVPAMEMTK 409.4357 993.4752 21.2871 3749 1 993.4752 1.17
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 906.4163 SSEEIADR 4118.9330 906.4165 18.2361 3340 1 906.4165 1.0528
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1331.7470 PVTILNWSFVR 186.4819 1331.7411 25.4348 2776 2 666.3742 ‐5.0501
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 915.4894 QIDEAALR 1621.5090 915.4864 31.3786 2548 1 915.4864 ‐2.5171
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1228.6606 PVLVMDLEGQK 255.3554 1228.6554 39.9957 2491 2 614.8313 ‐5.0047
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 924.4938 AFGFDLVR 1907.1420 924.4941 20.0634 2094 1 924.4941 1.04
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 869.3887 SEEDYVK 3370.4510 869.3906 16.2480 1869 1 869.3906 2.72
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1438.7437 AGIGPGVYDIHSPR 339.7707 1438.7459 23.0099 1767 2 719.8766 1.0928
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1339.6106 WFDTNYHYIV 231.9741 1339.6133 22.5910 1765 2 670.3103 1.55
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 557.3657 SLLPK 121.0998 557.3678 20.9733 1706 1 557.3678 3.59
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1504.7431 NIWANDFAASLSTL 434.4568 1504.7449 25.6606 1677 2 752.8761 0.9578



NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 921.4789 YGDVSRPK 81.0380 921.4824 23.1144 1502 1 921.4824 4.06
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 490.2871 TELK 2212.7160 490.2882 20.0814 1486 1 490.2882 1.36
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 912.5764 ELLSLLPK 555.4289 912.5789 22.5708 1474 1 912.5789 3.66
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 710.3212 AMEMTK 126.0085 710.3187 20.3416 1461 1 710.3187 ‐3.3441
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 819.3843 SEEIADR 148.4104 819.3872 17.9089 1098 1 819.3872 4.0758
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1484.9087 PVLVGPVSYLLLSK 2845.3330 1484.8990 24.7468 801 1 1484.8990 ‐3.5707
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 1163.6208 GVTAFGFDLVR 239.5055 1163.6238 19.7038 1032 1 1163.6238 4.90
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 None 813.4716 EVITELK 180.7612 813.4706 20.0757 877 2 407.2389 ‐2.8800
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 76 49.41 Carbamidomethyl+C(16) 2196.1192 MLAVLEQNILWVNPDCGLK 248.7006 2196.1135 21.9863 791 2 1098.5604 ‐1.4948
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 123838.9000 2140.2607 24.7406 64241 2 1070.6340 0.2843
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1096.5786 YLFAGVVDGR 39670.8000 1096.5791 17.8200 53423 2 548.7932 ‐0.8726
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 22633.6200 2861.4267 20.8588 46131 3 954.4804 ‐0.4962
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1181.6313 GVTAFGFDLVR 42968.7000 1181.6318 20.0609 44708 2 591.3196 ‐0.6993
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1199.5732 FALESFWDGK 32414.7100 1199.5731 20.2644 42175 2 600.2902 ‐1.1439
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1146.6769 SFELLSLLPK 34534.4800 1146.6776 22.5734 35956 2 573.8424 ‐0.5988
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11807.3700 2213.1410 22.2733 31906 2 1107.0741 ‐0.7223
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 2310.3068 LNLPILPTTTIGSFPQTVELR 4925.4860 2310.3023 22.3563 25782 2 1155.6548 ‐0.2965
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 3261.6400 3013.4220 20.5413 22416 4 754.1110 1.18
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 9531.4090 2418.2640 25.5672 22265 2 1209.6356 0.9371
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1790.9622 GMLTGPVTILNWSFVR 4854.2320 1790.9639 23.5630 12540 2 895.9856 1.35
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 734.4559 LLSVFR 14596.9700 734.4569 16.9308 4410 1 734.4569 1.99
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 960.5652 2300.2221 22.3795 3627 3 767.4122 2.0385
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1506.7547 DEALFSANAAALASR 441.0756 1506.7343 24.6165 4113 2 753.8708 ‐13.8684
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1021.5465 SWLAFAAQK 132.7728 1021.5561 23.9788 1847 1 1021.5561 10.66
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 4382.9150 2438.4023 21.2637 19314 3 813.4723 0.0705
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 Carbamidomethyl+C(7) 3013.5762 LVVSTSCSLLHTAVDLINETKLDDEIK 978.8807 3013.5902 23.1428 8319 4 754.1530 4.1673
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 924.4938 AFGFDLVR 154.3649 924.4891 19.5944 6605 1 924.4891 ‐4.1766
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 673.3628 AGVVDGR 5839.3090 673.3616 17.8298 5864 1 673.3616 ‐1.8832
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 508.2878 SVFR 895.2057 508.2883 16.9302 4144 1 508.2883 0.1999
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1278.6113 PEVNFSYASHK 167.9249 1278.6110 17.7892 2598 2 639.8091 ‐1.1833
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 912.5764 ELLSLLPK 491.3960 912.5789 22.5708 1474 1 912.5789 3.53
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 76 49.41 None 1484.9087 PVLVGPVSYLLLSK 3105.2290 1484.8990 24.7468 801 1 1484.8990 ‐3.5641
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1581.8370 TIEKPVEDPSELPK 88157.9800 1581.8357 20.9822 175537 3 527.9501 ‐1.8070
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1763.9174 VETLLNLDTKPYSDR 27412.5800 1763.9162 27.7505 102672 3 588.6436 ‐1.4345
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 56993.5900 2564.3062 22.7045 92469 3 855.4403 1.26
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 23240.5700 3000.3984 21.1643 67358 3 1000.8043 ‐0.3834
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 545.3293 LSLNV 9578.5630 545.3290 26.0931 62886 1 545.3290 ‐1.1578
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1817.8565 HETASIDQFSWGVANR 25742.4900 1817.8563 27.7649 61457 3 606.6236 ‐0.8157
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 5014.0340 2676.2761 22.2896 49968 3 892.7635 2.10
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 899.5673 AILNLSLR 13574.2900 899.5650 18.1458 45392 2 450.2861 ‐3.9557
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 15924.4700 2623.3287 18.9875 43658 3 875.1144 ‐0.3113
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 10316.2000 3842.9756 25.5963 35031 3 1281.6634 ‐2.0229
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1775.9690 IIAEYIWIGGSGIDLR 20059.3500 1775.9656 21.6770 19841 2 888.4864 ‐1.6598
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1007.5044 EEGGFEVIK 17790.5700 1007.5047 22.9770 12533 2 504.2560 ‐0.9208
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1135.5994 EEGGFEVIKK 28599.3300 1135.6003 19.5376 12407 2 568.3038 ‐0.1192
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1671.7750 2467.2272 33.5546 10807 2 1234.1172 1.0595
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1361.6080 EHISAYGEGNER 39216.3900 1361.6063 14.7906 8969 3 454.5403 ‐2.4501
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1460.7281 IWGRDISDAHYK 159.4529 1460.7642 33.0902 2424 2 730.8858 24.4113
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1509.7730 SMREEGGFEVIKK 6100.4000 1509.7749 20.0085 15782 3 503.9298 0.2686
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1478.7638 EYIWIGGSGIDLR 551.9285 1478.7704 20.7775 7673 2 739.8889 4.1852
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1235.5725 SMREEGGFEVI 341.3394 1235.5796 18.0473 5020 2 618.2934 4.74
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 702.3682 WGVANR 246.7175 702.3687 29.2328 2542 1 702.3687 0.8106
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1029.4636 HETASIDQF 3124.5700 1029.4628 27.7632 2308 1 1029.4628 0.4739
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1073.5738 WIGGSGIDLR 582.0970 1073.5723 21.6757 1548 2 537.2898 ‐2.4814
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 651.3461 GGNNILV 256.7126 651.3466 18.6356 1454 1 651.3466 0.7648
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 472.2766 TIEK 115.0299 472.2763 19.1279 1112 1 472.2763 ‐1.4515
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 749.4192 GGFEVIK 16515.6900 749.4201 22.9744 950 1 749.4201 1.97
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1225.5947 TIEKPVEDPSE 280.0211 1225.5941 22.6441 934 1 1225.5941 1.19
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 None 1491.7624 SMREEGGFEVIKK 337.7862 1491.7600 17.8533 60414 2 746.3836 ‐1.9142
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 Carbamidomethyl+C(19) 2658.2599 WPLGWPVGAFPGPQGPYYCGVGADK 500.9813 2658.2686 19.5992 5004 3 886.7610 3.24
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14743.1800 47809.8511 43 56.74 Carbamidomethyl+C(9) 2605.3192 GGNNILVICDTWTPAGEPIPTNKR 258.2860 2605.3074 20.0972 1404 3 869.1073 ‐4.4536
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 81751.5500 2564.3062 22.7045 92469 3 855.4403 1.62
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 44334.6100 3000.3984 21.1643 67358 3 1000.8043 ‐0.3605
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 8573.4380 2676.2761 22.2896 49968 3 892.7635 2.24
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 899.5673 AILNLSLR 21786.1000 899.5650 18.1458 45392 2 450.2861 ‐4.3545
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 12136.9400 2623.3287 18.9875 43658 3 875.1144 ‐0.3483
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 12854.8700 3842.9756 25.5963 35031 3 1281.6634 ‐1.8661
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 1775.9690 IIAEYIWIGGSGIDLR 12078.0000 1775.9656 21.6770 19841 2 888.4864 ‐1.6077
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 1817.8565 HETASIDQFSWGVANR 2484.9270 1817.8586 17.2953 8725 3 606.6244 0.2455
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 1644.8744 IAEYIWIGGSGIDLR 3765.4340 1644.8738 21.6754 5695 2 822.9405 ‐0.3630
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 602.3620 NLSLR 2883.2050 602.3621 18.1326 4368 1 602.3621 ‐0.2052
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 Carbamidomethyl+C(1) 1842.8803 CDTWTPAGEPIPTNKR 289.3462 1842.8815 19.9388 1988 2 921.9444 1.1003
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 None 1186.6579 IWIGGSGIDLR 169.7865 1186.6550 22.0813 1357 2 593.8311 ‐3.5383
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 Carbamidomethyl+C(4) 2168.1169 LVICDTWTPAGEPIPTNKR 425.2186 2168.1122 18.9930 903 2 1084.5597 ‐0.8797
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 10135.8300 47809.8511 43 56.74 Carbamidomethyl+C(19) 2658.2599 WPLGWPVGAFPGPQGPYYCGVGADK 522.4148 2658.2686 19.5992 5004 3 886.7610 3.10
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 1171.5187 EMTLEEYEK 13810.7500 1171.5200 22.3888 11316 2 586.2637 0.2132
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 2532.1260 GNWGTTEDDIPPTSEEPTTEVEK 2148.9170 2532.1373 24.8380 1915 3 844.7173 4.60
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 1596.7725 GGVANGESGDVERPPR 826.9832 1596.7786 25.5775 1147 2 798.8929 3.63
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 752.3686 GGSVGGYR 2859.6520 752.3569 20.8964 14511 1 752.3569 ‐15.3646



NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 2145.0068 GGVANGESGDVERPPRNYDR 281.6841 2144.9949 21.4888 5626 2 1073.0011 ‐4.5601
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 1274.6951 KELTAEEKAQK 2553.9520 1274.6993 21.8949 2232 2 637.8533 2.31
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 1335.6261 GRGNGGYNRDNR 143.2523 1335.6335 17.9648 1068 2 668.3204 4.25
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 803.4145 PTTEVEK 103.5803 803.4181 24.9413 10909 1 803.4181 4.58
NP_001078723.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 687.9697 32841.0062 9 21.97 None 802.3955 PRNYDR 179.6270 802.3942 22.0875 1947 1 802.3942 ‐1.1550
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 1203.6368 EIEYPGQVLR 120829.4000 1203.6373 25.1566 251369 2 602.3223 ‐0.4214
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 134166.3000 2360.1568 23.9680 206361 2 1180.5820 ‐2.3389
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 11177.7600 4704.2350 22.4159 53711 4 1176.8142 0.3526
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 1588.7278 TNTDFLPYNGDGFK 25393.8000 1588.7307 29.0106 49889 2 794.8690 1.01
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 5981.6500 2386.1203 29.2012 10729 2 1193.5638 0.2808
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 2211.1081 TNTDFLPYNGDGFKVQVPAK 1023.7540 2211.1033 29.3901 66470 3 737.7060 ‐2.4636
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 2069.0258 TADGDEGGKHQLITATVNGGK 612.1399 2069.0074 25.5230 4465 2 1035.0073 ‐8.0291
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 832.4676 YPGQVLR 5138.6510 832.4669 25.1574 5042 1 832.4669 ‐0.2160
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 961.5102 EYPGQVLR 472.8102 961.5093 25.6330 3841 1 961.5093 0.0861
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 535.2399 EIEY 122.8466 535.2378 25.8423 1989 1 535.2378 ‐4.4927
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 22825.2700 23816.0454 27 62.56 None 1706.8820 DEGGKHQLITATVNGGK 332.0389 1706.8752 25.7114 1026 2 853.9412 ‐3.8758
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1203.6368 EIEYPGQVLR 144675.2000 1203.6373 25.1564 250776 2 602.3223 ‐0.2752
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1588.7278 TNTDFLPYNGDGFK 36940.3100 1588.7307 29.0106 49889 2 794.8690 1.96
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1215.5892 FVESAATSFSVA 319.1301 1215.5814 28.1498 9298 2 608.2943 ‐7.0764
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 2211.1081 TNTDFLPYNGDGFKVQVPAK 1508.0420 2211.1033 29.3894 65890 3 737.7060 ‐2.3246
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1343.6842 KFVESAATSFSVA 7102.2560 1343.6855 26.4329 31995 2 672.3464 0.5901
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 961.5102 EYPGQVLR 2111.5050 961.5112 25.1545 9460 1 961.5112 2.98
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 832.4676 YPGQVLR 5954.6000 832.4669 25.1574 5042 1 832.4669 ‐0.0605
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1197.5786 FVESAATSFSVA 312.6560 1197.5762 30.2465 2392 2 599.2917 ‐2.7549
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1185.6262 EIEYPGQVLR 199.3749 1185.6333 25.1546 1998 2 593.3203 5.64
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8985.1430 23816.0454 27 62.56 None 1325.6736 KFVESAATSFSVA 213.1376 1325.6727 22.7660 1436 2 663.3400 ‐1.1119
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 106873.8000 2360.1568 23.9680 206361 2 1180.5820 ‐1.9862
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 14711.3800 4704.2350 22.4159 53711 4 1176.8142 0.2699
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 1079.9130 2386.1260 17.7610 16651 3 796.0468 0.9815
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 1815.9388 WNPSKEIEYPGQVLR 408.3323 1815.9268 24.0685 1064 2 908.4670 ‐6.1830
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 1624.8006 WNPSKEIEYPGQVL 80.9081 1624.7933 23.2827 5965 2 812.9003 ‐4.5245
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 13335.4000 23816.0454 27 62.56 None 2160.0495 TDYGSPEEFLSQVNYLLGK 1335.6950 2160.0534 23.9755 1873 2 1080.5303 3.0515
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1611.9105 ALLDDPVFRPLVEK 15984.1300 1611.9097 19.4193 75075 3 537.9747 ‐1.4269
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 922.4516 LSELGFADA 17297.7400 922.4518 28.4627 67080 1 922.4518 1.0787
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 75543.2100 2280.0571 22.0553 56853 2 1140.5322 ‐0.3656
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 2064.8644 YAADEDAFFADYAEAHMK 38914.1100 2064.8643 31.0027 46865 3 688.9596 ‐0.5036
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1101.6150 EGLLQLVSDK 30240.7400 1101.6153 30.7619 44592 2 551.3113 ‐0.7400
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 2069.0808 QMGLSDKDIVALSGAHTLGR 19614.9100 2069.0828 17.3780 44412 4 518.0262 ‐0.1566
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 22024.2900 960.4761 19.1327 38552 2 480.7417 ‐0.5796
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1858.0168 ELLSGEKEGLLQLVSDK 14228.6400 1858.0157 32.7040 30600 3 620.0101 ‐1.2684
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 10521.3300 1635.7340 22.4930 28085 3 545.9162 ‐0.4514
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 923.4404 TGGPFGTMR 2857.9250 923.4413 20.9336 27834 2 462.2243 ‐0.4001
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1343.6478 NYPTVSEDYKK 15124.7500 1343.6484 17.4924 19746 3 448.5543 ‐0.7419
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1906.9518 FDAEQAHGANSGIHIALR 3848.9910 1906.9546 23.7289 10066 3 636.3230 0.8149
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1309.7223 DIVALSGAHTLGR 153.6290 1309.7532 23.9026 1600 2 655.3802 22.9489
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 615.3647 PIMVR 7383.8080 615.3653 19.1325 4202 1 615.3653 0.7522
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1066.5415 PTVSEDYKK 7190.9070 1066.5427 17.4818 3715 2 533.7750 ‐0.0115
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 888.5302 FRPLVEK 223.0873 888.5285 20.2794 2587 1 888.5285 ‐1.1367
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 686.4018 APIMVR 1404.1740 686.4027 19.1289 2352 1 686.4027 1.49
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 528.2664 ALLDD 91.4917 528.2691 19.0049 1939 1 528.2691 4.63
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 464.2286 GTMR 86.6293 464.2281 18.2051 1554 1 464.2281 ‐1.8992
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 Carbamidomethyl+C(1) 846.4325 CAPIMVR 167.1721 846.4317 18.6435 1481 1 846.4317 ‐0.2911
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1830.7639 ADEDAFFADYAEAHMK 3801.2060 1830.7654 30.9958 1184 2 915.8863 1.1782
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1644.8565 AEQAHGANSGIHIALR 548.2582 1644.8665 23.7392 1093 3 548.9603 5.1894
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 16456.9400 27846.3943 23 63.20 None 1083.6045 EGLLQLVSDK 168.8987 1083.6016 30.7453 800 2 542.3044 ‐3.6952
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1384.7795 AAALNIVPTSTGAAK 59458.2500 1384.7780 23.9826 265956 2 692.8926 ‐1.5597
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 188514.3000 1833.9045 36.0563 104470 2 917.4559 0.0381
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1037.6717 AVALVLPNLK 19785.7100 1037.6714 18.7876 99821 2 519.3393 ‐1.5146
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1456.7795 VVDLADIVANNWK 101531.9000 1456.7781 20.9409 92631 2 728.8927 ‐1.2836
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1254.6113 TFAEEVNAAFR 44524.5700 1254.6106 29.4655 84864 2 627.8090 ‐1.2766
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1555.6805 GTMTTTHSYTGDQR 60407.4400 1555.6798 14.1216 76221 3 519.2315 ‐1.4430
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1780.0215 VPTPNVSVVDLVVQVSK 36368.2300 1780.0217 21.2292 71867 2 890.5145 0.4264
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1786.8184 VIAWYDNEWGYSQR 56119.3000 1786.8176 18.8047 62591 2 893.9124 ‐0.1289
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 12180.4000 2557.2304 31.5475 42066 3 853.0816 0.0148
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1627.8537 DSPLDVVVINDTGGVK 42102.2600 1627.8528 30.9776 36957 2 814.4300 ‐0.6111
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1908.1164 VPTPNVSVVDLVVQVSKK 3729.9390 1908.1189 20.3315 24477 3 636.7111 0.6479
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1755.9487 KDSPLDVVVINDTGGVK 1546.7840 1755.9431 28.0824 5613 3 585.9859 ‐3.9452
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 867.5662 ALVLPNLK 4366.5440 867.5667 18.7875 8540 1 867.5667 1.16
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1397.6114 MTTTHSYTGDQR 25175.7200 1397.6118 14.1220 6063 2 699.3095 ‐0.1664
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1006.4952 AEEVNAAFR 5015.3890 1006.4956 29.4715 5827 1 1006.4956 1.19
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1266.5709 TTTHSYTGDQR 17277.4300 1266.5723 14.1223 4659 2 633.7898 0.4181
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 683.4450 VLPNLK 1476.6890 683.4452 18.7881 4455 1 683.4452 0.2674
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 935.4581 EEVNAAFR 7997.4250 935.4596 29.4541 3168 1 935.4596 2.71
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 796.5291 LVLPNLK 1064.7820 796.5303 18.7882 2884 1 796.5303 1.41
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 447.2562 TGAAK 224.6873 447.2586 23.0284 2853 1 447.2586 4.59
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 806.4155 EVNAAFR 142.1773 806.4110 29.5633 2790 1 806.4110 ‐5.1636
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 826.3690 SYTGDQR 994.4496 826.3707 14.0997 1165 1 826.3707 2.90
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1171.6681 LNIVPTSTGAAK 179.3716 1171.6604 23.9784 943 1 1171.6604 ‐4.7927
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1165.5232 TTHSYTGDQR 405.1711 1165.5269 15.6594 880 2 583.2671 2.64



NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 959.4945 DIVANNWK 245.6711 959.4961 19.0853 750 2 480.2517 0.3808
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1537.6700 GTMTTTHSYTGDQR 454.8015 1537.6700 14.1245 1826 3 513.2282 ‐1.0101
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1384.7795 AAALNIVPTSTGAAK 134427.8000 1384.7780 23.9826 265956 2 692.8926 ‐1.4085
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 184910.0000 1833.9045 36.0569 102983 2 917.4559 0.1752
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1254.6113 TFAEEVNAAFR 33466.2400 1254.6106 29.4648 84151 2 627.8090 ‐1.1365
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7649.1140 2557.2304 31.5475 42066 3 853.0816 0.2114
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1627.8537 DSPLDVVVINDTGGVK 51581.6600 1627.8528 30.9776 36957 2 814.4300 ‐0.4501
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1755.9487 KDSPLDVVVINDTGGVK 2822.1670 1755.9431 28.0824 5613 3 585.9859 ‐3.8766
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 944.5411 IVPTSTGAAK 535.3381 944.5406 22.5168 7894 2 472.7740 ‐1.7351
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 935.4581 EEVNAAFR 6514.1790 935.4596 29.4541 3168 1 935.4596 2.28
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 623.3148 SVDFR 1528.0670 623.3159 34.1680 1480 1 623.3159 1.72
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1171.6681 LNIVPTSTGAAK 300.0107 1171.6604 23.9784 943 1 1171.6604 ‐4.6036
NP_001117437.1 uncharacterized protein Arabidopsis thaliana 163.7866 30742.8197 5 10.00 None 917.5302 TLLESNLK 1103.7460 917.5313 23.3629 7396 1 917.5313 2.1497
NP_001117437.1 uncharacterized protein Arabidopsis thaliana 163.7866 30742.8197 5 10.00 None 2182.0790 MFYTLSTWGLAFGGLYQAR 1167.0770 2182.0763 35.7510 2483 2 1091.5418 0.0319
NP_001117437.1 uncharacterized protein Arabidopsis thaliana 163.7866 30742.8197 5 10.00 Carbamidomethyl+C(15) 2500.1450 LFETLAESAAFSHDCPSDLYAR 298.3478 2500.1679 26.7727 5688 3 834.0608 9.16
NP_001117437.1 uncharacterized protein Arabidopsis thaliana 163.7866 30742.8197 5 10.00 None 1579.7863 QALSNGTQNQFPFK 357.4276 1579.7495 27.5894 3221 2 790.3784 ‐23.2702
NP_001117437.1 uncharacterized protein Arabidopsis thaliana 163.7866 30742.8197 5 10.00 Carbamidomethyl+C(1) 849.3958 CIMSNPK 235.7602 849.4048 22.7867 1734 1 849.4048 11.73
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1158.6517 GVLLYGPPGTGK 21829.6800 1158.6529 16.1830 12734 2 579.8301 0.1151
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1800.9564 ESIELPLMNPELFLR 3226.9440 1800.9537 23.7802 4712 2 900.9805 ‐1.1681
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1276.6896 AIASNIDANFLK 3805.6430 1276.6892 28.4258 4272 2 638.8482 ‐0.9873
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 896.4472 TAAVTDYR 798.2997 896.4469 28.8108 2387 1 896.4469 0.3856
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1024.5422 TAAVTDYRK 330.6642 1024.5262 16.1866 3641 2 512.7667 ‐16.8107
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1177.6688 YIGESARLIR 316.9374 1177.6782 19.0777 194880 2 589.3428 7.1486
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 707.3723 DANFLK 191.6199 707.3704 28.8869 14345 1 707.3704 ‐2.6333
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1090.7180 37743.2038 12 14.3 None 1002.5619 LLYGPPGTGK 180.0449 1002.5583 17.2761 981 1 1002.5583 ‐2.4152
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 913.0722 37743.2038 12 14.3 None 1158.6517 GVLLYGPPGTGK 24117.5900 1158.6529 16.1830 12734 2 579.8301 ‐0.1504
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 913.0722 37743.2038 12 14.3 None 1934.9892 TLMELLNQLDGFDQLGK 511.2797 1934.9946 24.6076 2775 2 968.0010 3.72
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 913.0722 37743.2038 12 14.3 None 1276.6896 AIASNIDANFLK 648.0278 1276.6597 20.3538 12579 2 638.8335 ‐24.2722
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 913.0722 37743.2038 12 14.3 None 1002.5619 LLYGPPGTGK 113.2424 1002.5583 17.2761 981 1 1002.5583 ‐2.4322
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1573.8432 GVTTIIGGGDSVAAVEK 159126.3000 1573.8447 26.1596 127092 2 787.4260 0.8555
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1404.7369 ELDYLVGAVSNPK 81195.6800 1404.7371 28.0418 101841 2 702.8722 ‐0.3397
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1933.9767 LASLADLYVNDAFGTAHR 21237.6700 1933.9754 19.5719 83912 3 645.3300 ‐1.2499
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1100.6562 IGVIESLLEK 61659.4600 1100.6566 19.7851 72218 2 550.8320 ‐0.5942
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 999.5986 FSLAPLVPR 29579.6800 999.5975 19.1435 68464 2 500.3024 ‐2.2724
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6210.7660 2269.1900 19.7698 61518 3 757.0682 1.65
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1447.8671 FLKPSVAGFLLQK 3367.3760 1447.8666 19.1269 38136 3 483.2937 ‐1.4685
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1539.8992 GVSLLLPTDVVIADK 3104.4040 1539.8994 20.6429 24173 2 770.4533 ‐0.0908
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1102.6368 RPFAAIVGGSK 6689.5360 1102.6369 14.5383 13162 2 551.8221 ‐0.8629
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 713.4556 AAIPTIK 7961.0760 713.4563 19.9594 8638 1 713.4563 0.9911
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 2028.9469 ADLNVPLDDNQNITDDTR 12480.5000 2028.9454 26.2191 8442 2 1014.9764 0.0691
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1220.7474 VILSTHLGRPK 13970.7000 1220.7487 13.5983 4961 3 407.5878 ‐0.1969
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1579.8942 VLPGVVALDEATPVTV 2782.3980 1579.8987 35.8831 4674 2 790.4530 2.19
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1518.7646 AQGLSVGSSLVEEDK 692.5411 1518.7666 24.8881 1724 2 759.8869 1.0896
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1342.4290 2370.2920 20.9815 10196 3 790.7688 0.0359
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1430.7849 GTEAVANKLAELSK 393.2282 1430.7897 31.2463 3888 2 715.8985 2.89
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 2298.1320 ADLNVPLDDNQNITDDTRIR 852.3724 2298.1366 35.2972 1657 2 1149.5719 3.36
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 987.5721 GVIESLLEK 1194.8660 987.5727 19.8112 9818 1 987.5727 1.82
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 581.3770 PLVPR 227.4763 581.3774 19.1423 7000 1 581.3774 0.3634
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 642.4185 AIPTIK 106.0249 642.4167 20.0036 5740 1 642.4167 ‐2.9163
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 560.3402 IVGGSK 88.9078 560.3417 16.8074 5363 1 560.3417 2.0573
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 571.3814 IPTIK 2203.6380 571.3817 19.9624 4287 1 571.3817 0.1581
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 652.4141 APLVPR 173.4012 652.4133 19.1369 3811 1 652.4133 ‐1.4056
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 458.2973 PTIK 2239.1050 458.2972 19.9633 3532 1 458.2972 ‐1.1000
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 543.3038 RPFAA 136.9433 543.3056 14.5665 2844 1 543.3056 2.61
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 634.3083 ELDYL 134.9971 634.3099 26.0512 2319 1 634.3099 2.69
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 852.5302 SLAPLVPR 279.3943 852.5328 19.1420 2011 1 852.5328 3.71
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 765.4981 LAPLVPR 167.8345 765.4997 19.1415 1982 1 765.4997 2.16
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1008.5949 LSTHLGRPK 3875.4080 1008.5913 13.5895 1917 2 504.7993 ‐4.7540
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 930.5506 VIESLLEK 223.3246 930.5516 19.2421 1755 1 930.5516 1.11
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 656.3879 RPFAAI 867.9590 656.3885 14.5379 1732 1 656.3885 0.9158
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1070.6092 LPTDVVIADK 198.9596 1070.6128 19.8732 1596 2 535.8100 2.62
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1162.6103 DYLVGAVSNPK 867.0514 1162.6078 28.0433 1295 1 1162.6078 ‐0.3738
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 821.4040 ADLNVPLD 269.6778 821.4051 35.5363 1131 1 821.4051 1.54
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 1121.6790 ILSTHLGRPK 6190.3470 1121.6773 13.5816 887 2 561.3423 ‐2.4350
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14457.4800 42729.4379 48 54.57 None 2011.9203 ADLNVPLDDNQNITDDTR 97.4200 2011.9094 25.5227 1176 2 1006.4583 ‐4.6975
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1573.8432 GVTTIIGGGDSVAAVEK 154661.0000 1573.8446 26.1591 123967 2 787.4259 0.9517
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1404.7369 ELDYLVGAVSNPK 122713.1000 1404.7371 28.0418 101841 2 702.8722 ‐0.1877
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 713.4556 AAIPTIK 7624.4770 713.4563 19.9594 8638 1 713.4563 1.1348
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1579.8942 VLPGVVALDEATPVTV 3771.6410 1579.8987 35.8831 4674 2 790.4530 2.11
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1518.7646 AQGLSVGSSLVEEDK 571.4116 1518.7666 24.8881 1724 2 759.8869 1.62
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1701.9381 KGVTTIIGGGDSVAAVEK 1768.1330 1701.9356 24.2583 3555 3 567.9834 ‐2.2684
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 642.4185 AIPTIK 100.7065 642.4167 20.0036 5740 1 642.4167 ‐2.7796
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1047.5833 YLVGAVSNPK 531.2882 1047.5829 27.9465 5465 2 524.2951 ‐1.3787
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 571.3814 IPTIK 2008.3870 571.3817 19.9624 4287 1 571.3817 0.2878
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 458.2973 PTIK 2611.9520 458.2972 19.9633 3532 1 458.2972 ‐0.9815
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 634.3083 ELDYL 113.8650 634.3099 26.0512 2319 1 634.3099 2.28
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10797.8000 42729.4379 48 54.57 None 1162.6103 DYLVGAVSNPK 1254.4450 1162.6078 28.0433 1295 1 1162.6078 ‐0.1856
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 266.7580 54794.5679 10 10.19 None 1318.6233 TIEVNNTDAEGR 7491.8480 1318.6250 16.1725 13787 2 659.8162 0.6669
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 266.7580 54794.5679 10 10.19 None 1163.5473 SGVADMVNTGGR 2022.1390 1163.5516 20.0668 6612 2 582.2794 2.84



NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 266.7580 54794.5679 10 10.19 None 1505.7846 AVDIIGFGTGAEVEK 1636.4220 1505.7784 29.8383 4094 2 753.3928 ‐4.3755
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 266.7580 54794.5679 10 10.19 None 1145.5368 SGVADMVNTGGR 246.6019 1145.5307 20.2707 1355 1 1145.5307 ‐3.6233
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 1294.6460 FDMGGSAAVLGAAK 2868.2680 1294.6500 26.7927 6993 2 647.8287 2.03
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 1163.5473 SGVADMVNTGGR 2282.9420 1163.5516 20.0668 6612 2 582.2794 2.07
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 1505.7846 AVDIIGFGTGAEVEK 1393.2210 1505.7784 29.8383 4094 2 753.3928 ‐4.2193
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 3136.6401 MGSYLAVAAASANPPHFIHLVYKPPNG 250.7628 3136.5827 36.8578 40135 3 1046.1991 ‐17.3960
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 1271.6266 GLTFDSGGYNIK 1841.0140 1271.6265 26.1421 13682 2 636.3169 ‐0.6533
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 240.2266 54794.5679 10 10.19 None 1730.8820 AHTLGLTQPNSTEPHK 428.3374 1730.9155 24.8704 3053 3 577.6434 18.6328
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 2668.0260 2346.2119 20.6776 10484 3 782.7422 ‐0.3042
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 1256.6157 LAYGDNSEFIK 2234.7400 1256.6156 23.8760 7255 2 628.8115 ‐0.8194
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 1588.8030 2607.3504 37.1856 6853 3 869.7883 ‐1.7858
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 4197.3460 1404.7250 20.9624 6485 2 702.8661 ‐1.4608
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 1310.6297 GLDFSALMDDVK 1237.7980 1310.6299 35.4579 6293 2 655.8186 ‐0.4638
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 934.5105 VNVGVGAYR 2165.2900 934.5115 19.4132 3780 2 467.7594 ‐0.2985
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 2134.9440 HFAFFDMAYQGFASGDPAR 222.5432 2134.9779 38.1347 2097 2 1067.9926 16.8927
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 2577.1980 KHFAFFDMAYQGFASGDPARDAK 1124.0160 2577.1993 32.0163 8711 3 859.7380 0.5891
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 Carbamidomethyl+C(11) 1220.6052 AVQTLSGTGACR 192.0245 1220.5998 21.9930 3319 2 610.8035 ‐5.2372
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 835.4421 NVGVGAYR 126.1637 835.4430 18.8985 1925 1 835.4430 1.36
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 622.3307 GVGAYR 60.1650 622.3289 18.5305 1582 1 622.3289 ‐3.1635
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 20 21.86 None 917.4839 VNVGVGAYR 101.5753 917.4821 20.0448 1021 2 459.2447 ‐3.3874
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 1256.6157 LAYGDNSEFIK 1392.3350 1256.6156 23.8760 7255 2 628.8115 ‐0.6734
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 1934.5320 2607.3504 37.1856 6853 3 869.7883 ‐1.5812
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 7030.0100 1404.7250 20.9624 6485 2 702.8661 ‐1.3088
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 934.5105 VNVGVGAYR 5634.9560 934.5115 19.4132 3780 2 467.7594 ‐0.1656
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 1898.9746 DPILGVTEAFLADPSPEK 294.1356 1898.9508 32.5520 2596 2 949.9790 ‐11.8435
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 2134.9440 HFAFFDMAYQGFASGDPAR 364.7945 2134.9779 38.1347 2097 2 1067.9926 17.0744
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 Carbamidomethyl+C(11) 1957.9648 DDNGKPVVLECVREAEK 157.1942 1957.9152 36.5870 1327 2 979.4612 ‐24.5124
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 529.5618 48099.9890 20 21.86 None 835.4421 NVGVGAYR 192.7177 835.4430 18.8985 1925 1 835.4430 1.94
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1658.8285 YGAGIGPGVYDIHSPR 30066.8400 1658.8293 24.6800 73162 3 553.6146 ‐0.3986
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1411.7904 GGIGVIQIDEAALR 86589.8200 1411.7898 31.3805 61344 2 706.3986 ‐0.7888
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1096.5786 YLFAGVVDGR 38894.9500 1096.5791 17.8200 53423 2 548.7932 ‐0.5752
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1181.6313 GVTAFGFDLVR 57694.0400 1181.6318 20.0609 44708 2 591.3196 ‐0.4456
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1235.5759 GNASVPAMEMTK 41585.1400 1235.5769 20.9615 42295 2 618.2921 0.0976
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1199.5732 FALESFWDGK 26770.3200 1199.5731 20.2644 42175 2 600.2902 ‐0.8994
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 13009.4500 2213.1410 22.2733 31906 2 1107.0741 ‐0.9993
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 2310.3068 LNLPILPTTTIGSFPQTVELR 7314.5040 2310.3023 22.3563 25782 2 1155.6548 ‐0.6235
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2297.0110 1714.9339 21.5647 15239 3 572.3162 0.9169
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1790.9622 GMLTGPVTILNWSFVR 6609.5460 1790.9639 23.5630 12540 2 895.9856 1.37
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 734.4559 LLSVFR 6155.1580 734.4569 16.9308 4410 1 734.4569 1.99
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 820.8968 2300.2221 22.3795 3627 3 767.4122 2.1268
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 2077.1764 GGIGVIQIDEAALREGLPLR 520.2537 2077.1252 21.5669 5741 2 1039.0662 ‐23.7824
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 2012.9422 YGFTSGEIGLDVYFSMAR 230.9077 2012.8959 31.5104 5450 2 1006.9516 ‐22.2637
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 690.3781 SQLGSAK 475.5807 690.3878 25.2460 2067 1 690.3878 14.0489
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 720.3675 SGFPQGK 365.6182 720.3597 29.0562 2027 1 720.3597 ‐10.7577
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 976.4469 DEVEDLEK 326.1238 976.4492 17.9531 1593 2 488.7283 1.0532
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 982.4728 ISEEDYVK 4142.7860 982.4722 17.9843 1554 2 491.7397 ‐1.8776
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 6938.9240 2438.4023 21.2637 19314 3 813.4723 0.1368
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1176.6987 KYTEVKPALK 11820.7600 1176.7001 15.6641 6485 3 392.9049 ‐0.1342
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1110.5677 KISEEDYVK 1398.1390 1110.5650 20.9898 2364 1 1110.5650 ‐0.9278
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 2418.2511 KVVDIQEDLDIDVLVHGEPER 650.3861 2418.2284 43.0029 1927 3 806.7477 ‐9.4960
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1043.5269 GVYDIHSPR 106.3301 1043.5324 22.8886 18835 2 522.2699 4.1779
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 508.2878 SVFR 407.2294 508.2883 16.9302 4144 1 508.2883 0.2410
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 993.4744 SVPAMEMTK 409.4357 993.4752 21.2871 3749 1 993.4752 1.17
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1331.7470 PVTILNWSFVR 186.4819 1331.7411 25.4348 2776 2 666.3742 ‐5.0501
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 915.4894 QIDEAALR 1621.5090 915.4864 31.3786 2548 1 915.4864 ‐2.5171
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 924.4938 AFGFDLVR 1907.1420 924.4941 20.0634 2094 1 924.4941 1.04
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1438.7437 AGIGPGVYDIHSPR 339.7707 1438.7459 23.0099 1767 2 719.8766 1.0928
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 921.4789 YGDVSRPK 81.0380 921.4824 23.1144 1502 1 921.4824 4.06
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 710.3212 AMEMTK 126.0085 710.3187 20.3416 1461 1 710.3187 ‐3.3441
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1384.6420 YGFTSGEIGLDVY 203.6813 1384.6489 32.3632 1144 2 692.8281 4.99
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 964.4622 ISEEDYVK 206.3591 964.4657 16.7470 1705 2 482.7365 2.64
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 None 1163.6208 GVTAFGFDLVR 239.5055 1163.6238 19.7038 1032 1 1163.6238 4.90
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 5405.2280 84926.1401 35 33.73 Carbamidomethyl+C(16) 2196.1192 MLAVLEQNILWVNPDCGLK 248.7006 2196.1135 21.9863 791 2 1098.5604 ‐1.4948
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 1355.6689 NTADTTIYSIEK 5660.1790 1355.6714 22.9117 6334 2 678.3393 1.33
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 1130.5688 EIEDAVADLR 10978.9200 1130.5704 24.8256 5058 2 565.7888 0.4263
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 1868.9964 IPSEIAKEIEDAVADLR 151.6134 1868.9661 22.1767 780 3 623.6602 ‐16.8621
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 2055.0492 ELIDTKNTADTTIYSIEK 560.9308 2055.0561 29.9836 1294 3 685.6902 2.02
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 759.3995 DAVADLR 152.4352 759.4016 22.9625 2334 1 759.4016 2.77
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 888.4421 EDAVADLR 221.4307 888.4440 26.6558 1469 1 888.4440 2.72
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 1337.6583 NTADTTIYSIEK 324.7371 1337.6511 20.4772 1754 1 1337.6511 ‐2.9836
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1178.3580 16267.9939 8 18.30 None 2038.0227 ELIDTKNTADTTIYSIEK 531.3909 2038.0174 32.1030 1509 2 1019.5123 ‐1.8024
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1221.6660 IAILNANYMAK 36034.9500 1221.6663 17.3195 22001 2 611.3368 ‐0.5985
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1791.9527 LGVAEVQELPFFDTVK 11158.9900 1791.9545 21.6721 20658 2 896.4809 1.42
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 8296.6170 2760.2724 19.4952 13288 3 920.7623 0.2789
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 2279.1440 1094.5701 17.8858 12418 2 547.7887 2.74
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1243.6165 NTAGIEPEDVAK 10997.2500 1243.6187 19.2781 11464 2 622.3130 0.9996
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 959.5044 EEIAQIEK 25429.0100 959.5043 17.7657 10352 2 480.2558 ‐1.4266
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1171.6066 GNADVQNNVLK 14496.9400 1171.6074 17.7365 10235 2 586.3073 ‐0.2075



NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1399.7176 NTAGIEPEDVAKR 15463.7500 1399.7191 18.2540 7731 3 467.2445 ‐0.0728
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 1803.2240 3029.5923 19.7305 7171 3 1010.5356 ‐0.1463
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1043.5480 GNINIEEVR 3671.7830 1043.5492 21.3151 4655 2 522.2782 ‐0.0238
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 852.7440 2484.2087 20.3075 2433 3 828.7411 ‐1.7415
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1075.5994 IIGISVDSSGK 3854.9440 1075.6013 15.3935 2019 2 538.3043 0.6755
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1575.8013 GFKNTAGIEPEDVAK 659.9514 1575.7949 24.7955 6018 3 525.9365 ‐5.0229
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 2463.2007 FDAGLTESQMIQHMVDLASKNK 527.8031 2463.2208 18.6056 2472 3 821.7451 8.1225
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1311.7089 SIRLDSMKFSK 390.5489 1311.7186 17.0184 1093 3 437.9110 6.1196
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 853.4454 PFFDTVK 113.3188 853.4502 22.1718 2626 2 427.2288 4.0988
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1330.7042 LGVAEVQELPFF 309.5775 1330.7050 20.5650 2505 2 665.8561 0.0087
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 601.4032 LISIR 211.5337 601.4044 17.1030 2429 1 601.4044 1.38
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 658.3406 PEDVAK 169.0533 658.3406 18.5810 1000 1 658.3406 ‐0.2190
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1602.8526 VFASGKPVPFTAESLA 274.1110 1602.8603 19.9949 784 2 801.9338 4.63
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1839.2790 107194.3958 22 22.75 None 1382.6910 NTAGIEPEDVAKR 347.7719 1382.6855 19.2096 990 2 691.8464 ‐4.4752
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 3241.8020 1548.8245 21.7118 11930 2 774.9159 ‐2.2600
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 1116.6259 TSLAPGSGVVTK 8146.9940 1116.6250 18.9392 11667 2 558.8162 ‐1.7968
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 1777.9041 EVAEVVQSSVLPDMFK 1623.1890 1777.9028 34.3294 5602 2 889.4550 ‐0.4231
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 1331.5824 MFVDYSEPESK 996.7477 1331.5830 22.8235 2575 2 666.2951 ‐0.1427
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 713.1122 2618.3123 34.9439 1147 3 873.4423 ‐1.7455
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 711.3494 YLMER 1002.7020 711.3456 29.6862 4312 1 711.3456 ‐5.3544
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 1235.5321 DAMNNLGGDSNK 1721.9340 1235.5518 15.4263 3772 2 618.2796 15.2105
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 744.4250 PGSGVVTK 4537.8370 744.4230 18.9275 1401 1 744.4230 ‐2.4786
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 279.4500 87116.1895 16 8.30 None 693.3389 YLMER 85.6656 693.3386 31.0537 1596 1 693.3386 ‐0.4119
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 1116.6259 TSLAPGSGVVTK 18075.1900 1116.6250 18.9392 11667 2 558.8162 ‐1.6565
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 1777.9041 EVAEVVQSSVLPDMFK 4674.9590 1777.9028 34.3294 5602 2 889.4550 ‐0.2559
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 1331.5824 MFVDYSEPESK 648.1511 1331.5830 22.8235 2575 2 666.2951 0.0063
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 600.9904 2618.3123 34.9439 1147 3 873.4423 ‐1.5391
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 1596.7864 DTIILAGAEYGSGSSR 449.2933 1596.7786 25.5775 1147 2 798.8929 ‐4.8102
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 420.4623 87116.1895 16 8.30 None 2052.9945 NEGRDTIILAGAEYGSGSSR 721.2365 2052.9563 23.3250 1165 3 684.9903 ‐18.9611
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 77.3938 87116.1895 16 8.30 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 4394.8620 1548.8245 21.7118 11930 2 774.9159 ‐2.3248
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1680.8340 NAVVTVPAYFNDSQR 26157.4100 1680.8331 27.8106 56873 2 840.9202 ‐0.4194
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1473.6856 TTPSYVAFTDSER 60706.7300 1473.6858 24.1479 56796 2 737.3465 ‐0.2012
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1647.8159 NQVAMNPVNTVFDAK 24291.2900 1647.8165 29.1518 56205 2 824.4119 0.4073
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1675.7307 ATAGDTHLGGEDFDNR 28894.6500 1675.7320 19.0968 50092 3 559.2488 ‐0.0907
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 79263.0200 2560.2510 34.6547 45913 3 854.0885 ‐0.5694
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1358.6158 NALENYAYNMR 33167.2900 1358.6165 25.3790 42776 2 679.8119 0.0256
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 16919.2400 1386.7292 26.7516 37822 2 693.8683 ‐0.8484
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1215.6514 DAGVIAGLNVMR 15003.8500 1215.6514 29.5953 33587 2 608.3293 ‐0.8448
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1278.6300 MVNHFVQEFK 52465.3200 1278.6317 15.5915 28372 2 639.8195 0.7087
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1426.7649 STVHDVVLVGGSTR 4064.9690 1426.7640 20.8316 23721 3 476.2595 ‐1.7461
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1230.5307 FSDSSVQSDMK 31617.2800 1230.5323 18.8275 23560 2 615.7698 0.5581
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1313.6194 FEELNMDLFR 16780.0600 1313.6191 34.3126 15333 2 657.3132 ‐0.8781
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1566.8084 EFAAEEISSMVLIK 3364.5990 1566.8085 36.0510 11790 2 783.9079 ‐0.0415
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1822.9408 IQAGPADKPMIYVEYK 2454.8900 1822.9419 18.9765 9553 3 608.3188 ‐0.0982
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 5359.4800 2588.2255 19.3952 8760 3 863.4133 2.30
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPA 8151.1630 2733.1562 20.6740 5287 3 911.7236 1.73
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 2010.0100 GEEKEFAAEEISSMVLIK 2793.8490 2010.0080 34.0414 3325 3 670.6742 ‐1.4835
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1440.2060 3020.4016 44.0964 3276 3 1007.4721 0.7957
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1436.7532 VQQLLQDFFNGK 592.8797 1436.7177 26.8787 3855 2 718.8625 ‐25.1312
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1540.7577 ARFEELNMDLFR 6422.4410 1540.7592 19.3341 17462 3 514.2579 0.0294
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 4312.8460 3148.4945 43.8299 12343 3 1050.1697 0.2537
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 932.7113 3181.5822 34.2101 10738 3 1061.1989 ‐1.7653
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(1) 1136.5551 CLRDAKMDK 493.0101 1136.5531 25.2858 5528 2 568.7802 ‐2.7031
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1125.5609 MVQEAEKYK 1847.4070 1125.5635 20.2018 4371 1 1125.5635 3.62
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 1744.5910 2316.2169 25.1809 3937 3 772.7438 6.01
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(3) 3090.5049 ELCKSINPDEAVAYGAAVQGAILSGEG 595.5251 3090.4909 25.4906 947 3 1030.8351 ‐3.9552
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 989.5065 2630.2558 20.7965 4486 3 877.4235 1.28
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1235.6089 MNPVNTVFDAK 238.3942 1235.6093 28.2297 5770 2 618.3083 ‐0.4205
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 679.3774 DAGVIAGL 116.4043 679.3746 30.9175 5220 1 679.3746 ‐4.0715
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1503.6459 AGDTHLGGEDFDNR 23602.7800 1503.6495 19.1007 5170 2 752.3284 2.1881
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 873.4975 IAGLNVMR 113.7223 873.5022 31.2438 3437 2 437.2548 3.38
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 574.3017 AKMDK 97.8129 574.3033 21.8024 3138 1 574.3033 2.72
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 738.3781 STVHDVV 164.5698 738.3754 20.8549 2970 1 738.3754 ‐3.4747
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1636.8476 LIGDAAKNQVAMNPVN 601.9633 1636.8474 24.4921 2228 3 546.2873 ‐1.0112
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1432.6088 GDTHLGGEDFDNR 1896.6910 1432.6120 19.0956 2043 2 716.8096 1.23
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 808.4199 VQQLLQD 134.2500 808.4162 28.4732 2020 1 808.4162 ‐4.1597
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 604.9334 2063.9619 18.3853 2004 3 688.6588 0.2616
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 612.3140 FFNGK 147.9741 612.3151 27.4535 1844 1 612.3151 1.45
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1060.4517 ENYAYNMR 467.0774 1060.4479 25.3842 1397 1 1060.4479 ‐2.2061
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 934.4781 HFVQEFK 97.6425 934.4830 15.8766 1212 2 467.7452 3.16
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 851.4621 STVHDVVL 758.3481 851.4597 21.3072 1146 1 851.4597 ‐2.2600
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1083.4623 SDSSVQSDMK 12640.9800 1083.4614 18.8437 1001 1 1083.4614 0.6249
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1174.5375 SYVAFTDSER 496.9677 1174.5354 24.1563 985 1 1174.5354 ‐0.0055
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1122.5976 IQAGPADKPMI 251.9532 1122.5931 17.2295 949 2 561.8002 ‐4.9752



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(4) 1144.6031 ESICNPIIAK 1096.0310 1144.5978 26.7514 849 1 1144.5978 ‐2.9261
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1581.7981 AGPADKPMIYVEYK 299.2960 1581.7956 17.4295 831 3 527.9367 ‐2.5807
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 869.1267 1015.5540 26.7530 804 1 1015.5540 ‐5.2162
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1173.5357 LENYAYNMR 524.1178 1173.5329 25.3713 755 1 1173.5329 ‐0.6543
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1408.7543 STVHDVVLVGGSTR 224.1780 1408.7513 21.3041 2951 2 704.8793 ‐2.5957
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 297.1252 1368.7142 25.0681 2181 2 684.8607 ‐4.1730
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 Carbamidomethyl+C(1) 1118.5445 CLRDAKMDK 149.2797 1118.5397 23.0677 1872 1 1118.5397 ‐2.7848
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1804.9302 IQAGPADKPMIYVEYK 675.8590 1804.9295 18.3969 1744 2 902.9684 ‐0.0422
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1107.5503 MVQEAEKYK 148.3166 1107.5543 20.1308 851 1 1107.5543 5.1171
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1419.7267 VQQLLQDFFNGK 304.5882 1419.7265 25.4477 880 1 1419.7265 2.00
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 16376.3200 57578.9412 108 75.05 None 1663.8075 NAVVTVPAYFNDSQR 311.2335 1663.8103 25.4676 759 2 832.4088 1.78
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1680.8340 NAVVTVPAYFNDSQR 45067.7200 1680.8331 27.8106 56873 2 840.9202 ‐0.2562
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1473.6856 TTPSYVAFTDSER 81703.6900 1473.6858 24.1479 56796 2 737.3465 ‐0.0464
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1647.8159 NQVAMNPVNTVFDAK 21935.1700 1647.8165 29.1518 56205 2 824.4119 0.5692
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 45871.6100 2560.2510 34.6547 45913 3 854.0885 ‐0.3723
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1358.6158 NALENYAYNMR 44654.7100 1358.6165 25.3790 42776 2 679.8119 0.1758
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 10008.7500 1386.7292 26.7516 37822 2 693.8683 ‐0.6971
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1215.6514 DAGVIAGLNVMR 16629.7400 1215.6514 29.5953 33587 2 608.3293 ‐0.7005
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1426.7649 STVHDVVLVGGSTR 8021.3830 1426.7640 20.8316 23721 3 476.2595 ‐1.7301
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1313.6194 FEELNMDLFR 25079.7500 1313.6191 34.3126 15333 2 657.3132 ‐0.7298
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1566.8084 EFAAEEISSMVLIK 4905.2280 1566.8087 36.0518 11376 2 783.9080 0.2576
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 2010.0100 GEEKEFAAEEISSMVLIK 3315.8500 2010.0080 34.0414 3325 3 670.6742 ‐1.3743
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 3539.6520 3020.4016 44.0964 3276 3 1007.4721 1.0663
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1436.7532 VQQLLQDFFNGK 229.2449 1436.7316 23.4945 8441 3 479.5820 ‐16.1586
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 7583.0300 3148.4945 43.8299 12343 3 1050.1697 0.5448
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1235.6089 MNPVNTVFDAK 347.8820 1235.6093 28.2297 5770 2 618.3083 ‐0.2754
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 679.3774 DAGVIAGL 98.7917 679.3746 30.9175 5220 1 679.3746 ‐3.9312
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 851.4621 STVHDVVL 1935.2850 851.4571 20.8308 4786 1 851.4571 ‐5.1713
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 807.4359 VQQLLQD 94.3175 807.4362 22.1911 4156 2 404.2217 ‐1.1749
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 873.4975 IAGLNVMR 93.2061 873.5022 31.2438 3437 2 437.2548 4.0943
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1271.5903 PSYVAFTDSER 8695.5100 1271.5921 24.1370 3217 2 636.2997 0.8544
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 738.3781 STVHDVV 341.7118 738.3754 20.8549 2970 1 738.3754 ‐3.3285
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 689.3763 GLNVMR 141.7847 689.3763 30.8020 2016 1 689.3763 0.1648
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1060.4517 ENYAYNMR 655.3943 1060.4479 25.3842 1397 1 1060.4479 ‐2.0281
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 833.3999 LSGEGNEK 173.2553 833.3992 36.8307 1383 1 833.3992 ‐0.1720
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1233.6262 VQQLLQDFFN 110.3651 1233.6298 24.5417 990 2 617.3185 2.63
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1174.5375 SYVAFTDSER 836.8254 1174.5354 24.1563 985 1 1174.5354 0.1838
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1097.5010 PAYFNDSQR 188.6187 1097.5007 30.0727 850 2 549.2540 ‐1.1788
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 458.3389 1015.5540 26.7530 804 1 1015.5540 ‐5.0426
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1173.5357 LENYAYNMR 574.1975 1173.5329 25.3713 755 1 1173.5329 ‐0.4651
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 None 1629.8054 NQVAMNPVNTVFDAK 288.4283 1629.8111 27.1814 7431 2 815.4092 3.66
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 9467.6280 57578.9412 108 75.05 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 146.4342 1368.7142 25.0681 2181 2 684.8607 ‐4.0224
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1787.9902 IINEPTAAAIAYGLDKK 67970.5800 1787.9902 17.4292 109426 3 596.6683 ‐0.8990
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1278.6300 MVNHFVQEFK 39514.3800 1278.6317 15.5915 28372 2 639.8195 0.5050
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3214.8240 2588.2255 19.3952 8760 3 863.4133 2.04
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1473.6856 TTPSYVAFTDSER 8705.6760 1473.6871 15.7546 3227 2 737.3472 0.6056
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1540.7577 ARFEELNMDLFR 7755.2110 1540.7592 19.3341 17462 3 514.2579 ‐0.1796
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 3407.6311 KIEDSIEQAIQWLEGNQLAEADEFEDK 381.1325 3407.6368 24.1099 1178 3 1136.5504 2.05
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 1737.7810 2630.2558 20.7965 4486 3 877.4235 1.70
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 Oxidation+M(12) 2332.1965 LIGDAAKNQVAMNPVNTVFDAK 774.4595 2332.1896 23.3452 4315 2 1166.5984 ‐1.2936
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1674.9061 INEPTAAAIAYGLDKK 323.2315 1674.9149 17.5754 6178 3 558.9765 4.07
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1201.5670 ARFEELNMDL 191.4285 1201.5673 17.6502 4710 2 601.2873 ‐0.8362
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 1447.7791 EPTAAAIAYGLDKK 297.5220 1447.7775 17.4875 4518 2 724.3924 ‐1.5673
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 934.4781 HFVQEFK 85.4143 934.4830 15.8766 1212 2 467.7452 3.08
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3341.5990 57578.9412 108 75.05 None 907.5247 IAYGLDKK 314.9298 907.5273 17.4182 823 1 907.5273 3.21
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 221.9471 44707.0319 4 11.58 None 1862.0681 HAIVSAIAATAVPALVMAR 3464.4960 1862.0640 20.3229 5108 3 621.3595 ‐3.0256
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 221.9471 44707.0319 4 11.58 None 1654.9010 IINSDEVQSVVNPIK 1608.1710 1654.9024 17.0949 4001 2 827.9548 0.8732
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 221.9471 44707.0319 4 11.58 None 1302.7416 KGPLVVFGTEGAK 5538.4510 1302.7427 15.9193 3533 2 651.8750 0.0124
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 221.9471 44707.0319 4 11.58 None 1112.6310 EVQSVVNPIK 83.2150 1112.6268 15.7274 15680 2 556.8171 ‐5.0315
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 839.4118 VQHDNAR 1623.0690 839.4084 18.4809 31266 1 839.4084 ‐3.5211
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 1200.6947 VVAVSDITGAIR 16566.5700 1200.6964 17.2798 24157 2 600.8518 0.5652
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 2356.1278 YHPEVDPDEVNALAQLMTWK 3659.4830 2356.1283 21.9262 7306 3 786.0476 0.0322
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 1061.5473 DLSLSELER 25453.9900 1061.5496 27.6928 6793 2 531.2784 0.9848
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 Carbamidomethyl+C(3) 2170.0849 VECTIPKDDGTLVSYIGFR 343.6063 2170.1034 21.0789 3673 3 724.0393 8.1677
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 2739.3559 GGIRYHPEVDPDEVNALAQLMTWK 1719.1880 2739.3566 21.1768 2239 3 913.7904 0.4803
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 832.4523 SDITGAIR 3173.6140 832.4527 17.2696 1028 1 832.4527 1.0403
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1679.4960 33437.9920 14 17.48 None 1002.5578 AVSDITGAIR 297.3568 1002.5637 18.8244 1021 2 501.7855 4.65
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 None 1200.6947 VVAVSDITGAIR 18402.6100 1200.6964 17.2798 24157 2 600.8518 0.3213
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 None 2356.1278 YHPEVDPDEVNALAQLMTWK 1905.7570 2356.1283 21.9262 7306 3 786.0476 ‐0.0472
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 Carbamidomethyl+C(3) 2170.0849 VECTIPKDDGTLVSYIGFR 306.1832 2170.1034 21.0789 3673 3 724.0393 8.0587
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 Carbamidomethyl+C(6) 2540.3065 EIKVECTIPKDDGTLVSYIGFR 981.7030 2540.3118 19.1066 3793 3 847.4421 2.0178
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 Carbamidomethyl+C(3) 2170.0849 VECTIPKDDGTLVSYIGFR 319.4026 2170.0790 19.0832 1883 3 724.0312 ‐3.2090
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 856.8413 33437.9920 14 17.48 None 832.4523 SDITGAIR 2925.6160 832.4527 17.2696 1028 1 832.4527 1.0150
NP_001119224.1 30S ribosomal protein S13 Arabidopsis thaliana 804.6747 14525.8900 5 26.56 None 983.5520 VGGVEIPANK 3688.2240 983.5556 19.0717 6153 2 492.2815 2.76
NP_001119224.1 30S ribosomal protein S13 Arabidopsis thaliana 804.6747 14525.8900 5 26.56 None 1548.8169 IEYSLQYIHGIGR 1855.3480 1548.8112 24.8657 5579 2 774.9092 ‐3.8474



NP_001119224.1 30S ribosomal protein S13 Arabidopsis thaliana 804.6747 14525.8900 5 26.56 None 1331.6875 DMAEEELIILR 3817.8720 1331.6897 33.0581 4095 2 666.3485 1.0112
NP_001119224.1 30S ribosomal protein S13 Arabidopsis thaliana 804.6747 14525.8900 5 26.56 None 1374.7052 IEYSLQYIHGIG 243.0338 1374.7086 25.3131 1152 2 687.8579 1.49
NP_001119224.1 30S ribosomal protein S13 Arabidopsis thaliana 804.6747 14525.8900 5 26.56 None 965.5415 VGGVEIPANK 285.7602 965.5446 17.7088 6926 2 483.2759 1.18
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 2280.1403 MTPTKPMVVETFSEYPPLGR 70111.5900 2280.1404 18.6544 198647 3 760.7183 ‐0.2160
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1025.6102 IGGIGTVPVGR 70097.6900 1025.6111 22.7671 169860 2 513.3092 ‐0.3161
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 27198.3200 2506.3282 19.7056 163473 3 836.1142 ‐0.5732
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 40768.3200 1451.6723 20.7200 108335 3 484.5623 ‐1.9898
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 975.5510 LPLQDVYK 19520.5600 975.5494 23.9429 94541 2 488.2784 ‐2.8272
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1026.4891 STNLDWYK 30923.0700 1026.4896 23.6590 80809 2 513.7485 ‐0.6440
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 914.5669 QTVAVGVIK 15437.8100 914.5660 20.6951 56758 2 457.7866 ‐2.4192
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 780.4138 YDEIIK 22417.8800 780.4155 18.5513 13229 2 390.7114 0.5123
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1196.5616 FEKEAAEMNK 552.8959 1196.5826 36.7988 4331 2 598.7949 16.6865
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 825.4353 EVSSYLK 180.4854 825.4472 18.6513 3135 1 825.4472 15.0117
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGIS 495.3276 2957.4029 40.8146 1135 3 986.4725 ‐6.3856
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1007.5520 ARYDEIIK 18904.9300 1007.5531 19.2733 35490 2 504.2802 ‐0.1908
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 981.5112 RGYVASNSK 139.8567 981.5192 20.5241 14275 2 491.2633 6.70
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 635.2784 ARYDE 1030.6510 635.2788 19.2739 6377 1 635.2788 0.5326
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 861.4465 ARYDEII 167.7634 861.4502 20.1332 5626 2 431.2287 2.00
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 586.3923 AVGVIK 4078.7740 586.3921 20.6917 3486 1 586.3921 ‐0.7089
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 685.4607 VAVGVIK 631.2659 685.4611 20.6930 2879 1 685.4611 0.5314
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 786.5084 TVAVGVIK 356.3388 786.5080 20.6873 2782 1 786.5080 ‐0.1228
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 845.4403 PLQDVYK 113.3188 845.4380 24.3374 2741 1 845.4380 ‐2.1945
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 628.3777 TVPVGR 138.1765 628.3775 22.7715 2311 1 628.3775 ‐0.4567
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1065.5364 FSEYPPLGR 263.6006 1065.5327 18.6158 1719 1 1065.5327 ‐2.1021
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 1016.5623 APTGLTTEVK 2444.9980 1016.5615 19.7122 1507 1 1016.5615 0.4197
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 Carbamidomethyl+C(3) 915.3917 YYCTVID 1874.4490 915.3892 20.7234 1186 1 915.3892 ‐1.8768
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 927.5146 PTGLTTEVK 253.3063 927.5150 18.6127 1064 2 464.2611 ‐0.9186
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 985.5209 MTPTKPMVV 236.6243 985.5237 16.7059 1055 1 985.5237 3.34
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8938.6160 49844.5675 26 34.52 None 896.5564 QTVAVGVIK 218.3190 896.5566 20.6922 2064 2 448.7820 ‐1.1604
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1537.7533 VNLDPEGVFDFSAK 18989.1500 1537.7542 33.9927 17692 2 769.3807 0.5732
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1284.6583 VGPENHVYELK 265.5377 1284.6634 23.9727 1717 2 642.8354 3.13
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1404.6853 DDAVKEEGLATEK 136.9094 1404.7220 28.6658 8794 2 702.8646 25.8469
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1103.5579 APAAEETTSVK 891.1525 1103.5819 18.7758 1083 2 552.2946 20.9072
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1004.5259 KEEGLATEK 75.7363 1004.5194 27.1321 10512 1 1004.5194 ‐5.0645
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 1111.5419 PENHVYELK 223.0313 1111.5447 21.6293 3763 2 556.2760 1.28
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 1168.1310 25398.8128 7 15.00 None 714.3457 FDFSAK 2085.7800 714.3490 32.7525 2305 1 714.3490 4.48
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4081.0830 7926.1931 4 56.94 None 1747.8246 LNTDESPNTPGQYGVR 7284.7790 1747.8262 19.9196 17448 2 874.4168 1.1877
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4081.0830 7926.1931 4 56.94 None 1814.9105 MIDPLVNDLAQHYTGK 5859.3460 1814.9122 18.5971 16469 3 605.6422 0.1834
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4081.0830 7926.1931 4 56.94 None 965.5150 TTLTSSLDK 9281.3310 965.5152 18.6061 9684 2 483.2613 ‐1.0251
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4081.0830 7926.1931 4 56.94 None 947.5044 TTLTSSLDK 253.6527 947.5030 19.1719 2293 2 474.2551 ‐2.8565
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 1334.5643 YEEMVEFMEK 37322.6100 1334.5647 28.4745 38879 2 667.7860 ‐0.1678
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 1803.9348 AAQDIANSELAPTHPIR 3442.0470 1803.9397 22.3138 18812 3 601.9847 2.0554
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 2128.9921 QAFDEAIAELDTLGEESYK 16352.9500 2128.9901 37.4821 11273 2 1064.9987 0.2189
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 917.5302 IISSIEQK 6237.8770 917.5316 17.9376 3847 2 459.2694 0.2283
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 1735.1550 1820.9332 32.9033 9329 2 910.9703 1.11
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 1116.5783 SKIETELSDI 223.3560 1116.5744 31.7387 17269 2 558.7908 ‐4.3440
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 691.3621 SSIEQK 1033.3700 691.3605 17.9399 1266 1 691.3605 ‐2.1503
NP_001154216.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 3237.4560 36066.7371 9 23.90 None 1042.4584 EMVEFMEK 480.7666 1042.4546 28.4785 1210 1 1042.4546 ‐2.1529
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1634.8425 ILAEEFGWDKDLAK 2647.4330 1634.8435 30.2025 17605 3 545.6194 ‐0.1958
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 890.5094 FSVSPVVR 4187.9460 890.5094 22.9903 9156 2 445.7583 ‐1.3866
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1063.5782 GVQYLNEIK 2791.3930 1063.5812 23.6331 6355 2 532.2942 1.45
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1769.9221 AYLPVVESFGFSGQLR 255.1574 1769.9214 29.1435 5902 2 885.4643 0.0229
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1039.6622 IRPVLTVNK 3046.0350 1039.6645 19.5625 2204 2 520.3359 1.1233
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1145.5255 EGPLAEENMR 202.8647 1145.5268 26.9217 1080 2 573.2671 0.3174
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 743.4298 LASDLPK 140.3686 743.4420 21.0148 21642 1 743.4420 16.7155
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 828.4098 IGPSDDPK 167.1275 828.3991 20.9721 2804 1 828.3991 ‐12.1785
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 2116.0644 GHVFEEMQRPGTPLYNIK 600.9619 2116.0676 27.3070 2125 4 529.7724 0.6048
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 3008.5034 DLQDFMGGADIIVSDPVVSLRETVFER 113.8306 3008.5463 34.7535 1707 3 1003.5203 15.0245
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 2052.0484 GRFFAFGRVFSGTVSTGMK 1153.6110 2052.0474 25.6831 6462 2 1026.5273 0.5245
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 2724.2545 FGVSESKMMERLWGENFFDSATR 710.1016 2724.2610 35.5135 6421 3 908.7585 2.58
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1989.8946 MMERLWGENFFDSATR 279.9362 1989.8803 32.9251 2585 2 995.4438 ‐6.3118
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 2157.9885 FGVSESKMMERLWGENFF 327.7375 2157.9809 35.5211 4396 2 1079.4941 ‐2.3000
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 656.4090 VSPVVR 381.3141 656.4057 22.9652 1612 1 656.4057 ‐5.0046
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 557.3406 SPVVR 1826.5100 557.3397 22.9989 1553 1 557.3397 ‐1.8596
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis t 281.4851 91964.6102 18 13.29 None 1442.6699 LWGENFFDSATR 134.4652 1442.6650 31.1085 930 2 721.8362 ‐3.5891
NP_001154798.1 annexin 2 Arabidopsis thaliana 178.5643 34987.8210 5 19.21 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 2070.7290 1294.6700 25.0181 6554 2 647.8386 ‐1.4522
NP_001154798.1 annexin 2 Arabidopsis thaliana 178.5643 34987.8210 5 19.21 None 1409.6907 ALDKELSSDFER 586.5616 1409.6946 24.4588 4725 2 705.3509 2.65
NP_001154798.1 annexin 2 Arabidopsis thaliana 178.5643 34987.8210 5 19.21 None 1978.8699 DTSGDYEDMLVALLGHGDA 1127.8250 1978.8772 40.9311 3458 2 989.9422 4.27
NP_001154798.1 annexin 2 Arabidopsis thaliana 178.5643 34987.8210 5 19.21 None 1972.9228 FVFWVWSETGWGTNEK 167.5625 1972.9266 34.5630 817 2 986.9669 2.52
NP_001154798.1 annexin 2 Arabidopsis thaliana 178.5643 34987.8210 5 19.21 None 1954.9123 FVFWVWSETGWGTNEK 156.4775 1954.9155 32.2770 2421 2 977.9614 2.24
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 1498.7029 ENIVMFLSDMSGR 359.3680 1498.7104 30.8898 13242 2 749.8588 4.18
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 Carbamidomethyl+C(11) 2116.0744 AIPNFPQTETCELLIVDR 745.7754 2116.0676 27.3070 2125 4 529.7724 ‐4.2814
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 2316.2023 LLSEKDIQGAPAQPFKPQYW 1357.4140 2316.2024 22.5769 841 3 772.7390 ‐0.1459
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 1995.9910 EVVLGSTSFDDPPQYITK 4174.7090 1995.9902 21.4037 4441 2 998.4987 0.3070
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 1381.6383 SGEEETWQLFR 587.6596 1381.6513 29.4172 3205 2 691.3293 8.99
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 1600.8363 VISNMQLIAGSPENK 895.8019 1600.8010 18.0717 2269 2 800.9041 ‐22.1232
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 1160.5178 TNQDTNPENK 415.4658 1160.5141 22.8145 1829 1 1160.5141 ‐1.4961



NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 2285.1417 ENIVMFLSDMSGREPLYRK 264.2062 2285.1384 34.0820 1934 3 762.3843 ‐1.6616
NP_001184888.1 protein transport sec1a Arabidopsis thaliana 218.8557 75129.9339 9 10.45 None 2299.1757 LLSEKDIQGAPAQPFKPQYW 353.6500 2299.1772 23.1367 8334 2 1150.0923 1.99
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 901.2096 29946.2746 6 18.87 None 2192.0427 VSQMIEDAEPFEGEALLDAK 5520.1010 2192.0374 33.2054 14351 2 1096.5223 ‐1.3361
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 901.2096 29946.2746 6 18.87 None 2015.0444 VPVLETPEGSVFESNAIAR 1515.1080 2015.0447 31.2419 5139 2 1008.0260 0.9119
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 901.2096 29946.2746 6 18.87 None 1289.6332 VDISDEAQKER 9057.4070 1289.6362 16.0024 2946 3 430.5502 1.0571
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 430.9209 29946.2746 6 18.87 None 2192.0427 VSQMIEDAEPFEGEALLDAK 4191.0710 2192.0374 33.2054 14351 2 1096.5223 ‐1.1521
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 430.9209 29946.2746 6 18.87 None 2015.0444 VPVLETPEGSVFESNAIAR 1213.6720 2015.0447 31.2419 5139 2 1008.0260 1.0887
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 430.9209 29946.2746 6 18.87 None 2111.9340 FIMDEVYDMELYEWTK 457.0537 2111.9400 40.5851 3088 2 1056.4736 3.61
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1075.5630 GGAIDDSVITK 30672.8200 1075.5631 20.2545 40177 2 538.2852 ‐0.9843
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1121.5738 VGFFSSGPPAR 17478.9000 1121.5746 16.4061 34462 2 561.2909 ‐0.3039
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1970.1797 SLLALQGPLAAPVLQHLTK 6172.9630 1970.1793 21.1252 29629 3 657.3980 ‐0.7480
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 44020.0000 1297.5528 20.6413 24945 2 649.2800 0.6314
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1658.9112 AEGGFLGADVILQQLK 5786.7540 1658.9138 21.5893 19799 2 829.9605 1.27
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1547.8428 IGEITSGGFSPNLKK 1326.7230 1547.8443 23.8252 19519 3 516.6196 ‐0.0131
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1654.8120 MVPFAGWSMPIQYK 3774.6990 1654.8130 21.0589 16368 2 827.9101 0.6371
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1419.7478 IGEITSGGFSPNLK 3243.3180 1419.7492 26.5863 15905 2 710.3782 0.5261
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 895.4706 NIAMGYVK 5489.1880 895.4701 21.3154 14638 2 448.2387 ‐1.9821
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1415.7066 TALYDFHVAHGGK 3140.9000 1415.7074 21.8892 13608 3 472.5740 ‐0.5479
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 3194.7970 3405.7526 24.4544 9777 3 1135.9224 ‐1.6147
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1158.6589 LTGLGARDSLR 803.4669 1158.6588 21.1629 5583 2 579.8331 ‐1.0163
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 3119.4930 2450.1277 30.5175 5016 2 1225.5675 ‐1.7013
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 793.4277 MPFVATK 4575.3000 793.4344 21.2148 9470 2 397.2209 6.22
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1465.7104 DKDLAHIEEHMK 398.8016 1465.7157 21.8234 3394 2 733.3615 3.93
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(8) 1095.4922 IMDSTVNCR 168.9088 1095.4989 18.8052 3256 2 548.2531 5.1170
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 818.4155 FSSGPPAR 631.1897 818.4139 16.4212 2073 1 818.4139 ‐1.4694
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1022.5054 GFFSSGPPAR 681.5444 1022.5068 16.4023 1843 1 1022.5068 2.81
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 888.4574 SGGFSPNLK 186.2668 888.4580 25.0110 1788 1 888.4580 1.14
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1424.7031 PFAGWSMPIQYK 350.8795 1424.6984 20.2015 1262 1 1424.6984 ‐0.5605
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 784.4312 LTGLGARD 156.0714 784.4325 23.0036 1235 1 784.4325 2.0132
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 965.4839 FFSSGPPAR 272.7860 965.4817 16.4009 894 1 965.4817 ‐1.2766
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1344.7998 GPLAAPVLQHLTK 377.6888 1344.7989 21.1619 809 2 672.9031 ‐1.2511
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1140.6484 LTGLGARDSLR 192.5251 1140.6530 19.7366 1096 2 570.8301 3.1053
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1384.7795 AAALNIVPTSTGAAK 59458.2500 1384.7780 23.9826 265956 2 692.8926 ‐1.5597
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 188514.3000 1833.9045 36.0563 104470 2 917.4559 0.0381
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1037.6717 AVALVLPNLK 19785.7100 1037.6714 18.7876 99821 2 519.3393 ‐1.5146
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1456.7795 VVDLADIVANNWK 101531.9000 1456.7781 20.9409 92631 2 728.8927 ‐1.2836
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1254.6113 TFAEEVNAAFR 44524.5700 1254.6106 29.4655 84864 2 627.8090 ‐1.2766
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1555.6805 GTMTTTHSYTGDQR 60407.4400 1555.6798 14.1216 76221 3 519.2315 ‐1.4430
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1780.0215 VPTPNVSVVDLVVQVSK 36368.2300 1780.0217 21.2292 71867 2 890.5145 0.4264
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1786.8184 VIAWYDNEWGYSQR 56119.3000 1786.8176 18.8047 62591 2 893.9124 ‐0.1289
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 12180.4000 2557.2304 31.5475 42066 3 853.0816 0.0148
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1627.8537 DSPLDVVVINDTGGVK 42102.2600 1627.8528 30.9776 36957 2 814.4300 ‐0.6111
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1908.1164 VPTPNVSVVDLVVQVSKK 3729.9390 1908.1189 20.3315 24477 3 636.7111 0.6479
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1755.9487 KDSPLDVVVINDTGGVK 1546.7840 1755.9431 28.0824 5613 3 585.9859 ‐3.9452
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 867.5662 ALVLPNLK 4366.5440 867.5667 18.7875 8540 1 867.5667 1.16
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1397.6114 MTTTHSYTGDQR 25175.7200 1397.6118 14.1220 6063 2 699.3095 ‐0.1664
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1006.4952 AEEVNAAFR 5015.3890 1006.4956 29.4715 5827 1 1006.4956 1.19
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1266.5709 TTTHSYTGDQR 17277.4300 1266.5723 14.1223 4659 2 633.7898 0.4181
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 683.4450 VLPNLK 1476.6890 683.4452 18.7881 4455 1 683.4452 0.2674
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 935.4581 EEVNAAFR 7997.4250 935.4596 29.4541 3168 1 935.4596 2.71
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 796.5291 LVLPNLK 1064.7820 796.5303 18.7882 2884 1 796.5303 1.41
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 447.2562 TGAAK 224.6873 447.2586 23.0284 2853 1 447.2586 4.59
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 806.4155 EVNAAFR 142.1773 806.4110 29.5633 2790 1 806.4110 ‐5.1636
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 826.3690 SYTGDQR 994.4496 826.3707 14.0997 1165 1 826.3707 2.90
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1171.6681 LNIVPTSTGAAK 179.3716 1171.6604 23.9784 943 1 1171.6604 ‐4.7927
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1165.5232 TTHSYTGDQR 405.1711 1165.5269 15.6594 880 2 583.2671 2.64
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 959.4945 DIVANNWK 245.6711 959.4961 19.0853 750 2 480.2517 0.3808
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 26391.0300 37952.2598 36 43.71 None 1537.6700 GTMTTTHSYTGDQR 454.8015 1537.6700 14.1245 1826 3 513.2282 ‐1.0101
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1384.7795 AAALNIVPTSTGAAK 134427.8000 1384.7780 23.9826 265956 2 692.8926 ‐1.4085
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 184910.0000 1833.9045 36.0569 102983 2 917.4559 0.1752
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1254.6113 TFAEEVNAAFR 33466.2400 1254.6106 29.4648 84151 2 627.8090 ‐1.1365
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 7649.1140 2557.2304 31.5475 42066 3 853.0816 0.2114
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1627.8537 DSPLDVVVINDTGGVK 51581.6600 1627.8528 30.9776 36957 2 814.4300 ‐0.4501
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1755.9487 KDSPLDVVVINDTGGVK 2822.1670 1755.9431 28.0824 5613 3 585.9859 ‐3.8766
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 944.5411 IVPTSTGAAK 535.3381 944.5406 22.5168 7894 2 472.7740 ‐1.7351
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 935.4581 EEVNAAFR 6514.1790 935.4596 29.4541 3168 1 935.4596 2.28
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 623.3148 SVDFR 1528.0670 623.3159 34.1680 1480 1 623.3159 1.72
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabi 18307.4800 37952.2598 36 43.71 None 1171.6681 LNIVPTSTGAAK 300.0107 1171.6604 23.9784 943 1 1171.6604 ‐4.6036
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 1937.1480 16163.6518 2 7.10 None 1056.5796 VVAEAAQAAAR 27296.1700 1056.5811 15.2208 22808 2 528.7942 0.4045
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 1937.1480 16163.6518 2 7.10 None 858.4428 AEAAQAAAR 9993.7940 858.4436 15.2231 2894 1 858.4436 1.07
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 Carbamidomethyl+C(7) 1116.5830 QSLRPDCIK 1618.0330 1116.5833 30.2140 17636 2 558.7953 ‐0.7663
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1447.7540 GVAINFVTLDDQR 3135.7970 1447.7601 23.1264 16046 3 483.2582 3.1401
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1555.7131 MFVLDEADEMLSR 7447.5080 1555.7138 35.6950 14394 2 778.3605 0.2968
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1401.7332 GLDVIQQAQSGTGK 5615.8400 1401.7345 22.3686 13852 2 701.3709 0.4396
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1920.9953 FYNVVVEELPSNVADLL 3742.0500 1920.9914 23.9871 12351 2 960.9993 ‐1.4732
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1114.6830 VLITTDLLAR 5663.8890 1114.6788 18.6241 10799 2 557.8430 ‐4.8088
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1017.5463 DELTLEGIK 2434.9940 1017.5468 25.9604 3180 2 509.2770 ‐0.6873
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1502.8802 ILQAGVHVVVGTPGR 462.0491 1502.8531 21.3591 2681 3 501.6226 ‐19.0314
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 Carbamidomethyl+C(4) 1142.5735 VHACVGGTSVR 211.6462 1142.5652 22.5492 2320 1 1142.5652 ‐5.6058



NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 3629.9288 DQIYDIFQLLPPKIQVGVFSATMPPEAL 450.0208 3629.9034 23.2489 5068 3 1210.6393 ‐5.8830
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1575.8489 KGVAINFVTLDDQR 1421.4280 1575.8482 22.9050 1953 2 788.4278 ‐0.5453
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1093.5564 FYNVVVEEL 189.3681 1093.5530 22.1879 8572 2 547.2801 ‐4.2157
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1023.4782 DQIYDIFQ 312.8084 1023.4823 22.5627 2075 2 512.2448 2.24
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 828.4210 VTLDDQR 173.9186 828.4166 20.6000 845 1 828.4166 ‐4.7640
NP_001185220.1 translation initiation factor 4A 2 Arabidopsis thaliana 939.0529 46537.1616 15 21.13 None 1557.8384 KGVAINFVTLDDQR 374.0663 1557.8333 22.0785 3608 2 779.4203 ‐3.3932
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 1708.9421 IAWEEPFGPVVPVLR 8326.4330 1708.9440 21.9499 5353 2 854.9757 1.62
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 1367.6590 FLLSDSFPGNDR 4330.6910 1367.6625 18.3403 5319 2 684.3349 1.31
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVM 2882.4200 3319.6176 25.0862 4975 3 1107.2107 ‐1.3421
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 2151.1379 EGNLIWPLLLDNVRPDMR 359.4414 2151.1265 23.6883 1130 2 1076.0669 ‐4.0303
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 1059.5615 SVAIMNPATR 71.2062 1059.5774 18.6629 5051 1 1059.5774 16.2770
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 1821.9011 DSGIGSQGVTNSINLMTK 529.4130 1821.9319 24.5718 2509 2 911.4696 17.3394
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 1480.7352 TTVINLPTPSYSMG 125.6747 1480.7073 16.9923 1118 2 740.8573 ‐19.2550
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 2049.0645 DSGIGSQGVTNSINLMTKVK 157.5490 2049.0700 20.1289 22421 3 683.6948 2.0824
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 2198.0459 LTVGPPEENSDITAVVSESSAN 422.7665 2198.0387 25.1108 2978 2 1099.5230 ‐1.8964
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 2084.0030 LTVGPPEENSDITAVVSESSA 501.7546 2084.0119 23.8197 2123 3 695.3422 3.89
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 579.7844 53744.7642 11 19.15 None 2134.1114 EGNLIWPLLLDNVRPDMR 267.5938 2134.1031 22.8771 950 3 712.0392 ‐4.4064
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 Carbamidomethyl+C(4) 1919.9202 VQACTQEEVNAVMELAK 1213.1020 1919.9212 31.2920 9167 3 640.6452 0.0163
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 None 1059.5615 SVAIMNPATR 3288.7450 1059.5628 20.7169 8438 2 530.2851 0.2499
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 None 1821.9011 DSGIGSQGVTNSINLMTK 1715.2820 1821.9028 28.5688 6649 2 911.4550 1.36
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 None 945.5074 APMAESLVK 216.0846 945.4980 21.1318 8697 2 473.2527 ‐11.0743
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 None 1041.5510 SVAIMNPATR 955.1573 1041.5482 21.4759 79745 2 521.2778 ‐3.6551
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 171.6303 54533.6662 6 8.95 None 1804.8746 DSGIGSQGVTNSINLMTK 305.6661 1804.8719 30.7746 1315 2 902.9396 ‐0.9575
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 2116.1384 TILGSVGAETEDSQIELLLK 13810.1200 2116.1361 36.6988 22596 2 1058.5717 ‐0.1156
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 1213.6899 GKDLAELIAAGR 69833.6600 1213.6910 26.7986 16852 2 607.3491 0.0515
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 1028.5735 DLAELIAAGR 19652.3000 1028.5727 30.5679 13679 2 514.7900 ‐1.9255
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 1303.7984 VVAAYLLAVLSGK 5508.8300 1303.7997 23.0909 7692 2 652.4035 0.3704
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 2034.8485 KEEKEESDDDMGFSLFE 523.5716 2034.8979 37.7349 1730 2 1017.9526 25.0754
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 14196.3800 10243.5885 13 67.35 None 727.3985 GKDLAEL 3220.1210 727.3996 26.7913 2442 1 727.3996 1.39
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 2116.1384 TILGSVGAETEDSQIELLLK 11005.8900 2116.1357 36.7054 21069 2 1058.5715 ‐0.1175
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 1213.6899 GKDLAELIAAGR 42485.7500 1213.6910 26.7986 16852 2 607.3491 0.1957
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 1028.5735 DLAELIAAGR 11011.0200 1028.5727 30.5679 13679 2 514.7900 ‐1.7887
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 2034.8485 KEEKEESDDDMGFSLFE 378.1959 2034.8979 37.7349 1730 2 1017.9526 25.2530
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 1516.7966 LASVPSGGGASAAESKK 177.3896 1516.7583 19.8309 1343 3 506.2576 ‐26.2207
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 727.3985 GKDLAEL 1981.6880 727.3996 26.7913 2442 1 727.3996 1.90
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8668.3870 10243.5885 13 67.35 None 800.4625 AELIAAGR 1767.6190 800.4601 30.6012 1733 1 800.4601 ‐2.4736
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1661.8017 LLEQDNPDLGYDAAK 962.8591 1661.8002 23.4839 21793 2 831.4037 ‐0.8475
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1415.7853 LAVDTVVTNLQSR 6642.0440 1415.7844 17.2803 16107 2 708.3959 ‐1.0068
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1196.7361 IGVQIIQNALK 18229.8000 1196.7367 18.4956 13527 2 598.8720 ‐0.3419
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1341.7161 NVIIEQSWGAPK 2091.1040 1341.7148 25.9936 5573 2 671.3610 ‐1.5763
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 1515.2260 2617.4087 24.3123 4382 3 873.1411 ‐3.5513
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1059.5681 EGVITIQDGK 6419.3600 1059.5618 20.4363 22239 2 530.2845 ‐7.0238
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1399.7256 GYISPYFITNPK 2047.3490 1399.7309 18.1545 6872 2 700.3691 3.18
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1016.5259 GVEDLADAVK 765.4883 1016.5358 20.8870 2801 2 508.7715 8.90
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 2079.0023 MISTSEEIAQVGTISANGDR 351.8250 2078.9834 21.4187 2798 2 1039.9954 ‐8.1820
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 Oxidation+M(9) 1407.6831 SVAAGMNAMDLRR 598.1014 1407.6884 33.0477 6742 2 704.3478 3.19
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 686.4196 IQNALK 302.2029 686.4196 17.0837 2983 1 686.4196 0.0273
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 1930.9352 ISTSEEIAQVGTISANGDR 268.3691 1930.9270 22.2883 2408 2 965.9671 ‐3.6965
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 811.6393 61820.1386 13 18.79 None 2061.9757 MISTSEEIAQVGTISANGDR 244.2262 2061.9832 20.7420 1010 3 687.9992 3.1440
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 None 1356.6352 IGYSMITDAEEK 7625.3750 1356.6350 24.9846 11630 2 678.8211 ‐0.4923
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 None 1345.7362 AFGAELVLTEPAK 3018.7280 1345.7343 29.3954 6434 2 673.3708 ‐1.8416
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 None 1425.7220 YSPELSSLSLSSR 712.3293 1425.7043 28.2119 4432 2 713.3558 ‐12.6299
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 None 1077.5463 YSPELSSLSL 320.0382 1077.5473 28.3532 1732 2 539.2773 ‐0.0083
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 671.0413 41941.3524 6 12.50 None 1327.7256 AFGAELVLTEPAK 426.1353 1327.7313 30.7439 2292 2 664.3693 3.53
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 Carbamidomethyl+C(13) 1989.9733 MSLGLPVAATVNCADNTGAK 3320.8640 1989.9721 18.2190 20875 2 995.4897 0.2923
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 None 949.5717 NLYIISVK 5161.6310 949.5715 17.4518 13718 2 475.2894 ‐1.9364
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 Carbamidomethyl+C(5) 1578.7689 LPSACVGDMVMATVK 2401.6440 1578.7699 18.6682 13274 2 789.8886 0.5218
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 None 600.3392 NLYII 90.6636 600.3419 17.6558 2314 1 600.3419 4.1301
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 None 648.3749 VMATVK 130.5577 648.3757 17.0550 2073 1 648.3757 0.9712
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 None 722.4447 YIISVK 148.5718 722.4463 17.4511 1369 1 722.4463 2.91
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1149.8800 13577.0481 7 34.40 Carbamidomethyl+C(13) 1971.9627 MSLGLPVAATVNCADNTGAK 253.3450 1971.9651 20.0401 3969 2 986.4862 2.0612
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1680.8340 NAVVTVPAYFNDSQR 26157.4100 1680.8331 27.8106 56873 2 840.9202 ‐0.4194
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1473.6856 TTPSYVAFTDSER 60706.7300 1473.6858 24.1479 56796 2 737.3465 ‐0.2012
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1675.7307 ATAGDTHLGGEDFDNR 28894.6500 1675.7320 19.0968 50092 3 559.2488 ‐0.0907
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1358.6158 NALENYAYNMR 33167.2900 1358.6165 25.3790 42776 2 679.8119 0.0256
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 16919.2400 1386.7292 26.7516 37822 2 693.8683 ‐0.8484
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1215.6514 DAGVIAGLNVMR 15003.8500 1215.6514 29.5953 33587 2 608.3293 ‐0.8448
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 27450.1400 2658.2690 33.3950 29669 3 886.7612 0.4460
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1278.6300 MVNHFVQEFK 52465.3200 1278.6317 15.5915 28372 2 639.8195 0.7087
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2134.3830 2574.2689 21.1866 19157 3 858.7612 0.3312
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1661.8316 NQVAMNPINTVFDAK 1984.3790 1661.8337 18.9255 16402 2 831.4205 1.02
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1226.5899 FTDSSVQSDIK 5715.8660 1226.5906 19.5231 11181 2 613.7989 ‐0.2759
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 5359.4800 2588.2255 19.3952 8760 3 863.4133 2.30
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1308.7046 EIAEAYLGTTIK 3317.7190 1308.7069 26.5746 5903 2 654.8571 1.1337
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 2026.0049 GEDKEFSAEEISSMILIK 3947.3180 2026.0042 34.9818 5501 3 676.0063 ‐0.8314



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1431.7438 NSIDDVVLVGGSTR 3988.9580 1431.7438 26.4780 4456 2 716.3755 ‐0.4174
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 831.2440 1938.0408 18.0288 1979 2 969.5240 13.7026
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(1) 1136.5551 CLRDAKMDK 493.0101 1136.5531 25.2858 5528 2 568.7802 ‐2.7031
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 2112.1012 FTDSSVQSDIKLWPFTLK 1438.5250 2112.0895 18.2335 4557 3 704.7014 ‐5.9375
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1125.5609 MVQEAEKYK 1847.4070 1125.5635 20.2018 4371 1 1125.5635 3.62
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(10) 1339.6351 VDFFNGKELCK 219.5607 1339.6338 18.1720 37325 2 670.3205 ‐1.5801
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 679.3774 DAGVIAGL 116.4043 679.3746 30.9175 5220 1 679.3746 ‐4.0715
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1503.6459 AGDTHLGGEDFDNR 23602.7800 1503.6495 19.1007 5170 2 752.3284 2.1881
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 873.4975 IAGLNVMR 113.7223 873.5022 31.2438 3437 2 437.2548 3.38
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 574.3017 AKMDK 97.8129 574.3033 21.8024 3138 1 574.3033 2.72
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1249.6245 MNPINTVFDAK 487.5572 1249.6264 18.8297 2618 2 625.3168 0.7519
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1432.6088 GDTHLGGEDFDNR 1896.6910 1432.6120 19.0956 2043 2 716.8096 1.23
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1552.6914 EQVFSTYSDNQPGV 210.2020 1552.6958 35.1975 2018 2 776.8515 2.49
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 604.9334 2063.9619 18.3853 2004 3 688.6588 0.2616
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 752.3573 VYEGER 239.2550 752.3559 32.3989 1915 1 752.3559 ‐1.7230
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1060.4517 ENYAYNMR 467.0774 1060.4479 25.3842 1397 1 1060.4479 ‐2.2061
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 934.4781 HFVQEFK 97.6425 934.4830 15.8766 1212 2 467.7452 3.16
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1174.5375 SYVAFTDSER 496.9677 1174.5354 24.1563 985 1 1174.5354 ‐0.0055
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(4) 1144.6031 ESICNPIIAK 1096.0310 1144.5978 26.7514 849 1 1144.5978 ‐2.9261
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 869.1267 1015.5540 26.7530 804 1 1015.5540 ‐5.2162
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1173.5357 LENYAYNMR 524.1178 1173.5329 25.3713 755 1 1173.5329 ‐0.6543
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 297.1252 1368.7142 25.0681 2181 2 684.8607 ‐4.1730
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 Carbamidomethyl+C(1) 1118.5445 CLRDAKMDK 149.2797 1118.5397 23.0677 1872 1 1118.5397 ‐2.7848
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1107.5503 MVQEAEKYK 148.3166 1107.5543 20.1308 851 1 1107.5543 5.1171
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 68 46.38 None 1663.8075 NAVVTVPAYFNDSQR 311.2335 1663.8103 25.4676 759 2 832.4088 1.78
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1680.8340 NAVVTVPAYFNDSQR 45067.7200 1680.8331 27.8106 56873 2 840.9202 ‐0.2562
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1473.6856 TTPSYVAFTDSER 81703.6900 1473.6858 24.1479 56796 2 737.3465 ‐0.0464
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1358.6158 NALENYAYNMR 44654.7100 1358.6165 25.3790 42776 2 679.8119 0.1758
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 10008.7500 1386.7292 26.7516 37822 2 693.8683 ‐0.6971
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1215.6514 DAGVIAGLNVMR 16629.7400 1215.6514 29.5953 33587 2 608.3293 ‐0.7005
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 31268.5900 2658.2690 33.3950 29669 3 886.7612 0.6587
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1308.7046 EIAEAYLGTTIK 3616.1310 1308.7069 26.5746 5903 2 654.8571 1.18
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 2026.0049 GEDKEFSAEEISSMILIK 5553.0160 2026.0042 34.9818 5501 3 676.0063 ‐0.7197
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 679.3774 DAGVIAGL 98.7917 679.3746 30.9175 5220 1 679.3746 ‐3.9312
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 873.4975 IAGLNVMR 93.2061 873.5022 31.2438 3437 2 437.2548 4.0943
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1271.5903 PSYVAFTDSER 8695.5100 1271.5921 24.1370 3217 2 636.2997 0.8544
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1552.6914 EQVFSTYSDNQPGV 519.4539 1552.6961 34.8656 2447 2 776.8517 3.0124
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 689.3763 GLNVMR 141.7847 689.3763 30.8020 2016 1 689.3763 0.1648
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 752.3573 VYEGER 223.8989 752.3559 32.3989 1915 1 752.3559 ‐1.5754
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1060.4517 ENYAYNMR 655.3943 1060.4479 25.3842 1397 1 1060.4479 ‐2.0281
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1174.5375 SYVAFTDSER 836.8254 1174.5354 24.1563 985 1 1174.5354 0.1838
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1097.5010 PAYFNDSQR 188.6187 1097.5007 30.0727 850 2 549.2540 ‐1.1788
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 458.3389 1015.5540 26.7530 804 1 1015.5540 ‐5.0426
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 None 1173.5357 LENYAYNMR 574.1975 1173.5329 25.3713 755 1 1173.5329 ‐0.4651
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 6750.7100 71603.9617 68 46.38 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 146.4342 1368.7142 25.0681 2181 2 684.8607 ‐4.0224
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1056.6048 AIALTVDTPR 16249.7900 1056.6027 23.7654 54365 2 528.8050 ‐3.1007
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 2011.9026 MDEANDSGLASYVAGQIDR 43779.7000 2011.8983 30.8961 42436 2 1006.4528 ‐1.3633
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1143.6772 FTLPPNLTLK 8163.4540 1143.6771 18.7524 37604 2 572.3422 ‐1.0846
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 19331.8600 2908.4414 24.9234 34812 3 970.1520 2.66
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 992.5047 NFEGLDLGK 10420.3600 992.5055 26.0007 32470 2 496.7564 ‐0.4488
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1875.0110 QLDYVPATISALEEVVK 11868.6900 1875.0117 22.5474 32143 2 938.0095 0.8425
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1058.5993 VPVFLDGGVR 12864.0200 1058.5993 17.3447 22298 2 529.8033 ‐1.1260
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 2439.0558 MVYDYYASGAEDQWTLQENR 7093.0310 2439.0449 30.1311 19947 2 1220.0261 ‐2.8699
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1533.8168 ISMPIMVAPTAFQK 5808.7650 1533.8182 19.8540 18835 2 767.4127 0.7412
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1318.5845 MAHPDGEYATAR 67458.3400 1318.5853 15.1387 14852 3 440.2000 ‐0.5463
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1913.0565 DIQWLQTITNMPILVK 2252.6330 1913.0596 23.7312 10956 2 957.0334 2.1636
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1718.9660 IAIQAGAAGIIVSNHGAR 2878.6300 1718.9680 16.5648 7634 3 573.6608 0.3061
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1202.6602 PIMVAPTAFQK 289.9167 1202.6587 19.3870 2618 3 401.5577 ‐2.5852
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 738.2876 MAHPDGE 4179.6590 738.2880 15.1312 1454 1 738.2880 0.7808
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1256.7096 PATISALEEVVK 241.1443 1256.7021 25.1381 1404 1 1256.7021 ‐3.8760
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1515.8062 ISMPIMVAPTAFQK 356.8200 1515.8026 19.3694 5079 2 758.4049 ‐2.6288
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9160.6280 40363.6259 32 50.41 None 1125.6667 FTLPPNLTLK 198.2091 1125.6625 16.5396 1403 2 563.3349 ‐4.7210
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1143.6772 FTLPPNLTLK 12152.8000 1143.6771 18.7524 37604 2 572.3422 ‐1.3578
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 6585.8830 2908.4414 24.9234 34812 3 970.1520 2.49
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1875.0110 QLDYVPATISALEEVVK 13629.6800 1875.0117 22.5474 32143 2 938.0095 0.9455
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1058.5993 VPVFLDGGVR 13306.3000 1058.5993 17.3447 22298 2 529.8033 ‐1.4430
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1533.8168 ISMPIMVAPTAFQK 7443.0310 1533.8182 19.8540 18835 2 767.4127 0.6688
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1913.0565 DIQWLQTITNMPILVK 2913.3520 1913.0596 23.7312 10956 2 957.0334 2.62
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1718.9660 IAIQAGAAGIIVSNHGAR 2340.1060 1718.9680 16.5648 7634 3 573.6608 0.1254
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1195.6391 IDMATTVLGFK 181.5870 1195.6132 22.2276 3817 2 598.3102 ‐22.7778
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 287.8876 2269.1719 21.0228 2875 3 757.0622 25.2641
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 2011.9026 MDEANDSGLASYVAGQIDR 990.5711 2011.9000 18.5420 1377 2 1006.4536 ‐0.3757
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 782.4771 PPNLTLK 443.7522 782.4797 18.7515 3412 1 782.4797 3.83



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 570.2994 GQIDR 84.5242 570.3013 18.9498 2043 1 570.3013 2.25
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1174.6215 LASYVAGQIDR 197.0494 1174.6211 19.0591 1346 2 587.8142 ‐1.4788
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 Carbamidomethyl+C(18) 2251.1032 VLQMLRDEFELTMALSGCR 178.4993 2251.0987 19.3320 2807 3 751.0378 ‐2.3766
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2552.5810 40363.6259 32 50.41 None 1125.6667 FTLPPNLTLK 90.2344 1125.6625 16.5396 1403 2 563.3349 ‐5.0035
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1359.7882 IFSVDAPAIVSLK 8255.8320 1359.7881 19.6577 12337 2 680.3977 ‐0.6587
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 8931.2100 1636.7708 26.4029 10179 2 818.8890 1.48
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1839.9375 TSIPYGLEGGTEFVLEK 8719.0100 1839.9380 32.8273 9727 2 920.4726 0.6660
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 981.6091 LGVNVAPIAK 6086.6570 981.6087 23.4397 9695 2 491.3080 ‐1.7625
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 3349.3350 2736.3252 40.2813 7431 2 1368.6662 0.7345
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1469.7635 VYVGQGDSGVVYVK 3516.0690 1469.7669 15.2350 3586 2 735.3871 2.0190
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1625.6714 GGEEWDDGGAYENVK 1765.1120 1625.6737 22.5096 2838 2 813.3405 1.55
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1864.8923 TSQPFGLTSGEEAELGGGK 3653.3220 1864.8939 27.2456 21520 2 932.9506 1.92
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2256.9050 32147.1196 18 42.76 None 1012.6037 VDAPAIVSLK 481.8683 1012.6029 19.4137 1574 2 506.8051 ‐1.9899
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 10969.6500 1636.7708 26.4029 10179 2 818.8890 2.1162
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 None 1839.9375 TSIPYGLEGGTEFVLEK 9700.0270 1839.9380 32.8273 9727 2 920.4726 0.8356
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 None 981.6091 LGVNVAPIAK 10835.3900 981.6087 23.4397 9695 2 491.3080 ‐1.6277
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 2956.4010 2736.3252 40.2813 7431 2 1368.6662 0.9406
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 None 1864.8923 TSQPFGLTSGEEAELGGGK 1907.7650 1864.8939 27.2456 21520 2 932.9506 1.99
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1844.1380 32147.1196 18 42.76 None 1607.8104 IVGFYGQAGEYLYK 765.8555 1607.7948 30.6133 2431 2 804.4011 ‐9.5835
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 380.0113 32147.1196 18 42.76 None 1359.7882 IFSVDAPAIVSLK 6250.6580 1359.7881 19.6577 12337 2 680.3977 ‐0.8207
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 380.0113 32147.1196 18 42.76 None 1469.7635 VYVGQGDSGVVYVK 2257.4860 1469.7669 15.2350 3586 2 735.3871 1.35
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 380.0113 32147.1196 18 42.76 None 913.5353 DAPAIVSLK 2633.7530 913.5301 19.6582 1895 1 913.5301 ‐4.8752
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1035.5027 LLEDSMAEK 5126.3520 1035.5052 19.2006 18178 2 518.2562 1.16
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 2248.6090 2264.1478 29.5938 16924 2 1132.5775 ‐2.2940
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1159.5953 AIDLIDEAGSR 11756.3500 1159.5981 24.8912 15884 2 580.3027 1.05
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1029.5687 TAIAEGLAQR 28333.8000 1029.5694 19.4677 13967 2 515.2883 ‐0.5256
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1805.9677 NTLLIMTSNVGSSVIEK 1175.2400 1805.9644 19.1121 9967 2 903.4859 ‐1.4807
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1022.5339 LDEMIVFR 4159.1830 1022.5344 29.4646 9238 2 511.7708 ‐0.7247
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1157.4966 LDMSEFMER 9923.1210 1157.4976 29.4494 8821 2 579.2524 ‐0.0463
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1985.9572 AHPDVFNMMLQILEDGR 2169.0830 1985.9615 24.7804 8260 3 662.6587 1.25
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1315.6740 IASGDVPETIEGK 9507.2030 1315.6759 21.2040 8099 2 658.3416 0.8254
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 3375.7200 1354.6788 21.9737 8087 2 677.8430 ‐0.2385
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1331.7100 VIMLSQEEARR 5343.2350 1331.7085 18.7414 6553 2 666.3579 ‐1.7069
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1369.7011 QYFRPEFLNR 1315.7520 1369.7027 16.7214 6285 3 457.2391 ‐0.0222
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1959.0447 NPNRPIASFIFSGPTGVGK 264.6620 1959.0436 18.9987 3946 3 653.6860 ‐1.1271
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1262.6488 IQATEYREPR 165.8146 1262.6431 19.7540 1868 2 631.8252 ‐5.2210
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1116.5895 EIELQVTER 1112.4770 1116.5858 29.4167 1162 2 558.7965 ‐4.3795
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1158.6365 VLELSLEEAR 641.3544 1158.6515 24.4151 1646 1 1158.6515 14.7228
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1188.5531 IGFDLDHDEK 309.0263 1188.5427 19.6091 854 2 594.7750 ‐9.6203
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1382.7638 LAEEGKLDPVVGR 7387.2690 1382.7643 21.0415 5144 3 461.5930 ‐0.7829
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1878.9663 LLEDSMAEKMLSRDIK 1574.1930 1878.9681 32.8632 4296 3 626.9942 0.2561
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1391.7529 EIELQVTERFK 508.0980 1391.7577 16.7792 2075 2 696.3825 2.22
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 634.2791 DEAGSR 187.7124 634.2763 25.7924 8171 1 634.2763 ‐4.5910
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 582.2704 FMER 74.4539 582.2679 30.6569 1825 1 582.2679 ‐4.7436
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 833.4264 NPNRPIAS 88.7274 833.4228 20.1780 940 1 833.4228 ‐3.8693
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1297.6634 IASGDVPETIEGK 503.5557 1297.6657 20.0476 3305 2 649.3365 1.0879
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1035.0850 102413.5602 25 23.67 None 1140.6259 VLELSLEEAR 384.7670 1140.6279 22.5360 1004 2 570.8176 0.7571
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 1645.8003 EGLPAFPMGNIDQTR 5833.8760 1645.8018 31.3793 20200 2 823.4045 0.9296
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 5097.4680 1350.6701 23.7050 11110 2 675.8387 0.8416
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 1229.8230 1086.6025 22.4561 8591 2 543.8049 3.60
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 3560.0720 1544.6850 23.9341 4913 2 772.8462 1.0003
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 2027.9954 TISTQGMLAVYNSLSEEGK 248.3543 2028.0132 35.7882 2039 3 676.6759 8.83
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 2265.1874 FDYILTQQALVAVDSGAAINR 500.1501 2265.1681 20.6880 1516 2 1133.0877 ‐7.2578
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 2069.9999 EINGAGINASFAVHQDVDGR 201.5668 2070.0527 38.5733 1110 3 690.6891 25.0359
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 2369.1707 RFYEKEGLPAFPMGNIDQTR 1041.4870 2369.1723 32.0278 3939 3 790.3956 0.5231
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 1668.8704 VSLAGYEEYIVRGGR 547.2166 1668.8728 18.1736 2056 3 556.9624 0.5631
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 Carbamidomethyl+C(3) 1135.5776 VECITGTISR 285.1501 1135.5776 22.0089 7455 1 1135.5776 1.96
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 473.2831 AINR 87.5567 473.2827 20.3623 4321 1 473.2827 ‐1.6730
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 1363.7256 FDYILTQQALVA 323.4282 1363.7231 22.5905 3438 2 682.3652 ‐2.3444
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 1191.6157 RFYEKEGLPA 1389.0000 1191.6198 32.8022 1155 2 596.3136 2.22
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 None 1120.5786 RFYEKEGLP 95.1529 1120.5848 33.6312 780 2 560.7960 4.53
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 389.2897 64211.7382 26 9.48 Carbamidomethyl+C(5) 1332.6577 NTVECITGTISR 271.9404 1332.6578 23.9114 911 1 1332.6578 2.33
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1645.8003 EGLPAFPMGNIDQTR 7564.1640 1645.8018 31.3793 20200 2 823.4045 1.0914
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 5098.1480 1350.6701 23.7050 11110 2 675.8387 0.9914
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 1962.3570 1086.6025 22.4561 8591 2 543.8049 3.51
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 4272.9380 1544.6850 23.9341 4913 2 772.8462 1.1580
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1439.7417 APVSLDFETSVFK 273.9889 1439.7400 24.4157 4055 2 720.3737 ‐1.3505
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 2069.9999 EINGAGINASFAVHQDVDGR 160.4899 2070.0527 38.5733 1110 3 690.6891 25.1547
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 2369.1707 RFYEKEGLPAFPMGNIDQTR 1885.0740 2369.1723 32.0278 3939 3 790.3956 0.6897
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1329.6256 PAFPMGNIDQTR 363.5609 1329.6316 29.7468 2466 2 665.3194 4.0387
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1191.6157 RFYEKEGLPA 180.0147 1191.6198 32.8022 1155 2 596.3136 2.56
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1120.5786 RFYEKEGLP 118.0702 1120.5848 33.6312 780 2 560.7960 4.57
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 26 9.48 None 1421.7311 APVSLDFETSVFK 206.2500 1421.7279 26.1718 2487 2 711.3676 ‐2.5168
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1237.6423 VTTTIGYGSPNK 30706.0500 1237.6446 18.2163 62392 2 619.3260 1.1167
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1575.7649 ALPTYTPESPGDATR 31069.6300 1575.7660 22.0921 59060 2 788.3867 0.6003
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2077.0998 VVPGFLGGSADLASSNMTLLK 10262.5600 2077.0933 20.7970 56065 2 1039.0503 ‐2.2498
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1805.9796 SIGINSFGASAPAPLLYK 6744.3350 1805.9776 19.5834 50501 2 903.4925 ‐0.7566
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1400.7420 SIITGELPAGWEK 26365.5300 1400.7423 30.0173 42871 2 700.8748 ‐0.2488
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1005.5615 FLAIDAVEK 26555.2300 1005.5618 26.3930 39595 2 503.2845 ‐0.9376



NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2017.9654 NNLGWPYEPFQVPDDVK 20404.9500 2017.9630 35.0549 39432 2 1009.4851 ‐0.4561
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2255.0584 AMPNTLMFRPADGNETAGAYK 30062.5100 2255.0575 17.0247 31878 3 752.3574 ‐0.6377
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANA 3182.8650 3485.7766 23.3127 28745 3 1162.5970 ‐3.1994
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1403.6914 ANSYSVHGAALGEK 18525.2100 1403.6922 17.6973 22944 3 468.5689 ‐0.5707
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1628.7551 HTPEGATLESDWSAK 14469.3400 1628.7564 22.2750 20929 3 543.5903 ‐0.1296
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 957.5728 TPSILALSR 12089.2300 957.5726 16.9594 20842 2 479.2900 ‐1.4297
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1476.8057 LPHLPGTSIEGVEK 891.2361 1476.8012 25.8978 14425 3 492.9386 ‐4.1010
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVS 4232.5000 3420.5859 21.4853 11424 3 1140.8668 ‐1.4907
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1115.6671 TVTDKPTLIK 4732.9030 1115.6685 18.2072 11203 2 558.3379 0.2781
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAA 4342.6250 3646.8288 41.0133 11082 3 1216.2811 ‐3.2171
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1159.5953 ESVLPSDVSAR 8322.1080 1159.5966 21.3390 4964 2 580.3019 0.1641
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 6695.3620 1359.7157 23.5752 37681 2 680.3615 7.16
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1832.9124 AAAVETVEPTTDSSIVDK 1416.7690 1832.8944 29.3505 6045 2 916.9508 ‐9.4369
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1352.6845 VSIEAASTFGWGK 1665.6880 1352.6777 18.7169 5936 2 676.8425 ‐5.5911
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 886.7841 2279.9779 31.7274 3507 3 760.6641 ‐17.2185
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2089.0309 ANSYSVHGAALGEKEVEATR 611.0425 2089.0570 23.5424 905 3 697.0239 12.0723
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1193.6048 KYPEEASELK 25214.5000 1193.6049 16.9541 16193 2 597.3061 ‐0.8044
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1085.6677 KTPSILALSR 4466.6990 1085.6695 15.7740 2988 2 543.3384 0.6143
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 801.7802 2604.3086 21.7718 2183 3 868.7744 3.41
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 745.4090 AIDAVEK 5744.8900 745.4068 26.4073 7099 1 745.4068 ‐2.8062
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 858.4931 LAIDAVEK 2443.4320 858.4932 26.3908 1915 1 858.4932 0.7281
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1218.6113 SYSVHGAALGEK 6388.4060 1218.6137 17.6916 1903 2 609.8105 1.1074
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 Carbamidomethyl+C(3) 1045.5459 QQCLNALAK 144.5621 1045.5516 24.9770 1834 2 523.2795 4.92
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1037.5262 TTIGYGSPNK 183.8864 1037.5244 17.2393 1342 2 519.2659 ‐2.8584
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1138.5739 TTTIGYGSPNK 144.9185 1138.5716 19.1872 1281 2 569.7894 ‐2.9733
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 Carbamidomethyl+C(6) 1124.5517 NLSQQCLNAL 169.2349 1124.5450 22.9067 1131 1 1124.5450 ‐4.3517
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1347.6652 VKNGNTGYDEIR 465.6042 1347.6622 20.4188 854 2 674.3348 ‐2.7190
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1557.7544 ALPTYTPESPGDATR 301.7003 1557.7598 24.0344 11817 2 779.3836 3.99
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1610.7445 HTPEGATLESDWSAK 387.4124 1610.7414 21.5531 1414 2 805.8743 ‐1.9766
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2586.2888 FEALGWHVIWVKNGNTGYDEIR 337.7252 2586.3016 20.2989 1116 3 862.7721 5.0184
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 1458.7951 LPHLPGTSIEGVEK 1383.4220 1458.7945 24.3189 868 2 729.9009 ‐0.7480
NP_001190145.1 transketolase Arabidopsis thaliana 5424.4340 80295.5034 74 50.00 None 2587.2728 FEALGWHVIWVKNGNTGYDEIR 418.0415 2587.2706 23.4410 1279 3 863.0951 ‐0.8043
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1237.6423 VTTTIGYGSPNK 57175.7200 1237.6443 18.2241 59668 2 619.3258 0.9766
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1575.7649 ALPTYTPESPGDATR 49924.1100 1575.7660 22.0921 59060 2 788.3867 0.7593
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1400.7420 SIITGELPAGWEK 37269.5000 1400.7423 30.0173 42871 2 700.8748 ‐0.0969
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1005.5615 FLAIDAVEK 31747.3000 1005.5618 26.3930 39595 2 503.2845 ‐0.8018
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 2017.9654 NNLGWPYEPFQVPDDVK 38055.5300 2017.9630 35.0549 39432 2 1009.4851 ‐0.2792
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1403.6914 ANSYSVHGAALGEK 33690.1400 1403.6922 17.6945 22585 3 468.5689 ‐0.5588
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1476.8057 LPHLPGTSIEGVEK 1059.5950 1476.8012 25.8978 14425 3 492.9386 ‐4.0770
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1115.6671 TVTDKPTLIK 5369.0450 1115.6685 18.2072 11203 2 558.3379 0.4184
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAA 3200.1650 3646.8301 41.0358 9260 3 1216.2816 ‐2.4785
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 389.1803 2279.9779 31.7274 3507 3 760.6641 ‐17.0662
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 2089.0309 ANSYSVHGAALGEKEVEATR 360.4134 2089.0570 23.5424 905 3 697.0239 12.41
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 914.3062 2604.3027 36.1265 6562 3 868.7724 1.94
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 745.4090 AIDAVEK 12873.1200 745.4068 26.4073 7099 1 745.4068 ‐2.6593
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 915.5510 TDKPTLIK 2692.5010 915.5524 18.2096 2599 2 458.2798 0.3051
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 858.4931 LAIDAVEK 2281.3230 858.4932 26.3908 1915 1 858.4932 0.8862
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1218.6113 SYSVHGAALGEK 7880.1170 1218.6137 17.6916 1903 2 609.8105 1.19
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1391.6437 PTYTPESPGDATR 713.6131 1391.6497 22.0995 1672 2 696.3285 3.85
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1676.7955 GWPYEPFQVPDDVK 365.9459 1676.8021 32.4013 1203 2 838.9047 4.1884
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1037.5262 TTIGYGSPNK 1386.9660 1037.5252 18.2261 1184 1 1037.5252 0.5155
NP_001190145.1 transketolase Arabidopsis thaliana 4759.1200 80295.5034 74 50.00 None 1315.6277 NSYSVHGAALGEK 2141.0430 1315.6275 17.7041 1026 2 658.3174 ‐0.6329
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 2077.0998 VVPGFLGGSADLASSNMTLLK 6857.9120 2077.0933 20.7970 56065 2 1039.0503 ‐2.0427
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1805.9796 SIGINSFGASAPAPLLYK 7956.5540 1805.9776 19.5834 50501 2 903.4925 ‐0.6891
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 2255.0584 AMPNTLMFRPADGNETAGAYK 34468.0500 2255.0575 17.0247 31878 3 752.3574 ‐0.7332
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANA 2637.9470 3485.7766 23.3127 28745 3 1162.5970 ‐3.0994
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 957.5728 TPSILALSR 23180.1300 957.5726 16.9594 20842 2 479.2900 ‐1.7987
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVS 6088.5960 3420.5859 21.4853 11424 3 1140.8668 ‐1.4010
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 591.5518 1359.7071 15.4408 4280 2 680.3572 0.9082
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1352.6845 VSIEAASTFGWGK 1215.7840 1352.6777 18.7169 5936 2 676.8425 ‐5.7567
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1237.6423 VTTTIGYGSPNK 275.6895 1237.6259 19.9012 4771 2 619.3166 ‐14.2618
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1085.6677 KTPSILALSR 5139.8580 1085.6695 15.7740 2988 2 543.3384 0.3113
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 659.3527 2604.3086 21.7718 2183 3 868.7744 3.41
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 Carbamidomethyl+C(6) 3417.7869 NLSQQCLNALAKVVPGFLGGSADLASS 1074.3320 3417.7633 24.9805 1842 3 1139.9259 ‐5.9370
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1383.7267 SIGINSFGASAPAPL 536.7755 1383.7309 19.0464 9400 2 692.3691 2.60
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1878.9630 PGFLGGSADLASSNMTLLK 1735.4870 1878.9624 20.7901 5044 2 939.9848 0.2898
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1334.6739 VSIEAASTFGWGK 316.6404 1334.6688 18.7067 14560 2 667.8381 ‐4.5777
NP_001190145.1 transketolase Arabidopsis thaliana 2047.0190 80295.5034 74 50.00 None 1219.6317 VTTTIGYGSPNK 94.5027 1219.6273 19.0803 2117 2 610.3173 ‐4.6522
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 None 1347.7155 SFGAELVLTDPAK 23905.5600 1347.7160 29.6420 21498 2 674.3616 0.0044
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 None 1697.8713 IIMTMPSYTSLERR 838.0471 1697.9068 26.2810 13292 3 566.6404 20.0912
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 None 1341.7049 YLSSVLFDELR 159.1059 1341.7298 24.9700 866 2 671.3686 18.1774
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 Oxidation+M(3) 1850.9680 VTMRSFGAELVLTDPAK 386.1766 1850.9658 18.4441 1256 3 617.6601 ‐1.8201
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 None 660.3787 SLERR 87.1873 660.3820 23.9954 158322 1 660.3820 4.75
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1312.7740 26631.8014 13 24.29 None 531.2773 TDPAK 848.6886 531.2749 19.0031 3934 1 531.2749 ‐5.0543
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1541.7702 IIMTMPSYTSLER 22410.4900 1541.7739 18.5756 32165 2 771.3906 2.1504
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1469.7999 YLSSVLFDELRK 1544.9400 1469.8014 19.2225 6017 3 490.6053 ‐0.2350
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1341.7049 YLSSVLFDELR 2236.0290 1341.7057 20.5543 5606 2 671.3565 ‐0.1424
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1139.5952 GISLAFMAAMK 308.5586 1139.5856 21.3948 1396 2 570.2965 ‐9.5919
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 2465.2891 VTMRSFGAELVLTDPAKGMGGTVK 661.4369 2465.2723 22.1709 4614 3 822.4289 ‐6.9432



NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1315.6021 MTMPSYTSLER 281.6757 1315.6007 18.5582 875 1 1315.6007 1.42
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1367.8790 26631.8014 13 24.29 None 1523.7596 IIMTMPSYTSLER 220.4702 1523.7609 17.5051 1922 2 762.3841 0.5454
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 1288.7334 IVMGLFGEVVPK 13710.7700 1288.7327 20.5854 74305 2 644.8700 ‐1.2147
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 31824.7500 1221.5789 29.6456 59263 1 1221.5789 ‐0.5881
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 1343.7140 HVVFGQVIEGMK 40404.4700 1343.7131 17.1951 58300 2 672.3602 ‐1.2102
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 2789.3815 IIKDFMIQGGDFTEGNGTGGISIYGAK 1439.6490 2789.3816 19.5359 27324 3 930.4654 0.3049
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(6) 1126.5310 TTQSVCFGAR 402.3075 1126.5314 19.6039 1172 2 563.7693 ‐0.6536
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 1953.0076 VTNKVYFDVEIGGEVAGR 646.6336 1953.0056 34.3878 22044 2 977.0064 ‐0.4308
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 1522.7761 QFSGVYATTKHQR 552.6664 1522.7773 17.4092 5011 2 761.8923 0.5705
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(2)
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(33) 3942.8790 FEDENFTLKHTGPGILSMANAGPNTNG 516.9076 3942.9047 35.7329 2699 3 1314.9731 7.71
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(3) 2533.2637 TACVKSMAAEEEVIEPQAKVTNK 1093.4650 2533.2509 24.5530 1447 3 845.0885 ‐5.0556
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 Carbamidomethyl+C(24) 3663.7683 HTGPGILSMANAGPNTNGSQFFICTVK 656.4197 3663.7594 24.3449 1398 3 1221.9247 ‐1.2774
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 854.4043 QFSGVYAT 201.9861 854.4033 19.2911 20400 1 854.4033 ‐0.5116
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 668.3515 HVVFGQ 5368.6380 668.3536 17.2102 4412 1 668.3536 3.1093
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4024.5120 28421.2958 15 64.86 None 1504.7655 QFSGVYATTKHQR 86.4992 1504.7613 19.5714 2028 2 752.8843 ‐3.0660
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1338.9680 28421.2958 15 64.86 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 31526.6100 1221.5789 29.6456 59263 1 1221.5789 ‐0.3941
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 None 1040.6463 LVTPLTLQR 42427.6600 1040.6471 16.9062 15388 2 520.8272 ‐0.3336
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 15306.5700 1336.6319 19.3986 8782 2 668.8196 ‐0.1985
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 None 1608.7752 LSQEVSGDALGEEFK 8142.0970 1608.7773 25.6488 8119 2 804.8923 1.34
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 2667.4680 1826.0538 22.8873 6701 2 913.5305 4.32
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 Carbamidomethyl+C(10) 1464.7264 FNVANPTTGCQKK 223.0334 1464.7201 21.0150 1232 2 732.8637 ‐4.6230
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 None 827.4734 QGVLTPGR 171.0679 827.4547 33.5315 1829 1 827.4547 ‐22.0671
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 None 2203.0917 LSQEVSGDALGEEFKGYVFK 1108.8620 2203.0973 27.2532 8938 3 735.0373 2.1829
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3742.5090 22325.0810 10 40.61 None 1394.6910 IAKANSDAADYQK 1350.2440 1394.6881 31.6176 5529 2 697.8477 ‐2.5359
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2267.5120 22325.0810 10 40.61 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 36820.3000 1336.6319 19.3986 8782 2 668.8196 ‐0.0493
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2267.5120 22325.0810 10 40.61 None 1608.7752 LSQEVSGDALGEEFK 323.7543 1608.7879 34.7329 1359 2 804.8976 8.0122
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 2008.0709 ENAITVGTQHALDPLTTVK 11348.0300 2008.0733 29.0332 17747 3 670.0293 0.7419
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 2761.5830 2192.1281 35.9338 13876 2 1096.5677 ‐1.0926
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 1334.7314 GSLFLGDVATQVK 10356.2200 1334.7319 29.9454 11500 2 667.8696 ‐0.0639
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 1034.5517 GPGLYTEIGK 320.1755 1034.5475 22.5303 6326 2 517.7774 ‐5.0729
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 1302.6212 SFFTVSGEVDSK 2912.5160 1302.6222 26.7202 6112 2 651.8148 0.2892
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 1631.8487 DDLTASLILNDKGEK 1640.5320 1631.8543 27.4734 11245 2 816.4308 3.73
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 2235.2092 ENAITVGTQHALDPLTTVKAR 280.3877 2235.2040 28.6356 2598 3 745.7395 ‐2.4505
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 17 41.61 None 1187.6630 ASLILNDKGEK 293.4166 1187.6632 28.1240 1010 3 396.5592 ‐1.2502
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 2000.1420 2826.4314 20.2427 10611 3 942.8153 0.5053
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 2017.0726 VNNAGVANALIQHEWRPK 990.3375 2017.0777 16.7313 4728 4 505.0249 1.35
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 986.0176 2192.1243 20.8338 3034 2 1096.5658 ‐2.7476
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 1302.6212 SFFTVSGEVDSK 1011.2240 1302.6243 16.9283 2361 2 651.8158 1.06
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 1034.5517 GPGLYTEIGK 238.1409 1034.5594 18.4415 4178 2 517.7833 5.58
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 3195.6056 NNNFTADVKVSTDSSLLTTLTFDEPAPG 452.9162 3195.6138 22.1938 7744 3 1065.8761 3.55
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 2338.2037 GSLFLGDVATQVKNNNFTADVK 909.2620 2338.1964 23.8166 2713 2 1169.6018 ‐1.4350
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 1631.8487 DDLTASLILNDKGEK 1027.8980 1631.8379 17.0931 2315 2 816.4226 ‐6.6019
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 17 41.61 None 2278.1714 YQIVSPSTVVGAEISHNFTTK 315.8543 2278.1770 20.4398 2800 2 1139.5922 4.0508
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1204.6783 TAGGLLLTETTK 37151.2900 1204.6779 24.4954 59826 2 602.8426 ‐1.0560
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 906.4601 ASDVMAILS 4638.1120 906.4592 31.2934 43663 1 906.4592 ‐0.0010
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 6530.0780 2083.0918 28.3595 21525 3 695.0355 ‐0.2887
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 10773.0900 2540.3080 34.9819 19016 4 635.8324 ‐0.9842
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1635.8193 MAATQLTASPVTMSAR 318.7293 1635.8200 24.1296 3221 3 545.9448 ‐0.4219
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1371.6427 YAGTEVEFNDVK 338.2529 1371.6727 40.1172 1040 1 1371.6727 24.6167
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 812.4512 EKPSIGTV 226.1703 812.4509 29.5742 1206 1 812.4509 0.1358
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1556.8279 TEDIKDLKPLNDR 248.5251 1556.8300 33.2721 1041 2 778.9186 1.76
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1617.8087 MAATQLTASPVTMSAR 595.6455 1617.8078 24.5911 789 2 809.4076 ‐0.4110
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3442.1220 26801.9082 10 36.36 None 1618.7927 MAATQLTASPVTMSAR 191.4447 1618.7998 22.0515 822 3 540.2714 3.90
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1527.8013 GIVDSEDLPLNISR 26530.7400 1527.8009 30.1665 27441 2 764.4041 ‐0.4578
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1256.6957 ADLVNNLGTIAR 22510.1900 1256.6981 26.9434 25767 2 628.8527 1.1248
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 4282.5380 2302.1080 22.9568 19263 2 1151.5577 ‐1.0381
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1583.7911 SGDELTSLKDYVTR 3420.4710 1583.7914 27.6295 16853 3 528.6020 ‐0.7590
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1678.8680 TNNTLTIIDSGIGMTK 4452.1160 1678.8659 31.1117 14518 2 839.9366 ‐1.1523
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1527.7438 SLSNDWEEHLAVK 4510.3070 1527.7462 26.6372 13364 3 509.9203 0.5935
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Carbamidomethyl+C(6)
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1734.9425 LDGQPELFIHIIPDK 3859.2850 1734.9441 33.4760 11310 3 578.9862 0.1085
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1791.8252 TMEINPENSIMDELR 6355.7960 1791.8293 33.1097 11229 2 896.4183 2.94
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1848.9531 HSEFISYPISLWIEK 4491.1730 1848.9582 21.2547 9702 3 616.9909 2.1196
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 787.5076 AILFVPK 5398.8420 787.5069 17.0390 5681 1 787.5069 ‐0.5769
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 714.4509 IAELLR 9017.1590 714.4512 21.4436 3399 1 714.4512 0.5444
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1320.6583 HFSVEGQLEFK 1386.7920 1320.6471 18.0021 5870 2 660.8272 ‐9.1050
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 2240.1519 GIEVLYMVDAIDEYAIGQLK 240.4768 2240.1788 20.0289 5491 3 747.3978 11.69
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1777.9443 EIFLRELISNSSDVR 231.3986 1777.9766 17.1038 2940 3 593.3304 17.4273
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1209.6262 RAPFDLFDTK 1670.0930 1209.6301 18.4489 15579 2 605.3187 2.05
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1502.8577 KAVENSPFLEKLK 298.0437 1502.8538 22.0605 9110 3 501.6228 ‐3.6388
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Carbamidomethyl+C(7) 1350.7450 EKFEGLCKVIK 1469.5990 1350.7508 22.6586 9081 2 675.8790 3.57
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1261.6787 KAVENSPFLEK 4976.4500 1261.6798 19.5937 4865 2 631.3435 0.1444
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 3053.4599 VVVTTKHNDDEQYVWESQAGGSFTVT 3431.4020 3053.4541 20.9880 3018 3 1018.4895 ‐1.3772
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1002.5466 DVLGDKVEK 4491.9380 1002.5467 16.3967 2469 2 501.7770 ‐1.1296
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 2357.2057 GTKMVLYLKEDQLEYLEER 904.6072 2357.2242 24.2256 2015 3 786.4129 7.23
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Oxidation+M(1) 2087.0365 MVLYLKEDQLEYLEER 619.4665 2087.0275 24.4918 2212 2 1044.0174 ‐3.4567
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 781.4203 KDYVTR 315.0256 781.4191 28.7104 7663 2 391.2132 ‐3.1465
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Carbamidomethyl+C(3) 1794.8255 DNCEDIIPEYLGFVK 292.9518 1794.8251 25.1274 6586 3 598.9465 ‐0.9698



NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 601.3668 AELLR 3340.5180 601.3679 21.4450 3816 1 601.3679 1.73
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 603.3865 LFVPK 3983.1150 603.3873 17.0380 2186 1 603.3873 1.1140
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 450.2711 GFVK 71.0100 450.2697 25.7352 1325 1 450.2697 ‐4.0004
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Oxidation+M(1) 1232.6231 MVLYLKEDQL 126.0472 1232.6165 22.1501 822 1 1232.6165 ‐3.3806
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1660.8574 TNNTLTIIDSGIGMTK 275.6297 1660.8491 31.9859 8852 2 830.9282 ‐4.9587
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Oxidation+M(1) 2069.0260 MVLYLKEDQLEYLEER 551.1705 2069.0217 24.5513 2200 2 1035.0145 ‐1.2187
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 Carbamidomethyl+C(6)
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 2340.1792 GTKMVLYLKEDQLEYLEER 248.3227 2340.1718 22.6433 2592 3 780.7288 ‐3.3438
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 1813.5950 83468.9423 34 36.40 None 1485.8312 KAVENSPFLEKLK 273.4331 1485.8240 26.2948 1470 2 743.4156 ‐5.0949
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 1449.7440 LIITMPASMSTER 18115.7900 1449.7451 18.1377 17692 2 725.3762 0.2570
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1718.6560 2603.3213 23.1267 13909 3 868.4453 3.0559
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 1285.6787 YLSTVLFDATR 2794.0650 1285.6779 18.9363 12914 2 643.3426 ‐1.5062
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 1382.7467 LFVAIFPSFGER 12204.5100 1382.7480 22.0111 10224 2 691.8777 0.3236
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 1413.7736 YLSTVLFDATRK 2584.0700 1413.7808 17.6880 6190 3 471.9318 3.30
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 2135.1495 LYGVEPVESAILSGGKPGPHK 1116.6180 2135.1521 17.7347 14552 3 712.3889 0.7058
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 1122.6153 LSTVLFDATR 82.7811 1122.6222 16.6985 2597 2 561.8147 4.63
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 None 719.3835 FDATRK 79.2276 719.3811 16.2370 1717 1 719.3811 ‐3.2597
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1578.8810 33919.2387 9 25.47 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEGCVGR 176.9610 2586.2743 24.5753 4107 2 1293.6408 ‐2.5393
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 1146.6405 VSVFLPEEVK 40163.4400 1146.6406 28.2510 47831 2 573.8239 ‐0.8509
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 16127.6100 2421.1916 21.9672 28798 2 1211.0994 ‐0.8210
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 777.4141 IEFPGSK 6313.5270 777.4159 20.3042 8550 1 777.4159 2.52
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 1311.6427 TFDESKETINK 2752.9220 1311.6424 15.8259 6866 3 437.8857 ‐1.4106
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 861.4716 FLPEEVK 139.5032 861.4735 27.5459 2086 1 861.4735 2.21
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 683.3763 FIFEK 163.2607 683.3746 22.9017 2075 1 683.3746 ‐2.4434
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 5168.7060 18988.9907 15 31.14 None 1063.5266 DESKETINK 207.9979 1063.5293 14.7916 906 2 532.2683 1.98
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 1146.6405 VSVFLPEEVK 69119.3400 1146.6406 28.2510 47831 2 573.8239 ‐0.7093
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 893.4979 YLEELVK 8489.1700 893.4982 23.7501 18019 2 447.2527 ‐0.9828
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 777.4141 IEFPGSK 5215.2590 777.4159 20.3042 8550 1 777.4159 2.52
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 1311.6427 TFDESKETINK 467.7313 1311.6725 22.5465 7733 2 656.3399 22.2208
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 664.3301 EFPGSK 7623.5110 664.3304 20.2999 5054 1 664.3304 0.4628
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 730.4345 LEELVK 1209.2770 730.4338 23.7587 2944 1 730.4338 ‐0.6942
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 1047.5721 SVFLPEEVK 337.0208 1047.5745 28.2495 2330 1 1047.5745 3.34
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 4744.1280 18988.9907 15 31.14 None 1293.6321 TFDESKETINK 534.1927 1293.6339 20.8971 999 2 647.3206 0.8256
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 1856.5040 18063.6814 2 14.46 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 12840.8200 2421.1916 21.9672 28798 2 1211.0994 ‐0.4369
NP_001190779.1 plasma membrane associated cation binding protein 1 Arabidopsis thalian 1856.5040 18063.6814 2 14.46 None 1980.9702 AVSEASSSFGAGYVAGPVTFI 325.5997 1980.9752 19.9381 1489 2 990.9912 3.02
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1540.7238 SGSAADSQVVSDYVR 10480.4000 1540.7260 22.6273 6982 2 770.8666 1.94
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1188.6583 TVIINSEGVTR 8295.4440 1188.6595 20.6954 5894 2 594.8334 0.1804
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 3174.5558 MDLNLDAPHSMGTTIIGVTYNGGVVL 1049.2000 3174.5459 22.2093 2201 3 1058.8535 ‐2.4787
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 Carbamidomethyl+C(11) 1481.7417 ITQLTDNVYVCR 136.0437 1481.7477 36.5727 1309 2 741.3775 3.86
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 800.4989 AVSLAIAR 1026.7530 800.4858 20.0820 3291 1 800.4858 ‐15.9108
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 630.3933 SLAIAR 111.1216 630.3909 21.1091 2391 1 630.3909 ‐4.0938
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1170.6477 TVIINSEGVTR 218.8539 1170.6489 19.9275 1194 2 585.8281 0.1320
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 Carbamidomethyl+C(11) 1464.7152 ITQLTDNVYVCR 121.7385 1464.7113 35.6909 761 2 732.8593 ‐2.9799
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 2119.0780 FEGITMAPPDPILGVSEAFK 4496.7300 2119.0753 22.1839 10043 2 1060.0413 ‐0.3322
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1531.8366 TEELQPYVLNVVK 2625.9830 1531.8328 30.8056 7173 2 766.4201 ‐2.6724
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 972.6088 ISLAGLSLAK 5908.2880 972.6100 18.3335 5044 2 486.8087 ‐0.0245
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1794.9095 IVANVVGDVTMFSEWK 333.4920 1794.9188 21.0757 4479 3 598.9778 4.21
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1025.4213 AEMEMMAGR 4310.2370 1025.4236 19.7672 3116 2 513.2154 1.0428
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 Carbamidomethyl+C(27) 4704.3113 TIGLDFEGMIADIKEAPEGSFILLHGCAH 239.9209 4704.2171 23.2499 7387 3 1568.7439 ‐17.8480
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1393.6457 GMEFFVAQSYSK 339.0602 1393.6728 26.8859 1703 2 697.3400 19.0088
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1324.7008 VVISSPTWGNHK 172.0313 1324.7063 28.7577 1417 2 662.8568 3.04
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1522.7822 TIGLDFEGMIADIK 979.5737 1522.7986 24.4911 1347 3 508.2711 9.80
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 943.4407 TEELQPYV 318.4920 943.4365 30.8196 3580 1 943.4365 ‐3.5674
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 850.4669 LGVSEAFK 375.4532 850.4684 22.1785 2992 2 425.7378 0.2376
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 574.6584 49495.9061 12 15.18 None 1316.6555 IVANVVGDVTMFS 510.0055 1316.6566 22.4666 961 2 658.8320 0.2526
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1252.7008 VINALANPIDGR 72076.0500 1252.7005 16.3506 181663 2 626.8539 ‐0.9609
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1252.7260 LIESPAPGIISR 51960.8300 1252.7262 25.2043 170787 2 626.8667 ‐0.5613
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1416.7845 IAQIPVSEAYLGR 68779.0700 1416.7823 27.6780 152035 2 708.8948 ‐1.9957
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1209.6361 TLTAEAESFLK 37216.3400 1209.6356 30.5812 112121 2 605.3214 ‐1.2764
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 156003.3000 2273.2160 24.7407 110895 2 1137.1116 ‐0.9390
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1101.5535 EGIQEQLER 99354.9400 1101.5533 19.7138 99472 2 551.2803 ‐1.2013
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1604.8642 TNKPQFQEIIASTK 22312.2100 1604.8648 24.3003 96067 3 535.6265 ‐0.5646
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1474.7860 ASSVAQVVTSLQER 53355.9600 1474.7871 28.1496 94817 2 737.8972 0.4726
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1553.7383 EAYPGDVFYLHSR 27374.4100 1553.7380 27.1935 92742 3 518.5842 ‐1.1581
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1030.5527 ADEISNIIR 54445.1100 1030.5536 24.7985 89948 2 515.7804 ‐0.3726
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1942.0604 EVTIVNTGTVLQVGDGIAR 81571.1400 1942.0577 31.7676 83883 2 971.5325 ‐0.7993
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1574.8061 EQHTLIIYDDLSK 30131.9500 1574.8060 27.4259 71859 3 525.6069 ‐0.9727
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 815.4621 ELIIGDR 18883.7600 815.4617 21.1523 26314 2 408.2345 ‐2.1914
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 775.4825 FLVQLR 7316.4240 775.4830 16.9543 8530 1 775.4830 1.0022
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 2292.1718 TLTAEAESFLKEGIQEQLER 2734.3420 2292.1733 37.0186 8084 3 764.7293 0.4440
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 Carbamidomethyl+C(18) 2804.4611 TAVATDTILNQQGQNVICVYVAIGQK 435.6395 2804.4736 22.2075 1450 3 935.4960 4.58
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 3611.8089 LELAQFAELEAFSQFSSDLDKATQNQLA 291.9565 3611.7727 24.1746 7481 3 1204.5958 ‐8.9142
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 991.5207 PVSEAYLGR 17984.2700 991.5195 27.6792 13049 1 991.5195 ‐0.1165
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 995.5044 TAEAESFLK 29180.9100 995.5030 30.5880 11914 1 995.5030 ‐0.2457
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 998.5193 LELAQFAEL 305.8070 998.5210 25.0027 6975 2 499.7641 0.4172
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1164.6259 QFQEIIASTK 340.1824 1164.6267 22.6881 4919 2 582.8170 ‐0.2660
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 853.4302 IYDDLSK 222.3269 853.4338 26.3778 4625 1 853.4338 4.32
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1072.5819 AIDSMIPIGR 198.0910 1072.5863 22.5247 3888 2 536.7968 3.0009
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 785.3676 TLTAEAES 211.2608 785.3673 32.6399 3742 1 785.3673 0.0137



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 855.4683 LANPIDGR 1531.8350 855.4690 16.3532 2938 1 855.4690 1.52
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 888.4608 DSMIPIGR 1173.3210 888.4606 24.7450 2841 1 888.4606 0.5146
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 832.4523 VTSLQER 847.5433 832.4543 28.1534 2792 1 832.4543 2.76
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1244.6521 PQFQEIIASTK 106.9136 1244.6498 25.8137 2151 2 622.8285 ‐2.6535
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1303.7005 AQIPVSEAYLGR 248.7419 1303.6972 26.4004 2032 2 652.3522 ‐3.1835
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 642.3933 PGIISR 5180.2590 642.3948 25.2079 1953 1 642.3948 2.1710
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 761.4403 EIIASTK 775.6542 761.4407 24.2881 1490 1 761.4407 0.7569
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1130.6164 AQVVTSLQER 667.1530 1130.6171 28.1540 1439 1 1130.6171 2.68
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 973.4738 TNKPQFQE 130.5178 973.4799 23.8736 1199 2 487.2436 5.0109
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1088.5623 SVYEPLQTGL 257.8902 1088.5607 24.9385 1138 2 544.7840 ‐2.4450
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1059.5793 QVVTSLQER 814.4995 1059.5771 28.1445 1118 1 1059.5771 ‐0.7368
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 959.5156 DEISNIIR 205.5475 959.5145 25.2931 1115 2 480.2609 ‐2.5099
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 956.4472 TNKPQFQE 166.5754 956.4489 22.7452 1004 1 956.4489 2.09
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1535.7278 EAYPGDVFYLHSR 317.2861 1535.7291 27.1912 5897 3 512.5812 ‐0.1139
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 21797.0500 55385.3855 83 45.56 None 1083.5429 EGIQEQLER 203.1887 1083.5471 19.0939 5322 2 542.2772 2.76
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1252.7260 LIESPAPGIISR 51202.9100 1252.7262 25.2043 170787 2 626.8667 ‐0.4154
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1416.7845 IAQIPVSEAYLGR 94820.3800 1416.7823 27.6780 152035 2 708.8948 ‐1.8432
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1209.6361 TLTAEAESFLK 35195.5300 1209.6356 30.5812 112121 2 605.3214 ‐1.1323
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1604.8642 TNKPQFQEIIASTK 31878.9400 1604.8648 24.3003 96067 3 535.6265 ‐0.5201
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1474.7860 ASSVAQVVTSLQER 37179.2900 1474.7871 28.1494 94399 2 737.8972 0.6062
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1553.7383 EAYPGDVFYLHSR 46115.2800 1553.7380 27.1935 92742 3 518.5842 ‐1.1217
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1030.5527 ADEISNIIR 38648.3400 1030.5536 24.7985 89948 2 515.7804 ‐0.2358
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1942.0604 EVTIVNTGTVLQVGDGIAR 89749.4900 1942.0574 31.7670 80660 2 971.5324 ‐0.7323
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1574.8061 EQHTLIIYDDLSK 36277.3000 1574.8060 27.4259 71859 3 525.6069 ‐0.9330
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 2292.1718 TLTAEAESFLKEGIQEQLER 1753.3690 2292.1733 37.0186 8084 3 764.7293 0.5982
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 991.5207 PVSEAYLGR 36763.8000 991.5195 27.6792 13049 1 991.5195 0.0547
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 995.5044 TAEAESFLK 35783.5000 995.5030 30.5880 11914 1 995.5030 ‐0.0741
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1164.6259 QFQEIIASTK 474.0386 1164.6267 22.6881 4919 2 582.8170 ‐0.1237
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 853.4302 IYDDLSK 170.4010 853.4338 26.3778 4625 1 853.4338 5.0307
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 785.3676 TLTAEAES 159.3886 785.3673 32.6399 3742 1 785.3673 0.1645
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 894.4567 AEAESFLK 3876.3410 894.4557 30.5888 3375 1 894.4557 ‐0.2182
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1190.5953 PGDVFYLHSR 224.5177 1190.5989 26.7964 3267 2 595.8031 2.01
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 832.4523 VTSLQER 582.3970 832.4543 28.1534 2792 1 832.4543 3.0630
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 761.4403 EIIASTK 871.2855 761.4407 24.2881 1490 1 761.4407 0.9054
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1130.6164 AQVVTSLQER 530.4211 1130.6171 28.1540 1439 1 1130.6171 2.18
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1244.6521 PQFQEIIASTK 146.6891 1244.6484 25.6908 1251 2 622.8278 ‐3.6343
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 1059.5793 QVVTSLQER 454.9395 1059.5771 28.1445 1118 1 1059.5771 ‐0.5589
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12544.9900 55385.3855 83 45.56 None 956.4472 TNKPQFQE 213.2077 956.4489 22.7452 1004 1 956.4489 2.86
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1252.7008 VINALANPIDGR 72281.7400 1252.7005 16.3506 181663 2 626.8539 ‐1.1780
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 150391.0000 2273.2160 24.7407 110895 2 1137.1116 ‐0.6310
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1942.0604 EVTIVNTGTVLQVGDGIAR 1775.7700 1942.0585 18.9425 16613 2 971.5329 ‐0.2145
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1604.8642 TNKPQFQEIIASTK 2183.3020 1604.8642 15.7784 9810 3 535.6263 ‐1.1342
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 775.4825 FLVQLR 10578.5600 775.4830 16.9543 8530 1 775.4830 0.9741
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 Carbamidomethyl+C(18) 2804.4611 TAVATDTILNQQGQNVICVYVAIGQK 603.7869 2804.4736 22.2075 1450 3 935.4960 4.76
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1209.6361 TLTAEAESFLK 712.9456 1209.6135 16.2909 2812 2 605.3104 ‐19.8064
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 2388.1605 LELAQFAELEAFSQFSSDLDK 310.9321 2388.1463 25.4949 1334 2 1194.5768 ‐4.1415
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 3611.8089 LELAQFAELEAFSQFSSDLDKATQNQLA 464.8347 3611.7727 24.1746 7481 3 1204.5958 ‐8.7941
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 2629.3396 LKLELAQFAELEAFSQFSSDLDK 1677.6370 2629.3385 24.1453 4593 3 877.1177 ‐0.3443
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1959.0546 EGIQEQLERFLLQEKV 494.6979 1959.0436 18.9987 3946 3 653.6860 ‐6.3205
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 903.5774 KFLVQLR 3703.2130 903.5779 15.7968 3152 2 452.2926 ‐1.3583
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 511.3239 VINAL 1282.6710 511.3230 16.3770 13853 1 511.3230 ‐2.3048
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 515.3300 VQLR 88.4264 515.3302 16.9567 7183 1 515.3302 ‐0.4134
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 742.3842 ANPIDGR 3405.9820 742.3848 16.3506 5875 1 742.3848 0.8871
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 628.4141 LVQLR 103.7787 628.4148 16.9561 4791 1 628.4148 0.9596
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 671.3471 NPIDGR 2024.7690 671.3501 16.3567 4596 1 671.3501 4.57
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 888.4608 DSMIPIGR 767.9153 888.4606 24.7450 2841 1 888.4606 0.4920
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1508.7955 EVTIVNTGTVLQVGD 727.9800 1508.7904 19.7048 2821 2 754.8988 ‐3.7245
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 798.4104 QVGDGIAR 98.1191 798.4087 17.5443 1771 1 798.4087 ‐1.8624
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9681.7220 55385.3855 83 45.56 None 1586.8537 TNKPQFQEIIASTK 402.0112 1586.8577 15.8396 1132 3 529.6241 1.17
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1932.2720 39775.7263 9 17.85 None 1547.6900 AAEDPEFETFYTK 35140.7700 1547.6940 27.0933 20532 2 774.3506 2.81
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1932.2720 39775.7263 9 17.85 None 2591.2711 AWMAAQDQPHENLIFPEEVLPR 5046.0340 2591.2676 34.7116 13878 3 864.4274 ‐1.2933
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1932.2720 39775.7263 9 17.85 None 2029.9284 AFNPTQAEETYSMVTANR 6347.1810 2029.9258 29.1906 8446 2 1015.4665 ‐0.4884
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1932.2720 39775.7263 9 17.85 None 2011.9178 AFNPTQAEETYSMVTANR 232.3571 2011.9107 27.7829 1253 3 671.3084 ‐4.0485
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 652.8022 39775.7263 9 17.85 None 2591.2711 AWMAAQDQPHENLIFPEEVLPR 5621.3320 2591.2676 34.7116 13878 3 864.4274 ‐1.0913
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 652.8022 39775.7263 9 17.85 None 2029.9284 AFNPTQAEETYSMVTANR 4805.8220 2029.9258 29.1906 8446 2 1015.4665 ‐0.3110
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 652.8022 39775.7263 9 17.85 None 2756.2726 AYDFVSQEIRAAEDPEFETFYTK 424.6177 2756.2524 34.6617 870 3 919.4223 ‐6.8781
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 652.8022 39775.7263 9 17.85 None 2011.9178 AFNPTQAEETYSMVTANR 246.4933 2011.9107 27.7829 1253 3 671.3084 ‐3.9390
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 652.8022 39775.7263 9 17.85 None 2012.9018 AFNPTQAEETYSMVTANR 311.7472 2012.8959 31.5104 5450 2 1006.9516 ‐2.0114
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1426.7649 LGANVGSAQGPTGLGK 4691.1110 1426.7658 20.5558 17506 2 713.8865 0.2250
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1480.7101 SPTGEVIFGGETMR 8488.1650 1480.7133 26.8836 15952 2 740.8603 1.83
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1803.8946 GIDRDFEPVLSMTPLN 7812.2820 1803.8944 35.1489 12200 2 902.4508 0.2232
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1071.5218 DIQPWQER 5970.8070 1071.5240 21.5129 9680 2 536.2656 0.9917
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1199.6167 KDIQPWQER 445.6316 1199.6156 19.6010 1150 2 600.3114 ‐1.7856
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 3304.6267 SAEYMTHAPLGSLNSVGGVATEINAVN 1003.9280 3304.6227 19.8009 7294 3 1102.2124 ‐0.4307
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 564.3140 KDIQP 150.0720 564.3139 20.9107 2810 1 564.3139 ‐0.7814
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 910.4451 IFGGETMR 177.4894 910.4489 25.4245 1844 1 910.4489 4.05
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1223.6379 LGANVGSAQGPTGL 298.5314 1223.6407 19.9953 1278 2 612.3240 1.84
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 851.5674 52095.9769 10 18.39 None 1053.5112 DIQPWQER 179.4218 1053.5153 19.1562 1069 1 1053.5153 5.81
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1955.0233 IFNVLGEPVDNLGPVDTR 51036.5700 1955.0210 19.9794 219637 2 978.0141 ‐0.5307



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2061.0321 GIYPAVDPLDSTSTMLQPR 73650.5000 2061.0287 33.3496 206798 2 1031.0180 ‐0.8052
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1517.7442 ESGVINEQNLAESK 139295.9000 1517.7427 20.5636 194455 2 759.3750 ‐1.2120
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1415.7125 TNPTTSNPEVSIR 71208.6800 1415.7119 19.4279 189926 2 708.3596 ‐0.8200
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1601.8104 VALVYGQMNEPPGAR 82414.7300 1601.8108 24.7307 172350 2 801.4090 0.1665
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 975.5622 IGLFGGAGVGK 81222.7000 975.5618 17.2064 168362 2 488.2845 ‐1.6964
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 33273.0400 2296.1013 30.0109 167635 3 766.0386 2.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1433.7747 FVQAGSEVSALLGR 126834.8000 1433.7741 18.6612 158760 2 717.3907 ‐0.8112
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 47530.4200 2142.0630 20.0855 156094 2 1071.5352 ‐1.4040
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1630.8071 IVGEEHYETAQQVK 118855.7000 1630.8068 17.5968 141108 3 544.2738 ‐1.0901
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1191.6256 SAPAFIELDTK 26563.5300 1191.6249 27.4807 138579 2 596.3161 ‐1.4439
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1007.5772 LSIFETGIK 66252.5400 1007.5756 18.0827 135122 2 504.2914 ‐2.7642
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1471.7614 VGLTALTMAEYFR 58610.0200 1471.7608 21.2376 130936 2 736.3840 ‐0.6968
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1735.0153 IAQIIGPVLDVAFPPGK 83865.3000 1735.0149 21.4189 125238 2 868.0111 ‐0.0133
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1471.8553 TVLIMELINNIAK 222180.3000 1471.8562 24.4150 104289 2 736.4317 0.3178
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1261.6973 MPNIYNALVVK 64850.0300 1261.6987 19.0817 101149 2 631.3530 0.3764
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1045.6041 VVDLLAPYR 48626.5200 1045.6040 18.1960 100904 2 523.3056 ‐1.2280
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 61433.3500 2401.1806 38.4602 84744 3 801.0651 1.1169
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1077.5609 AVAMSATEGLK 76678.5600 1077.5624 19.9974 61123 2 539.2848 0.3020
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1949.9967 DVNEQDVLLFIDNIFR 97539.4100 1949.9952 25.6254 54425 2 975.5012 ‐0.1679
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1233.6620 AVAMSATEGLKR 33877.1200 1233.6627 18.2908 42113 2 617.3350 ‐0.2276
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1229.5177 EGNDLYMEMK 88407.2700 1229.5183 23.6635 42094 2 615.2628 ‐0.2501
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 3714.8861 GSITSIQAVYVPADDLTDPAPATTFAHL 5015.1380 3714.8764 21.2276 36738 3 1238.9637 ‐1.4111
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1486.6665 TREGNDLYMEMK 33178.2100 1486.6683 21.8534 33520 3 496.2276 0.2038
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1201.7052 VVDLLAPYRR 4780.5560 1201.7067 16.8132 15728 2 601.3570 0.4117
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1328.6706 AHGGVSVFGGVGER 4468.6190 1328.6715 14.9763 7787 2 664.8394 0.1357
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATA 3524.6740 3258.6101 48.0157 3312 3 1086.8749 ‐2.4546
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2171.1078 ELQDIIAILGLDELSEEDR 2013.5580 2171.1020 24.2019 9199 2 1086.0547 ‐1.5951
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2985.3928 TREGNDLYMEMKESGVINEQNLAESK 912.9655 2985.3746 35.8869 2336 3 995.7964 ‐5.6572
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAH 3558.5420 3842.9866 35.8957 6812 4 961.5021 1.98
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 7170.5610 2711.4518 43.1879 3210 3 904.4888 2.09
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1263.6613 ATNLEMESKLK 746.4077 1263.6509 18.5357 1541 2 632.3291 ‐8.9333
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1309.7515 IGPVLDVAFPPGK 230.4908 1309.7585 19.3406 31004 2 655.3829 4.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1517.7231 VGEEHYETAQQVK 11069.8600 1517.7230 17.5901 10077 2 759.3651 ‐0.2891
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 907.4553 AMSATEGLK 16516.5100 907.4563 19.9960 8175 1 907.4563 1.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 861.4789 SATEGLKR 6277.3140 861.4802 18.2922 5293 1 861.4802 2.1406
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1102.6368 VDLLAPYRR 2641.0740 1102.6373 16.8120 4649 2 551.8223 ‐0.5195
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 602.3620 EGLKR 166.6564 602.3621 18.1326 4368 1 602.3621 ‐0.1703
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 807.4611 IFETGIK 4882.4050 807.4624 18.0827 4255 1 807.4624 2.0998
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 672.4039 INNIAK 169.6058 672.4053 21.8184 3788 1 672.4053 2.0245
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 574.3307 GATLGR 159.8814 574.3312 19.6794 3682 1 574.3312 0.3424
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1739.9109 VDMGNPLSVPVGGATLGR 1116.8270 1739.9049 18.7113 3579 2 870.4561 ‐3.2174
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 865.4666 FIELDTK 4072.9350 865.4677 27.4773 3502 1 865.4677 1.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1368.6754 GEPVDNLGPVDTR 254.5909 1368.6709 19.9755 2793 1 1368.6709 ‐0.7659
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 946.5356 VDLLAPYR 414.1570 946.5383 18.1919 2665 1 946.5383 3.23
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 701.2997 YMEMK 577.5799 701.3006 21.8524 2375 1 701.3006 1.66
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1315.6021 GMDVVDMGNPLSV 3589.6180 1315.6036 20.0932 1883 1 1315.6036 3.43
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1311.6539 EPVDNLGPVDTR 116.9257 1311.6501 20.2067 1790 2 656.3287 ‐3.5408
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1002.5214 TSNPEVSIR 496.6494 1002.5202 19.4365 1741 1 1002.5202 ‐0.0680
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1032.4956 NEQNLAESK 144.2527 1032.4894 21.7908 1651 1 1032.4894 ‐4.7464
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1088.5081 VALVYGQMNE 184.6103 1088.5098 25.4445 1580 1 1088.5098 2.30
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 917.4186 TMAEYFR 260.9971 917.4209 22.8697 1463 2 459.2141 1.1183
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 703.4097 TEGLKR 413.4945 703.4112 18.2882 1440 1 703.4112 2.1814
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 574.2944 GGVGER 195.9527 574.2947 14.9752 1401 1 574.2947 0.2286
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 774.4468 ATEGLKR 460.0972 774.4470 18.2969 1337 1 774.4470 0.5024
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1318.6208 VYGQMNEPPGAR 223.3420 1318.6251 26.0722 1262 2 659.8162 2.81
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 789.4101 QNLAESK 186.2164 789.4083 18.9444 1119 1 789.4083 ‐1.9891
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1198.6103 IFNVLGEPVDN 931.7733 1198.6085 19.9758 1051 1 1198.6085 0.4002
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1345.6780 PLDSTSTMLQPR 272.8943 1345.6757 33.3467 1036 1 1345.6757 0.7068
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1033.5564 PAFIELDTK 280.6659 1033.5566 26.9082 938 2 517.2820 ‐0.9871
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1460.7050 DPLDSTSTMLQPR 167.9915 1460.6934 33.3432 843 1 1460.6934 ‐5.0606
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 797.4152 NPEVSIR 118.4006 797.4182 19.5928 785 1 797.4182 4.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1364.7573 DVLLFIDNIFR 368.5312 1364.7492 25.6379 775 1 1364.7492 ‐3.4408
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1453.7508 VGLTALTMAEYFR 306.6306 1453.7466 21.6587 10804 2 727.3769 ‐3.2489
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 51133.8100 53990.9783 142 84.74 None 1468.6559 TREGNDLYMEMK 429.8196 1468.6585 23.4432 3839 2 734.8329 1.26
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 2061.0321 GIYPAVDPLDSTSTMLQPR 125586.8000 2061.0287 33.3496 206798 2 1031.0180 ‐0.6266
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1601.8104 VALVYGQMNEPPGAR 109330.7000 1601.8108 24.7307 172350 2 801.4090 0.3265
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 36074.3600 2296.1013 30.0109 167635 3 766.0386 2.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1191.6256 SAPAFIELDTK 35480.9300 1191.6249 27.4807 138579 2 596.3161 ‐1.3005
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 47296.7800 2401.1806 38.4602 84744 3 801.0651 1.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1077.5609 AVAMSATEGLK 77844.6500 1077.5624 19.9974 61123 2 539.2848 0.4408
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1233.6620 AVAMSATEGLKR 50153.0400 1233.6627 18.2908 42113 2 617.3350 ‐0.0825
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1630.8071 IVGEEHYETAQQVK 5448.9960 1630.8093 17.4333 8704 3 544.2746 0.4704
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1415.7125 TNPTTSNPEVSIR 3774.8080 1415.7153 19.3078 6772 2 708.3613 1.75
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1672.8501 TNPTTSNPEVSIREK 472.1338 1672.8930 21.5849 3305 3 558.3025 24.8741
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1486.6665 TREGNDLYMEMK 114.7085 1486.6947 27.7170 2739 2 743.8510 18.8249
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1263.6613 ATNLEMESKLK 370.8087 1263.6509 18.5357 1541 2 632.3291 ‐8.7871
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 Oxidation+M(7) 2158.0631 GMDVVDMGNPLSVPVGGATLGR 3927.4120 2158.0585 31.3216 10284 2 1079.5329 ‐0.9186
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1063.5565 AMSATEGLKR 7168.6960 1063.5570 18.2857 13523 2 532.2821 ‐0.4708
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 907.4553 AMSATEGLK 18648.8500 907.4563 19.9960 8175 1 907.4563 2.0570



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1200.6219 PTTSNPEVSIR 191.6507 1200.6183 18.8456 4334 2 600.8128 ‐3.7154
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 865.4666 FIELDTK 1949.6710 865.4677 27.4773 3502 1 865.4677 2.0973
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 836.4182 MSATEGLK 1314.6090 836.4168 19.9919 3252 1 836.4168 ‐0.9833
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 992.5193 MSATEGLKR 892.5714 992.5205 18.2939 3145 2 496.7639 0.0580
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 602.3620 EGLKR 184.6145 602.3630 19.6781 1821 1 602.3630 1.01
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 703.4097 TEGLKR 394.6251 703.4112 18.2882 1440 1 703.4112 2.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 774.4468 ATEGLKR 422.4652 774.4470 18.2969 1337 1 774.4470 0.6522
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1427.6988 VALVYGQMNEPPGA 1568.5260 1427.6984 24.6915 1150 2 714.3528 ‐0.5217
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1444.7101 PTLSTEMGTLQER 786.1451 1444.7177 30.8198 1088 2 722.8625 5.0554
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1345.6780 PLDSTSTMLQPR 500.0998 1345.6757 33.3467 1036 1 1345.6757 0.9130
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1517.7231 VGEEHYETAQQVK 457.6860 1517.7240 17.4420 961 2 759.3657 0.5795
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1418.6546 GEEHYETAQQVK 672.1887 1418.6583 17.4409 942 2 709.8328 2.53
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 15580.6000 53990.9783 142 84.74 None 1173.6150 SAPAFIELDTK 671.3325 1173.6168 28.7464 1253 2 587.3120 0.7604
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1955.0233 IFNVLGEPVDNLGPVDTR 77950.1800 1955.0210 19.9794 219637 2 978.0141 ‐0.3864
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 975.5622 IGLFGGAGVGK 86711.8800 975.5618 17.2064 168362 2 488.2845 ‐2.0561
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1433.7747 FVQAGSEVSALLGR 113856.5000 1433.7741 18.6612 158760 2 717.3907 ‐0.9351
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 63012.8300 2142.0630 20.0855 156094 2 1071.5352 ‐1.1635
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1007.5772 LSIFETGIK 79492.8300 1007.5756 18.0827 135122 2 504.2914 ‐3.1074
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1471.7614 VGLTALTMAEYFR 67627.1400 1471.7608 21.2376 130936 2 736.3840 ‐0.8012
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1735.0153 IAQIIGPVLDVAFPPGK 94938.9500 1735.0149 21.4189 125238 2 868.0111 0.0178
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1471.8553 TVLIMELINNIAK 141023.3000 1471.8562 24.4150 104289 2 736.4317 0.2135
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1261.6973 MPNIYNALVVK 55044.0300 1261.6987 19.0817 101149 2 631.3530 0.1639
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1045.6041 VVDLLAPYR 36222.3900 1045.6040 18.1960 100904 2 523.3056 ‐1.5517
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1949.9967 DVNEQDVLLFIDNIFR 140696.2000 1949.9952 25.6254 54425 2 975.5012 ‐0.0262
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 1673.8020 2614.3000 20.7256 20976 3 872.1048 ‐0.0394
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 2061.0321 GIYPAVDPLDSTSTMLQPR 10615.0500 2061.0279 19.6668 18801 2 1031.0176 ‐1.0172
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATA 1196.6520 3258.6096 25.5450 17124 3 1086.8747 ‐2.5515
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1201.7052 VVDLLAPYRR 3776.3010 1201.7067 16.8132 15728 2 601.3570 0.1684
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 2171.1078 ELQDIIAILGLDELSEEDR 6122.7120 2171.1020 24.2019 9199 2 1086.0547 ‐1.3396
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1601.8104 VALVYGQMNEPPGAR 14807.6200 1601.8105 15.9777 9091 2 801.4089 ‐0.0455
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1328.6706 AHGGVSVFGGVGER 5481.1420 1328.6715 14.9763 7787 2 664.8394 ‐0.0423
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1191.6256 SAPAFIELDTK 3445.9030 1191.6238 17.3191 3808 2 596.3155 ‐2.6254
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 442.0358 2296.1297 18.3724 8189 3 766.0481 14.8919
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 2985.3928 TREGNDLYMEMKESGVINEQNLAESK 211.5065 2985.4590 22.4345 4449 3 995.8245 22.6375
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1630.8071 IVGEEHYETAQQVK 225.8848 1630.7696 18.9250 2802 2 815.8884 ‐23.0560
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 1627.3920 3002.6187 23.5338 3295 3 1001.5444 5.79
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1309.7515 IGPVLDVAFPPGK 299.7901 1309.7566 19.6674 133292 2 655.3820 3.1478
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 692.3726 FGGAGVGK 7367.6070 692.3713 17.2352 13782 1 692.3713 ‐1.9201
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 715.4461 VSALLGR 979.8046 715.4453 18.1442 10728 1 715.4453 ‐1.0733
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1467.6750 IVGEEHYETAQQV 97.0009 1467.6692 18.6630 6714 2 734.3382 ‐4.4154
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 545.3042 GGAGVGK 14482.7100 545.3037 17.1997 5434 1 545.3037 ‐1.5502
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1101.5397 ALTMAEYFR 581.0102 1101.5347 21.2445 4408 1 1101.5347 ‐3.0531
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 807.4611 IFETGIK 8225.2140 807.4624 18.0827 4255 1 807.4624 2.0733
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1481.7594 LGEPVDNLGPVDTR 98.9783 1481.7629 18.8656 3953 2 741.3851 1.78
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 805.4567 LFGGAGVGK 873.0571 805.4551 17.2058 3929 1 805.4551 ‐1.5911
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 917.4186 TMAEYFR 982.7048 917.4224 21.2447 2907 1 917.4224 4.39
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1368.6754 GEPVDNLGPVDTR 399.4986 1368.6709 19.9755 2793 1 1368.6709 ‐0.7650
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 946.5356 VDLLAPYR 325.7692 946.5383 18.1919 2665 1 946.5383 3.26
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1041.5687 AGSEVSALLGR 363.7377 1041.5747 17.9645 2575 2 521.2910 4.55
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 732.4403 LLAPYR 194.4996 732.4411 18.2310 2531 1 732.4411 1.09
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1130.6568 PNIYNALVVK 2342.8040 1130.6565 19.0928 2468 1 1130.6565 1.74
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 924.4938 FIDNIFR 2294.1660 924.4905 25.6152 2354 1 924.4905 ‐2.7110
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1196.6674 GPVLDVAFPPGK 345.8365 1196.6670 21.4194 1901 1 1196.6670 1.82
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1315.6021 GMDVVDMGNPLSV 2603.9890 1315.6036 20.0932 1883 1 1315.6036 3.26
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 608.3151 AHGGVSV 60.9592 608.3174 16.6502 1524 1 608.3174 3.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 574.2944 GGVGER 194.1225 574.2947 14.9752 1401 1 574.2947 0.1908
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1271.7392 LIMELINNIAK 307.2252 1271.7353 24.4125 1371 1 1271.7353 ‐0.8524
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1198.6103 IFNVLGEPVDN 1409.4570 1198.6085 19.9758 1051 1 1198.6085 0.3928
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1033.6041 NIYNALVVK 366.0320 1033.6048 18.2272 1048 2 517.3060 ‐0.7821
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1364.7573 DVLLFIDNIFR 355.9113 1364.7492 25.6379 775 1 1364.7492 ‐3.4401
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 Carbamidomethyl+C(13) 2596.2897 GRDTLGQEINVTCEVQQLLGNNR 200.7658 2596.2979 21.3844 1383 3 866.1041 3.76
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 28808.3600 53990.9783 142 84.74 None 1027.5935 VVDLLAPYR 600.4837 1027.5959 19.4747 1048 2 514.3016 0.8644
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1228.6532 DLAVEGNEIIR 210894.3000 1228.6526 25.9234 3507280 2 614.8299 ‐1.2715
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1407.6678 LTYYTPEYETK 246634.0000 1407.6681 22.8106 3420384 2 704.3377 ‐0.2166
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1465.7546 TFQGPPHGIQVER 73190.1500 1465.7527 21.1796 2632026 3 489.2557 ‐2.4138
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 148373.8000 1546.7325 32.0486 2373818 2 773.8699 ‐2.3666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1021.5313 DTDILAAFR 84460.7700 1021.5303 31.8530 2352578 2 511.2688 ‐2.1780
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2169.9870 GGLDFTKDDENVNSQPFMR 336007.4000 2169.9819 27.7155 1963951 3 723.9988 ‐2.7120
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2270.1299 ESTLGFVDLLRDDYVEKDR 229738.6000 2270.1262 34.3916 1396816 4 568.2870 ‐2.5987
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 128685.5000 3854.8536 40.1089 1330853 3 1285.6227 ‐3.4249
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1249.6787 ESTLGFVDLLR 169289.3000 1249.6772 20.8793 1231218 2 625.3422 ‐1.9543
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(5) 910.4452 AVYECLR 45780.2700 910.4447 18.4857 1185136 2 455.7260 ‐1.8967
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1447.7652 LSGGDHIHAGTVVGK 99732.1100 1447.7650 16.8090 1096916 3 483.2599 ‐1.2208
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 112138.8000 1116.5829 20.4609 833639 2 558.7951 ‐1.1224
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 184093.9000 1261.6297 19.2802 714029 2 631.3185 0.1467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 203350.6000 1950.9160 20.9898 605533 3 650.9768 ‐0.6267
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 100433.5000 3038.4484 20.4164 509017 4 760.3675 ‐0.8967
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1999.0019 ESTLGFVDLLRDDYVEK 61600.6200 1999.0000 35.7422 271098 3 667.0048 ‐1.4788
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1451.6220 DDENVNSQPFMR 248394.1000 1451.6221 21.8498 220858 2 726.3147 ‐0.2820



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 204904.8000 1794.8166 22.3739 198329 3 598.9437 0.1864
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1187.6644 DNGLLLHIHR 58406.6700 1187.6648 23.2899 166391 3 396.5598 ‐1.0034
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1324.6783 EITFNFPTIDK 44761.5500 1324.6786 19.5499 142159 2 662.8430 ‐0.3749
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1819.9549 LEGDRESTLGFVDLLR 17289.3000 1819.9556 20.1630 93085 3 607.3234 ‐0.2940
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 75796.3700 1502.8526 14.2943 58638 3 501.6224 ‐0.1036
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 10804.3900 2840.4089 33.8287 46308 4 710.8577 0.4648
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 9178.6570 2569.2793 34.9610 16021 4 643.0753 ‐0.2409
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 912.4720 AMHAVIDR 16376.5700 912.4722 15.4248 9027 2 456.7398 ‐1.1485
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1684.8613 NEGRDLAVEGNEIIR 1752.4080 1684.8647 23.8590 3017 3 562.2931 1.1535
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1708.8765 TFQGPPHGIQVERDK 288.4600 1708.8514 28.0456 6099 2 854.9293 ‐14.5571
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 332.5059 1716.8380 33.0608 5478 2 858.9226 ‐11.8136
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1866.9120 EITFNFPTIDKLDGQE 458162.3000 1866.9085 35.7567 3632555 2 933.9579 ‐1.4095
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(6) 1532.7566 DRFLFCAEAIYK 1197.4530 1532.7576 18.6008 10227 2 766.8824 0.4283
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1827.8687 EYKLTYYTPEYETK 2471.2480 1827.8684 25.0595 5094 3 609.9610 ‐0.8895
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 2495.2282 GHYLNATAGTCEEMIKRAVFAR 375.5301 2495.2132 21.4553 3277 3 832.4092 ‐6.0646
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(6) 2476.2177 DRFLFCAEAIYKSQAETGEIK 363.7297 2476.2132 23.3925 2490 3 826.0759 ‐1.8809
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWT 4168.4330 4146.0286 22.4626 2427 3 1382.6811 1.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTCEEMIKR 1208.6450 2894.3832 14.9138 2044 4 724.3512 1.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(3) 740.3396 YECLR 7023.6870 740.3390 18.4798 401825 1 740.3390 ‐0.6891
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 577.3457 LAAFR 1531.0540 577.3448 31.8498 129023 1 577.3448 ‐1.8376
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 766.3618 PEYETK 657.1159 766.3641 22.8178 37340 1 766.3641 3.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 464.2616 AAFR 360.3145 464.2609 31.8515 33576 1 464.2609 ‐2.3725
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 958.5945 GLLLHIHR 1285.2690 958.5934 24.1645 20648 2 479.8003 ‐2.4583
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 1029.5300 1756.8356 21.6245 15129 3 586.2834 ‐0.8268
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 675.4049 LHIHR 3242.6780 675.4045 24.1559 11054 1 675.4045 ‐0.7274
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1376.6692 NFPTIDKLDGQE 1640.8110 1376.6633 35.7563 10311 1 1376.6633 ‐1.7533
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 788.4890 LLHIHR 476.5171 788.4893 24.1564 8310 1 788.4893 0.7954
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 615.3824 VDLLR 252.7240 615.3836 20.8792 8268 1 615.3836 1.46
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 768.4363 HAGTVVGK 4649.4480 768.4364 16.8115 7760 1 768.4364 0.4161
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 516.4329 1404.5898 24.0671 7725 2 702.7985 3.0315
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(1) 448.2337 CLR 198.2465 448.2335 18.4879 7170 1 448.2335 ‐1.3852
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 609.3606 ELGVPI 1736.2820 609.3630 20.3735 6918 1 609.3630 3.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(5) 1399.7191 RFLFCAEAIYK 256.5001 1399.7141 18.5363 6389 2 700.3607 ‐4.0390
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(9) 1600.7346 YLNATAGTCEEMIK 1421.2210 1600.7384 23.3894 5681 2 800.8729 2.22
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 748.3512 PEYETK 180.1535 748.3524 25.4246 5594 1 748.3524 1.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1737.8694 ITFNFPTIDKLDGQE 1009.6960 1737.8660 39.2854 5286 2 869.4366 ‐1.7354
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 22860.0400 1126.6673 14.2906 5083 2 563.8373 0.7833
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 1133.1250 1123.5258 21.5009 4828 2 562.2666 1.0998
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 585.2780 GHYLN 237.6682 585.2780 20.9834 4557 1 585.2780 ‐0.3868
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 531.2885 QVER 83.8163 531.2884 23.3737 4513 1 531.2884 ‐0.8992
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 847.4196 DTDILAAF 654.4639 847.4209 31.8558 4508 1 847.4209 2.0882
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 1555.2540 1038.4601 22.3709 4114 1 1038.4601 1.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 644.3726 IQVER 68.8852 644.3754 22.4390 4025 1 644.3754 4.1569
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1120.6361 STLGFVDLLR 1448.0120 1120.6351 20.8792 3859 1 1120.6351 0.6920
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 791.1944 1295.6107 21.5332 3818 2 648.3090 1.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 6310.3380 1123.5250 14.1024 3813 2 562.2662 0.3884
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1262.6263 FPTIDKLDGQE 377.0947 1262.6295 35.2387 3716 2 631.8184 1.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1451.6220 DDENVNSQPFMR 2237.6750 1451.6225 28.1084 3710 2 726.3149 0.0052
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 162.5807 1066.4993 20.7603 3648 2 533.7533 ‐3.6043
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(2) 803.4444 GCTIKPK 4368.5750 803.4455 14.2888 3447 1 803.4455 1.07
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1925.8334 DFTKDDENVNSQPFMR 1376.4400 1925.8345 27.7138 3404 2 963.4209 1.1482
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1113.6262 LAVEGNEIIR 610.8383 1113.6281 23.7786 3363 2 557.3177 0.6157
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 393.2245 AFR 45.2482 393.2242 31.8595 3244 1 393.2242 ‐1.9458
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2575.2311 VTPQPGVPPEEAGAAVAAESSTGTWT 303.9471 2575.2235 38.3631 3233 3 859.0794 ‐2.8908
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 881.5203 IHAGTVVGK 663.2096 881.5229 16.8130 3179 1 881.5229 3.77
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 752.3614 EITFNF 156.3394 752.3637 35.7584 3172 1 752.3637 3.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(3) 1649.8251 GTCEEMIKRAVFAR 427.4932 1649.8282 19.8161 3117 3 550.6143 1.0308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 765.3712 SQPFMR 371.0390 765.3714 21.8505 3113 1 765.3714 0.5148
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 18079.1700 1339.7894 14.2984 3088 3 447.2680 ‐0.0850
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(5) 835.3880 LSHYCR 154.2635 835.3840 17.9752 2848 1 835.3840 ‐4.2654
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 876.4938 DNGLLLHI 111.5333 876.4978 21.9510 2795 2 438.7525 3.0729
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1018.5792 HIHAGTVVGK 195.6455 1018.5774 18.4766 2749 2 509.7924 ‐2.9549
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 567.2522 LSGGDH 929.9057 567.2516 16.8062 2665 1 567.2516 ‐1.3863
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1115.5579 PTIDKLDGQE 2187.0790 1115.5533 38.5663 2631 1 1115.5533 ‐2.5084
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 828.3999 GHYLNATA 137.1951 828.3952 22.6958 2582 1 828.3952 ‐5.0977
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 819.4723 GFVDLLR 98.7891 819.4750 21.5617 2540 1 819.4750 3.39
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 841.4349 MHAVIDR 2421.7100 841.4348 15.4237 2502 2 421.2211 ‐1.5874
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(8) 917.4662 YGRPLLGC 92.7212 917.4684 17.6950 2378 1 917.4684 3.32
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1591.8002 EITFNFPTIDKLDG 349.0515 1591.7936 36.1966 2360 2 796.4004 ‐4.2750
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 757.3628 GHYLNAT 469.9711 757.3629 22.3710 2357 1 757.3629 0.3666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 901.5730 LLLHIHR 159.0858 901.5746 24.1602 2330 2 451.2909 0.2713
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 859.4672 DNGLLLHI 97.5088 859.4706 22.4538 2183 1 859.4706 4.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1624.7853 TFNFPTIDKLDGQE 364.5298 1624.7907 32.5421 1993 2 812.8990 3.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 885.4213 GHYLNATAG 238.6047 885.4195 22.3969 1706 1 885.4195 ‐1.3351
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 986.4690 GHYLNATAGT 257.5986 986.4697 20.8397 1696 1 986.4697 1.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 547.3385 MIKR 120.1205 547.3393 21.0348 1693 1 547.3393 1.0087
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 902.3486 DDENVNSQ 1990.1520 902.3511 21.8584 1678 1 902.3511 3.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 876.4421 DGLTSLDR 397.7001 876.4396 40.1163 1644 1 876.4396 ‐2.2414
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 918.4792 PHGIQVER 141.3102 918.4763 19.6201 1576 1 918.4763 ‐2.3048



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(9) 1400.6304 WSPELAAACEVW 292.6812 1400.6311 32.0748 1555 1 1400.6311 3.1630
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 510.2493 AMHAV 4097.7010 510.2495 15.4206 1544 1 510.2495 ‐0.2849
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1419.7518 EITFNFPTIDKL 770.6470 1419.7515 34.5802 1533 2 710.3794 ‐0.6280
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 503.3188 TVVGK 136.3490 503.3190 16.8233 1530 1 503.3190 ‐0.2424
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1419.7478 AIYKSQAETGEIK 643.3689 1419.7432 24.1375 1500 2 710.3752 ‐3.6937
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 611.3035 DTDILA 112.2308 611.3031 34.1577 1471 1 611.3031 ‐0.9229
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1386.5743 GHYLNATAGTCEE 396.9346 1386.5784 22.4571 1364 2 693.7928 2.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1334.6811 SGGDHIHAGTVVGK 1692.8400 1334.6832 14.1346 1358 2 667.8452 0.9649
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 2355.1099 AAESSTGTWTTVWTDGLTSLDR 293.5247 2355.1117 38.7085 1339 2 1178.0595 2.1595
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 867.4094 TPEYETK 238.3404 867.4094 24.2246 1338 1 867.4094 0.5721
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 710.3944 HAVIDR 3204.5510 710.3938 15.4150 1328 1 710.3938 ‐0.7797
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 586.3923 TIKPK 765.4175 586.3928 14.2962 1316 1 586.3928 0.4981
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(6) 922.4200 SLSHYCR 162.7702 922.4224 19.1744 1307 1 922.4224 3.03
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(8) 1259.6929 YGRPLLGCTIK 147.3351 1259.6940 18.1645 1163 2 630.3507 0.1571
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1454.7274 WTDGLTSLDRYK 297.8177 1454.7223 23.7148 1134 2 727.8648 ‐3.8573
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(7) 1255.6140 PELAAACEVWK 79.5126 1255.6192 33.6899 1083 2 628.3132 3.99
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1261.5623 LTYYTPEYET 463.1189 1261.5635 22.8117 1055 1 1261.5635 3.0915
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(2) 687.3243 ACVQAR 1385.7740 687.3231 21.6849 907 1 687.3231 ‐1.7235
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 927.4431 LSGGDHIHAG 170.2180 927.4462 16.8216 883 1 927.4462 4.1578
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(4) 839.3757 FLFCAEA 159.3069 839.3712 21.2658 877 1 839.3712 ‐4.8360
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1205.5797 LEGDRESTLGF 175.4511 1205.5836 20.4086 781 2 603.2954 2.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1429.7546 LSGGDHIHAGTVVGK 384.7460 1429.7561 15.1929 10769 3 477.2569 ‐0.1083
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 552.0977 1776.8073 22.3680 6972 3 592.9406 0.8537
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 518.1906 1932.9034 23.2854 2167 3 644.9726 ‐1.6954
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1448.7281 TFQGPPHGIQVER 198.0351 1448.7366 21.1694 6789 3 483.5837 4.58
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1170.6378 DNGLLLHIHR 184.7227 1170.6408 23.2918 4086 3 390.8851 1.1759
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 98945.3500 53468.3747 329 63.05 None 1434.5954 DDENVNSQPFMR 401.2610 1434.5983 21.8597 1919 2 717.8028 1.75
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1407.6678 LTYYTPEYETK 231117.9000 1407.6681 22.8102 3413397 2 704.3377 ‐0.0676
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1465.7546 TFQGPPHGIQVER 99358.8800 1465.7527 21.1790 2626327 3 489.2557 ‐2.3948
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 245821.6000 1546.7325 32.0484 2369514 2 773.8699 ‐2.2132
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1021.5313 DTDILAAFR 54979.9200 1021.5303 31.8529 2349255 2 511.2688 ‐2.0414
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2169.9870 GGLDFTKDDENVNSQPFMR 274861.8000 2169.9818 27.7152 1960030 3 723.9988 ‐2.5850
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2270.1299 ESTLGFVDLLRDDYVEKDR 232364.2000 2270.1262 34.3913 1391688 4 568.2870 ‐2.4280
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 252507.0000 3854.8533 40.1111 1279118 3 1285.6226 ‐3.1037
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(5) 910.4452 AVYECLR 94608.3700 910.4447 18.4851 1183189 2 455.7260 ‐1.7704
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1447.7652 LSGGDHIHAGTVVGK 146641.9000 1447.7650 16.8085 1095711 3 483.2599 ‐1.2003
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 131916.6000 1116.5828 20.4617 795996 2 558.7950 ‐1.0660
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 220666.8000 1950.9160 20.9898 605533 3 650.9768 ‐0.5270
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1999.0019 ESTLGFVDLLRDDYVEK 77908.3800 1999.0000 35.7422 270445 3 667.0048 ‐1.3790
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 197504.2000 1794.8166 22.3677 194011 3 598.9437 0.2473
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1187.6644 DNGLLLHIHR 75745.5200 1187.6648 23.2899 166391 3 396.5598 ‐1.0255
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1228.6532 DLAVEGNEIIR 46453.8700 1228.6534 25.9082 117668 2 614.8303 ‐0.4897
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 12744.7600 2840.4089 33.8273 45916 4 710.8577 0.6587
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 1688.6570 1261.6266 32.0381 35352 2 631.3170 ‐2.1222
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 4789.2920 3038.4547 35.5159 32594 4 760.3691 1.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 9327.8420 2569.2793 34.9610 16021 4 643.0753 ‐0.0480
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1819.9549 LEGDRESTLGFVDLLR 6541.7520 1819.9544 34.3197 15944 3 607.3230 ‐0.8868
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 912.4720 AMHAVIDR 14547.2900 912.4722 15.4248 9027 2 456.7398 ‐1.0164
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1249.6787 ESTLGFVDLLR 5232.7930 1249.6796 35.7233 2230 2 625.3434 0.1415
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1684.8613 NEGRDLAVEGNEIIR 735.5397 1684.8508 28.2022 2941 3 562.2884 ‐7.0429
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1866.9120 EITFNFPTIDKLDGQE 498700.0000 1866.9085 35.7566 3625773 2 933.9579 ‐1.2446
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1415.7893 LEDLRIPPAYTK 6727.1320 1415.7893 24.7221 15083 3 472.6013 ‐1.1320
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1827.8687 EYKLTYYTPEYETK 2654.7070 1827.8684 25.0595 5094 3 609.9610 ‐0.8094
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(3) 740.3396 YECLR 28410.5400 740.3390 18.4798 401825 1 740.3390 ‐0.5428
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 577.3457 LAAFR 1980.3540 577.3448 31.8498 129023 1 577.3448 ‐1.7073
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(2) 577.2763 ECLR 8366.5330 577.2764 18.4804 70052 1 577.2764 ‐0.0467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1193.5361 YYTPEYETK 19527.4100 1193.5343 22.8080 66360 1 1193.5343 0.5375
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1364.7070 FQGPPHGIQVER 2220.6680 1364.7063 21.1769 46781 2 682.8568 ‐0.8398
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 690.4297 ILAAFR 1555.8550 690.4289 31.8525 34634 1 690.4289 ‐1.0575
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 464.2616 AAFR 706.2311 464.2609 31.8515 33576 1 464.2609 ‐2.2535
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(4) 839.4080 VYECLR 1721.4680 839.4084 18.4809 31266 1 839.4084 1.1657
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 879.4141 NSQPFMR 809.9153 879.4138 27.7195 27678 1 879.4138 0.4588
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 10954.0400 1194.5617 20.9930 25862 2 597.7845 0.2496
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(3) 833.3934 EACVQAR 7767.6650 833.3941 20.4449 24638 1 833.3941 1.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1032.5585 PPHGIQVER 5149.0780 1032.5585 21.1772 21907 2 516.7829 ‐1.0317
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 644.3726 IQVER 192.1229 644.3739 21.2338 21715 1 644.3739 1.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1192.5117 GGLDFTKDDEN 5959.1350 1192.5066 27.7168 20813 1 1192.5066 ‐2.1898
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 958.5945 GLLLHIHR 1351.9070 958.5934 24.1645 20648 2 479.8003 ‐2.3243
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(2) 704.3509 ACVQAR 11774.7400 704.3511 20.4320 19252 1 704.3511 0.5159
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 1066.5390 1756.8356 21.6245 15129 3 586.2834 ‐0.7580
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(3) 863.4080 AACEVWK 7649.2140 863.4100 32.0438 12475 1 863.4100 3.0764
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 765.3712 SQPFMR 201.8615 765.3715 27.7213 11866 1 765.3715 0.7530
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 675.4049 LHIHR 3217.7500 675.4045 24.1559 11054 1 675.4045 ‐0.5875
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 629.3141 DTDILA 348.7580 629.3131 31.8502 10627 1 629.3131 ‐1.6308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1078.4687 GGLDFTKDDE 1147.7370 1078.4671 27.7187 9406 1 1078.4671 0.1339
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 788.4890 LLHIHR 461.7545 788.4893 24.1564 8310 1 788.4893 0.9466
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 1249.0890 1404.5898 24.0671 7725 2 702.7985 3.1835
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(1) 448.2337 CLR 167.9258 448.2335 18.4879 7170 1 448.2335 ‐1.2677
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 830.4367 EGNEIIR 3748.4110 830.4356 25.9031 6905 1 830.4356 ‐0.5932



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 631.3774 AGTVVGK 4130.7490 631.3775 16.8084 6758 1 631.3775 0.1811
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(1) 633.3137 CVQAR 43.0778 633.3165 27.2647 6404 1 633.3165 4.58
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 560.3402 GTVVGK 3419.3010 560.3417 16.8074 5363 1 560.3417 2.1859
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 929.5051 VEGNEIIR 4648.3430 929.5046 25.9056 4902 1 929.5046 0.5865
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 996.6201 1123.5258 21.5009 4828 2 562.2666 1.05
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 585.2780 GHYLN 169.6418 585.2780 20.9834 4557 1 585.2780 ‐0.2557
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1719.8588 EITFNFPTIDKLDGQ 886.4283 1719.8622 35.7784 4533 2 860.4347 2.25
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1000.5422 AVEGNEIIR 1813.8340 1000.5422 25.9126 4510 1 1000.5422 1.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 847.4196 DTDILAAF 287.3611 847.4209 31.8558 4508 1 847.4209 2.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 445.1929 DTDI 43.4551 445.1919 31.8544 4458 1 445.1919 ‐2.9946
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 573.3355 AVIDR 5125.3280 573.3358 15.4176 4073 1 573.3358 0.3158
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1347.6804 FQGPPHGIQVER 859.6779 1347.6749 21.1776 3936 2 674.3411 ‐4.4573
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 968.8298 1295.6107 21.5332 3818 2 648.3090 1.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(1) 721.3338 CEVWK 1951.5550 721.3329 32.0435 3624 1 721.3329 ‐1.0128
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 393.2245 AFR 30.5342 393.2242 31.8595 3244 1 393.2242 ‐1.8338
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 752.3614 EITFNF 144.2010 752.3637 35.7584 3172 1 752.3637 3.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1363.6852 TVWTDGLTSLDR 241.4224 1363.6750 40.1112 2897 1 1363.6750 ‐4.7593
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 876.4938 DNGLLLHI 188.7409 876.4978 21.9510 2795 2 438.7525 3.35
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 567.2522 LSGGDH 1960.0020 567.2516 16.8062 2665 1 567.2516 ‐1.2571
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 828.3999 GHYLNATA 107.8183 828.3952 22.6958 2582 1 828.3952 ‐4.9426
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 841.4349 MHAVIDR 5054.1570 841.4348 15.4237 2502 2 421.2211 ‐1.4582
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1139.0260 965.4537 21.5264 2457 1 965.4537 0.5260
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1364.7056 VDLLRDDYVEK 2842.2440 1364.7075 35.7183 2384 2 682.8574 1.0080
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1591.8002 EITFNFPTIDKLDG 363.3935 1591.7936 36.1966 2360 2 796.4004 ‐4.1154
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 757.3628 GHYLNAT 507.4165 757.3629 22.3710 2357 1 757.3629 0.5146
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(4) 946.4775 LEACVQAR 116.9952 946.4800 26.3447 2340 1 946.4800 3.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 901.5730 LLLHIHR 162.1179 901.5746 24.1602 2330 2 451.2909 0.4029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 859.4672 DNGLLLHI 142.8334 859.4706 22.4538 2183 1 859.4706 4.25
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 547.2835 EKDR 968.3621 547.2823 34.3935 2162 1 547.2823 ‐2.4832
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 918.4792 PHGIQVER 348.2724 918.4777 21.1747 2137 1 918.4777 ‐0.6233
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1012.4622 YTPEYETK 461.5071 1012.4602 22.7657 2099 1 1012.4602 ‐0.5747
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(2) 910.4009 TCEEMIK 2352.3900 910.4047 22.3618 2037 1 910.4047 5.1599
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1624.7853 TFNFPTIDKLDGQE 120.9165 1624.7907 32.5421 1993 2 812.8990 3.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1909.9290 TGTWTTVWTDGLTSLDR 660.2620 1909.9239 40.9959 1870 2 955.4656 ‐1.9730
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1018.5792 HIHAGTVVGK 4045.1540 1018.5808 16.8010 1837 2 509.7940 0.4358
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 763.4097 DNGLLLH 467.4781 763.4105 21.5810 1819 1 763.4105 1.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 330.5878 1066.5025 21.0035 1818 1 1066.5025 2.0103
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 885.4213 GHYLNATAG 450.9648 885.4195 22.3969 1706 1 885.4195 ‐1.1743
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 547.3385 MIKR 125.5092 547.3393 21.0348 1693 1 547.3393 1.1360
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1401.7413 EITFNFPTIDKL 286.9027 1401.7395 33.1964 1674 2 701.3734 ‐1.5415
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 510.2493 AMHAV 1939.2150 510.2495 15.4206 1544 1 510.2495 ‐0.1613
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 503.3188 TVVGK 232.4077 503.3190 16.8233 1530 1 503.3190 ‐0.1194
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1247.6491 GGDHIHAGTVVGK 304.5297 1247.6486 18.8746 1472 2 624.3279 ‐1.0426
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 611.3035 DTDILA 88.5897 611.3031 34.1577 1471 1 611.3031 ‐0.7893
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1620.7136 GGLDFTKDDENVNSQ 390.2891 1620.7184 25.5116 1449 2 810.8628 3.0899
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1419.7518 EITFNFPTIDKL 548.9482 1419.7473 35.7462 1391 1 1419.7473 ‐0.2602
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2355.1099 AAESSTGTWTTVWTDGLTSLDR 487.1060 2355.1117 38.7085 1339 2 1178.0595 2.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 867.4094 TPEYETK 287.4534 867.4094 24.2246 1338 1 867.4094 0.7310
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 710.3944 HAVIDR 6588.8190 710.3938 15.4150 1328 1 710.3938 ‐0.6363
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 986.4690 GHYLNATAGT 263.7433 986.4680 20.9923 1157 1 986.4680 0.2735
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1261.5623 LTYYTPEYET 437.5414 1261.5635 22.8117 1055 1 1261.5635 3.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1461.7220 ESTLGFVDLLRDD 291.6619 1461.7265 32.1858 1010 2 731.3669 2.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 97.9056 967.4251 20.1021 1008 1 967.4251 4.0281
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 927.4431 LSGGDHIHAG 602.0076 927.4462 16.8216 883 1 927.4462 4.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1221.5681 ENVNSQPFMR 385.4738 1221.5632 27.7453 813 1 1221.5632 ‐1.8334
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1273.5695 GGLDFTKDDENV 325.7531 1273.5712 29.3671 809 1 1273.5712 3.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1451.6220 DDENVNSQPFMR 332.0322 1451.6235 27.7167 761 1 1451.6235 4.0999
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 2373.1357 VTPQPGVPPEEAGAAVAAESSTGTW 467.2151 2373.1367 40.1257 758 2 1187.0720 2.0243
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 529.4214 1932.9066 20.9940 26653 4 483.9821 ‐0.5035
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 1212.4130 1933.8953 21.5071 7685 4 484.2293 1.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 86407.7200 53468.3747 329 63.05 None 1170.6378 DNGLLLHIHR 300.0290 1170.6327 22.0189 2020 2 585.8200 ‐5.1096
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1249.6787 ESTLGFVDLLR 148193.9000 1249.6772 20.8793 1231218 2 625.3422 ‐2.1730
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 186902.7000 1261.6297 19.2802 714029 2 631.3185 ‐0.0658
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 91512.9300 3038.4484 20.4164 509017 4 760.3675 ‐0.9520
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 93556.6300 3854.8570 22.5490 244233 3 1285.6239 ‐2.3677
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 62068.9900 1116.5827 13.9753 142439 2 558.7950 ‐1.6057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1324.6783 EITFNFPTIDK 44908.3500 1324.6786 19.5499 142159 2 662.8430 ‐0.5549
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 135373.5000 1950.9163 14.0996 124692 3 650.9770 ‐0.5973
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1407.6678 LTYYTPEYETK 166052.9000 1407.6686 15.1184 93319 2 704.3379 ‐0.0184
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1819.9549 LEGDRESTLGFVDLLR 19618.9400 1819.9556 20.1630 93085 3 607.3234 ‐0.4586
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 92676.0400 1546.7356 19.1509 64001 2 773.8715 ‐0.4164
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1465.7546 TFQGPPHGIQVER 51433.1000 1465.7549 14.3161 62706 3 489.2565 ‐1.0807
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 97920.7500 1502.8526 14.2943 58638 3 501.6224 ‐0.3186
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1187.6644 DNGLLLHIHR 79931.4400 1187.6644 15.4351 54168 3 396.5596 ‐1.6086
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2169.9870 GGLDFTKDDENVNSQPFMR 39812.0300 2169.9874 17.1746 47864 3 724.0006 ‐0.2726
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 142258.6000 1794.8149 14.7905 46705 3 598.9431 ‐0.9638
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2270.1299 ESTLGFVDLLRDDYVEKDR 3958.1920 2270.1405 20.0680 35222 3 757.3850 4.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1021.5313 DTDILAAFR 14453.7800 1021.5317 19.3016 32418 2 511.2695 ‐1.0907
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1228.6532 DLAVEGNEIIR 16953.2800 1228.6539 16.5314 20751 2 614.8306 ‐0.4061



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2410.1813 LTYYTPEYETKDTDILAAFR 1875.4530 2410.1839 19.9365 16690 3 804.0661 0.8788
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1447.7652 LSGGDHIHAGTVVGK 4040.3740 1447.7642 12.73 11344 3 483.2596 ‐1.9857
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(5) 910.4452 AVYECLR 4449.6460 910.4452 13.3428 2566 2 455.7262 ‐1.7268
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1684.8613 NEGRDLAVEGNEIIR 82.3171 1684.8815 20.0773 12796 3 562.2987 10.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 1138.4480 2569.2401 20.3938 9380 3 857.0849 ‐14.7730
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 205.1899 1716.8163 18.6499 1765 2 858.9118 ‐24.4328
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1866.9120 EITFNFPTIDKLDGQE 50296.9300 1866.9111 20.7480 82308 2 933.9592 0.0606
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(6) 1532.7566 DRFLFCAEAIYK 605.9425 1532.7576 18.6008 10227 2 766.8824 0.3553
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(6) 2476.2177 DRFLFCAEAIYKSQAETGEIK 174.0989 2476.2132 23.3925 2490 3 826.0759 ‐1.9413
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWT 3229.4950 4146.0286 22.4626 2427 3 1382.6811 1.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTCEEMIKR 866.5999 2894.3832 14.9138 2044 4 724.3512 1.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 819.4723 GFVDLLR 378.7742 819.4714 20.8789 72136 1 819.4714 ‐0.6370
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(1) 854.4077 CAEAIYK 7818.8220 854.4033 19.2911 20400 1 854.4033 ‐4.5242
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 958.5945 GLLLHIHR 2787.2310 958.5938 15.8408 12051 2 479.8006 ‐2.3582
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 762.4509 FVDLLR 449.7374 762.4501 20.8809 12016 1 762.4501 ‐0.8017
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1082.5517 TFNFPTIDK 1784.4560 1082.5501 19.5517 7647 1 1082.5501 ‐0.0032
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 562.3208 HIHR 712.4314 562.3217 15.8330 7429 1 562.3217 1.0621
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 609.3606 ELGVPI 1546.3300 609.3630 20.3735 6918 1 609.3630 3.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(5) 1399.7191 RFLFCAEAIYK 222.1057 1399.7141 18.5363 6389 2 700.3607 ‐4.1805
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 675.4049 LHIHR 151.2982 675.4051 15.8302 6324 1 675.4051 0.2311
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(3) 833.3934 EACVQAR 2602.0240 833.3943 13.9750 6085 1 833.3943 1.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 1799.7370 1194.5597 14.1015 5849 2 597.7835 ‐1.8169
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1349.6922 ELGVPIVMHDYL 1272.7410 1349.6890 18.6784 5816 2 675.3481 ‐3.0926
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 28528.5200 1126.6673 14.2906 5083 2 563.8373 0.5014
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 950.4618 EITFNFPT 593.9841 950.4625 20.2428 4982 1 950.4625 1.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 788.4890 LLHIHR 322.8480 788.4901 15.8298 4755 1 788.4901 1.78
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 577.3457 LAAFR 171.8932 577.3453 19.2955 4548 1 577.3453 ‐1.0467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 817.4090 NFPTIDK 205.4390 817.4083 20.2766 4524 1 817.4083 ‐0.4703
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 981.5040 FNFPTIDK 380.6642 981.5066 19.5354 4004 1 981.5066 3.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 215.2554 1123.5250 14.1024 3813 2 562.2662 0.1048
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(4) 946.4775 LEACVQAR 2868.1640 946.4770 13.9789 3498 1 946.4770 0.3788
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(2) 704.3509 ACVQAR 9619.2990 704.3512 13.9746 3460 1 704.3512 0.4586
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(2) 803.4444 GCTIKPK 8433.7890 803.4455 14.2888 3447 1 803.4455 1.41
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 27071.9900 1339.7894 14.2984 3088 3 447.2680 ‐0.3259
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 5297.6600 1017.5133 13.9763 3036 1 1017.5133 ‐0.1359
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1001.4786 TIDKLDGQE 90.9035 1001.4802 23.2351 2715 1 1001.4802 2.36
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1089.5800 GPPHGIQVER 4995.1250 1089.5816 14.3206 2454 2 545.2944 0.1320
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(8) 917.4662 YGRPLLGC 75.2963 917.4684 17.6950 2378 1 917.4684 3.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 914.8485 1114.5630 16.6068 2277 2 557.7851 1.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 656.3151 GHYLNA 132.4407 656.3140 14.1004 2244 1 656.3140 ‐1.8619
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1193.5361 YYTPEYETK 5204.9150 1193.5336 15.1174 2156 1 1193.5336 ‐0.2506
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1334.6811 SGGDHIHAGTVVGK 1731.5200 1334.6831 12.78 2125 2 667.8452 0.7080
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(7) 1273.6246 PELAAACEVWK 1207.9370 1273.6252 19.1623 2048 1 1273.6252 2.25
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 867.4094 TPEYETK 22389.1900 867.4091 15.1192 2015 1 867.4091 0.2057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2391.1463 VTPQPGVPPEEAGAAVAAESSTGTW 626.5670 2391.1468 21.6840 1761 3 797.7204 ‐0.0089
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 830.4367 EGNEIIR 499.7234 830.4405 16.5242 1732 1 830.4405 5.0964
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1030.4728 YTPEYETK 6307.1630 1030.4717 15.1193 1678 1 1030.4717 0.2449
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 766.3618 PEYETK 15866.0300 766.3649 15.1257 1336 1 766.3649 4.13
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1364.7070 FQGPPHGIQVER 1710.9840 1364.7077 14.3194 1331 2 682.8575 ‐0.1537
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 586.3923 TIKPK 810.9692 586.3928 14.2962 1316 1 586.3928 0.4608
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(19) 2331.0281 MHDYLTGGFTANTSLSHYCR 355.2662 2331.0212 18.9224 1300 3 777.6786 ‐3.2669
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 805.4237 EEMIKR 2826.6740 805.4226 14.1048 1295 1 805.4226 ‐0.8754
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1661.2840 967.4218 14.7931 1247 1 967.4218 0.4659
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 901.5730 LLLHIHR 129.5253 901.5736 15.8329 1231 2 451.2905 ‐1.1471
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(3) 740.3396 YECLR 797.9110 740.3395 13.3362 1219 1 740.3395 0.0047
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(1) 965.4543 CEEMIKR 3204.2080 965.4523 14.1005 1178 1 965.4523 ‐1.0855
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(8) 1259.6929 YGRPLLGCTIK 111.7592 1259.6940 18.1645 1163 2 630.3507 ‐0.0564
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 585.2780 GHYLN 115.5062 585.2772 14.0978 1161 1 585.2772 ‐1.6882
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 373.1633 1756.8365 14.4431 1145 3 586.2837 ‐0.4898
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1454.7274 WTDGLTSLDRYK 131.8259 1454.7223 23.7148 1134 2 727.8648 ‐3.9704
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 767.2462 1038.4540 14.7960 930 1 1038.4540 ‐3.9896
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 631.3774 AGTVVGK 121.0775 631.3768 14.5653 902 1 631.3768 ‐1.1785
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(4) 839.3757 FLFCAEA 170.5810 839.3712 21.2658 877 1 839.3712 ‐4.8609
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1294.5838 TYYTPEYETK 1117.1180 1294.5796 15.1175 829 1 1294.5796 ‐1.0215
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(12) 1471.7210 AVEGNEIIREACK 195.5528 1471.7236 18.6791 803 3 491.2460 0.4699
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1247.6491 GGDHIHAGTVVGK 1558.8980 1247.6509 12.43 757 2 624.3291 0.4666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2252.1194 ESTLGFVDLLRDDYVEKDR 1165.4840 2252.1222 21.1648 17759 3 751.3789 0.8981
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1231.6681 ESTLGFVDLLR 288.1972 1231.6682 20.8812 8397 2 616.3377 ‐0.9330
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 2222.3050 1932.9064 14.1019 5170 4 483.9821 ‐0.7944
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 532.4012 1776.8068 14.7913 1985 3 592.9404 0.3955
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1848.9014 EITFNFPTIDKLDGQE 273.0828 1848.9045 19.0692 1549 3 616.9730 0.8497
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 2392.1707 LTYYTPEYETKDTDILAAFR 257.8701 2392.1602 21.7673 754 2 1196.5837 ‐2.5656
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1849.8854 EITFNFPTIDKLDGQE 285.1696 1849.8789 22.0002 2015 2 925.4431 ‐3.0371
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 1170.6378 DNGLLLHIHR 1555.0400 1170.6397 16.6597 1659 3 390.8848 ‐0.0225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidops 47203.2200 53468.3747 329 63.05 None 3837.8454 VTPQPGVPPEEAGAAVAAESSTGTWT 335.4038 3837.8542 22.5522 1306 3 1279.9562 3.20
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1609.8180 SNNTVYNATAGGIISK 5324.9560 1609.8203 23.4813 21791 2 805.4138 1.38
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1234.7518 NILVIGPVPGQK 59233.2500 1234.7534 17.7021 21055 2 617.8803 0.5211
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 954.5619 EVIDIIPR 12591.1300 954.5617 28.0024 19135 2 477.7845 ‐1.4913
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 967.4553 VQLSEMNF 2198.8930 967.4542 30.0786 17228 1 967.4542 ‐0.2085



NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1876.9691 YSEITFPILAPDPATNK 1560.3050 1876.9696 20.4100 15100 2 938.9884 0.7230
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 2248.2336 GALNVGAVLILPEGFELAPPDR 9122.7150 2248.2393 23.0622 11952 2 1124.6233 3.98
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 2616.3708 YSEITFPILAPDPATNKDVHFLK 867.9343 2616.3639 20.2005 3722 3 872.7928 ‐2.5381
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1451.7125 GGYEITIVDASNGR 497.7985 1451.7072 18.1744 1698 3 484.5739 ‐4.7154
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 961.5023 ISPEMKEK 171.8297 961.4989 18.7880 1476 1 961.4989 ‐2.4845
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1019.5044 GGYEITIVDA 197.1709 1019.5088 16.6926 4153 2 510.2580 3.0706
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1094.5841 YNATAGGIISK 571.0052 1094.5846 21.7122 3481 2 547.7959 ‐0.5501
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 741.3454 YSEITF 150.4605 741.3433 19.4659 3253 1 741.3433 ‐2.6622
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 613.3668 DIIPR 156.5914 613.3672 28.6994 2836 1 613.3672 0.4596
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1294.7001 TVYNATAGGIISK 1096.0260 1294.6998 23.5296 1555 3 432.2381 ‐1.5104
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 1592.7915 SNNTVYNATAGGIISK 1063.2190 1592.7898 23.5691 996 2 796.8985 ‐1.1279
NP_051072.1 cytochrome f Arabidopsis thaliana 3655.7800 35470.9316 24 34.69 None 2599.3443 YSEITFPILAPDPATNKDVHFLK 613.7924 2599.3402 22.2717 921 3 867.1183 ‐1.4894
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 1609.8180 SNNTVYNATAGGIISK 8931.6890 1609.8203 23.4813 21791 2 805.4138 1.41
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 954.5619 EVIDIIPR 10130.0000 954.5617 28.0024 19135 2 477.7845 ‐1.3575
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 967.4553 VQLSEMNF 2662.4620 967.4542 30.0786 17228 1 967.4542 ‐0.0397
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 1451.7125 GGYEITIVDASNGR 3313.5920 1451.7154 22.7396 2429 2 726.3613 1.28
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 1373.7522 GLELLVSEGESIK 8675.4190 1373.7242 31.1900 12847 2 687.3657 ‐20.7741
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 1094.5841 YNATAGGIISK 656.5831 1094.5846 21.7122 3481 2 547.7959 ‐0.4106
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 613.3668 DIIPR 107.3311 613.3672 28.6994 2836 1 613.3672 0.5934
NP_051072.1 cytochrome f Arabidopsis thaliana 1263.8050 35470.9316 24 34.69 None 1227.6467 GLELLVSEGESI 336.3448 1227.6484 28.9091 843 2 614.3279 0.7705
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2134.0300 13695.8491 4 28.69 None 1747.8133 YDDNAAVVIDQEGNPK 7785.6080 1747.8145 22.4131 10051 2 874.4109 0.9096
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2134.0300 13695.8491 4 28.69 None 1139.6055 EAIPNTPLER 11385.8900 1139.6074 21.9480 8273 2 570.3073 0.6600
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2134.0300 13695.8491 4 28.69 None 940.5714 IVSLAPEVL 2435.8830 940.5719 32.8846 8119 1 940.5719 1.89
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2134.0300 13695.8491 4 28.69 None 999.5106 VIDQEGNPK 158.5803 999.5045 24.1473 874 1 999.5045 ‐4.8655
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 None 1204.6109 VYLWHETTR 2660.8380 1204.6122 14.9391 3431 2 602.8097 0.2185
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 None 641.2963 SMGLAY 6734.1850 641.2971 23.8251 24422 1 641.2971 1.0761
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(9) 1248.5752 LEMIPWDGCK 163.7567 1248.5808 20.7527 1700 2 624.7940 3.79
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 None 1186.6004 VYLWHETTR 134.6032 1186.6070 16.3477 1309 2 593.8072 4.09
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20096.5000 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 12310.1900 9551.7469 18 81.48 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 12310.1900 9551.7469 18 81.48 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 12310.1900 9551.7469 18 81.48 None 641.2963 SMGLAY 6931.6290 641.2971 23.8251 24422 1 641.2971 1.27
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 12310.1900 9551.7469 18 81.48 None 1204.6109 VYLWHETTR 3634.5270 1204.6085 22.0294 4646 2 602.8079 ‐2.7135
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 12310.1900 9551.7469 18 81.48 None 829.3951 WHETTR 145.6283 829.3974 20.4642 871 2 415.2023 1.13
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 3786.3500 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 3786.3500 9551.7469 18 81.48 None 1204.6109 VYLWHETTR 2842.1740 1204.6122 14.9391 3431 2 602.8097 ‐0.0234
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 3786.3500 9551.7469 18 81.48 Carbamidomethyl+C(2)
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1200.6293 VVDAMGVPIDGK 45959.0800 1200.6314 24.2818 30471 2 600.8194 0.9417
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1043.5732 TGSIVDVPAGK 35963.2100 1043.5743 20.1110 30014 2 522.2908 ‐0.0874
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1250.6375 AAELTNLFESR 14096.6000 1250.6379 29.7270 25300 2 625.8226 ‐0.4174
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1330.7577 TTIAIDTILNQK 8539.7310 1330.7571 18.5255 23764 2 665.8822 ‐1.0373
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 10550.8900 2308.1611 24.1277 22989 3 770.0585 1.38
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1026.5942 AVDSLVPIGR 20614.9100 1026.5946 25.5708 19846 2 513.8009 ‐0.8565
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1283.6994 QPQYAPLPIEK 638.0148 1283.7011 24.5467 12732 2 642.3542 0.6357
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1572.7441 NFYANFQVDEIGR 3475.7020 1572.7444 30.8379 12141 2 786.8758 0.0288
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1226.6198 SVHEPMQTGLK 9515.6270 1226.6214 17.3386 5029 2 613.8143 0.5360
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 1266.6340 2036.9223 20.5714 1357 2 1018.9648 ‐3.1723
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1704.8261 DNGMHALIIYDDLSK 1147.1460 1704.8370 31.2551 3497 3 568.9505 5.90
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1012.4806 GALSDHEQR 378.9444 1012.4602 22.7657 2099 1 1012.4602 ‐18.9644
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 2722.3763 AMLGRVVDAMGVPIDGKGALSDHEQ 1534.1270 2722.3884 22.2987 4758 3 908.1343 4.17
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 518.2609 EVAAF 185.9329 518.2610 26.1297 3222 1 518.2610 ‐0.5294
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1444.7390 GSDLDAATQALLNR 215.3435 1444.7459 24.4832 1684 2 722.8766 4.03
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1002.4925 DAMGVPIDGK 750.6533 1002.4900 24.2764 1667 1 1002.4900 ‐1.3362
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1208.6092 SVHEPMQTGLK 414.4708 1208.6108 16.6951 2374 2 604.8090 0.4728
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1182.6187 VVDAMGVPIDGK 430.4371 1182.6207 25.0554 1555 2 591.8140 0.7967
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3635.5100 55256.4040 30 31.56 None 1209.5932 SVHEPMQTGLK 171.6164 1209.5901 18.0623 1321 2 605.2987 ‐3.4085
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1200.6293 VVDAMGVPIDGK 43914.1700 1200.6314 24.2818 30471 2 600.8194 1.0854
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1043.5732 TGSIVDVPAGK 43000.8700 1043.5743 20.1110 30014 2 522.2908 0.0499
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1250.6375 AAELTNLFESR 15749.1700 1250.6379 29.7270 25300 2 625.8226 ‐0.2716
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1026.5942 AVDSLVPIGR 18793.8100 1026.5946 25.5708 19846 2 513.8009 ‐0.7198
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1283.6994 QPQYAPLPIEK 870.0955 1283.7011 24.5467 12732 2 642.3542 0.7828
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1572.7441 NFYANFQVDEIGR 2054.8280 1572.7444 30.8381 11538 2 786.8758 0.2263
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1226.6198 SVHEPMQTGLK 13092.1200 1226.6214 17.3386 5029 2 613.8143 0.6808
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1704.8261 DNGMHALIIYDDLSK 1509.5640 1704.8370 31.2551 3497 3 568.9505 5.94
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 856.4887 DSLVPIGR 2159.7080 856.4856 25.5774 2341 1 856.4856 ‐2.8456
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1002.4925 DAMGVPIDGK 718.1132 1002.4900 24.2764 1667 1 1002.4900 ‐1.1639
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3085.0090 55256.4040 30 31.56 None 1090.5527 ELTNLFESR 176.1585 1090.5454 29.3882 1289 1 1090.5454 ‐5.1138
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1650.7978 EQIFEMPTGGAAIMR 77602.9300 1650.7967 31.7732 147490 2 825.9020 ‐0.6702
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLL 74027.0900 2936.5130 21.3550 109303 3 979.5092 ‐0.3627
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 990.5043 ITYQFYR 28083.3200 990.5045 15.6351 58704 2 495.7559 ‐1.0790
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1810.9010 AQVEEFYVITWNSPK 4440.2080 1810.8975 19.8533 24886 2 905.9524 ‐1.5773
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 875.4404 EGVGLNMR 13745.1800 875.4424 20.0287 9276 2 438.2248 0.8104
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 11541.1900 1047.5268 19.1949 8496 2 524.2671 0.4408
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 885.5040 NVSPIEVK 4630.5420 885.5031 19.3216 7149 2 443.2552 ‐2.4278



NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 Carbamidomethyl+C(4) 1175.6202 KEQCLALGTR 1755.8410 1175.6199 17.0217 2302 2 588.3136 ‐1.0677
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1938.9960 KAQVEEFYVITWNSPK 2356.4700 1938.9969 31.4735 8549 3 647.0038 ‐0.1258
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1107.5833 YVITWNSPK 244.9997 1107.5887 19.0222 26839 2 554.2980 3.02
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 672.3927 SPIEVK 1467.0440 672.3936 19.3192 2726 1 672.3936 1.96
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1061.5302 AQVEEFYVI 270.3067 1061.5236 17.7882 2504 1 1061.5236 ‐4.8891
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 613.3093 QFYR 146.2993 613.3112 15.6234 1645 1 613.3112 2.80
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 2336.2245 TPPQLDPNTPSPIFAGSTGGLLR 246.8826 2336.2101 23.3113 1205 2 1168.6087 ‐4.7999
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1252.6208 EAPVGFTPPQLD 585.7189 1252.6159 21.3551 1138 1 1252.6159 ‐1.8221
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 1393.6967 IFEMPTGGAAIMR 274.1124 1393.6997 33.7021 840 2 697.3535 1.36
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 18835.5400 22363.6807 38 45.59 None 857.4298 EGVGLNMR 98.7023 857.4251 19.6844 2361 1 857.4251 ‐4.9228
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 1650.7978 EQIFEMPTGGAAIMR 71772.3100 1650.7967 31.7732 147490 2 825.9020 ‐0.5082
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 875.4404 EGVGLNMR 13927.4400 875.4424 20.0287 9276 2 438.2248 0.9409
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 Carbamidomethyl+C(4) 1175.6202 KEQCLALGTR 2376.6830 1175.6199 17.0217 2302 2 588.3136 ‐0.9250
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 1810.9010 AQVEEFYVITWNSPK 2579.8670 1810.9016 33.5953 764 3 604.3054 ‐0.3469
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 3064.6102 EAPVGFTPPQLDPNTPSPIFAGSTGGLL 453.6257 3064.5489 33.0002 2878 3 1022.1878 ‐19.1782
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 1370.6957 ANPGREGVGLNMR 228.9264 1370.6853 21.4856 2372 3 457.5666 ‐8.7475
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 746.3978 GVGLNMR 375.4196 746.3974 19.9987 1093 1 746.3974 ‐0.2077
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6211.0480 22363.6807 38 45.59 None 1393.6967 IFEMPTGGAAIMR 290.3583 1393.6997 33.7021 840 2 697.3535 1.52
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLL 66067.1000 2936.5130 21.3550 109303 3 979.5092 ‐0.3499
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 990.5043 ITYQFYR 56142.0500 990.5045 15.6351 58704 2 495.7559 ‐1.4310
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1810.9010 AQVEEFYVITWNSPK 4922.6120 1810.8975 19.8533 24886 2 905.9524 ‐1.5072
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1936.0386 ATQAAGIFSPAITTTTSAVK 404.6129 1936.0679 17.8333 3293 2 968.5376 15.8610
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 877.4203 TYQFYR 933.2667 877.4207 15.6334 6849 1 877.4207 1.89
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 776.3726 YQFYR 2070.0510 776.3727 15.6362 5062 1 776.3727 0.4667
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 799.3985 EAPVGFTP 231.9247 799.4015 21.0510 4967 1 799.4015 4.1815
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 613.3093 QFYR 268.4102 613.3112 15.6234 1645 1 613.3112 2.20
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1546.7536 EAPVGFTPPQLDPNT 445.3007 1546.7565 23.3170 1361 2 773.8819 1.72
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1107.5833 YVITWNSPK 187.5487 1107.5853 18.5439 1285 2 554.2963 0.4529
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 2336.2245 TPPQLDPNTPSPIFAGSTGGLLR 172.5515 2336.2101 23.3113 1205 2 1168.6087 ‐4.4595
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1252.6208 EAPVGFTPPQLD 465.5372 1252.6159 21.3551 1138 1 1252.6159 ‐1.8269
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 11719.9600 22363.6807 38 45.59 None 1919.0120 ATQAAGIFSPAITTTTSAVK 318.5919 1919.0064 18.2998 1282 2 960.0069 ‐2.2235
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 516.7950 46401.7410 10 14.55 None 1527.8530 TPLVPASVVFDLGGR 8146.8920 1527.8537 21.0058 10893 2 764.4305 0.3132
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 516.7950 46401.7410 10 14.55 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 2904.0800 1498.7743 15.7000 7096 3 500.2630 0.3210
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 516.7950 46401.7410 10 14.55 None 1095.6772 TVPINPTLLK 6091.1750 1095.6784 26.8980 6169 2 548.3429 0.0582
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 None 1527.8530 TPLVPASVVFDLGGR 8678.9530 1527.8537 21.0058 10893 2 764.4305 0.2377
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 5382.9860 1498.7743 15.7000 7096 3 500.2630 0.1053
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 None 1095.6772 TVPINPTLLK 4771.6920 1095.6764 17.0261 1946 2 548.3418 ‐2.1251
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 None 2695.3501 ISSVNPYTVLESSIYNAFTSEFVK 1658.5300 2695.3684 23.3917 5762 3 899.1277 6.38
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 None 2509.2821 TSVVIGGFQLEDNLIEFDLASNK 401.0581 2509.3341 20.8885 2560 3 837.1162 20.6479
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 None 1666.8395 DQSTLQYTTVINQR 397.3571 1666.8240 18.7592 2518 2 833.9156 ‐9.2208
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 710.9818 46401.7410 10 14.55 Carbamidomethyl+C(8) 1328.6668 SVKPFGACFSTK 1615.1090 1328.6708 15.7143 1097 2 664.8391 2.46
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1003.8690 44138.4418 4 11.92 None 1620.8380 EVPETERPFTFLR 2722.1900 1620.8387 29.4207 9440 3 540.9511 ‐0.4866
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1003.8690 44138.4418 4 11.92 Carbamidomethyl+C(7) 1830.8539 AAQDSVCDAIEAIEGGPK 5728.1040 1830.8525 32.8062 7775 2 915.9299 ‐0.3320
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1003.8690 44138.4418 4 11.92 None 1525.6612 DSDDVTPSSSSSSVR 16599.9500 1525.6609 14.9978 4636 2 763.3341 ‐0.4040
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1003.8690 44138.4418 4 11.92 None 994.4800 TPSSSSSSVR 329.7780 994.4789 17.0640 1704 2 497.7431 ‐2.3590
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1649.9949 VLVVANPANTNALILK 78095.4300 1649.9947 18.6528 106023 2 825.5010 ‐0.0701
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 943.5459 LSVPVSDVK 16130.9600 943.5457 21.7450 45855 2 472.2765 ‐1.5481
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1017.5251 EFAPSIPEK 28381.5000 1017.5248 22.3175 43417 2 509.2660 ‐1.5757
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1360.7545 MELIDAAFPLLK 57350.9100 1360.7553 22.4897 42263 2 680.8813 0.0387
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 2349.1721 ELVKDDAWLDGEFISTVQQR 15338.8300 2349.1729 33.5399 29358 3 783.7291 0.1446
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 495.3391 2266.1114 24.0153 26707 3 756.0420 4.27
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1884.9450 NGDWSIVQGLPIDEVSR 16896.6200 1884.9418 34.9659 17723 2 942.9745 ‐1.2092
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1435.6985 MDLTAEELKEEK 12458.1700 1435.7009 21.5705 16410 3 479.2385 0.5773
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 1594.5860 928.4101 24.2681 8307 1 928.4101 3.0598
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 10240.1900 1645.7957 14.7882 4743 3 549.2701 ‐1.2475
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 2000.1361 VLVTGAAGQIGYALVPMIAR 2541.8190 2000.1309 37.8033 4589 2 1000.5691 ‐1.9200
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1656.9279 VQTSSGEKPVRELVK 624.2474 1656.9030 19.1109 3454 2 828.9551 ‐15.0078
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1879.8821 DDAWLDGEFISTVQQR 621.4413 1879.8879 33.8978 1899 2 940.4476 3.39
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 Carbamidomethyl+C(20) 2300.1816 NVSIYKSQAAALEKHAAPNCK 192.5171 2300.1971 22.6710 3042 3 767.4039 6.37
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 Carbamidomethyl+C(5) 1016.4578 ASSACDHIR 317.1895 1016.4574 15.9497 9172 2 508.7324 ‐1.5942
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1189.6311 LTAEELKEEK 1026.2330 1189.6305 22.1858 3615 2 595.3189 ‐1.3336
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 Carbamidomethyl+C(5) 813.3812 LAYSCLS 129.6622 813.3843 22.7931 2686 1 813.3843 4.20
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 771.3883 ELVKDDA 213.4362 771.3897 33.6769 2002 1 771.3897 2.0507
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 815.4258 PIDEVSR 139.3179 815.4280 36.4032 1489 1 815.4280 3.78
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 987.5873 IDAAFPLLK 346.1327 987.5895 22.4985 968 1 987.5895 3.38
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1100.6714 LIDAAFPLLK 357.8372 1100.6734 22.4912 780 1 1100.6734 3.48
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 999.5146 EFAPSIPEK 225.5847 999.5173 22.3180 1175 2 500.2623 1.71
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 10055.7700 35913.2053 45 57.53 None 1639.9014 VQTSSGEKPVRELVK 142.7200 1639.9077 18.0962 918 3 547.3074 2.82
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 943.5459 LSVPVSDVK 23918.8400 943.5456 21.7431 44616 2 472.2765 ‐1.4460
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 2349.1721 ELVKDDAWLDGEFISTVQQR 8475.3860 2349.1726 33.5408 28093 3 783.7290 0.1860
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 1151.5370 2266.1114 24.0153 26707 3 756.0420 4.28
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 1884.9450 NGDWSIVQGLPIDEVSR 22313.1900 1884.9418 34.9659 17723 2 942.9745 ‐1.0377
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 3449.7190 928.4101 24.2681 8307 1 928.4101 3.48
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 360.2538 1645.8210 30.4596 7971 2 823.4142 15.2344
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 1017.5251 EFAPSIPEK 415.2212 1017.5113 21.5402 1860 1 1017.5113 ‐12.1697
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 830.4618 SVPVSDVK 2708.2850 830.4642 21.7540 3451 1 830.4642 3.28
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 Carbamidomethyl+C(5) 813.3812 LAYSCLS 178.0941 813.3843 22.7931 2686 1 813.3843 4.56
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 771.3883 ELVKDDA 115.1023 771.3897 33.6769 2002 1 771.3897 2.02
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2482.6240 35913.2053 45 57.53 None 815.4258 PIDEVSR 401.6875 815.4280 36.4032 1489 1 815.4280 3.16



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 1649.9949 VLVVANPANTNALILK 21743.0300 1649.9947 18.6528 106023 2 825.5010 ‐0.0828
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 1360.7545 MELIDAAFPLLK 70961.4300 1360.7553 22.4897 42263 2 680.8813 ‐0.1228
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 2349.1721 ELVKDDAWLDGEFISTVQQR 884.7263 2349.1728 19.6664 5557 3 783.7291 0.0339
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 11118.3300 1645.7957 14.7882 4743 3 549.2701 ‐1.4397
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 2013.0400 NGDWSIVQGLPIDEVSRK 140.9111 2013.0713 25.5622 4661 2 1007.0393 16.4887
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 2660.3791 DDAWLDGEFISTVQQRGAAIIKAR 531.3069 2660.3754 22.9124 1349 3 887.4633 ‐1.2924
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 1054.6255 PANTNALILK 3112.4140 1054.6247 18.6522 1549 1 1054.6247 0.5552
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 1168.6684 NPANTNALILK 612.6071 1168.6699 18.6576 1149 1 1168.6699 2.14
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 987.5873 IDAAFPLLK 377.5831 987.5895 22.4985 968 1 987.5895 3.61
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 1100.6714 LIDAAFPLLK 386.5791 1100.6734 22.4912 780 1 1100.6734 3.26
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4209.4870 35913.2053 45 57.53 None 2642.3685 DDAWLDGEFISTVQQRGAAIIKAR 136.8961 2642.3790 25.6492 868 3 881.4645 4.0628
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 699.6946 25829.4863 5 21.49 None 2175.0551 LEEVAVTTGEEDEDAVLDLK 3472.7040 2175.0550 30.7461 8843 2 1088.0311 1.0163
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 699.6946 25829.4863 5 21.49 None 1401.6427 SGMSVQEHVGNEK 6709.3840 1401.6434 15.7275 4363 3 467.8860 ‐0.6127
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 699.6946 25829.4863 5 21.49 None 1306.6737 LTVEETKTEEK 661.7390 1306.6781 18.4275 4944 2 653.8427 2.07
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 699.6946 25829.4863 5 21.49 None 1959.9368 TFMQKFKEVAESEEEK 1036.9060 1959.9184 24.9922 1032 3 653.9776 ‐9.9926
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 699.6946 25829.4863 5 21.49 None 1175.5790 TVEETKTEEK 227.9104 1175.5829 19.5554 809 2 588.2951 2.27
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 329.9512 15268.7798 2 9.87 None 1396.6928 GGHELSLATGNAGGR 3343.5050 1396.6956 18.0505 4801 3 466.2367 0.9257
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 329.9512 15268.7798 2 9.87 None 2713.3652 AVVVHADPDDLGKGGHELSLATGNAG 655.2338 2713.3803 22.9238 3282 3 905.1316 5.94
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1566.8261 EAEEVEPILEALPK 59929.0200 1566.8265 32.9830 39881 2 783.9169 0.1116
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1654.8224 AGGFPEPEIVHYNPK 16224.7100 1654.8249 26.3230 36059 3 552.2798 0.6560
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 14955.4400 1724.7822 21.9822 28879 3 575.5989 0.6788
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1504.8006 DLATAFLNVLGNEK 50429.2600 1504.8025 22.8660 28409 2 752.9049 1.0162
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1485.6778 EADFTTDDMILSK 29038.0900 1485.6809 27.8122 27974 2 743.3441 1.93
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1036.5310 EIFNISGEK 9196.6550 1036.5333 24.2004 26606 2 518.7703 1.1492
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1770.7817 QLPGESDQDFADFSSK 36130.3200 1770.7849 26.5500 22876 2 885.8961 2.0560
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1207.5742 DQHFFASVEK 16084.3300 1207.5752 22.4779 14308 2 604.2912 ‐0.0190
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1828.8712 SSLSAEGFDVVYDINGR 1201.1890 1828.8619 33.6445 12811 2 914.9346 ‐4.6738
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 3203.9180 2168.2331 16.9052 11969 4 542.8137 0.4602
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 3379.7130 1793.8821 17.6429 9859 2 897.4447 2.52
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1187.6167 EGHQVTLFTR 4149.3310 1187.6184 21.3805 7294 2 594.3128 0.4974
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 786.3668 DYDFVK 21341.3400 786.3681 21.3993 6540 1 786.3681 1.66
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1350.7012 ASREIFNISGEK 2291.2290 1350.7027 25.4922 4172 2 675.8550 0.5856
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1013.5302 YVTFDGLAK 4914.9400 1013.5301 25.4830 22233 2 507.2687 ‐1.3399
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1640.9483 ILVKEGHQVTLFTR 469.5401 1640.9749 19.1317 2090 3 547.6632 15.3643
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1332.7369 GKLETESLLQSK 7318.9380 1332.7381 21.4157 9175 2 666.8727 0.3336
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 2375.1878 QLPGESDQDFADFSSKILHLK 405.7920 2375.1944 24.1414 2648 2 1188.1008 4.29
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 2724.3152 KDYDFVKSSLSAEGFDVVYDINGR 969.1530 2724.3274 23.6935 1083 3 908.7807 4.24
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 468.6958 1062.4417 20.9842 42527 2 531.7245 ‐0.2995
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1254.6113 GFDVVYDINGR 354.7362 1254.6068 24.8256 8833 2 627.8070 ‐4.3434
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 794.4043 FNISGEK 169.1742 794.4065 23.2031 4937 1 794.4065 3.1354
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1276.6896 ATAFLNVLGNEK 281.2302 1276.6931 20.7895 4440 2 638.8502 2.0501
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1477.8122 PNSGIQISQLGHVK 183.9057 1477.8206 15.1396 3963 3 493.2784 4.49
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 777.4618 ILVKEGH 225.1078 777.4617 19.5959 1978 1 777.4617 0.2616
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1322.6739 PEPEIVHYNPK 266.4183 1322.6720 23.4193 1206 2 661.8397 ‐2.0352
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 Carbamidomethyl+C(3) 1296.5525 PHCEEDAVDPK 6006.2330 1296.5505 21.9624 1014 2 648.7789 ‐2.1990
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1548.8156 EAEEVEPILEALPK 301.6562 1548.8112 31.1809 43258 2 774.9092 ‐2.9767
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1189.5636 DQHFFASVEK 279.3397 1189.5552 22.3904 2396 1 1189.5552 ‐5.2435
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1314.7264 GKLETESLLQSK 1176.0330 1314.7269 19.5465 885 2 657.8671 ‐0.1930
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 9518.9250 42790.9320 56 55.29 None 1169.6062 EGHQVTLFTR 224.1166 1169.6079 22.8897 854 2 585.3076 0.5441
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1566.8261 EAEEVEPILEALPK 42683.4500 1566.8265 32.9839 38663 2 783.9169 0.2853
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1654.8224 AGGFPEPEIVHYNPK 13645.9300 1654.8249 26.3230 36059 3 552.2798 0.7085
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1036.5310 EIFNISGEK 10176.8300 1036.5333 24.2004 26606 2 518.7703 1.63
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1828.8712 SSLSAEGFDVVYDINGR 1734.2070 1828.8619 33.6445 12811 2 914.9346 ‐4.5045
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1187.6167 EGHQVTLFTR 6003.2120 1187.6184 21.3805 7294 2 594.3128 0.6407
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1350.7012 ASREIFNISGEK 2228.7610 1350.7027 25.4922 4172 2 675.8550 0.7354
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1013.5302 YVTFDGLAK 5242.4600 1013.5301 25.4830 22233 2 507.2687 ‐1.2038
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1770.7817 QLPGESDQDFADFSSK 280.3824 1770.8037 31.3861 2892 2 885.9055 12.30
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1332.7369 GKLETESLLQSK 8175.4710 1332.7381 21.4157 9175 2 666.8727 0.4828
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 Carbamidomethyl+C(11) 1443.7301 YVTFDGLAKACAK 1099.8020 1443.7439 29.4279 5086 2 722.3756 9.93
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1139.5467 EAEEVEPILE 293.3000 1139.5504 31.4137 4313 1 1139.5504 5.0910
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 Carbamidomethyl+C(11) 1226.5875 YVTFDGLAKAC 207.4185 1226.5885 29.3833 970 2 613.7979 0.1997
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1314.7264 GKLETESLLQSK 925.4886 1314.7269 19.5465 885 2 657.8671 ‐0.0446
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1169.6062 EGHQVTLFTR 199.6213 1169.6079 22.8897 854 2 585.3076 0.6866
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2808.9310 42790.9320 56 55.29 None 1753.7551 QLPGESDQDFADFSSK 7616.1370 1753.7563 30.7205 16016 2 877.3818 1.0475
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1504.8006 DLATAFLNVLGNEK 16689.6400 1504.8025 22.8660 28409 2 752.9049 0.9288
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 3111.2420 2168.2331 16.9052 11969 4 542.8137 0.4193
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 1319.2310 1793.8821 17.6429 9859 2 897.4447 2.65
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 952.5615 FIGLFLSR 3455.8610 952.5622 20.1129 9149 2 476.7847 ‐0.9198
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1654.8224 AGGFPEPEIVHYNPK 203.8758 1654.8266 16.9246 1094 3 552.2804 1.56
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1770.7817 QLPGESDQDFADFSSK 213.9875 1770.8009 19.0325 7480 2 885.9041 11.1655
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 2375.1878 QLPGESDQDFADFSSKILHLK 165.8291 2375.1944 24.1414 2648 2 1188.1008 4.34
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1487.8329 AGRPIPVPNSGIQIS 2247.2150 1487.8351 16.9081 7615 2 744.4212 1.0953
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1276.6896 ATAFLNVLGNEK 615.8494 1276.6931 20.7895 4440 2 638.8502 1.54
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 933.6198 42790.9320 56 55.29 None 1477.8122 PNSGIQISQLGHVK 442.2478 1477.8105 16.9047 1719 2 739.4089 ‐1.5312
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 16625.9700 16181.9493 2 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 16625.9700 16181.9493 2 54.05 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTC 2758.4530 5122.3240 38.6728 10237 4 1281.3364 ‐1.2720
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1643.7984 TVNEAVAAAPENSNTR 16891.2900 1643.8005 17.0208 4597 2 822.4039 1.73
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1102.5851 VSADQTVINR 4980.0150 1102.5851 17.1620 4368 2 551.7962 ‐1.0102
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1022.5153 EAEQFTVAK 3389.1020 1022.5159 17.8581 3974 2 511.7616 ‐0.6441



NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1709.8493 IDAYQDTLYTHTLR 691.1802 1709.8401 23.9821 1255 3 570.6182 ‐6.1888
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1312.7219 SNSNQPLLSKPK 135.0448 1312.7499 16.9985 1239 2 656.8786 20.6650
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 794.4631 HQAVALR 275.4482 794.4756 23.9438 787 2 397.7414 13.9984
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 2391.2489 DDLKMIISNRFPSWLTALDR 1409.1090 2391.2573 25.6208 1346 3 797.7573 3.86
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1204.6354 DDLKMIISNR 390.5556 1204.6448 34.9165 850 2 602.8261 6.17
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 3036.6034 KNLMLVGDGKDATIITGSLNVIDGSTTF 552.9270 3036.6123 23.7767 809 3 1012.8756 3.74
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 591.2773 IDAYQ 231.3760 591.2799 23.9697 1513 1 591.2799 4.0569
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 845.4476 DQTVINR 393.1718 845.4484 17.8251 1492 1 845.4484 1.46
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1222.6426 LNVIDGSTTFR 180.5291 1222.6487 22.0692 781 2 611.8280 4.77
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 653.1202 62143.7425 13 9.87 None 1626.7718 TVNEAVAAAPENSNTR 516.4404 1626.7682 18.2276 1364 3 542.9276 ‐3.1446
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1075.5630 GGAIDDSVITK 30672.8200 1075.5631 20.2545 40177 2 538.2852 ‐0.9843
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1121.5738 VGFFSSGPPAR 17478.9000 1121.5746 16.4061 34462 2 561.2909 ‐0.3039
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1970.1797 SLLALQGPLAAPVLQHLTK 6172.9630 1970.1793 21.1252 29629 3 657.3980 ‐0.7480
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 44020.0000 1297.5528 20.6413 24945 2 649.2800 0.6314
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1658.9112 AEGGFLGADVILQQLK 5786.7540 1658.9138 21.5893 19799 2 829.9605 1.27
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1547.8428 IGEITSGGFSPNLKK 1326.7230 1547.8443 23.8252 19519 3 516.6196 ‐0.0131
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1654.8120 MVPFAGWSMPIQYK 3774.6990 1654.8130 21.0589 16368 2 827.9101 0.6371
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1419.7478 IGEITSGGFSPNLK 3243.3180 1419.7492 26.5863 15905 2 710.3782 0.5261
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 895.4706 NIAMGYVK 5489.1880 895.4701 21.3154 14638 2 448.2387 ‐1.9821
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1415.7066 TALYDFHVAHGGK 3140.9000 1415.7074 21.8892 13608 3 472.5740 ‐0.5479
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 3194.7970 3405.7526 24.4544 9777 3 1135.9224 ‐1.6147
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1158.6589 LTGLGARDSLR 803.4669 1158.6588 21.1629 5583 2 579.8331 ‐1.0163
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 3119.4930 2450.1277 30.5175 5016 2 1225.5675 ‐1.7013
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 793.4277 MPFVATK 4575.3000 793.4344 21.2148 9470 2 397.2209 6.22
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1465.7104 DKDLAHIEEHMK 398.8016 1465.7157 21.8234 3394 2 733.3615 3.93
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 Carbamidomethyl+C(8) 1095.4922 IMDSTVNCR 168.9088 1095.4989 18.8052 3256 2 548.2531 5.1170
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 818.4155 FSSGPPAR 631.1897 818.4139 16.4212 2073 1 818.4139 ‐1.4694
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1022.5054 GFFSSGPPAR 681.5444 1022.5068 16.4023 1843 1 1022.5068 2.81
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 888.4574 SGGFSPNLK 186.2668 888.4580 25.0110 1788 1 888.4580 1.14
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1424.7031 PFAGWSMPIQYK 350.8795 1424.6984 20.2015 1262 1 1424.6984 ‐0.5605
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 784.4312 LTGLGARD 156.0714 784.4325 23.0036 1235 1 784.4325 2.0132
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 965.4839 FFSSGPPAR 272.7860 965.4817 16.4009 894 1 965.4817 ‐1.2766
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1344.7998 GPLAAPVLQHLTK 377.6888 1344.7989 21.1619 809 2 672.9031 ‐1.2511
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 4042.8650 44787.0270 24 50.00 None 1140.6484 LTGLGARDSLR 192.5251 1140.6530 19.7366 1096 2 570.8301 3.1053
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 2361.2548 TVVDQYGQTILDLLLSETQPK 2188.5940 2361.2570 25.0323 9510 2 1181.1321 2.45
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 1970.9858 FTVVFDTGSSNLWVPSSK 2303.4260 1970.9896 20.3650 4478 2 985.9984 2.11
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 2764.4305 AAAIHYGTGAIAGFFSNDAVTVGDLVV 767.6265 2764.4222 21.8598 1910 3 922.1456 ‐2.7668
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 1662.8367 GVSMGIESVVDKENAK 331.3374 1662.8326 18.6755 852 3 554.9491 ‐3.5295
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 767.3835 AAAIHYGT 143.1746 767.3844 20.9036 1987 1 767.3844 1.24
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 225.7254 55354.9454 6 13.24 None 1535.7641 AAAIHYGTGAIAGFFS 147.0763 1535.7683 19.5898 1575 2 768.3878 2.08
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1434.7587 AASFNIIPSSTGAAK 41467.9900 1434.7580 16.9158 256332 2 717.8826 ‐0.8969
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 2172.0091 GILGYTEDDVVSTDFVGDNR 93774.6300 2172.0023 32.4219 215991 2 1086.5048 ‐2.0874
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1676.9734 TLLFGEKPVTVFGIR 35581.2300 1676.9727 20.2706 154418 3 559.6624 ‐1.2632
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1498.8475 VPTVDVSVVDLTVR 52943.7900 1498.8449 32.1527 133189 2 749.9261 ‐1.9993
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1761.7867 LVSWYDNEWGYSSR 133604.4000 1761.7871 18.6770 124466 2 881.3972 0.4761
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1734.8156 DAPMFVVGVNEHEYK 41639.5300 1734.8152 27.2976 110533 3 578.9433 ‐0.9909
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 21949.3800 2923.3610 38.6861 72948 3 975.1252 ‐0.3761
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 20223.1700 2741.2756 24.1435 64334 2 1371.1415 3.43
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1140.6445 VVDLIVHMSK 26830.2900 1140.6454 16.3529 50396 2 570.8263 ‐0.2103
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 2033.0736 FGIVEGLMTTVHSITATQK 54824.8300 2033.0754 22.4037 48344 3 678.3633 0.4012
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 811.4131 LTGMSFR 3686.7720 811.4134 21.7086 15091 2 406.2103 ‐1.2003
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 800.4876 VVISAPSK 3700.0330 800.4870 16.8731 775 2 400.7471 ‐2.4058
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 990.5102 AIKEESEGK 1620.1230 990.5127 17.6312 1341 2 495.7600 1.76
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1148.6674 AGIALSDKFVK 4027.8160 1148.6676 24.1148 7334 2 574.8374 ‐0.7935
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 588.2850 YMFK 100.4992 588.2865 24.6798 154474 1 588.2865 2.1669
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 689.3327 TYMFK 90.8185 689.3333 25.2383 9975 1 689.3333 0.8172
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1205.6525 FNIIPSSTGAAK 287.6398 1205.6503 16.2350 4577 2 603.3288 ‐2.6549
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1202.6892 GEKPVTVFGIR 2966.0440 1202.6917 20.2911 2982 2 601.8495 1.60
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1010.4538 STDFVGDNR 771.8428 1010.4559 32.4356 2888 1 1010.4559 3.25
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 546.2922 FGIVE 161.4703 546.2914 23.0263 2403 1 546.2914 ‐2.0064
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1317.6831 MTTVHSITATQK 637.5273 1317.6876 22.5313 2299 2 659.3474 2.55
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 975.4530 GVNEHEYK 1375.0980 975.4536 27.2962 2241 1 975.4536 1.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 827.4808 LIVHMSK 477.1358 827.4828 16.3605 1751 1 827.4828 2.99
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1102.6103 DVSVVDLTVR 180.7875 1102.6111 32.1570 1611 1 1102.6111 2.28
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1113.4596 DNEWGYSSR 226.0367 1113.4630 18.1719 1094 1 1113.4630 4.75
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1715.8996 VEGLMTTVHSITATQK 338.0307 1715.9084 22.6020 985 3 572.6410 4.16
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1045.4837 GILGYTEDDV 224.6608 1045.4794 33.0044 980 1 1045.4794 ‐2.7490
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1276.5229 YDNEWGYSSR 914.8905 1276.5200 18.6860 933 1 1276.5200 ‐0.1007
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 502.2442 HMSK 3743.4960 502.2441 18.0340 913 1 502.2441 ‐0.9898
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1302.7264 TVDVSVVDLTVR 165.4105 1302.7167 32.1545 842 1 1302.7167 ‐5.1529
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 886.5033 TLLFGEKP 187.4059 886.5002 17.6459 762 2 443.7538 ‐4.8914
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 671.3246 DDVELV 74.8324 671.3266 23.4791 754 1 671.3266 2.22
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 782.4771 VVISAPSK 326.1081 782.4797 18.7515 3412 1 782.4797 3.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 32744.8700 37027.3918 75 67.46 None 1743.7762 LVSWYDNEWGYSSR 1254.6360 1743.7785 18.3010 3178 3 581.9310 0.5772
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 2172.0091 GILGYTEDDVVSTDFVGDNR 82927.2600 2172.0023 32.4222 213621 2 1086.5048 ‐1.9163
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1498.8475 VPTVDVSVVDLTVR 82028.3000 1498.8448 32.1530 127252 2 749.9260 ‐1.9413
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1734.8156 DAPMFVVGVNEHEYK 45899.5800 1734.8152 27.2976 110533 3 578.9433 ‐0.9256



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 18463.6600 2923.3609 38.6913 68940 3 975.1252 ‐0.1275
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 811.4131 LTGMSFR 5861.0730 811.4134 21.7086 15091 2 406.2103 ‐1.0723
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 800.4876 VVISAPSK 9143.3320 800.4870 16.8731 775 2 400.7471 ‐2.2783
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1434.7587 AASFNIIPSSTGAAK 1177.9570 1434.7600 26.6914 6915 2 717.8837 0.6834
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 1450.7440 2680.2575 40.1691 2161 3 894.0907 6.02
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 990.5102 AIKEESEGK 776.6557 990.5127 17.6312 1341 2 495.7600 1.28
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1148.6674 AGIALSDKFVK 5950.5230 1148.6676 24.1148 7334 2 574.8374 ‐0.6519
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 923.4217 TDFVGDNR 178.6539 923.4162 30.6275 8407 1 923.4162 ‐4.9198
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 698.3290 TGMSFR 705.3735 698.3301 21.6998 6802 1 698.3301 1.34
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 625.3192 SDLDIV 98.8081 625.3175 28.8299 3401 1 625.3175 ‐2.8515
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1010.4538 STDFVGDNR 401.4193 1010.4559 32.4356 2888 1 1010.4559 3.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1612.7377 GILGYTEDDVVSTDF 132.2192 1612.7314 29.1670 2680 2 806.8694 ‐3.7640
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 975.4530 GVNEHEYK 3033.8790 975.4536 27.2962 2241 1 975.4536 1.53
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1074.5215 VGVNEHEYK 1559.5030 1074.5203 27.3080 1973 1 1074.5203 0.5445
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1102.6103 DVSVVDLTVR 261.4074 1102.6111 32.1570 1611 1 1102.6111 2.50
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1045.4837 GILGYTEDDV 221.2604 1045.4794 33.0044 980 1 1045.4794 ‐2.5724
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 18897.5600 37027.3918 75 67.46 None 1302.7264 TVDVSVVDLTVR 254.0985 1302.7167 32.1545 842 1 1302.7167 ‐4.9509
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1434.7587 AASFNIIPSSTGAAK 53174.6600 1434.7580 16.9158 256332 2 717.8826 ‐1.0203
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1676.9734 TLLFGEKPVTVFGIR 32715.7200 1676.9727 20.2706 154418 3 559.6624 ‐1.4506
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1761.7867 LVSWYDNEWGYSSR 140201.6000 1761.7871 18.6770 124466 2 881.3972 0.5209
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 36469.2500 2741.2756 24.1435 64334 2 1371.1415 3.31
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1140.6445 VVDLIVHMSK 11011.4800 1140.6454 16.3529 50396 2 570.8263 ‐0.4851
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 2033.0736 FGIVEGLMTTVHSITATQK 29057.8000 2033.0754 22.4037 48344 3 678.3633 0.2704
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1498.8475 VPTVDVSVVDLTVR 20695.3200 1498.8480 19.1937 26924 2 749.9276 ‐0.0436
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 2172.0091 GILGYTEDDVVSTDFVGDNR 2866.6530 2172.0072 19.1974 17924 2 1086.5072 0.4241
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 3043.4900 2923.3693 21.8941 12641 3 975.1280 2.85
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1734.8156 DAPMFVVGVNEHEYK 6193.0480 1734.8184 17.1384 8274 3 578.9443 0.6284
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 669.7053 2680.2388 23.3706 1330 3 894.0844 ‐0.8157
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 Oxidation+M(8) 2864.4532 FGIVEGLMTTVHSITATQKTVDGPSMK 376.5618 2864.4591 19.8354 7855 4 716.8702 1.85
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1349.7576 FGEKPVTVFGIR 5489.6620 1349.7597 20.2753 5471 2 675.3835 0.8514
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1205.6525 FNIIPSSTGAAK 204.7404 1205.6503 16.2350 4577 2 603.3288 ‐2.8962
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 714.3967 IVHMSK 8533.4690 714.3971 16.3530 3022 1 714.3971 0.5485
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1202.6892 GEKPVTVFGIR 5061.6590 1202.6917 20.2911 2982 2 601.8495 1.0432
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1276.5229 YDNEWGYSSR 836.2603 1276.5200 18.6860 933 1 1276.5200 ‐0.1043
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 502.2442 HMSK 2670.9000 502.2441 18.0340 913 1 502.2441 ‐1.0312
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15654.0300 37027.3918 75 67.46 None 1743.7762 LVSWYDNEWGYSSR 975.2316 1743.7785 18.3010 3178 3 581.9310 0.4004
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 1890.9596 FSPNTLQPTIVSASWDK 1728.3870 1890.9595 18.7448 18658 2 945.9834 0.4674
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 1188.6371 LWDLAAGVSTR 3038.2170 1188.6370 18.1030 12320 2 594.8221 ‐1.0139
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 2842.3830 1448.7007 16.4234 10831 3 483.5718 0.0070
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 1335.6903 DVLSVAFSLDNR 3034.0800 1335.6927 20.1668 5310 3 445.9024 0.6280
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGSLCASGGK 1106.7150 2579.2518 25.0511 4791 3 860.4221 4.98
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 1414.7577 DGVVLLWDLAEGK 5909.3740 1414.7599 39.4321 4167 2 707.8836 1.1601
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 759.4763 SIILWK 5508.8330 759.4788 17.7319 3155 1 759.4788 3.74
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 1914.9767 VDLKAEAEKADNSGPAATK 1522.4390 1914.9753 16.1976 4443 3 638.9966 ‐1.3393
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 835.0969 36146.7965 22 35.78 None 656.3614 VDLKAE 98.7054 656.3589 16.3340 3029 1 656.3589 ‐3.9230
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 None 1344.7383 LWDLAAGVSTRR 166.4834 1344.7340 29.9111 6641 2 672.8707 ‐3.5563
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGSLCASGGK 1145.3390 2579.2518 25.0511 4791 3 860.4221 4.99
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 None 1414.7577 DGVVLLWDLAEGK 9705.5730 1414.7599 39.4321 4167 2 707.8836 1.25
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 None 1335.6903 DVLSVAFSLDNR 480.7234 1335.6815 28.0314 2753 2 668.3444 ‐6.9836
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 None 1305.7017 MAEGLVLKGTMR 538.9889 1305.7050 30.9198 7591 2 653.3561 1.98
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 504.1685 36146.7965 22 35.78 None 1464.7805 LTKDDKAYGVAQR 326.2769 1464.7786 20.6125 3357 3 488.9310 ‐2.3766
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 None 1890.9596 FSPNTLQPTIVSASWDK 1319.5590 1890.9595 18.7448 18658 2 945.9834 0.5787
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 None 1188.6371 LWDLAAGVSTR 2646.7030 1188.6370 18.1030 12320 2 594.8221 ‐1.2639
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 2476.7760 1448.7007 16.4234 10831 3 483.5718 ‐0.2166
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 None 759.4763 SIILWK 10873.8900 759.4788 17.7319 3155 1 759.4788 3.86
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 Carbamidomethyl+C(14) 2191.0965 LYSLEANSVIHALCFSPNR 299.0106 2191.1053 24.0695 17320 2 1096.0563 5.71
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 None 1445.7635 TLQPTIVSASWDK 206.2962 1445.7626 18.2480 2034 2 723.3849 ‐1.1049
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 465.4193 36146.7965 22 35.78 None 889.4738 DLAAGVSTR 953.8875 889.4751 18.0773 1584 1 889.4751 2.1810
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1129.1560 17175.5727 5 24.84 None 1099.6358 VSAVDLSLAPK 6777.2960 1099.6352 25.6289 19322 2 550.3212 ‐1.5430
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1129.1560 17175.5727 5 24.84 None 1944.9061 SWSVPESFPHVHNYMK 2566.7440 1944.9092 17.3876 7107 4 486.9828 0.3752
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1129.1560 17175.5727 5 24.84 None 1185.5647 SHDGPFIAGER 4603.5010 1185.5719 18.2373 1203 3 395.8622 4.56
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1129.1560 17175.5727 5 24.84 Carbamidomethyl+C(7) 2676.2619 MLVVQICSSPSHEMFWDISPQGK 282.7899 2676.2833 34.8589 2038 3 892.7660 8.1512
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 1129.1560 17175.5727 5 24.84 None 1485.6943 PESFPHVHNYMK 110.9717 1485.7030 15.9570 1303 3 495.9058 4.30
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 10440.4000 1797.8329 23.2107 20340 3 599.9491 ‐1.2007
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1099.6358 VSAVDLSLAPK 6777.2960 1099.6352 25.6289 19322 2 550.3212 ‐1.5430
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1944.9061 SWSVPESFPHVHNYMK 2566.7440 1944.9092 17.3876 7107 4 486.9828 0.3752
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1185.5647 SHDGPFIAGER 4603.5010 1185.5719 18.2373 1203 3 395.8622 4.56
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1702.8898 WVTDSDVIVGILEEK 518.2130 1702.9005 35.5140 888 2 851.9539 6.31
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 5548.5200 2984.5565 39.3484 5869 4 746.8946 1.44
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 2174.1227 IDDKWVTDSDVIVGILEEK 1361.7610 2174.1229 38.4475 3420 3 725.3791 ‐0.2869
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1817.9432 TEEKYVISGWAPKVNP 1001.4510 1817.9447 30.1423 857 3 606.6531 0.1040
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 1418.9400 1556.6947 23.1849 1592 2 778.8510 2.97
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 Carbamidomethyl+C(3) 966.4098 GDCPFSQR 214.2693 966.4106 21.0893 1386 1 966.4106 1.51
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1485.6943 PESFPHVHNYMK 110.9717 1485.7030 15.9570 1303 3 495.9058 4.30
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 Carbamidomethyl+C(4) 1079.4939 LGDCPFSQR 237.8021 1079.4943 21.0836 1179 1 1079.4943 1.13
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1956.4100 23755.1097 13 45.54 None 1597.8836 VGILEEKYPDPPLK 317.7878 1597.8780 37.7400 883 2 799.4426 ‐3.5734
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 33644.1600 1347.6084 28.9284 26183 2 674.3078 0.4454
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 Carbamidomethyl+C(3)
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 1473.7431 AQITTETDTPTPAK 1011.1920 1473.7383 24.7748 17950 2 737.3728 ‐3.4195



NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 1988.7470 2757.2748 31.7781 14018 4 690.0742 0.3982
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 1265.6161 KAEQWNVEVY 2978.9860 1265.6179 26.3257 15518 2 633.3126 0.8951
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 196.7621 1792.8099 32.3084 4637 2 896.9086 2.33
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 839.4046 KAEQWNV 276.9743 839.4031 24.8943 2973 1 839.4031 ‐1.1100
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 1067.5156 KAEQWNVEV 131.7992 1067.5194 28.7286 2026 2 534.2634 2.69
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 967.4632 KAEQWNVE 200.9341 967.4660 26.5321 1505 2 484.2366 1.92
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 985.4738 KAEQWNVE 198.1819 985.4682 26.3178 1137 1 985.4682 ‐4.4123
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1662.6660 41510.3832 11 21.68 None 1455.7326 AQITTETDTPTPAK 273.3322 1455.7362 24.0426 6007 2 728.3717 2.73
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 21968.3100 17041.3670 10 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 135589.6000 2586.2117 29.0551 174984 3 862.7421 0.4490
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 21968.3100 17041.3670 10 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYS 10111.1400 4406.9794 36.9300 24890 3 1469.6646 ‐0.3072
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 21968.3100 17041.3670 10 38.92 None 1328.6018 NNAGYPHNVVFD 251.9732 1328.5966 30.1510 1657 2 664.8019 ‐4.5315
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 21968.3100 17041.3670 10 38.92 None 1814.7980 NNAGYPHNVVFDEDEI 445.7955 1814.8023 29.7150 1559 2 907.9048 2.08
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 113498.8000 2586.2117 29.0551 174984 3 862.7421 0.6502
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYS 10428.5500 4406.9794 36.9300 24890 3 1469.6646 0.1848
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 None 772.4199 PSGVDVAK 16983.8200 772.4198 29.0451 3382 1 772.4198 0.2525
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 None 1328.6018 NNAGYPHNVVFD 253.9676 1328.5966 30.1510 1657 2 664.8019 ‐4.3826
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 None 2358.1248 AGYPHNVVFDEDEIPSGVDVAK 2024.8310 2358.1152 29.0530 1130 2 1179.5612 ‐2.4776
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 18871.5000 17041.3670 10 38.92 None 1066.5065 NNAGYPHNVV 1690.9560 1066.5060 29.0644 1101 1 1066.5060 1.1096
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 2276.0565 EEEVKPQETTTLESEFDHK 2220.6660 2276.0582 23.8242 6485 3 759.3576 0.5195
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 1779.8759 AQISEPELAAEHEEVK 3937.2050 1779.8773 21.8185 6166 3 593.9640 0.0156
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPEE 7566.2210 3399.6460 27.4334 5557 4 850.6670 0.5508
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 2151.0564 AQISEPELAAEHEEVKENK 2291.3390 2151.0603 20.4369 3519 3 717.6916 1.36
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 3564.7592 AEDSPAVTSTPLVVTEHPVEPTTELPVE 1367.8740 3564.7645 29.0239 14298 4 891.9466 1.30
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 2843.4408 ITLLEELQEKTEEDEENKPSVIEK 3211.8810 2843.4399 32.1732 13560 4 711.6154 ‐0.8444
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1616.6640 29896.8514 7 47.55 None 2895.4622 TSTPLVVTEHPVEPTTELPVEHPEEK 431.9064 2895.4479 27.7432 892 3 965.8208 ‐4.5659
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1631.7622 LSGSEFDSFMAIAEK 2983.1920 1631.7609 34.4756 10547 2 816.3841 ‐0.6282
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1659.8800 VVVSDSLDDIVLNSGK 5523.6640 1659.8755 30.9050 9280 2 830.4414 ‐2.4672
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1122.6041 EAEGIVTYLK 1695.0180 1122.6060 26.5898 6337 2 561.8066 0.7900
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1757.8745 EFATQYEVQGFPTIK 2238.9050 1757.8709 30.8740 5276 2 879.4391 ‐1.6349
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1796.8701 LDATANDFPKDTFDVK 236.0899 1796.8668 27.8452 5072 2 898.9370 ‐1.3726
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1328.6733 TKEDFISFVDK 1523.2520 1328.6716 27.3275 3067 2 664.8394 ‐1.6872
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1546.7748 TNVEVDQIESWVK 1067.1700 1546.7359 35.9951 43631 2 773.8716 ‐25.1600
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1091.5368 LDATANDFPK 1033.1290 1091.5631 23.5113 7505 2 546.2852 23.2190
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 2812.3523 SEETETKEFVLTLDHTNFTDTINK 738.1038 2812.3145 35.5744 2948 3 938.1097 ‐12.9412
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1422.7223 SQPIPAENNEPVK 283.9312 1422.7210 31.3933 2492 2 711.8641 ‐1.1797
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 987.5106 QSGPASAEIK 228.1850 987.4901 24.0412 1964 2 494.2487 ‐21.8700
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 2897.4390 FFESTNTKAMLFINFTGEGAESLKSK 207.3908 2897.4485 34.6130 5125 3 966.4877 3.66
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 2191.0361 QSGPASAEIKSADDASEVVSDK 97.9066 2191.0179 27.7636 2770 3 731.0108 ‐8.4928
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 968.4724 TKEDFISF 210.3155 968.4747 28.5418 4874 1 968.4747 3.06
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 904.5138 EGIVTYLK 152.3818 904.5120 26.2369 1891 2 452.7596 ‐3.3271
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 863.4258 ATANDFPK 213.3516 863.4268 21.7084 998 1 863.4268 2.0568
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1104.5936 EAEGIVTYLK 176.9003 1104.5940 27.5599 2621 1 1104.5940 2.1548
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 516.6678 55886.7726 18 23.95 None 1528.7642 TNVEVDQIESWVK 164.1199 1528.7600 36.0012 796 2 764.8836 ‐2.8052
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 801.1393 21422.9568 5 17.80 None 1529.7693 EVAPEVTTQAEEVK 5880.8630 1529.7710 20.7763 5771 2 765.3891 0.8710
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 801.1393 21422.9568 5 17.80 None 2217.0769 TEQAKEESPVEEAVSVVEEK 2129.3860 2217.0837 31.0424 2764 3 739.6994 2.89
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 801.1393 21422.9568 5 17.80 None 1659.7960 EESPVEEAVSVVEEK 1536.4050 1659.8012 33.0825 4219 2 830.4042 3.63
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 801.1393 21422.9568 5 17.80 None 2101.0196 ADAVNAQTPSLSEQYHLEK 265.8797 2101.0289 23.3605 3645 2 1051.0181 5.98
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 801.1393 21422.9568 5 17.80 None 1004.5259 VTTQAEEVK 159.6750 1004.5267 19.0132 4559 1 1004.5267 1.76
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1078.5891 TFGSIITSPR 8402.8130 1078.5902 16.2062 11691 2 539.7987 ‐0.0731
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 2255.1653 VVPVETTPAAPVTTETKEEEK 7893.2130 2255.1689 21.1326 6239 3 752.3945 1.63
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1283.6478 AVAAPAPEATEEK 8601.8200 1283.6493 16.3280 4263 2 642.3283 0.5096
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1432.7166 AAPVTTETKEEEK 2434.9710 1432.7148 24.7623 3616 2 716.8610 ‐1.6248
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 839.4332 EAFTMLK 1697.2140 839.4318 22.8079 3384 1 839.4318 ‐1.0529
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1923.9546 EEEVATGKEILQSESFK 484.1042 1923.9039 30.6623 2297 2 962.4556 ‐25.7577
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1855.8973 QGHVVIYSSYGEFQNK 201.1073 1855.8686 36.5259 905 2 928.4379 ‐15.0615
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 Carbamidomethyl+C(1) 1408.6890 CVRSLDFSPEAK 1535.4060 1408.6782 30.1084 15665 2 704.8428 ‐8.0531
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1949.0702 ASEAGKVVITIDNQTFKK 2026.2080 1949.0663 17.9191 9667 4 488.0220 ‐3.2112
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1316.6692 EEEKAAPGETKK 1948.8230 1316.6726 16.7935 6038 2 658.8400 1.06
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1456.7868 DFKVKEAFTMLK 794.7208 1456.7827 22.2183 2534 2 728.8950 ‐3.1674
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1779.8494 TEEKSLEAETKEEEK 797.6359 1779.8444 32.6506 2190 2 890.4259 ‐2.5288
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 4129.0499 DSPFTVEDGVTEAVVKSTSKYTIDLPAT 270.5233 4129.0058 40.1061 1577 3 1377.0068 ‐9.0810
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 Oxidation+M(7) 1866.9894 VKEAFTMLKNTVQWR 313.7478 1866.9830 28.6687 3239 3 622.9992 ‐4.0947
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 562.3195 GETKK 132.2932 562.3217 15.8330 7429 1 562.3217 3.00
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 573.3355 ITSPR 159.9154 573.3358 15.4176 4073 1 573.3358 0.1877
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 971.4680 PAPEATEEK 1947.6200 971.4715 15.7483 2975 2 486.2394 2.77
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 818.4407 DFKVKEA 189.7628 818.4439 20.0903 1330 2 409.7256 2.30
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 693.3276 EAFTML 112.5680 693.3257 22.2938 1143 1 693.3257 ‐2.8391
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 Carbamidomethyl+C(1) 965.4510 CVRSLDFS 330.1582 965.4472 28.9963 1068 1 965.4472 ‐2.8560
NP_173669.1 patellin 2 Arabidopsis thaliana 633.7423 76065.1349 21 14.93 None 1265.6372 AVAAPAPEATEEK 264.8033 1265.6337 17.7062 843 2 633.3205 ‐3.4832
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 1252.6030 17602.4973 4 21.5 None 2085.0645 AGELSAAEIDNLMTIVANPR 4533.4630 2085.0586 22.0195 25416 2 1043.0329 ‐1.9300
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 1252.6030 17602.4973 4 21.5 None 1354.6671 YSQVVSNALDMK 8310.5380 1354.6690 25.2249 19772 2 677.8382 0.8769
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 1252.6030 17602.4973 4 21.5 None 1076.5517 KADVDMNKR 363.8489 1076.5591 18.6253 3337 2 538.7832 5.14
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 1252.6030 17602.4973 4 21.5 None 770.4519 TIVANPR 182.3592 770.4517 20.7338 1796 1 770.4517 0.0482
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 1148.5906 LSGTGSEGATIR 19156.7100 1148.5912 15.9502 5687 2 574.7993 ‐0.3848
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 1612.8792 ESQEALSPLVDLALK 2662.1440 1612.8785 35.2664 4852 2 806.9429 ‐0.4799
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 3187.9690 2516.1705 27.4097 3568 3 839.3950 1.1732
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 1031.5480 GATLVVSGDGR 2422.2940 1031.5494 18.0542 2528 2 516.2783 0.2090
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 1097.5626 SIFDFEAIR 2117.5480 1097.5324 25.5325 3569 1 1097.5324 ‐25.9877
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 2301.1510 ATGAFILTASHNPGGPTEDFGIK 414.5925 2301.0950 20.9509 2190 2 1151.0511 ‐23.0295



NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 694.0501 63398.7992 7 12.18 None 945.5047 MAAANGVRR 340.9411 945.4880 22.9733 1523 2 473.2476 ‐19.0007
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 406.5091 41157.3827 13 9.7 None 1384.7947 VVALTGAVTPPGFR 6055.0450 1384.7952 17.9001 14311 2 692.9013 ‐0.1034
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 406.5091 41157.3827 13 9.7 None 786.4760 VVVYPIP 6537.5330 786.4771 29.6000 8504 1 786.4771 1.34
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 406.5091 41157.3827 13 9.7 None 1571.7588 QFGSLAEYTAVEEK 1326.9700 1571.7597 27.2874 5285 2 786.3835 0.4864
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 406.5091 41157.3827 13 9.7 None 2237.1296 VGSAVKDLKEGDEVYANVSEK 371.5038 2237.0814 36.6784 1541 2 1119.0443 ‐20.3783
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 188.4209 41157.3827 13 9.7 None 1723.8286 VADAFSYLETNHATGK 1500.9720 1723.8320 26.4476 12337 3 575.2822 1.62
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 188.4209 41157.3827 13 9.7 None 786.4760 VVVYPIP 5401.1020 786.4771 29.6000 8504 1 786.4771 1.43
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 188.4209 41157.3827 13 9.7 None 1571.7740 AWVYSDYGGVDVLK 287.6533 1571.7821 29.8598 8026 2 786.3947 5.1734
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 188.4209 41157.3827 13 9.7 None 2384.2456 NIDFAQAAGLPLAIETADEGLVR 299.1327 2384.2026 36.5006 829 3 795.4057 ‐18.0327
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 188.4209 41157.3827 13 9.7 Carbamidomethyl+C(4) 1628.8829 FGSCVQTVSKKFLK 290.4054 1628.8735 25.3341 2475 3 543.6293 ‐6.6568
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 373.1633 41157.3827 13 9.7 None 1384.7947 VVALTGAVTPPGFR 8062.5680 1384.7952 17.9001 14311 2 692.9013 ‐0.2525
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 373.1633 41157.3827 13 9.7 None 2320.1555 SLGADLAIDYTKENIEDLPDK 1378.3520 2320.1604 19.8712 12212 3 774.0583 1.98
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 373.1633 41157.3827 13 9.7 None 1695.8072 DLKEGDEVYANVSEK 147.9801 1695.8238 20.6358 2505 2 848.4156 9.99
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 373.1633 41157.3827 13 9.7 None 1366.7841 VVALTGAVTPPGFR 605.8837 1366.7861 18.0382 5517 2 683.8967 0.7730
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 1106.5589 TYPQSAGNIR 11586.4500 1106.5586 16.4630 24597 2 553.7829 ‐1.3351
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 Carbamidomethyl+C(23) 2828.3515 LGFDEGKDIVVSVMSSMGEEQICAVK 1732.8760 2828.3541 22.3675 21865 3 943.4562 1.15
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 1317.6467 LPTDDGLTAQMR 682.5580 1317.6441 21.0181 10368 2 659.3257 ‐2.6232
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 1234.6539 TYPQSAGNIRK 1060.5480 1234.6515 14.4844 1099 3 412.2220 ‐3.2354
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 Carbamidomethyl+C(16) 2081.9916 DIVVSVMSSMGEEQICAVK 1245.1160 2081.9902 31.3192 1194 2 1041.4987 0.2000
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 Carbamidomethyl+C(12) 2216.0877 KLEDIVPSSHNCDVPHVNR 3773.9860 2216.0895 22.1695 14879 4 554.7778 ‐0.2125
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 2064.0066 LPTDDGLTAQMRLGFDEGK 555.8145 2063.9938 16.1591 1718 2 1032.5005 ‐5.3816
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 1950.9226 PTDDGLTAQMRLGFDEGK 295.1500 1950.9163 14.0996 124692 3 650.9770 ‐3.7796
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 None 842.4479 PQSAGNIR 560.8002 842.4490 16.4685 1949 1 842.4490 1.29
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1285.7430 17368.3981 10 42.77 Carbamidomethyl+C(12) 2198.0771 KLEDIVPSSHNCDVPHVNR 543.7940 2198.0743 20.0044 2847 2 1099.5408 ‐0.1838
NP_174060.1 60S ribosomal protein L17 1 Arabidopsis thaliana 2549.8790 20067.9066 2 11.36 None 1133.6565 SAQFVLDLLK 33075.8900 1133.6573 21.0037 17749 2 567.3323 ‐0.2464
NP_174060.1 60S ribosomal protein L17 1 Arabidopsis thaliana 2549.8790 20067.9066 2 11.36 None 1194.5637 YSQEPDNITK 11801.9700 1194.5647 15.6718 3388 2 597.7860 ‐0.0514
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 1991.9630 SSVLIDIKPWDDETDMK 4995.4990 1991.9646 31.8352 17356 3 664.6597 0.2585
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 945.5768 LVPVGYGIK 6116.2140 945.5766 15.6670 12702 2 473.2919 ‐1.5647
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPA 15575.4000 3096.5560 29.1816 10208 3 1032.8568 ‐0.1735
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 1453.7144 SIQMEGLFWGASK 614.2838 1453.7185 33.8130 1844 2 727.3629 2.23
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 1576.8152 MAAFPNLNSDAGLKK 784.2796 1576.8206 20.0545 787 3 526.2784 2.37
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 1124.6422 KLDEHLLTR 2371.1370 1124.6458 19.5396 2868 2 562.8265 2.44
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 2521.2490 ESGKSSVLIDIKPWDDETDMKK 663.8805 2521.2525 30.5404 823 3 841.0890 1.62
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 733.4243 PVGYGIK 587.3345 733.4249 15.6648 3291 1 733.4249 0.9025
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 996.5473 LDEHLLTR 201.6827 996.5490 20.4197 1541 2 498.7781 0.4613
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2923.9300 25246.3106 16 43.29 None 1106.6317 KLDEHLLTR 192.3661 1106.6307 18.1030 1788 2 553.8190 ‐1.8586
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 1991.9630 SSVLIDIKPWDDETDMK 3151.7280 1991.9646 31.8352 17356 3 664.6597 0.3648
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPA 12067.5300 3096.5560 29.1816 10208 3 1032.8568 0.1093
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 1448.7202 MAAFPNLNSDAGLK 292.7303 1448.7246 34.0470 8455 2 724.8660 2.21
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 1124.6422 KLDEHLLTR 7455.9410 1124.6458 19.5396 2868 2 562.8265 2.50
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 2521.2490 ESGKSSVLIDIKPWDDETDMKK 676.1338 2521.2525 30.5404 823 3 841.0890 1.70
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1973.6190 25246.3106 16 43.29 None 996.5473 LDEHLLTR 261.3867 996.5490 20.4197 1541 2 498.7781 0.5968
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1343.6664 FYGEVTQQMLK 44123.6400 1343.6691 16.6536 76110 2 672.3382 1.28
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1668.8778 ILVIEGLHPMFDER 21400.9000 1668.8792 19.7414 60452 3 556.9646 0.0080
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1475.8217 IRDLYEQLIANK 29609.4300 1475.8219 17.6562 49045 2 738.4146 ‐0.1240
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1472.6726 ANDFDLMYEQVK 87333.7300 1472.6727 29.2148 48126 2 736.8400 ‐0.2163
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 13568.4500 2979.3591 33.8722 33472 3 993.7912 ‐1.0696
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 5717.1920 2494.1713 23.5172 29004 2 1247.5893 0.2637
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 10681.1000 2401.2047 37.1034 18416 2 1201.1060 ‐2.0846
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1961.0226 LDELIYVESHLSNLSTK 3244.0990 1961.0203 33.7610 10185 3 654.3449 ‐1.7510
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 1808.4470 2939.2377 36.6954 5198 3 980.4174 ‐2.5698
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1272.7310 LTSVFGGAAKPPK 3284.2700 1272.7299 14.5556 2892 2 636.8686 ‐1.6216
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2048.0447 ASIEARKPDFDAFIDPQK 1056.7160 2048.0506 37.6599 1154 3 683.3550 2.61
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1206.6365 DLYEQLIANK 1877.8840 1206.6296 29.5390 10886 2 603.8184 ‐6.5539
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2517.2467 AVSTIYSTQALNSTHFLTSSSSSK 330.3124 2517.2020 19.7681 3359 2 1259.1046 ‐16.0508
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 Carbamidomethyl+C(4) 1166.6238 KLTCSYPGIK 4362.4460 1166.6241 18.8428 13231 2 583.8157 ‐0.7156
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 4881.2512 FNYEPDSYFDHEVSVLEMDGQFDRLD 536.3680 4881.2545 23.7737 6727 5 977.0567 0.6733
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1605.8595 DLYEQLIANKATAR 772.6741 1605.8631 19.6602 4228 2 803.4352 2.1844
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2225.0907 VTALDPRANDFDLMYEQVK 1403.1880 2225.0878 33.2212 3227 2 1113.0475 ‐0.1665
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1031.5520 IRDLYEQL 319.7530 1031.5556 18.8283 3259 2 516.2814 2.32
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1025.4972 DLMYEQVK 902.3856 1025.4988 29.2501 2517 2 513.2530 0.3581
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 Carbamidomethyl+C(5) 857.4087 SWIPCGR 179.3286 857.4040 21.3685 2336 1 857.4040 ‐4.9010
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1172.5656 FDLMYEQVK 267.8706 1172.5703 27.8801 1782 2 586.7888 3.0639
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 918.4680 IRDLYEQ 129.4995 918.4627 17.3183 926 1 918.4627 ‐4.8329
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1299.6427 PTTLIPDDNEGK 780.3647 1299.6432 37.1263 827 1 1299.6432 2.65
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2499.2362 AVSTIYSTQALNSTHFLTSSSSSK 257.7495 2499.2416 20.9510 806 3 833.7521 2.1622
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 2208.0641 VTALDPRANDFDLMYEQVK 541.7048 2208.0622 33.2187 5963 3 736.6922 ‐1.2167
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7839.6440 44748.8005 40 59.75 None 1326.6399 FYGEVTQQMLK 230.1901 1326.6464 15.8990 1705 2 663.8269 4.18
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1472.6726 ANDFDLMYEQVK 93449.1500 1472.6727 29.2137 45957 2 736.8400 ‐0.1167
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1420.7107 KPDFDAFIDPQK 1914.3710 1420.7144 27.4401 36786 2 710.8609 2.22
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 14859.4600 2979.3591 33.8722 33472 3 993.7912 ‐0.8056
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 15608.0800 2401.2047 37.1034 18416 2 1201.1060 ‐1.8921
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1961.0226 LDELIYVESHLSNLSTK 4532.2880 1961.0203 33.7610 10185 3 654.3449 ‐1.6496
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 1160.3270 2939.2377 36.6954 5198 3 980.4174 ‐2.3122
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 2048.0447 ASIEARKPDFDAFIDPQK 1048.9050 2048.0506 37.6599 1154 3 683.3550 2.14
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1206.6365 DLYEQLIANK 1335.4370 1206.6296 29.5390 10886 2 603.8184 ‐6.4100
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1668.8778 ILVIEGLHPMFDER 879.9940 1668.8868 31.0333 4324 2 834.9470 5.08
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 2225.0907 VTALDPRANDFDLMYEQVK 1264.2510 2225.0878 33.2212 3227 2 1113.0475 0.0188
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1156.6321 EQKVTALDPR 365.2631 1156.6366 20.0129 1991 2 578.8220 3.1772



NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1025.4972 DLMYEQVK 796.2676 1025.4988 29.2501 2517 2 513.2530 0.4947
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 None 1172.5656 FDLMYEQVK 174.1198 1172.5703 27.8801 1782 2 586.7888 3.66
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5160.4980 44748.8005 40 59.75 Carbamidomethyl+C(8) 2010.9073 SDTTTVICLDDYHSLDR 223.8883 2010.9153 35.2874 1740 2 1005.9613 4.27
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4777.5890 18011.2367 9 39.76 None 2237.0795 LTESPGLINSSPYEDGWMIK 29349.5700 2237.0746 33.5283 95096 2 1119.0409 ‐0.9865
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4777.5890 18011.2367 9 39.76 None 1653.8880 VKPSSPAELEALMGPK 11430.9200 1653.8898 28.1761 49328 3 551.9681 0.2084
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4777.5890 18011.2367 9 39.76 None 1227.6844 SHLLPAFSISR 160.5017 1227.6572 27.4631 1618 2 614.3322 ‐22.9963
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4777.5890 18011.2367 9 39.76 Carbamidomethyl+C(1) 1139.5766 CFSSVLEGLK 319.8737 1139.5856 21.3948 1396 2 570.2965 6.89
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4156.4010 18011.2367 9 39.76 None 2237.0795 LTESPGLINSSPYEDGWMIK 22842.0300 2237.0746 33.5283 95096 2 1119.0409 ‐0.8007
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4156.4010 18011.2367 9 39.76 None 1653.8880 VKPSSPAELEALMGPK 13055.0900 1653.8898 28.1761 49328 3 551.9681 0.2607
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4156.4010 18011.2367 9 39.76 None 1227.6844 SHLLPAFSISR 222.6737 1227.6572 27.4631 1618 2 614.3322 ‐22.8515
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4156.4010 18011.2367 9 39.76 None 1048.5422 WASSTANALK 284.1619 1048.5138 32.9594 1189 1 1048.5138 ‐25.5679
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 4156.4010 18011.2367 9 39.76 None 1133.5374 YANSHEWVK 503.6546 1133.5650 28.3454 1137 2 567.2861 23.4984
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 1038.6558 TPPASVLLLK 1173.1970 1038.6564 17.6608 12238 2 519.8319 ‐0.5129
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 1262.7103 ATPAPPVGPALGSK 2443.8110 1262.7116 21.5706 9394 2 631.8594 0.2903
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 1113.6626 VGVITIDQLR 2787.1660 1113.6640 28.1593 7061 2 557.3357 0.2523
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 1679.8891 AGYIIPVEITVFDDK 1017.5760 1679.8899 21.4323 6709 2 840.4486 0.6073
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 Carbamidomethyl+C(8) 1039.5064 GVNIMAFCK 621.5483 1039.5074 25.4382 9948 1 1039.5074 2.78
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 855.4975 SFTFILK 449.5533 855.5061 22.7716 3310 1 855.5061 10.46
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 840.5553 PASVLLLK 275.6150 840.5556 17.6598 1200 1 840.5556 0.9487
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 440.6371 23319.3451 8 22.7 None 1661.8785 AGYIIPVEITVFDDK 302.5066 1661.8816 22.5765 1055 2 831.4445 1.84
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1685.7977 VSDSVPAPSDDAEQLR 10980.6900 1685.8013 21.6589 42195 2 843.4043 2.47
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1397.7787 AILLWTLEPGER 39586.0900 1397.7798 20.7436 27479 2 699.3935 0.2832
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1369.6304 YEGDEVNMTLAK 20062.3200 1369.6313 22.7858 27296 2 685.3193 0.1487
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1146.5711 MLVALLGEDDA 11994.2000 1146.5668 34.2236 22957 1 1146.5668 ‐2.0318
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1034.5378 AQINATFNR 8198.8040 1034.5372 18.8911 22503 2 517.7723 ‐1.6784
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1160.5331 HYNDEDVIR 2906.2950 1160.5326 16.6719 14952 2 580.7700 ‐1.2894
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 993.5000 VIGEEYQR 16227.9400 993.5003 16.1163 14646 2 497.2538 ‐0.9357
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1466.7122 TLDKELSNDFER 17019.3900 1466.7117 23.4672 14577 3 489.5754 ‐1.3549
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1346.6223 YQDDHGEEILK 3499.9980 1346.6230 18.1896 13133 2 673.8151 ‐0.0418
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1201.6535 DALLANEATKR 4592.3660 1201.6500 17.9120 11513 2 601.3286 ‐3.7881
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1566.7435 QAYHETYGEDLLK 4032.7550 1566.7458 23.2377 11234 3 522.9201 0.5480
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1045.5524 DALLANEATK 3336.4810 1045.5539 18.8800 4854 2 523.2806 0.2569
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1150.6830 LLVSLVTSYR 531.5590 1150.6817 23.6064 2509 2 575.8445 ‐2.1292
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1149.6011 VIGEEYQRR 122.8989 1149.6172 37.5470 1060 2 575.3122 13.0830
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1835.9021 SLEEGDDDDKFLALLR 9902.3420 1835.9062 33.4600 32274 3 612.6403 1.38
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1533.7867 SAINKTGTDEGALTR 1019.9480 1533.7862 17.9404 4810 2 767.3968 ‐0.5047
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 825.4465 HGEEILK 230.0790 825.4465 18.3620 5213 1 825.4465 0.4933
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 781.3475 GEEYQR 12479.8600 781.3492 16.1293 3877 1 781.3492 2.96
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 946.4741 QINATFNR 198.6668 946.4764 17.3824 3297 2 473.7418 1.0733
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1205.6525 DDDKFLALLR 316.6139 1205.6534 32.7661 1553 2 603.3303 ‐0.0629
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 608.3151 ATFNR 92.2496 608.3174 16.6502 1524 1 608.3174 3.52
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 595.2835 EYQR 167.0254 595.2832 15.4994 915 1 595.2832 ‐0.8073
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1667.7871 VSDSVPAPSDDAEQLR 314.6735 1667.7957 23.3189 12091 3 556.6034 4.01
NP_174810.1 annexin 1 Arabidopsis thaliana 5169.2080 36317.7340 41 52.37 None 1017.5112 AQINATFNR 111.7305 1017.5138 21.2867 2072 1 1017.5138 3.85
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1146.5711 MLVALLGEDDA 12734.9100 1146.5668 34.2236 22957 1 1146.5668 ‐1.8453
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1034.5378 AQINATFNR 14856.1600 1034.5372 18.8911 22503 2 517.7723 ‐1.5414
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1566.7435 QAYHETYGEDLLK 3621.8580 1566.7458 23.2377 11234 3 522.9201 0.5864
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1685.7977 VSDSVPAPSDDAEQLR 1066.2060 1685.8005 26.7898 1864 3 562.6050 0.9094
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1466.7122 TLDKELSNDFER 756.5226 1466.7257 28.8422 5734 2 733.8665 9.0398
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1045.5524 DALLANEATK 197.8094 1045.5766 32.9132 5149 2 523.2919 22.1017
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1835.9021 SLEEGDDDDKFLALLR 10875.6100 1835.9062 33.4600 32274 3 612.6403 1.52
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 722.3580 NATFNR 147.0016 722.3595 17.9028 1872 1 722.3595 2.89
NP_174810.1 annexin 1 Arabidopsis thaliana 1100.9120 36317.7340 41 52.37 None 1017.5112 AQINATFNR 205.5966 1017.5138 21.2867 2072 1 1017.5138 3.23
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 257.5773 1781.8323 21.1039 114874 2 891.4198 1.1054
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 1397.7787 AILLWTLEPGER 38363.9200 1397.7798 20.7436 27479 2 699.3935 0.1408
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 2243.1455 TAFEGWGTNEDLIISILAHR 1382.3800 2243.1475 22.8105 20792 3 748.3873 0.5006
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 1146.5711 MLVALLGEDDA 1574.7050 1146.5695 20.3646 2789 1 1146.5695 0.2959
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 Carbamidomethyl+C(5) 2210.1638 STIQCLTRPELYFVDVLR 267.1963 2210.1782 25.6162 904 3 737.3976 6.0905
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 1835.9021 SLEEGDDDDKFLALLR 172.1071 1835.9205 17.3103 973 3 612.6450 9.1299
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 1039.5129 MLVALLGEDD 261.4145 1039.5121 19.8582 3263 1 1039.5121 0.5087
NP_174810.1 annexin 1 Arabidopsis thaliana 1621.4820 36317.7340 41 52.37 None 1729.8432 TAFEGWGTNEDLIISI 161.6259 1729.8342 25.5070 958 2 865.4208 ‐4.9511
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 2330.5240 12488.5052 3 25.00 Carbamidomethyl+C(3) 1717.8677 VSCLSIVDPGDSDIIK 14128.4300 1717.8690 30.3079 23056 2 859.4381 0.8965
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 2330.5240 12488.5052 3 25.00 Carbamidomethyl+C(8) 1382.7825 LILISSNCPPLR 2913.6560 1382.7777 17.8752 5331 2 691.8925 ‐3.9482
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 2330.5240 12488.5052 3 25.00 None 453.3435 LILI 260.8883 453.3431 16.3467 17370 1 453.3431 ‐1.8080
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1384.7795 AAALNIVPTSTGAAK 59458.2500 1384.7780 23.9826 265956 2 692.8926 ‐1.5597
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1148.6198 VLDEEFGIVK 27271.3400 1148.6202 27.4994 82395 2 574.8137 ‐0.5951
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1555.6805 GTMTTTHSYTGDQR 60407.4400 1555.6798 14.1216 76221 3 519.2315 ‐1.4430
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 19442.2400 1934.8569 32.5982 74981 2 967.9321 ‐0.4600
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1627.8537 DSPLEVVVLNDSGGVK 92991.3900 1627.8530 31.5822 63033 2 814.4301 ‐0.4513
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1289.6583 IVDNETISVDGK 47276.4300 1289.6591 20.4099 59534 2 645.3332 ‐0.0415
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1067.6823 AVSLVLPQLK 26134.6500 1067.6818 18.8092 57213 2 534.3445 ‐1.5742
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 19983.4800 1775.8986 21.1074 56548 2 888.4530 ‐0.3108
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1061.4972 YDSMLGTFK 10193.2100 1061.4992 26.2043 46363 2 531.2532 0.7443
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1822.0320 VPTPNVSVVDLVINVEK 11204.0500 1822.0313 21.4547 46071 2 911.5193 ‐0.0266
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1151.6783 VVDLAHLVASK 35094.3200 1151.6778 17.0344 40092 2 576.3426 ‐1.3259
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1772.8027 VVAWYDNEWGYSQR 30681.0600 1772.8048 18.3483 38213 2 886.9060 1.20
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1449.7332 GLTAEDVNEAFRK 4589.4590 1449.7335 23.8526 34995 3 483.9160 ‐0.9101
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 812.5240 VIITAPAK 27927.2500 812.5246 18.3151 28171 2 406.7659 ‐0.9310
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(29)



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1755.9487 KDSPLEVVVLNDSGGVK 4660.3570 1755.9508 28.4849 14715 3 585.9884 0.4067
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 4236.0930 2392.0352 37.3301 6765 2 1196.5212 0.0148
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1321.6383 GLTAEDVNEAFR 922.5641 1321.6370 25.9459 932 1 1321.6370 1.10
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 996.5585 ATHAALAVSR 290.0578 996.5490 21.6148 4510 2 498.7781 ‐10.7790
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1120.5997 LEVAEFSGLR 165.0020 1120.6103 31.1808 2596 2 560.8088 8.71
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 45142.2900 1440.5946 17.8524 42395 2 720.8010 ‐0.4792
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1577.8282 KGLTAEDVNEAFRK 1760.7420 1577.8286 22.1708 8551 3 526.6144 ‐0.7029
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 600.3715 ITAPAK 4689.0850 600.3722 18.3106 11709 1 600.3722 0.7912
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1397.6114 MTTTHSYTGDQR 25175.7200 1397.6118 14.1220 6063 2 699.3095 ‐0.1664
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 897.5768 SLVLPQLK 1929.3130 897.5775 18.8106 5454 1 897.5775 1.28
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 929.5302 DLVINVEK 552.6486 929.5305 22.9364 5369 2 465.2689 ‐1.0995
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 692.3978 EFGIVK 3885.9600 692.4009 27.5401 4957 1 692.4009 4.31
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1266.5709 TTTHSYTGDQR 17277.4300 1266.5723 14.1223 4659 2 633.7898 0.4181
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 898.4339 DSMLGTFK 10467.0400 898.4353 26.2015 4564 1 898.4353 2.82
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 814.5033 LVINVEK 542.4495 814.5038 21.8724 3109 2 407.7555 ‐0.9295
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 447.2562 TGAAK 224.6873 447.2586 23.0284 2853 1 447.2586 4.59
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 838.5145 LAHLVASK 424.0397 838.5154 16.9954 2677 1 838.5154 1.34
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1328.7420 LEVVVLNDSGGVK 299.3285 1328.7379 29.5196 2412 2 664.8726 ‐3.6857
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 636.3464 ATHAALA 271.7260 636.3438 22.2677 2163 1 636.3438 ‐4.2709
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 697.4607 VLPQLK 139.1607 697.4601 18.8107 1903 1 697.4601 ‐0.8487
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1077.5059 DNETISVDGK 8431.8360 1077.5040 20.4413 1697 1 1077.5040 ‐0.2916
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 598.3671 ALAVSR 62.0108 598.3694 20.9561 1643 1 598.3694 3.78
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 785.4040 IVDNETI 145.8182 785.4049 21.0100 1351 1 785.4049 1.10
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 987.5469 VVLNDSGGVK 181.0046 987.5491 33.4085 1291 1 987.5491 3.45
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 826.3690 SYTGDQR 994.4496 826.3707 14.0997 1165 1 826.3707 2.90
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1107.5429 EDVNEAFRK 1607.6340 1107.5397 22.7312 1123 2 554.2735 ‐3.8840
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1171.6681 LNIVPTSTGAAK 179.3716 1171.6604 23.9784 943 1 1171.6604 ‐4.7927
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 Carbamidomethyl+C(6) 1225.5042 PADEECKVYD 11173.6200 1225.5033 17.8640 920 1 1225.5033 1.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1165.5232 TTHSYTGDQR 405.1711 1165.5269 15.6594 880 2 583.2671 2.64
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1271.6478 IVDNETISVDGK 479.4332 1271.6500 21.1568 21345 2 636.3287 1.0818
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1537.6700 GTMTTTHSYTGDQR 454.8015 1537.6700 14.1245 1826 3 513.2282 ‐1.0101
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 16355.6400 48115.8491 91 62.19 None 1043.4866 YDSMLGTFK 167.2823 1043.4825 25.0039 1333 1 1043.4825 ‐2.6497
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1384.7795 AAALNIVPTSTGAAK 134427.8000 1384.7780 23.9826 265956 2 692.8926 ‐1.4085
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1148.6198 VLDEEFGIVK 19900.1000 1148.6202 27.4994 82395 2 574.8137 ‐0.4534
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 25914.9000 1934.8569 32.5982 74981 2 967.9321 ‐0.2865
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1627.8537 DSPLEVVVLNDSGGVK 111693.5000 1627.8530 31.5822 63033 2 814.4301 ‐0.2902
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1061.4972 YDSMLGTFK 11324.9700 1061.4992 26.2043 46363 2 531.2532 0.8824
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1449.7332 GLTAEDVNEAFRK 4035.8000 1449.7335 23.8526 34995 3 483.9160 ‐0.8904
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 812.5240 VIITAPAK 53207.4500 812.5246 18.3151 28171 2 406.7659 ‐0.8030
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1755.9487 KDSPLEVVVLNDSGGVK 6415.4170 1755.9508 28.4849 14715 3 585.9884 0.4753
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1289.6583 IVDNETISVDGK 5086.2360 1289.6590 20.2993 13491 2 645.3331 0.0049
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 3335.0910 2392.0352 37.3301 6765 2 1196.5212 0.2068
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1772.8027 VVAWYDNEWGYSQR 684.6365 1772.8093 30.1571 2044 2 886.9083 4.1665
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1321.6383 GLTAEDVNEAFR 1028.5580 1321.6370 25.9459 932 1 1321.6370 1.48
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 996.5585 ATHAALAVSR 234.7454 996.5490 21.6148 4510 2 498.7781 ‐10.6435
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1120.5997 LEVAEFSGLR 159.4519 1120.6103 31.1808 2596 2 560.8088 8.76
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 600.3715 ITAPAK 8709.8420 600.3722 18.3106 11709 1 600.3722 0.9237
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 944.5411 IVPTSTGAAK 535.3381 944.5406 22.5168 7894 2 472.7740 ‐1.7351
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 692.3978 EFGIVK 2679.6180 692.4009 27.5401 4957 1 692.4009 4.47
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 898.4339 DSMLGTFK 9665.0870 898.4353 26.2015 4564 1 898.4353 2.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 713.4556 IITAPAK 2940.3280 713.4556 18.3078 3623 1 713.4556 0.2146
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1574.6659 AWYDNEWGYSQR 238.7302 1574.6740 28.6373 2395 2 787.8406 5.69
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 676.3260 NDSGGVK 2225.8960 676.3282 31.5452 2241 1 676.3282 3.46
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 636.3464 ATHAALA 118.5483 636.3438 22.2677 2163 1 636.3438 ‐4.1348
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 487.2875 TAPAK 994.8032 487.2885 18.3241 1993 1 487.2885 1.31
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 598.3671 ALAVSR 73.7188 598.3694 20.9561 1643 1 598.3694 3.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1049.5514 LDEEFGIVK 198.5085 1049.5518 25.8447 1559 2 525.2795 ‐0.6118
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1215.6579 EVVVLNDSGGVK 200.4982 1215.6507 33.3935 1345 1 1215.6507 ‐3.8235
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 987.5469 VVLNDSGGVK 171.8162 987.5491 33.4085 1291 1 987.5491 3.53
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1171.6681 LNIVPTSTGAAK 300.0107 1171.6604 23.9784 943 1 1171.6604 ‐4.6036
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 978.5479 ATHAALAVSR 127.7689 978.5477 20.6052 5512 2 489.7775 ‐1.4189
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 13148.1100 48115.8491 91 62.19 None 1043.4866 YDSMLGTFK 227.4848 1043.4825 25.0039 1333 1 1043.4825 ‐2.4733
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1067.6823 AVSLVLPQLK 31024.5700 1067.6818 18.8092 57213 2 534.3445 ‐1.8865
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 43086.4500 1775.8986 21.1074 56548 2 888.4530 ‐0.2587
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1822.0320 VPTPNVSVVDLVINVEK 9147.5370 1822.0313 21.4547 46071 2 911.5193 0.0492
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1151.6783 VVDLAHLVASK 39485.2900 1151.6778 17.0344 40092 2 576.3426 ‐1.5949
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1772.8027 VVAWYDNEWGYSQR 37867.4300 1772.8048 18.3483 38213 2 886.9060 1.25
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1384.7795 AAALNIVPTSTGAAK 15390.0500 1384.7812 15.7560 9650 2 692.8942 0.6018
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1052.6099 VDLAHLVASK 22852.2200 1052.6107 17.0379 8615 2 526.8090 ‐0.6685
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 831.4571 VPTSTGAAK 307.0009 831.4585 16.9085 7041 1 831.4585 2.54
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 897.5768 SLVLPQLK 1316.6610 897.5775 18.8106 5454 1 897.5775 1.07
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1625.9109 TPNVSVVDLVINVEK 316.2574 1625.9182 19.4046 4732 3 542.6442 3.78
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 838.5145 LAHLVASK 392.5281 838.5154 16.9954 2677 1 838.5154 1.84
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 1058.5840 NIVPTSTGAAK 261.7484 1058.5843 16.9188 2261 1 1058.5843 1.19
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6092.4420 48115.8491 91 62.19 None 697.4607 VLPQLK 203.3159 697.4601 18.8107 1903 1 697.4601 ‐0.8806
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 Carbamidomethyl+C(8) 1297.6358 GSSIWYGCVLR 1460.9580 1297.6354 18.2214 6487 2 649.3213 ‐0.9907
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 1136.5582 SFEQIEVER 10876.7800 1136.5583 22.6808 4996 2 568.7828 ‐0.9387
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 841.4090 VPSTQYF 1149.2180 841.4089 24.8278 4883 1 841.4089 0.4302



NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 2184.2274 ETPPELILPDNVLPGGKPVAK 3387.1990 2184.2257 31.9597 3700 3 728.7468 ‐1.1422
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 883.4632 IEEHLSR 899.8615 883.4484 20.6069 1911 1 883.4484 ‐16.0205
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 Carbamidomethyl+C(26) 3080.5874 DVFVAPSASVIGDVQIGKGSSIWYGCV 882.0734 3080.5938 23.9649 3196 3 1027.5361 2.12
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 Carbamidomethyl+C(22) 2602.3447 APSASVIGDVQIGKGSSIWYGCVLR 634.7300 2602.3483 25.3852 1612 3 868.1209 1.03
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 885.4312 EQIEVER 141.2017 885.4262 22.8266 1190 1 885.4262 ‐4.9551
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 865.4526 IEEHLSR 103.3863 865.4550 21.4646 1385 1 865.4550 3.13
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 717.3966 30179.3329 10 26.26 None 1119.5317 SFEQIEVER 380.0172 1119.5365 23.3131 2221 2 560.2719 3.17
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1207.6205 TPFTSGLDLEK 3352.7490 1207.6214 27.0304 23811 2 604.3144 ‐0.0489
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2119.0917 FISPNEVSVETIDGGNTIVK 1594.9500 2119.0839 30.9524 20516 2 1060.0456 ‐2.7338
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1586.8458 VSSVEVDLPAMLAQK 7274.5340 1586.8437 19.4758 18353 2 793.9255 ‐1.4468
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1178.5899 VVSVDSSSDGVK 39501.5400 1178.5902 16.2454 13763 2 589.7987 ‐0.6317
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1139.6419 HIIVATGSDVK 17808.0900 1139.6449 17.1443 12233 2 570.3261 1.31
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1029.5575 AIDNAEGLVK 36412.8400 1029.5565 20.9696 10494 2 515.2819 ‐2.1631
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 2399.7900 2395.2831 21.5410 8762 3 799.0992 ‐0.6071
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1487.8315 IVSSTGALSLSEVPK 1543.0070 1487.8351 16.9081 7615 2 744.4212 2.0909
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2637.4320 2539.3259 36.7958 6993 3 847.1135 0.3842
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 7904.1470 2420.2040 38.9880 5341 2 1210.6056 2.33
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1615.9265 IVSSTGALSLSEVPKK 9006.1060 1615.9285 15.4733 3766 3 539.3143 0.3110
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1010.5166 HSFANHGIK 310.2990 1010.5199 25.6023 3297 1 1010.5199 4.32
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1030.5640 DNAVKNLTR 466.2374 1030.5611 29.7062 1473 2 515.7842 ‐3.9790
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 624.8054 1448.7874 20.6168 1143 3 483.6006 5.60
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 980.4531 SVDSSSDGVK 3350.6420 980.4535 16.2452 1274 1 980.4535 1.23
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 856.4312 SFANHGIK 235.7708 856.4295 23.8385 1031 1 856.4295 ‐1.3662
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 993.4901 HSFANHGIK 76.5489 993.4839 25.4826 832 1 993.4839 ‐5.1297
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1207.6205 TPFTSGLDLEK 2863.3380 1207.6214 27.0304 23811 2 604.3144 0.0952
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2119.0917 FISPNEVSVETIDGGNTIVK 776.7772 2119.0839 30.9524 20516 2 1060.0456 ‐2.5529
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1139.6419 HIIVATGSDVK 17417.6200 1139.6437 17.1394 9808 2 570.3255 0.7443
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2475.8640 2539.3259 36.7958 6993 3 847.1135 0.5780
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 5124.1140 2420.2040 38.9880 5341 2 1210.6056 2.65
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1638.8850 VPGVVYTHPEVASVGK 778.1966 1638.8806 22.6676 1431 3 546.9651 ‐3.5043
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1459.7250 EAAMATYDKPIHI 1240.6200 1459.7345 25.0469 17312 3 487.2497 5.76
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1178.5899 VVSVDSSSDGVK 102.0868 1178.6136 25.1225 9463 2 589.8104 19.3158
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 761.4040 IGVETDK 64.4444 761.4112 20.7675 2414 1 761.4112 9.41
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1187.6015 NLSNSPTDALR 365.5602 1187.5952 30.9877 2329 2 594.3012 ‐6.0307
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 329.8651 1448.7697 19.2528 5897 3 483.5948 ‐6.6225
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1939.0032 AYFLTRNLSNSPTDALR 1039.4810 1938.9946 31.4074 4033 3 647.0030 ‐4.9490
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1178.6204 VPGVVYTHPEV 437.0775 1178.6228 22.7068 822 3 393.5458 0.6647
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1176.0440 18897.5290 7 17.6 None 885.5152 IEALAAAAR 16607.0400 885.5153 18.7952 8156 2 443.2613 ‐1.3592
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1176.0440 18897.5290 7 17.6 None 2239.1129 QKPISEEFDYTSGPTIEVAK 2389.8620 2239.1147 27.4540 5771 3 747.0431 0.5082
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1176.0440 18897.5290 7 17.6 None 1046.5299 MHTLASASTK 266.6943 1046.5197 21.3399 1502 2 523.7635 ‐10.9305
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1176.0440 18897.5290 7 17.6 None 1028.5193 MHTLASASTK 106.4346 1028.5203 23.1980 1637 1 1028.5203 2.1754
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1320.1770 18897.5290 7 17.6 None 885.5152 IEALAAAAR 20239.2400 885.5153 18.7952 8156 2 443.2613 ‐1.2283
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1320.1770 18897.5290 7 17.6 None 2239.1129 QKPISEEFDYTSGPTIEVAK 2113.8440 2239.1147 27.4540 5771 3 747.0431 0.6540
NP_175268.1 50S ribosomal protein L18 L5e family protein Arabidopsis thaliana 1320.1770 18897.5290 7 17.6 None 1538.7373 EFDYTSGPTIEVAK 328.4654 1538.7320 27.9624 1126 2 769.8696 ‐3.4741
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1147.6027 EITALAPSSMK 9449.3110 1147.6069 22.9021 51863 2 574.3071 2.70
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1774.8970 NYELPDGQVITIGAER 60397.2000 1774.8961 30.5990 42248 2 887.9517 ‐0.2125
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1968.0801 IAPEEHPVLLTEAPLNPK 4485.1480 1968.0798 27.8317 25709 3 656.6981 ‐0.7091
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1176.5354 GYMFTTTAER 14523.8000 1176.5378 22.7508 23916 2 588.7726 1.66
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1918.8640 YPIEHGVVSNWDDMEK 2764.0670 1918.8667 27.0477 15736 3 640.2938 0.8098
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGFSLPHAIL 2462.3650 3151.6458 20.7590 12713 4 788.6669 0.8277
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1413.6757 AEYDEAGPGIVHR 13088.2400 1413.6777 19.2657 11763 3 471.8974 0.3090
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 976.4483 AGFAGDDAPR 23513.5600 976.4488 16.0636 8845 2 488.7280 ‐0.7798
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 998.4863 DLTDYLMK 3065.7880 998.4878 29.5807 7213 2 499.7475 0.2069
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 Carbamidomethyl+C(1) 3156.4839 CPEVLFQPSFVGMEAAGIHETTYNSIM 1176.6960 3156.4811 21.0835 6318 3 1052.8319 ‐0.2509
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1184.6899 AVFPSVVGRPR 6201.0560 1184.6907 15.3365 5785 2 592.8490 ‐0.1540
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 549.2701 PSSMK 144.0265 549.2710 22.4003 18174 1 549.2710 1.1532
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1014.5843 FPSVVGRPR 3523.1220 1014.5834 15.3355 2609 2 507.7954 ‐2.0792
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 678.3417 TTTAER 83.1837 678.3398 21.7883 1408 1 678.3398 ‐2.9092
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1255.6641 PDGQVITIGAER 2564.2800 1255.6612 30.6056 1307 1 1255.6612 ‐0.1997
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 905.4761 TALAPSSMK 141.9859 905.4811 23.6073 1182 2 453.2442 4.1416
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 980.4757 DLTDYLMK 136.2667 980.4792 31.3189 1535 1 980.4792 4.35
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 None 1158.5248 GYMFTTTAER 296.0676 1158.5258 24.1128 1295 2 579.7665 ‐0.1002
NP_175350.1 actin 8 Arabidopsis thaliana 5160.0330 42091.0902 19 45.36 Carbamidomethyl+C(1) 3139.4574 CPEVLFQPSFVGMEAAGIHETTYNSIM 687.7078 3139.4604 23.0285 3147 3 1047.1583 1.28
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 1837.2160 15273.5842 5 30.34 None 1305.6514 FFETFAAPFTK 18016.1800 1305.6522 19.8051 30205 2 653.3297 ‐0.0353
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 1837.2160 15273.5842 5 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSP 1934.3470 3663.6643 21.9316 12420 3 1221.8930 ‐2.0915
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 1837.2160 15273.5842 5 30.34 None 1662.8884 MASFATIAAVQPSAAVK 257.9332 1662.9086 35.7049 2227 3 554.9744 11.59
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 1837.2160 15273.5842 5 30.34 None 1011.5146 ETFAAPFTK 344.4489 1011.5166 18.8619 3634 2 506.2620 0.8192
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 1837.2160 15273.5842 5 30.34 None 3645.6656 SVYFDLEDLGNTTGQWDVYGSDAPSP 451.4301 3645.6696 23.5895 1015 4 912.1728 1.1736
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 6228.7840 1797.0483 22.4906 12413 2 899.0278 1.29
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 1423.7468 FSDGLITPDFLAK 4929.2710 1423.7463 20.1331 11565 2 712.3768 ‐0.7217
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 1448.7090 ELTVYPVDEPMR 6350.1850 1448.7124 26.9315 11234 2 724.8598 1.41
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 988.4887 SFLFFDGR 5101.7390 988.4888 20.0632 8037 2 494.7481 ‐1.1151
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 2588.2748 AQEMFAHLLFGADTNVVQPMNVR 454.8345 2588.2508 25.0576 1366 2 1294.6290 ‐7.4104
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 2026.9804 KFNQMKAANWNDDFVAK 309.2446 2026.9776 29.5077 1376 3 676.3307 ‐1.8838
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 188.9594 1309.7617 24.4776 1851 2 655.3845 ‐4.0002
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 970.4781 SFLFFDGR 370.9599 970.4767 18.8130 13820 1 970.4767 ‐0.3982



NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 None 1405.7362 FSDGLITPDFLAK 205.4750 1405.7429 18.6661 1188 2 703.3751 4.83
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 748.1057 43650.3196 26 35.04 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 384.0179 1780.0206 21.7277 2820 2 890.5139 1.1792
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 9146.4430 1797.0483 22.4906 12413 2 899.0278 1.58
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1423.7468 FSDGLITPDFLAK 6432.7170 1423.7463 20.1331 11565 2 712.3768 ‐0.8508
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1366.7154 TLVAQGFWPYGK 3021.6200 1366.7129 19.1116 11137 2 683.8601 ‐2.4938
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 988.4887 SFLFFDGR 5444.7990 988.4888 20.0632 8037 2 494.7481 ‐1.4681
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 2492.2245 NSPASAPFQFTVFDFYNAVLTR 1014.9370 2492.2311 24.6907 5489 2 1246.6192 4.67
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1995.9885 SVFMIYIGANDYLNFTK 606.6817 1995.9902 21.4037 4441 2 998.4987 1.53
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 2588.2748 AQEMFAHLLFGADTNVVQPMNVR 385.4700 2588.2508 25.0576 1366 2 1294.6290 ‐6.9404
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 2063.9992 NNPTADASAQQAFVTSVTNK 741.4634 2064.0178 16.4410 1328 3 688.6774 8.05
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 2050.0128 DDPNGKFSDGLITPDFLAK 462.1659 2049.9936 19.7231 9253 2 1025.5004 ‐8.3311
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1938.0484 QTLTKTLVAQGFWPYGK 306.5109 1938.0408 18.0288 1979 2 969.5240 ‐3.1787
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1343.6736 ADTNVVQPMNVR 147.7730 1343.6675 25.4782 1975 1 1343.6675 ‐2.1588
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 149.7188 1309.7617 24.4776 1851 2 655.3845 ‐4.1879
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 970.4781 SFLFFDGR 326.2458 970.4767 18.8130 13820 1 970.4767 ‐0.4167
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1348.7048 TLVAQGFWPYGK 296.1178 1348.7017 17.8845 7861 2 674.8545 ‐3.0728
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 None 1405.7362 FSDGLITPDFLAK 120.3813 1405.7429 18.6661 1188 2 703.3751 4.99
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 944.8906 43650.3196 26 35.04 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 242.9519 1780.0206 21.7277 2820 2 890.5139 1.34
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1109.5950 LGEEGAPAIPR 82452.5500 1109.5959 21.2918 27052 2 555.3016 ‐0.1760
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1194.6001 TIEAYNIADGK 16378.5800 1194.5994 21.7992 26323 2 597.8034 ‐1.4043
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 3547.6390 1231.6104 22.4495 22717 2 616.3088 ‐0.4653
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1516.7067 WAQLPDPGDNFEK 2018.0340 1516.7103 28.0417 21689 2 758.8588 2.1512
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1141.6364 APTLQGQWIK 1965.3370 1141.6367 25.5342 20738 2 571.3220 ‐0.7338
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1325.6736 LYSFGGELTPNK 5160.5430 1325.6757 16.8563 18443 2 663.3415 1.0152
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1677.8006 SYDTVTSEWTFLTK 3088.3140 1677.8021 34.0298 18338 2 839.4047 0.9420
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1042.5164 LDEVGGPEAR 78579.4200 1042.5174 16.0532 18263 2 521.7623 ‐0.1968
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1532.7703 WTEVETTGAKPSAR 18583.9900 1532.7729 17.4671 13972 3 511.5958 0.6957
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1014.5731 SVFAHAVVGK 1809.4950 1014.5737 19.6771 6621 2 507.7905 ‐0.6452
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 825.4618 IYIFGGR 3746.6940 825.4635 16.8032 2713 2 413.2354 0.4953
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1848.7923 DDYESNAVQFYDPASK 1181.1900 1848.7975 26.6349 2498 2 924.9024 3.60
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 2173.0600 DLYVFDFNTQTWSIAQPK 686.6868 2173.0844 21.7678 1628 2 1087.0458 12.85
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1684.9203 MAPTLQGQWIKVGQK 1439.9600 1684.9043 18.6962 4944 2 842.9558 ‐9.3840
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 2147.0417 IYIFGGRDENRNFENFR 1161.2540 2147.0258 22.7115 1700 2 1074.0165 ‐6.4074
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 Carbamidomethyl+C(3) 790.4240 VSCLGVR 177.9339 790.4247 23.0044 3964 1 790.4247 1.1700
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1482.8427 PTLQGQWIKVGQK 268.4205 1482.8378 18.6948 3249 2 741.9225 ‐3.6154
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1049.5262 SFGGELTPNK 2828.7880 1049.5295 16.8384 1562 1 1049.5295 4.28
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 186.5978 988.5270 21.0247 1459 2 494.7671 1.26
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 929.4323 DEVGGPEAR 535.9885 929.4331 16.0464 866 1 929.4331 1.66
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1514.7598 WTEVETTGAKPSAR 242.2479 1514.7532 19.1061 2067 2 757.8802 ‐4.5955
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9081.5690 37065.3696 47 50.73 None 1308.6470 LYSFGGELTPNK 293.4358 1308.6552 15.3903 956 3 436.8899 5.0337
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1194.6001 TIEAYNIADGK 13477.9300 1194.5994 21.7992 26323 2 597.8034 ‐1.2608
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 3556.5360 1231.6104 22.4495 22717 2 616.3088 ‐0.3203
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1516.7067 WAQLPDPGDNFEK 1669.5110 1516.7103 28.0417 21689 2 758.8588 2.78
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1141.6364 APTLQGQWIK 2397.5230 1141.6367 25.5342 20738 2 571.3220 ‐0.5925
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1677.8006 SYDTVTSEWTFLTK 11279.4800 1677.8021 34.0298 18338 2 839.4047 1.1051
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1532.7703 WTEVETTGAKPSAR 12768.6600 1532.7729 17.4671 13972 3 511.5958 0.7286
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1325.6736 LYSFGGELTPNK 4299.1670 1325.6735 26.6291 11573 2 663.3404 ‐0.4825
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1014.5731 SVFAHAVVGK 2962.0100 1014.5737 19.6771 6621 2 507.7905 ‐0.5090
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1378.6161 TDDLYFYAVNSA 910.2451 1378.6118 32.0089 3611 1 1378.6118 ‐0.3773
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 635.6503 2348.1747 32.8590 19059 2 1174.5910 ‐4.1068
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 329.9822 2692.2709 30.9903 2468 3 898.0951 ‐6.3317
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1636.8588 NGLLMHGGKLPTNER 176.4902 1636.8474 24.4921 2228 3 546.2873 ‐7.8245
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1093.5524 IEAYNIADGK 523.9928 1093.5529 22.1141 6329 2 547.2801 ‐0.4533
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1116.6008 VETTGAKPSAR 240.9783 1116.6020 16.4765 4937 2 558.8047 0.2725
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 512.2537 NGLLM 70.7552 512.2559 24.6109 4209 1 512.2559 3.21
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 Carbamidomethyl+C(3) 790.4240 VSCLGVR 153.8545 790.4247 23.0044 3964 1 790.4247 1.14
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1799.8235 DGKWAQLPDPGDNFEK 146.3528 1799.8153 30.4617 2902 2 900.4113 ‐4.0616
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2443.2230 37065.3696 47 50.73 None 1018.4476 PDPGDNFEK 303.4549 1018.4469 28.0504 912 1 1018.4469 0.6456
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 1325.6736 LYSFGGELTPNK 3699.9500 1325.6757 16.8563 18443 2 663.3415 0.8357
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 825.4618 IYIFGGR 7101.7170 825.4635 16.8032 2713 2 413.2354 0.0584
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 2666.3249 HIDKDLYVFDFNTQTWSIAQPK 554.9452 2666.3124 21.4028 2377 2 1333.6599 ‐2.1564
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 2173.0600 DLYVFDFNTQTWSIAQPK 630.6628 2173.0844 21.7678 1628 2 1087.0458 12.50
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 1141.6364 APTLQGQWIK 125.3000 1141.6523 15.6824 1238 2 571.3298 12.65
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 1516.7067 WAQLPDPGDNFEK 383.1828 1516.7151 19.1341 1169 3 506.2432 4.91
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 363.3623 37065.3696 47 50.73 None 1049.5262 SFGGELTPNK 1737.5130 1049.5295 16.8384 1562 1 1049.5295 4.81
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 Carbamidomethyl+C(7) 1116.5830 QSLRPDCIK 1618.0330 1116.5833 30.2140 17636 2 558.7953 ‐0.7663
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1447.7540 GVAINFVTLDDQR 3135.7970 1447.7601 23.1264 16046 3 483.2582 3.1401
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1555.7131 MFVLDEADEMLSR 7447.5080 1555.7138 35.6950 14394 2 778.3605 0.2968
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1401.7332 GLDVIQQAQSGTGK 5615.8400 1401.7345 22.3686 13852 2 701.3709 0.4396
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1827.9388 GIYAYGFEKPSAIQQR 6299.9930 1827.9393 25.4394 13286 3 609.9846 ‐0.4559
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1920.9953 FYNVVVEELPSNVADLL 3742.0500 1920.9914 23.9871 12351 2 960.9993 ‐1.4732
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1114.6830 VLITTDLLAR 5663.8890 1114.6788 18.6241 10799 2 557.8430 ‐4.8088
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1017.5463 DELTLEGIK 2434.9940 1017.5468 25.9604 3180 2 509.2770 ‐0.6873
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1502.8802 ILQAGVHVVVGTPGR 462.0491 1502.8531 21.3591 2681 3 501.6226 ‐19.0314
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 Carbamidomethyl+C(4) 1142.5735 VHACVGGTSVR 211.6462 1142.5652 22.5492 2320 1 1142.5652 ‐5.6058
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 3629.9288 DQIYDIFQLLPPKIQVGVFSATMPPEAL 450.0208 3629.9034 23.2489 5068 3 1210.6393 ‐5.8830
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1575.8489 KGVAINFVTLDDQR 1421.4280 1575.8482 22.9050 1953 2 788.4278 ‐0.5453
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1093.5564 FYNVVVEEL 189.3681 1093.5530 22.1879 8572 2 547.2801 ‐4.2157
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1023.4782 DQIYDIFQ 312.8084 1023.4823 22.5627 2075 2 512.2448 2.24



NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 828.4210 VTLDDQR 173.9186 828.4166 20.6000 845 1 828.4166 ‐4.7640
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1557.8384 KGVAINFVTLDDQR 374.0663 1557.8333 22.0785 3608 2 779.4203 ‐3.3932
NP_175829.1 translation initiation factor 4A 2 Arabidopsis thaliana 1183.7130 47104.8039 17 24.76 None 1810.9123 GIYAYGFEKPSAIQQR 208.1580 1810.9039 25.5562 1165 2 905.9556 ‐4.2641
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 None 1355.6914 TIEAEAAHGTVTR 27818.9100 1355.6897 16.6181 20636 3 452.5681 ‐2.3789
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5871.3530 1156.5106 21.7152 15844 2 578.7589 0.2936
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 Carbamidomethyl+C(14) 1801.9742 NILNGTVFREPIICR 2277.8540 1801.9729 22.8871 7690 2 901.4901 ‐0.4001
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 None 2170.0339 DQYVNTEEFIDAVAWELK 818.6431 2169.9929 34.0626 4767 3 724.0025 ‐19.2421
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 None 1269.6218 LIDDMVAYAMK 1095.6900 1269.6467 23.4300 3045 2 635.3270 18.9438
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 None 1156.6208 ATDLIVNEPGK 247.5426 1156.6053 25.5349 1522 1 1156.6053 ‐11.6966
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 Carbamidomethyl+C(18) 2758.3274 LDSNAALLSYTEKLEAACMGTVESGK 749.6196 2758.3083 31.1991 1008 3 920.1076 ‐6.7076
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 Carbamidomethyl+C(7) 940.4346 GGYVWACK 342.6075 940.4308 21.7370 1249 1 940.4308 ‐3.1473
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 1178.6090 47576.3596 9 22.36 Carbamidomethyl+C(14) 1784.9476 NILNGTVFREPIICR 384.6143 1784.9425 20.7643 3503 2 892.9749 ‐2.5544
NP_175843.1 dehydrin family protein Arabidopsis thaliana 3986.4790 10795.7215 2 12.24 None 1151.6167 IGDALHIGGGNK 32556.2400 1151.6174 19.6488 14644 2 576.3123 ‐0.2444
NP_175843.1 dehydrin family protein Arabidopsis thaliana 3986.4790 10795.7215 2 12.24 None 1038.5327 GDALHIGGGNK 129.9939 1038.5375 21.1121 12449 2 519.7724 3.20
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 None 2150.1393 ARDFTWIQSLGLIFGPNSK 2004.1960 2150.1278 22.2518 35946 2 1075.5675 ‐4.0858
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 None 1975.9508 DEHFALISDVDFQVNAR 255.0723 1975.9963 23.7190 2304 2 988.5018 23.8319
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 Carbamidomethyl+C(13)
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 None 3027.5938 ARDFTWIQSLGLIFGPNSKTFSLEATK 1597.8740 3027.5661 23.9119 1188 3 1009.8602 ‐8.6391
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 None 1660.9057 TWIQSLGLIFGPNSK 483.9286 1660.9047 23.0434 6823 2 830.9560 ‐0.5827
NP_175886.1 Late embryogenesis abundant related protein Arabidopsis thaliana 175.0050 39306.5389 6 5.48 None 930.4792 VDFQVNAR 97.6759 930.4808 22.8162 4345 1 930.4808 2.10
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1199.6630 DLVGVLEDAIR 57470.4000 1199.6630 38.8377 46813 2 600.3351 ‐0.7291
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1505.7159 GYISPYFVTDSEK 16721.7000 1505.7176 28.1650 41916 2 753.3625 1.0973
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1043.5844 IVNDGVTVAR 44247.3200 1043.5852 17.4917 41196 2 522.2962 ‐0.2489
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1536.7614 YEDLMAAGIIDPTK 80911.5800 1536.7616 30.9029 38791 2 768.8844 0.0591
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 22275.2300 2464.2543 34.6230 24246 3 822.0896 ‐0.7995
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1871.8592 SAENNLYVVEGMQFDR 24033.1200 1871.8581 30.5373 23468 2 936.4327 0.0325
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIA 48823.5200 3179.4358 40.5265 18744 3 1060.4835 1.0658
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1280.7685 VVAAGANPVLITR 15759.2900 1280.7699 23.8372 15784 2 640.8886 0.5185
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1485.9910 1700.9024 29.4183 14252 2 850.9548 1.10
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1430.7387 ELHFNKDGTTIR 1272.9180 1430.7380 21.8858 3455 2 715.8726 ‐0.7243
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 791.4662 ALSYPLK 2634.1320 791.4666 21.4447 10457 1 791.4666 1.0510
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 931.5095 GVVTLEEGK 81.3895 931.4910 23.7102 4580 2 466.2491 ‐21.0670
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1229.6848 LRVEDALNATK 1647.8500 1229.6882 22.0850 7652 2 615.3477 2.1018
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 831.4319 NDGVTVAR 6214.5770 831.4337 17.4917 4739 1 831.4337 2.19
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 872.4836 GVLEDAIR 5134.9010 872.4840 38.8327 4325 1 872.4840 1.07
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 716.3937 LEDAIR 2531.0970 716.3939 38.8499 1998 1 716.3939 0.4619
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 812.4989 NPVLITR 125.6587 812.4976 22.9190 1833 1 812.4976 ‐0.9100
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 930.5003 VNDGVTVAR 8965.6990 930.5008 17.4955 1530 1 930.5008 1.22
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1172.5470 SPYFVTDSEK 297.1990 1172.5464 28.5252 1365 2 586.7768 ‐1.2825
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 8590.9520 64208.4146 20 31.50 None 1285.6311 ISPYFVTDSEK 194.6316 1285.6270 29.9781 1318 2 643.3171 ‐3.7118
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1933.9767 LASLADLYVNDAFGTAHR 25206.2700 1933.9754 19.5719 83912 3 645.3300 ‐1.3964
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1100.6562 IGVIESLLEK 52114.6800 1100.6566 19.7851 72218 2 550.8320 ‐0.8896
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 999.5986 FSLAPLVPR 37533.1300 999.5975 19.1435 68464 2 500.3024 ‐2.6197
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 12141.3100 2269.1900 19.7698 61518 3 757.0682 1.33
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1447.8671 FLKPSVAGFLLQK 6554.9940 1447.8666 19.1269 38136 3 483.2937 ‐1.6922
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1573.8432 GVTTIIGGGDSVAAVEK 33855.0300 1573.8449 16.5682 22946 2 787.4261 0.9228
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1102.6368 RPFAAIVGGSK 15222.6700 1102.6369 14.5383 13162 2 551.8221 ‐1.1572
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1050.5578 LGFSAVVDSR 1369.0830 1050.5601 18.9189 5445 2 525.7837 0.7009
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1404.7369 ELDYLVGAVSNPK 1550.2600 1404.7395 17.4967 5137 2 702.8734 1.43
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1220.7474 VILSTHLGRPK 29981.4200 1220.7487 13.5983 4961 3 407.5878 ‐0.4567
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 Carbamidomethyl+C(4) 2965.5187 ADDCIGPEVETLVASLPEGGVLLLENVR 916.5059 2965.5090 25.5204 6126 3 989.1745 ‐2.8134
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 2874.3655 TFNEALDTTQTVIWNGPMGVFEFEK 210.9496 2874.3354 21.4571 1469 3 958.7833 ‐10.1093
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 2028.9469 ADLNVPLDDNQNITDDTR 155.2055 2028.9190 19.7898 1040 2 1014.9631 ‐12.7806
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 3048.0650 2370.2920 20.9815 10196 3 790.7688 ‐0.0413
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 2062.0716 KLASLADLYVNDAFGTAHR 1608.9860 2062.0754 18.9099 9396 3 688.0300 1.25
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 581.3770 PLVPR 329.9752 581.3774 19.1423 7000 1 581.3774 0.3258
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 987.5721 GVIESLLEK 1460.4000 987.5708 19.7888 5945 1 987.5708 ‐0.2569
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 718.3981 ESLLEK 7691.3460 718.3972 19.7696 4804 1 718.3972 ‐1.2156
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 652.4141 APLVPR 200.5322 652.4133 19.1369 3811 1 652.4133 ‐1.4396
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 930.5506 VIESLLEK 616.9168 930.5496 18.9990 3667 1 930.5496 ‐0.2656
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 543.3038 RPFAA 220.3893 543.3056 14.5665 2844 1 543.3056 2.67
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 852.5302 SLAPLVPR 333.0041 852.5328 19.1420 2011 1 852.5328 3.28
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 765.4981 LAPLVPR 572.0648 765.4997 19.1415 1982 1 765.4997 2.31
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1008.5949 LSTHLGRPK 7283.0470 1008.5913 13.5895 1917 2 504.7993 ‐5.0967
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 656.3879 RPFAAI 3268.7600 656.3885 14.5379 1732 1 656.3885 0.8820
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 975.5510 KLASLADLY 360.7542 975.5567 18.9091 1531 2 488.2820 4.93
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 790.3981 ELDYLVG 279.5374 790.3987 17.3193 994 1 790.3987 0.9857
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 6150.9060 50052.8164 28 48.33 None 1121.6790 ILSTHLGRPK 11048.5100 1121.6773 13.5816 887 2 561.3423 ‐2.7195
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1787.9902 IINEPTAAAIAYGLDKK 67970.5800 1787.9902 17.4292 109426 3 596.6683 ‐0.8990
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1278.6300 MVNHFVQEFK 39514.3800 1278.6317 15.5915 28372 2 639.8195 0.5050
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2963.0940 2574.2689 21.1866 19157 3 858.7612 0.2864
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 3214.8240 2588.2255 19.3952 8760 3 863.4133 2.04
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1473.6856 TTPSYVAFTDSER 8705.6760 1473.6871 15.7546 3227 2 737.3472 0.6056
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1565.8244 QFAAEEISSMVLIK 565.1511 1565.8197 20.4147 2136 2 783.4135 ‐3.1385
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 2444.3759 IINEPTAAAIAYGLDKKATSVGIK 674.9428 2444.3976 23.3773 8762 3 815.4707 8.30
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 Oxidation+M(12) 2332.1965 LIGDAAKNQVAMNPVNTVFDAK 774.4595 2332.1896 23.3452 4315 2 1166.5984 ‐1.2936
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1674.9061 INEPTAAAIAYGLDKK 323.2315 1674.9149 17.5754 6178 3 558.9765 4.07
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 1447.7791 EPTAAAIAYGLDKK 297.5220 1447.7775 17.4875 4518 2 724.3924 ‐1.5673
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 739.3985 IINEPTA 55.8908 739.4016 25.5167 2504 1 739.4016 4.74



NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 934.4781 HFVQEFK 85.4143 934.4830 15.8766 1212 2 467.7452 3.08
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3481.5520 68699.0116 13 21.56 None 907.5247 IAYGLDKK 314.9298 907.5273 17.4182 823 1 907.5273 3.21
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1781.7690 15824.4513 9 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTC 5732.6480 5030.3167 37.4976 44450 4 1258.3346 ‐0.6780
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1781.7690 15824.4513 9 54.05 Carbamidomethyl+C(1) 2278.0544 CAAYPTSDVTIETHKEEDIV 151.2382 2278.0630 34.9143 1268 3 760.0259 3.43
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 1781.7690 15824.4513 9 54.05 Carbamidomethyl+C(3) 2492.1861 LTCAAYPTSDVTIETHKEEDIV 138.4448 2492.1985 37.8447 819 3 831.4044 4.89
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 20900.7700 15824.4513 9 54.05 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 20900.7700 15824.4513 9 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTC 8786.7110 5030.3167 37.4976 44450 4 1258.3346 ‐0.4892
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 20900.7700 15824.4513 9 54.05 Carbamidomethyl+C(5) 795.3818 LPYSCR 683.6092 795.3837 38.9092 1288 1 795.3837 2.94
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 20900.7700 15824.4513 9 54.05 Carbamidomethyl+C(1) 2278.0544 CAAYPTSDVTIETHKEEDIV 142.1586 2278.0630 34.9143 1268 3 760.0259 3.63
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 20900.7700 15824.4513 9 54.05 Carbamidomethyl+C(3) 2492.1861 LTCAAYPTSDVTIETHKEEDIV 204.1770 2492.1985 37.8447 819 3 831.4044 5.1151
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 2286.4670 15824.4513 9 54.05 Carbamidomethyl+C(12)
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 942.0500 36411.2031 5 27.81 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 9190.6620 2500.1823 33.1060 10703 2 1250.5948 ‐1.6583
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 942.0500 36411.2031 5 27.81 None 2516.1464 GLDNLETEVEDVDWESTFYVR 878.9060 2516.1437 39.0852 8620 2 1258.5755 0.8560
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 942.0500 36411.2031 5 27.81 None 1713.8806 AHTDAGGIILLFQDDK 2771.8170 1713.8844 32.9861 2240 3 571.9663 1.45
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 942.0500 36411.2031 5 27.81 None 1742.7254 DSEYPSFVFDDYMK 1291.0000 1742.7238 34.4044 7262 2 871.8655 ‐0.5537
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 942.0500 36411.2031 5 27.81 Carbamidomethyl+C(2) 1756.8357 TCQEQKFNDMLKSK 291.6015 1756.8371 20.9924 2266 2 878.9222 1.14
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1676.7618 VANPIVEMDGDEMTR 19052.9100 1676.7637 27.4615 37153 2 838.8855 1.1880
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 2041.9964 DTYLNTEEFIDAVAAELK 156140.4000 2041.9969 44.0849 30928 2 1021.5021 1.0101
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 41298.6300 1320.6489 19.2328 24488 2 660.8281 1.92
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1287.7559 LITPFVELDIK 11037.0900 1287.7543 21.1206 23200 2 644.3808 ‐1.8626
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1797.8766 GGETSTNSIASIFAWTR 10044.0000 1797.8755 21.3793 21080 2 899.4414 ‐0.2882
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1251.6653 LIDDMVAYALK 3731.8330 1251.6650 19.4956 20866 2 626.3361 ‐1.0136
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1355.6914 TIEAEAAHGTVTR 27818.9100 1355.6897 16.6181 20636 3 452.5681 ‐2.3789
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1418.6257 AFADASMNTAYEK 26012.4700 1418.6278 21.4124 16821 2 709.8175 1.1106
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1117.5789 YFDLGLPHR 1023.9080 1117.5831 17.2346 16787 2 559.2952 2.16
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 5871.3530 1156.5106 21.7152 15844 2 578.7589 0.2936
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1066.6255 DLALIIHGSK 12091.1200 1066.6261 16.3986 12185 2 533.8167 ‐0.5882
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1789.8796 FKDIFQEVYEASWK 3640.1020 1789.8795 20.8895 11640 2 895.4434 0.2986
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 865.4666 LLDFTEK 15162.1500 865.4672 24.2006 8912 2 433.2372 ‐0.8128
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 2327.1401 DTYLNTEEFIDAVAAELKER 7931.5910 2327.1463 41.9250 6363 3 776.3869 2.00
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLV 2313.8440 3290.5331 24.9654 3541 3 1097.5159 0.3718
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(14) 1773.9680 NILNGTVFREPIICK 340.1296 1773.9941 21.2325 780 2 887.5007 14.9515
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 1821.9076 DATDDKVTIESAEATKK 1418.3190 1821.9112 17.8340 12456 3 607.9752 1.43
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 874.4629 AKLDDNAK 556.2955 874.4638 18.4350 6443 1 874.4638 1.75
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(10) 1319.7141 GTVFREPIICK 363.9719 1319.7130 21.4062 2833 2 660.3602 ‐1.3859
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 752.3825 LDFTEK 3959.3450 752.3830 24.2029 2807 1 752.3830 0.8274
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(5) 1012.4768 LEAACVGTVE 246.6463 1012.4826 20.9591 1791 2 506.7450 4.21
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 None 828.3734 DATDDKVT 111.6391 828.3746 16.8031 1787 1 828.3746 2.0272
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12799.0600 46088.4641 35 57.07 Carbamidomethyl+C(7) 940.4346 GGYVWACK 342.6075 940.4308 21.7370 1249 1 940.4308 ‐3.1473
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 1676.7618 VANPIVEMDGDEMTR 18377.9300 1676.7637 27.4615 37153 2 838.8855 1.11
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 2041.9964 DTYLNTEEFIDAVAAELK 96223.4500 2041.9969 44.0849 30928 2 1021.5021 1.1880
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 1418.6257 AFADASMNTAYEK 14727.2900 1418.6278 21.4124 16821 2 709.8175 1.32
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 7991.7310 1156.5106 21.7152 15844 2 578.7589 0.4355
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 865.4666 LLDFTEK 21646.2900 865.4672 24.2006 8912 2 433.2372 ‐0.6826
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 2327.1401 DTYLNTEEFIDAVAAELKER 4090.8820 2327.1463 41.9250 6363 3 776.3869 2.98
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 1546.7206 AFADASMNTAYEKK 676.5916 1546.7377 38.8538 4045 2 773.8725 11.0061
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 1789.8796 FKDIFQEVYEASWK 407.7975 1789.8594 34.7434 1636 2 895.4333 ‐10.8010
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 874.4629 AKLDDNAK 290.4677 874.4638 18.4350 6443 1 874.4638 1.72
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 2332.1793 GGETSTNSIASIFAWTRGLAHR 199.4820 2332.1845 37.8048 1386 3 778.0664 2.33
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 None 752.3825 LDFTEK 3388.3990 752.3830 24.2029 2807 1 752.3830 0.9749
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 6164.8440 46088.4641 35 57.07 Carbamidomethyl+C(7) 940.4346 GGYVWACK 248.5897 940.4308 21.7370 1249 1 940.4308 ‐2.9811
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLL 7896.5750 3415.7120 23.8607 17353 3 1139.2422 ‐1.7093
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 1854.6030 2531.2444 28.5983 15249 3 844.4197 2.54
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 6096.7660 3048.4335 23.2783 9793 3 1016.8160 0.0541
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 1361.6080 EHISAYGEGNER 39216.3900 1361.6063 14.7906 8969 3 454.5403 ‐2.4501
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 1111.5994 TLPGPVTDPSK 11597.6500 1111.6016 19.3784 8401 2 556.3045 1.0337
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 960.4785 DIVDAHYK 3084.3100 960.4780 17.1467 5964 2 480.7426 ‐1.8908
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 1165.6099 EEGGYEIIKK 1419.8540 1165.6102 18.2496 3755 2 583.3087 ‐0.6937
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 1037.5150 EEGGYEIIK 2765.8860 1037.5154 21.3598 3640 2 519.2613 ‐0.7221
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 2706.3266 RPASNMDPYVVTSMIAETTLLWNP 837.5524 2706.3475 21.0466 1040 4 677.3423 7.0839
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 2736.3965 LTGHHETADINTFLWGVANRGASIR 659.1142 2736.3807 24.9103 944 3 912.7984 ‐5.5655
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 None 1673.8111 DVNWPLGWPIGGFPGP 398.1953 1673.8153 22.7314 6176 2 837.4113 2.56
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3189.0220 39321.2500 12 48.03 Carbamidomethyl+C(22) 3031.4084 DVNWPLGWPIGGFPGPQGPYYCSIGA 270.7854 3031.3972 24.2910 1035 3 1011.1372 ‐3.1912
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 287999.0000 1548.8075 18.7868 4580532 2 774.9074 ‐1.1535
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 935.4945 IIGFDNTR 75873.4500 935.4942 22.2863 2062073 2 468.2507 ‐1.6635
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 201133.1000 2080.9922 21.1050 928968 3 694.3356 ‐1.8044
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 914.4229 YWTMWK 27896.6800 914.4219 18.1806 622473 2 457.7146 ‐2.4758
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1009.5102 EYPNAFIR 47770.7200 1009.5091 23.9120 433564 2 505.2582 ‐2.2926
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 907.4884 EVDYLIR 55003.1000 907.4878 23.6114 340071 2 454.2475 ‐2.0677
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 26503.1400 1942.9705 19.6900 321316 2 971.9889 ‐0.7765
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1941.9692 FETLSYLPDLTDSELAK 220855.2000 1941.9667 35.3715 305771 2 971.4870 ‐0.6498
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1351.5662 EHGNSPGYYDGR 58904.2700 1351.5663 13.9564 42008 3 451.1936 ‐1.0907
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 924.5666 VWPPIGKK 10325.9200 924.5672 16.3543 10845 1 924.5672 1.88
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 796.4716 VWPPIGK 14080.4200 796.4722 15.7515 6026 2 398.7397 ‐0.9162
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 2070.0641 KFETLSYLPDLTDSELAK 183075.9000 2070.0610 33.5902 488348 3 690.6919 ‐1.9672
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 2198.1591 KKFETLSYLPDLTDSELAK 77016.5100 2198.1587 31.6894 72983 3 733.3911 ‐0.5221
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(5) 1911.9270 EVEECKKEYPNAFIR 468.9005 1911.9288 29.4593 4779 2 956.4681 1.22
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(18) 2957.4721 KANNDITSITSNGGRVNCMQVWPPIG 343.8691 2957.4798 22.7462 1449 3 986.4981 3.0495
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 709.3264 GFDNTR 9824.2690 709.3257 22.2820 453424 1 709.3257 ‐0.8846



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 679.3774 DYLIR 192.6559 679.3773 24.3227 151568 1 679.3773 ‐0.1330
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 565.2803 TMWK 1904.9600 565.2803 18.1755 40189 1 565.2803 ‐0.3689
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 730.3155 GYYDGR 254.7458 730.3153 14.4861 24390 1 730.3153 ‐0.0482
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 510.2307 YDGR 195.7322 510.2298 14.4826 18203 1 510.2298 ‐2.5086
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 511.3239 PPIGK 2002.2750 511.3230 16.3770 13853 1 511.3230 ‐2.2652
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 418.6646 1781.8310 18.1235 12022 2 891.4191 ‐0.0481
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 267.0900 1402.7075 16.7895 10563 2 701.8574 2.39
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 454.7398 1440.6653 25.3014 10390 2 720.8363 2.1549
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 602.2821 EVDYL 539.9862 602.2823 24.3199 6479 1 602.2823 0.1427
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 414.2711 PIGK 178.5533 414.2710 16.3539 6443 1 414.2710 ‐1.3317
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 856.9299 1062.4919 18.7672 4415 1 1062.4919 0.7970
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 679.2794 EHGNSPG 4918.1310 679.2801 13.9490 3223 1 679.2801 0.9170
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 489.1980 EVDY 1029.1920 489.1984 24.3328 2894 1 489.1984 0.0846
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1088.5470 PDLTDSELAK 1189.6460 1088.5420 36.1535 2818 1 1088.5420 ‐3.1565
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 763.3832 TDSELAK 146.7164 763.3870 30.8689 2799 1 763.3870 5.1507
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(6) 991.4554 LPLFGCTDS 308.6190 991.4527 19.6532 2399 1 991.4527 ‐1.6197
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 661.3668 DYLIR 258.9213 661.3659 22.0742 2327 1 661.3659 ‐1.4165
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 276.4992 1338.6712 17.5200 2098 2 669.8392 ‐1.3748
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 822.4104 IGFDNTR 69.8792 822.4075 24.2249 1996 1 822.4075 ‐3.0369
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 652.3049 FDNTR 159.0647 652.3056 20.8853 1614 1 652.3056 0.9785
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 231.1892 1078.5258 19.4748 1423 2 539.7665 4.89
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1149.5687 ELEHGFVYR 159.6597 1149.5649 19.3093 1357 2 575.2861 ‐4.3025
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 628.3665 SAQVLK 221.7046 628.3674 19.2529 1194 1 628.3674 1.07
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1201.6311 LPDLTDSELAK 337.3100 1201.6317 33.5881 1041 2 601.3195 ‐0.3239
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1110.6194 KKFETLSYL 4340.1830 1110.6158 31.6863 856 1 1110.6158 ‐1.6926
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 1333.5556 EHGNSPGYYDGR 1455.4610 1333.5559 15.6553 4183 2 667.2816 ‐0.3883
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 991.4996 EYPNAFIR 121.8842 991.4977 24.5140 2173 2 496.2525 ‐3.1091
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77137.6900 20501.3116 96 78.33 None 896.4124 YWTMWK 123.8887 896.4102 18.1828 1864 2 448.7088 ‐3.8062
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 935.4945 IIGFDNTR 86938.5300 935.4942 22.2859 2058039 2 468.2507 ‐1.5313
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1009.5102 EYPNAFIR 59744.3400 1009.5091 23.9115 432637 2 505.2582 ‐2.1683
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 907.4884 EVDYLIR 66592.5800 907.4878 23.6109 339335 2 454.2475 ‐1.9304
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1941.9692 FETLSYLPDLTDSELAK 144519.0000 1941.9667 35.3716 304799 2 971.4870 ‐0.4721
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 16873.2600 2080.9969 36.8311 22513 3 694.3372 0.6020
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 2070.0641 KFETLSYLPDLTDSELAK 130236.9000 2070.0610 33.5902 486717 3 690.6918 ‐1.8571
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 2198.1591 KKFETLSYLPDLTDSELAK 78235.0700 2198.1586 31.6852 71603 3 733.3910 ‐0.4296
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 658.3763 2323.1120 35.7659 862 2 1162.0597 ‐7.4317
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 709.3264 GFDNTR 14066.8500 709.3257 22.2820 453424 1 709.3257 ‐0.7413
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 679.3774 DYLIR 6179.8700 679.3773 24.3227 151568 1 679.3773 0.0074
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 717.4042 PNAFIR 13653.8000 717.4034 23.9125 58717 1 717.4034 ‐0.9204
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1088.5470 PDLTDSELAK 631.6779 1088.5440 33.5897 29084 1 1088.5440 ‐1.1135
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 564.3504 YLIR 158.4869 564.3503 24.3130 21554 1 564.3503 ‐0.5324
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 652.3049 FDNTR 5857.6770 652.3045 22.2802 21150 1 652.3045 ‐0.7012
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 982.5244 KFETLSYL 4396.8630 982.5238 33.5928 14656 1 982.5238 0.6485
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 505.2365 DNTR 3000.6930 505.2362 22.2908 6917 1 505.2362 ‐1.2070
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 506.3085 AFIR 88.0243 506.3109 23.9477 6850 1 506.3109 4.1645
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 602.2821 EVDYL 478.7953 602.2823 24.3199 6479 1 602.2823 0.2754
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 635.2784 FDNTR 124.1730 635.2788 19.2739 6377 1 635.2788 0.6708
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 991.4942 DLTDSELAK 373.0155 991.4939 33.5907 5718 1 991.4939 0.9744
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 763.3832 TDSELAK 278.1515 763.3846 33.5996 5310 1 763.3846 2.79
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1194.6041 KFETLSYLPD 199.7832 1194.6055 31.3728 4074 2 597.8064 0.4502
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 489.1980 EVDY 980.1095 489.1984 24.3328 2894 1 489.1984 0.2062
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 706.3770 KFETLS 818.7100 706.3766 33.5923 2761 1 706.3766 ‐0.3456
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1739.8374 KFETLSYLPDLTDSE 371.9195 1739.8356 33.1998 2505 2 870.4214 ‐0.6721
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 662.3355 DSELAK 209.1928 662.3380 33.5781 1900 1 662.3380 3.09
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 880.4676 YPNAFIR 181.2661 880.4679 23.9158 1696 1 880.4679 1.1899
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1201.6311 LPDLTDSELAK 407.6716 1201.6288 35.3749 1644 1 1201.6288 0.1772
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1201.6311 LPDLTDSELAK 509.8543 1201.6317 33.5881 1041 2 601.3195 ‐0.1801
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1296.6371 FELEHGFVYR 322.5268 1296.6300 38.4764 929 1 1296.6300 ‐3.0920
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1364.6944 YLPDLTDSELAK 134.6206 1364.6838 35.3733 923 1 1364.6838 ‐5.0570
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 24257.8100 20501.3116 96 78.33 None 1110.6194 KKFETLSYL 5395.1900 1110.6158 31.6863 856 1 1110.6158 ‐1.5096
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 268345.7000 1548.8075 18.7868 4580532 2 774.9074 ‐1.2183
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 195918.0000 2080.9922 21.1050 928968 3 694.3356 ‐1.9275
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 914.4229 YWTMWK 40920.9100 914.4219 18.1806 622473 2 457.7146 ‐2.8669
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 37465.0700 1942.9705 19.6900 321316 2 971.9889 ‐0.6385
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 935.4945 IIGFDNTR 19382.0300 935.4951 15.1876 19060 2 468.2512 ‐1.1265
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 924.5666 VWPPIGKK 2886.6400 924.5672 16.3543 10845 1 924.5672 1.80
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 565.2803 TMWK 4811.1790 565.2803 18.1755 40189 1 565.2803 ‐0.4072
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 197.7710 1781.8310 18.1235 12022 2 891.4191 0.0070
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 784.4353 1684.7818 21.1051 9124 2 842.8945 1.15
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 709.3264 GFDNTR 2882.0660 709.3270 15.1880 5148 1 709.3270 0.9201
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 622.5815 1062.4919 18.7672 4415 1 1062.4919 0.7830
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 1425.6797 EFELEHGFVYR 485.1291 1425.6714 21.1019 2762 1 1425.6714 ‐3.0856
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 1020.5261 LEHGFVYR 586.9564 1020.5217 21.0965 2399 1 1020.5217 ‐3.1794
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 111.0825 1338.6712 17.5200 2098 2 669.8392 ‐1.5477
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 822.4104 IGFDNTR 1592.1230 822.4097 15.1858 1957 1 822.4097 ‐0.3834
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 1278.6266 FELEHGFVYR 90.3323 1278.6187 25.5991 1786 1 1278.6187 ‐4.0193
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 1149.5687 ELEHGFVYR 178.8764 1149.5693 20.3497 1482 1 1149.5693 2.1656
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 760.4199 DSAQVLK 56.1309 760.4231 16.7789 1304 1 760.4231 4.38
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 896.4124 YWTMWK 167.6163 896.4102 18.1828 1864 2 448.7088 ‐4.2066



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 44178.3900 20501.3116 96 78.33 None 918.4680 IIGFDNTR 90.0198 918.4627 17.3183 926 1 918.4627 ‐4.8535
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 2222.1049 VGLDVFEEEPFMKPGLADTK 6242.2140 2222.1045 34.8458 21237 3 741.3730 ‐0.5040
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1109.5296 IVEADEFMR 9173.5020 1109.5313 24.8807 15308 2 555.2693 0.5294
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1449.7948 EADLISLHPVLDK 8363.7460 1449.7966 28.8336 14427 3 483.9370 0.1625
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1490.8213 GPVIDEAALVEHLK 2967.4290 1490.8208 29.9020 11650 3 497.6118 ‐1.3761
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 3161.2460 1373.6983 19.2353 9270 2 687.3528 ‐1.3312
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1021.4983 ASSMEEVLR 4020.3930 1021.5015 21.6739 9241 2 511.2544 1.86
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 2013.9335 AFSNMAVGYNNVDVEAANK 6973.7450 2013.9330 26.3658 8000 2 1007.4702 0.5270
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1014.5691 GQTVGVIGAGR 16582.0600 1014.5687 18.0240 7507 2 507.7880 ‐1.5627
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAA 2621.0080 2817.5010 24.5970 7441 3 939.8385 0.9051
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1306.7478 NAIVVPHIASASK 876.4878 1306.7512 22.6636 4975 3 436.2553 1.42
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1172.6456 VVSTKPMPGTR 262.3488 1172.6310 30.8292 4104 2 586.8191 ‐13.3584
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 2013.0956 GGLYEGWLPHLFVGNLLK 1292.6380 2013.0964 23.7343 3574 3 671.7036 ‐0.1585
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 897.5768 ALGLPVSKL 1306.1160 897.5775 18.1051 1106 2 449.2924 ‐0.6232
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 2486.1917 MMVEGFKMNLIYFDLYQSTR 690.6006 2486.1994 24.1705 922 2 1243.6033 4.76
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 768.4185 KPMPGTR 83.9533 768.4219 29.7629 33321 1 768.4219 4.95
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 713.4556 GLPVSKL 241.8792 713.4556 18.3078 3623 1 713.4556 0.0708
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 897.3771 EADEFMR 1301.6770 897.3780 24.8964 1734 1 897.3780 1.13
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 863.4291 SMEEVLR 214.4953 863.4274 20.5148 1660 1 863.4274 ‐1.4110
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1288.7372 NAIVVPHIASASK 158.4631 1288.7419 23.4848 1223 2 644.8746 2.85
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2220.4570 42476.0530 32 50.52 None 1003.4877 ASSMEEVLR 418.1812 1003.4838 20.0045 895 2 502.2455 ‐5.1073
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 2222.1049 VGLDVFEEEPFMKPGLADTK 3216.7410 2222.1045 34.8458 21237 3 741.3730 ‐0.3609
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1109.5296 IVEADEFMR 5804.9120 1109.5313 24.8807 15308 2 555.2693 0.6695
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1449.7948 EADLISLHPVLDK 11435.6400 1449.7966 28.8336 14427 3 483.9370 0.1822
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1490.8213 GPVIDEAALVEHLK 2621.4890 1490.8208 29.9020 11650 3 497.6118 ‐1.3498
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1021.4983 ASSMEEVLR 7945.7590 1021.5015 21.6739 9241 2 511.2544 2.0651
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 2013.9335 AFSNMAVGYNNVDVEAANK 4184.7280 2013.9330 26.3658 8000 2 1007.4702 0.7037
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1014.5691 GQTVGVIGAGR 26081.1400 1014.5687 18.0240 7507 2 507.7880 ‐1.4265
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1306.7478 NAIVVPHIASASK 1320.9990 1306.7512 22.6636 4975 3 436.2553 1.10
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1254.6014 GYPIWHDPNR 95.2961 1254.5876 25.3388 1289 2 627.7974 ‐11.6341
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 3532.7244 GYPIWHDPNRVDPFLNENASPPNASP 722.5300 3532.7192 31.2777 998 4 883.9353 ‐1.2656
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 1293.6070 GYNNVDVEAANK 416.5963 1293.6104 24.7767 7270 2 647.3089 2.1704
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1963.6870 42476.0530 32 50.52 None 897.3771 EADEFMR 758.9252 897.3780 24.8964 1734 1 897.3780 1.32
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 1715.8698 AITGISIESQPELDDK 4954.3610 1715.8687 36.4214 5698 2 858.4380 ‐0.4462
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 972.5724 LSVQIDLGK 3252.2890 972.5745 25.5742 5690 2 486.7909 0.8710
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 1213.6535 ELIPNSEQKR 416.2670 1213.6503 20.8832 2896 2 607.3288 ‐3.4762
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 1553.7667 RANQGLTHEEPSSK 539.3201 1553.7660 21.8509 2880 2 777.3866 ‐0.5874
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 859.4884 SVQIDLGK 762.0929 859.4900 25.5724 1225 1 859.4900 2.78
NP_177064.1 transcription factor BIM2 Arabidopsis thaliana 365.9190 34544.0103 6 11.25 None 1536.7401 RANQGLTHEEPSSK 219.1933 1536.7372 19.9248 2372 2 768.8722 ‐2.0973
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1148.5906 LSGTGSEGATIR 19156.7100 1148.5912 15.9502 5687 2 574.7993 ‐0.3848
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1540.8217 DSQDALGPLVDVALK 1388.3410 1540.8200 34.1724 4200 2 770.9137 ‐1.2578
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1031.5480 GATLVVSGDGR 2422.2940 1031.5494 18.0542 2528 2 516.2783 0.2090
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1043.6095 LVTVEDIVR 1444.3020 1043.5846 19.5781 3379 2 522.2960 ‐25.0153
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 2301.1510 ATGAFILTASHNPGGPTEDFGIK 414.5925 2301.0950 20.9509 2190 2 1151.0511 ‐23.0295
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 945.5047 MAAANGVRR 340.9411 945.4880 22.9733 1523 2 473.2476 ‐19.0007
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1202.6052 EYPIAEDLPR 832.7878 1202.6207 21.4491 1309 2 601.8140 12.0864
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1975.9396 GIHPEVANVASADEFEYK 296.1780 1975.8913 33.8925 1168 2 988.4493 ‐23.7575
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 2033.8319 TDDAGGEPPEFGAAADGDADR 1170.0800 2033.8300 21.7346 1053 2 1017.4186 ‐0.1712
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 918.4639 ERVGADGSK 850.2496 918.4676 18.6500 4338 1 918.4676 4.62
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1494.7659 DPVDGSVSKHQGIR 396.4912 1494.7660 17.5941 2007 3 498.9269 ‐0.9834
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 584.7995 63710.1934 12 11.62 None 1477.7394 DPVDGSVSKHQGIR 235.6473 1477.7449 17.6850 2210 3 493.2531 2.50
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 1197.5634 EIDEHLLAEE 66222.7700 1197.5645 24.6518 26292 2 599.2859 0.1167
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 1310.6297 VLEGDLMNEYK 8603.6250 1310.6285 25.5876 16242 2 655.8179 ‐1.5266
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 960.5248 LETEVEIK 43360.6600 960.5248 20.5572 15334 2 480.7660 ‐1.2963
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 3246.7119 NLITFKVLEGDLMNEYKSFAFTLQVTPK 569.2993 3246.7080 17.9744 842 6 541.9574 ‐1.2019
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 617.3505 EVEIK 148.1609 617.3522 18.5908 4042 1 617.3522 2.22
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 850.4305 EIDEHLL 404.8671 850.4258 25.8488 2677 1 850.4258 ‐4.9717
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 1050.5102 EIDEHLLAE 253.8100 1050.5093 24.3058 2422 1 1050.5093 0.4133
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 955.4367 DEHLLAEE 6653.6990 955.4356 24.6565 1089 1 955.4356 ‐0.1408
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 1098.4772 EGDLMNEYK 308.0021 1098.4776 25.5924 800 1 1098.4776 1.87
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 942.5142 LETEVEIK 1108.9130 942.5151 19.7952 10767 2 471.7612 ‐0.4226
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 7102.8700 18003.4241 11 29.11 None 1179.5528 EIDEHLLAEE 597.5086 1179.5509 26.6061 1037 2 590.2791 ‐2.4637
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1078.5891 TFGSIITSPR 8402.8130 1078.5902 16.2062 11691 2 539.7987 ‐0.0731
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1214.6991 VVVLTAEEVQK 11625.7800 1214.7000 22.3056 8065 2 607.8536 ‐0.0560
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1143.6408 YIAPEQVPVK 2441.4550 1143.6404 21.2138 6370 2 572.3238 ‐1.3215
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1027.5782 SADVAAAPVVK 10984.1700 1027.5788 18.0950 5218 2 514.2930 ‐0.6778
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1838.8542 IDELVESGEEVSEFEK 2496.1810 1838.8606 28.3652 5063 2 919.9339 3.61
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 2338.2024 EVTIPTPVAEKEEVAAPVSDEK 1541.7850 2338.2131 25.9471 2316 3 780.0759 4.66
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1971.0216 MAQEEVQKSADVAAAPVVK 1292.1640 1971.0037 25.0240 1436 2 986.0055 ‐8.3877
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 1415.7377 EAPAAEAEKSVSVK 574.2963 1415.7327 22.9969 1238 2 708.3700 ‐3.9045
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 867.4094 EVSEFEK 140.7607 867.4099 28.3451 7778 1 867.4099 1.1639
NP_177360.1 patellin 1 Arabidopsis thaliana 752.1993 64160.4569 18 15.36 None 573.3355 ITSPR 159.9154 573.3358 15.4176 4073 1 573.3358 0.1877
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 1078.5891 TFGSIITSPR 12852.7500 1078.5902 16.2062 11691 2 539.7987 ‐0.3798
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 1190.5840 SSFVFVSDFR 4204.6340 1190.5845 19.1615 7328 2 595.7959 ‐0.7325
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 1231.6892 IVITIDNQTSK 386.1259 1231.6696 22.5256 8272 2 616.3384 ‐16.9360
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 758.4407 IQLQEK 377.6044 758.4213 16.6654 1977 1 758.4213 ‐25.2921
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 1589.8468 EALTMLKNTVQWR 116.8394 1589.8407 23.0565 2867 2 795.4240 ‐3.9917
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 Carbamidomethyl+C(1) 2678.3032 CVRAIDFSNPEAKSSFVFVSDFR 266.7500 2678.3134 24.7845 1208 3 893.4427 3.89
NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 869.4516 VFVSDFR 72.5012 869.4540 23.4950 2087 1 869.4540 3.14



NP_177360.1 patellin 1 Arabidopsis thaliana 309.0522 64160.4569 18 15.36 None 830.4730 GSIITSPR 337.5364 830.4725 16.2122 1192 1 830.4725 ‐0.1825
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1563.8013 AVVQVFEGTSGIDNK 7415.2870 1563.8021 26.2927 21340 2 782.4047 0.3424
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 10862.5700 2178.1485 19.3803 17908 3 726.7210 ‐0.5219
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1088.5769 TPVSLDMLGR 4777.1210 1088.5772 27.8730 17105 2 544.7922 ‐0.7861
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1912.8786 GYPGYMYTDLATIYER 14467.8300 1912.8774 34.0322 16695 2 956.9423 ‐0.0710
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1715.9327 VTLFLNLANDPTIER 1671.0040 1715.9333 20.3609 15453 2 858.4703 0.5315
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1034.5629 YQEIVNIR 5223.5090 1034.5641 22.9313 15178 2 517.7857 ‐0.0555
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1596.9108 QIYPPINVLPSLSR 704.9976 1596.9127 20.1925 15065 2 798.9600 1.1466
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1029.5000 TLDQFYSR 2611.3550 1029.4995 21.9153 11468 2 515.2534 ‐1.6451
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1369.7362 FTTVQFTGEVLK 7797.2310 1369.7374 18.1791 10357 2 685.3723 0.3671
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1073.5473 GQVLEVDGEK 4391.4260 1073.5498 18.5306 9163 2 537.2785 1.1784
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1368.8097 TVSGVAGPLVILDK 3532.0270 1368.8092 32.1110 4771 2 684.9082 ‐0.8747
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1689.9323 NIFQSLDLAWTLLR 1645.3040 1689.9358 25.6170 3846 2 845.4716 2.09
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 2567.2195 DHSDVSNQLYANYAIGKDVQAMK 231.4317 2567.2408 32.0006 1319 2 1284.1241 10.1405
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 4127.1005 KGSITQIPILTMPNDDITHPTPDLTGYIT 619.6755 4127.1047 21.5741 4607 4 1032.5316 1.99
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 980.5047 DLATIYER 126.8342 980.5065 33.0396 7545 1 980.5065 2.75
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 896.4546 TPVSLDMLG 170.4778 896.4521 27.1805 3208 1 896.4521 ‐2.0718
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1094.5477 TEGQIYIDR 122.0328 1094.5510 20.0733 2490 2 547.7792 2.0361
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 815.3682 DQFYSR 96.2123 815.3721 21.9298 2448 1 815.3721 5.1816
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 725.4304 EIVNIR 145.3053 725.4322 21.0095 2017 1 725.4322 2.69
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1055.5368 GQVLEVDGEK 640.6024 1055.5387 18.7921 4715 1 1055.5387 3.88
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1894.3160 54221.7466 21 39.71 None 1011.4894 TLDQFYSR 126.9746 1011.4953 20.1124 1779 2 506.2513 4.23
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3608.2460 20786.3981 5 32.43 None 1393.6441 VATEESSAEVTDR 20831.4700 1393.6461 15.4288 22891 2 697.3267 0.9534
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3608.2460 20786.3981 5 32.43 None 1263.6579 VHISEPEPEVK 20083.3300 1263.6600 19.1319 13701 2 632.3336 0.8713
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3608.2460 20786.3981 5 32.43 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 6434.2210 2719.4368 25.3482 9948 4 680.6147 1.97
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3608.2460 20786.3981 5 32.43 None 1030.5779 KPTTEVEVK 230.6449 1030.5665 21.0624 3673 2 515.7869 ‐12.2214
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 3608.2460 20786.3981 5 32.43 None 1294.5757 ATEESSAEVTDR 117.2439 1294.5796 15.1175 829 1 1294.5796 5.72
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1352.6441 SASGNVVVYEGDR 8466.8660 1352.6462 18.9430 9318 2 676.8267 1.0167
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1122.6041 EAEGIVTYLK 1764.8540 1122.6060 26.5898 6337 2 561.8066 0.6494
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1422.7223 SQPIPAENNEPVK 11512.7900 1422.7239 18.0660 6272 2 711.8656 0.6901
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1192.5692 SADSATEVVGEK 1019.5000 1192.5671 16.1633 3545 2 596.7872 ‐2.6099
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1658.7980 NSEKKPTSHGEESTK 452.1944 1658.8331 15.8718 3038 3 553.6159 20.3034
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 2283.0928 VNVEVDQIESWFKDFQDGK 1006.9760 2283.0413 31.3214 2302 3 761.6853 ‐22.8018
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 3569.7799 GESVEGPAVRLFKPFDELFVDSKDFNG 708.6223 3569.7500 36.8004 1474 3 1190.5882 ‐7.3265
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1784.9218 EFANEYKIQGFPTLK 402.4530 1784.9360 25.5637 930 3 595.6502 7.73
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 904.5138 EGIVTYLK 170.6202 904.5120 26.2369 1891 2 452.7596 ‐3.4589
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1034.5000 DSATEVVGEK 427.3294 1034.5010 18.0030 1095 2 517.7541 ‐0.2874
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 644.6746 56649.6896 11 13.19 None 1107.5429 GNVVVYEGDR 406.1379 1107.5484 16.8628 863 2 554.2778 3.28
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 1341.6321 FGNFSIESESPK 5828.9090 1341.6330 25.4127 23058 2 671.3201 0.1037
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 1346.7791 SPLLLQSNPIHK 14961.4500 1346.7795 16.0036 11791 3 449.5980 ‐0.8319
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 835.4560 EFIEAVK 14599.8800 835.4561 21.2057 6403 2 418.2317 ‐1.4471
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 1183.6470 IVAYAAEYRK 1864.3240 1183.6459 17.8717 1120 2 592.3266 ‐1.8084
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 900.4574 YAAEYRK 259.7858 900.4575 17.5146 3560 1 900.4575 0.8520
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1706.5740 25120.5464 9 18.89 None 817.4454 EFIEAVK 123.4779 817.4416 21.0095 3939 1 817.4416 ‐4.2637
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 418.6581 25120.5464 9 18.89 None 1341.6321 FGNFSIESESPK 5619.2210 1341.6329 25.4104 22528 2 671.3201 0.1421
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 418.6581 25120.5464 9 18.89 None 1183.6470 IVAYAAEYRK 2341.8150 1183.6459 17.8717 1120 2 592.3266 ‐1.6653
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 925.7135 25120.5464 9 18.89 None 1346.7791 SPLLLQSNPIHK 16739.9900 1346.7795 16.0036 11791 3 449.5980 ‐1.0717
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1795.8683 LAEMPADSGYPAYLAAR 1610.1870 1795.8628 28.2936 22453 2 898.4350 ‐2.7827
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1578.7170 FEDPAEGEDTLVEK 7388.8760 1578.7188 23.9910 14391 2 789.8630 1.0533
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2092.0566 VSGPVVVADGMAGAAMYELVR 6288.6440 2092.0552 22.2410 13439 2 1046.5313 0.2583
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2112.3760 2203.0919 19.1977 12462 3 735.0355 2.39
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1019.5520 ISGDVYIPR 4019.3240 1019.5522 22.8692 10949 2 510.2797 ‐1.0532
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1255.7005 LAADTPLLTGQR 8114.8250 1255.7001 24.0096 10365 2 628.3537 ‐1.0314
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1471.7639 EDDLNEIVQLVGK 6678.8740 1471.7648 34.6772 9366 2 736.3860 0.3328
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 4439.6270 3736.8141 24.2998 8708 3 1246.2762 ‐1.3480
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1337.6260 YSTALESFYEK 2597.5330 1337.6304 26.9581 7440 2 669.3188 2.50
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2441.7140 2690.3470 35.2302 6806 3 897.4539 ‐1.6611
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2080.9346 LTTFEDDEKESEYGYVR 1969.1170 2080.9382 24.0907 6051 3 694.3176 1.38
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4367.8560 1675.7396 21.8690 5451 2 838.3734 0.9719
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1335.7379 VGHDNLIGEIIR 725.5132 1335.7357 29.3381 2564 3 445.9168 ‐2.8430
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 883.4672 LGDLFYR 3943.7190 883.4692 16.8992 6586 2 442.2382 0.7958
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1285.9370 2465.1604 23.8354 5641 2 1233.0838 5.38
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3379.5279 EASIYTGITIAEYFRDMGYNVSMMADS 390.9227 3379.6107 22.2847 1358 3 1127.2084 25.3480
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1574.8272 DALAEGDKITLETAK 2513.5410 1574.8291 23.7319 10983 3 525.6145 0.2366
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAA 148.1645 3064.5465 37.5573 2416 3 1022.1870 5.93
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(7) 1109.5408 AVVYVGCGER 254.7949 1109.5471 20.0358 6355 2 555.2772 4.21
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 878.4982 LAADTPLLT 376.6028 878.5014 23.9885 3342 2 439.7543 2.1376
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 770.3832 GDLFYR 177.6119 770.3805 16.8996 1824 1 770.3805 ‐3.2160
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 762.3668 FVEGDTI 104.7330 762.3645 24.2299 1795 1 762.3645 ‐2.7582
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1250.6020 GMAGAAMYELVR 662.9322 1250.6024 22.4120 1242 2 625.8048 ‐0.4603
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 Carbamidomethyl+C(8) 1224.5678 DAVVYVGCGER 268.1885 1224.5704 22.8194 1124 2 612.7888 1.47
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 1866.8028 TFEDDEKESEYGYVR 169.3758 1866.8084 23.1325 809 2 933.9078 3.17
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1514.7950 69154.7867 38 47.19 None 2673.3254 LEGDSATIQVYEETAGLTVNDPVLR 318.5332 2673.3148 35.3494 1433 3 891.7764 ‐3.8265
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1795.8683 LAEMPADSGYPAYLAAR 1758.3380 1795.8628 28.2936 22453 2 898.4350 ‐2.6149
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1545.8054 TTLVANTSNMPVAAR 3827.9300 1545.8066 23.0080 11894 2 773.4070 0.8258
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1019.5520 ISGDVYIPR 4597.0640 1019.5522 22.8692 10949 2 510.2797 ‐0.9168
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1255.7005 LAADTPLLTGQR 8042.7570 1255.7001 24.0096 10365 2 628.3537 ‐0.8854
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1471.7639 EDDLNEIVQLVGK 3437.6040 1471.7648 34.6772 9366 2 736.3860 0.4875
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1337.6260 YSTALESFYEK 3851.2800 1337.6304 26.9581 7440 2 669.3188 2.43



NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2018.1480 2690.3470 35.2302 6806 3 897.4539 ‐1.4432
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5015.3890 1675.7396 21.8690 5451 2 838.3734 1.1349
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 1335.7379 VGHDNLIGEIIR 1436.9560 1335.7357 29.3381 2564 3 445.9168 ‐2.8415
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 878.4982 LAADTPLLT 288.6594 878.5014 23.9885 3342 2 439.7543 2.83
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 946.4775 TSNMPVAAR 125.7818 946.4752 22.4710 2294 1 946.4752 ‐1.2953
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 730.6232 69154.7867 38 47.19 None 885.4312 TTLVANTSN 132.7359 885.4262 22.8266 1190 1 885.4262 ‐4.7925
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1573.8432 GVTTIIGGGDSVAAVEK 159126.3000 1573.8447 26.1596 127092 2 787.4260 0.8555
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 2015.9516 VDLNVPLDDNSNITDDTR 10360.0900 2015.9507 27.9156 36217 2 1008.4790 0.2725
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1749.0269 LVAGLPEGGVLLLENVR 13745.1900 1749.0281 21.5221 29885 2 875.0177 0.9244
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 10097.9800 2266.1752 21.9694 29630 2 1133.5913 ‐0.3230
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1388.7420 ELDYLVGAVANPK 35568.2000 1388.7435 28.7467 26941 2 694.8754 0.6207
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1539.8992 GVSLLLPTDVVIADK 3104.4040 1539.8994 20.6429 24173 2 770.4533 ‐0.0908
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1903.9661 LAALADVYVNDAFGTAHR 1250.3080 1903.9648 18.8682 7197 3 635.3265 ‐1.2869
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1074.6306 KPFAAIVGGSK 1457.7460 1074.6324 14.3003 4128 2 537.8199 0.6218
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1518.7646 AQGLSVGSSLVEEDK 692.5411 1518.7666 24.8881 1724 2 759.8869 1.0896
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 964.5098 FAAGTEAVAK 737.8110 964.5048 17.9349 1232 2 482.7561 ‐6.4808
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1716.7752 FYAEEEKNDPEFAK 1173.2670 1716.7687 20.5596 10933 3 572.9277 ‐4.5943
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 2699.3538 TIIWNGPMGVFEFDKFAAGTEAVAK 894.3957 2699.3504 22.4028 10371 3 900.4550 ‐1.0893
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1342.4290 2370.2920 20.9815 10196 3 790.7688 0.0359
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 2983.6310 QLAELSGKGVTTIIGGGDSVAAVEKVG 951.4851 2983.6362 35.3744 5647 4 746.6645 1.79
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1844.8701 FYAEEEKNDPEFAKK 1587.8520 1844.8785 18.9113 3376 3 615.6310 3.09
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 856.5251 LLLENVR 1364.7090 856.5246 21.3409 24628 2 428.7659 ‐2.1012
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 591.3137 PEFAK 126.2553 591.3131 20.7625 11232 1 591.3131 ‐1.3531
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1464.6866 DVYVNDAFGTAHR 229.0744 1464.6919 18.0616 1943 3 488.9022 2.34
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1070.6092 LPTDVVIADK 198.9596 1070.6128 19.8732 1596 2 535.8100 2.62
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1370.7314 ELDYLVGAVANPK 314.3885 1370.7354 29.8835 10514 2 685.8713 2.25
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 21 51.87 None 1371.7155 ELDYLVGAVANPK 364.9401 1371.7142 27.8678 1018 2 686.3608 ‐1.3987
NP_178171.1 3 isopropylmalate dehydrogenase 2 Arabidopsis thaliana 228.5076 43541.9672 4 9.38 None 957.5476 AAALQTNIR 3795.9170 957.5479 19.0249 15276 1 957.5479 1.98
NP_178171.1 3 isopropylmalate dehydrogenase 2 Arabidopsis thaliana 228.5076 43541.9672 4 9.38 None 1526.8975 ANPLATILSAAMLLK 1729.9130 1526.9020 25.6260 6230 2 763.9547 2.38
NP_178171.1 3 isopropylmalate dehydrogenase 2 Arabidopsis thaliana 228.5076 43541.9672 4 9.38 None 1392.7369 ESDAVLLGAIGGYK 2131.6970 1392.7347 30.9515 2706 2 696.8710 ‐2.0647
NP_178171.1 3 isopropylmalate dehydrogenase 2 Arabidopsis thaliana 228.5076 43541.9672 4 9.38 None 1271.7106 ANVLEASILWR 235.4428 1271.7353 24.4125 1371 1 1271.7353 21.5803
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 873.4577 EAAWGLAR 22716.4100 873.4586 22.2187 43265 2 437.2330 ‐0.4370
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 2108.0000 2404.1286 33.0491 9360 3 802.0477 3.41
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 4856.9190 1484.8179 26.7311 9019 2 742.9126 2.28
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 1417.5420 3073.5874 37.8258 4504 3 1025.2006 1.11
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 900.5261 ALQNSVLR 1554.8910 900.5257 18.9025 3108 2 450.7665 ‐1.9647
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 1623.8298 ASPETVADFTLTMLK 523.4821 1623.8248 19.7769 1650 2 812.4161 ‐3.0992
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(5) 910.4451 TFVDCLR 3301.2460 910.4455 23.1774 11197 2 455.7264 ‐1.0179
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(17) 2746.3101 VDKGLSPLAGSNEESWCQGLDGLASR 327.7654 2746.3349 44.8222 2534 3 916.1165 9.79
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 673.3780 AWGLAR 72.1154 673.3763 22.2183 6566 1 673.3763 ‐2.6488
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(3) 662.3291 VDCLR 143.6536 662.3292 24.8617 3551 1 662.3292 0.0638
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 Carbamidomethyl+C(5) 892.4346 TFVDCLR 123.9746 892.4387 21.9784 2277 2 446.7230 3.1256
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1107.1810 42555.2237 23 26.85 None 855.4472 EAAWGLAR 180.8181 855.4492 22.2164 1756 2 428.2282 0.8741
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 None 873.4577 EAAWGLAR 33768.8300 873.4586 22.2187 43265 2 437.2330 ‐0.3065
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3386.2270 2404.1286 33.0491 9360 3 802.0477 3.62
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 6915.4830 1484.8179 26.7311 9019 2 742.9126 2.80
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 881.8578 3073.5874 37.8258 4504 3 1025.2006 1.01
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 None 900.5261 ALQNSVLR 5011.8280 900.5257 18.9025 3108 2 450.7665 ‐1.8331
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(5) 910.4451 TFVDCLR 4159.1210 910.4455 23.1774 11197 2 455.7264 ‐0.8860
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 None 1417.6918 LASIGLDNTEDNR 2515.8310 1417.7070 21.9811 9839 2 709.3572 10.43
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(17) 2746.3101 VDKGLSPLAGSNEESWCQGLDGLASR 491.5136 2746.3354 36.6742 858 3 916.1167 9.67
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(3) 662.3291 VDCLR 321.1451 662.3292 24.8617 3551 1 662.3292 0.2024
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 Carbamidomethyl+C(5) 892.4346 TFVDCLR 155.1533 892.4387 21.9784 2277 2 446.7230 3.69
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1656.9430 42555.2237 23 26.85 None 855.4472 EAAWGLAR 226.9932 855.4492 22.2164 1756 2 428.2282 1.0039
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 2965.5126 FTQTVRELEEAVLAGGTAANAVRDYQ 1812.6800 2965.5090 25.5204 6126 3 989.1745 ‐0.7761
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 2548.2388 SMKPSFDADNEFITLLHGSDPVK 481.0733 2548.2312 38.4359 2098 3 850.0819 ‐2.9501
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1647.8184 DKDRELSESQAEIK 1600.2190 1647.8193 25.4130 2077 2 824.4133 0.5873
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1217.6260 AVEELTEELGK 594.1091 1217.6192 21.7468 21476 2 609.3132 ‐6.3928
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1098.6154 QSLGGADIIPK 1237.7300 1098.5981 22.9333 5202 2 549.8027 ‐16.7403
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1670.8708 ELEEAVLAGGTAANAVR 783.6154 1670.8624 32.1015 3526 2 835.9348 ‐4.9333
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1117.5596 AANDKDQSLR 203.6749 1117.5838 36.3165 3195 2 559.2956 20.6537
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1360.6815 AANDKDQSLRDK 1383.8710 1360.6924 19.1668 2849 2 680.8498 7.97
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1161.6222 GASTTAQLLSGR 446.6421 1161.6017 16.6230 1005 2 581.3045 ‐18.6166
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1587.8085 VLEESLRGPSSSGNR 417.5153 1587.8036 25.4810 11069 2 794.4054 ‐3.2148
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1356.7230 VELNRLENDVR 1180.3490 1356.7231 24.0350 6156 1 1356.7231 2.25
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1945.9879 LTSNGFFSKRSPSSQFR 354.4505 1946.0035 18.9107 2592 2 973.5054 8.23
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 223.9691 69829.6684 13 10.17 None 1133.5685 ELSESQAEIK 217.8586 1133.5748 23.2371 3224 2 567.2910 4.56
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3142.7240 28677.6266 4 22.26 None 1631.8176 STPQSIWYGPDRPK 31174.5400 1631.8192 23.0921 30430 3 544.6113 0.1153
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3142.7240 28677.6266 4 22.26 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAED 11252.5000 3555.7459 44.7007 14751 3 1185.9202 ‐0.5915
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3142.7240 28677.6266 4 22.26 None 1252.6757 NRELEVIHSR 234.9120 1252.6547 18.1306 41078 2 626.8310 ‐17.3628
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3142.7240 28677.6266 4 22.26 None 1078.5640 NRELEVIHS 224.0123 1078.5622 18.0572 941 2 539.7847 ‐2.5802
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 5825.6200 28706.5844 5 36.60 None 983.4985 FGEAVWFK 104156.9000 983.4987 18.4431 105158 2 492.2530 ‐1.4358
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 5825.6200 28706.5844 5 36.60 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 6124.7460 1893.9632 23.1986 16181 2 947.4853 2.36
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 5825.6200 28706.5844 5 36.60 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAG 5658.9610 4016.7919 21.8076 14677 3 1339.6022 ‐0.9560
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 5825.6200 28706.5844 5 36.60 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAED 9400.3170 3555.7395 24.5700 11149 3 1185.9180 ‐2.6577
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 5825.6200 28706.5844 5 36.60 None 836.4301 GEAVWFK 46892.2600 836.4307 18.4414 10547 1 836.4307 1.08
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1292.6634 FYSLPALNDPR 14216.9500 1292.6642 18.0251 18278 2 646.8357 ‐0.0095
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 3241.8020 1548.8245 21.7118 11930 2 774.9159 ‐2.2600
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1116.6259 TSLAPGSGVVTK 8146.9940 1116.6250 18.9392 11667 2 558.8162 ‐1.7968



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 3030.0840 2104.0917 22.6459 11453 2 1052.5495 0.3295
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 914.5669 ILLESAIR 10486.0400 914.5672 16.6061 8294 2 457.7872 ‐1.1581
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 7722.7860 2398.1464 35.1655 5961 2 1199.5769 0.7166
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1497.7254 SDETVAMIEAYLR 4961.4320 1497.7267 36.1712 5821 2 749.3670 0.6224
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1009.5135 LSVFDAAMR 2473.8500 1009.5181 17.5216 5616 2 505.2627 3.87
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1184.6786 QVEIPFKPAR 845.8474 1184.6804 23.4724 1259 3 395.5650 0.1562
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 930.4680 SSSLFSFR 748.3654 930.4808 22.8162 4345 1 930.4808 14.6854
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1442.7485 YLTASSSASSSIIR 341.8396 1442.7815 22.6106 2673 2 721.8944 22.4893
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1557.7140 SGEDADTLGLTGHER 1728.4950 1557.7428 24.1673 1862 2 779.3750 18.3529
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 2136.0608 EAQEKVVNFSFDGQPAELK 514.7304 2136.0472 21.2836 6052 2 1068.5273 ‐5.3559
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 623.3035 YLTASS 78.2083 623.3067 24.0002 4780 1 623.3067 4.55
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 697.3556 QVEIPF 124.3145 697.3562 22.8166 2059 1 697.3562 0.9825
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 781.3727 YLTASSSA 176.2381 781.3717 21.7993 1665 1 781.3717 ‐0.8527
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 563.2606 DAAMR 110.3902 563.2583 16.8456 1572 1 563.2583 ‐4.6279
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 756.3563 SSSLFSF 109.0663 756.3545 24.3477 1493 1 756.3545 ‐2.1284
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 744.4250 PGSGVVTK 4537.8370 744.4230 18.9275 1401 1 744.4230 ‐2.4786
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 857.4363 DGQPAELK 233.5366 857.4362 23.2035 1036 2 429.2217 ‐1.6938
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 991.5030 LSVFDAAMR 197.8010 991.5054 18.3051 1541 1 991.5054 3.23
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 777.9878 108828.8021 49 13.33 None 1275.6368 FYSLPALNDPR 186.2405 1275.6440 19.8960 1004 2 638.3256 4.61
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1116.6259 TSLAPGSGVVTK 18075.1900 1116.6250 18.9392 11667 2 558.8162 ‐1.6565
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 2065.4730 2398.1464 35.1655 5961 2 1199.5769 0.9089
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1497.7254 SDETVAMIEAYLR 4895.1430 1497.7267 36.1712 5821 2 749.3670 0.7782
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1184.6786 QVEIPFKPAR 1020.6080 1184.6804 23.4724 1259 3 395.5650 0.1336
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1596.7864 DTIILAGAEYGSGSSR 449.2933 1596.7786 25.5775 1147 2 798.8929 ‐4.8102
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1599.7815 WSHSFHSKPSPFR 419.4701 1599.7917 22.9145 2789 2 800.3995 6.02
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1557.7140 SGEDADTLGLTGHER 935.4222 1557.7428 24.1673 1862 2 779.3750 18.5111
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 1573.7890 MYLTASSSASSSIIR 321.5617 1573.7602 23.3876 1660 2 787.3837 ‐18.2731
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 None 697.3556 QVEIPF 149.5863 697.3562 22.8166 2059 1 697.3562 1.1246
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 425.8870 108828.8021 49 13.33 Carbamidomethyl+C(16) 2381.1218 VYSSYLELNLDDVEPCISGPK 527.6445 2381.1203 34.6124 1848 3 794.3783 ‐0.5802
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1292.6634 FYSLPALNDPR 12187.6200 1292.6642 18.0251 18278 2 646.8357 ‐0.2060
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 4394.8620 1548.8245 21.7118 11930 2 774.9159 ‐2.3248
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 3208.6530 2104.0917 22.6459 11453 2 1052.5495 0.5504
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 914.5669 ILLESAIR 5261.8520 914.5672 16.6061 8294 2 457.7872 ‐1.5492
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1550.7849 VVNFSFDGQPAELK 842.2563 1550.7862 17.9787 8133 2 775.8968 0.6223
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1009.5135 LSVFDAAMR 2112.8300 1009.5181 17.5216 5616 2 505.2627 3.0064
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 2662.3069 DIWPTTEEIAEVVQSSVLPDMFR 999.0996 2662.3218 25.6053 4916 3 888.1121 5.90
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1831.9946 NGVTATDLVLTVTQMLR 714.5524 1831.9480 24.7426 2649 2 916.4776 ‐24.9776
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 2136.0608 EAQEKVVNFSFDGQPAELK 318.7528 2136.0472 21.2836 6052 2 1068.5273 ‐5.1185
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 2119.1362 MRNGVTATDLVLTVTQMLR 205.3327 2119.1270 23.1026 4038 3 707.0472 ‐4.8699
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1739.8421 ATYESITKGNPMWNK 331.4428 1739.8339 17.6952 3083 2 870.4206 ‐4.5058
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1216.6572 IIDWEKTSPK 104.3190 1216.6490 17.7509 1905 2 608.8282 ‐7.7631
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 Carbamidomethyl+C(3) 650.3113 LACMR 79.7954 650.3103 20.9531 1920 1 650.3103 ‐1.6888
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 725.3828 GQPAELK 87.0645 725.3806 23.3757 1872 1 725.3806 ‐2.9559
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 801.4829 LLESAIR 141.6461 801.4837 16.6073 1202 1 801.4837 1.29
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 991.5030 LSVFDAAMR 142.7401 991.5054 18.3051 1541 1 991.5054 3.48
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 383.5118 108828.8021 49 13.33 None 1275.6368 FYSLPALNDPR 97.9372 1275.6440 19.8960 1004 2 638.3256 4.08
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1200.6293 VVDAMGVPIDGK 45959.0800 1200.6314 24.2818 30471 2 600.8194 0.9417
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1043.5732 TGSIVDVPAGK 35963.2100 1043.5743 20.1110 30014 2 522.2908 ‐0.0874
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1250.6375 AAELTNLFESR 14096.6000 1250.6379 29.7270 25300 2 625.8226 ‐0.4174
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1330.7577 TTIAIDTILNQK 8539.7310 1330.7571 18.5255 23764 2 665.8822 ‐1.0373
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 10550.8900 2308.1611 24.1277 22989 3 770.0585 1.38
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1026.5942 AVDSLVPIGR 20614.9100 1026.5946 25.5708 19846 2 513.8009 ‐0.8565
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1283.6994 QPQYAPLPIEK 638.0148 1283.7011 24.5467 12732 2 642.3542 0.6357
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1572.7441 NFYANFQVDEIGR 3475.7020 1572.7444 30.8379 12141 2 786.8758 0.0288
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 815.4621 ELLIGDR 11931.6000 815.4630 21.9351 6532 2 408.2351 ‐0.5733
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1226.6198 SVHEPMQTGLK 9515.6270 1226.6214 17.3386 5029 2 613.8143 0.5360
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 1266.6340 2036.9223 20.5714 1357 2 1018.9648 ‐3.1723
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1704.8261 DNGMHALIIYDDLSK 1147.1460 1704.8370 31.2551 3497 3 568.9505 5.90
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1012.4806 GALSDHEQR 378.9444 1012.4602 22.7657 2099 1 1012.4602 ‐18.9644
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 2722.3763 AMLGRVVDAMGVPIDGKGALSDHEQ 1534.1270 2722.3884 22.2987 4758 3 908.1343 4.17
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1928.9421 QGLDQELVRQQENESR 319.4237 1928.9386 39.1340 874 2 964.9729 ‐1.2352
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 518.2609 EVAAF 185.9329 518.2610 26.1297 3222 1 518.2610 ‐0.5294
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1444.7390 GSDLDAATQALLNR 215.3435 1444.7459 24.4832 1684 2 722.8766 4.03
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1002.4925 DAMGVPIDGK 750.6533 1002.4900 24.2764 1667 1 1002.4900 ‐1.3362
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 686.4196 LLIGDR 160.4835 686.4214 21.1485 974 1 686.4214 2.72
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1208.6092 SVHEPMQTGLK 414.4708 1208.6108 16.6951 2374 2 604.8090 0.4728
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1182.6187 VVDAMGVPIDGK 430.4371 1182.6207 25.0554 1555 2 591.8140 0.7967
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3743.0020 86275.6177 45 23.55 None 1209.5932 SVHEPMQTGLK 171.6164 1209.5901 18.0623 1321 2 605.2987 ‐3.4085
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1200.6293 VVDAMGVPIDGK 43914.1700 1200.6314 24.2818 30471 2 600.8194 1.0854
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1043.5732 TGSIVDVPAGK 43000.8700 1043.5743 20.1110 30014 2 522.2908 0.0499
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1250.6375 AAELTNLFESR 15749.1700 1250.6379 29.7270 25300 2 625.8226 ‐0.2716
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1026.5942 AVDSLVPIGR 18793.8100 1026.5946 25.5708 19846 2 513.8009 ‐0.7198
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1283.6994 QPQYAPLPIEK 870.0955 1283.7011 24.5467 12732 2 642.3542 0.7828
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1572.7441 NFYANFQVDEIGR 2054.8280 1572.7444 30.8381 11538 2 786.8758 0.2263
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1226.6198 SVHEPMQTGLK 13092.1200 1226.6214 17.3386 5029 2 613.8143 0.6808
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1704.8261 DNGMHALIIYDDLSK 1509.5640 1704.8370 31.2551 3497 3 568.9505 5.94
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 856.4887 DSLVPIGR 2159.7080 856.4856 25.5774 2341 1 856.4856 ‐2.8456
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1002.4925 DAMGVPIDGK 718.1132 1002.4900 24.2764 1667 1 1002.4900 ‐1.1639
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3085.0090 86275.6177 45 23.55 None 1090.5527 ELTNLFESR 176.1585 1090.5454 29.3882 1289 1 1090.5454 ‐5.1138



NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 1330.7577 TTIAIDTILNQK 13812.3000 1330.7571 18.5255 23764 2 665.8822 ‐1.2143
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 13468.1700 2308.1611 24.1277 22989 3 770.0585 1.68
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 1865.9352 AESLHAGNIELAEDLQR 420.1355 1865.9248 22.2805 2654 2 933.4660 ‐5.0280
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 261.6537 2036.9223 20.5714 1357 2 1018.9648 ‐2.9859
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 3002.5503 GMALNLENENVGIVVFGGDTAIKEGD 1323.5190 3002.6044 24.1891 15009 3 1001.5396 18.5079
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 817.4203 IDWEVR 276.5154 817.4327 20.8469 6294 1 817.4327 15.6736
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 3181.6277 LELAQYREVAAFAQFGSDLDAATQALL 273.5107 3181.5876 19.9025 2027 3 1061.2007 ‐11.8882
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 2264.1629 IERAESLHAGNIELAEDLQR 1274.3730 2264.1471 17.9176 4040 2 1132.5772 ‐5.4617
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 2667.3049 LELAQYREVAAFAQFGSDLDAATQA 456.7905 2667.3095 20.9751 1222 3 889.7747 1.17
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 1432.6703 AESLHAGNIELAED 191.0389 1432.6687 22.2597 865 1 1432.6687 1.27
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 827.4258 LAEDLQR 315.5292 827.4231 18.3399 784 2 414.2152 ‐5.1785
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 1756.0420 86275.6177 45 23.55 None 1847.9246 AESLHAGNIELAEDLQR 264.4179 1847.9268 22.9378 974 2 924.4671 1.94
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1804.9222 GLASVGLTSLQSGMDNVR 1199.8480 1804.9244 18.7601 10254 2 902.9658 1.41
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1276.5838 LQADDMDELAR 5623.3870 1276.5874 23.2462 8502 2 638.7973 2.1106
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1181.5797 LADTYGSGELR 7251.8910 1181.5828 19.8546 7631 2 591.2950 1.17
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1536.9611 VTELVPLVAEILIK 6063.1350 1536.9636 24.3898 7263 2 768.9855 1.08
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1278.7668 GVVLPDVPEILK 1170.4670 1278.7695 20.3944 6765 2 639.8884 1.60
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1718.8344 GEEGKPVEGADVYVGGR 2131.2960 1718.8373 19.7142 5793 3 573.6173 0.8494
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 Carbamidomethyl+C(6) 1343.5533 YGEDGCADVTTR 1022.9840 1343.5488 15.9993 1519 2 672.2780 ‐3.8990
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1148.6020 FSPEPSILMK 189.0922 1148.5920 31.2981 2751 2 574.7996 ‐9.6747
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1244.6593 LPNGVTTSAQTR 885.6506 1244.6693 23.4134 2080 2 622.8383 7.47
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1363.7328 AVLEAYRDLGTR 471.5817 1363.7114 28.7954 2007 2 682.3593 ‐16.2486
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 Carbamidomethyl+C(15)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 Carbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 2882.4966 RSVLVAAAQTTAPAESTASVDADRLEP 1571.2900 2882.4882 23.1959 2321 3 961.5009 ‐2.5634
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1144.6181 DLGTRGNRQK 131.8624 1144.6097 29.9053 1937 2 572.8085 ‐8.3090
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1302.6471 LTSLQSGMDNVR 984.1917 1302.6448 17.2034 8048 3 434.8865 ‐2.9678
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1106.5259 SLQSGMDNVR 299.7468 1106.5253 18.0415 2676 2 553.7663 ‐1.5946
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 561.7670 66018.3175 17 29.69 None 1113.5647 PNGVTTSAQTR 145.6395 1113.5621 25.4094 2622 2 557.2847 ‐3.3321
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 Carbamidomethyl+C(2) 1900.9698 VCIVGSGPAAHTAAIYASR 6478.4630 1900.9720 15.7295 5618 3 634.3289 0.5335
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 Carbamidomethyl+C(10) 3020.4088 QAITAAGTGCMAALDAEHYLQEIGSQ 1222.8970 3020.4091 36.1018 2327 3 1007.4745 0.5696
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1492.7642 TSVVGVFAAGDVQDK 1259.7080 1492.7305 19.2087 2168 2 746.8689 ‐22.8547
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1857.9341 QSERFGTTIFTETVNK 1254.0160 1857.9418 19.9668 6870 2 929.4745 4.66
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1597.7857 QSERFGTTIFTETV 510.0626 1597.7885 18.8585 4851 2 799.3979 1.67
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1088.5371 GVFAAGDVQDK 294.0417 1088.5375 18.7317 2952 1 1088.5375 1.15
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1103.5732 TSVVGVFAAGDV 409.6925 1103.5665 19.4323 1602 1 1103.5665 ‐4.4679
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 469.4456 40242.4443 13 13.23 None 1839.9236 QSERFGTTIFTETVNK 685.8959 1839.9215 21.3286 2524 3 613.9787 ‐1.8039
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 425.3976 40242.4443 13 13.23 Carbamidomethyl+C(2) 1900.9698 VCIVGSGPAAHTAAIYASR 7803.4230 1900.9720 15.7295 5618 3 634.3289 0.3818
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 425.3976 40242.4443 13 13.23 None 1492.7642 TSVVGVFAAGDVQDK 835.6829 1492.7305 19.2087 2168 2 746.8689 ‐22.9483
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 425.3976 40242.4443 13 13.23 None 1857.9341 QSERFGTTIFTETVNK 420.6397 1857.9418 19.9668 6870 2 929.4745 4.09
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 425.3976 40242.4443 13 13.23 None 1597.7857 QSERFGTTIFTETV 236.7199 1597.7885 18.8585 4851 2 799.3979 1.71
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 425.3976 40242.4443 13 13.23 None 1088.5371 GVFAAGDVQDK 202.6857 1088.5375 18.7317 2952 1 1088.5375 1.87
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 2002.9465 ASGDYAIVIAHNPDSDTTR 7944.4130 2002.9524 23.0767 17180 3 668.3223 2.72
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 1016.5306 AMIGQVAGGGR 10784.9400 1016.5320 18.0954 13639 2 508.7696 0.1906
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 1292.6957 GVVTEIIHDPGR 3228.4430 1292.6950 23.9337 11983 2 646.8512 ‐1.1898
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 1437.7080 1974.9485 24.6652 10469 3 658.9877 1.72
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 1251.7783 ATLVVGNVLPLR 17274.3100 1251.7790 19.3226 8795 2 626.3931 ‐0.2481
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 823.3945 SLDFGER 11345.8800 823.3957 20.1108 7801 2 412.2015 ‐0.0256
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 1701.8707 FRSLDFGERNGYLK 639.1386 1701.8672 33.8248 4533 2 851.4372 ‐1.9452
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 Carbamidomethyl+C(3) 1420.6750 VVCNVEHHVGDR 236.8698 1420.6726 25.7378 2830 2 710.8400 ‐2.1035
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 None 1325.6444 VIAHNPDSDTTR 388.7903 1325.6428 23.8209 1211 2 663.3250 ‐1.8502
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2406.6320 28030.2598 20 33.33 Carbamidomethyl+C(5) 1548.7336 GAVVCNVEHHVGDR 231.4256 1548.7412 23.1858 920 3 516.9186 3.13
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 None 2002.9465 ASGDYAIVIAHNPDSDTTR 6661.6450 2002.9524 23.0767 17180 3 668.3223 2.53
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 None 1016.5306 AMIGQVAGGGR 18608.4700 1016.5320 18.0954 13639 2 508.7696 0.3269
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 None 1292.6957 GVVTEIIHDPGR 2494.3770 1292.6950 23.9337 11983 2 646.8512 ‐1.0423
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 812.7662 1974.9485 24.6652 10469 3 658.9877 1.08
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 Carbamidomethyl+C(19) 2440.1676 QKELFVAAEGMYTGQFLYCGK 435.8060 2440.1123 27.7090 1113 3 814.0423 ‐22.5756
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 Carbamidomethyl+C(3) 1420.6750 VVCNVEHHVGDR 103.0528 1420.6726 25.7378 2830 2 710.8400 ‐1.9508
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 None 1325.6444 VIAHNPDSDTTR 388.3309 1325.6428 23.8209 1211 2 663.3250 ‐1.7014
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 Carbamidomethyl+C(5) 1548.7336 GAVVCNVEHHVGDR 158.1863 1548.7412 23.1858 920 3 516.9186 3.69
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1492.1660 28030.2598 20 33.33 None 814.4530 IGQVAGGGR 531.7655 814.4528 18.0944 755 1 814.4528 0.4135
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 815.1478 28030.2598 20 33.33 None 1251.7783 ATLVVGNVLPLR 17525.6800 1251.7790 19.3226 8795 2 626.3931 ‐0.4657
NP_179566.1 profilin 1 Arabidopsis thaliana 1232.9460 14380.3176 6 41.22 None 2024.0011 DFEEPGFLAPTGLFLGGEK 3521.5630 2024.0019 22.4143 14319 2 1012.5046 1.1458
NP_179566.1 profilin 1 Arabidopsis thaliana 1232.9460 14380.3176 6 41.22 None 1151.5830 LGDYLIESEL 4586.7220 1151.5795 33.8334 11101 1 1151.5795 ‐1.3843
NP_179566.1 profilin 1 Arabidopsis thaliana 1232.9460 14380.3176 6 41.22 Carbamidomethyl+C(19) 2845.3284 TNQALVFGFYDEPMTGGQCNLVVER 1949.5610 2845.3250 35.6047 7028 3 949.1132 ‐0.8834
NP_179566.1 profilin 1 Arabidopsis thaliana 1118.5700 14380.3176 6 41.22 None 1151.5830 LGDYLIESEL 6451.8760 1151.5795 33.8334 11101 1 1151.5795 ‐1.1973
NP_179566.1 profilin 1 Arabidopsis thaliana 1118.5700 14380.3176 6 41.22 Carbamidomethyl+C(19) 2845.3284 TNQALVFGFYDEPMTGGQCNLVVER 1830.8700 2845.3250 35.6047 7028 3 949.1132 ‐0.6408
NP_179566.1 profilin 1 Arabidopsis thaliana 1118.5700 14380.3176 6 41.22 None 1640.9370 FPQLKPQEIDGIKK 2588.7250 1640.9400 24.8422 5229 3 547.6515 0.9930
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 1327.6852 NVGSVVAVDQDPK 193593.6000 1327.6840 20.0026 183008 2 664.3457 ‐1.4859
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 2285.0932 VNYANISTNNYALDEVEEVK 11278.6800 2285.0869 30.3412 43535 2 1143.0471 ‐1.5006
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 2276.0525 AAEDTPPATASSDSSSTTAAAAPAK 8271.8930 2276.0559 16.8391 11105 2 1138.5316 2.13
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 875.3934 ESYWYK 1344.1870 875.3935 20.5447 4484 2 438.2004 ‐1.3304
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 989.5891 TRYPVVVR 15566.7500 989.5893 18.0921 29165 2 495.2983 ‐1.0335
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 2743.3745 LVVRAAEDTPPATASSDSSSTTAAAAPA 285.8574 2743.3782 25.1224 3412 3 915.1309 1.38
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 772.3836 AVDQDPK 242.0689 772.3816 20.2310 7384 1 772.3816 ‐2.1905
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 1548.8016 LVVRAAEDTPPATASS 512.8037 1548.8014 25.1704 7294 2 774.9043 ‐0.3294
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 732.4403 YPVVVR 75.1011 732.4411 18.2310 2531 1 732.4411 1.11
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 20636.9000 15189.4225 14 52.41 None 2258.0419 AAEDTPPATASSDSSSTTAAAAPAK 367.0999 2258.0312 18.4820 2260 2 1129.5192 ‐3.5144
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1698.4850 15189.4225 14 52.41 None 2285.0932 VNYANISTNNYALDEVEEVK 7498.4730 2285.0869 30.3412 43535 2 1143.0471 ‐1.3129



NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1698.4850 15189.4225 14 52.41 None 1327.6852 NVGSVVAVDQDPK 7147.2270 1327.6867 19.8948 5737 2 664.3470 0.6770
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1698.4850 15189.4225 14 52.41 None 989.5891 TRYPVVVR 31032.7700 989.5893 18.0921 29165 2 495.2983 ‐0.8983
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 1698.4850 15189.4225 14 52.41 None 472.3242 VVVR 5310.6760 472.3248 18.0957 2045 1 472.3248 0.6174
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1089.5786 GVAASSLEEVK 1938.3290 1089.5801 21.1721 78279 2 545.2937 0.2670
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1389.6744 LITADDLDDAAEK 9344.8070 1389.6769 23.9042 18847 2 695.3421 1.47
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1687.8901 AIQDVFPNESELVVK 4508.1330 1687.8813 31.3470 17714 2 844.4443 ‐5.1380
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1660.8428 VPIDVFAGITDEDAAK 3934.7390 1660.8422 33.0945 15343 2 830.9247 ‐0.3565
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 2694.3271 LHGGTPANFLDVGGNASEHQVVEAFK 3395.8740 2694.3316 18.3519 6616 4 674.3384 1.0425
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 988.5860 MLGQVLVTK 5238.3960 988.5876 15.9860 3812 2 494.7974 0.4214
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1008.5295 QKEVFAMR 629.5914 1008.5332 22.5170 20318 2 504.7702 2.38
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1182.5538 LNFDDNAAFR 2481.2590 1182.5617 25.7097 16305 2 591.7845 5.93
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1055.1870 1317.6807 25.1011 5539 2 659.3440 ‐2.4906
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1217.6736 GVAASSLEEVKK 354.6855 1217.6518 30.1160 2768 2 609.3295 ‐18.7252
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 Carbamidomethyl+C(9) 1029.5762 SAGPLIIACK 380.1866 1029.6018 26.2308 2446 2 515.3046 23.7495
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1074.5426 LEGTNVEQGK 289.4838 1074.5203 27.3080 1973 1 1074.5203 ‐19.2972
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 Carbamidomethyl+C(4) 2834.3911 KTDCTMLEINPLAETSTNQLVAADAK 2991.0120 2834.3896 32.4385 6520 3 945.4680 ‐0.2181
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1128.6371 QTGPQGKVVSK 202.6180 1128.6282 30.5492 1748 2 564.8177 ‐8.9312
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 880.4709 KEVFAMR 101.8356 880.4679 23.9158 1696 1 880.4679 ‐2.7990
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1799.8923 LDVGGNASEHQVVEAFK 398.1333 1799.8998 18.3510 901 3 600.6381 3.63
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1100.5700 45630.7876 28 34.92 None 1057.5160 LEGTNVEQGK 464.3979 1057.5146 25.9754 2083 2 529.2609 ‐2.4664
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1089.5786 GVAASSLEEVK 2689.9030 1089.5801 21.1721 78279 2 545.2937 0.4063
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1687.8901 AIQDVFPNESELVVK 4908.8970 1687.8813 31.3470 17714 2 844.4443 ‐4.9745
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1660.8428 VPIDVFAGITDEDAAK 3916.0330 1660.8422 33.0945 15343 2 830.9247 ‐0.1941
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1182.5538 LNFDDNAAFR 659.7369 1182.5617 25.7097 16305 2 591.7845 5.23
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1180.8230 1317.6807 25.1011 5539 2 659.3440 ‐2.3421
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1217.6736 GVAASSLEEVKK 578.6370 1217.6518 30.1160 2768 2 609.3295 ‐18.5808
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1946.9389 QKEVFAMRDPTQEDPR 335.9396 1946.8880 32.4636 2163 2 973.9476 ‐25.3364
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1812.9564 LSLVNEMYFSIILDR 311.0696 1812.9840 32.7918 1544 3 604.9995 14.5584
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 Carbamidomethyl+C(4) 2834.3911 KTDCTMLEINPLAETSTNQLVAADAK 2962.2670 2834.3896 32.4385 6520 3 945.4680 0.0227
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 915.4782 AASSLEEVK 1158.7790 915.4797 21.1672 914 1 915.4797 2.14
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 486.4887 45630.7876 28 34.92 None 1929.9123 QKEVFAMRDPTQEDPR 134.6168 1929.9086 33.5805 17593 2 965.4579 ‐1.1956
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1618.8660 VASPQQAQEVHVAVR 9347.2510 1618.8730 19.2569 42468 3 540.2958 3.70
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 954.4832 FFVGGNWK 7289.8330 954.4838 17.3345 31578 2 477.7455 ‐0.7052
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1449.7584 GPEFATIVNSVTSK 5188.2440 1449.7588 18.6319 29217 2 725.3830 ‐0.0561
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 5687.2860 1228.6052 18.5117 22552 2 614.8062 0.8799
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1303.6641 IDISGQNSWVGK 11404.9400 1303.6648 24.4821 21672 2 652.3361 ‐0.0688
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 2577.3900 2776.4028 23.7995 20479 3 926.1391 1.88
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1435.7427 GGAFTGEISVEQLK 4678.3650 1435.7436 27.9954 17221 2 718.3755 0.2420
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1096.5898 WVILGHSER 9577.3220 1096.5916 15.7352 5625 2 548.7994 0.5687
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 3180.6059 IIYGGSVNGGNSAELAKEEDIDGFLVGG 116.2289 3180.5459 20.3000 4362 3 1060.8535 ‐18.1978
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 962.4789 NVSEEVASK 521.0626 962.4695 38.8533 863 1 962.4695 ‐8.8025
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1216.6467 SPRGVVAMAGSGK 514.0227 1216.6490 17.7509 1905 2 608.8282 1.1406
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1090.5739 KNVSEEVASK 308.6998 1090.5846 19.4697 1829 2 545.7959 8.06
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1172.5695 DISGQNSWVGK 235.3644 1172.5765 26.5360 3630 2 586.7919 5.0681
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 920.4948 QEVHVAVR 81.0206 920.4931 21.1591 3274 2 460.7502 ‐3.2354
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1136.6171 QAQEVHVAVR 126.5166 1136.6127 19.3149 2998 2 568.8100 ‐4.7930
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 2455.1969 AFADAVPSWDNIVVAYEPVWAIG 741.8772 2455.1992 22.0837 2554 3 819.0713 0.8852
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1264.6757 QQAQEVHVAVR 271.5862 1264.6736 19.6997 1662 1 1264.6736 0.4629
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1198.6361 SPRGVVAMAGSGK 451.6098 1198.6357 16.4329 4260 2 599.8215 ‐1.1832
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1285.6535 IDISGQNSWVGK 281.5258 1285.6445 23.6572 3051 1 1285.6445 ‐4.8190
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 None 1072.5633 KNVSEEVASK 204.1064 1072.5633 20.8913 1866 1 1072.5633 1.04
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2307.0330 33573.8825 34 41.59 Carbamidomethyl+C(5) 1211.5766 TFDVCFAQLK 323.5047 1211.5748 18.1458 1456 2 606.2910 ‐2.2805
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 954.4832 FFVGGNWK 10002.3900 954.4838 17.3345 31578 2 477.7455 ‐1.0757
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1449.7584 GPEFATIVNSVTSK 3433.3750 1449.7588 18.6319 29217 2 725.3830 ‐0.1718
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 13193.4200 1228.6052 18.5117 22552 2 614.8062 0.6504
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 3311.6230 2776.4028 23.7995 20479 3 926.1391 1.61
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1096.5898 WVILGHSER 16580.8800 1096.5916 15.7352 5625 2 548.7994 0.2713
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1618.8660 VASPQQAQEVHVAVR 83.3361 1618.9046 18.7602 16129 2 809.9560 23.8328
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 3180.6059 IIYGGSVNGGNSAELAKEEDIDGFLVGG 138.0277 3180.5459 20.3000 4362 3 1060.8535 ‐18.1462
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1649.8493 IIYGGSVNGGNSAELAK 221.3598 1649.8297 17.9622 2735 2 825.4185 ‐11.8519
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1303.6641 IDISGQNSWVGK 146.4664 1303.6398 21.7302 2052 1 1303.6398 ‐16.3363
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 246.1931 2349.2014 22.8247 3166 2 1175.1043 ‐2.7412
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 698.3580 LGHSER 656.6145 698.3591 15.7406 1261 1 698.3591 1.63
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1285.6535 IDISGQNSWVGK 212.1054 1285.6445 23.6572 3051 1 1285.6445 ‐4.8222
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1782.8380 33573.8825 34 41.59 None 1078.5792 WVILGHSER 96.5872 1078.5770 17.3101 3025 2 539.7921 ‐3.4875
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 Carbamidomethyl+C(4) 1919.9202 VQACTQEEVNAVMELAK 2053.8570 1919.9212 31.2920 9167 3 640.6452 ‐0.0785
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 1821.9011 DSGIGSQGVTNSINLMTK 1850.8670 1821.9028 28.5688 6649 2 911.4550 1.47
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 1708.9421 IAWEEPFGPVVPVLR 8441.0470 1708.9440 21.9499 5353 2 854.9757 1.86
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 1367.6590 FLLSDSFPGNDR 5326.1430 1367.6625 18.3403 5319 2 684.3349 2.0611
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 6744.7340 1555.7060 24.7446 4916 2 778.3566 0.0238
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 1659.8874 VVLVMESVADELVEK 4776.1470 1659.8864 36.5589 4672 2 830.4468 ‐0.5129
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 Carbamidomethyl+C(11)
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 2151.1379 EGNLIWPLLLDNVRPDMR 749.1409 2151.1265 23.6883 1130 2 1076.0669 ‐4.2755
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsi 911.7159 53744.7642 9 27.2 None 1804.8746 DSGIGSQGVTNSINLMTK 389.7738 1804.8719 30.7746 1315 2 902.9396 ‐1.1258
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 5703.7450 11031.2792 7 49.00 None 1646.7756 NEEDVSPSLEGLTEK 16339.1400 1646.7793 25.4942 17908 2 823.8933 2.59
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 5703.7450 11031.2792 7 49.00 None 1573.6628 SFYGSGGDYSMFAGK 6882.7680 1573.6639 28.2708 11101 2 787.3356 0.5759
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 5703.7450 11031.2792 7 49.00 None 1362.6536 EINTLNDWETK 14760.2300 1362.6548 24.8607 5876 2 681.8310 0.3386
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 5703.7450 11031.2792 7 49.00 None 866.4618 VFDVTTGK 7460.4160 866.4605 18.6940 5243 2 433.7339 ‐2.9792
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1910.8980 11031.2792 7 49.00 None 1573.6628 SFYGSGGDYSMFAGK 5444.8190 1573.6639 28.2708 11101 2 787.3356 0.7348



NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1910.8980 11031.2792 7 49.00 None 866.4618 VFDVTTGK 13677.1900 866.4605 18.6940 5243 2 433.7339 ‐2.8490
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalian 1910.8980 11031.2792 7 49.00 None 767.3934 FDVTTGK 1660.9310 767.3937 18.6845 1741 1 767.3937 0.8014
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1620.8203 GAPHPPSLLMADTWK 2267.1520 1620.8217 18.2877 30655 2 810.9145 0.8315
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1221.6660 IAILNANYMAK 36034.9500 1221.6663 17.3195 22001 2 611.3368 ‐0.5985
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1320.6735 EYAAFPAPWLR 4215.9750 1320.6733 20.2445 15847 2 660.8403 ‐0.8199
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 8296.6170 2760.2724 19.4952 13288 3 920.7623 0.2789
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 2279.1440 1094.5701 17.8858 12418 2 547.7887 2.74
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1243.6165 NTAGIEPEDVAK 10997.2500 1243.6187 19.2781 11464 2 622.3130 0.9996
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 Carbamidomethyl+C(3)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1399.7176 NTAGIEPEDVAKR 15463.7500 1399.7191 18.2540 7731 3 467.2445 ‐0.0728
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 852.7440 2484.2087 20.3075 2433 3 828.7411 ‐1.7415
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1632.8592 SISVDALKPSDTFPR 242.9102 1632.8335 26.7187 3781 2 816.9204 ‐15.7433
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1575.8013 GFKNTAGIEPEDVAK 659.9514 1575.7949 24.7955 6018 3 525.9365 ‐5.0229
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1258.6500 PPSLLMADTWK 250.6778 1258.6548 16.5092 10873 2 629.8310 3.0501
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 601.4032 LISIR 211.5337 601.4044 17.1030 2429 1 601.4044 1.38
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1128.5513 EYAAFPAPWL 148.4596 1128.5551 19.7317 1414 2 564.7812 2.11
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 658.3406 PEDVAK 169.0533 658.3406 18.5810 1000 1 658.3406 ‐0.2190
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1614.8486 SISVDALKPSDTFPR 476.6152 1614.8577 27.7338 7394 3 538.9574 4.25
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1302.6630 EYAAFPAPWLR 297.8674 1302.6646 21.1752 3347 2 651.8360 0.6410
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1234.6430 114745.4348 18 12.55 None 1382.6910 NTAGIEPEDVAKR 347.7719 1382.6855 19.2096 990 2 691.8464 ‐4.4752
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 None 2540.2701 ESTIYGVEDINGGYKPGVAALQMK 4043.8670 2540.2653 22.5436 4440 2 1270.6363 ‐0.1355
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 None 543.3137 GLPEK 195.1082 543.3012 23.3941 19290 1 543.3012 ‐23.4582
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 None 1292.6337 LISMGEMVEQR 821.8536 1292.6487 17.6410 1200 2 646.8280 10.54
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 None 2200.0974 SWLFEHFLHPYPRDLDK 236.2164 2200.1381 20.9598 848 2 1100.5727 19.5761
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 Oxidation+M(4) 1941.9725 LGKMAHHHSNAWRPQR 728.0129 1941.9694 38.5031 7403 2 971.4883 ‐0.9928
NP_180290.2 BEL1 like homeodomain 5 Arabidopsis thaliana 257.7365 48988.8767 6 5.57 None 1274.6232 LISMGEMVEQR 364.8463 1274.6229 19.3209 1500 2 637.8151 ‐0.8589
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 1213.6899 GKDLAELIAAGR 69833.6600 1213.6910 26.7986 16852 2 607.3491 0.0515
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 1028.5735 DLAELIAAGR 19652.3000 1028.5727 30.5679 13679 2 514.7900 ‐1.9255
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGG 1241.9180 2598.2789 21.6304 11805 3 866.7645 1.73
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 2130.1176 DILGSVGAETEDSQIELLLK 2730.2530 2130.1142 38.0076 9021 2 1065.5608 ‐0.6189
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 2034.8485 KEEKEESDDDMGFSLFE 523.5716 2034.8979 37.7349 1730 2 1017.9526 25.0754
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 11478.4200 11451.8423 13 71.30 None 727.3985 GKDLAEL 3220.1210 727.3996 26.7913 2442 1 727.3996 1.39
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 1213.6899 GKDLAELIAAGR 42485.7500 1213.6910 26.7986 16852 2 607.3491 0.1957
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 1028.5735 DLAELIAAGR 11011.0200 1028.5727 30.5679 13679 2 514.7900 ‐1.7887
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGG 864.0955 2598.2789 21.6304 11805 3 866.7645 1.04
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 2130.1176 DILGSVGAETEDSQIELLLK 3736.7780 2130.1145 38.0107 8616 2 1065.5609 ‐0.3088
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 2034.8485 KEEKEESDDDMGFSLFE 378.1959 2034.8979 37.7349 1730 2 1017.9526 25.2530
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 727.3985 GKDLAEL 1981.6880 727.3996 26.7913 2442 1 727.3996 1.90
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7289.3490 11451.8423 13 71.30 None 800.4625 AELIAAGR 1767.6190 800.4601 30.6012 1733 1 800.4601 ‐2.4736
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1204.6208 NVVLDEFGSPK 13564.7500 1204.6237 26.3917 42013 2 602.8155 1.76
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1290.6172 VGAATETELEDR 15451.0100 1290.6183 18.3065 39692 2 645.8128 0.1659
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1479.7478 GYISPQFVTNPEK 18149.0700 1479.7482 25.7472 38931 2 740.3777 ‐0.0296
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1062.5578 LLAEFENAR 5861.2020 1062.5574 23.9812 35507 2 531.7823 ‐1.5290
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 84533.7000 2247.1133 40.5555 34625 2 1124.0603 ‐0.5926
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1561.6904 ELFETDSVYDSEK 53093.5200 1561.6918 25.6095 33995 2 781.3495 0.7493
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1904.9560 DSTTLIADAASKDELQAR 21250.6900 1904.9588 25.7288 33215 3 635.6578 0.8323
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1753.9265 AIELPNAMENAGAALIR 11629.2100 1753.9258 20.0586 31849 2 877.4666 ‐0.1509
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1043.5844 VVNDGVTIAR 33557.4900 1043.5847 18.4330 29950 2 522.2960 ‐0.8198
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 37744.5700 1271.6784 16.9654 27239 2 636.3428 ‐0.1658
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1257.7049 TVQGLIEELQK 21356.8100 1257.7041 31.3253 22666 2 629.3557 ‐1.3902
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1097.5660 APAAAAPEGLMV 9618.3990 1097.5677 28.2573 19729 2 549.2875 0.5101
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 2250.2955 APLLIIAEDVTGEALATLVVNK 15467.0800 2250.3009 25.7372 17735 3 750.7718 2.1173
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPA 7723.8630 2916.6206 23.0084 15724 3 972.8784 0.8168
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 898.5720 GVLNVVAVK 7757.6600 898.5717 25.3616 13000 2 449.7895 ‐1.7785
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 940.5714 DIIPILEK 15727.1900 940.5715 30.2246 11288 2 470.7894 ‐1.1531
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 843.5298 LSGGVAVIK 3232.8680 843.5295 20.1060 10814 2 422.2684 ‐1.9211
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 2278.2653 ALLSPAALIAQNAGVEGEVVVEK 909.3937 2278.2767 20.9216 10708 3 760.0971 4.58
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 843.4934 LGADIVQK 11386.5100 843.4935 18.1175 9184 2 422.2504 ‐1.4696
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1111.4538 ETFEDADER 4390.9620 1111.4534 15.5734 5633 2 556.2303 ‐1.4320
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1102.5276 EIAFDQHSR 4349.4840 1102.5294 16.7728 4752 2 551.7683 0.6227
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1192.6056 DSTTLIADAASK 3849.5180 1192.6028 22.0892 3400 2 596.8050 ‐3.1859
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1418.7122 VGAATETELEDRK 2459.5200 1418.7121 16.8259 1854 3 473.5755 ‐1.1729
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 1134.4150 1711.8487 21.0628 15998 2 856.4280 22.6252
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1142.5661 LGGGNQQQGQR 157.7767 1142.5721 24.5493 1134 1 1142.5721 6.92
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 386.2458 1580.7815 36.2063 1104 2 790.8944 7.62
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1514.7710 ANVKEIAFDQHSR 755.5146 1514.8005 25.9150 999 2 757.9039 19.2310
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1116.5830 AMENAGAALIR 164.9591 1116.5872 19.2179 7569 2 558.7972 2.33
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1120.5481 TETELEDRK 229.9251 1120.5473 17.6748 5932 2 560.7773 ‐1.6962
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 730.4458 SGGVAVIK 879.7266 730.4464 20.1018 4334 1 730.4464 1.0417
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1387.7176 IADAASKDELQAR 342.8207 1387.7162 24.3636 3476 2 694.3617 ‐1.5013
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 849.4465 APAAAAPEGL 634.5166 849.4441 28.2495 2977 1 849.4441 ‐2.2299
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 742.4822 LNVVAVK 1819.2930 742.4833 25.3577 2496 1 742.4833 1.92
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 713.4305 GLTLGPR 4880.3240 713.4324 16.9660 2180 1 713.4324 2.34
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 Carbamidomethyl+C(5) 879.4353 ASVLCSSR 129.2798 879.4375 22.2933 1906 1 879.4375 3.1398
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 892.4411 LDEFGSPK 105.4379 892.4371 24.1139 1531 1 892.4371 ‐3.7632
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1134.5273 AATETELEDR 173.9629 1134.5236 18.0336 1452 2 567.7654 ‐4.2323
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1020.5030 GSMIADAIDK 2459.4000 1020.5049 40.5664 1234 1 1020.5049 3.0982
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 643.3046 ELEDR 67.4934 643.3069 18.1098 1218 1 643.3069 3.59
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 712.4604 IPILEK 204.0240 712.4585 30.2214 1214 1 712.4585 ‐2.5532



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1057.5888 QGLIEELQK 1242.4350 1057.5882 31.3277 1200 1 1057.5882 0.8201
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 955.4744 IAFDQHSR 112.8828 955.4788 27.5244 1172 2 478.2430 3.15
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1339.6852 QNAGVEGEVVVEK 225.5435 1339.6854 21.4416 1125 2 670.3463 ‐0.4404
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1371.6750 AVASISAGNDDLIGS 396.0802 1371.6727 40.1172 1040 1 1371.6727 0.8141
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1327.6787 PNAMENAGAALIR 550.2532 1327.6692 20.0604 904 1 1327.6692 ‐4.8217
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1146.5790 SPQFVTNPEK 167.8007 1146.5716 25.7439 901 1 1146.5716 ‐4.7224
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 992.4531 TETELEDR 751.3885 992.4536 18.3079 875 1 992.4536 1.47
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1063.4902 ATETELEDR 186.5044 1063.4895 18.4063 830 1 1063.4895 0.6754
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1114.5375 AVASISAGNDDL 4331.3100 1114.5330 40.5516 813 1 1114.5330 ‐2.4261
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1084.5170 EIAFDQHSR 646.3131 1084.5173 15.5353 1130 2 542.7623 ‐0.7750
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 10374.5000 62243.1879 88 54.78 None 1125.5396 LGGGNQQQGQR 181.3131 1125.5424 26.6936 2448 2 563.2748 1.38
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1204.6208 NVVLDEFGSPK 15781.3200 1204.6237 26.3917 42013 2 602.8155 1.15
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1479.7478 GYISPQFVTNPEK 23975.9100 1479.7482 25.7472 38931 2 740.3777 0.1255
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 56001.5000 2247.1133 40.5555 34625 2 1124.0603 ‐0.4064
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1062.5578 LLAEFENAR 4999.1880 1062.5574 23.9845 34385 2 531.7824 ‐1.3527
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1043.5844 VVNDGVTIAR 29448.5700 1043.5847 18.4330 29950 2 522.2960 ‐0.6824
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1257.7049 TVQGLIEELQK 17195.1300 1257.7041 31.3253 22666 2 629.3557 ‐1.2441
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1097.5660 APAAAAPEGLMV 9711.0090 1097.5677 28.2573 19729 2 549.2875 0.6497
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 898.5720 GVLNVVAVK 7924.9400 898.5717 25.3616 13000 2 449.7895 ‐1.6470
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 940.5714 DIIPILEK 12904.8700 940.5715 30.2246 11288 2 470.7894 ‐1.0199
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 843.4934 LGADIVQK 13508.7500 843.4935 18.1175 9184 2 422.2504 ‐1.3403
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1290.6172 VGAATETELEDR 256.2202 1290.6116 18.1241 762 2 645.8094 ‐4.8477
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 1060.2470 1711.7816 25.8232 1756 3 571.2654 ‐17.4484
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1579.8802 HGLLSVTSGANPVSLK 353.0786 1579.8784 23.1966 1415 3 527.2976 ‐2.1023
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 892.4411 LDEFGSPK 1593.7670 892.4381 26.4309 3582 1 892.4381 ‐2.3954
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 849.4465 APAAAAPEGL 499.6639 849.4441 28.2495 2977 1 849.4441 ‐2.0727
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 742.4822 LNVVAVK 1740.9680 742.4833 25.3577 2496 1 742.4833 1.57
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 599.3763 PILEK 210.4019 599.3758 30.2197 1664 1 599.3758 ‐1.0674
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 845.4476 NDGVTIAR 247.4410 845.4484 17.8251 1492 1 845.4484 1.02
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 629.3981 NVVAVK 4132.6700 629.3982 25.3550 1491 1 629.3982 0.0465
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1020.5030 GSMIADAIDK 1691.6040 1020.5049 40.5664 1234 1 1020.5049 3.22
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 712.4604 IPILEK 161.1095 712.4585 30.2214 1214 1 712.4585 ‐2.4096
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1057.5888 QGLIEELQK 568.1266 1057.5882 31.3277 1200 1 1057.5882 0.9979
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1146.5790 SPQFVTNPEK 232.0164 1146.5716 25.7439 901 1 1146.5716 ‐4.5359
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1114.5375 AVASISAGNDDL 3147.1100 1114.5330 40.5516 813 1 1114.5330 ‐2.2427
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4655.0420 62243.1879 88 54.78 None 1561.8697 HGLLSVTSGANPVSLK 341.7196 1561.8710 24.3870 3360 3 521.2952 ‐0.1113
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1753.9265 AIELPNAMENAGAALIR 14461.8800 1753.9258 20.0586 31849 2 877.4666 ‐0.1101
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 29184.7000 1271.6784 16.9654 27239 2 636.3428 ‐0.3731
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 2250.2955 APLLIIAEDVTGEALATLVVNK 26307.8800 2250.3009 25.7372 17735 3 750.7718 2.0211
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPA 6702.5980 2916.6206 23.0084 15724 3 972.8784 0.8264
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1385.7999 TVQGLIEELQKK 1586.5680 1385.8006 18.0927 3087 3 462.6050 ‐0.8631
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 351.8441 1580.7908 19.0367 5288 2 790.8991 13.2106
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1097.5660 APAAAAPEGLMV 520.6492 1097.5806 18.4183 3689 2 549.2939 11.89
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 886.4993 AALQAGIDK 64.8764 886.4894 19.0843 2299 1 886.4894 ‐10.3653
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1062.5578 LLAEFENAR 612.3046 1062.5561 23.8814 1122 1 1062.5561 ‐0.2247
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1116.5830 AMENAGAALIR 252.8971 1116.5880 19.9721 4179 2 558.7976 3.1736
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 713.4305 GLTLGPR 4897.7920 713.4324 16.9660 2180 1 713.4324 2.24
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2411.1440 62243.1879 88 54.78 None 1045.5313 LLAEFENAR 103.7274 1045.5309 23.1713 1871 1 1045.5309 0.9501
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1487.5110 24230.0320 12 24.65 None 1577.8421 LAEVLDVYEAQLSK 11282.7800 1577.8419 31.6087 20399 2 789.4246 ‐0.2134
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1487.5110 24230.0320 12 24.65 None 1438.7246 GVSFETVNVDLMK 11146.6800 1438.7235 31.4410 17855 2 719.8654 ‐1.1595
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1487.5110 24230.0320 12 24.65 None 1390.7365 QPEYLAIQPFGK 1412.4410 1390.7355 30.1965 9156 2 695.8714 ‐1.1953
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1487.5110 24230.0320 12 24.65 None 684.3352 QPEYLA 231.7976 684.3362 29.7506 2869 1 684.3362 1.35
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1487.5110 24230.0320 12 24.65 None 546.3246 AQLSK 177.1170 546.3272 30.6836 1192 1 546.3272 4.42
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1118.6092 IPVLVDGDYK 8409.4970 1118.6067 25.4392 28543 2 559.8070 ‐3.1028
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1577.8421 LAEVLDVYEAQLSK 11508.9900 1577.8419 31.6087 20399 2 789.4246 ‐0.0543
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1438.7246 GVSFETVNVDLMK 22788.8800 1438.7235 31.4410 17855 2 719.8654 ‐1.0061
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1390.7365 QPEYLAIQPFGK 1774.1980 1390.7355 30.1965 9156 2 695.8714 ‐1.0439
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1908.9484 GVSFETVNVDLMKGEQR 556.4214 1908.9590 29.3867 1476 3 636.9912 5.0153
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 684.3352 QPEYLA 216.6871 684.3362 29.7506 2869 1 684.3362 1.44
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2617.5190 24230.0320 12 24.65 None 1373.7100 QPEYLAIQPFGK 159.5463 1373.7090 31.7065 1324 2 687.3581 ‐1.0657
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 2668.0260 2346.2119 20.6776 10484 3 782.7422 ‐0.3042
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 1256.6157 LAYGDNSEFIK 2234.7400 1256.6156 23.8760 7255 2 628.8115 ‐0.8194
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 1588.8030 2607.3504 37.1856 6853 3 869.7883 ‐1.7858
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 4197.3460 1404.7250 20.9624 6485 2 702.8661 ‐1.4608
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 1310.6297 GLDFSALMDDVK 1237.7980 1310.6299 35.4579 6293 2 655.8186 ‐0.4638
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 934.5105 VNVGVGAYR 2165.2900 934.5115 19.4132 3780 2 467.7594 ‐0.2985
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 2134.9440 HFAFFDMAYQGFASGDPAR 222.5432 2134.9779 38.1347 2097 2 1067.9926 16.8927
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 2577.1980 KHFAFFDMAYQGFASGDPARDAK 1124.0160 2577.1993 32.0163 8711 3 859.7380 0.5891
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 Carbamidomethyl+C(11) 1220.6052 AVQTLSGTGACR 192.0245 1220.5998 21.9930 3319 2 610.8035 ‐5.2372
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 835.4421 NVGVGAYR 126.1637 835.4430 18.8985 1925 1 835.4430 1.36
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 622.3307 GVGAYR 60.1650 622.3289 18.5305 1582 1 622.3289 ‐3.1635
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 518.6027 48099.9890 12 21.86 None 917.4839 VNVGVGAYR 101.5753 917.4821 20.0448 1021 2 459.2447 ‐3.3874
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 325.3167 35619.1145 5 10.77 None 1639.7697 LGELDSYEIEGGETK 5425.7420 1639.7722 25.1852 7506 2 820.3897 1.54
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 325.3167 35619.1145 5 10.77 Carbamidomethyl+C(3) 1204.6355 GLCGGINSTVVK 1760.5940 1204.6372 21.3500 5812 2 602.8222 0.6048
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 325.3167 35619.1145 5 10.77 None 963.4894 NVEFDALR 401.8314 963.4873 19.9590 1341 2 482.2473 ‐3.5137
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 325.3167 35619.1145 5 10.77 None 620.2886 EGGETK 107.2852 620.2913 26.6845 1068 1 620.2913 4.0418
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 325.3167 35619.1145 5 10.77 None 946.4629 NVEFDALR 178.8642 946.4584 20.9962 2234 1 946.4584 ‐3.7492
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 700.5370 49091.9856 11 16.23 None 1629.8094 MAAFYAGFPETVAVR 5658.3800 1629.8161 19.5604 11260 2 815.4117 4.1233
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 700.5370 49091.9856 11 16.23 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 6618.5450 2336.3065 21.8388 6822 3 779.4404 0.6036



NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 700.5370 49091.9856 11 16.23 None 1487.7740 DTYPDDLLAPVLR 4937.7500 1487.7721 34.8453 6707 2 744.3897 ‐1.6043
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 700.5370 49091.9856 11 16.23 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSV 294.1291 3183.4467 23.1418 1809 3 1061.8204 ‐20.0106
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 377.4580 49091.9856 11 16.23 None 1487.7740 DTYPDDLLAPVLR 5506.8090 1487.7721 34.8453 6707 2 744.3897 ‐1.4490
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 377.4580 49091.9856 11 16.23 None 1934.0018 GNFKDTYPDDLLAPVLR 6046.8860 1934.0061 33.4497 4086 3 645.3402 1.31
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 531.7845 49091.9856 11 16.23 None 1629.8094 MAAFYAGFPETVAVR 3828.1740 1629.8161 19.5604 11260 2 815.4117 4.1002
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 531.7845 49091.9856 11 16.23 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 6531.8780 2336.3065 21.8388 6822 3 779.4404 0.5210
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 531.7845 49091.9856 11 16.23 Carbamidomethyl+C(1) 1357.7079 CVATLLHEMKR 530.0669 1357.7379 16.1146 3921 2 679.3726 21.3876
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 531.7845 49091.9856 11 16.23 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSV 617.2314 3183.4467 23.1418 1809 3 1061.8204 ‐19.9586
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 531.7845 49091.9856 11 16.23 Oxidation+M(1) 2116.0644 MAAFYAGFPETVAVRTVNR 1062.9790 2116.0714 16.7549 7610 3 706.0287 2.62
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1443.7876 IVLEMAGVENALGK 2489.3540 1443.7892 19.0466 11787 2 722.3983 0.7799
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1809.0164 VMLRPASPGTGVIAGGAVR 4683.5730 1809.0202 15.8292 9740 3 603.6783 1.23
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1029.5761 NIVQVPMTK 5016.8440 1029.5759 22.9218 3897 2 515.2916 ‐1.3844
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 970.4550 DIYVMDSK 2705.8770 970.4581 21.3252 2349 1 970.4581 4.58
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1021.5061 IRDGFEER 579.4973 1021.5337 33.9052 8278 2 511.2705 25.7647
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1102.5601 GIPMEELWK 697.9213 1102.5602 31.7420 7341 2 551.7837 ‐0.9928
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 665.1971 32702.2169 7 16.50 None 1425.7770 IVLEMAGVENALGK 389.5990 1425.7719 19.3545 2612 2 713.3896 ‐4.0120
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 1388.4220 17214.1084 2 24.36 None 1147.5477 VELSDAGEAEK 9883.2630 1147.5487 16.9175 7543 2 574.2780 ‐0.0518
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 1388.4220 17214.1084 2 24.36 None 3016.5150 VVEVNEELTESPGLVNSSPYEQGWIIK 3995.4810 3016.5097 35.0697 5466 3 1006.1748 ‐1.2521
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 23969.1100 2329.1965 20.9559 75011 2 1165.1019 ‐1.5946
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1332.7005 GILAADESTGTIGK 42276.2000 1332.6995 22.5736 38381 2 666.8534 ‐1.3300
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1045.5459 NLNAMNQLK 3726.6420 1045.5454 20.9003 36690 2 523.2763 ‐1.6041
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1488.8016 GILAADESTGTIGKR 11873.0200 1488.8021 20.9013 26644 3 496.9389 ‐0.7462
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 2152.1145 IGVNEPSQLAIHENAYGLAR 2406.9320 2152.1154 27.1685 11157 3 718.0433 0.0319
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1600.8402 LASINVENVESNRR 2120.1270 1600.8415 21.6712 7278 3 534.2853 ‐0.1081
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1750.9010 FADELIANAAYIGTPGK 3361.9270 1750.9017 31.7308 7016 2 875.9545 0.6443
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1320.7270 VAPEVIAEHTVR 9550.1040 1320.7283 21.0837 6219 3 440.9143 ‐0.2854
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1210.6426 LGEGAAESLHVK 1878.0460 1210.6452 19.6216 1935 3 404.2199 0.8314
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1988.0083 GDAKLGEGAAESLHVKDYK 2408.3180 1988.0084 23.5589 5705 2 994.5078 0.7125
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1495.7387 ANSEATLGAYKGDAK 727.0591 1495.7303 20.8358 905 2 748.3688 ‐5.8795
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 792.4098 ESTGTIGK 226.1065 792.4112 21.0184 2412 1 792.4112 2.1203
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 783.4359 AESLHVK 949.2246 783.4366 19.1018 1842 1 783.4366 1.10
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1003.4915 ENVESNRR 280.9300 1003.4928 23.1435 1648 1 1003.4928 2.17
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1023.5469 TLGAYKGDAK 317.8905 1023.5465 22.0939 1332 1 1023.5465 0.7938
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1143.5905 IHENAYGLAR 430.1486 1143.5918 27.5314 1230 2 572.2995 0.1150
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 4544.4200 38729.0214 39 39.11 None 1192.6321 LGEGAAESLHVK 599.5571 1192.6343 18.5878 10709 2 596.8208 1.0144
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1332.7005 GILAADESTGTIGK 32281.6900 1332.6995 22.5736 38381 2 666.8534 ‐1.1809
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1045.5459 NLNAMNQLK 8376.4570 1045.5454 20.9003 36690 2 523.2763 ‐1.4666
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1488.8016 GILAADESTGTIGKR 10366.6800 1488.8021 20.9013 26644 3 496.9389 ‐0.7202
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 2152.1145 IGVNEPSQLAIHENAYGLAR 2592.1080 2152.1154 27.1685 11157 3 718.0433 0.1638
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1600.8402 LASINVENVESNRR 1861.3940 1600.8415 21.6712 7278 3 534.2853 ‐0.0642
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1320.7270 VAPEVIAEHTVR 14043.2400 1320.7283 21.0837 6219 3 440.9143 ‐0.2863
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1444.7390 LASINVENVESNR 158.6883 1444.7442 23.0541 4227 2 722.8757 3.07
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1210.6426 LGEGAAESLHVK 2042.6590 1210.6452 19.6216 1935 3 404.2199 0.8129
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1063.5378 DESTGTIGKR 305.3245 1063.5439 22.1312 4197 2 532.2756 4.89
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1205.6121 AADESTGTIGKR 3662.9360 1205.6125 20.8984 2781 2 603.3099 ‐0.3571
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 783.4359 AESLHVK 2400.0670 783.4366 19.1018 1842 1 783.4366 1.17
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1049.5109 AADESTGTIGK 1948.7280 1049.5069 22.5744 1420 1 1049.5069 ‐2.3872
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1143.5905 IHENAYGLAR 340.0305 1143.5918 27.5314 1230 2 572.2995 0.2564
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1257.6685 ILAADESTGTIGK 912.7752 1257.6699 22.6001 1138 2 629.3386 0.5313
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2669.9090 38729.0214 39 39.11 None 1314.6900 GILAADESTGTIGK 151.4964 1314.6967 22.1914 1902 2 657.8520 4.68
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 41607.0800 2329.1965 20.9559 75011 2 1165.1019 ‐1.2579
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 1750.9010 FADELIANAAYIGTPGK 13679.6400 1750.8964 18.9408 7453 3 584.3037 ‐3.6009
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 2152.1145 IGVNEPSQLAIHENAYGLAR 513.7413 2152.1386 17.9126 5559 3 718.0510 10.50
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 1600.8402 LASINVENVESNRR 145.1228 1600.8063 20.3797 3791 2 800.9068 ‐21.2600
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 1266.7456 TVPAAVPAIVFLS 223.7667 1266.7421 20.2159 13698 2 633.8747 ‐3.6801
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 1062.5578 ANAAYIGTPGK 371.9966 1062.5573 20.2430 2115 1 1062.5573 0.8431
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3357.0490 38729.0214 39 39.11 None 1400.7420 ELIANAAYIGTPGK 250.5951 1400.7486 19.1516 863 2 700.8780 4.1467
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 2005.0600 VTAAVPSGASTGIYEALELR 17049.5200 2005.0595 33.5277 61197 2 1003.0334 0.4452
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 35581.4100 3000.3544 38.5719 42557 3 1000.7896 ‐0.5319
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 1852.9700 LAMQEFMILPVGAASFK 5920.3730 1852.9711 22.6797 37006 2 926.9892 1.0606
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 1174.6830 AGAVVSGIPLYK 19786.2400 1174.6845 26.9508 35175 2 587.8459 0.3853
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 1896.9338 IEEELGSEAIYAGVNFR 4126.8880 1896.9329 31.6153 23799 2 948.9701 0.0625
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 8861.2350 2324.0463 24.3120 20133 3 775.3536 1.13
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 3791.9180 3220.4069 37.8214 19514 3 1074.1405 ‐0.2220
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 Carbamidomethyl+C(2) 918.5077 SCNALLLK 2861.8450 918.5072 21.8455 16860 2 459.7573 ‐1.9442
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 5592.5160 2252.1271 22.8929 15539 2 1126.5672 0.2690
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 9467.5020 2420.1628 31.9262 15059 2 1210.5850 ‐0.7767
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 1212.6194 MGVEVYHHLK 4642.4130 1212.6203 18.9981 8920 3 404.8783 ‐0.5473
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 801.4716 EGLELLK 7004.9080 801.4716 25.5944 7143 2 401.2394 ‐1.7055
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 3505.7867 LAMQEFMILPVGAASFKEAMKMGVEV 732.7216 3505.7938 24.3061 4766 3 1169.2695 3.0219
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 301.3940 2585.2594 36.9227 966 3 862.4246 4.45
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 842.4367 PNIQENK 152.3853 842.4391 25.7971 2723 1 842.4391 3.17
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 615.4076 LELLK 148.3956 615.4046 25.6210 2714 1 615.4046 ‐5.1244
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 5373.3480 48004.5112 38 53.15 None 703.3120 LAMQEF 153.6813 703.3151 23.6903 1553 1 703.3151 4.51
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 2005.0600 VTAAVPSGASTGIYEALELR 26132.5600 2005.0595 33.5284 60303 2 1003.0334 0.6142
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 27614.4000 3000.3544 38.5719 42557 3 1000.7896 ‐0.2645
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 1174.6830 AGAVVSGIPLYK 29012.7700 1174.6845 26.9508 35175 2 587.8459 0.5280
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 1896.9338 IEEELGSEAIYAGVNFR 1628.5230 1896.9328 31.6142 22471 2 948.9700 0.1507
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 3175.4370 3220.4069 37.8214 19514 3 1074.1405 0.0805



NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 Carbamidomethyl+C(2) 918.5077 SCNALLLK 7688.5380 918.5072 21.8455 16860 2 459.7573 ‐1.8119
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 8956.2120 2420.1625 31.9243 14276 2 1210.5849 ‐0.6852
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 1212.6194 MGVEVYHHLK 16220.3000 1212.6203 18.9981 8920 3 404.8783 ‐0.5654
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 801.4716 EGLELLK 5408.5920 801.4716 25.5944 7143 2 401.2394 ‐1.5779
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 1081.5789 GVEVYHHLK 4585.5220 1081.5744 18.9713 2597 2 541.2908 ‐5.1049
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 4804.4920 48004.5112 38 53.15 None 1879.9072 IEEELGSEAIYAGVNFR 111.0116 1879.8984 30.8527 4552 2 940.4528 ‐4.0609
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 1852.9700 LAMQEFMILPVGAASFK 4439.8290 1852.9711 22.6797 37006 2 926.9892 1.1524
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 7931.1010 2252.1271 22.8929 15539 2 1126.5672 0.5661
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 1174.6830 AGAVVSGIPLYK 10678.4400 1174.6834 17.0222 11726 2 587.8453 ‐0.8541
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 1896.9338 IEEELGSEAIYAGVNFR 652.7593 1896.9368 18.8557 8811 2 948.9720 2.45
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 2005.0600 VTAAVPSGASTGIYEALELR 1499.6260 2005.0622 19.7349 7602 2 1003.0347 1.12
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 2312.1851 LAMQEFMILPVGAASFKEAMK 486.5005 2312.1905 21.8684 4443 3 771.4017 2.0341
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 657.3452 2420.1546 22.4756 2087 2 1210.5809 ‐3.7673
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 3505.7867 LAMQEFMILPVGAASFKEAMKMGVEV 941.0133 3505.7938 24.3061 4766 3 1169.2695 3.1251
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 1920.0107 VNQIGSVTESIEAVKMSK 338.9644 1920.0173 18.9311 2904 2 960.5123 4.1594
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 999.7075 48004.5112 38 53.15 None 876.5189 VSGIPLYK 297.5069 876.5187 17.6562 1593 2 438.7630 ‐2.1977
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1453.7546 FVIGGPHGDAGLTGR 51149.5600 1453.7546 15.4962 64248 3 485.2564 ‐1.1298
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1761.8555 YLDDNTIFHLNPSGR 3211.5170 1761.8573 18.0975 22315 3 587.9573 0.2431
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 Carbamidomethyl+C(2)
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1525.9200 TGTIPDKDILVLIK 3364.9340 1525.9212 19.0706 18183 3 509.3119 ‐0.1865
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 2265.5090 2383.2745 26.1904 13359 4 596.5741 ‐0.1676
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 967.5095 TQVTVEYK 10248.9900 967.5098 17.1465 10767 2 484.2585 ‐0.9988
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1141.6113 TIFHLNPSGR 2548.1930 1141.6114 15.3091 4522 2 571.3093 ‐0.8232
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1306.6862 VIGGPHGDAGLTGR 1727.8740 1306.6818 16.4506 5616 2 653.8446 ‐3.9888
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 639.3348 TVEYK 102.1917 639.3380 15.1951 4397 1 639.3380 4.27
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 1094.5337 GGPHGDAGLTGR 4799.3630 1094.5345 15.4959 2510 2 547.7709 ‐0.3767
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 746.3791 GDAGLTGR 7720.8190 746.3778 15.4927 1408 1 746.3778 ‐1.6380
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2802.3450 42953.7605 12 24.36 None 883.4381 HGDAGLTGR 1884.6640 883.4378 15.4889 1033 1 883.4378 0.3798
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 1267.7984 VTVVPSAAALVIK 25362.4400 1267.7990 18.5690 40096 2 634.4032 ‐0.2149
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 1343.7165 VTGGEVGAASSLAPK 20792.3400 1343.7172 20.8835 38990 2 672.3622 ‐0.0503
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 865.5506 IGPLGLAPK 19472.7800 865.5515 16.2111 12021 2 433.2794 ‐0.4039
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 1855.8556 DIQQEIQDGEVEIPEN 14272.2000 1855.8546 30.0740 6517 2 928.4309 ‐0.0968
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 700.3512 VEIPEN 98.3681 700.3512 31.8526 7731 1 700.3512 ‐0.0020
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 869.5455 PSAAALVIK 8102.2090 869.5460 18.5676 5040 1 869.5460 1.38
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 1011.5106 VTGGEVGAASSL 476.7107 1011.5093 20.6357 3076 2 506.2583 ‐2.4718
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 752.4665 GPLGLAPK 3683.3280 752.4677 16.2036 2731 1 752.4677 1.17
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6296.4290 18055.8710 9 31.93 None 1086.5790 GEVGAASSLAPK 285.9675 1086.5780 20.0722 1642 2 543.7926 ‐1.9699
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 857.1137 30717.9789 5 14.88 None 1018.4800 SLDGADLDGR 10428.1800 1018.4809 18.7103 17475 2 509.7441 ‐0.3192
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 857.1137 30717.9789 5 14.88 None 2644.2599 VYVGNLSWGVDDMALESLFSEQGK 3335.4380 2644.2584 23.2600 16026 3 882.0910 ‐0.4760
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 857.1137 30717.9789 5 14.88 None 1024.4946 EQSFSADLK 6131.6900 1024.4936 20.3203 12688 2 512.7505 ‐2.1011
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 857.1137 30717.9789 5 14.88 None 1989.9552 GFGFVTYDSSQEVQNAIK 454.9081 1989.9373 32.0769 1266 2 995.4723 ‐8.3297
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 857.1137 30717.9789 5 14.88 None 1558.8085 VSEAEARPPRRQY 546.7115 1558.8087 25.2443 4316 2 779.9080 ‐0.0230
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 5335.5050 23104.6172 2 12.56 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 69597.2700 1631.8319 38.7177 25822 2 816.4196 0.7597
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 5335.5050 23104.6172 2 12.56 None 1193.6174 HATFVPHTAGR 5499.1560 1193.6181 15.3620 1889 3 398.5442 ‐0.7487
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1458.7369 GGVIMDVVNAEQAR 7911.1240 1458.7390 28.2761 14375 2 729.8731 1.0684
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 887.5131 VGLAQMLR 3807.7600 887.5143 17.2484 6658 2 444.2608 ‐0.1446
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1420.5937 SMDDDEVFTYAK 1857.8840 1420.5994 25.5806 5528 2 710.8034 3.97
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 950.4322 MSDPEMIK 4773.1700 950.4345 19.4207 2374 2 475.7209 1.1009
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1258.6386 GEAGTGNVVEAVR 1119.2310 1258.6451 19.4918 2309 2 629.8262 4.26
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1134.6266 AIVQAVTNYR 1315.2320 1134.6278 22.4031 6620 2 567.8175 0.1072
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 Carbamidomethyl+C(8) 1590.7615 IAEEAGACAVMALER 468.9191 1590.7220 33.9450 2832 2 795.8646 ‐24.8999
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1445.8362 KIAAPYDLVVQTK 2882.9750 1445.8361 16.5809 1188 2 723.4217 ‐0.4603
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 617.3327 PEMIK 130.4646 617.3309 20.0496 3425 1 617.3309 ‐3.1624
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 843.4683 GNVVEAVR 207.4082 843.4704 20.9138 2566 1 843.4704 3.0671
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 939.4604 GGVIMDVVNA 233.8027 939.4628 27.4142 2324 1 939.4628 3.61
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 1186.6467 AAPYDLVVQTK 411.6884 1186.6457 17.1603 1189 2 593.8265 ‐1.6375
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 765.1582 33147.1498 13 25.24 None 870.4866 VGLAQMLR 126.5687 870.4835 16.6915 2311 2 435.7454 ‐5.0603
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGYALPHAI 11361.7900 3151.6445 19.8348 11471 4 788.6666 0.3601
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 1515.7492 IWHHTFYNELR 1451.4290 1515.7504 16.2402 7681 3 505.9217 ‐0.3986
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 1184.6899 AVFPSVVGRPR 9572.8790 1184.6907 15.3365 5785 2 592.8490 ‐0.4061
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 1607.8639 LDLAGRDLTEYLTK 1750.9790 1607.8643 17.9589 2837 2 804.4358 0.1647
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 1761.9018 TYELPDGQVITIGAER 1878.0920 1761.8976 19.3520 12062 3 587.9707 ‐3.3266
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 2325.1907 KDLYGNIVLSGGTTMFPGIADR 327.9233 2325.1297 20.9516 2653 2 1163.0685 ‐24.5753
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 Carbamidomethyl+C(1)
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 1539.7649 TTGIVLDSGDGVSHTV 633.0689 1539.7723 20.1777 6489 2 770.3898 4.07
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 1392.0280 42402.4191 9 36.51 None 964.4986 DLTEYLTK 164.6663 964.5048 17.9349 1232 2 482.7561 4.20
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 None 1438.7940 LGSYALVGLPASYK 3804.5750 1438.7946 18.4210 8842 2 719.9009 0.0167
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 None 1735.8497 NSVATGEVYPLDSEVR 7401.0000 1735.8547 25.7695 5694 2 868.4310 3.0967
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 10509.5300 1716.8032 17.9970 5565 2 858.9052 1.70
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 Carbamidomethyl+C(2)
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 4705.4910 1280.6439 17.7391 3045 2 640.8256 1.0635
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 None 947.5560 LVGLPASYK 1196.9460 947.5549 18.4586 4062 2 474.2811 ‐2.5138
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1717.2360 27075.4396 13 29.88 Carbamidomethyl+C(12) 1698.7905 YSIIIGGENFGCGSSR 724.5083 1698.7919 18.3437 2688 3 566.9355 0.0293
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 None 1438.7940 LGSYALVGLPASYK 3554.8640 1438.7946 18.4210 8842 2 719.9009 ‐0.1046
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 8126.2720 1716.8032 17.9970 5565 2 858.9052 1.87
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 None 1804.9076 EGDSILINHTTGKEYK 177.6473 1804.9295 18.3969 1744 2 902.9684 12.52
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 None 3051.5680 MAASLQSANPTLSRTLASPNKPSSFAT 143.6400 3051.5472 22.4412 1631 3 1017.8539 ‐6.2519
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 None 947.5560 LVGLPASYK 1003.8730 947.5549 18.4586 4062 2 474.2811 ‐2.8879
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 727.6129 27075.4396 13 29.88 None 1062.5214 EGDSILINHT 106.6901 1062.5247 18.2040 1426 2 531.7660 1.55



NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 1334.7467 LIAVVFPSFGER 8896.5140 1334.7476 20.7946 13301 2 667.8774 0.1048
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 1356.6352 IGYSMITDAEEK 9012.9230 1356.6350 24.9846 11630 2 678.8211 ‐0.6424
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 1086.6306 IQGIGAGFVPK 3649.6240 1086.6327 16.7179 9800 2 543.8200 0.8220
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 1345.7362 AFGAELVLTEPAK 1887.9210 1345.7343 29.3954 6434 2 673.3708 ‐1.9912
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 2073.1339 VIGVEPTESAILSGGKPGPHK 525.6794 2073.1410 24.3789 4023 2 1037.0741 4.17
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1143.1560 41941.3524 7 20.41 None 1327.7256 AFGAELVLTEPAK 355.3691 1327.7313 30.7439 2292 2 664.3693 3.64
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 831.4822 EVITELK 51890.7500 831.4825 20.0776 15794 2 416.2449 ‐1.2514
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 Carbamidomethyl+C(6) 2589.2483 TTIPFCFLFVAFFFSSSTADQR 266.8408 2589.2471 36.9621 3085 3 863.7539 ‐0.4133
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1949.8777 EVTEYFHGNSETHPFR 1140.2350 1949.8966 18.5278 11517 3 650.6371 9.1436
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1291.6866 QSKPPSNGHIAR 107.9952 1291.6697 22.3548 3140 2 646.3385 ‐13.7523
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1600.7635 EITELQSHGDNVMK 627.3696 1600.7522 28.5489 2774 2 800.8797 ‐7.1479
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1643.8098 FLESMNSFLNKGEK 919.7309 1643.7967 21.8673 4957 2 822.4020 ‐7.9104
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1531.7434 MNIGTNRGDAHAFK 2706.9260 1531.7450 17.4004 2706 3 511.2532 0.0322
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1980.9621 STRSDALQLFNASPSDGSK 297.0729 1980.9752 19.9381 1489 2 990.9912 7.56
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 2074.0676 DGVVQSVSQENRFLDPRK 647.9152 2074.0800 17.3309 832 2 1037.5437 6.81
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 Oxidation+M(14) 3020.3942 VPFTPSQSHIGDNMAEQSAFQDDLELK 344.6262 3020.3786 37.9757 5930 3 1007.4644 ‐4.6510
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 603.3712 ITELK 5719.1670 603.3713 20.2915 6409 1 603.3713 ‐0.1494
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 490.2871 TELK 2212.7160 490.2882 20.0814 1486 1 490.2882 1.36
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 607.3198 QSKPPS 78.1729 607.3211 23.8079 1324 1 607.3211 1.33
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 813.4716 EVITELK 180.7612 813.4706 20.0757 877 2 407.2389 ‐2.8800
NP_181908.1 formin like protein 2 Arabidopsis thaliana 513.0650 98662.4666 15 4.81 None 1274.6600 QSKPPSNGHIAR 118.6200 1274.6611 20.6165 1532 1 1274.6611 3.0420
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 None 1889.0855 ATPLIVHLVDTSSLPLGR 8693.6210 1889.0848 20.6676 18944 3 630.3664 ‐1.0020
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 3842.8190 1979.9451 24.6925 13244 3 660.6532 0.6794
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 None 1778.9575 VDVSTFEEVLVPIGFK 3908.9050 1778.9602 22.8338 12821 2 889.9837 1.12
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 None 1519.7863 AVSVEENPHAIPTR 1899.6380 1519.7905 19.1943 7347 3 507.2684 1.21
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 None 1647.8813 AVSVEENPHAIPTRK 2076.4850 1647.8833 17.3099 2345 3 549.9660 0.3327
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1557.8250 25459.8123 10 30.40 None 1477.7758 SVEENPHAIPTRK 207.4728 1477.7788 18.1310 7867 2 739.3930 1.78
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 786.7050 25459.8123 10 30.40 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 6263.2530 1979.9451 24.6925 13244 3 660.6532 0.7838
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 786.7050 25459.8123 10 30.40 None 1647.8813 AVSVEENPHAIPTRK 3554.4640 1647.8833 17.3099 2345 3 549.9660 0.3841
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 872.5630 25459.8123 10 30.40 None 1889.0855 ATPLIVHLVDTSSLPLGR 5809.7180 1889.0848 20.6676 18944 3 630.3664 ‐1.1557
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 872.5630 25459.8123 10 30.40 None 1778.9575 VDVSTFEEVLVPIGFK 5843.5560 1778.9602 22.8338 12821 2 889.9837 1.49
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1885.9906 FSITTFSPAGVAITSTGTK 4004.5090 1885.9886 19.5735 22653 2 943.4979 ‐0.5473
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1999.0342 DSTITVGTQHSLDPLTSVK 6778.4670 1999.0348 27.5887 18123 3 667.0164 ‐0.2531
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 881.5819 VGLALALKP 38037.7200 881.5804 18.1293 11094 2 441.2938 ‐3.1526
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1390.7325 GDLLLGDVAFQSR 951.1088 1390.7362 18.4095 4910 2 695.8717 2.1739
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1546.8336 GDLLLGDVAFQSRR 286.0899 1546.8111 17.7138 1941 3 516.2752 ‐15.5286
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1518.8275 KGDLLLGDVAFQSR 2767.3820 1518.8281 29.5753 13951 3 506.9475 ‐0.6225
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1674.9286 GDLLLGDVAFQSRRK 796.5037 1674.9196 22.2940 11071 3 558.9781 ‐6.1985
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 992.5160 LGDVAFQSR 160.2809 992.5205 18.2939 3145 2 496.7639 3.91
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 934.4669 FSITTFSPA 202.8627 934.4646 19.1566 2002 2 467.7359 ‐3.8073
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 782.5135 GLALALKP 3186.7460 782.5146 18.1254 1558 1 782.5146 1.73
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 725.4920 LALALKP 166.1057 725.4934 20.3395 978 1 725.4934 2.0349
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2041.9770 29482.4114 24 22.83 None 1867.9800 FSITTFSPAGVAITSTGTK 562.0283 1867.9861 18.1902 1153 2 934.4967 3.74
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1885.9906 FSITTFSPAGVAITSTGTK 3713.7000 1885.9886 19.5735 22653 2 943.4979 ‐0.4385
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 881.5819 VGLALALKP 44342.9300 881.5804 18.1293 11094 2 441.2938 ‐3.5606
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1390.7325 GDLLLGDVAFQSR 2552.1780 1390.7362 18.4095 4910 2 695.8717 2.0278
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1034.5517 GPGLYTEIGK 238.1409 1034.5594 18.4415 4178 2 517.7833 5.58
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1546.8336 GDLLLGDVAFQSRR 1003.4030 1546.8111 17.7138 1941 3 516.2752 ‐15.7366
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1199.5943 GDLLLGDVAFQS 628.9016 1199.5946 18.4218 4297 2 600.3009 ‐0.8488
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1274.6779 FSITTFSPAGVAI 355.6744 1274.6800 19.4538 3277 2 637.8436 0.6805
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 782.5135 GLALALKP 2165.5400 782.5146 18.1254 1558 1 782.5146 1.96
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 725.4920 LALALKP 118.8420 725.4934 20.3395 978 1 725.4934 2.0044
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1867.9800 FSITTFSPAGVAITSTGTK 208.5105 1867.9861 18.1902 1153 2 934.4967 3.69
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1373.7060 GDLLLGDVAFQSR 131.5585 1373.7003 17.8720 5014 2 687.3538 ‐4.7466
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1881.4180 29482.4114 24 22.83 None 1529.8071 GDLLLGDVAFQSRR 440.3327 1529.8102 17.7537 2247 2 765.4087 1.52
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 2431.2715 VGDVIESIQVVSGLENLANPSYK 1859.8370 2431.2689 22.2902 8817 3 811.0945 ‐1.1591
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 1631.7871 ESELTPSNSNILDGR 8459.9960 1631.7917 24.4467 7664 2 816.3995 2.06
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 2579.1784 SDGFVVQTGDPEGPAEGFIDPSTEK 4393.1180 2579.1841 30.9016 5866 2 1290.0957 4.0549
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 Carbamidomethyl+C(10) 1619.7847 IKDNPNIEDCVFR 615.5820 1619.8211 19.0394 4421 3 540.6119 21.5698
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 1845.9633 KTPFYGSTLEELGLYK 1195.9990 1845.9755 18.3225 3224 2 923.4914 7.0550
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 1131.5681 LENLANPSYK 242.7989 1131.5660 25.0354 8394 2 566.2866 ‐2.8008
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 657.9101 48209.9941 7 18.8 None 1072.5382 PSNSNILDGR 287.4422 1072.5333 24.2853 1585 1 1072.5333 ‐3.0761
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 2117.0146 ALEEEIEDIGGHLNAYTSR 3610.0050 2117.0145 32.7274 10625 3 706.3430 ‐0.4406
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 1040.6099 TILGPAQNVK 7915.3700 1040.6113 20.1281 8662 2 520.8093 0.1743
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 1240.6572 DTGLFGVYAVAK 4762.4500 1240.6596 18.7862 7058 2 620.8334 1.1714
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTP 3099.5490 3313.5832 34.3356 6643 4 829.1513 0.9910
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 2012.0117 SSLLLHMDGTSPIAEDIGR 5203.8470 2012.0111 31.4818 6282 3 671.3419 ‐0.8257
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 2566.3830 2006.9083 40.1525 6054 2 1003.9578 0.5919
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 2269.2034 VLDSNVNQALDVLADILQNSK 5157.7120 2269.2046 25.0656 5418 3 757.0730 0.2491
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 1174.6426 IDAVDASTVKR 2426.8840 1174.6450 16.6161 813 3 392.2199 0.6951
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 1077.7580 59217.0685 16 27.87 None 1173.6739 RIPTAELFAR 2596.5080 1173.6738 16.3993 7014 2 587.3405 ‐0.9594
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2426.8530 2117.0145 32.7274 10625 3 706.3430 ‐0.3143
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 1040.6099 TILGPAQNVK 19488.1300 1040.6113 20.1281 8662 2 520.8093 0.3116
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTP 2295.1710 3313.5832 34.3356 6643 4 829.1513 1.1826
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 2012.0117 SSLLLHMDGTSPIAEDIGR 6407.8390 2012.0111 31.4818 6282 3 671.3419 ‐0.7161
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 3100.5560 2006.9083 40.1525 6054 2 1003.9578 0.7683
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 1240.6572 DTGLFGVYAVAK 534.9084 1240.6891 28.7632 4139 2 620.8482 25.0521
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis th 922.2372 59217.0685 16 27.87 None 1018.5415 IDAVDASTVK 127.9211 1018.5574 31.4821 3389 2 509.7823 14.5378



NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1096.5786 YLFAGVVDGR 39670.8000 1096.5791 17.8200 53423 2 548.7932 ‐0.8726
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1181.6313 GVTAFGFDLVR 42968.7000 1181.6318 20.0609 44708 2 591.3196 ‐0.6993
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1199.5732 FALESFWDGK 32414.7100 1199.5731 20.2644 42175 2 600.2902 ‐1.1439
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11807.3700 2213.1410 22.2733 31906 2 1107.0741 ‐0.7223
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 2310.3068 LNLPILPTTTIGSFPQTVELR 4925.4860 2310.3023 22.3563 25782 2 1155.6548 ‐0.2965
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1790.9622 GMLTGPVTILNWSFVR 4854.2320 1790.9639 23.5630 12540 2 895.9856 1.35
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 734.4559 LLSVFR 14596.9700 734.4569 16.9308 4410 1 734.4569 1.99
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 960.5652 2300.2221 22.3795 3627 3 767.4122 2.0385
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 2171.0363 ALAGQTNESFFTANADALSSR 319.7246 2171.0098 22.7637 4254 2 1086.0085 ‐10.9245
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1116.5531 IPSTDEIADR 73.3291 1116.5823 19.4901 3448 2 558.7948 24.8304
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 2327.1375 ALAGQTNESFFTANADALSSRR 280.1017 2327.1657 21.2140 2855 3 776.3934 11.93
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1021.5465 SWLAFAAQK 132.7728 1021.5561 23.9788 1847 1 1021.5561 10.66
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 4382.9150 2438.4023 21.2637 19314 3 813.4723 0.0705
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 1797.9282 SGFPQGKYLFAGVVDGR 453.4770 1797.9434 18.2130 1885 2 899.4753 8.53
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 924.4938 AFGFDLVR 154.3649 924.4891 19.5944 6605 1 924.4891 ‐4.1766
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 673.3628 AGVVDGR 5839.3090 673.3616 17.8298 5864 1 673.3616 ‐1.8832
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 508.2878 SVFR 895.2057 508.2883 16.9302 4144 1 508.2883 0.1999
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 2250.3430 84926.1401 18 20.00 None 786.4217 DALSSRR 79.3795 786.4194 21.5482 1858 1 786.4194 ‐2.6230
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 1619.8904 ATQGIYPLQNVFIR 3491.0990 1619.8889 20.2348 10236 2 810.4481 ‐0.9558
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 2041.9747 VDRPADEMAVEEPTEIIGA 10642.4800 2041.9734 30.0872 8215 2 1021.4903 0.1706
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 Carbamidomethyl+C(2) 1213.5630 TCYAQSSQIR 11543.5400 1213.5630 15.4938 4684 2 607.2851 ‐0.8549
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 Carbamidomethyl+C(10) 2050.0308 DIMVREASSCDLKDLVAK 1909.3520 2050.0274 25.8862 2237 3 684.0140 ‐2.1206
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 763.3985 AVDPFSK 135.9666 763.4105 21.5810 1819 1 763.4105 15.9546
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 Carbamidomethyl+C(12) 1810.8609 MRDIMVREASSCDLK 273.5104 1810.8802 34.1392 1814 2 905.9437 10.76
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 952.4847 YAQSSQIR 163.2923 952.4892 15.8574 9493 2 476.7482 3.03
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 1782.8215 VDRPADEMAVEEPTEI 217.6230 1782.8136 28.0913 2801 2 891.9105 ‐4.0872
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 Carbamidomethyl+C(2) 1130.5875 SCDLKDLVAK 254.5963 1130.5853 24.2348 2205 2 565.7963 ‐2.8842
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1549.3920 30078.7563 10 23.28 None 2023.9641 VDRPADEMAVEEPTEIIGA 241.2977 2023.9711 32.1593 1666 2 1012.4892 4.08
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1158.6517 GVLLYGPPGTGK 21829.6800 1158.6529 16.1830 12734 2 579.8301 0.1151
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1886.9018 DSYLILDTLPSEYDSR 3603.5890 1886.9037 34.2541 4609 2 943.9555 1.65
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1967.9379 TMLELLNQLDGFSSDER 2319.0120 1967.9363 21.9323 3385 2 984.4718 ‐0.1677
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 Carbamidomethyl+C(5) 1386.6206 TNLECDSYKEK 1804.0440 1386.6229 18.9917 2463 2 693.8151 1.1898
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1114.5925 ADILDPALMR 2478.1560 1114.5934 29.3235 2700 2 557.8003 ‐0.2132
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 2720.5233 QTIFLPVVGLVDPDSLKPGDLVGVNK 2709.5960 2720.5211 23.0494 2439 3 907.5119 ‐0.5965
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 972.5473 ILKEDAQR 382.8511 972.5679 23.2414 999 2 486.7876 19.9470
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1414.7471 ADILDPALMRSGR 777.5757 1414.7343 27.7195 4056 2 707.8708 ‐9.4624
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 2480.1861 VKAMEVDEKPTEDYNDIGGLEK 553.7250 2480.1977 32.7332 2727 2 1240.6025 6.27
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1453.7434 KIEFPHPTEEAR 597.1165 1453.7350 24.0396 1717 2 727.3711 ‐6.1262
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1622.7657 ELLNQLDGFSSDER 175.3207 1622.7634 21.0601 9049 3 541.5927 ‐2.2938
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1261.6212 KIEFPHPTEEA 161.4353 1261.6240 23.8738 1347 1 1261.6240 4.83
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1002.5619 LLYGPPGTGK 180.0449 1002.5583 17.2761 981 1 1002.5583 ‐2.4152
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 1298.1710 47765.2844 14 30.42 None 1950.9113 TMLELLNQLDGFSSDER 141.0772 1950.9107 19.8049 41501 4 488.4831 ‐1.5493
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 1160.6270 AGALGDSVTITR 8956.7040 1160.6264 21.7149 31304 2 580.8168 ‐1.4379
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 1033.5598 IMEIASLEK 10707.2100 1033.5599 25.7687 21301 2 517.2836 ‐1.1175
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 1558.6180 YFNIAENEGEEED 9196.9380 1558.6215 25.5305 8625 2 779.8144 2.0788
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 791.4258 DSVTITR 173.2951 791.4234 21.5093 1787 1 791.4234 ‐2.6155
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 981.4312 YFNIAENE 121.5524 981.4321 24.7163 989 1 981.4321 1.52
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2608.1090 14075.1760 6 27.42 None 1015.5492 IMEIASLEK 336.7058 1015.5509 26.0524 1972 2 508.2791 0.4502
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1656.7904 VFISDDFDGELFPR 5585.9770 1656.7917 35.2977 12281 2 828.8995 0.8485
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 1799.3660 1233.6496 21.8152 10349 2 617.3285 ‐1.7059
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1097.4833 FGWSANMER 3291.5810 1097.4856 24.8553 7371 2 549.2464 1.0755
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 2268.1540 IYADKENGIITLTDSGIGMTR 1489.1770 2268.1487 21.5423 5604 2 1134.5780 ‐1.1233
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 Carbamidomethyl+C(6) 1790.8953 QELVDCLGTIAQSGTAK 1137.8380 1790.8885 31.9644 1387 2 895.9479 ‐3.4956
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1860.8763 NPKEVTTAEYNEFYR 1111.0390 1860.8660 20.7705 6101 2 930.9366 ‐5.0883
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1275.6427 ELISNASDALDK 663.0656 1275.6416 22.9277 5293 2 638.3244 ‐1.5476
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 238.9362 2312.0949 26.5167 12823 3 771.3698 ‐9.4416
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1967.9444 GYTKEVEVEDDPTETKK 2079.3120 1967.9451 22.6923 4342 2 984.4762 1.0130
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 2377.2227 LVKNYSQFVSFPIYTWQEK 813.6106 2377.2169 22.7076 2523 3 793.0772 ‐2.5817
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1504.7642 DAPDLDIRIYADK 873.3530 1504.7713 31.3613 1239 2 752.8893 4.97
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1434.7621 GIITLTDSGIGMTR 179.2721 1434.7700 21.2125 4039 2 717.8886 5.0965
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1359.7301 IITLTDSGIGMTR 200.0899 1359.7352 21.5640 2994 2 680.3712 3.98
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 260.7297 90795.1185 29 9.14 None 1949.9338 GYTKEVEVEDDPTETKK 373.5598 1949.9244 20.9319 1047 2 975.4658 ‐4.2419
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1656.7904 VFISDDFDGELFPR 5518.9400 1656.7917 35.2977 12281 2 828.8995 1.0107
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 4214.0280 1233.6496 21.8152 10349 2 617.3285 ‐1.5608
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1097.4833 FGWSANMER 5319.6280 1097.4856 24.8553 7371 2 549.2464 1.50
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(6) 1790.8953 QELVDCLGTIAQSGTAK 583.7975 1790.8885 31.9644 1387 2 895.9479 ‐3.3279
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1839.8494 GYTKEVEVEDDPTETK 197.8925 1839.8761 27.8339 21969 2 920.4417 15.0811
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1250.6627 YLSVTNPELSK 259.3504 1250.6309 21.5320 7866 2 625.8191 ‐25.9935
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 2036.9753 NYSQFVSFPIYTWQEK 1599.6460 2036.9568 34.0171 6937 3 679.6571 ‐9.4618
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(3) 862.4088 LGCIEDR 341.7643 862.3918 27.7042 5364 1 862.3918 ‐18.8962
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1275.6427 ELISNASDALDK 142.3021 1275.6709 22.2082 1498 2 638.3391 21.6027
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 187.4327 2312.0949 26.5167 12823 3 771.3698 ‐9.2842
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(12) 1909.9477 EAAVKKEFGQTCDWIK 515.2728 1909.9366 29.3547 2003 2 955.4719 ‐5.0965
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Carbamidomethyl+C(6) 2684.3357 LSSSPCVLVSGKFGWSANMERLMK 1045.3770 2684.3280 34.3869 1260 3 895.4475 ‐2.5023
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 Oxidation+M(14) 1693.8425 ENGIITLTDSGIGMTR 494.0609 1693.8369 30.5234 3242 2 847.4221 ‐3.0016
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 1087.5994 LSVTNPELSK 157.8359 1087.5948 22.0049 2299 2 544.3010 ‐5.1497
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 283.2581 90795.1185 29 9.14 None 999.5146 YLSVTNPEL 87.2389 999.5118 19.7686 869 2 500.2596 ‐3.8240
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 4611.6780 2251.1043 32.4193 12320 2 1126.0558 ‐2.5870
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 986.5881 LVDLALASGK 8892.0200 986.5889 16.2963 6967 2 493.7981 ‐0.3741



NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 3574.9710 2277.1559 48.4666 5188 2 1139.0816 ‐0.9210
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 3755.5230 2719.2448 24.0838 4729 4 680.5667 ‐2.1266
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 Carbamidomethyl+C(22) 2811.3037 VNLPNGDMVGHTGDIEATVVACEAAD 661.5132 2811.3042 30.1471 1693 3 937.7729 0.4933
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1303.6389 TSGEYLAHNGVR 967.2269 1303.6302 20.5869 1524 1 1303.6302 ‐4.4031
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 915.4063 MYVTMDR 1314.5710 915.4075 16.8065 3559 1 915.4075 2.94
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1073.5334 GVDAQVASGGGR 1613.5760 1073.5325 20.8318 2224 2 537.2699 ‐1.9428
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1840.9262 YAGMLQYDGELKLPSR 1866.0310 1840.9237 17.9194 11627 3 614.3127 ‐2.0698
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1563.8027 RGWDAQVLGEAPHK 228.3739 1563.7902 26.8650 2048 2 782.3987 ‐8.0900
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1032.5758 MKALEIAEK 567.7411 1032.5737 29.8778 1985 2 516.7905 ‐3.1946
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1546.7536 ALEYKDFDKFDR 1021.6810 1546.7403 50.6707 1220 2 773.8738 ‐8.7889
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1280.6382 RGWDAQVLGEAP 670.5060 1280.6439 26.7612 6515 2 640.8256 3.64
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 917.4435 DAQVASGGGR 220.8010 917.4461 20.5843 3530 2 459.2267 1.57
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1780.8276 LEEYVEIPSDSGISFN 388.6633 1780.8285 33.5781 2572 2 890.9179 0.8139
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 774.4356 DLALASGK 2237.1860 774.4378 16.3033 1038 1 774.4378 3.1426
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1285.6284 TSGEYLAHNGVR 689.6975 1285.6218 21.1572 2296 1 1285.6218 ‐2.8992
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 29 29.64 None 1056.5069 GVDAQVASGGGR 323.5920 1056.5067 19.2375 3081 1 1056.5067 1.82
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 3478.9640 2251.1043 32.4193 12320 2 1126.0558 ‐2.4006
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 1779.5030 2277.1559 48.4666 5188 2 1139.0816 ‐0.7336
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 1989.8100 2719.2448 24.0838 4729 4 680.5667 ‐1.9340
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1407.7015 GWDAQVLGEAPHK 635.6216 1407.7029 24.2508 4248 3 469.9058 ‐0.1404
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 2249.0721 AEPGANDQYLPSFVIVDDNGK 626.6152 2249.0805 35.7382 1744 2 1125.0439 5.1483
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1481.7073 FGHVTFFWNGNR 166.0068 1481.6957 23.7848 7540 2 741.3515 ‐7.9802
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1001.4938 YISQSFEK 80.5918 1001.4714 32.0354 2494 1 1001.4714 ‐21.0975
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1974.9702 GIYVVTADHGNAEDMVKR 1103.8780 1974.9820 22.6214 1954 3 658.9989 5.18
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1818.8691 GIYVVTADHGNAEDMVK 337.8554 1818.8855 28.7691 1139 2 909.9464 9.93
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1780.8276 LEEYVEIPSDSGISFN 479.9296 1780.8285 33.5781 2572 2 890.9179 0.9812
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 383.8986 60934.9776 29 29.64 None 1801.8425 GIYVVTADHGNAEDMVK 214.8048 1801.8367 29.7547 1780 2 901.4220 ‐2.7466
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1411.8407 GTVEIITPVELIK 25369.2100 1411.8386 34.8999 32437 2 706.4229 ‐1.8837
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1045.5888 VGSSEAALLAK 4770.1360 1045.5896 20.5629 27431 2 523.2984 ‐0.4151
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQ 5707.9190 3550.9037 23.8721 19667 3 1184.3061 ‐2.3069
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 2949.2500 3174.6399 24.8668 10711 3 1058.8848 ‐1.3748
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 2215.6710 1858.9608 26.6018 3653 2 929.9840 ‐2.2147
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 979.5095 EYLKDPSK 340.6993 979.5155 24.0856 5312 1 979.5155 7.78
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1473.7907 QGDKVGSSEAALLAK 326.1166 1473.7787 25.9449 4540 2 737.3930 ‐8.4646
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1510.7426 GDSVVLMGKNTMMK 681.4063 1510.7451 23.4849 2509 2 755.8762 1.56
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 586.3923 AALLAK 413.3200 586.3932 25.9406 1986 1 586.3932 1.66
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1059.6197 FQVLNIPTK 321.3216 1059.6206 22.5406 1777 2 530.3139 ‐0.3151
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1641.8231 FAVASVAAVSADAGGGAPAA 530.9316 1641.8261 27.5679 1170 3 547.9469 0.9214
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 961.4989 EYLKDPSK 126.9371 961.4974 22.1307 5026 2 481.2523 ‐2.8959
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2219.9690 34190.1525 13 41.88 None 1455.7802 QGDKVGSSEAALLAK 153.6278 1455.7770 25.9011 1012 3 485.9305 ‐3.2844
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 200853.8000 2779.3084 29.4042 167798 4 695.5825 ‐0.1040
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 79811.8000 1250.5981 18.8011 149875 2 625.8027 ‐1.2470
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 950.4690 NLNTDAFR 25116.6300 950.4687 20.2856 142914 2 475.7380 ‐1.6523
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1552.6955 EYADFVFQEYGGK 105404.8000 1552.6959 30.3390 120579 2 776.8516 0.1262
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1523.7199 WMQDSLITWESK 46389.4400 1523.7200 19.3044 108836 2 762.3637 ‐0.1082
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 69550.6200 2251.1834 18.0296 101658 3 751.0660 ‐0.0669
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2132.1022 GVSQAGVQFYHDLIDELIK 27338.6400 2132.1031 23.4508 92787 3 711.3725 ‐0.0105
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1417.7798 DFLSQGVRPSALK 31405.0600 1417.7807 25.8365 78136 3 473.2651 ‐0.4764
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1167.6078 YKEDIQLMK 4687.0810 1167.6075 21.2183 67501 2 584.3074 ‐1.2200
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 860.4447 MSIAWPR 27429.4900 860.4462 17.2225 45703 2 430.7267 0.2313
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 2621.3930 3169.5590 19.6548 42506 5 634.7176 0.0176
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 4310.7060 2706.3503 19.6737 34843 4 677.3430 ‐1.3519
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1151.5772 FGLYYVDFK 16858.9300 1151.5742 19.6449 21262 1 1151.5742 ‐0.8760
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 Carbamidomethyl+C(1) 1779.7504 CNNDNGDVAVDFFHR 6122.5060 1779.7530 27.3549 18153 3 593.9225 0.7154
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 3410.5264 YANPEIMIMENGYGEELGASDSVAVGT 1255.3410 3410.5232 32.4290 4430 3 1137.5126 ‐0.0508
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 876.4495 EDIQLMK 9359.6680 876.4495 21.2605 3528 1 876.4495 0.6673
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 723.3420 NTDAFR 19534.9600 723.3423 20.2892 15940 1 723.3423 0.5239
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2288.0214 SPAWFEAHDLADSQDGASIDR 1007.1200 2288.0253 28.2276 7724 3 763.3466 1.15
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1499.6721 HDLADSQDGASIDR 812.6011 1499.6723 26.3289 5241 2 750.3398 ‐0.0888
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 508.2766 VDFK 92.9753 508.2789 17.7146 4983 1 508.2789 3.92
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 664.1381 1096.5235 18.8057 4427 1 1096.5235 0.6492
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 706.3155 NTDAFR 628.1774 706.3164 19.3351 4095 1 706.3164 1.15
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 822.4468 ALNVYSR 177.6976 822.4454 17.1809 3813 1 822.4454 ‐1.3018
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2290.0523 IGIAHSPAWFEAHDLADSQDGA 471.2741 2290.0435 26.1529 3583 3 764.0193 ‐4.1099
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2144.9672 IGIAHSPAWFEAHDLADSQD 406.5505 2144.9576 32.6091 3412 2 1072.9824 ‐3.4968
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 536.2351 YKED 2409.2610 536.2347 21.2217 2867 1 536.2347 ‐1.2670
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1358.7063 LISHAEAVEAYR 641.4140 1358.7064 19.5629 2215 2 679.8568 ‐0.4711
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1260.5895 ADFVFQEYGGK 675.6391 1260.5834 30.3301 2205 1 1260.5834 ‐2.7161
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1271.6743 DFLSQGVRPSAL 160.7783 1271.6697 25.0377 1787 2 636.3385 ‐4.3058
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1337.6406 MQDSLITWESK 1879.3000 1337.6359 19.3128 1741 1 1337.6359 ‐1.0604
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 874.4128 WMQDSLI 281.9727 874.4132 18.9100 1516 2 437.7102 ‐0.9637
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1080.5625 IGIAHSPAWF 171.0462 1080.5659 28.8728 1504 2 540.7866 2.0553
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 2066.1029 QNYAIGSKPLTAALNVYSR 653.0865 2066.0941 18.0138 1423 2 1033.5507 ‐3.4319
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1471.7904 LLISHAEAVEAYR 452.7520 1471.7940 19.9591 1413 3 491.2695 1.87
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1824.0014 YAIGSKPLTAALNVYSR 1531.4630 1823.9994 18.0273 1241 2 912.5033 ‐0.7519
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 3392.5158 YANPEIMIMENGYGEELGASDSVAVGT 632.0827 3392.5185 34.5286 3818 3 1131.5110 1.82
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1534.6849 EYADFVFQEYGGK 344.8252 1534.6914 30.3695 1516 2 767.8493 4.0298
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 21567.8900 60233.8928 87 46.95 None 1506.6933 WMQDSLITWESK 228.6153 1506.7003 19.3020 1599 2 753.8538 4.57
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 119803.7000 2779.3084 29.4042 167798 4 695.5825 0.0886



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 950.4690 NLNTDAFR 60415.7500 950.4689 20.2872 137932 2 475.7381 ‐1.2833
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1552.6955 EYADFVFQEYGGK 108111.1000 1552.6957 30.3386 117192 2 776.8515 0.1581
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1417.7798 DFLSQGVRPSALK 47317.5600 1417.7807 25.8365 78136 3 473.2651 ‐0.4618
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1167.6078 YKEDIQLMK 7236.3140 1167.6075 21.2183 67501 2 584.3074 ‐1.0776
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 Carbamidomethyl+C(1) 1779.7504 CNNDNGDVAVDFFHR 5337.6900 1779.7530 27.3549 18153 3 593.9225 0.7878
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 1333.4440 1543.7557 26.4696 14343 2 772.3815 ‐3.2524
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 3410.5264 YANPEIMIMENGYGEELGASDSVAVGT 1153.1100 3410.5232 32.4290 4430 3 1137.5126 0.2821
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 2132.1022 GVSQAGVQFYHDLIDELIK 623.6838 2132.0804 34.9747 2976 2 1066.5438 ‐9.0815
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1421.7212 NRFGLYYVDFK 379.2975 1421.7288 35.3454 1053 2 711.3681 5.1044
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 723.3420 NTDAFR 25234.4600 723.3423 20.2892 15940 1 723.3423 0.6686
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1155.6844 LSQGVRPSALK 7450.0650 1155.6876 25.8411 10844 2 578.3474 1.97
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 2288.0214 SPAWFEAHDLADSQDGASIDR 336.1743 2288.0253 28.2276 7724 3 763.3466 1.51
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1280.6422 IGIAHSPAWFEA 213.6954 1280.6439 26.7612 6515 2 640.8256 0.7420
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 706.3155 NTDAFR 580.3218 706.3164 19.3351 4095 1 706.3164 1.45
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 2290.0523 IGIAHSPAWFEAHDLADSQDGA 187.1917 2290.0435 26.1529 3583 3 764.0193 ‐3.9560
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 2144.9672 IGIAHSPAWFEAHDLADSQD 189.2186 2144.9560 29.5849 3145 2 1072.9817 ‐4.0226
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 536.2351 YKED 2912.2020 536.2347 21.2217 2867 1 536.2347 ‐1.1409
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 876.4495 EDIQLMK 2640.6240 876.4510 21.2153 2558 1 876.4510 2.91
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1189.5524 DFVFQEYGGK 859.9446 1189.5514 30.3592 2530 1 1189.5514 1.72
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1499.6721 HDLADSQDGASIDR 224.1003 1499.6716 26.3435 2526 2 750.3394 ‐0.4146
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1260.5895 ADFVFQEYGGK 870.6177 1260.5834 30.3301 2205 1 1260.5834 ‐2.5183
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1080.5625 IGIAHSPAWF 165.1790 1080.5659 28.8728 1504 2 540.7866 2.42
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 1074.5255 FVFQEYGGK 141.8425 1074.5215 30.3325 1329 1 1074.5215 ‐2.1051
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 11130.1000 60233.8928 87 46.95 None 3392.5158 YANPEIMIMENGYGEELGASDSVAVGT 359.1602 3392.5185 34.5286 3818 3 1131.5110 1.82
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 44318.8600 1250.5981 18.8011 149875 2 625.8027 ‐1.4652
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1523.7199 WMQDSLITWESK 48265.8700 1523.7200 19.3044 108836 2 762.3637 ‐0.1859
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 70388.4800 2251.1834 18.0296 101658 3 751.0660 ‐0.1630
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2132.1022 GVSQAGVQFYHDLIDELIK 14522.2500 2132.1031 23.4508 92787 3 711.3725 ‐0.1255
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 860.4447 MSIAWPR 11590.7000 860.4462 17.2225 45703 2 430.7267 ‐0.1876
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 4697.2100 2706.3503 19.6737 34843 4 677.3430 ‐1.4017
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1151.5772 FGLYYVDFK 15664.7200 1151.5742 19.6449 21262 1 1151.5742 ‐0.8857
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1552.6955 EYADFVFQEYGGK 21439.3300 1552.6965 18.4156 17151 2 776.8519 0.4389
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 1319.8560 2779.3117 17.6787 7445 4 695.5834 1.0330
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 3369.5699 NGITPFVTVFHWDTPQDLEDEYGGFLS 1681.3430 3369.5665 23.5311 6528 3 1123.8604 ‐0.0554
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 1941.5050 1543.7638 16.6116 5742 2 772.3855 1.46
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2389.2398 EKGVSQAGVQFYHDLIDELIK 290.4102 2389.2396 22.6865 6187 3 797.0847 ‐0.3145
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 Carbamidomethyl+C(5) 912.4033 WDIYCR 1601.7200 912.4023 18.7957 6104 1 912.4023 ‐0.3280
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 483.2562 EKGVS 80.8984 483.2590 20.1717 4252 1 483.2590 5.0593
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 822.4468 ALNVYSR 187.6640 822.4454 17.1809 3813 1 822.4454 ‐1.3276
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1206.6001 QDSLITWESK 1012.3100 1206.5995 21.3214 3635 2 603.8034 ‐1.5553
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1976.0124 SQAGVQFYHDLIDELIK 1763.1250 1976.0162 23.4482 2695 2 988.5117 2.98
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 Carbamidomethyl+C(4) 726.3240 DIYCR 124.4622 726.3238 18.8074 2522 1 726.3238 ‐0.1733
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1337.6406 MQDSLITWESK 1070.9890 1337.6359 19.3128 1741 1 1337.6359 ‐1.0610
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 2066.1029 QNYAIGSKPLTAALNVYSR 398.4394 2066.0941 18.0138 1423 2 1033.5507 ‐3.2305
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1471.7904 LLISHAEAVEAYR 288.3040 1471.7940 19.9591 1413 3 491.2695 1.1688
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1331.6266 SGYEAYLVTHNL 159.0620 1331.6237 21.4758 922 2 666.3155 ‐2.9473
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1760.9218 AGVQFYHDLIDELIK 251.8736 1760.9184 23.1896 898 2 880.9629 ‐1.5916
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 6680.4850 60233.8928 87 46.95 None 1506.6933 WMQDSLITWESK 154.7336 1506.7003 19.3020 1599 2 753.8538 4.92
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1680.8340 NAVVTVPAYFNDSQR 26157.4100 1680.8331 27.8106 56873 2 840.9202 ‐0.4194
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1473.6856 TTPSYVAFTDSER 60706.7300 1473.6858 24.1479 56796 2 737.3465 ‐0.2012
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1675.7307 ATAGDTHLGGEDFDNR 28894.6500 1675.7320 19.0968 50092 3 559.2488 ‐0.0907
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1358.6158 NALENYAYNMR 33167.2900 1358.6165 25.3790 42776 2 679.8119 0.0256
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 16919.2400 1386.7292 26.7516 37822 2 693.8683 ‐0.8484
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1215.6514 DAGVIAGLNVMR 15003.8500 1215.6514 29.5953 33587 2 608.3293 ‐0.8448
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 27450.1400 2658.2690 33.3950 29669 3 886.7612 0.4460
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1278.6300 MVNHFVQEFK 52465.3200 1278.6317 15.5915 28372 2 639.8195 0.7087
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2134.3830 2574.2689 21.1866 19157 3 858.7612 0.3312
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1661.8316 NQVAMNPINTVFDAK 1984.3790 1661.8337 18.9255 16402 2 831.4205 1.02
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1226.5899 FTDSSVQSDIK 5715.8660 1226.5906 19.5231 11181 2 613.7989 ‐0.2759
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 5359.4800 2588.2255 19.3952 8760 3 863.4133 2.30
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1308.7046 EIAEAYLGTTIK 3317.7190 1308.7069 26.5746 5903 2 654.8571 1.1337
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 2026.0049 GEDKEFSAEEISSMILIK 3947.3180 2026.0042 34.9818 5501 3 676.0063 ‐0.8314
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1431.7438 NSIDDVVLVGGSTR 3988.9580 1431.7438 26.4780 4456 2 716.3755 ‐0.4174
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 831.2440 1938.0408 18.0288 1979 2 969.5240 13.7026
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(1) 1136.5551 CLRDAKMDK 493.0101 1136.5531 25.2858 5528 2 568.7802 ‐2.7031
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 2112.1012 FTDSSVQSDIKLWPFTLK 1438.5250 2112.0895 18.2335 4557 3 704.7014 ‐5.9375
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1125.5609 MVQEAEKYK 1847.4070 1125.5635 20.2018 4371 1 1125.5635 3.62
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(10) 1339.6351 VDFFNGKELCK 219.5607 1339.6338 18.1720 37325 2 670.3205 ‐1.5801
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 679.3774 DAGVIAGL 116.4043 679.3746 30.9175 5220 1 679.3746 ‐4.0715
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1503.6459 AGDTHLGGEDFDNR 23602.7800 1503.6495 19.1007 5170 2 752.3284 2.1881
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 873.4975 IAGLNVMR 113.7223 873.5022 31.2438 3437 2 437.2548 3.38
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 574.3017 AKMDK 97.8129 574.3033 21.8024 3138 1 574.3033 2.72
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1249.6245 MNPINTVFDAK 487.5572 1249.6264 18.8297 2618 2 625.3168 0.7519
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1432.6088 GDTHLGGEDFDNR 1896.6910 1432.6120 19.0956 2043 2 716.8096 1.23
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1552.6914 EQVFSTYSDNQPGV 210.2020 1552.6958 35.1975 2018 2 776.8515 2.49



NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 604.9334 2063.9619 18.3853 2004 3 688.6588 0.2616
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 752.3573 VYEGER 239.2550 752.3559 32.3989 1915 1 752.3559 ‐1.7230
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1060.4517 ENYAYNMR 467.0774 1060.4479 25.3842 1397 1 1060.4479 ‐2.2061
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 934.4781 HFVQEFK 97.6425 934.4830 15.8766 1212 2 467.7452 3.16
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1174.5375 SYVAFTDSER 496.9677 1174.5354 24.1563 985 1 1174.5354 ‐0.0055
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(4) 1144.6031 ESICNPIIAK 1096.0310 1144.5978 26.7514 849 1 1144.5978 ‐2.9261
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 869.1267 1015.5540 26.7530 804 1 1015.5540 ‐5.2162
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1173.5357 LENYAYNMR 524.1178 1173.5329 25.3713 755 1 1173.5329 ‐0.6543
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 297.1252 1368.7142 25.0681 2181 2 684.8607 ‐4.1730
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 Carbamidomethyl+C(1) 1118.5445 CLRDAKMDK 149.2797 1118.5397 23.0677 1872 1 1118.5397 ‐2.7848
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1107.5503 MVQEAEKYK 148.3166 1107.5543 20.1308 851 1 1107.5543 5.1171
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 11268.1300 71603.9617 46 46.38 None 1663.8075 NAVVTVPAYFNDSQR 311.2335 1663.8103 25.4676 759 2 832.4088 1.78
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 1799.9385 TTVITQGADPVVVAEDGK 54648.6700 1799.9419 25.1900 28467 2 900.4746 2.1724
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 33256.6200 1337.6631 20.4922 18279 2 669.3352 ‐0.5396
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 19568.8900 1414.5950 20.5575 13562 2 707.8011 ‐0.0037
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 2124.0616 VAQWMLQVPGATSYMGSIGK 3586.5950 2124.0562 20.6259 7422 2 1062.5317 ‐1.6140
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 1378.6130 HLPMYDEMSQK 13427.8800 1378.6131 22.0864 7348 2 689.8102 ‐0.4295
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 926.5710 YPVIPLPK 13722.4300 926.5718 17.6234 4365 2 463.7895 ‐0.5128
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 Carbamidomethyl+C(1) 1978.8674 CLPYMDYIFGNETEAR 559.7092 1978.8684 21.0174 3521 2 989.9379 1.28
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 1711.8650 FNVEYIAGGATQNSIK 497.4939 1711.8521 36.3419 1829 2 856.4297 ‐7.3372
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 2027.1019 TTVITQGADPVVVAEDGKVK 2551.3230 2027.1029 24.7936 3551 3 676.3725 ‐0.0099
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 498.3035 VIQR 106.2987 498.3034 18.2999 9669 1 498.3034 ‐0.7609
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 1009.4625 YPEKPDFN 289.3682 1009.4607 18.8730 4986 2 505.2340 ‐3.0652
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 1481.7482 ITQGADPVVVAEDGK 271.2267 1481.7410 24.0457 4563 2 741.3741 ‐5.1803
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 801.4101 GATQNSIK 99.7857 801.4112 37.5511 3994 1 801.4112 1.70
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 None 944.5411 VVAEDGKVK 383.6996 944.5406 23.9724 2115 1 944.5406 0.3950
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 6442.6540 38292.4442 20 33.43 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 168.8524 1319.6505 19.6657 6270 2 660.3289 ‐2.1737
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 2476.0720 38292.4442 20 33.43 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 59257.4300 1337.6631 20.4922 18279 2 669.3352 ‐0.3903
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 2476.0720 38292.4442 20 33.43 None 1378.6130 HLPMYDEMSQK 12704.0600 1378.6131 22.0864 7348 2 689.8102 ‐0.2785
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 2476.0720 38292.4442 20 33.43 None 1100.5946 LNNAILAEDK 93.4752 1100.5798 20.7994 1533 2 550.7935 ‐14.3565
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 2476.0720 38292.4442 20 33.43 Carbamidomethyl+C(1) 2470.1166 CLPYMDYIFGNETEARTFSR 143.9737 2470.1408 27.7628 2461 3 824.0518 9.78
NP_187593.1 adenosine kinase 1 Arabidopsis thaliana 2476.0720 38292.4442 20 33.43 None 498.3035 VIQR 104.8561 498.3034 18.2999 9669 1 498.3034 ‐0.6384
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1842.9848 NAPSIIFIDEIDSIAPK 9290.1720 1842.9857 39.8607 11782 2 921.9965 0.9266
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1786.9222 LDQLIYIPLPDEDSR 4000.6080 1786.9228 35.3134 8445 2 893.9650 0.6421
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 2468.6820 1564.7778 24.8874 8088 2 782.8925 ‐0.8029
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1312.6743 EIDIGVPDEIGR 15142.9900 1312.6769 28.3778 7670 2 656.8421 1.31
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1059.5317 LAEDVDLER 10233.6200 1059.5341 20.7210 7447 2 530.2707 1.1315
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1158.6517 GILLYGPPGSGK 7825.2480 1158.6543 16.8707 7042 2 579.8308 1.06
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1203.6328 LAGESESNLRK 930.1074 1203.6400 29.6075 6810 2 602.3236 5.1515
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 2949.8150 1251.6190 16.6825 6738 2 626.3131 ‐0.8199
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 1528.6220 1845.8482 26.7702 6322 2 923.4277 2.18
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1075.5378 LAGESESNLR 18127.4400 1075.5372 15.7317 4220 2 538.2723 ‐1.6222
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 968.5775 ELVELPLR 4159.2150 968.5786 28.9724 3099 2 484.7929 ‐0.1730
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1117.5735 ENIEKDIEK 3603.5020 1117.5725 25.6038 2896 1 1117.5725 0.6199
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1397.7999 SPIAKDVDIGALAK 1635.9820 1397.8007 19.1373 1233 3 466.6051 ‐0.4994
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1051.5419 DFSTAILER 773.3429 1051.5463 21.5502 2643 2 526.2768 3.1081
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(17)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1568.8180 KYQAFAQTLQQSR 2273.2600 1568.8175 20.9975 9507 2 784.9124 ‐0.4068
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1061.5222 EKTNGEVER 1578.7910 1061.5333 28.7469 4647 2 531.2703 9.05
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 4261.1412 ETVVEVPNVSWNDIGGLENVKRELQET 937.0082 4261.1306 24.0545 2514 4 1066.0381 ‐1.9033
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1760.9211 NMKLAEDVDLERISK 2064.5030 1760.9319 23.4517 2155 2 880.9696 6.76
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 2165.9945 EDEERLDDVGYDDVGGVRK 183.2989 2166.0130 22.1094 1947 4 542.2587 7.54
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(18) 2229.0969 ALAKYTQGFSGADITEICQR 806.3884 2229.1138 26.9411 943 3 743.7095 7.72
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1111.5452 NMKLAEDVDL 391.7777 1111.5447 21.6293 3763 2 556.2760 ‐1.4398
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1078.5640 FAQTLQQSR 159.8467 1078.5606 20.8728 1928 1 1078.5606 ‐1.6771
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(4) 615.2919 PPGCGK 162.6041 615.2921 18.1671 1265 1 615.2921 ‐0.0602
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(4) 743.3869 ALQCIR 118.8475 743.3888 35.7278 889 1 743.3888 2.87
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 Carbamidomethyl+C(3) 1309.6205 NECQANFISVK 251.8047 1309.6171 24.7268 862 2 655.3122 ‐3.2945
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1244.0140 90134.8774 40 30.66 None 1185.6222 LAGESESNLRK 177.8203 1185.6258 28.8557 1327 2 593.3166 2.1645
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1842.9848 NAPSIIFIDEIDSIAPK 16066.2600 1842.9857 39.8607 11782 2 921.9965 1.0964
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1786.9222 LDQLIYIPLPDEDSR 4379.2260 1786.9228 35.3134 8445 2 893.9650 0.8096
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 2181.4220 1564.7778 24.8874 8088 2 782.8925 ‐0.6444
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1312.6743 EIDIGVPDEIGR 14689.0200 1312.6769 28.3778 7670 2 656.8421 1.14
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 1123.7790 1845.8482 26.7702 6322 2 923.4277 3.0518
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 968.5775 ELVELPLR 5608.0690 968.5786 28.9724 3099 2 484.7929 ‐0.0386
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1397.7999 SPIAKDVDIGALAK 593.6783 1397.8007 19.1373 1233 3 466.6051 ‐0.4879
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 2568.2439 GPELLTMWFGESEANVREIFDK 237.8385 2568.2677 31.7568 2722 3 856.7608 9.16
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 901.4989 DVDIGALAK 446.5150 901.5102 21.7728 1553 2 451.2587 11.07
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 889.4778 QANFISVK 109.1374 889.4781 23.6089 13194 2 445.2427 ‐1.0098
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1317.6685 IYIPLPDEDSR 77.3285 1317.6746 33.1385 1070 2 659.3410 4.1809
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 773.8326 90134.8774 40 30.66 None 1294.6638 EIDIGVPDEIGR 655.7831 1294.6642 27.8489 4078 2 647.8357 ‐0.1615
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1411.8407 GTVEIITPVELIK 25369.2100 1411.8386 34.8999 32437 2 706.4229 ‐1.8837
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1045.5888 VGSSEAALLAK 4770.1360 1045.5896 20.5629 27431 2 523.2984 ‐0.4151
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQ 5707.9190 3550.9037 23.8721 19667 3 1184.3061 ‐2.3069
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 2949.2500 3174.6399 24.8668 10711 3 1058.8848 ‐1.3748



NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 2018.0301 FVVAAAAVSADAGGGSAQAGAAAK 3998.8200 2018.0375 20.5803 1020 2 1009.5224 4.97
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1922.9858 NALAIAVATDYTFPQAEK 582.5795 1923.0353 19.2688 4041 3 641.6833 25.1244
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1473.7907 QGDKVGSSEAALLAK 326.1166 1473.7787 25.9449 4540 2 737.3930 ‐8.4646
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1510.7426 GDSVVLMGKNTMMK 681.4063 1510.7451 23.4849 2509 2 755.8762 1.56
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 2503.2787 FVVAAAAVSADAGGGSAQAGAAAKV 439.8009 2503.3035 35.7350 1059 3 835.1060 9.39
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 586.3923 AALLAK 413.3200 586.3932 25.9406 1986 1 586.3932 1.66
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1059.6197 FQVLNIPTK 321.3216 1059.6206 22.5406 1777 2 530.3139 ‐0.3151
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2388.7150 34447.4453 18 46.44 None 1455.7802 QGDKVGSSEAALLAK 153.6278 1455.7770 25.9011 1012 3 485.9305 ‐3.2844
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQ 3332.9700 3550.9037 23.8721 19667 3 1184.3061 ‐2.1966
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 3441.6100 3174.6399 24.8668 10711 3 1058.8848 ‐1.3242
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 None 2503.2787 FVVAAAAVSADAGGGSAQAGAAAKV 942.6417 2503.2955 18.3283 3463 3 835.1033 6.98
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 None 1059.6197 FQVLNIPTK 125.4338 1059.6206 22.5406 1777 2 530.3139 ‐0.6315
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 None 1331.6590 FVVAAAAVSADAGGGS 330.7020 1331.6543 17.9790 1022 2 666.3308 ‐4.3284
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 649.1829 34447.4453 18 46.44 Carbamidomethyl+C(2) 3157.6198 LCQLIDEYTQILVVAADNVGSTQLQNIR 451.3690 3157.6147 23.0244 2961 3 1053.2098 ‐0.9413
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 1443.7326 IEDVTPIPTDSTR 67173.2900 1443.7343 22.4628 22601 2 722.3708 0.8348
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 1054.5640 TPGPGAQSALR 9862.2760 1054.5633 16.4115 19177 2 527.7853 ‐1.7268
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 1157.6525 VETVTLGPSVR 12742.8100 1157.6526 22.4585 15937 2 579.3299 ‐0.8413
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 2724.7400 2265.0602 28.3605 12906 3 755.6916 1.00
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 616.8377 2492.2258 27.2972 3406 4 623.8119 1.47
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 856.4635 GPGAQSALR 4707.3060 856.4646 16.4192 1126 1 856.4646 1.93
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 7860.8550 16329.8395 13 38.67 None 929.5415 TVTLGPSVR 316.6296 929.5420 23.0711 1119 2 465.2746 ‐0.8364
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 None 1157.6525 VETVTLGPSVR 22170.0700 1157.6526 22.4585 15937 2 579.3299 ‐0.6993
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 1594.6200 2265.0602 28.3605 12906 3 755.6916 1.00
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 Carbamidomethyl+C(1) 1386.7232 CKELGITAMHVK 383.6437 1386.6919 25.7396 6474 2 693.8496 ‐22.9384
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 317.9985 2492.2258 27.2972 3406 4 623.8119 1.77
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 None 828.4938 VTLGPSVR 454.0323 828.4940 23.6175 2129 1 828.4940 0.9408
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1879.7440 16329.8395 13 38.67 Carbamidomethyl+C(1) 873.4499 CKELGITA 106.3811 873.4481 26.8157 2066 1 873.4481 ‐1.1797
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1748.9065 SGGLGDLNYPLISDVTK 13892.0800 1748.9056 33.8059 39148 2 874.9564 ‐0.2965
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1855.8749 APDFEAEAVFDQEFIK 3924.3040 1855.8774 35.4921 23039 2 928.4424 1.33
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1240.6532 AQADDLPLVGNK 4399.9020 1240.6577 23.9465 21844 2 620.8325 2.32
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 729.3454 EYFSAI 6895.4790 729.3445 27.9756 19407 1 729.3445 ‐1.1188
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1525.8485 SFGVLIHDQGIALR 4557.0760 1525.8474 18.1718 19095 3 509.2873 ‐1.7357
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1707.9137 EGVIQHSTINNLGIGR 1760.9570 1707.9132 24.6443 16471 3 569.9759 ‐1.0635
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 3525.0640 2871.3957 31.2413 12046 3 957.8034 ‐0.5137
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1681.8425 MASVASSTTLISSPSSR 689.1989 1681.8390 27.3302 2369 2 841.4231 ‐2.0266
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1550.8020 ASVASSTTLISSPSSR 245.8699 1550.7623 30.8925 3613 2 775.8848 ‐25.7934
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1808.9905 VFPAKSSLSSPSVSFLR 317.7525 1808.9918 19.3169 2112 3 603.6688 ‐0.0025
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1376.7532 KSSLSSPSVSFLR 164.2613 1376.7506 21.3129 5049 2 688.8790 ‐2.3930
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2219.0970 29206.0989 26 52.63 None 1584.7904 SGGLGDLNYPLISDVT 171.8517 1584.7825 35.2988 1537 2 792.8949 ‐5.0568
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 1748.9065 SGGLGDLNYPLISDVTK 19219.6300 1748.9056 33.8059 39148 2 874.9564 ‐0.1305
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 1240.6532 AQADDLPLVGNK 4519.0970 1240.6577 23.9465 21844 2 620.8325 2.86
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 1855.8749 APDFEAEAVFDQEFIK 3353.0850 1855.8770 35.4987 20042 2 928.4422 1.05
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 729.3454 EYFSAI 4175.3570 729.3445 27.9756 19407 1 729.3445 ‐0.9735
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 1707.9137 EGVIQHSTINNLGIGR 2505.3650 1707.9132 24.6443 16471 3 569.9759 ‐1.0026
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 3406.8240 2871.3957 31.2413 12046 3 957.8034 ‐0.2669
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 1681.8425 MASVASSTTLISSPSSR 916.6490 1681.8390 27.3302 2369 2 841.4231 ‐1.8633
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2262.4610 29206.0989 26 52.63 None 980.5047 AQADDLPLVG 220.9645 980.5059 23.9116 853 1 980.5059 2.42
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 None 1525.8485 SFGVLIHDQGIALR 2957.7600 1525.8474 18.1718 19095 3 509.2873 ‐1.9471
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 None 1057.5564 LSKEYFSAI 861.9128 1057.5594 23.9823 3830 1 1057.5594 4.1831
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 933.7980 2871.3952 18.5565 2081 3 957.8032 ‐0.7045
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 None 1808.9905 VFPAKSSLSSPSVSFLR 591.6448 1808.9918 19.3169 2112 3 603.6688 ‐0.1688
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 None 1376.7532 KSSLSSPSVSFLR 167.8380 1376.7506 21.3129 5049 2 688.8790 ‐2.5462
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 272.5970 29206.0989 26 52.63 None 1188.6259 VFPAKSSLSSPS 337.5557 1188.6222 19.2686 876 1 1188.6222 ‐1.2853
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1680.8340 NAVVTVPAYFNDSQR 26157.4100 1680.8331 27.8106 56873 2 840.9202 ‐0.4194
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1473.6856 TTPSYVAFTDSER 60706.7300 1473.6858 24.1479 56796 2 737.3465 ‐0.2012
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1675.7307 ATAGDTHLGGEDFDNR 28894.6500 1675.7320 19.0968 50092 3 559.2488 ‐0.0907
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1358.6158 NALENYAYNMR 33167.2900 1358.6165 25.3790 42776 2 679.8119 0.0256
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1278.6300 MVNHFVQEFK 52465.3200 1278.6317 15.5915 28372 2 639.8195 0.7087
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2134.3830 2574.2689 21.1866 19157 3 858.7612 0.3312
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1313.6194 FEELNMDLFR 16780.0600 1313.6191 34.3126 15333 2 657.3132 ‐0.8781
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1649.7952 NQVAMNPTNTVFDAK 2689.5120 1649.7987 25.4203 8822 2 825.4030 2.1554
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 5359.4800 2588.2255 19.3952 8760 3 863.4133 2.30
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1231.6463 DAGVISGLNVMR 4102.2370 1231.6468 28.6799 6963 2 616.3270 ‐0.3968
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1260.6834 EIAEAFLGSPVK 6007.5550 1260.6845 28.5772 6733 2 630.8459 0.1330
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 2800.3788 KEQIFSTYSDNQPGVLIQVYEGER 248.4231 2800.4359 19.5998 7579 3 934.1502 20.6663
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1436.7532 VQQLLQDFFNGK 592.8797 1436.7177 26.8787 3855 2 718.8625 ‐25.1312
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1540.7577 ARFEELNMDLFR 6422.4410 1540.7592 19.3341 17462 3 514.2579 0.0294
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 Carbamidomethyl+C(1) 1136.5551 CLRDAKMDK 493.0101 1136.5531 25.2858 5528 2 568.7802 ‐2.7031
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1125.5609 MVQEAEKYK 1847.4070 1125.5635 20.2018 4371 1 1125.5635 3.62
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 2187.0499 NALENYAYNMRNTIKDEK 260.9843 2187.0375 30.7586 2309 3 729.6840 ‐5.9984
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 Oxidation+M(10) 2150.1274 VVSGPGEKPMIVVNHKGEEK 1130.6920 2150.1254 24.2463 8455 2 1075.5663 0.0709
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1503.6459 AGDTHLGGEDFDNR 23602.7800 1503.6495 19.1007 5170 2 752.3284 2.1881
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 574.3017 AKMDK 97.8129 574.3033 21.8024 3138 1 574.3033 2.72
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1066.5204 KEQIFSTYS 297.5371 1066.5187 17.8996 2815 2 533.7630 ‐2.6731
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1432.6088 GDTHLGGEDFDNR 1896.6910 1432.6120 19.0956 2043 2 716.8096 1.23



NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 808.4199 VQQLLQD 134.2500 808.4162 28.4732 2020 1 808.4162 ‐4.1597
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 604.9334 2063.9619 18.3853 2004 3 688.6588 0.2616
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 612.3140 FFNGK 147.9741 612.3151 27.4535 1844 1 612.3151 1.45
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1060.4517 ENYAYNMR 467.0774 1060.4479 25.3842 1397 1 1060.4479 ‐2.2061
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 934.4781 HFVQEFK 97.6425 934.4830 15.8766 1212 2 467.7452 3.16
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 889.4924 ISGLNVMR 367.2961 889.4935 27.1731 1131 1 889.4935 1.62
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 979.4884 KEQIFSTY 99.7883 979.4853 17.7562 1007 2 490.2463 ‐4.3457
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1174.5375 SYVAFTDSER 496.9677 1174.5354 24.1563 985 1 1174.5354 ‐0.0055
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1173.5357 LENYAYNMR 524.1178 1173.5329 25.3713 755 1 1173.5329 ‐0.6543
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 Carbamidomethyl+C(1) 1118.5445 CLRDAKMDK 149.2797 1118.5397 23.0677 1872 1 1118.5397 ‐2.7848
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1107.5503 MVQEAEKYK 148.3166 1107.5543 20.1308 851 1 1107.5543 5.1171
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1419.7267 VQQLLQDFFNGK 304.5882 1419.7265 25.4477 880 1 1419.7265 2.00
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9733.5500 71500.7772 61 42.31 None 1663.8075 NAVVTVPAYFNDSQR 311.2335 1663.8103 25.4676 759 2 832.4088 1.78
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1680.8340 NAVVTVPAYFNDSQR 45067.7200 1680.8331 27.8106 56873 2 840.9202 ‐0.2562
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1473.6856 TTPSYVAFTDSER 81703.6900 1473.6858 24.1479 56796 2 737.3465 ‐0.0464
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1358.6158 NALENYAYNMR 44654.7100 1358.6165 25.3790 42776 2 679.8119 0.1758
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1313.6194 FEELNMDLFR 25079.7500 1313.6191 34.3126 15333 2 657.3132 ‐0.7298
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1231.6463 DAGVISGLNVMR 4771.8800 1231.6468 28.6799 6963 2 616.3270 ‐0.2518
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1260.6834 EIAEAFLGSPVK 7689.3680 1260.6845 28.5772 6733 2 630.8459 0.2791
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 975.5357 LSKEEIEK 733.2065 975.5156 23.0401 8481 2 488.2615 ‐21.7018
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1436.7532 VQQLLQDFFNGK 229.2449 1436.7316 23.4945 8441 3 479.5820 ‐16.1586
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 2187.0499 NALENYAYNMRNTIKDEK 167.4464 2187.0375 30.7586 2309 3 729.6840 ‐5.8609
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 807.4359 VQQLLQD 94.3175 807.4362 22.1911 4156 2 404.2217 ‐1.1749
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1271.5903 PSYVAFTDSER 8695.5100 1271.5921 24.1370 3217 2 636.2997 0.8544
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1060.4517 ENYAYNMR 655.3943 1060.4479 25.3842 1397 1 1060.4479 ‐2.0281
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 889.4924 ISGLNVMR 303.6170 889.4935 27.1731 1131 1 889.4935 2.1473
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1233.6262 VQQLLQDFFN 110.3651 1233.6298 24.5417 990 2 617.3185 2.63
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1174.5375 SYVAFTDSER 836.8254 1174.5354 24.1563 985 1 1174.5354 0.1838
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1097.5010 PAYFNDSQR 188.6187 1097.5007 30.0727 850 2 549.2540 ‐1.1788
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5533.9120 71500.7772 61 42.31 None 1173.5357 LENYAYNMR 574.1975 1173.5329 25.3713 755 1 1173.5329 ‐0.4651
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2015.9516 ADLNVPLDDNQTITDDTR 136848.1000 2015.9522 26.6095 139332 2 1008.4798 1.0621
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1573.8432 GVTTIIGGGDSVAAVEK 159126.3000 1573.8447 26.1596 127092 2 787.4260 0.8555
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 37343.7300 2270.1310 21.4471 106196 2 1135.5692 ‐1.5182
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1092.5684 FAAGTEAIANK 46961.4200 1092.5685 18.4332 102728 2 546.7879 ‐0.9970
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1404.7369 ELDYLVGAVSNPK 81195.6800 1404.7371 28.0418 101841 2 702.8722 ‐0.3397
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1605.9462 VLPGVIALDEAIPVTV 65541.0200 1605.9466 23.4013 95379 2 803.4769 0.1943
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1933.9767 LASLADLYVNDAFGTAHR 21237.6700 1933.9754 19.5719 83912 3 645.3300 ‐1.2499
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1100.6562 IGVIESLLEK 61659.4600 1100.6566 19.7851 72218 2 550.8320 ‐0.5942
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 999.5986 FSLAPLVPR 29579.6800 999.5975 19.1435 68464 2 500.3024 ‐2.2724
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1525.8836 GVSLLLPTDVVVADK 58608.2500 1525.8833 20.1448 65087 2 763.4453 ‐0.4254
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6210.7660 2269.1900 19.7698 61518 3 757.0682 1.65
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1105.5735 SVGDLTSADLK 51498.3800 1105.5729 22.2156 60697 2 553.2901 ‐1.5860
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1201.7038 LSELLGIEVTK 49359.9500 1201.7042 18.4241 55632 2 601.3557 ‐0.5233
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 19195.2800 2951.4992 25.5169 54185 3 984.5046 ‐0.8678
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 6685.1930 2858.3383 22.9838 39516 3 953.4510 0.6114
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1447.8671 FLKPSVAGFLLQK 3367.3760 1447.8666 19.1269 38136 3 483.2937 ‐1.4685
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1102.6368 RPFAAIVGGSK 6689.5360 1102.6369 14.5383 13162 2 551.8221 ‐0.8629
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 713.4556 AAIPTIK 7961.0760 713.4563 19.9594 8638 1 713.4563 0.9911
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1220.7474 VILSTHLGRPK 13970.7000 1220.7487 13.5983 4961 3 407.5878 ‐0.1969
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1064.5331 STGAVASSAGTR 1056.4580 1064.5344 23.4260 2640 1 1064.5344 2.24
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1518.7646 AQGLSVGSSLVEEDK 692.5411 1518.7666 24.8881 1724 2 759.8869 1.0896
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2699.4839 ASLLPIPSTSVSARPLGFSATLDSRR 301.9249 2699.4151 24.3521 999 3 900.4766 ‐25.3015
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 8150.0970 2356.2741 20.4678 41886 3 786.0962 ‐0.9155
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 6467.2530 2600.4061 36.7694 27125 3 867.4736 1.53
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1773.8330 FYKEEEKNDPEFAK 2553.0440 1773.8408 18.1966 13635 3 591.9518 3.48
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1862.9858 FAAGTEAIANKLAELSEK 1954.6160 1862.9835 27.0519 2549 2 931.9954 ‐0.7828
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2863.4373 NDPEFAKKLASLADLYVNDAFGTAHR 1035.2360 2863.4324 25.0595 843 3 955.1490 ‐1.3717
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1282.7617 LLLPTDVVVADK 170.5455 1282.7570 19.4839 199628 2 641.8822 ‐4.2985
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 616.3301 GPDSIK 102.8422 616.3299 20.4792 18285 1 616.3299 ‐0.5809
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1391.6801 ADLNVPLDDNQTI 269.4579 1391.6757 26.4286 14282 2 696.3415 ‐3.6616
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 987.5721 GVIESLLEK 1194.8660 987.5727 19.8112 9818 1 987.5727 1.82
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1191.6984 VLPGVIALDEAI 8451.9300 1191.6951 23.4021 8175 1 1191.6951 ‐0.8845
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 581.3770 PLVPR 227.4763 581.3774 19.1423 7000 1 581.3774 0.3634
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 642.4185 AIPTIK 106.0249 642.4167 20.0036 5740 1 642.4167 ‐2.9163
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 560.3402 IVGGSK 88.9078 560.3417 16.8074 5363 1 560.3417 2.0573
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 571.3814 IPTIK 2203.6380 571.3817 19.9624 4287 1 571.3817 0.1581
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 872.5451 LLGIEVTK 142.8923 872.5420 18.8055 4010 2 436.7746 ‐5.1142
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 652.4141 APLVPR 173.4012 652.4133 19.1369 3811 1 652.4133 ‐1.4056
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 458.2973 PTIK 2239.1050 458.2972 19.9633 3532 1 458.2972 ‐1.1000
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 732.3523 STGAVASSA 194.2508 732.3538 24.3741 3007 1 732.3538 2.76
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 743.4410 LLENVR 76.0537 743.4397 24.2589 2952 1 743.4397 ‐1.5307
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 543.3038 RPFAA 136.9433 543.3056 14.5665 2844 1 543.3056 2.61
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 634.3083 ELDYL 134.9971 634.3099 26.0512 2319 1 634.3099 2.69
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 759.3896 AFGTAHR 365.8986 759.3877 25.1895 2078 1 759.3877 ‐2.2731



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 852.5302 SLAPLVPR 279.3943 852.5328 19.1420 2011 1 852.5328 3.71
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 765.4981 LAPLVPR 167.8345 765.4997 19.1415 1982 1 765.4997 2.16
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1056.5936 LPTDVVVADK 1978.0230 1056.5932 20.1435 1979 1 1056.5932 1.0471
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1238.5544 NGPMGVFEMEK 135.0729 1238.5522 21.5408 1972 2 619.7797 ‐2.5572
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1008.5949 LSTHLGRPK 3875.4080 1008.5913 13.5895 1917 2 504.7993 ‐4.7540
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1503.6922 PLDDNQTITDDTR 3137.2280 1503.6843 26.6093 1858 1 1503.6843 ‐2.1746
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 930.5506 VIESLLEK 223.3246 930.5516 19.2421 1755 1 930.5516 1.11
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 656.3879 RPFAAI 867.9590 656.3885 14.5379 1732 1 656.3885 0.9158
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 821.3999 TITDDTR 133.1653 821.4010 26.7741 1722 1 821.4010 1.03
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1321.6270 TFNEALDTTQTV 138.1759 1321.6312 20.7877 1578 2 661.3192 2.98
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2000.0699 LLPTDVVVADKFAPDANSK 419.6383 2000.0737 20.4321 1296 2 1000.5405 2.55
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1162.6103 DYLVGAVSNPK 867.0514 1162.6078 28.0433 1295 1 1162.6078 ‐0.3738
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1488.8672 LPGVIALDEAIPVTV 3829.3140 1488.8647 23.3911 1100 2 744.9360 ‐1.9667
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 745.4090 DVVVADK 168.8887 745.4119 19.1086 1086 1 745.4119 4.0129
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1001.5877 ELLGIEVTK 1154.3590 1001.5862 18.4278 1043 1 1001.5862 ‐0.3751
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1387.8195 VLPGVIALDEAIPV 657.1024 1387.8149 23.4061 1028 1 1387.8149 ‐0.7138
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1007.5772 VLPGVIALDE 319.4166 1007.5769 22.1419 981 2 504.2921 ‐1.4894
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 957.5251 LDIGPDSIK 960.9574 957.5257 21.4027 975 2 479.2665 ‐0.7692
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1121.6790 ILSTHLGRPK 6190.3470 1121.6773 13.5816 887 2 561.3423 ‐2.4350
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 2252.1267 IVPASGIEDGWMGLDIGPDSIK 331.0009 2252.1222 21.1648 17759 3 751.3789 ‐2.2895
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 None 1046.5225 STGAVASSAGTR 92.9274 1046.5205 21.8184 1756 2 523.7639 ‐3.1088
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 29401.8000 50225.9048 119 79.63 Carbamidomethyl+C(4) 2933.4925 ADDCIGPEVESLVASLPEGGVLLLENVR 331.5476 2933.4964 27.1847 917 6 489.7555 1.63
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1573.8432 GVTTIIGGGDSVAAVEK 154661.0000 1573.8446 26.1591 123967 2 787.4259 0.9517
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1092.5684 FAAGTEAIANK 27281.1800 1092.5685 18.4332 102728 2 546.7879 ‐0.8577
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1404.7369 ELDYLVGAVSNPK 122713.1000 1404.7371 28.0418 101841 2 702.8722 ‐0.1877
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 713.4556 AAIPTIK 7624.4770 713.4563 19.9594 8638 1 713.4563 1.1348
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1223.6630 ASAAASSAFSLLK 174.5850 1223.6546 30.1575 5888 2 612.3309 ‐7.5287
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1518.7646 AQGLSVGSSLVEEDK 571.4116 1518.7666 24.8881 1724 2 759.8869 1.62
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 3923.9960 2600.4056 36.7907 21793 3 867.4734 1.21
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1701.9381 KGVTTIIGGGDSVAAVEK 1768.1330 1701.9356 24.2583 3555 3 567.9834 ‐2.2684
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1862.9858 FAAGTEAIANKLAELSEK 1126.5530 1862.9835 27.0519 2549 2 931.9954 ‐0.6122
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 642.4185 AIPTIK 100.7065 642.4167 20.0036 5740 1 642.4167 ‐2.7796
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1047.5833 YLVGAVSNPK 531.2882 1047.5829 27.9465 5465 2 524.2951 ‐1.3787
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 571.3814 IPTIK 2008.3870 571.3817 19.9624 4287 1 571.3817 0.2878
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 458.2973 PTIK 2611.9520 458.2972 19.9633 3532 1 458.2972 ‐0.9815
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 634.3083 ELDYL 113.8650 634.3099 26.0512 2319 1 634.3099 2.28
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1162.6103 DYLVGAVSNPK 1254.4450 1162.6078 28.0433 1295 1 1162.6078 ‐0.1856
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11277.4100 50225.9048 119 79.63 None 1205.6525 ASAAASSAFSLLK 219.9170 1205.6534 32.7661 1553 2 603.3303 0.0816
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 62709.7500 2270.1310 21.4471 106196 2 1135.5692 ‐1.2118
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1605.9462 VLPGVIALDEAIPVTV 88145.8500 1605.9466 23.4013 95379 2 803.4769 0.1589
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1933.9767 LASLADLYVNDAFGTAHR 25206.2700 1933.9754 19.5719 83912 3 645.3300 ‐1.3964
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1100.6562 IGVIESLLEK 52114.6800 1100.6566 19.7851 72218 2 550.8320 ‐0.8896
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 999.5986 FSLAPLVPR 37533.1300 999.5975 19.1435 68464 2 500.3024 ‐2.6197
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1525.8836 GVSLLLPTDVVVADK 75216.3700 1525.8833 20.1448 65087 2 763.4453 ‐0.5019
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 12141.3100 2269.1900 19.7698 61518 3 757.0682 1.33
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1201.7038 LSELLGIEVTK 54808.2200 1201.7042 18.4241 55632 2 601.3557 ‐0.7666
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 40317.6800 2951.4992 25.5169 54185 3 984.5046 ‐0.8527
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 8865.1090 2858.3383 22.9838 39516 3 953.4510 0.6118
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1447.8671 FLKPSVAGFLLQK 6554.9940 1447.8666 19.1269 38136 3 483.2937 ‐1.6922
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1573.8432 GVTTIIGGGDSVAAVEK 33855.0300 1573.8449 16.5682 22946 2 787.4261 0.9228
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1102.6368 RPFAAIVGGSK 15222.6700 1102.6369 14.5383 13162 2 551.8221 ‐1.1572
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1404.7369 ELDYLVGAVSNPK 1550.2600 1404.7395 17.4967 5137 2 702.8734 1.43
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1220.7474 VILSTHLGRPK 29981.4200 1220.7487 13.5983 4961 3 407.5878 ‐0.4567
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 2015.9516 ADLNVPLDDNQTITDDTR 82.0607 2015.9929 23.8711 1464 2 1008.5001 21.3887
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 2062.0716 KLASLADLYVNDAFGTAHR 1608.9860 2062.0754 18.9099 9396 3 688.0300 1.25
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1282.7617 LLLPTDVVVADK 150.0331 1282.7570 19.4839 199628 2 641.8822 ‐4.5001
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 581.3770 PLVPR 329.9752 581.3774 19.1423 7000 1 581.3774 0.3258
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 987.5721 GVIESLLEK 1460.4000 987.5708 19.7888 5945 1 987.5708 ‐0.2569
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 718.3981 ESLLEK 7691.3460 718.3972 19.7696 4804 1 718.3972 ‐1.2156
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 652.4141 APLVPR 200.5322 652.4133 19.1369 3811 1 652.4133 ‐1.4396
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 930.5506 VIESLLEK 616.9168 930.5496 18.9990 3667 1 930.5496 ‐0.2656
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 543.3038 RPFAA 220.3893 543.3056 14.5665 2844 1 543.3056 2.67
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 852.5302 SLAPLVPR 333.0041 852.5328 19.1420 2011 1 852.5328 3.28
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 765.4981 LAPLVPR 572.0648 765.4997 19.1415 1982 1 765.4997 2.31
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1056.5936 LPTDVVVADK 3214.1690 1056.5932 20.1435 1979 1 1056.5932 1.0328
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1008.5949 LSTHLGRPK 7283.0470 1008.5913 13.5895 1917 2 504.7993 ‐5.0967
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 656.3879 RPFAAI 3268.7600 656.3885 14.5379 1732 1 656.3885 0.8820
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1007.5772 VLPGVIALDE 175.1496 1007.5772 21.8211 1699 2 504.2922 ‐1.5700
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 975.5510 KLASLADLY 360.7542 975.5567 18.9091 1531 2 488.2820 4.93
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1488.8672 LPGVIALDEAIPVTV 4414.7670 1488.8647 23.3911 1100 2 744.9360 ‐2.0623
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 872.5451 LLGIEVTK 604.2104 872.5464 18.4361 1056 1 872.5464 2.0972
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1001.5877 ELLGIEVTK 557.2206 1001.5862 18.4278 1043 1 1001.5862 ‐0.3921
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1387.8195 VLPGVIALDEAIPV 1188.7290 1387.8149 23.4061 1028 1 1387.8149 ‐0.7120
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 790.3981 ELDYLVG 279.5374 790.3987 17.3193 994 1 790.3987 0.9857
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 18261.8500 50225.9048 119 79.63 None 1121.6790 ILSTHLGRPK 11048.5100 1121.6773 13.5816 887 2 561.3423 ‐2.7195
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1280.7685 VVAAGANPVLITR 135612.8000 1280.7684 15.6866 63433 2 640.8878 ‐0.7939
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1541.7693 EVELEDPVENIGAK 86401.5300 1541.7711 27.2739 58799 2 771.3892 0.9358
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1199.6630 DLVGVLEDAIR 60646.6800 1199.6630 38.8377 46813 2 600.3351 ‐0.8728
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1736.8337 NLIEQAEQDYEKEK 45307.7200 1736.8374 28.2341 44198 3 579.6173 1.48



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1505.7159 GYISPYFVTDSEK 7656.6110 1505.7176 28.1650 41916 2 753.3625 0.9412
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1043.5844 IVNDGVTVAR 72345.5600 1043.5852 17.4917 41196 2 522.2962 ‐0.3863
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1182.7093 LADLVGVTLGPK 68565.1200 1182.7095 18.1910 40031 2 591.8584 ‐0.6406
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1536.7614 YEDLMAAGIIDPTK 75422.4000 1536.7616 30.9029 38791 2 768.8844 ‐0.0982
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 21166.8500 2464.2545 34.6216 24754 3 822.0897 ‐0.8998
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1871.8592 SAENNLYVVEGMQFDR 19481.5500 1871.8583 30.5375 24299 2 936.4328 ‐0.0198
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 989.5150 EEVGLSLDK 46649.3900 989.5156 22.0572 23873 2 495.2614 ‐0.6480
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1793.2260 1700.9023 29.4179 15413 2 850.9548 1.20
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 931.5095 GVVTLEEGK 15791.0300 931.5102 18.6777 10621 2 466.2587 ‐0.5878
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1386.6859 LSSATSISSSSFGR 161.9477 1386.6919 25.7396 6474 2 693.8496 3.33
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1479.6962 NLIEQAEQDYEK 10994.9100 1479.7011 27.4660 4916 2 740.3542 3.0483
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 28826.1400 1145.4597 16.9797 4760 2 573.2335 ‐1.4190
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 399.1918 2569.4098 25.8100 8475 3 857.1415 ‐0.9326
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 Carbamidomethyl+C(7) 2484.3140 SRPAIVCAAKELHFNKDGTTIR 386.1297 2484.2672 19.9275 3162 3 828.7606 ‐18.9029
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 872.4836 GVLEDAIR 5992.1720 872.4840 38.8327 4325 1 872.4840 1.1612
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 676.3512 TLEEGK 5274.6280 676.3493 18.6439 3071 1 676.3493 ‐2.9116
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1082.6317 AAGANPVLITR 3092.1320 1082.6311 15.6888 2169 1 1082.6311 0.8833
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 775.4196 VTLEEGK 1141.6080 775.4168 18.6641 2137 1 775.4168 ‐3.3710
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 716.3937 LEDAIR 2054.6370 716.3939 38.8499 1998 1 716.3939 0.3179
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1172.5470 SPYFVTDSEK 994.5004 1172.5475 28.1618 1967 1 1172.5475 2.43
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 731.4298 VGLSLDK 643.6653 731.4287 22.0514 1588 1 731.4287 ‐1.3783
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 930.5003 VNDGVTVAR 18191.7900 930.5008 17.4955 1530 1 930.5008 1.70
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 940.5574 GANPVLITR 10925.9500 940.5583 15.6872 1472 1 940.5583 1.39
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 998.5881 DLVGVTLGPK 587.8613 998.5860 18.1945 1471 1 998.5860 ‐0.9345
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 913.4738 VNDGVTVAR 331.7055 913.4757 17.6552 1350 2 457.2415 0.6785
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 770.4771 VGVTLGPK 386.9648 770.4796 18.1901 1116 1 770.4796 3.74
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 671.4087 GVTLGPK 279.3805 671.4094 17.7551 1054 1 671.4094 1.0447
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1011.5946 AGANPVLITR 5718.2950 1011.5914 15.6845 977 1 1011.5914 ‐1.9693
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1396.6227 EQAEQDYEKEK 5078.3010 1396.6252 28.2324 946 2 698.8162 1.27
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1071.5317 EDPVENIGAK 2748.8310 1071.5318 27.2823 892 1 1071.5318 1.70
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1164.6987 LADLVGVTLGPK 453.3139 1164.6982 19.2839 1129 2 582.8528 ‐1.3047
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 14799.9000 63740.8883 51 41.28 None 1719.8072 NLIEQAEQDYEKEK 236.6690 1719.8086 28.2770 1645 2 860.4080 1.0163
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1280.7685 VVAAGANPVLITR 62961.5000 1280.7684 15.6866 63433 2 640.8878 ‐0.9966
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1182.7093 LADLVGVTLGPK 56535.2100 1182.7095 18.1910 40031 2 591.8584 ‐0.8937
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2596.3540 1700.9007 17.9705 7394 2 850.9540 0.5753
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 895.1241 2569.4098 25.8100 8475 3 857.1415 ‐0.9781
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1950.0542 ASTFTATSSLGSLLAPNAIK 807.3574 1950.0969 22.2455 1494 3 650.7038 21.1379
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 2446.1959 FGYNAATGKYEDLMAAGIIDPTK 2519.4470 2446.1904 19.2941 5358 3 816.0683 ‐2.4101
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1245.7235 ALVNELKLMSK 4600.0760 1245.7217 17.6559 5202 2 623.3645 ‐2.4236
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1371.7842 TSSLGSLLAPNAIK 795.4130 1371.7860 21.4092 8975 2 686.3966 0.6235
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1082.6317 AAGANPVLITR 1624.2970 1082.6311 15.6888 2169 1 1082.6311 0.8703
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 962.5339 NELKLMSK 212.7078 962.5334 16.1931 1608 2 481.7703 ‐2.2252
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 940.5574 GANPVLITR 6438.7850 940.5583 15.6872 1472 1 940.5583 1.39
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 770.4771 VGVTLGPK 383.4320 770.4796 18.1901 1116 1 770.4796 3.91
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1011.5946 AGANPVLITR 2595.2820 1011.5914 15.6845 977 1 1011.5914 ‐1.9858
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1164.6987 LADLVGVTLGPK 286.0976 1164.6982 19.2839 1129 2 582.8528 ‐1.5670
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2648.8090 63740.8883 51 41.28 None 1263.7419 VVAAGANPVLITR 355.1116 1263.7503 16.5456 887 3 421.9216 5.1069
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1590.9214 ALEGADLVIIPAGVPR 33328.7000 1590.9234 19.7659 32845 2 795.9654 1.64
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 11650.1500 3007.5871 21.6144 31210 3 1003.2006 1.89
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1318.7001 DDLFNINAGIVK 25022.2000 1318.6980 32.0865 24444 2 659.8526 ‐2.2584
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1219.7045 LFGVTTLDVVR 16499.1900 1219.7043 19.5950 15459 2 610.3558 ‐0.9419
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1860.9226 NGVEEVLDLGPLSDFEK 15351.7000 1860.9218 38.1076 7833 2 930.9645 0.0391
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1471.6370 SQVSGYMGDDDLGK 3406.8550 1471.6383 21.8952 2896 2 736.3228 0.6081
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1155.6844 SASPVKQGLLR 845.4268 1155.6876 25.8411 10844 2 578.3474 1.78
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 1347.7995 KLFGVTTLDVVR 2103.2320 1347.8006 18.1494 4029 2 674.4039 0.2928
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 697.3740 GHINTR 268.5192 697.3737 20.6954 3593 1 697.3737 ‐0.3556
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 4872.5690 36046.5611 10 32.55 None 959.5520 GVTTLDVVR 356.7065 959.5529 19.5056 1333 2 480.2801 ‐0.4150
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 310.6382 22111.4377 3 10.89 None 971.5772 VLEALEGLK 4228.0020 971.5791 27.3427 5379 2 486.2932 0.6522
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 310.6382 22111.4377 3 10.89 None 1418.7009 TDAQADEIVTVEK 1899.7610 1418.7040 21.2624 4263 2 709.8556 1.26
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 310.6382 22111.4377 3 10.89 None 1401.6744 TDAQADEIVTVEK 255.1808 1401.6704 20.1662 6548 3 467.8950 ‐3.9574
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1003.6186 SVPTVIIFK 13390.3700 1003.6197 18.5165 18558 2 502.3135 ‐0.1242
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1264.7082 MIHPIVDQLAK 14582.0900 1264.7093 16.0198 12501 2 632.8583 0.1397
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1331.6186 INTDESPNTANR 21680.1400 1331.6191 13.7174 7396 2 666.3132 ‐0.1710
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1303.6965 SLVTQSASLGANR 1326.2310 1303.7230 17.9714 2229 2 652.3651 19.6939
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1235.6895 ISPARFLEFR 960.7916 1235.7003 23.3192 3470 2 618.3538 7.60
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 817.5182 PTVIIFK 7108.1730 817.5210 18.4944 3555 1 817.5210 3.97
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1086.5538 VTQSASLGANR 112.9320 1086.5516 16.0081 1739 2 543.7794 ‐3.0794
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 3569.4850 21343.3863 15 39.38 None 1285.6859 SLVTQSASLGANR 315.4392 1285.6885 17.0748 878 2 643.3479 1.03
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 None 1003.6186 SVPTVIIFK 20422.1300 1003.6197 18.5165 18558 2 502.3135 ‐0.4695
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 None 1264.7082 MIHPIVDQLAK 14510.0500 1264.7093 16.0198 12501 2 632.8583 ‐0.0712
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 None 1292.6879 MASLLDSVTVTR 417.3758 1292.6674 25.6174 3035 1 1292.6674 ‐13.5772
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 None 1303.6965 SLVTQSASLGANR 331.1919 1303.7230 17.9714 2229 2 652.3651 19.5030
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 2548.3190 21343.3863 15 39.38 None 817.5182 PTVIIFK 11738.1500 817.5210 18.4944 3555 1 817.5210 3.37
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2432.4740 15216.6600 5 31.3 None 1305.6514 FFETFAAPFTK 16710.1700 1305.6522 19.8051 30205 2 653.3297 ‐0.2252
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2432.4740 15216.6600 5 31.3 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSP 4930.3580 3663.6643 21.9316 12420 3 1221.8930 ‐1.9632
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2432.4740 15216.6600 5 31.3 None 1461.7525 FFETFAAPFTKR 516.2589 1461.7339 18.7716 5793 2 731.3706 ‐13.2081
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2432.4740 15216.6600 5 31.3 None 1011.5146 ETFAAPFTK 167.2456 1011.5166 18.8619 3634 2 506.2620 0.4780



NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2432.4740 15216.6600 5 31.3 None 3645.6656 SVYFDLEDLGNTTGQWDVYGSDAPSP 475.3715 3645.6696 23.5895 1015 4 912.1728 1.1084
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1434.7587 VYVGQAQDGISAVK 29329.5800 1434.7579 21.8573 106932 2 717.8826 ‐0.8172
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1686.7718 GANLWDDGSTHDAVTK 45931.5900 1686.7733 21.6829 86821 3 562.9293 0.0954
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1933.9502 TSDVIGSDEGTHFTLQVK 17352.3900 1933.9529 26.7809 41609 3 645.3225 0.9125
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1091.6320 IGVHVRPLSN 41331.3600 1091.6325 20.6120 32026 2 546.3199 ‐0.4727
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 2301.0670 QLTAFGSDDGTVWDDGAYVGVK 450.6216 2301.0431 26.1393 1300 2 1151.0252 ‐8.8716
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 685.3991 VRPLSN 137.1669 685.3987 22.0846 5832 1 685.3987 ‐0.5269
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 888.4785 AQDGISAVK 207.8741 888.4830 19.3833 3755 2 444.7451 3.02
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 961.5214 GVHVRPLSN 149.8860 961.5197 20.5835 3288 2 481.2635 ‐2.9561
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1172.6270 VGQAQDGISAVK 640.4890 1172.6228 21.8556 2015 1 1172.6228 ‐1.5920
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1361.6696 SDEGTHFTLQVK 206.7684 1361.6747 28.3350 1199 2 681.3410 3.18
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 6312.3830 32158.1143 11 26.85 None 1145.5069 DDGSTHDAVTK 2905.0640 1145.5009 21.6899 940 1 1145.5009 ‐3.3781
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 1420.7431 VYVGQGQDGISAVK 8874.0980 1420.7422 21.1296 23556 2 710.8747 ‐1.0291
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 5189.9250 2225.0352 25.4861 11618 3 742.3499 ‐0.5145
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 1387.7700 2096.9401 27.6283 9586 2 1048.9737 0.6006
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSE 3348.1950 4275.0229 40.2258 6422 4 1069.5112 ‐0.8931
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 1257.5342 DSQDVEGGEHGK 241.3324 1257.5043 15.5889 814 2 629.2558 ‐24.4934
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 1158.6113 VGQGQDGISAVK 667.2510 1158.6106 20.7848 2136 2 579.8090 ‐1.5123
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1336.7820 32022.7035 7 25.00 None 1059.5429 GQGQDGISAVK 288.6676 1059.5425 21.1374 879 1 1059.5425 0.9747
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1390.7325 VYVGQGQDGVAAVK 27102.4800 1390.7334 19.9169 25548 2 695.8703 0.1774
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1134.6154 TAGPFGIVSGTK 9871.1570 1134.6174 16.6925 24254 2 567.8123 0.8550
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1292.6481 SGFQISAPEATGK 3534.0470 1292.6503 23.2721 23113 2 646.8288 1.0678
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1214.6627 SSTTPVPSTPLK 8596.8080 1214.6631 20.3843 22526 2 607.8352 ‐0.4635
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2147.0543 SAEFTLAPDEYITALSAYGK 3270.2370 2147.0486 21.5604 19009 2 1074.0279 ‐1.6494
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1853.9855 SLSTQEVITALTFTTNK 8449.7220 1853.9830 20.6829 17818 2 927.4951 ‐0.9100
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQ 4720.5450 2806.4198 19.5001 12702 3 936.1448 ‐1.8512
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1939.9760 VSVGQAQDGIGAVSFVYDK 5427.0430 1939.9726 30.3678 11592 2 970.4899 ‐1.1555
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1128.9640 2122.9617 31.9412 11501 2 1061.9845 ‐1.8451
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1553.8574 NFGVDTVVTTLIFK 6497.5070 1553.8597 22.7207 10638 2 777.4335 1.52
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 973.4625 TSYGPYGTK 2066.4050 973.4631 16.1129 6692 2 487.2352 ‐0.7428
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 3793.7300 2990.3765 44.3627 6083 3 997.4637 2.0571
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1640.8683 VSIPFGIGAGTAFEFK 2967.9760 1640.8741 21.5217 5088 2 820.9407 3.31
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1207.5702 NGSQVVFGDER 912.0746 1207.5721 19.7094 4035 2 604.2897 0.7561
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 953.0320 2319.0933 34.0429 999 2 1160.0503 ‐2.7172
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 2672.3454 GSVGPKSAEFTLAPDEYITALSAYGK 1418.1340 2672.3629 23.3636 10479 3 891.4592 6.67
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 838.5033 PVPSTPLK 549.7402 838.5051 20.3833 1686 1 838.5051 2.31
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 760.3836 SAPEATGK 127.7451 760.3870 23.2663 1451 1 760.3870 4.56
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1116.6048 TAGPFGIVSGTK 203.3512 1116.6020 16.4765 4937 2 558.8047 ‐3.4710
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 45 36.45 None 1536.8308 NFGVDTVVTTLIFK 471.3412 1536.8292 20.8345 2845 2 768.9182 ‐1.2338
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 1390.7325 VYVGQGQDGVAAVK 22262.4200 1390.7334 19.9169 25548 2 695.8703 0.3288
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 1292.6481 SGFQISAPEATGK 5091.6630 1292.6503 23.2721 23113 2 646.8288 1.53
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 1214.6627 SSTTPVPSTPLK 15562.6600 1214.6631 20.3843 22526 2 607.8352 ‐0.3192
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 1939.9760 VSVGQAQDGIGAVSFVYDK 6708.0590 1939.9726 30.3678 11592 2 970.4899 ‐0.9818
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1650.8850 2122.9617 31.9412 11501 2 1061.9845 ‐1.6640
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 3551.7550 2990.3765 44.3627 6083 3 997.4637 2.29
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 674.9183 2251.0540 31.1627 2851 2 1126.0306 ‐2.4189
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 787.4308 AGQVVEGK 157.5498 787.4217 19.4027 1079 1 787.4217 ‐11.1488
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 838.5033 PVPSTPLK 1220.7730 838.5051 20.3833 1686 1 838.5051 2.92
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 760.3836 SAPEATGK 105.7302 760.3870 23.2663 1451 1 760.3870 4.40
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 873.4676 ISAPEATGK 117.5424 873.4710 23.3298 1356 1 873.4710 4.28
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1179.6340 72473.6018 45 36.45 None 1029.5323 GQGQDGVAAVK 1130.2570 1029.5333 19.9147 920 1 1029.5333 2.75
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1134.6154 TAGPFGIVSGTK 12021.3400 1134.6174 16.6925 24254 2 567.8123 0.5772
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 2147.0543 SAEFTLAPDEYITALSAYGK 7436.5100 2147.0486 21.5604 19009 2 1074.0279 ‐1.4063
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1853.9855 SLSTQEVITALTFTTNK 9672.4680 1853.9830 20.6829 17818 2 927.4951 ‐0.8178
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQ 3282.3040 2806.4198 19.5001 12702 3 936.1448 ‐1.8591
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1553.8574 NFGVDTVVTTLIFK 2858.3870 1553.8597 22.7207 10638 2 777.4335 1.31
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1640.8683 VSIPFGIGAGTAFEFK 3400.8130 1640.8741 21.5217 5088 2 820.9407 3.57
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1939.9760 VSVGQAQDGIGAVSFVYDK 441.3270 1939.9667 19.6727 5432 3 647.3271 ‐5.5415
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 Oxidation+M(30) 4353.1397 QQSRQNPREFVINHPDEYLVSVEGWY 725.3539 4353.1367 25.5516 1276 3 1451.7171 1.78
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 711.3672 TFTTNK 118.4531 711.3703 19.0726 10708 1 711.3703 4.58
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 995.4793 VSVGQAQDGIG 405.9740 995.4811 18.6948 3317 1 995.4811 2.82
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 962.5306 GPFGIVSGTK 108.9392 962.5293 17.4207 1726 2 481.7683 ‐2.9769
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 910.4669 AVSFVYDK 177.6094 910.4699 19.0560 1385 1 910.4699 4.1332
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 45 36.45 None 1536.8308 NFGVDTVVTTLIFK 332.9027 1536.8292 20.8345 2845 2 768.9182 ‐1.3047
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 875.0458 2963.3752 23.1752 11545 3 988.4633 2.71
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 3825.8100 2170.0807 22.1281 10643 2 1085.5440 2.1272
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 1729.9331 NKDSTITVTLAPENVK 2162.1880 1729.9335 23.9725 5460 3 577.3160 ‐0.5668
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 1590.7336 HDIWSWSFENAAK 3014.5260 1590.7339 19.1468 5455 2 795.8706 0.1317
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 2431.1888 TNDGKPENHILAIEFDTFQNK 1106.6670 2431.1986 30.7140 2855 4 608.5551 3.1506
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 2625.3276 VLNEVLLQNMYAGFAGSMGRAVER 2155.4880 2625.3459 19.7957 8583 3 875.7868 7.0821
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 1714.8404 VLLQNMYAGFAGSMGR 282.4977 1714.8488 19.9848 1572 2 857.9280 5.0702
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 662.3144 FENAAK 131.7558 662.3173 19.6219 1224 1 662.3173 4.88
NP_188274.1 legume lectin like protein Arabidopsis thaliana 717.5411 30566.4136 17 36.96 None 1033.5207 AGSMGRAVER 171.0962 1033.5185 20.9438 1133 2 517.2629 ‐3.3561
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 799.6220 2963.3752 23.1752 11545 3 988.4633 2.41
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 2391.3060 2170.0807 22.1281 10643 2 1085.5440 2.21
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 1590.7336 HDIWSWSFENAAK 2376.6030 1590.7339 19.1468 5455 2 795.8706 0.0885
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 1636.9120 2574.2925 20.5173 3222 3 858.7690 2.01
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 1729.9331 NKDSTITVTLAPENVK 123.7298 1729.9632 18.2448 4642 3 577.3259 16.4300
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 2431.1888 TNDGKPENHILAIEFDTFQNK 220.7525 2431.2336 23.2136 1338 2 1216.1204 20.3702



NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 1714.8404 VLLQNMYAGFAGSMGR 136.6186 1714.8488 19.9848 1572 2 857.9280 5.0909
NP_188274.1 legume lectin like protein Arabidopsis thaliana 532.6548 30566.4136 17 36.96 None 1712.9065 NKDSTITVTLAPENVK 99.3827 1712.9043 18.1168 960 2 856.9558 ‐1.0961
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4135.1500 18967.3870 8 36.90 None 1063.5782 VVDIVDTFR 36282.4800 1063.5778 28.9221 40258 2 532.2925 ‐1.5450
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4135.1500 18967.3870 8 36.90 None 1781.8857 EGSTNPTFLYFAHGLK 10895.8300 1781.8880 18.9343 25657 3 594.6342 0.5566
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4135.1500 18967.3870 8 36.90 None 1165.5735 LSEEDQAVFK 5606.0230 1165.5745 21.0224 12279 2 583.2909 ‐0.0807
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4135.1500 18967.3870 8 36.90 None 1293.6685 LSEEDQAVFKK 12524.4900 1293.6673 18.6080 11428 2 647.3373 ‐1.5679
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1874.9280 18967.3870 8 36.90 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 4379.5530 2447.1975 23.3611 25703 2 1224.1024 ‐1.1015
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1874.9280 18967.3870 8 36.90 None 1781.8857 EGSTNPTFLYFAHGLK 12309.1600 1781.8880 18.9343 25657 3 594.6342 0.3859
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1874.9280 18967.3870 8 36.90 None 811.4713 GFIAYIK 3724.3940 811.4718 17.0191 5195 1 811.4718 1.1221
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1874.9280 18967.3870 8 36.90 None 2122.1794 YIKLLTPKLSEEDQAVFK 1414.0880 2122.1874 18.4189 4792 3 708.0673 3.54
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1453.7546 FVIGGPHGDAGLTGR 51149.5600 1453.7546 15.4962 64248 3 485.2564 ‐1.1298
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1206.6113 ANVDYEQIVR 2635.1220 1206.6120 23.1233 22133 2 603.8096 ‐0.3005
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 2265.5090 2383.2745 26.1904 13359 4 596.5741 ‐0.1676
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 873.5152 SIVASGLAR 16303.1300 873.5154 19.6743 10209 2 437.2613 ‐1.2917
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1662.8374 DDADFTWEVVKPLK 10705.0700 1662.8390 31.1328 9198 3 554.9512 0.1250
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 2007.0216 TQVTIEYINESGAMVPVR 10861.5600 2007.0193 30.1524 7918 2 1004.0133 ‐0.3770
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1288.7623 EHVIKPVIPEK 3902.8080 1288.7621 19.0282 5958 3 430.2589 ‐1.4394
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1141.6113 TIFHLNPSGR 2548.1930 1141.6114 15.3091 4522 2 571.3093 ‐0.8232
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1306.6862 VIGGPHGDAGLTGR 1727.8740 1306.6818 16.4506 5616 2 653.8446 ‐3.9888
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 807.4359 YEQIVR 215.3687 807.4362 22.1911 4156 2 404.2217 ‐1.3044
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 1094.5337 GGPHGDAGLTGR 4799.3630 1094.5345 15.4959 2510 2 547.7709 ‐0.3767
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 746.3791 GDAGLTGR 7720.8190 746.3778 15.4927 1408 1 746.3778 ‐1.6380
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 883.4381 HGDAGLTGR 1884.6640 883.4378 15.4889 1033 1 883.4378 0.3798
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 3780.6040 43194.8578 27 39.44 None 855.5047 SIVASGLAR 198.6268 855.5059 18.8402 3428 2 428.2566 ‐0.0934
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1206.6113 ANVDYEQIVR 2200.3040 1206.6120 23.1233 22133 2 603.8096 ‐0.1565
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 4188.3660 2383.2745 26.1904 13359 4 596.5741 0.0256
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 785.2860 2649.3374 27.1660 11865 4 663.0898 ‐0.1819
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 873.5152 SIVASGLAR 20653.8700 873.5154 19.6743 10209 2 437.2613 ‐1.1613
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1296.7773 IPDKEILEIVK 1181.3870 1296.7801 28.3837 9278 2 648.8937 1.04
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1662.8374 DDADFTWEVVKPLK 11020.3300 1662.8390 31.1328 9198 3 554.9512 0.1787
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 2007.0216 TQVTIEYINESGAMVPVR 2889.3880 2007.0188 30.1529 7383 2 1004.0130 ‐0.4713
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1288.7623 EHVIKPVIPEK 7831.3690 1288.7621 19.0282 5958 3 430.2589 ‐1.4454
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1453.7546 FVIGGPHGDAGLTGR 2767.4820 1453.7528 23.6640 3852 3 485.2558 ‐2.3035
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 574.3307 ASGLAR 14219.2900 574.3312 19.6794 3682 1 574.3312 0.4723
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1876.2830 43194.8578 27 39.44 None 1189.5848 ANVDYEQIVR 318.2581 1189.5869 23.7476 3485 2 595.2971 1.0540
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1111.5994 TLPGPVTDPSK 11597.6500 1111.6016 19.3784 8401 2 556.3045 1.0337
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 960.4785 DIVDAHYK 3084.3100 960.4780 17.1467 5964 2 480.7426 ‐1.8908
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 3038.4604 IFSHPDVAKEEPWYGIEQEYTLMQK 1217.7500 3038.4655 24.6976 3436 3 1013.4933 2.1648
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 2043.9368 EEPWYGIEQEYTLMQK 1581.0860 2043.9381 34.8608 3403 2 1022.4727 1.73
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 2946.3792 WNYDGSSTGQAAGEDSEVILYPQAIFK 2430.4950 2946.3849 36.3834 1552 3 982.7998 2.91
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1817.8565 HETADINTFSWGVANR 2079.9690 1817.8586 17.2953 8725 3 606.6244 0.4105
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1357.7223 AIGRDIVDAHYK 339.1756 1357.7157 28.9142 3108 2 679.3615 ‐5.3810
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1904.9998 MSLLSDLVNLNLTDATGK 611.8363 1904.9519 18.5198 2290 2 952.9796 ‐24.5809
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1501.7142 EHIAAYGEGNERR 781.4457 1501.7414 17.7120 2050 2 751.3743 17.8145
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 2288.1167 HETADINTFSWGVANRGASVR 686.4105 2288.0952 19.3815 4991 2 1144.5513 ‐8.0858
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1116.5796 RDIVDAHYK 116.6405 1116.5862 27.1146 19260 2 558.7968 4.53
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1313.7133 MSLLSDLVNLNL 121.4582 1313.7095 17.0822 2439 2 657.3584 ‐3.5648
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 944.2199 38822.7429 13 29.66 None 1322.6297 GIEQEYTLMQK 719.3723 1322.6308 25.4332 1862 1 1322.6308 3.1786
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 Carbamidomethyl+C(24) 2988.5427 LADSLDYIIDTVPVFHPLDPYLACLK 2366.2270 2988.5415 24.8093 5836 3 996.8520 0.0460
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1048.5885 GLTSTIETVK 1098.6700 1048.5854 16.9883 5147 2 524.7963 ‐4.0959
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1554.7798 DPSGVLSPYSYTLR 3170.2840 1554.7804 18.2907 4882 2 777.8938 0.1946
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1936.9498 FVVDVAGSNLVEEAATTTN 1920.0630 1936.9485 33.2699 2483 2 968.9779 ‐0.1152
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 Carbamidomethyl+C(20) 2571.3375 VISGSFIGSIKETEEVLAFCKEK 903.6390 2571.3300 23.7418 2077 3 857.7815 ‐2.8874
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1219.6317 IDELNIAFER 1776.8730 1219.6245 26.4918 2490 2 610.3159 ‐6.7203
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 776.3785 GSVEAGEK 811.8085 776.3619 20.7531 1788 1 776.3619 ‐20.9836
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 2689.2410 KEEAIEHLGADDYVVSSDPAEMQR 1005.8980 2689.2920 40.1797 1520 3 897.1022 19.1115
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1488.8169 IDELNIAFERLR 617.0823 1488.8236 22.8586 2023 2 744.9154 4.28
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1101.5463 LADSLDYIID 216.3967 1101.5435 23.0004 1843 1 1101.5435 ‐0.9944
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 698.3719 IDELNI 144.2263 698.3687 23.7903 1398 1 698.3687 ‐4.5463
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 609.7596 39725.4443 12 34.52 None 1919.9233 FVVDVAGSNLVEEAATTTN 557.9847 1919.9253 30.7161 3222 3 640.6466 0.4591
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1737.8541 FVSESVEDQTEQVLK 3853.0410 1737.8547 26.7293 13014 2 869.4310 0.7032
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1286.7103 APAALGPYSQAIK 1066.2290 1286.7119 24.0548 12465 2 643.8596 0.7325
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1375.7580 STYQVAALPLNAK 8753.8340 1375.7600 26.2493 8597 2 688.3837 1.1450
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1005.5152 YFPAPSPAR 5806.5170 1005.5155 20.2931 6993 2 503.2614 ‐0.8694
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1463.7740 SPPFASLSVSASSVK 1118.1050 1463.7749 28.0008 3093 2 732.3911 0.4299
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1360.8910 19929.9347 6 34.76 None 1720.8276 FVSESVEDQTEQVLK 222.1565 1720.8241 26.8304 7135 2 860.9157 ‐1.6991
NP_188850.1 20S proteasome alpha 3 subunit Arabidopsis thaliana 210.5140 27589.3361 2 10.00 None 1526.8285 AAAVGANNQAAQSILK 2751.1160 1526.8287 22.1952 6259 2 763.9180 0.0573
NP_188850.1 20S proteasome alpha 3 subunit Arabidopsis thaliana 210.5140 27589.3361 2 10.00 None 1007.5156 TTIFSPEGR 956.7379 1007.5147 21.4946 4903 2 504.2610 ‐2.0099
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1661.8017 LLEQDNPDLGYDAAK 962.8591 1661.8002 23.4839 21793 2 831.4037 ‐0.8475
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1196.7361 IGVQIIQNALK 18229.8000 1196.7367 18.4956 13527 2 598.8720 ‐0.3419
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1927.0647 AAVEEGILPGGGVALLYAAR 6247.0910 1927.0637 20.7672 9758 2 964.0355 0.0410
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1585.7592 SAIELSTSDYDKEK 4414.1940 1585.7635 20.8949 7471 3 529.2594 1.08
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1418.6951 GYTSPYFITNQK 3085.4660 1418.6949 25.2986 7368 2 709.8511 ‐0.5573
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2049.1240 2615.3283 40.7758 5418 3 872.4476 1.23
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 19249.2700 1123.5515 16.6761 5260 2 562.2794 1.89
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 Carbamidomethyl+C(1) 1594.8146 CELDDPLILIHEK 2878.4160 1594.8148 31.5766 3683 3 532.2765 ‐0.7757
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1327.7005 NVVIEQSWGAPK 971.5132 1327.7039 29.0270 1255 2 664.3556 1.38



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1946.0593 TPVYTIASNAGVEGAVIVGK 596.5377 1946.0579 22.3224 1018 3 649.3575 ‐1.3387
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1059.5681 EGVITIQDGK 6419.3600 1059.5618 20.4363 22239 2 530.2845 ‐7.0238
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1732.8963 VTVSKDDTVILDGAGDK 200.6428 1732.9321 18.1326 3238 2 866.9697 20.8078
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1016.5259 GVEDLADAVK 765.4883 1016.5358 20.8870 2801 2 508.7715 8.90
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 281.8837 2946.4593 32.8200 1188 3 982.8246 ‐16.3943
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 2320.1561 ARMISTSEEIAQVGTISANGER 1623.2840 2320.1348 23.9528 4705 2 1160.5710 ‐7.8765
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 Carbamidomethyl+C(6) 1787.9585 AGIKVCAIKAPGFGENR 1786.0650 1787.9752 21.4370 1813 3 596.6633 8.76
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 Oxidation+M(9) 1407.6831 SVAAGMNAMDLRR 598.1014 1407.6884 33.0477 6742 2 704.3478 3.19
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 686.4196 IQNALK 302.2029 686.4196 17.0837 2983 1 686.4196 0.0273
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1144.6473 PGGGVALLYAAR 360.9473 1144.6487 20.2526 1980 2 572.8280 0.2284
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 2302.1456 ARMISTSEEIAQVGTISANGER 345.5655 2302.1404 23.7201 1010 2 1151.5739 ‐0.9323
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1432.6140 61622.8664 49 38.82 None 1400.6845 GYTSPYFITNQK 149.1183 1400.6743 23.2314 930 1 1400.6743 ‐4.6689
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 843.5298 LSGGVAVLK 5307.5750 843.5295 20.1060 10814 2 422.2684 ‐1.7919
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1418.6951 GYTSPYFITNQK 3993.9380 1418.6949 25.2986 7368 2 709.8511 ‐0.4048
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2427.2910 2615.3283 40.7758 5418 3 872.4476 2.82
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Carbamidomethyl+C(1) 1594.8146 CELDDPLILIHEK 2337.6280 1594.8148 31.5766 3683 3 532.2765 ‐0.7328
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 826.5033 AGIIDPLK 2854.8150 826.5054 25.1527 3440 2 413.7564 1.1646
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1327.7005 NVVIEQSWGAPK 948.5999 1327.7039 29.0270 1255 2 664.3556 2.1226
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1033.5313 LPTANFDQK 325.9798 1033.5402 20.3709 11053 2 517.2738 7.01
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1732.8963 VTVSKDDTVILDGAGDK 311.7683 1732.8594 24.8258 2512 2 866.9333 ‐20.9794
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 437.7763 2235.0483 23.9232 2263 2 1118.0278 ‐7.0047
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 671.7748 2946.4593 32.8200 1188 3 982.8246 ‐16.1355
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Carbamidomethyl+C(2) 1418.7209 VCAIKAPGFGENR 329.7195 1418.7102 22.7313 1953 3 473.5749 ‐8.6531
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Oxidation+M(9) 1407.6831 SVAAGMNAMDLRR 786.3284 1407.6884 33.0477 6742 2 704.3478 3.40
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 730.4458 SGGVAVLK 1928.0420 730.4464 20.1018 4334 1 730.4464 1.1871
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Oxidation+M(3) 873.4359 NAMDLRR 93.0200 873.4341 33.9732 1836 1 873.4341 ‐1.2501
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1700.9177 TISANGEREIGELIAK 216.6465 1700.9134 30.4976 1501 2 850.9603 ‐2.2614
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Oxidation+M(9) 1390.6566 SVAAGMNAMDLRR 90.4505 1390.6630 30.8191 3251 2 695.8351 4.61
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 None 1016.5047 LPTANFDQK 207.3312 1016.5033 22.5210 2830 2 508.7553 ‐2.4577
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 446.5567 61622.8664 49 38.82 Carbamidomethyl+C(16) 2218.0405 QVANATNDVAGDGTTCATVLTR 456.0138 2218.0417 26.3144 1112 2 1109.5245 1.51
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 1196.7361 IGVQIIQNALK 19460.1800 1196.7367 18.4956 13527 2 598.8720 ‐0.5878
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 1927.0647 AAVEEGILPGGGVALLYAAR 8508.4540 1927.0637 20.7672 9758 2 964.0355 0.1708
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 13132.6400 1123.5515 16.6761 5260 2 562.2794 1.54
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 843.5298 LSGGVAVLK 139.6192 843.5097 18.0850 5349 1 843.5097 ‐23.3825
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 1033.5313 LPTANFDQK 777.4448 1033.5328 19.7764 2858 2 517.2701 0.0042
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 1661.8017 LLEQDNPDLGYDAAK 155.5097 1661.7742 21.3912 1750 2 831.3908 ‐16.4843
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 2426.3290 AAVEEGILPGGGVALLYAARELEK 214.5573 2426.2703 25.5863 1540 3 809.4283 ‐24.3472
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 268.4821 2946.5760 18.7502 1531 4 737.3994 22.2754
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 686.4196 IQNALK 153.4954 686.4196 17.0837 2983 1 686.4196 ‐0.0051
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 933.8138 61622.8664 49 38.82 None 1144.6473 PGGGVALLYAAR 335.7872 1144.6487 20.2526 1980 2 572.8280 ‐0.0442
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 350.3740 29878.4256 3 12.27 None 1288.6016 AAAAEAATSEPAASA 2333.8270 1288.6041 16.5093 8050 2 644.8057 1.66
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 350.3740 29878.4256 3 12.27 None 2080.9921 DIETAGFQEGDEVSLETLK 3265.5890 2080.9911 31.0503 7590 2 1040.9992 0.4145
NP_189221.1 50S ribosomal protein L15 Arabidopsis thaliana 350.3740 29878.4256 3 12.27 None 1456.7655 FRLDNLGPQPGSR 1370.3120 1456.7677 15.7347 5273 3 486.2608 0.4377
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1613.7766 AGAEVIGISGDDSASHK 60645.6800 1613.7782 19.7533 34755 3 538.5976 0.1074
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1047.5469 GQAAPDFTLK 15294.4400 1047.5480 23.0718 28923 2 524.2776 ‐0.1302
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1556.7856 DWGVPGDLFGALPGR 529.3763 1556.7822 20.0408 15542 2 778.8948 ‐2.3162
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1684.8806 KDWGVPGDLFGALPGR 8095.8160 1684.8815 20.0773 12796 3 562.2987 ‐0.2934
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1890.9708 NGVVQLIYNNQFQPEK 2730.4020 1890.9803 18.5950 2882 3 630.9983 4.14
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 907.4884 TQFSVPTK 172.1126 907.4878 30.9409 2377 2 454.2476 ‐1.9781
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1085.5949 DQNGKPVSLK 650.2153 1085.5819 16.4470 13166 2 543.2946 ‐13.1251
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 2655.2600 2142.0711 18.2053 8867 3 714.6952 5.70
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 2736.2999 SSESNFFGSTLTHSSYISPVSSSSLK 179.2468 2736.3704 24.2925 5690 3 912.7950 25.9926
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 2114.1240 GQAAPDFTLKDQNGKPVSLK 511.4866 2114.1125 20.4148 2088 2 1057.5599 ‐4.5073
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1640.8530 YKLPYTLLSDEGNK 6454.3340 1640.8544 17.6758 12974 2 820.9308 0.8479
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 Carbamidomethyl+C(11) 2464.2436 MAASSSSFTLCNHTTLRTLPLR 829.9882 2464.2473 20.2134 9599 3 822.0873 1.16
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1604.8642 LPYTLLSDEGNKVR 5709.5610 1604.8663 16.6314 7793 3 535.6270 0.3640
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1741.8715 KAGAEVIGISGDDSASHK 3069.3960 1741.8712 18.1475 3255 3 581.2952 ‐0.9751
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 Carbamidomethyl+C(11) 1966.9110 MAASSSSFTLCNHTTLRT 544.2299 1966.9123 18.5891 77664 3 656.3089 0.0985
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1236.6107 PYTLLSDEGNK 334.1734 1236.6141 19.8587 1453 2 618.8107 2.0500
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 903.3803 SGDDSASHK 232.3075 903.3825 19.7630 960 1 903.3825 3.54
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 889.4778 TQFSVPTK 68.3045 889.4737 29.4439 8578 1 889.4737 ‐3.8468
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1067.5844 DQNGKPVSLK 195.0518 1067.5877 18.9985 1743 2 534.2975 2.0340
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1030.5204 GQAAPDFTLK 178.1128 1030.5154 21.8838 3021 1 1030.5154 ‐3.5873
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6658.7970 23849.1166 21 74.54 None 1623.8265 YKLPYTLLSDEGNK 359.7810 1623.8226 17.1082 840 3 541.9457 ‐3.2827
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 1595.8275 SITNYQSINVDTLK 1295.5460 1595.8314 26.8104 5598 2 798.4194 2.17
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 1130.5436 GATASPDDQLR 2954.4370 1130.5505 19.7716 5546 2 565.7789 5.0973
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 1565.7693 GELEITYVDEELR 20513.1200 1565.7715 30.5057 4887 2 783.3894 1.28
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 1723.9265 WELIYTTSASILQAK 207.6922 1723.8810 38.1274 2191 2 862.4441 ‐26.2111
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 1294.6638 NYQSINVDTLK 391.5038 1294.6642 27.8489 4078 2 647.8357 ‐0.3072
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1324.0590 27220.5619 6 15.70 None 994.4880 WELIYTTS 71.4036 994.4914 38.3850 1319 1 994.4914 4.85
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 920.4910 ITMIWEK 56654.0500 920.4905 17.3226 145422 2 460.7489 ‐1.8959
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1240.6354 GLEGHVMEQLK 39553.5000 1240.6364 22.5945 54332 2 620.8219 0.0388
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1783.8207 NDDFPEPSSYMQLLK 7854.7080 1783.8225 34.6404 31024 2 892.4149 1.64
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1398.7304 VYEIDFQFIPK 5068.3190 1398.7311 20.4084 30793 2 699.8692 0.0475
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1438.7723 VVGLEGHVMEQLK 7616.9760 1438.7726 26.1089 12003 3 480.2624 ‐0.8723
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1166.5841 IWNYTLGDGK 4881.8630 1166.5892 16.5502 5339 2 583.7983 3.88
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1487.7233 SMVIDMEDHVLKA 23964.8000 1487.7239 29.7342 28803 3 496.5795 ‐0.6457
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1939.9218 RNDDFPEPSSYMQLLK 1851.6410 1939.9234 32.6644 5324 3 647.3126 0.1986
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 807.4069 TMIWEK 9565.2480 807.4086 17.3207 33104 1 807.4086 2.81



NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 941.4873 GHVMEQLK 171.0437 941.4844 23.8286 6240 2 471.2459 ‐4.4022
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1269.6508 VIDMEDHVLKA 2346.3430 1269.6577 29.7278 4287 2 635.3325 4.24
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 1234.6143 VYEIDFQFIP 205.5528 1234.6210 20.1686 3274 2 617.8141 4.30
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 648.3385 MEQLK 2119.0410 648.3393 22.6122 1553 1 648.3393 0.9932
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 7622.2760 17887.1234 31 46.05 None 774.3855 ITMIWE 148.4638 774.3891 16.7322 1013 1 774.3891 4.46
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1783.8207 NDDFPEPSSYMQLLK 14133.1800 1783.8225 34.6404 31024 2 892.4149 1.38
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1438.7723 VVGLEGHVMEQLK 8838.6100 1438.7726 26.1089 12003 3 480.2624 ‐0.8543
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 920.4910 ITMIWEK 347.9181 920.5083 27.7435 2746 2 460.7578 17.5151
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1487.7233 SMVIDMEDHVLKA 18875.3100 1487.7239 29.7342 28803 3 496.5795 ‐0.6199
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1939.9218 RNDDFPEPSSYMQLLK 1839.1800 1939.9234 32.6644 5324 3 647.3126 0.2966
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1339.7038 VGLEGHVMEQLK 565.7858 1339.7050 26.1009 1177 2 670.3562 0.4745
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1922.8953 RNDDFPEPSSYMQLLK 2232.6330 1922.8938 30.1275 3470 2 961.9505 ‐0.0427
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2166.7840 17887.1234 31 46.05 None 1766.7942 NDDFPEPSSYMQLLK 382.5632 1766.7950 34.7613 1661 2 883.9011 0.8890
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 920.4910 ITMIWEK 40225.3200 920.4905 17.3226 145422 2 460.7489 ‐2.2840
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 1398.7304 VYEIDFQFIPK 4076.0760 1398.7311 20.4084 30793 2 699.8692 ‐0.0944
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 1240.6354 GLEGHVMEQLK 1193.8990 1240.6596 18.7862 7058 2 620.8334 18.5053
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 1365.7260 ATSGTYVTEVPLK 1273.8810 1365.6933 17.1919 3045 2 683.3503 ‐24.6372
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 1827.8912 IWNYTLGDGKQEEFK 794.3274 1827.8951 16.8485 11079 3 609.9699 1.22
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 807.4069 TMIWEK 5020.7710 807.4086 17.3207 33104 1 807.4086 2.16
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 706.3593 MIWEK 24059.7200 706.3595 17.3206 12380 1 706.3595 0.3401
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 767.4662 VTEVPLK 189.6676 767.4649 18.2020 1514 1 767.4649 ‐1.3353
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 2356.3740 17887.1234 31 46.05 None 774.3855 ITMIWE 89.9094 774.3891 16.7322 1013 1 774.3891 4.65
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 998.6377 25905.8296 3 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 14036.4100 1980.0311 27.3142 20595 3 660.6819 0.1260
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 998.6377 25905.8296 3 7.11 None 1255.6317 NIAIGGVQEEVY 291.4451 1255.6280 25.7364 2929 2 628.3176 ‐3.7195
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 1728.8060 25905.8296 3 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 24299.3300 1980.0311 27.3142 20595 3 660.6819 0.2304
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 418.0833 22190.8529 3 22.84 None 1731.9891 LIFGSVTAQDLVDIIK 1867.5850 1731.9918 23.1065 8764 2 866.4996 1.49
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 418.0833 22190.8529 3 22.84 None 1127.6857 AQLMTPLLLK 3531.4230 1127.6880 19.2835 8000 2 564.3476 0.7527
NP_190075.1 50S ribosomal protein L9 Arabidopsis thaliana 418.0833 22190.8529 3 22.84 None 2124.1158 VKEEAQQLAMVFQTVGAFK 903.5162 2124.1121 21.1234 7165 3 708.7089 ‐2.2392
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2225.9480 13807.1787 3 9.84 None 1318.7253 VIDLFSSPDVVK 22630.4700 1318.7247 19.1190 43193 2 659.8660 ‐1.2421
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2225.9480 13807.1787 3 9.84 None 878.4618 FSSPDVVK 139.0229 878.4580 17.4895 1624 1 878.4580 ‐3.7188
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2225.9480 13807.1787 3 9.84 None 991.5459 LFSSPDVVK 130.8420 991.5507 18.1631 1560 2 496.2790 3.17
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1219.7045 LFGVTTLDVVR 16499.1900 1219.7043 19.5950 15459 2 610.3558 ‐0.9419
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1244.6481 IQNAGTEVVDAK 9032.4990 1244.6487 17.4397 10311 2 622.8280 ‐0.2781
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1272.6695 GVAFANKPAAAAAN 5053.3740 1272.6720 18.4145 9154 2 636.8396 1.06
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1777.0946 VAVLGAAGGIGQPLSLLIK 14325.7300 1777.0976 22.2549 6915 2 889.0524 1.91
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 2236.0979 NGLEAVIESDLQGLTEYEQK 1728.7300 2236.0912 40.9286 3595 2 1118.5492 ‐1.8371
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1334.7791 DVNVVVIPAGVPR 1873.0200 1334.7823 29.1286 3003 2 667.8948 1.61
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 2106.0713 TKPSVNFTDEEIQELTVR 946.1881 2106.0416 30.1383 1428 4 527.2658 ‐15.2381
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1347.7995 KLFGVTTLDVVR 2103.2320 1347.8006 18.1494 4029 2 674.4039 0.2928
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1131.5640 QNAGTEVVDAK 326.4474 1131.5641 16.7146 1976 2 566.2857 ‐0.9122
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1143.6408 DVNVVVIPAGVP 263.7861 1143.6458 29.4417 1533 2 572.3265 3.06
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 959.5520 GVTTLDVVR 356.7065 959.5529 19.5056 1333 2 480.2801 ‐0.4150
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1140.6160 GVAFANKPAAAAA 182.8703 1140.6114 19.4844 1097 2 570.8094 ‐4.9878
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1840.6220 42633.7482 28 26.80 None 1255.6430 GVAFANKPAAAAAN 274.1489 1255.6467 20.1979 13661 2 628.3270 2.05
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 250.7824 42633.7482 28 26.80 None 1272.6695 GVAFANKPAAAAAN 2885.8020 1272.6720 18.4145 9154 2 636.8396 1.73
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 250.7824 42633.7482 28 26.80 None 2236.0979 NGLEAVIESDLQGLTEYEQK 915.7477 2236.0912 40.9286 3595 2 1118.5492 ‐1.6514
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 250.7824 42633.7482 28 26.80 None 1334.7791 DVNVVVIPAGVPR 2944.2130 1334.7823 29.1286 3003 2 667.8948 2.0153
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 250.7824 42633.7482 28 26.80 None 1794.8756 ATATSASLFSTVSSSYSK 226.3530 1794.8314 29.1974 1526 3 598.9487 ‐25.2651
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 250.7824 42633.7482 28 26.80 None 1143.6408 DVNVVVIPAGVP 324.2558 1143.6458 29.4417 1533 2 572.3265 3.20
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1219.7045 LFGVTTLDVVR 3840.6910 1219.7043 19.6097 14981 2 610.3558 ‐1.1751
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1777.0946 VAVLGAAGGIGQPLSLLIK 11922.6300 1777.0976 22.2549 6915 2 889.0524 2.0418
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 Carbamidomethyl+C(11) 2768.4288 DFTGPSELADCLKDVNVVVIPAGVPR 484.7707 2768.4266 21.4823 2030 3 923.4804 ‐0.5749
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 894.4680 ANTFVSQK 47.7184 894.4896 18.0839 14828 1 894.4896 24.8916
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1925.9161 MATATSASLFSTVSSSYSK 539.4815 1925.9535 21.8673 8316 2 963.4804 20.1072
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1468.7213 AGAGSATLSMAYAAAR 406.9344 1468.7114 17.7945 4859 2 734.8593 ‐7.1800
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 2106.0713 TKPSVNFTDEEIQELTVR 216.4614 2106.0158 21.3976 2261 2 1053.5116 ‐25.2114
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1272.6695 GVAFANKPAAAAAN 108.1529 1272.6912 20.6402 1632 1 1272.6912 19.1610
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 876.4574 ANTFVSQK 115.7849 876.4533 18.9439 32098 1 876.4533 ‐3.9543
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 773.2414 42633.7482 28 26.80 None 1255.6430 GVAFANKPAAAAAN 156.7888 1255.6467 20.1979 13661 2 628.3270 1.49
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 1345.6358 FFNAFVEAMNR 30379.3200 1345.6363 20.0720 29194 2 673.3218 ‐0.1360
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 803.4410 GFPVIDR 10572.3700 803.4419 23.7483 18088 2 402.2246 ‐0.4800
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 973.5313 ETIVNELR 16644.1700 973.5306 22.8619 14480 2 487.2689 ‐2.0170
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 1574.7955 MGNITPTTGTQGQIR 8442.0170 1574.7982 20.3316 13202 2 787.9028 1.14
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 1035.5469 SALVDFDLR 3166.0460 1035.5451 29.6762 9927 2 518.2762 ‐2.9353
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 Carbamidomethyl+C(3) 2919.4782 GLCPLNGNRSALVDFDLRTPTVFDNK 1179.5010 2919.4623 23.8534 5071 3 973.8256 ‐5.0623
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 630.3570 VNELR 239.3139 630.3581 23.4669 3449 1 630.3581 1.07
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 1649.8170 VDFDLRTPTVFDNK 948.6780 1649.8200 21.5229 777 2 825.4137 1.75
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 None 955.5207 ETIVNELR 199.2310 955.5227 21.3880 1088 1 955.5227 3.0647
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1976.2510 39345.4223 26 24.8 Carbamidomethyl+C(3) 2902.4516 GLCPLNGNRSALVDFDLRTPTVFDNK 780.3323 2902.4504 23.1218 3621 3 968.1550 ‐0.0610
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 None 803.4410 GFPVIDR 9810.7380 803.4419 23.7483 18088 2 402.2246 ‐0.3523
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 None 1574.7955 MGNITPTTGTQGQIR 10796.0500 1574.7982 20.3316 13202 2 787.9028 1.03
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 None 1035.5469 SALVDFDLR 5507.5210 1035.5451 29.6762 9927 2 518.2762 ‐2.7983
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 Carbamidomethyl+C(6)
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 None 1588.8628 GFPVIDRMKAAVER 789.8379 1588.8612 24.4851 15046 3 530.2919 ‐1.8840
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 Carbamidomethyl+C(3) 2017.0284 GLCPLNGNRSALVDFDLR 1106.8400 2017.0399 33.8032 4107 2 1009.0236 6.93
NP_190481.1 peroxidase 34 Arabidopsis thaliana 815.1874 39345.4223 26 24.8 None 3708.7533 AYADGTQTFFNAFVEAMNRMGNITPT 974.8638 3708.7688 32.8268 1263 3 1236.9278 5.41
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1345.6358 FFNAFVEAMNR 36327.2700 1345.6363 20.0720 29194 2 673.3218 ‐0.3052
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 2012.1430 2758.4827 25.5931 3269 3 920.1658 0.6865
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 600.2527 1193.5707 15.4243 10879 2 597.2890 ‐3.1760



NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 Carbamidomethyl+C(3) 2919.4782 GLCPLNGNRSALVDFDLRTPTVFDNK 536.5254 2919.4623 23.8534 5071 3 973.8256 ‐5.0522
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1588.8628 GFPVIDRMKAAVER 241.6223 1588.8609 17.3172 1118 2 794.9341 ‐1.3581
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1051.4989 NAFVEAMNR 244.5471 1051.4968 21.1260 2833 1 1051.4968 ‐0.7283
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1649.8170 VDFDLRTPTVFDNK 543.3843 1649.8200 21.5229 777 2 825.4137 1.47
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1570.8522 GFPVIDRMKAAVER 136.6700 1570.8481 17.0579 1130 2 785.9277 ‐2.8127
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1293.0340 39345.4223 26 24.8 None 1328.6092 FFNAFVEAMNR 265.3961 1328.6138 18.2027 2264 2 664.8105 2.23
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1318.7035 VIMSSPLSTDLR 12771.9000 1318.7031 17.3849 15403 2 659.8552 ‐0.8995
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1101.5899 KDDEVQIVR 935.4976 1101.5909 20.4136 14911 2 551.2991 ‐0.1055
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1284.5413 FTSEDVMQNVD 8730.0940 1284.5437 25.3705 12329 2 642.7755 1.1876
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 973.4949 DDEVQIVR 19831.7400 973.4940 19.2443 5291 2 487.2507 ‐2.1722
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 952.5363 WVIHIER 2980.8900 952.5373 16.1600 1841 2 476.7723 ‐0.2747
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1413.7696 VNGTTVNVGIQPSK 2285.8420 1413.7808 17.6880 6190 3 471.9318 6.85
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1827.8429 EKGTKFTSEDVMQNVD 444.2892 1827.8348 27.7156 4827 2 914.4210 ‐4.0699
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 614.3984 VQIVR 181.3822 614.3987 17.3179 3312 1 614.3987 0.0856
NP_190560.1 60S ribosomal protein L26 1 Arabidopsis thaliana 3213.9400 16944.6204 9 39.73 None 1106.5510 MSSPLSTDLR 242.9111 1106.5458 17.3863 918 1 1106.5458 ‐3.2150
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 72193.1600 2604.3004 33.8222 270619 3 868.7717 ‐1.2601
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1203.6579 NTAASVGEITLK 48769.9100 1203.6570 23.3639 245028 2 602.3321 ‐1.6543
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 950.5710 VPFLFTVK 38057.8200 950.5714 19.7498 157574 2 475.7894 ‐0.8429
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 881.4880 FLVPSYR 31867.9800 881.4879 16.2730 102709 2 441.2476 ‐1.5250
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1192.5997 IQGVWYGQIE 43982.8100 1192.5996 31.0228 77439 2 596.8034 ‐0.9581
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 19111.2800 2256.0833 34.7232 47724 2 1128.5453 ‐2.5565
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1562.7558 GGSTGYDNAVALPAGGR 62900.1000 1562.7568 22.0097 46564 2 781.8821 0.5569
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 14768.6200 2174.9611 26.7208 45711 2 1087.9842 ‐1.1364
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1131.5429 NAPPDFQNTK 20990.8400 1131.5431 16.2074 33470 2 566.2752 ‐0.7822
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1096.5521 LTYDEIQSK 70695.9400 1096.5531 19.5201 33323 2 548.7802 ‐0.1322
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 9589.3930 2294.1313 29.9434 26414 3 765.3820 0.3798
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2018.9665 EEDGIDYAAVTVQLPGGER 19852.9200 2018.9646 30.4239 25761 2 1009.9860 ‐0.1897
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1464.7329 QLEASGKPESFSGK 36460.2300 1464.7325 17.0699 23421 3 488.9157 ‐1.3067
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 2460.2370 1362.6362 18.7920 8680 1 1362.6362 ‐0.2261
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1252.6532 RLTYDEIQSK 60377.0000 1252.6545 18.2244 61810 2 626.8309 0.2966
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKEN 2108.3790 2920.3985 23.3616 9852 4 730.8551 1.78
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1775.8783 GRGGSTGYDNAVALPAGGR 3190.3790 1775.8821 20.5542 8631 3 592.6322 1.99
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 Carbamidomethyl+C(13) 2222.0870 SFGLDSSQARLTCSLHSDLK 391.3943 2222.0942 21.5028 5745 2 1111.5507 4.68
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 4193.5210 1490.7365 17.4625 4412 3 497.5837 0.0423
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2401.2331 NVHLRSNQTVGKSFGLDSSQAR 356.5992 2401.2262 29.5436 3956 4 601.0620 ‐3.7461
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2531.2552 LTYTLDEIEGPFEVGSDGSVKFK 1246.4030 2531.2403 38.1011 1015 3 844.4183 ‐5.8789
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 621.3355 VPSYR 2315.7810 621.3359 16.2780 20522 1 621.3359 0.3691
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 851.5026 PFLFTVK 2600.1780 851.5040 19.7502 13978 1 851.5040 2.61
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 983.4680 TYDEIQSK 251.0345 983.4665 19.3081 9629 2 492.2369 ‐2.7702
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 988.5673 AASVGEITLK 1348.7470 988.5677 23.3638 8199 1 988.5677 1.08
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1106.5477 RLTYDEIQS 10594.7000 1106.5448 18.1474 5873 2 553.7760 ‐3.6389
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 734.4196 LVPSYR 558.0105 734.4211 16.2731 5258 1 734.4211 2.70
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 932.4625 IQGVWYGQ 1434.3900 932.4594 31.0277 4222 1 932.4594 ‐2.4002
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 474.3286 ITLK 206.0428 474.3284 23.4491 3373 1 474.3284 ‐1.2692
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1197.6586 AAVTVQLPGGER 308.7291 1197.6593 29.1919 3055 2 599.3333 ‐0.3063
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 946.4629 PPDFQNTK 2085.7100 946.4626 16.2186 2743 1 946.4626 0.6224
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 917.5302 ASVGEITLK 301.2952 917.5347 24.5701 2566 2 459.2710 3.08
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 778.3730 RLTYDE 1892.4420 778.3743 18.1291 2221 1 778.3743 2.0065
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 903.4418 PSDTDLGAK 244.1610 903.4375 34.2325 2051 1 903.4375 ‐3.9575
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 569.2566 QLEASG 483.4788 569.2557 17.0537 1931 1 569.2557 ‐1.9041
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 882.4203 YDEIQSK 22560.9900 882.4202 19.5383 1705 1 882.4202 0.5132
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1089.5211 RLTYDEIQS 258.1779 1089.5179 16.2483 1669 2 545.2626 ‐3.9986
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 759.4611 VGEITLK 477.6863 759.4621 23.3616 1526 1 759.4621 1.45
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1589.7766 GRGDEEELSKENVK 438.3845 1589.7782 24.0882 1489 2 795.3927 0.9245
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1097.5837 SKPETGEVIGV 1674.3710 1097.5812 33.8218 1450 1 1097.5812 ‐0.7869
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 205.1712 1215.5746 18.7796 1409 1 1215.5746 4.89
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 2458.1984 SKPETGEVIGVFESLQPSDTDLGA 411.9593 2458.2064 34.4995 973 3 820.0737 3.69
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1023.5106 SGKPESFSGK 342.8336 1023.5075 17.4693 895 2 512.2574 ‐4.1508
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 932.5604 VPFLFTVK 117.4738 932.5556 20.8797 18912 1 932.5556 ‐4.2385
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21451.5900 35247.4575 75 70.69 None 1545.7292 GGSTGYDNAVALPAGGR 393.1818 1545.7314 23.9127 1148 2 773.3693 1.10
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 47411.8800 2604.3004 33.8224 269747 3 868.7717 ‐1.0694
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1203.6579 NTAASVGEITLK 67840.3800 1203.6569 23.3632 244165 2 602.3321 ‐1.5215
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 14446.7100 2256.0832 34.7238 47169 2 1128.5452 ‐2.3996
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1562.7558 GGSTGYDNAVALPAGGR 64618.3500 1562.7568 22.0097 46564 2 781.8821 0.7153
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 10795.1300 2174.9611 26.7208 45711 2 1087.9842 ‐0.9531
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2018.9665 EEDGIDYAAVTVQLPGGER 25706.3000 2018.9646 30.4239 25761 2 1009.9860 ‐0.0128
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 17374.4700 2294.1331 29.9559 23089 3 765.3825 1.56
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 850.4305 GSSFLDPK 229.2086 850.4170 25.2463 8761 1 850.4170 ‐15.1222
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1067.5116 SFGLDSSQAR 306.7173 1067.5046 27.3495 4942 1 1067.5046 ‐5.0377
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 Carbamidomethyl+C(3) 1173.5933 LTCSLHSDLK 457.9168 1173.6055 30.1792 1424 2 587.3064 9.08
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2531.2552 LTYTLDEIEGPFEVGSDGSVKFK 1765.2510 2531.2403 38.1011 1015 3 844.4183 ‐5.6864
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 988.5673 AASVGEITLK 1426.2360 988.5677 23.3638 8199 1 988.5677 1.17
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 903.4418 PSDTDLGAK 15632.9600 903.4408 33.8217 7156 1 903.4408 ‐0.1998
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 846.4931 SVGEITLK 936.4943 846.4931 23.3618 5559 1 846.4931 0.7726
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 474.3286 ITLK 248.0385 474.3284 23.4491 3373 1 474.3284 ‐1.1492
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1197.6586 AAVTVQLPGGER 437.5138 1197.6593 29.1919 3055 2 599.3333 ‐0.1627
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 660.3927 GEITLK 1095.2620 660.3944 23.3603 2661 1 660.3944 2.56
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 917.5302 ASVGEITLK 268.2397 917.5347 24.5701 2566 2 459.2710 3.31
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1097.5837 SKPETGEVIGV 1143.2830 1097.5812 33.8218 1450 1 1097.5812 ‐0.6052



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 885.4312 PSDTDLGAK 121.8889 885.4348 35.5980 1348 1 885.4348 4.07
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 2458.1984 SKPETGEVIGVFESLQPSDTDLGA 297.6125 2458.2064 34.4995 973 3 820.0737 3.77
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13567.1800 35247.4575 75 70.69 None 1186.6314 NTAASVGEITLK 247.5158 1186.6352 24.6708 2248 2 593.8212 2.45
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 950.5710 VPFLFTVK 35454.4800 950.5714 19.7498 157574 2 475.7894 ‐1.2154
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 881.4880 FLVPSYR 58127.3900 881.4879 16.2730 102709 2 441.2476 ‐1.9330
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 3370.5280 1362.6362 18.7920 8680 1 1362.6362 ‐0.2255
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 1820.6530 2294.1397 18.0557 6426 3 765.3847 3.98
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 621.3355 VPSYR 5178.4430 621.3359 16.2780 20522 1 621.3359 0.3335
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 851.5026 PFLFTVK 3315.7350 851.5040 19.7502 13978 1 851.5040 2.18
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 754.4498 FLFTVK 2043.6150 754.4505 19.7490 7700 1 754.4505 1.1534
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 2313.7070 35247.4575 75 70.69 None 734.4196 LVPSYR 1209.4840 734.4211 16.2731 5258 1 734.4211 2.70
NP_190748.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 365.4758 43321.4135 5 7.65 None 1118.5688 NTDVTEAIQK 8745.4120 1118.5699 17.7795 5008 2 559.7886 ‐0.0309
NP_190748.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 365.4758 43321.4135 5 7.65 None 857.5244 GWLALGIK 3793.6700 857.5223 19.1387 1588 1 857.5223 ‐1.8050
NP_190748.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 365.4758 43321.4135 5 7.65 Carbamidomethyl+C(9) 1355.7716 ALQVVLAECKPK 1784.1780 1355.7732 22.5037 2774 2 678.3902 0.6637
NP_190748.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 365.4758 43321.4135 5 7.65 None 1604.7625 GDSFIKEQTASMYK 289.4917 1604.7316 26.7733 1375 2 802.8694 ‐19.3101
NP_190748.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 365.4758 43321.4135 5 7.65 None 1101.5422 NTDVTEAIQK 258.2383 1101.5413 16.8102 1348 1 1101.5413 0.6371
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 7922.5420 2255.0272 37.3466 12053 2 1128.0172 0.3524
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1786.9334 EFANQGVQPGELAVISK 1931.7790 1786.9334 27.8645 10654 2 893.9703 0.3187
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1878.9848 TSVPDVYAVGDVATFPLK 973.8525 1878.9860 20.1520 10424 2 939.9967 1.1560
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1496.6686 VVGAFMEGGSGDENK 11183.2700 1496.6693 21.4779 9571 2 748.8383 0.1895
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1430.7638 EAVAPYERPALSK 7939.0060 1430.7654 19.5341 8836 3 477.5933 0.0441
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1112.5524 FGAYWVQGGK 3713.1230 1112.5566 16.3809 7470 2 556.7820 2.22
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1414.7536 ARPSAESLDELVK 2252.9770 1414.7528 24.4859 6851 3 472.2558 ‐1.6739
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1535.8792 YQTLIIATGSTVLR 1393.2970 1535.8792 18.6789 2978 2 768.4432 ‐0.1658
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 804.3734 GQVEEDK 85.1214 804.3793 35.7506 2922 1 804.3793 7.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 800.4625 ERPALSK 300.5306 800.4646 19.5417 759 2 400.7359 1.0511
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 963.5258 YERPALSK 182.8580 963.5278 17.6807 755 1 963.5278 3.0264
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1396.7431 ARPSAESLDELVK 387.5406 1396.7452 25.5466 1955 2 698.8763 1.0926
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1517.8686 YQTLIIATGSTVLR 463.2586 1517.8769 18.4912 1766 3 506.6305 4.33
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1304.8350 46658.2958 31 27.65 None 1860.9742 TSVPDVYAVGDVATFPLK 444.5479 1860.9705 18.8505 1062 2 930.9889 ‐1.5356
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 14690.9300 2255.0272 37.3466 12053 2 1128.0172 0.5389
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1786.9334 EFANQGVQPGELAVISK 2207.3100 1786.9334 27.8645 10654 2 893.9703 0.4862
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1496.6686 VVGAFMEGGSGDENK 5507.1980 1496.6693 21.4779 9571 2 748.8383 0.3452
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1430.7638 EAVAPYERPALSK 9438.1570 1430.7654 19.5341 8836 3 477.5933 0.0608
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1414.7536 ARPSAESLDELVK 2266.0150 1414.7528 24.4859 6851 3 472.2558 ‐1.6598
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 849.4716 LLPESYK 6930.9640 849.4712 19.1146 3922 2 425.2392 ‐1.9479
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1458.7686 EIDDADKLVEAIK 1111.2360 1458.7640 27.7105 9268 2 729.8857 ‐3.3255
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 623.3035 PESYK 2287.5700 623.3068 19.1085 2635 1 623.3068 5.13
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1060.5786 PYERPALSK 262.5235 1060.5812 18.6401 1606 2 530.7942 1.32
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 800.4625 ERPALSK 330.9662 800.4646 19.5417 759 2 400.7359 1.1786
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1416.1800 46658.2958 31 27.65 None 1396.7431 ARPSAESLDELVK 320.6352 1396.7452 25.5466 1955 2 698.8763 1.43
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 1878.9848 TSVPDVYAVGDVATFPLK 2901.3980 1878.9860 20.1520 10424 2 939.9967 1.12
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 1112.5524 FGAYWVQGGK 7915.9540 1112.5566 16.3809 7470 2 556.7820 2.30
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 1535.8792 YQTLIIATGSTVLR 1014.2370 1535.8792 18.6789 2978 2 768.4432 ‐0.2372
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 2160.1295 GTVASGFTAQPNGEVKEVQLK 441.8716 2160.1621 20.6185 1353 2 1080.5847 16.3694
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 1517.8686 YQTLIIATGSTVLR 147.8682 1517.8769 18.4912 1766 3 506.6305 4.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 356.8279 46658.2958 31 27.65 None 1860.9742 TSVPDVYAVGDVATFPLK 354.5934 1860.9705 18.8505 1062 2 930.9889 ‐1.4398
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 23969.1100 2329.1965 20.9559 75011 2 1165.1019 ‐1.5946
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 2223.0425 IGENEPSEHSIHENAYGLAR 13771.3700 2223.0435 20.7631 38928 4 556.5163 ‐0.5650
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1332.7005 GILAADESTGTIGK 42276.2000 1332.6995 22.5736 38381 2 666.8534 ‐1.3300
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1045.5459 NLNAMNQLK 3726.6420 1045.5454 20.9003 36690 2 523.2763 ‐1.6041
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1614.8558 LASINVENVETNRR 8173.8460 1614.8566 21.8842 34204 3 538.9571 ‐0.4134
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1336.7219 VSPEVIAEHTVR 8914.5570 1336.7227 22.2129 33422 3 446.2458 ‐0.6144
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 9220.6720 2263.0676 26.6949 31618 2 1132.0374 0.8593
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1488.8016 GILAADESTGTIGKR 11873.0200 1488.8021 20.9013 26644 3 496.9389 ‐0.7462
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1196.6270 LGDGAAESLHVK 40114.2500 1196.6281 19.1048 20859 2 598.8177 0.0737
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1020.5473 AAQEALYVR 8231.3020 1020.5461 19.1002 20188 2 510.7767 ‐2.3307
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 847.5288 LFVDILK 12202.7000 847.5292 19.2522 14773 2 424.2682 ‐1.0539
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 869.5091 EGGVLPGIK 9049.0910 869.5105 22.7604 12097 2 435.2589 0.1053
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 6944.8070 2856.4969 17.8551 10909 4 714.8797 1.0658
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1458.7547 LASINVENVETNR 3894.6440 1458.7542 23.4951 7576 2 729.8807 ‐0.6802
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1750.9010 FADELIANAAYIGTPGK 3361.9270 1750.9017 31.7308 7016 2 875.9545 0.6443
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1154.5688 ANSEATLGTYK 1440.7660 1154.5489 17.4142 21801 2 577.7781 ‐18.1974
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 1790.0870 2909.5201 25.5327 10101 3 970.5115 ‐5.4141
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 1969.3630 2605.2628 25.7570 21336 3 869.0924 1.66
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1765.8755 LGDGAAESLHVKDYKY 837.9075 1765.8895 22.2332 2317 2 883.4484 8.1449
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1692.7671 GTDGETTTQGLDGLGDR 243.6100 1692.7612 25.2003 2957 2 846.8842 ‐3.3915
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 951.4530 LGDGAAESLH 490.0074 951.4523 21.2996 2921 2 476.2298 ‐2.1063
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1116.5756 VENVETNRR 202.8181 1116.5775 21.8536 2432 1 1116.5775 3.23
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 792.4098 ESTGTIGK 226.1065 792.4112 21.0184 2412 1 792.4112 2.1203
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1030.5065 HENAYGLAR 396.7903 1030.5075 20.0321 2281 1 1030.5075 2.71
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 587.3763 VDILK 472.7914 587.3776 19.2479 1893 1 587.3776 1.30
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 740.4665 GGVLPGIK 177.1596 740.4671 22.7615 1473 1 740.4671 0.9637
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1017.5072 ENVETNRR 125.3358 1017.5112 21.8819 1425 1 1017.5112 5.35
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 550.3348 LYVR 112.7052 550.3344 18.3146 1395 1 550.3344 ‐1.2107
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1680.8089 PSEHSIHENAYGLAR 954.0823 1680.8089 20.7692 1158 2 840.9081 0.1460
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 878.4730 QEALYVR 190.1815 878.4717 19.1444 1033 1 878.4717 ‐0.8503
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8781.2840 38882.0050 53 67.32 None 1002.5367 AAQEALYVR 181.5000 1002.5411 18.3578 1958 2 501.7742 3.1882
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 2223.0425 IGENEPSEHSIHENAYGLAR 11465.5200 2223.0435 20.7631 38928 4 556.5163 ‐0.3715



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1332.7005 GILAADESTGTIGK 32281.6900 1332.6995 22.5736 38381 2 666.8534 ‐1.1809
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1045.5459 NLNAMNQLK 8376.4570 1045.5454 20.9003 36690 2 523.2763 ‐1.4666
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1614.8558 LASINVENVETNRR 8119.8310 1614.8566 21.8842 34204 3 538.9571 ‐0.3673
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1336.7219 VSPEVIAEHTVR 10588.3600 1336.7227 22.2129 33422 3 446.2458 ‐0.6127
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1488.8016 GILAADESTGTIGKR 10366.6800 1488.8021 20.9013 26644 3 496.9389 ‐0.7202
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1196.6270 LGDGAAESLHVK 47706.3400 1196.6281 19.1048 20859 2 598.8177 0.2173
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1020.5473 AAQEALYVR 10874.5000 1020.5461 19.1002 20188 2 510.7767 ‐2.1943
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 869.5091 EGGVLPGIK 6472.0410 869.5105 22.7604 12097 2 435.2589 0.2357
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1458.7547 LASINVENVETNR 2445.3330 1458.7542 23.4951 7576 2 729.8807 ‐0.5260
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 2742.9520 2605.2615 25.7469 13927 3 869.0920 1.16
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1116.5756 VENVETNRR 122.6126 1116.5824 22.5669 53700 2 558.7948 5.61
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1083.5429 GDGAAESLHVK 15197.8200 1083.5471 19.0939 5322 2 542.2772 2.51
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1501.7717 ASINVENVETNRR 359.4686 1501.7733 21.8752 4578 2 751.3903 0.9592
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1063.5378 DESTGTIGKR 305.3245 1063.5439 22.1312 4197 2 532.2756 4.89
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1205.6121 AADESTGTIGKR 3662.9360 1205.6125 20.8984 2781 2 603.3099 ‐0.3571
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 740.4665 GGVLPGIK 131.2878 740.4671 22.7615 1473 1 740.4671 1.1101
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1049.5109 AADESTGTIGK 1948.7280 1049.5069 22.5744 1420 1 1049.5069 ‐2.3872
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1680.8089 PSEHSIHENAYGLAR 940.9008 1680.8089 20.7692 1158 2 840.9081 0.3092
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1257.6685 ILAADESTGTIGK 912.7752 1257.6699 22.6001 1138 2 629.3386 0.5313
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 878.4730 QEALYVR 217.8833 878.4717 19.1444 1033 1 878.4717 ‐0.6903
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5344.3150 38882.0050 53 67.32 None 1314.6900 GILAADESTGTIGK 151.4964 1314.6967 22.1914 1902 2 657.8520 4.68
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 1267.7984 VTVVPSAAALVIK 25362.4400 1267.7990 18.5690 40096 2 634.4032 ‐0.2149
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 1343.7165 VTGGEVGAASSLAPK 20792.3400 1343.7172 20.8835 38990 2 672.3622 ‐0.0503
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 1883.8869 DLQQEIQEGEIEIPEN 27108.0900 1883.8871 32.0993 13388 2 942.4472 0.5859
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 865.5506 IGPLGLAPK 19472.7800 865.5515 16.2111 12021 2 433.2794 ‐0.4039
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 2224.0616 DPKDLQQEIQEGEIEIPEN 127.8158 2224.0318 20.5570 2523 2 1112.5195 ‐12.2469
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 869.5455 PSAAALVIK 8102.2090 869.5460 18.5676 5040 1 869.5460 1.38
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 1011.5106 VTGGEVGAASSL 476.7107 1011.5093 20.6357 3076 2 506.2583 ‐2.4718
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 752.4665 GPLGLAPK 3683.3280 752.4677 16.2036 2731 1 752.4677 1.17
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 1086.5790 GEVGAASSLAPK 285.9675 1086.5780 20.0722 1642 2 543.7926 ‐1.9699
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7548.2520 18083.9248 10 33.73 None 2207.0350 DPKDLQQEIQEGEIEIPEN 162.7118 2207.0265 21.8589 1022 2 1104.0169 ‐2.7255
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 1515.7948 ASGTSLPAQGLMGLGR 11841.5700 1515.7972 18.0756 15087 2 758.4022 1.83
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 5791.7660 2956.4892 22.1130 13623 3 986.1679 ‐1.1237
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 1246.7154 AIVQSPTYIVR 1867.4560 1246.7188 24.7712 13538 2 623.8631 2.0150
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 1383.7631 SSLYYVNLVGIR 1175.9510 1383.7629 19.5595 5258 2 692.3851 ‐0.6071
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 1012.5786 VLIDVPNSR 1410.7990 1012.5737 22.8745 11714 2 506.7905 ‐6.0584
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 952.4164 46273.6158 6 18.12 None 835.4672 SPTYIVR 72.0293 835.4651 26.1615 1010 2 418.2362 ‐4.0886
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1408.6955 AILNESSEFVGDK 24068.0400 1408.6940 24.8868 57726 2 704.8506 ‐1.4684
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1407.6784 EAGSTMDVVAAQTK 61804.7600 1407.6786 20.1500 57332 2 704.3430 ‐0.2915
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1104.5644 NVSADVAATTR 29519.8600 1104.5634 16.9803 47746 2 552.7853 ‐1.9029
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 12150.8500 3392.8630 24.2257 33707 3 1131.6258 ‐1.6644
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 19453.0900 2304.1962 22.2347 33657 2 1152.6017 ‐1.3374
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 954.4832 FFVGGNWK 7289.8330 954.4838 17.3345 31578 2 477.7455 ‐0.7052
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1777.9191 VASPAQAQEVHDELRK 56556.7000 1777.9209 18.4255 30401 3 593.3118 0.2554
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 20807.5000 1571.7315 18.9819 29301 2 786.3694 0.0734
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1033.6041 VAYALAQGLK 18860.6600 1033.6044 15.7593 15008 2 517.3058 ‐0.8257
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5860.5070 1375.6901 15.6072 10621 2 688.3487 0.5742
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 4985.0710 2788.4800 39.4449 6775 3 930.1649 1.85
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 2286.9800 1338.6506 17.7457 5628 2 669.8289 2.0185
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1096.5898 WVILGHSER 9577.3220 1096.5916 15.7352 5625 2 548.7994 0.5687
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 1082.1510 2423.2870 21.2914 7547 3 808.4338 2.0887
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 545.3406 ELRK 126.6634 545.3419 18.3483 11285 1 545.3419 1.02
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1150.5772 STMDVVAAQTK 392.6433 1150.5785 21.3922 2003 1 1150.5785 2.04
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 697.3515 AILNESS 130.4308 697.3538 21.1502 1446 1 697.3538 3.17
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 699.4036 VVAAQTK 955.2881 699.4043 20.1885 1104 1 699.4043 1.1176
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 934.5356 AYALAQGLK 311.5031 934.5370 16.5357 1013 2 467.7721 0.0833
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1111.4902 NESSEFVGDK 354.9336 1111.4909 24.8778 966 1 1111.4909 2.84
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 863.4985 YALAQGLK 172.1375 863.4956 16.8543 888 1 863.4956 ‐2.7299
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 Carbamidomethyl+C(6) 1058.5088 VAAQNCWVK 218.6159 1058.5144 19.5141 823 2 529.7608 4.1354
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 15871.0200 27397.2140 47 77.95 None 1389.6679 EAGSTMDVVAAQTK 811.4417 1389.6722 18.8031 1937 3 463.8956 1.00
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1408.6955 AILNESSEFVGDK 10259.1700 1408.6940 24.8859 57118 2 704.8506 ‐1.3005
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1777.9191 VASPAQAQEVHDELRK 58626.7500 1777.9209 18.4255 30401 3 593.3118 0.3275
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 2904.9430 1338.6481 17.6815 4114 2 669.8277 0.3398
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1407.6784 EAGSTMDVVAAQTK 1315.9800 1407.6863 20.0128 2268 2 704.3468 5.35
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 379.8895 2788.4726 39.5334 2103 3 930.1624 ‐0.9932
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1104.5644 NVSADVAATTR 2846.4030 1104.5701 16.7690 1512 2 552.7887 4.34
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1153.5960 QEVHDELRK 310.6615 1153.5986 17.4192 3810 2 577.3029 1.29
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1224.6331 AQEVHDELRK 16537.6300 1224.6374 18.4291 1614 2 612.8224 2.60
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1224.5743 LNESSEFVGDK 73.6625 1224.5704 22.8194 1124 2 612.7888 ‐3.8280
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1111.4902 NESSEFVGDK 181.3175 1111.4909 24.8778 966 1 1111.4909 2.15
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1389.6679 EAGSTMDVVAAQTK 564.6608 1389.6722 18.8031 1937 3 463.8956 2.0002
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 4602.9630 27397.2140 47 77.95 None 1086.5538 NVSADVAATTR 1055.8290 1086.5568 17.9738 1833 2 543.7820 1.60
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 9810.7650 3392.8630 24.2257 33707 3 1131.6258 ‐1.5791
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 16384.4400 2304.1962 22.2347 33657 2 1152.6017 ‐1.0135
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 954.4832 FFVGGNWK 10002.3900 954.4838 17.3345 31578 2 477.7455 ‐1.0757
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 16951.6100 1571.7315 18.9819 29301 2 786.3694 0.0204
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 1033.6041 VAYALAQGLK 15494.2700 1033.6044 15.7593 15008 2 517.3058 ‐1.1555
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5731.9120 1375.6901 15.6072 10621 2 688.3487 0.4203
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 1096.5898 WVILGHSER 16580.8800 1096.5916 15.7352 5625 2 548.7994 0.2713



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 1408.6955 AILNESSEFVGDK 771.2496 1408.6949 16.0463 3472 2 704.8511 ‐0.9653
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 1861.9130 2423.2870 21.2914 7547 3 808.4338 2.0199
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 698.3580 LGHSER 656.6145 698.3591 15.7406 1261 1 698.3591 1.63
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 863.4985 YALAQGLK 195.1970 863.4956 16.8543 888 1 863.4956 ‐2.7536
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5242.4290 27397.2140 47 77.95 None 1078.5792 WVILGHSER 96.5872 1078.5770 17.3101 3025 2 539.7921 ‐3.4875
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1633.8618 YTGGMVPDVNQIIVK 27036.7900 1633.8615 18.4960 47768 2 817.4344 ‐0.1847
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1202.5688 FEETLYGTSR 39824.3200 1202.5701 21.5586 34640 2 601.7887 0.2747
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1235.6630 GIFTNVTSPTAK 44129.6800 1235.6647 16.0746 31135 2 618.3360 0.6156
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1659.8377 GFPGTHEFLLLDEGK 10336.1500 1659.8394 32.3056 29395 3 553.9513 0.1347
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 7552.7420 2484.3150 24.4547 25832 3 828.7765 0.6426
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 16142.3900 1294.6315 19.3517 24670 2 647.8194 ‐0.7398
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 770.4407 NVPIGVTA 3979.5470 770.4406 22.6644 21030 1 770.4406 0.1334
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 894.5295 TTYVLAVK 6840.4240 894.5296 22.2420 16380 2 447.7684 ‐1.3467
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 913.5029 LIDYYVK 5566.4180 913.5022 15.2838 1696 2 457.2547 ‐2.1970
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(1) 2035.9641 CEIGQSLEEFLAQATPDK 1727.6000 2035.9690 34.6763 1145 2 1018.4882 3.07
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1761.8541 SSTLVSPPSYSTSSSFK 121.2507 1761.8757 22.3307 59341 2 881.4415 12.20
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 921.4611 MFSPGNLR 2437.9640 921.4675 22.9749 16436 2 461.2374 5.12
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 6449.6880 2881.3956 37.2372 4178 3 961.1367 2.78
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1879.9218 ETTEIAEGKMFSPGNLR 526.0942 1879.9073 34.9503 3792 3 627.3073 ‐8.3949
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1477.8009 SSSIFGDSLRLAPK 852.3412 1477.8066 17.2303 2703 2 739.4069 3.46
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(1)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 696.3675 LYGTSR 122.8455 696.3697 19.4893 35514 1 696.3697 3.85
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1363.6376 SSTLVSPPSYSTSS 336.3653 1363.6424 22.2872 6186 2 682.3248 2.09
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 692.4341 YVLAVK 1686.6930 692.4342 22.2373 2276 1 692.4342 0.1290
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 791.3968 VDMLADK 205.7600 791.3938 35.8595 2155 1 791.3938 ‐3.3816
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1025.5990 PDVNQIIVK 554.9955 1025.5990 18.3766 1736 1 1025.5990 1.90
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1230.6001 EEFLAQATPDK 1025.2760 1230.5980 33.8130 1577 1 1230.5980 0.3125
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1982.0342 VAPLGLLIENAGGFSSDGHK 1455.5810 1982.0343 23.7745 1431 3 661.3496 ‐0.4868
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 1369.7508 GGMVPDVNQIIVK 400.9658 1369.7582 17.6304 935 3 457.2576 4.24
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 793.4818 TYVLAVK 830.1634 793.4808 22.2442 932 1 793.4808 ‐0.9103
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 Carbamidomethyl+C(5) 1276.6211 TLLMCMGEALR 420.7236 1276.6273 19.1927 3370 2 638.8173 4.1630
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 5433.9350 42813.6359 60 54.45 None 752.4301 NVPIGVTA 210.5026 752.4299 23.0411 1485 1 752.4299 ‐0.1058
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 1202.5688 FEETLYGTSR 27474.1800 1202.5701 21.5586 34640 2 601.7887 0.4185
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 1659.8377 GFPGTHEFLLLDEGK 22371.7700 1659.8394 32.3056 29395 3 553.9513 0.1880
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 959.5156 TIINLDDR 21668.9700 959.5156 23.0318 22524 2 480.2614 ‐1.1933
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 770.4407 NVPIGVTA 3039.2350 770.4406 22.6644 21030 1 770.4406 0.2828
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 894.5295 TTYVLAVK 6164.0670 894.5296 22.2420 16380 2 447.7684 ‐1.2154
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 1235.6630 GIFTNVTSPTAK 6599.6550 1235.6660 24.7762 13248 2 618.3366 1.30
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 Carbamidomethyl+C(1) 2035.9641 CEIGQSLEEFLAQATPDK 624.3699 2035.9690 34.6763 1145 2 1018.4882 3.83
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 921.4611 MFSPGNLR 3266.3150 921.4675 22.9749 16436 2 461.2374 5.36
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 3249.9800 2881.3956 37.2372 4178 3 961.1367 3.0962
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 2313.1285 ATFDNSEYSKLIDYYVKEK 242.9410 2313.1352 38.9269 950 3 771.7166 2.25
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 745.3839 INLDDR 2509.5560 745.3799 23.0365 5518 1 745.3799 ‐5.0500
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 926.4578 ETLYGTSR 165.8556 926.4630 22.1801 3201 2 463.7351 4.33
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 692.4341 YVLAVK 2489.9910 692.4342 22.2373 2276 1 692.4342 0.2706
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 791.3968 VDMLADK 123.7695 791.3938 35.8595 2155 1 791.3938 ‐3.2302
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 1230.6001 EEFLAQATPDK 1580.2400 1230.5980 33.8130 1577 1 1230.5980 0.5074
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 793.4818 TYVLAVK 1376.6570 793.4808 22.2442 932 1 793.4808 ‐0.7587
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 797.4152 TLYGTSR 76.8449 797.4182 19.5928 785 1 797.4182 4.82
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 1641.8271 GFPGTHEFLLLDEGK 413.1712 1641.8272 30.3034 2756 3 547.9472 ‐0.8078
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2736.3820 42813.6359 60 54.45 None 752.4301 NVPIGVTA 150.0648 752.4299 23.0411 1485 1 752.4299 0.0417
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 1633.8618 YTGGMVPDVNQIIVK 32013.1200 1633.8615 18.4960 47768 2 817.4344 ‐0.2057
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 1235.6630 GIFTNVTSPTAK 49270.2200 1235.6647 16.0746 31135 2 618.3360 0.3898
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 8499.1570 2484.3150 24.4547 25832 3 828.7765 0.5835
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 8380.0760 1294.6315 19.3517 24670 2 647.8194 ‐0.9354
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 913.5029 LIDYYVK 5551.7540 913.5022 15.2838 1696 2 457.2547 ‐2.5886
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 5588.7520 1607.8165 18.4378 34633 2 804.4119 ‐5.3885
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 Carbamidomethyl+C(1)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 918.4891 TNVTSPTAK 311.0836 918.4907 16.0725 1262 1 918.4907 2.41
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 1025.5990 PDVNQIIVK 248.2377 1025.5986 18.4943 1110 1 1025.5986 0.8153
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 1369.7508 GGMVPDVNQIIVK 213.2128 1369.7582 17.6304 935 3 457.2576 3.62
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 None 817.4414 NVTSPTAK 366.6228 817.4427 16.0620 837 1 817.4427 2.0404
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3763.6540 42813.6359 60 54.45 Carbamidomethyl+C(5) 1276.6211 TLLMCMGEALR 406.7511 1276.6273 19.1927 3370 2 638.8173 3.83
NP_191183.1 copper chaperone Arabidopsis thaliana 2634.6220 13084.7737 7 45.45 None 1506.7111 TSYWPVEAEAEPK 20936.1500 1506.7127 26.6639 15962 2 753.8600 0.8030
NP_191183.1 copper chaperone Arabidopsis thaliana 2634.6220 13084.7737 7 45.45 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2804.7600 13084.7737 7 45.45 None 1506.7111 TSYWPVEAEAEPK 20550.9900 1506.7127 26.6639 15962 2 753.8600 0.9591
NP_191183.1 copper chaperone Arabidopsis thaliana 2804.7600 13084.7737 7 45.45 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2804.7600 13084.7737 7 45.45 None 1504.7642 GNVEPEAVFQTVSK 250.9844 1504.7713 31.3613 1239 2 752.8893 4.71
NP_191183.1 copper chaperone Arabidopsis thaliana 2804.7600 13084.7737 7 45.45 None 1500.7904 TEAKVDAKADVEPK 388.3594 1500.7880 22.7203 3379 2 750.8976 ‐1.7287
NP_191183.1 copper chaperone Arabidopsis thaliana 2804.7600 13084.7737 7 45.45 None 925.4414 GNVEPEAVF 353.0748 925.4358 29.9564 1636 1 925.4358 ‐4.9969
NP_191193.1 40S ribosomal protein S26 3 Arabidopsis thaliana 1774.8800 14970.1560 4 18.46 None 1698.8221 DVQEASVYEGYTLPK 10793.1400 1698.8262 26.6125 13223 2 849.9167 2.51
NP_191193.1 40S ribosomal protein S26 3 Arabidopsis thaliana 1774.8800 14970.1560 4 18.46 None 1013.5738 NIVEQAAIR 7648.5840 1013.5740 20.7563 12025 2 507.2906 ‐1.0063
NP_191193.1 40S ribosomal protein S26 3 Arabidopsis thaliana 2223.9910 14970.1560 4 18.46 None 1698.8221 DVQEASVYEGYTLPK 12088.5400 1698.8262 26.6125 13223 2 849.9167 2.91
NP_191193.1 40S ribosomal protein S26 3 Arabidopsis thaliana 2223.9910 14970.1560 4 18.46 None 1013.5738 NIVEQAAIR 11976.7400 1013.5740 20.7563 12025 2 507.2906 ‐0.8701
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 1490.7710 LAGQEFGTTTGRPR 597.5634 1490.7731 20.9054 77776 3 497.5959 0.4131
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 1886.9607 VGSGPFPTENLGTGGDLLR 5827.6750 1886.9587 31.2446 8497 2 943.9830 ‐0.3741
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 1289.6696 SLSSLTLDSNPR 1296.0280 1289.6692 24.0321 1660 2 645.3382 ‐0.8042



NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 Carbamidomethyl+C(3) 1699.8473 FSCQINGFASLNLTK 303.4229 1699.8894 24.4733 1435 2 850.4483 25.0718
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 2348.2133 LEPYITDTVHFINDSISQKK 169.7158 2348.1863 37.6670 789 3 783.4003 ‐11.5119
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 725.3617 VGSGPFPT 285.4707 725.3594 30.2532 1427 1 725.3594 ‐2.8532
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 290.9994 53420.5783 7 9.18 None 1473.7445 LAGQEFGTTTGRPR 260.3128 1473.7433 22.5397 2980 2 737.3753 ‐0.9111
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1645.8003 EGLPAFPMGNIDQTR 7564.1640 1645.8018 31.3793 20200 2 823.4045 1.0914
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 5098.1480 1350.6701 23.7050 11110 2 675.8387 0.9914
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 1962.3570 1086.6025 22.4561 8591 2 543.8049 3.51
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 Carbamidomethyl+C(9) 1544.6832 GVSFMVDNCSTTAR 4272.9380 1544.6850 23.9341 4913 2 772.8462 1.1580
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1439.7417 APVSLDFETSVFK 273.9889 1439.7400 24.4157 4055 2 720.3737 ‐1.3505
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 2069.9999 EINGAGINASFAVHQDVDGR 160.4899 2070.0527 38.5733 1110 3 690.6891 25.1547
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 2369.1707 RFYEKEGLPAFPMGNIDQTR 1885.0740 2369.1723 32.0278 3939 3 790.3956 0.6897
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1329.6256 PAFPMGNIDQTR 363.5609 1329.6316 29.7468 2466 2 665.3194 4.0387
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1191.6157 RFYEKEGLPA 180.0147 1191.6198 32.8022 1155 2 596.3136 2.56
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1120.5786 RFYEKEGLP 118.0702 1120.5848 33.6312 780 2 560.7960 4.57
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 441.3817 64211.7382 11 9.48 None 1421.7311 APVSLDFETSVFK 206.2500 1421.7279 26.1718 2487 2 711.3676 ‐2.5168
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 None 1334.7467 LIAVVFPSFGER 8896.5140 1334.7476 20.7946 13301 2 667.8774 0.1048
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 Carbamidomethyl+C(7)
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 None 1804.8388 IHYETTGPEIWDDTK 629.2979 1804.8601 28.2201 7621 2 902.9337 12.1285
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 None 1940.9924 ETGPDGLNIADNVSQLIGK 1871.0350 1940.9894 34.8920 3780 2 970.9983 ‐0.9285
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 None 1786.8283 IHYETTGPEIWDDTK 403.4739 1786.8220 31.2526 7086 2 893.9147 ‐3.1798
NP_191535.2 cysteine synthase C Arabidopsis thaliana 778.6918 46157.0662 6 9.77 None 1922.9818 ETGPDGLNIADNVSQLIGK 483.9758 1922.9782 34.7763 6035 2 961.9927 ‐1.3114
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 1541.7702 IIMTMPSYTSLER 24662.2500 1541.7739 18.5756 32165 2 771.3906 2.88
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 1347.7155 SFGAELVLTDPAK 14592.6400 1347.7160 29.6420 21498 2 674.3616 ‐0.1453
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 931.5611 TPLVFLNK 16832.4100 931.5610 17.3663 18277 2 466.2841 ‐1.5369
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 23773.5900 1297.6099 17.1222 14859 2 649.3086 ‐0.2249
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 1233.5667 EAEEMKPVSVD 7541.3610 1233.5677 19.4202 13641 2 617.2875 ‐0.0395
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 816.4825 DASLLIGK 5988.6940 816.4819 22.5666 5609 1 816.4819 ‐0.2820
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 516.2664 PVSVD 109.7352 516.2680 18.2862 3293 1 516.2680 2.95
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 630.4185 SLLIGK 1709.1850 630.4211 22.5751 1036 1 630.4211 3.16
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 1315.6021 MTMPSYTSLER 399.4977 1315.6007 18.5582 875 1 1315.6007 1.59
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 2883.4800 40155.4964 10 17.66 None 1215.5562 EAEEMKPVSVD 275.8298 1215.5579 18.3639 830 2 608.2826 0.5961
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1859.0498 AVPIPGSGLQLTNISHVR 20472.4500 1859.0510 18.1300 38526 3 620.3552 ‐0.0117
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1493.7231 STEQPPHVEGDAVK 15671.7600 1493.7220 16.5519 17833 3 498.5788 ‐1.7611
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1513.8009 DLDTVRPVVDWAK 1720.2920 1513.7968 28.4413 14772 3 505.2705 ‐3.7290
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 980.5047 FSEIVSGGGK 4621.7160 980.5051 18.0704 12464 2 490.7562 ‐0.8812
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1214.6375 TNLPEDLKER 15663.1300 1214.6378 18.9388 8264 2 607.8226 ‐0.5646
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1373.7464 QFLFISSAGIYK 1136.5150 1373.7532 18.7019 4298 2 687.3802 4.97
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 1462.7246 MAALSSSSLFFSSK 211.4456 1462.7610 38.4468 1908 2 731.8841 24.5380
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 2415.2436 ELLSAGHAVTILTVGDESSEKMK 345.8377 2415.2227 17.7318 2555 3 805.7458 ‐8.7509
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 833.4363 SEIVSGGGK 162.4063 833.4330 18.1940 4149 1 833.4330 ‐3.4384
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 939.5370 LTNISHVR 1078.3930 939.5384 18.9558 1489 2 470.2728 0.0883
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 2043.6440 44100.9590 23 24.63 None 886.4629 PEDLKER 215.5211 886.4609 18.0035 1110 1 886.4609 ‐1.4891
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 194.6908 44100.9590 23 24.63 None 1513.8009 DLDTVRPVVDWAK 1925.6880 1513.7968 28.4413 14772 3 505.2705 ‐3.6991
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 194.6908 44100.9590 23 24.63 None 980.5047 FSEIVSGGGK 5234.6040 980.5051 18.0704 12464 2 490.7562 ‐0.7464
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 194.6908 44100.9590 23 24.63 None 1214.6375 TNLPEDLKER 166.4469 1214.6257 23.6457 8028 2 607.8165 ‐10.4419
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 194.6908 44100.9590 23 24.63 None 833.4363 SEIVSGGGK 3509.2360 833.4354 18.0694 1113 1 833.4354 ‐0.3868
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 1859.0498 AVPIPGSGLQLTNISHVR 23527.7400 1859.0510 18.1300 38526 3 620.3552 ‐0.1701
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 1373.7464 QFLFISSAGIYK 316.5121 1373.7532 18.7019 4298 2 687.3802 4.49
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 2156.1081 ELLSAGHAVTILTVGDESSEK 186.8768 2156.0599 22.6748 1447 2 1078.5336 ‐21.0995
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 1857.9593 DLLGWESKTNLPEDLK 1645.1640 1857.9485 21.7382 4513 2 929.4779 ‐5.2734
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 2415.2436 ELLSAGHAVTILTVGDESSEKMK 1031.5280 2415.2227 17.7318 2555 3 805.7458 ‐8.8209
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 1706.8959 ELLSAGHAVTILTVGDE 311.8230 1706.8924 17.3905 34033 2 853.9498 ‐1.8992
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 939.5370 LTNISHVR 185.1968 939.5384 18.9558 1489 2 470.2728 ‐0.2899
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1062.1230 44100.9590 23 24.63 None 1355.7358 QFLFISSAGIYK 522.4294 1355.7325 19.0221 8356 2 678.3699 ‐3.1517
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1730.8807 SAGADIVGSDDLIEQIK 6000.2030 1730.8837 30.6026 13459 2 865.9455 1.00
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1262.6086 EMIDFKPPTAN 2381.0890 1262.6138 26.5402 12149 2 631.8105 3.43
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1816.9803 AGTVTANIPQAIEEFKK 7653.6370 1816.9816 29.3435 12147 3 606.3320 ‐0.0337
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1936.0426 VNFTEEDLLINFLAAVK 3994.5130 1936.0428 25.0293 9136 2 968.5250 0.7037
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1365.7260 EYDVNTAISLLK 4019.8950 1365.7262 32.4353 5926 2 683.3668 ‐0.3710
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 961.9006 1374.6512 19.0205 5022 3 458.8886 ‐0.6600
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 2113.1499 GTGQTVIVAVLAQGEKVDEAK 1574.9380 2113.1476 32.5587 8639 3 705.0541 ‐1.5172
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 806.4077 SSMGPSIK 153.7165 806.4071 19.6183 13195 1 806.4071 ‐0.2749
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1653.8483 AGTVTANIPQAIEEFK 691.4119 1653.8469 29.7809 2998 2 827.4271 ‐0.7945
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 859.5247 NTAISLLK 199.5694 859.5243 30.5884 1598 2 430.2658 ‐1.9912
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 1200.4440 37803.5389 22 31.21 None 1117.5735 GSDDLIEQIK 192.9461 1117.5789 28.7869 1128 2 559.2931 3.61
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1730.8807 SAGADIVGSDDLIEQIK 6650.1050 1730.8837 30.6026 13459 2 865.9455 2.0852
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1262.6086 EMIDFKPPTAN 742.3072 1262.6138 26.5402 12149 2 631.8105 3.05
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1816.9803 AGTVTANIPQAIEEFKK 7622.4100 1816.9816 29.3435 12147 3 606.3320 0.0447
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1104.5792 LIASPDMMVK 766.3182 1104.5782 25.5710 7147 2 552.7928 ‐1.7394
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1365.7260 EYDVNTAISLLK 4656.2180 1365.7262 32.4353 5926 2 683.3668 ‐0.2205
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 1133.7480 1374.6512 19.0205 5022 3 458.8886 ‐0.6523
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 2113.1499 GTGQTVIVAVLAQGEKVDEAK 1164.9850 2113.1476 32.5587 8639 3 705.0541 ‐1.3916
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 861.4175 EMIDFKP 184.5978 861.4166 28.5921 1552 1 861.4166 ‐0.3082
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1112.5445 EMIDFKPPTA 206.3640 1112.5414 24.2041 1305 2 556.7743 ‐3.6832
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 859.5247 NTAISLLK 233.5112 859.5243 30.6174 782 2 430.2658 ‐1.9202
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 951.0828 37803.5389 22 31.21 None 1712.8701 SAGADIVGSDDLIEQIK 322.7343 1712.8757 29.8025 4486 2 856.9415 3.39
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 2565.9030 1573.7607 20.5968 13235 2 787.3840 ‐2.1518
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1296.7886 DIALITGQKPIK 12554.5200 1296.7900 15.9871 8490 2 648.8986 0.4610
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1202.5510 GDVMYSFLDR 9405.1500 1202.5524 30.6346 7808 2 601.7798 0.2930



NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1580.9119 IREDQPLGIAVTLR 3284.3750 1580.9109 28.5995 5494 3 527.6418 ‐1.5775
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 909.5880 LINLALPR 2881.0630 909.5881 17.9903 4617 2 455.2977 ‐1.2968
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1762.8541 MASPSLLQSSASSFHGR 708.4391 1762.8120 29.6833 4345 2 881.9097 ‐23.6061
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 719.3756 GLEAAMK 238.3002 719.3579 18.1312 2233 1 719.3579 ‐24.5573
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1473.7445 PSLLQSSASSFHGR 202.1847 1473.7464 32.3384 4610 2 737.3768 0.9890
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 Carbamidomethyl+C(5) 910.4451 IVVNCGIGD 145.9608 910.4450 22.6179 3679 2 455.7261 ‐1.5900
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 818.3639 GDAAQNDK 128.0183 818.3669 18.7209 3443 1 818.3669 4.0927
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 1045.4810 QSSASSFHGR 139.8077 1045.4752 31.4572 2969 1 1045.4752 ‐4.2471
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1396.7010 28457.9123 31 29.1 None 701.3651 GLEAAMK 174.7185 701.3656 18.1009 1609 1 701.3656 0.7962
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 2056.5170 1573.7632 20.5756 9219 2 787.3852 ‐0.4408
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1202.5510 GDVMYSFLDR 10464.6600 1202.5524 30.6346 7808 2 601.7798 0.4368
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1580.9119 IREDQPLGIAVTLR 3967.8440 1580.9109 28.5995 5494 3 527.6418 ‐1.5368
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1762.8541 MASPSLLQSSASSFHGR 329.3460 1762.8120 29.6833 4345 2 881.9097 ‐23.4396
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 719.3756 GLEAAMK 126.9529 719.3579 18.1312 2233 1 719.3579 ‐24.4130
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1097.6102 YVNIHQVPK 73.3477 1097.6310 25.8653 912 2 549.3191 18.0018
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 Carbamidomethyl+C(8) 1928.9859 VQKIVVNCGIGDAAQNDK 202.2588 1928.9695 29.0602 1160 3 643.6613 ‐9.0158
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1473.7445 PSLLQSSASSFHGR 133.8213 1473.7492 31.9708 6505 2 737.3782 3.0471
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 Carbamidomethyl+C(5) 910.4451 IVVNCGIGD 390.9799 910.4450 22.6179 3679 2 455.7261 ‐1.4580
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1045.4810 QSSASSFHGR 84.6268 1045.4752 31.4572 2969 1 1045.4752 ‐4.0705
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 800.3937 YSFLDR 1297.6620 800.3896 30.6167 2417 1 800.3896 ‐4.6210
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 701.3651 GLEAAMK 154.8859 701.3656 18.1009 1609 1 701.3656 0.9387
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 756.4572 28457.9123 31 29.1 None 1080.5837 YVNIHQVPK 144.1154 1080.5851 25.4495 3173 2 540.7962 0.4021
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 None 1296.7886 DIALITGQKPIK 13761.0500 1296.7900 15.9871 8490 2 648.8986 0.2666
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 None 1148.6319 LLALMGMPFR 2598.9800 1148.6337 21.2950 5056 2 574.8205 0.4082
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 None 909.5880 LINLALPR 6699.3800 909.5881 17.9903 4617 2 455.2977 ‐1.6904
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 Carbamidomethyl+C(5) 1573.7639 IVVNCGIGDAAQNDK 155.1422 1573.7863 19.7761 1662 2 787.3968 14.0443
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 Carbamidomethyl+C(5) 1053.5034 IVVNCGIGDAA 125.3208 1053.5031 18.6969 3595 2 527.2552 ‐1.7439
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 942.9185 28457.9123 31 29.1 Carbamidomethyl+C(5) 1555.7534 IVVNCGIGDAAQNDK 144.9561 1555.7503 20.6584 1624 2 778.3788 ‐2.1806
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1633.7857 NPFGQVPAFEDGDLK 36187.4400 1633.7837 30.6563 89518 2 817.3955 ‐1.1743
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1924.9386 SIYGLTTDEAVVAEEEAK 211017.6000 1924.9389 29.3901 79199 2 962.9731 0.7512
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 964.5098 VLDVYEAR 30456.0900 964.5092 20.8880 74119 2 482.7583 ‐1.9160
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1610.7657 YENQGTNLLQTDSK 26830.0200 1610.7668 20.9800 56573 2 805.8870 0.6557
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1188.6259 VNEWVAEITK 55197.0700 1188.6267 27.8738 41559 2 594.8170 ‐0.1913
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 995.5560 LAFEQIFK 18553.4800 995.5554 19.4004 38533 2 498.2813 ‐1.9021
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 7339.9390 2792.3335 21.5132 26396 3 931.4494 ‐1.4204
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1455.7842 NLDFELVHVELK 13976.9700 1455.7843 32.9801 23828 3 485.9329 ‐1.0433
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1072.5898 AITQYIAHR 4477.8050 1072.5916 19.4014 8378 2 536.7995 0.6072
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 797.9125 3013.5767 22.7790 2399 3 1005.1971 ‐8.3633
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1228.6572 DFELVHVELK 217.5396 1228.6559 32.7144 10322 2 614.8316 ‐1.8292
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 811.4349 FEQIFK 4143.9640 811.4315 19.3735 7584 1 811.4315 ‐3.6862
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 920.4108 YENQGTNL 256.6073 920.4164 21.9930 3367 2 460.7118 4.93
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1318.6597 NQGTNLLQTDSK 375.0156 1318.6564 22.0213 3268 2 659.8318 ‐3.1276
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1189.5583 DEAVVAEEEAK 210.9015 1189.5514 30.3592 2530 1 1189.5514 ‐3.9307
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 941.4727 VNEWVAEI 155.0239 941.4767 25.8037 2185 1 941.4767 5.1736
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1687.7744 GMQVEDHQFDPVASK 514.6761 1687.7790 22.3380 1895 2 844.3932 2.24
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 691.3621 LQTDSK 210.4747 691.3608 21.5658 1805 1 691.3608 ‐1.9060
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 659.3624 YIAHR 3327.3970 659.3620 19.3933 1713 1 659.3620 ‐0.6708
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1090.5415 VPAFEDGDLK 256.6598 1090.5454 29.3882 1289 1 1090.5454 5.0040
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 945.4888 AVVAEEEAK 156.7809 945.4832 29.0694 1247 1 945.4832 ‐4.9460
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 846.4720 WVAEITK 1248.8800 846.4703 27.8817 1143 1 846.4703 ‐1.3609
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 28650.2900 24128.6155 49 68.87 None 1170.6153 VNEWVAEITK 328.5797 1170.6207 24.9982 2983 2 585.8140 3.76
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1633.7857 NPFGQVPAFEDGDLK 45391.1900 1633.7837 30.6563 89518 2 817.3955 ‐1.0130
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 964.5098 VLDVYEAR 32752.6900 964.5092 20.8880 74119 2 482.7583 ‐1.7818
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1610.7657 YENQGTNLLQTDSK 17470.2500 1610.7668 20.9800 56573 2 805.8870 0.8161
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1188.6259 VNEWVAEITK 53652.6300 1188.6267 27.8738 41559 2 594.8170 ‐0.0481
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1455.7842 NLDFELVHVELK 22514.5900 1455.7843 32.9811 23426 3 485.9329 ‐1.0047
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1072.5898 AITQYIAHR 4931.7430 1072.5916 19.4014 8378 2 536.7995 0.7458
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 922.5720 VLIALHEK 3245.3350 922.5728 20.6105 1833 2 461.7901 ‐0.3640
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 752.3573 DVYEAR 3122.1480 752.3571 20.8832 13585 1 752.3571 0.0071
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 538.2620 YEAR 331.3126 538.2639 20.8992 3770 1 538.2639 3.1211
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 920.4108 YENQGTNL 213.4915 920.4164 21.9930 3367 2 460.7118 4.17
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1318.6597 NQGTNLLQTDSK 325.0013 1318.6564 22.0213 3268 2 659.8318 ‐2.9790
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 991.4731 PAFEDGDLK 1431.0320 991.4763 30.6419 2206 1 991.4763 4.14
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 659.3624 YIAHR 3793.1860 659.3620 19.3933 1713 1 659.3620 ‐0.5324
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 846.4720 WVAEITK 969.6512 846.4703 27.8817 1143 1 846.4703 ‐1.2041
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 710.4196 IALHEK 1129.4290 710.4227 20.5910 828 1 710.4227 4.91
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9738.3130 24128.6155 49 68.87 None 1170.6153 VNEWVAEITK 227.3197 1170.6207 24.9982 2983 2 585.8140 3.01
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 995.5560 LAFEQIFK 13229.7700 995.5554 19.4004 38533 2 498.2813 ‐2.2515
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 5930.3520 2792.3335 21.5132 26396 3 931.4494 ‐1.4306
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1924.9386 SIYGLTTDEAVVAEEEAK 1622.8960 1924.9405 17.8518 4686 2 962.9739 1.98
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 1664.3410 3013.5767 22.7790 2399 3 1005.1971 ‐8.3383
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1455.7842 NLDFELVHVELK 602.4440 1455.7690 18.6112 1280 2 728.3881 ‐10.8963
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1609.8948 VLDVYEARLKEFK 548.1323 1609.8949 20.5807 1550 2 805.4511 ‐0.0050
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 811.4349 FEQIFK 1545.7870 811.4315 19.3735 7584 1 811.4315 ‐3.7125
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1113.6303 FELVHVELK 272.9657 1113.6305 20.7329 1684 1 1113.6305 1.31
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1669.7639 GMQVEDHQFDPVASK 430.1381 1669.7639 21.8264 1013 2 835.3856 0.1097
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1582.4320 24128.6155 49 68.87 None 1438.7577 NLDFELVHVELK 90.4920 1438.7549 17.7479 6210 2 719.8811 ‐2.4472
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 413.4550 49638.0295 9 11.67 None 2113.0733 VDVVDDPELLELVEMELR 5654.6560 2113.0698 43.3208 6381 2 1057.0386 ‐0.7122
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 413.4550 49638.0295 9 11.67 None 1213.6787 VGEEVEILGLR 4144.4790 1213.6789 30.2200 6258 2 607.3431 ‐0.6449



NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 413.4550 49638.0295 9 11.67 None 1588.7925 GSALSALQGTNDEIGR 571.5934 1588.7972 21.9491 1070 3 530.2706 2.0075
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 413.4550 49638.0295 9 11.67 None 927.5146 VELPENVK 3898.7490 927.5149 20.1529 2408 2 464.2611 ‐1.0608
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 393.1493 49638.0295 9 11.67 None 2113.0733 VDVVDDPELLELVEMELR 7354.8690 2113.0698 43.3208 6381 2 1057.0386 ‐0.5315
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 393.1493 49638.0295 9 11.67 None 1213.6787 VGEEVEILGLR 3091.1750 1213.6789 30.2200 6258 2 607.3431 ‐0.5006
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 393.1493 49638.0295 9 11.67 None 1142.6204 FPGDDIPIIR 857.3813 1142.6197 30.2014 5212 2 571.8135 ‐1.4650
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 393.1493 49638.0295 9 11.67 None 705.3777 TADITGK 80.8963 705.3711 20.0101 3922 1 705.3711 ‐9.2231
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 393.1493 49638.0295 9 11.67 None 1098.5500 STVTGVEMFK 295.9142 1098.5407 35.7674 3452 1 1098.5407 ‐6.7155
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 4339.6150 20540.5676 8 31.72 None 1747.8246 LNTDESPNTPGQYGVR 7284.7790 1747.8262 19.9196 17448 2 874.4168 1.1877
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 4339.6150 20540.5676 8 31.72 None 1814.9105 MIDPLVNDLAQHYTGK 5859.3460 1814.9122 18.5971 16469 3 605.6422 0.1834
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 4339.6150 20540.5676 8 31.72 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 4339.6150 20540.5676 8 31.72 None 965.5150 TTLTSSLDK 9281.3310 965.5152 18.6061 9684 2 483.2613 ‐1.0251
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 4339.6150 20540.5676 8 31.72 None 947.5044 TTLTSSLDK 253.6527 947.5030 19.1719 2293 2 474.2551 ‐2.8565
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 514.6935 20540.5676 8 31.72 None 1814.9105 MIDPLVNDLAQHYTGK 3406.5230 1814.9122 18.5971 16469 3 605.6422 0.0180
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 514.6935 20540.5676 8 31.72 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 514.6935 20540.5676 8 31.72 None 739.3985 ATGPVVVD 382.4699 739.3961 23.0912 1375 1 739.3961 ‐3.0638
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1261.6324 AWPYVQNDLR 1099.9060 1261.6293 25.6400 27490 2 631.3183 ‐3.1731
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1563.8166 FYIQPLSPTEAAAR 14707.2200 1563.8152 17.7099 21431 2 782.4112 ‐1.0163
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 7727.0980 1991.9770 24.9595 19281 2 996.4921 0.1330
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1687.8537 YYSETVSSLNNVLAK 9826.5470 1687.8546 17.5692 14833 2 844.4309 0.5934
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1539.7802 LFQTIDNLDYAAR 4296.5520 1539.7806 18.0868 13007 2 770.3939 0.1045
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1315.7580 AKDSAKEIINVK 197.6817 1315.7295 24.2840 802 2 658.3684 ‐22.2599
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 937.4374 DNLDYAAR 161.3138 937.4426 19.7970 5015 2 469.2249 4.1778
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 472.2554 LFQT 83.4773 472.2555 16.9068 2147 1 472.2555 ‐0.8012
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1050.5215 IDNLDYAAR 156.4856 1050.5234 19.0940 2099 1 1050.5234 3.1562
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1151.5691 TIDNLDYAAR 231.3698 1151.5751 19.1116 1281 2 576.2912 4.65
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2544.0870 24643.0476 33 31.74 None 1243.6218 AWPYVQNDLR 157.7181 1243.6236 25.4224 2133 1 1243.6236 3.81
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1261.6324 AWPYVQNDLR 35342.8600 1261.6317 27.1320 72785 2 631.3195 ‐1.1292
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 5454.3290 1991.9770 24.9595 19281 2 996.4921 0.3089
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1539.7802 LFQTIDNLDYAAR 549.4540 1539.7588 36.8110 2172 2 770.3830 ‐13.9000
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1315.7580 AKDSAKEIINVK 173.3347 1315.7295 24.2840 802 2 658.3684 ‐22.1115
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1389.7274 KAWPYVQNDLR 5813.1480 1389.7277 24.0318 25613 2 695.3675 ‐0.1071
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 2068.0709 DLTAKLFQTIDNLDYAAR 1537.5810 2068.0690 32.9254 3968 3 690.0279 ‐1.2741
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1409.6696 FQTIDNLDYAAR 335.3861 1409.6664 34.5133 1847 2 705.3368 ‐2.5288
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1261.6324 AWPYVQNDLR 182.9677 1261.6357 21.1163 1825 2 631.3215 2.0480
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1343.6842 DLTAKLFQTIDN 240.1366 1343.6893 30.6795 1398 2 672.3483 3.12
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1060.4654 PGTDNSDQAR 214.3485 1060.4670 21.6292 1089 1 1060.4670 3.0551
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1102.5316 KAWPYVQND 184.7421 1102.5377 22.9308 986 2 551.7725 4.84
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1973.9675 VGGPPLPSGGLPGTDNSDQAR 246.7026 1973.9623 26.1459 3245 3 658.6589 ‐3.1246
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2122.9850 24643.0476 33 31.74 None 1298.7314 AKDSAKEIINVK 177.6537 1298.7329 24.6188 7166 2 649.8701 0.6540
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1563.8166 FYIQPLSPTEAAAR 14099.5700 1563.8152 17.7099 21431 2 782.4112 ‐1.0733
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1687.8537 YYSETVSSLNNVLAK 10713.6300 1687.8546 17.5692 14833 2 844.4309 0.6002
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1539.7802 LFQTIDNLDYAAR 2610.0550 1539.7806 18.0868 13007 2 770.3939 0.0351
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1800.9199 GASQAVLEGSLQINGSNR 183.0172 1800.9537 23.7802 4712 2 900.9805 19.2031
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 2068.0709 DLTAKLFQTIDNLDYAAR 176.0464 2068.0881 24.2216 18542 3 690.0342 7.03
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 472.2554 LFQT 53.7170 472.2555 16.9068 2147 1 472.2555 ‐0.8441
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1050.5215 IDNLDYAAR 183.0628 1050.5234 19.0940 2099 1 1050.5234 3.1416
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 804.3999 NLDYAAR 108.9900 804.3980 23.2007 1840 1 804.3980 ‐1.8873
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1718.7980 24643.0476 33 31.74 None 1261.6171 QTIDNLDYAAR 165.7117 1261.6172 21.4762 1582 1 1261.6172 2.1566
NP_192597.1 heavy metal associated domain containing protein Arabidopsis thaliana 215.5444 17074.9402 5 10.00 None 1685.8125 MGVEGTMEYISDLLK 880.7672 1685.8145 19.2862 8733 2 843.4109 1.52
NP_192597.1 heavy metal associated domain containing protein Arabidopsis thaliana 215.5444 17074.9402 5 10.00 None 1554.7720 GVEGTMEYISDLLK 641.3483 1554.7804 18.2907 4882 2 777.8938 5.1896
NP_192597.1 heavy metal associated domain containing protein Arabidopsis thaliana 215.5444 17074.9402 5 10.00 None 2747.3426 VELWPYVPYTMVANPYISQAYDK 440.9250 2747.4071 24.4126 832 3 916.4739 23.6920
NP_192597.1 heavy metal associated domain containing protein Arabidopsis thaliana 215.5444 17074.9402 5 10.00 None 1398.6821 EGTMEYISDLLK 110.5708 1398.6784 17.5767 2276 2 699.8429 ‐3.2158
NP_192597.1 heavy metal associated domain containing protein Arabidopsis thaliana 215.5444 17074.9402 5 10.00 None 1093.5598 MEYISDLLK 177.5064 1093.5567 17.0560 1157 2 547.2820 ‐4.2312
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 287.5436 38658.8892 13 5.49 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 4119.2300 1211.5312 21.8057 31368 2 606.2693 0.5109
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 287.5436 38658.8892 13 5.49 None 793.4090 GFDVIDK 8916.7150 793.4096 21.7488 753 2 397.2084 ‐0.9987
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 287.5436 38658.8892 13 5.49 None 1871.8765 SKIMDVVEDALEFASSM 772.7816 1871.8593 33.2014 2410 2 936.4333 ‐8.7594
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 287.5436 38658.8892 13 5.49 Carbamidomethyl+C(1) 969.4281 CQFIMDR 257.7307 969.4280 21.7990 986 1 969.4280 0.8702
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 9446.0890 1211.5313 21.8004 30573 2 606.2693 0.7019
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 None 1020.5394 MSSLSPLTGK 1461.8360 1020.5421 22.3353 4114 2 510.7747 1.31
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 None 1794.8909 LYNFSNTGLPDPTLDK 251.9961 1794.8767 32.7158 1695 2 897.9420 ‐7.4050
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 Carbamidomethyl+C(6)
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 None 1871.8765 SKIMDVVEDALEFASSM 203.8251 1871.8593 33.2014 2410 2 936.4333 ‐8.5884
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 None 1715.9003 TPTLFDNKYYVNLK 639.5329 1715.9185 28.8635 1579 3 572.6444 9.96
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 Carbamidomethyl+C(8) 1672.8912 QGEIRLNCRVVNSK 185.0234 1672.8788 22.2237 1009 2 836.9431 ‐7.1431
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 Carbamidomethyl+C(2) 1079.4761 QCQFIMDR 143.6140 1079.4788 21.8176 1121 1 1079.4788 4.1351
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 320.5234 38658.8892 13 5.49 Carbamidomethyl+C(1) 969.4281 CQFIMDR 228.5775 969.4280 21.7990 986 1 969.4280 1.0393
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1145.6161 LTDTQLAEVR 2498.5770 1145.6172 21.0540 18640 2 573.3122 0.0209
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1181.6888 LEAPQLAQIAK 9125.0740 1181.6908 26.2621 17300 2 591.3490 0.7729
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1028.6350 INIVTEIVK 11214.7500 1028.6353 18.1487 10634 2 514.8213 ‐0.8707
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1041.5251 EFELVYNK 8176.2090 1041.5268 25.1490 10406 2 521.2670 0.4502
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 681.7145 2636.3696 22.7886 9084 3 879.4614 3.47
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1581.8305 MASLQQTLFSLQSK 300.7120 1581.8381 20.4638 7681 2 791.4227 4.31
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1971.0281 QLEDIASQLELGEIQLAT 551.4086 1971.0320 21.3939 1231 4 493.5135 0.7984
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 2099.1230 KQLEDIASQLELGEIQLAT 936.4421 2099.1237 36.4214 3691 2 1050.0655 1.14
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 915.5510 NIVTEIVK 397.6597 915.5524 18.2096 2599 2 458.2798 0.1730
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1517.7635 LEQVFSDPQVLNF 255.3251 1517.7658 24.4035 1788 2 759.3865 1.74
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 731.3934 GEIQLAT 70.7597 731.3909 22.2742 1420 1 731.3909 ‐3.2444
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 931.4843 DTQLAEVR 260.5943 931.4879 21.1681 1176 2 466.2476 2.21
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1374.0120 25668.6132 24 34.19 None 1564.8040 MASLQQTLFSLQSK 268.1125 1564.7982 22.5956 1951 2 782.9027 ‐3.8293



NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 875.6170 25668.6132 24 34.19 None 1145.6161 LTDTQLAEVR 2289.0490 1145.6172 21.0540 18640 2 573.3122 0.1625
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 875.6170 25668.6132 24 34.19 None 1181.6888 LEAPQLAQIAK 8473.5830 1181.6908 26.2621 17300 2 591.3490 0.9159
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 875.6170 25668.6132 24 34.19 None 1041.5251 EFELVYNK 11099.3100 1041.5268 25.1490 10406 2 521.2670 0.5875
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 875.6170 25668.6132 24 34.19 None 2099.1230 KQLEDIASQLELGEIQLAT 1311.2610 2099.1237 36.4214 3691 2 1050.0655 1.15
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 875.6170 25668.6132 24 34.19 None 2082.0965 KQLEDIASQLELGEIQLAT 493.0080 2082.0960 35.6490 1006 3 694.7035 ‐0.5552
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 1028.6350 INIVTEIVK 10883.7000 1028.6353 18.1487 10634 2 514.8213 ‐1.2031
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 649.5914 2636.3696 22.7886 9084 3 879.4614 3.98
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 2764.4556 LEQVFSDPQVLNFFANPTITVEKK 599.2321 2764.4032 24.0312 2643 3 922.1392 ‐18.7392
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 2051.1423 INIVTEIVKEFELVYNK 313.0403 2051.1326 25.5209 1407 3 684.3824 ‐5.3293
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 2168.1234 EFELVYNKLTDTQLAEVR 494.8182 2168.1147 21.8680 1166 3 723.3764 ‐4.4729
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 566.6546 25668.6132 24 34.19 None 2150.1128 EFELVYNKLTDTQLAEVR 167.6349 2150.1156 23.0773 1767 2 1075.5615 2.98
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 2125.1036 HLSDPFGNNLLTVIAGTAER 1069.7290 2125.1066 21.7706 21950 2 1063.0569 2.94
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1158.6517 IFLPDGLLDR 14199.7300 1158.6526 19.9778 16088 2 579.8299 ‐0.4782
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1696.8905 TGALLLDGNTLNYFGK 2601.8580 1696.8866 20.1279 14179 2 848.9470 ‐2.1085
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1801.9669 WAMLGAAGFIIPEALNK 2021.7600 1801.9729 22.8871 7690 2 901.4901 3.55
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 2817.4354 LAMFAMLGFFIQAYVTGEGPVENLAK 253.4529 2817.5010 24.5970 7441 3 939.8385 23.5632
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1691.8785 ASLGVSEMLGTPLNFR 360.2735 1691.8759 17.0081 6971 3 564.6301 ‐2.5765
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1418.7791 LHPGGPFDPLGLAK 771.4932 1418.7786 18.5685 5572 3 473.5977 ‐1.6610
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1151.5579 ITNGLDFEDK 109.6879 1151.5790 22.9282 1383 2 576.2931 17.0954
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1923.9083 AVSETSDELAKWYGPDR 117.7402 1923.9180 19.0610 1100 3 641.9775 4.27
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1400.7685 LHPGGPFDPLGLAK 398.9666 1400.7698 17.2773 1562 2 700.8885 0.3044
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1673.8680 ASLGVSEMLGTPLNFR 151.3077 1673.8734 17.1194 1471 3 558.6293 2.1803
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 941.5838 30213.7516 12 33.21 None 1679.8639 TGALLLDGNTLNYFGK 136.8388 1679.8609 17.6446 1502 3 560.6252 ‐2.8201
NP_192801.1 Glutaredoxin family protein Arabidopsis thaliana 246.2295 37384.1746 3 3.89 Carbamidomethyl+C(11) 1422.7046 AAVESFGVVVCER 6258.7270 1422.7052 27.2818 40216 2 711.8562 0.1351
NP_192801.1 Glutaredoxin family protein Arabidopsis thaliana 246.2295 37384.1746 3 3.89 None 722.3138 DVSMDR 146.1993 722.3247 18.4806 4577 1 722.3247 15.4402
NP_192801.1 Glutaredoxin family protein Arabidopsis thaliana 246.2295 37384.1746 3 3.89 Carbamidomethyl+C(6)
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 987.5833 GLISEIISR 5329.0230 987.5827 19.0084 15728 2 494.2950 ‐1.8639
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 1344.7634 TFIAIKPDGVQR 9619.3100 1344.7635 23.2634 11838 3 448.9260 ‐1.1340
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 887.4945 GDLAVTVGR 7582.5470 887.4951 19.6796 8871 2 444.2512 ‐0.7786
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 1073.5950 AIGAAAAVSASGK 521.2057 1073.5795 18.9772 5468 2 537.2934 ‐15.4867
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 912.5261 IKPDGVQR 169.1133 912.5275 22.7798 14072 1 912.5275 2.50
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 715.4461 LAVTVGR 197.6669 715.4453 18.1442 10728 1 715.4453 ‐1.0423
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1001.7290 25848.5057 12 13.45 None 983.5633 AIKPDGVQR 221.9700 983.5632 23.2336 753 2 492.2853 ‐1.2849
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1162.6720 25848.5057 12 13.45 None 1344.7634 TFIAIKPDGVQR 14759.5200 1344.7635 23.2634 11838 3 448.9260 ‐1.1311
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1162.6720 25848.5057 12 13.45 None 887.4945 GDLAVTVGR 10508.1300 887.4951 19.6796 8871 2 444.2512 ‐0.6476
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1162.6720 25848.5057 12 13.45 None 1231.7045 VIVPSKDFAQK 457.1212 1231.6864 22.6501 5820 2 616.3468 ‐15.3297
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1162.6720 25848.5057 12 13.45 None 912.5261 IKPDGVQR 208.6935 912.5275 22.7798 14072 1 912.5275 2.84
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1162.6720 25848.5057 12 13.45 None 983.5633 AIKPDGVQR 1146.7620 983.5632 23.2336 753 2 492.2853 ‐1.1500
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 None 1444.7464 VLQAQDDIVNAMK 11582.4700 1444.7464 26.7350 22489 2 722.8769 ‐0.3592
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 9978.9840 1190.5855 18.2198 20349 2 595.7964 0.8573
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 16386.8500 1129.6399 20.0232 14141 2 565.3236 ‐0.8955
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 1563.4610 1862.8928 19.0129 5159 4 466.4787 ‐1.1849
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 None 1165.6212 VHAPEVAVDTK 6416.6020 1165.6232 18.0020 4789 2 583.3152 0.8322
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 None 822.4356 SLFGQVTA 750.6436 822.4306 28.2316 11581 1 822.4306 ‐5.5715
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(9)
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(1) 978.4310 CENTLDAR 221.2554 978.4335 18.2241 1258 1 978.4335 3.63
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2185.1030 26288.1451 18 42.17 Carbamidomethyl+C(6) 1111.6293 DLIVQCLLR 220.9931 1111.6260 18.9025 2678 2 556.3166 ‐3.9745
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 None 1444.7464 VLQAQDDIVNAMK 7403.8970 1444.7464 26.7350 22489 2 722.8769 ‐0.2056
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 4834.3570 1190.5855 18.2198 20349 2 595.7964 1.0006
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 2728.0350 1862.8928 19.0129 5159 4 466.4787 ‐0.9908
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 776.5110 2609.2462 37.1633 4896 4 653.0670 1.17
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 None 1054.6619 LKEPSVLLR 2469.1170 1054.6663 22.9163 3041 2 527.8368 3.1551
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 None 822.4356 SLFGQVTA 1474.8160 822.4306 28.2316 11581 1 822.4306 ‐5.4170
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 None 1808.8549 ANEISVSAEEEFNIEK 292.6937 1808.8823 33.5198 983 2 904.9448 15.6612
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 None 533.2718 SLFGQ 72.9983 533.2732 25.8885 3719 1 533.2732 2.1697
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1088.0970 26288.1451 18 42.17 Carbamidomethyl+C(1) 978.4310 CENTLDAR 107.6187 978.4335 18.2241 1258 1 978.4335 3.62
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1351.7038 ANAVALGNYLMSK 1004.5390 1351.6991 20.8077 141455 2 676.3532 ‐4.0692
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1517.7707 NAVFGDSSALAPGGVR 12928.4000 1517.7725 25.9938 20809 2 759.3899 0.9517
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 17973.7300 1206.6295 15.6501 19227 2 603.8184 ‐1.2300
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 5791.2800 1991.8823 37.1710 17489 2 996.4448 1.30
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1618.8363 ISATSIYFESLPYK 4038.4280 1618.8394 19.2659 13742 2 809.9234 1.10
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1340.6481 DFEQIGEFLSR 3083.6040 1340.6450 34.4218 10431 2 670.8261 ‐2.9177
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1854.8111 FSASYEMPGFLMSEMK 13068.3500 1854.8104 21.0731 10332 2 927.9088 0.0731
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 992.4796 YSEGIPGNR 11838.9000 992.4794 16.6112 7873 2 496.7433 ‐1.4512
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 903.4717 IGAPAMTSR 11947.7900 903.4723 17.2406 5395 2 452.2398 ‐0.6977
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1866.9596 GLVEKDFEQIGEFLSR 759.9323 1866.9515 38.5253 3655 3 622.9887 ‐5.0244
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 2261.1019 IMGLDLPSGGHLTHGYYTSGGK 3594.7580 2261.1017 17.5216 3148 3 754.3721 ‐0.3552
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1273.6634 DLDQLKADVEK 1598.0720 1273.6690 23.3904 1217 3 425.2278 3.1097
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1618.7608 PSGGHLTHGYYTSGGK 291.5158 1618.7581 17.0617 3454 3 540.2575 ‐2.6231
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 662.3290 PAMTSR 105.9575 662.3303 17.2105 1492 1 662.3303 1.95
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1246.6354 SIYFESLPYK 264.8119 1246.6400 19.8615 1420 2 623.8237 2.45
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 890.4709 867.3777 15.6601 1008 1 867.3777 0.5272
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(4) 1188.6194 LLICGGSAYPR 154.0978 1188.6146 15.9725 1420 2 594.8109 ‐4.9619
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 None 1322.6375 DFEQIGEFLSR 1041.2100 1322.6401 35.3788 830 2 661.8237 1.85
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2569.6170 52174.2496 44 34.82 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1517.7707 NAVFGDSSALAPGGVR 23077.6300 1517.7725 25.9938 20809 2 759.3899 1.1083
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 4389.2000 1991.8823 37.1710 17489 2 996.4448 1.88
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 Carbamidomethyl+C(2)



NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1340.6481 DFEQIGEFLSR 1414.7970 1340.6450 34.4218 10431 2 670.8261 ‐2.7682
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 903.4717 IGAPAMTSR 22164.8900 903.4723 17.2406 5395 2 452.2398 ‐0.5660
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1866.9596 GLVEKDFEQIGEFLSR 845.7288 1866.9515 38.5253 3655 3 622.9887 ‐4.9381
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1356.7482 GLVNNKDLDQLK 1307.7360 1356.7290 24.8778 935 3 452.9145 ‐15.2708
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 Carbamidomethyl+C(24) 2965.3421 YSEGIPGNRYYGGNEFIDEIENLCR 1027.5800 2965.3273 35.2405 1734 3 989.1139 ‐4.3164
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 662.3290 PAMTSR 173.6404 662.3303 17.2105 1492 1 662.3303 1.82
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 790.3876 GAPAMTSR 956.0228 790.3885 17.2244 1387 1 790.3885 1.19
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1233.6222 FGDSSALAPGGVR 229.9201 1233.6277 25.7381 1276 2 617.3175 3.53
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1859.4600 52174.2496 44 34.82 None 1848.9490 GLVEKDFEQIGEFLSR 379.4948 1848.9491 39.6375 807 2 924.9782 0.6359
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 11602.2000 1206.6295 15.6501 19227 2 603.8184 ‐1.4708
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1618.8363 ISATSIYFESLPYK 3988.8610 1618.8394 19.2659 13742 2 809.9234 1.23
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1854.8111 FSASYEMPGFLMSEMK 9221.4340 1854.8104 21.0731 10332 2 927.9088 0.1658
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1866.9596 GLVEKDFEQIGEFLSR 291.1582 1866.9231 23.8914 3308 2 933.9652 ‐18.9885
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 2651.3199 EPVSSWGNTSLVSVDPEIHDLIEK 270.4138 2651.3593 25.5886 1349 3 884.4580 14.9515
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 2389.1969 IMGLDLPSGGHLTHGYYTSGGKK 128.2531 2389.2126 16.9805 1130 4 598.0586 5.54
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1435.6740 VNFTTGYIDYDK 304.6356 1435.6935 16.5920 1058 3 479.2360 12.30
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1934.9382 VNFTTGYIDYDKLEEK 603.0369 1934.9354 20.5471 15349 2 967.9713 ‐0.7336
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1347.6831 TSIYFESLPYK 199.3987 1347.6810 18.6708 2097 2 674.3441 ‐2.2806
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 960.4785 GYYTSGGKK 54.3413 960.4750 18.5414 1796 1 960.4750 ‐2.7381
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 Carbamidomethyl+C(1) 867.3778 CGGSAYPR 519.1453 867.3777 15.6601 1008 1 867.3777 0.5036
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 740.4779 52174.2496 44 34.82 None 1849.9331 GLVEKDFEQIGEFLSR 216.4263 1849.9330 25.1293 1290 2 925.4701 0.4610
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 16521.9300 1237.6267 22.9470 24966 2 619.3170 1.0623
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 41758.7600 1960.9518 37.5297 21218 2 980.9796 ‐0.3367
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 1025.5197 HSLPDGLMR 1110.5310 1025.5199 20.8782 20579 2 513.2636 ‐0.8004
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 1137.5575 TEFGPSQPFK 8636.6760 1137.5569 22.9284 18597 2 569.2821 ‐1.3741
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 22327.4600 3033.4415 38.0369 16917 3 1011.8187 ‐0.1993
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHE 3628.7780 2887.4464 36.5233 16459 3 963.1536 0.3128
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 3603.5000 2361.1547 28.2592 16106 4 591.0441 0.8696
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 27562.4800 1757.7578 31.3374 15900 2 879.3825 ‐0.1916
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 1319.7053 LVGVSEETTTGVK 3918.6270 1319.7090 20.1216 15273 2 660.3581 2.58
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 998.5993 AGIIVLAEGR 9295.0490 998.6004 26.1765 15120 2 499.8038 0.0172
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 1475.8064 LVGVSEETTTGVKR 19417.5200 1475.8063 18.5201 8589 3 492.6069 ‐1.1225
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 1129.5493 DIIMVDHMR 3136.3530 1129.5558 24.0361 5331 2 565.2815 4.47
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 185.5171 1067.5166 22.2164 4543 2 534.2620 ‐3.2202
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 760.3988 GPSQPFK 373.8031 760.4023 22.6112 1882 1 760.4023 4.83
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 None 757.4567 IVLAEGR 215.0777 757.4560 26.1827 1249 1 757.4560 ‐0.5201
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(6) 1093.5208 NNAIVCNIGH 372.8912 1093.5204 40.1424 1013 1 1093.5204 1.26
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 5333.9100 54005.9669 17 35.05 Carbamidomethyl+C(6) 3016.4180 NNAIVCNIGHFDNEIDMLGLETYPGVK 522.0996 3016.4131 36.1603 829 3 1006.1426 ‐0.8423
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1920.2890 33919.2387 5 25.16 None 1449.7440 LIITMPASMSTER 18055.8000 1449.7451 18.1377 17692 2 725.3762 0.3727
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1920.2890 33919.2387 5 25.16 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2190.2370 2135.1521 17.7347 14552 3 712.3889 0.8203
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1920.2890 33919.2387 5 25.16 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1624.4700 2603.3213 23.1267 13909 3 868.4453 3.0960
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1920.2890 33919.2387 5 25.16 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 6999.8160 1310.5823 22.8925 13447 2 655.7948 1.74
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1920.2890 33919.2387 5 25.16 None 1382.7467 LFVAIFPSFGER 18468.9600 1382.7480 22.0111 10224 2 691.8777 0.4738
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1701.9058 AVFVDLEPTVIDEVR 89281.7300 1701.9052 34.6664 39086 2 851.4563 ‐0.1890
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 987.5469 DVNAAVGTIK 17255.2400 987.5475 19.4040 25932 2 494.2774 ‐0.6378
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1977.8825 TVGGGDDAFNTFFSETGAGK 6858.9040 1977.8807 32.6819 17794 2 989.4440 ‐0.2168
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 Carbamidomethyl+C(4)
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 Carbamidomethyl+C(8) 1598.7672 TIQFVDWCPTGFK 6359.7610 1598.7663 20.0808 10642 2 799.8868 ‐0.6624
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 Carbamidomethyl+C(3) 1857.8834 AVCMISNSTSVAEVFSR 6429.9280 1857.8822 18.6752 8033 2 929.4447 ‐0.1952
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1396.7583 QLFHPEQLISGK 2203.3640 1396.7574 17.1577 7732 3 466.2573 ‐1.8228
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 888.4673 EDLAALEK 18718.8000 888.4671 20.2885 6459 2 444.7372 ‐1.7124
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1044.6048 SGLGSLLLER 342.0795 1044.6191 23.8669 1400 2 522.8132 12.73
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 Carbamidomethyl+C(1) 2269.1758 CGINYQPPTVVPGGDLAKVQR 351.5883 2269.1627 18.3624 1366 3 757.0591 ‐6.0442
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1683.8952 AVFVDLEPTVIDEVR 366.0115 1683.8906 35.0379 2775 2 842.4490 ‐2.6146
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 7296.2550 50222.2807 12 30.00 None 1378.7478 QLFHPEQLISGK 235.7826 1378.7555 18.3467 1634 2 689.8814 5.1066
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 873.2231 15560.2332 5 20.30 None 1201.6535 ASQLDVVVTNR 7083.7530 1201.6548 21.7753 11784 2 601.3310 0.2219
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 873.2231 15560.2332 5 20.30 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 2939.8000 1493.7065 19.1394 9743 3 498.5737 ‐0.2408
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 873.2231 15560.2332 5 20.30 None 1541.8758 ASQLDVVVTNRLAR 974.5298 1541.8729 24.2444 3698 2 771.4401 ‐2.0809
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 873.2231 15560.2332 5 20.30 None 869.4839 IAHNVSTK 273.2936 869.4853 19.1991 3403 1 869.4853 2.28
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 873.2231 15560.2332 5 20.30 None 730.4318 TNRLAR 120.7865 730.4338 23.7587 2944 1 730.4338 2.77
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 1543.7785 INMVDLPLGATEDR 10171.1100 1543.7743 30.8069 13752 2 772.3908 ‐2.8601
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 1048.5278 IGGVMIMGDR 5900.4600 1048.5304 25.1073 6711 2 524.7688 1.72
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 Carbamidomethyl+C(2) 1297.7549 LCLLLNVIDPK 1956.3100 1297.7541 21.1149 6106 2 649.3807 ‐1.2176
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 1041.5939 GEQVPVIATK 7250.4020 1041.5931 20.3369 3294 2 521.3002 ‐1.9452
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 717.4141 ALTEGVK 72.3436 717.4034 23.9125 58717 1 717.4034 ‐14.8585
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 707.3359 FDSNPK 1400.7760 707.3492 22.7758 8350 1 707.3492 18.8854
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 Carbamidomethyl+C(2) 1261.6205 VCSELNVDGLR 480.4908 1261.6295 50.6977 3875 2 631.3184 6.21
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 1125.5323 FDSNPKDFR 721.7599 1125.5435 16.6239 2853 2 563.2754 8.55
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 None 1066.5640 EGISISHPAR 107.1216 1066.5421 25.5756 2308 1 1066.5421 ‐19.1273
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 Carbamidomethyl+C(13) 1669.8578 VTPDDVATVIPNCLR 511.7372 1669.8613 19.0440 1171 3 557.2919 1.92
NP_193583.1 magnesium chelatase subunit chlI Arabidopsis thaliana 766.1866 46555.1230 11 16.4 Carbamidomethyl+C(15) 1940.9859 DRVTPDDVATVIPNCLR 1790.7150 1940.9962 23.4586 1356 2 971.0018 5.83
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1681.9483 ILDEALAGDNVGLLLR 38809.3000 1681.9480 20.5826 78464 2 841.4776 ‐0.0978
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1157.6525 VGETVDLVGLR 67930.2400 1157.6528 27.3581 77121 2 579.3300 ‐0.6394
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1810.8817 GITINTATVEYETENR 65446.8000 1810.8827 26.2745 72850 2 905.9450 0.8913
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1129.6463 TVGAGVIGTILE 7069.9810 1129.6427 34.6093 70402 1 1129.6427 ‐1.5955
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1389.6719 SYTVTGVEMFQK 31787.9600 1389.6752 27.4058 57298 2 695.3412 1.09
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 2051.0154 IYELMDAVDDYIPIPQR 32961.5000 2051.0161 21.7414 56828 2 1026.0117 1.1367
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 31426.6100 1812.9707 20.2437 42471 2 906.9890 0.1703
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 2135.1383 QTELPFLLAVEDVFSITGR 6240.5850 2135.1334 25.6907 22067 2 1068.0703 ‐1.3259



NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1095.6449 FEAIIYVLK 10778.3900 1095.6456 20.0540 20039 2 548.3265 ‐0.3337
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 2114.0499 EDQVDDAELLELVELEVR 41142.1500 2114.0481 40.5339 19174 2 1057.5277 0.0948
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1445.7821 QVGVPDMVVFLNK 12614.4300 1445.7829 20.2221 17064 2 723.3951 0.1773
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1907.0518 TTLTAALTMALASIGSSVAK 6475.4030 1907.0513 25.5038 12532 2 954.0293 0.2949
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1536.8567 GMVLAKPGSITPHTK 676.6470 1536.8579 20.5235 3536 3 512.9575 ‐0.1921
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 2692.3788 TLTLSSSFLPSYSLTTTSASQSTRR 427.2838 2692.3614 28.4885 2767 4 673.8458 ‐7.1306
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQ 220.9404 2673.2361 21.5480 2295 3 891.7502 ‐25.4397
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1307.5750 YDEIDAAPEER 1566.0880 1307.5793 18.9737 2066 2 654.2933 2.86
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1435.6700 KYDEIDAAPEER 21892.5800 1435.6704 17.9750 37569 3 479.2283 ‐0.7768
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 530.2569 PEER 111.0752 530.2550 17.9698 4097 1 530.2550 ‐4.2649
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1423.6450 IYELMDAVDDYI 234.9235 1423.6443 22.6441 4025 2 712.3258 ‐0.8787
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1116.5684 DDYIPIPQR 136.9757 1116.5662 23.5477 3257 2 558.7867 ‐3.0191
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1139.5765 TVTGVEMFQK 338.1873 1139.5771 25.5466 2581 2 570.2922 ‐0.4754
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 935.4543 IYELMDAV 90.1598 935.4515 22.3441 2355 1 935.4515 ‐2.1187
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 872.5200 TVDLVGLR 620.1603 872.5191 27.3539 2154 1 872.5191 ‐0.3322
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 764.3461 KYDEID 2606.5010 764.3485 17.9750 2145 1 764.3485 3.77
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 Carbamidomethyl+C(7) 1372.7076 LIVPVACEQGMR 303.2273 1372.7069 18.6934 2083 2 686.8571 ‐1.0411
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 771.4723 VDLVGLR 624.3611 771.4726 27.3598 1970 1 771.4726 0.6674
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1038.5288 VTGVEMFQK 280.6700 1038.5315 26.8907 1546 2 519.7694 1.73
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1140.6735 LAGDNVGLLLR 124.3071 1140.6757 19.1014 1519 2 570.8415 0.9301
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 514.3711 LLLR 82.8929 514.3718 22.1751 1441 1 514.3718 0.6131
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 672.3311 AAPEER 151.8404 672.3302 17.9779 1199 1 672.3302 ‐1.4038
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 869.5091 TVGAGVIGTI 582.7750 869.5118 34.6061 1123 1 869.5118 3.77
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1027.5895 AGDNVGLLLR 89.0221 1027.5959 19.4747 1048 2 514.3016 5.1127
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1426.6445 NTATVEYETENR 594.4481 1426.6465 25.1077 1024 2 713.8269 1.0014
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1211.5539 ATVEYETENR 433.6591 1211.5512 26.2263 955 1 1211.5512 ‐0.3033
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1455.7802 DEALAGDNVGLLLR 292.6807 1455.7805 22.2454 941 3 485.9317 ‐0.8819
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 819.5339 AIIYVLK 3160.1260 819.5324 20.0472 871 1 819.5324 ‐1.3470
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 655.3661 ILDEAL 66.4951 655.3636 20.6319 812 1 655.3636 ‐3.9151
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1121.5660 TVTGVEMFQK 145.8879 1121.5613 27.2063 779 2 561.2843 ‐5.1790
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 11026.5500 51915.3932 69 58.61 None 1371.6613 SYTVTGVEMFQK 366.0467 1371.6638 27.3248 3698 2 686.3356 1.41
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1157.6525 VGETVDLVGLR 83743.7700 1157.6528 27.3581 77121 2 579.3300 ‐0.4974
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1810.8817 GITINTATVEYETENR 56817.7500 1810.8827 26.2740 71961 2 905.9450 1.0515
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1129.6463 TVGAGVIGTILE 6786.2720 1129.6427 34.6093 70402 1 1129.6427 ‐1.4106
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1389.6719 SYTVTGVEMFQK 36910.2900 1389.6752 27.4047 56583 2 695.3413 2.0933
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1536.8567 GMVLAKPGSITPHTK 1055.4350 1536.8579 20.5235 3536 3 512.9575 ‐0.1585
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 939.4604 TGVEMFQK 550.8233 939.4628 27.4142 2324 1 939.4628 3.35
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 872.5200 TVDLVGLR 966.6838 872.5191 27.3539 2154 1 872.5191 ‐0.1728
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 771.4723 VDLVGLR 1211.7530 771.4726 27.3598 1970 1 771.4726 0.8168
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1038.5288 VTGVEMFQK 127.1282 1038.5315 26.8907 1546 2 519.7694 1.45
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1521.7180 INTATVEYETENR 268.9676 1521.7223 26.3555 1190 2 761.3648 2.77
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 869.5091 TVGAGVIGTI 574.1957 869.5118 34.6061 1123 1 869.5118 3.69
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1426.6445 NTATVEYETENR 452.2954 1426.6465 25.1077 1024 2 713.8269 1.1543
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4979.9490 51915.3932 69 58.61 None 1121.5660 TVTGVEMFQK 164.5265 1121.5613 27.2063 779 2 561.2843 ‐5.0385
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1681.9483 ILDEALAGDNVGLLLR 42648.7900 1681.9480 20.5826 78464 2 841.4776 ‐0.0941
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 2051.0154 IYELMDAVDDYIPIPQR 56946.5500 2051.0161 21.7414 56828 2 1026.0117 1.03
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 38587.2300 1812.9707 20.2437 42471 2 906.9890 0.2415
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTEN 2573.4060 3435.7291 25.4607 32678 3 1145.9145 ‐2.6766
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 2135.1383 QTELPFLLAVEDVFSITGR 7989.4810 2135.1334 25.6907 22067 2 1068.0703 ‐1.0890
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1095.6449 FEAIIYVLK 14155.3700 1095.6456 20.0540 20039 2 548.3265 ‐0.6316
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1445.7821 QVGVPDMVVFLNK 14374.7700 1445.7829 20.2221 17064 2 723.3951 0.0596
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1907.0518 TTLTAALTMALASIGSSVAK 4400.6960 1907.0513 25.5038 12532 2 954.0293 0.4145
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1810.8817 GITINTATVEYETENR 9682.6950 1810.8820 16.5435 8270 2 905.9447 0.5829
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1157.6525 VGETVDLVGLR 1317.4570 1157.6521 17.2538 3887 2 579.3297 ‐1.4632
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 1194.6841 ALAGDNVGLLLR 5271.7170 1194.6865 20.5826 6160 2 597.8469 0.8967
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 935.4543 IYELMDAV 102.1036 935.4515 22.3441 2355 1 935.4515 ‐2.1389
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 819.5339 AIIYVLK 3716.8240 819.5324 20.0472 871 1 819.5324 ‐1.3729
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6473.8540 51915.3932 69 58.61 None 2118.1117 QTELPFLLAVEDVFSITGR 716.3008 2118.1095 25.8923 3979 2 1059.5584 0.1131
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1573.8373 FYLQPLPPTEAAAR 59667.5700 1573.8377 17.8336 171315 2 787.4225 0.1378
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1498.7424 LFDTIDNLDYAAK 66895.5500 1498.7406 30.2027 144348 2 749.8739 ‐1.4528
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1670.8636 YYAETVSALNEVLAK 70131.8500 1670.8616 19.1373 133526 2 835.9344 ‐1.1257
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 63177.3600 1989.9631 21.6371 84694 2 995.4852 1.0200
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1378.7577 YDLNTIISSKPK 40650.9600 1378.7566 16.3591 59238 3 460.2570 ‐1.9289
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1295.7682 DIINVKPLIDR 19503.3400 1295.7694 28.7023 46081 2 648.3883 0.2791
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1261.6324 AWPYVQNDLR 1099.9060 1261.6293 25.6400 27490 2 631.3183 ‐3.1731
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 777.4505 DFALALK 16075.1100 777.4501 27.4375 26490 1 777.4501 ‐0.1897
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1710.9749 ESAKDIINVKPLIDR 2926.0730 1710.9750 27.1866 12750 3 570.9965 ‐0.7433
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1423.8631 DIINVKPLIDRK 7161.2030 1423.8636 16.6700 11603 3 475.2927 ‐0.7571
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1750.9222 YDLNTIISSKPKDEK 5749.4490 1750.9236 23.9220 2707 4 438.4864 ‐0.5573
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1048.5786 DFALALKDR 2764.7510 1048.5796 24.2816 5489 2 524.7934 ‐0.1424
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1227.6916 LNGSGRVAVAQR 321.4849 1227.6997 16.2020 1988 2 614.3535 5.32
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1067.6572 INVKPLIDR 2041.9760 1067.6554 28.7019 5948 2 534.3313 ‐2.7853
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 515.3552 ALALK 5167.4030 515.3554 27.4343 5584 1 515.3554 ‐0.2671
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 812.4261 PPTEAAAR 315.8947 812.4250 17.8834 4724 1 812.4250 ‐0.8400
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1144.6572 TVSALNEVLAK 286.5123 1144.6611 19.7691 4546 2 572.8342 2.75
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 909.4312 DNLDYAAK 29931.0200 909.4288 30.1966 4401 1 909.4288 ‐1.8875



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 715.4461 LALKDR 159.4801 715.4471 24.7981 3180 1 715.4471 1.67
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 673.2900 NSDQAR 463.4194 673.2903 21.8672 2244 1 673.2903 0.3831
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1031.5732 ISSKPKDEK 3473.5020 1031.5735 23.9162 1908 2 516.2904 ‐0.8287
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 741.4618 PLIDRK 298.3938 741.4617 16.9576 1904 1 741.4617 0.0704
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1195.7521 INVKPLIDRK 1086.9600 1195.7544 16.6697 1735 2 598.3808 1.0669
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1230.5709 GLPGTDNSDQAR 244.6108 1230.5758 24.0733 1653 2 615.7915 3.1618
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 954.5731 NVKPLIDR 261.5953 954.5720 28.7016 1626 2 477.7896 ‐2.4469
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1082.6681 NVKPLIDRK 291.4479 1082.6669 16.6671 1088 2 541.8371 ‐2.1817
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1106.5364 TIDNLDYAAK 244.2134 1106.5314 30.8771 934 1 1106.5314 ‐3.0166
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1043.6095 VSALNEVLAK 969.6247 1043.6100 19.1424 853 1 1043.6100 1.98
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 23096.4700 23795.1646 63 56.05 None 1243.6218 AWPYVQNDLR 157.7181 1243.6236 25.4224 2133 1 1243.6236 3.81
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1498.7424 LFDTIDNLDYAAK 31448.8200 1498.7406 30.2026 143839 2 749.8739 ‐1.2989
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 65163.3000 1989.9631 21.6371 84694 2 995.4852 1.57
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1261.6324 AWPYVQNDLR 35342.8600 1261.6317 27.1320 72785 2 631.3195 ‐1.1292
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1295.7682 DIINVKPLIDR 28627.8400 1295.7694 28.7023 46081 2 648.3883 0.4267
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 777.4505 DFALALK 9766.0770 777.4501 27.4375 26490 1 777.4501 ‐0.0396
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1710.9749 ESAKDIINVKPLIDR 3934.0110 1710.9750 27.1866 12750 3 570.9965 ‐0.6818
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1573.8373 FYLQPLPPTEAAAR 281.5477 1573.8318 28.5214 3204 2 787.4195 ‐3.4418
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1750.9222 YDLNTIISSKPKDEK 6663.1030 1750.9236 23.9220 2707 4 438.4864 ‐0.3630
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1048.5786 DFALALKDR 2909.5450 1048.5796 24.2816 5489 2 524.7934 ‐0.0048
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1389.7274 KAWPYVQNDLR 5813.1480 1389.7277 24.0318 25613 2 695.3675 ‐0.1071
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1067.6572 INVKPLIDR 3312.0780 1067.6554 28.7019 5948 2 534.3313 ‐2.6470
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 515.3552 ALALK 4072.3410 515.3554 27.4343 5584 1 515.3554 ‐0.1430
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1030.4728 LFDTIDNLD 116.7764 1030.4755 28.4638 4119 1 1030.4755 4.1170
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 715.4461 LALKDR 169.9750 715.4471 24.7981 3180 1 715.4471 1.06
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1261.6324 AWPYVQNDLR 182.9677 1261.6357 21.1163 1825 2 631.3215 2.0480
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1230.5709 GLPGTDNSDQAR 179.6553 1230.5758 24.0733 1653 2 615.7915 3.68
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 954.5731 NVKPLIDR 323.9931 954.5720 28.7016 1626 2 477.7896 ‐2.3132
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1102.5316 KAWPYVQND 184.7421 1102.5377 22.9308 986 2 551.7725 4.84
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 12121.2800 23795.1646 63 56.05 None 1106.5364 TIDNLDYAAK 149.6028 1106.5314 30.8771 934 1 1106.5314 ‐2.8340
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1573.8373 FYLQPLPPTEAAAR 70346.5200 1573.8377 17.8336 171315 2 787.4225 0.0859
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1670.8636 YYAETVSALNEVLAK 79169.0400 1670.8616 19.1373 133526 2 835.9344 ‐1.1276
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1378.7577 YDLNTIISSKPK 28083.7000 1378.7566 16.3591 59238 3 460.2570 ‐2.1636
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1423.8631 DIINVKPLIDRK 3442.3860 1423.8636 16.6700 11603 3 475.2927 ‐0.9847
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1498.7424 LFDTIDNLDYAAK 4222.0610 1498.7454 18.3613 8618 2 749.8764 1.96
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1295.7682 DIINVKPLIDR 1651.1880 1295.7685 17.7042 3381 2 648.3879 ‐0.6230
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1217.6345 INGSSRLNGSGR 291.1797 1217.6406 14.3154 4708 2 609.3239 3.19
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 812.4261 PPTEAAAR 254.9354 812.4250 17.8834 4724 1 812.4250 ‐0.8663
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 659.4087 ISSKPK 601.7214 659.4094 16.3567 2657 1 659.4094 1.0407
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 741.4618 PLIDRK 122.6834 741.4617 16.9576 1904 1 741.4617 0.0406
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1195.7521 INVKPLIDRK 412.0586 1195.7544 16.6697 1735 2 598.3808 0.8205
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1082.6681 NVKPLIDRK 165.9960 1082.6669 16.6671 1088 2 541.8371 ‐2.4863
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1043.6095 VSALNEVLAK 922.5374 1043.6100 19.1424 853 1 1043.6100 1.48
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1555.8267 FYLQPLPPTEAAAR 302.5643 1555.8254 17.6099 2796 3 519.2800 ‐2.0613
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 11765.6900 23795.1646 63 56.05 None 1200.6080 INGSSRLNGSGR 93.6672 1200.6151 14.3159 1329 2 600.8112 4.58
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 1504.7966 GLLTSVQDTASSVAR 2154.1840 1504.7960 29.1073 9396 2 752.9016 ‐0.6255
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 1225.6059 SLVDSLYGTDR 2134.2400 1225.6101 26.3410 7513 2 613.3087 2.38
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 1477.7645 FAGPLGTNSISTNAK 2221.2340 1477.7653 15.8366 6857 2 739.3863 0.2486
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 1416.7581 AEIGDLITQLESK 10411.5200 1416.7589 34.6045 6815 2 708.8831 0.1800
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 4242.4120 2719.2888 45.1735 6343 3 907.1011 3.22
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 11883.3600 2989.5400 39.1224 5797 3 997.1848 0.2981
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 2270.1371 RSLVDSLYGTDRGLSASSETR 1189.0500 2270.1277 24.2696 2129 2 1135.5675 ‐2.8967
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 Carbamidomethyl+C(12)
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 553.3093 RSLVD 322.6586 553.3111 23.2989 1143 1 553.3111 2.29
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 2648.2421 TDTGEIGSALLAAEEAIEDVEETER 2270.5900 2648.2515 45.1651 861 3 883.4220 3.02
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 2114.8750 33712.4766 17 42.58 None 1025.4898 VDSLYGTDR 194.0236 1025.4944 24.9932 849 2 513.2509 3.50
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 1504.7966 GLLTSVQDTASSVAR 1747.6920 1504.7960 29.1073 9396 2 752.9016 ‐0.4695
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 1225.6059 SLVDSLYGTDR 3438.8340 1225.6101 26.3410 7513 2 613.3087 2.86
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 1416.7581 AEIGDLITQLESK 6590.5400 1416.7589 34.6045 6815 2 708.8831 0.3325
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 6981.1820 2989.5400 39.1224 5797 3 997.1848 0.5637
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 2567.3140 FSLPADNAQSWLLTTYLDKDIR 352.0123 2567.2607 37.4601 2887 3 856.4251 ‐20.5193
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis tha 1115.9860 33712.4766 17 42.58 None 1025.4898 VDSLYGTDR 227.8479 1025.4944 24.9932 849 2 513.2509 3.17
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 920.4910 ITMIWEK 56654.0500 920.4905 17.3226 145422 2 460.7489 ‐1.8959
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1383.7559 VFDIIYEFIPK 126892.6000 1383.7561 23.5972 127640 2 692.3817 ‐0.2970
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1399.5835 NDDFPEPSGYMK 122993.3000 1399.5849 24.6228 68835 2 700.2961 0.5668
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1262.5688 SWDYTYDGKK 22292.8600 1262.5697 19.8074 32350 2 631.7885 0.0164
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1235.6201 GLDGHVMEHLK 8405.0010 1235.6225 20.6721 30518 3 412.5457 0.6475
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1134.4738 SWDYTYDGK 21686.7800 1134.4752 22.1974 15116 2 567.7412 0.2141
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1555.6846 RNDDFPEPSGYMK 15026.7000 1555.6863 22.6683 45321 3 519.2336 0.1193
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1439.7311 QMVVDIEGHVNKA 7658.4990 1439.7326 15.1216 12394 3 480.5824 ‐0.0903
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1461.7544 EIDDENKTLTKR 4847.4790 1461.7547 14.3149 6025 3 487.9231 ‐0.8336
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 2457.1577 ITMIWEKRNDDFPEPSGYMK 440.3756 2457.1427 16.0887 3508 3 819.7191 ‐6.1787
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 807.4069 TMIWEK 9565.2480 807.4086 17.3207 33104 1 807.4086 2.81
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1065.5146 DGHVMEHLK 8178.5170 1065.5197 20.6592 15430 2 533.2635 3.09
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 711.3672 TYDGKK 172.5432 711.3703 19.0726 10708 1 711.3703 4.42
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 908.4182 PEPSGYMK 2458.0710 908.4183 24.6403 3663 1 908.4183 0.8549
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 682.3229 PSGYMK 271.6488 682.3234 22.6763 2413 1 682.3234 0.6981
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 756.4073 VMEHLK 1080.8400 756.4068 20.6328 1612 1 756.4068 ‐0.3205
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 778.4134 YEFIPK 1766.0160 778.4148 24.7155 1490 1 778.4148 2.0870



NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 861.3625 DYTYDGK 2856.1840 861.3650 22.1945 1370 1 861.3650 3.93
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 774.3855 ITMIWE 148.4638 774.3891 16.7322 1013 1 774.3891 4.46
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 1022.5921 IIYEFIPK 276.2909 1022.5865 23.6010 965 1 1022.5865 ‐4.2208
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 25025.7100 17631.8509 53 50.99 None 874.3690 RNDDFPE 112.6599 874.3639 22.6693 919 1 874.3639 ‐5.0654
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1262.5688 SWDYTYDGKK 34187.2300 1262.5697 19.7995 31230 2 631.7885 0.1700
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1235.6201 GLDGHVMEHLK 8465.7760 1235.6225 20.6721 30518 3 412.5457 0.6331
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1134.4738 SWDYTYDGK 17954.4000 1134.4752 22.1901 14496 2 567.7412 0.3828
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1399.5835 NDDFPEPSGYMK 1305.9160 1399.5856 24.5445 8801 2 700.2964 1.13
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 920.4910 ITMIWEK 347.9181 920.5083 27.7435 2746 2 460.7578 17.5151
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1555.6846 RNDDFPEPSGYMK 12339.8000 1555.6863 22.6683 45321 3 519.2336 0.1559
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1439.7311 QMVVDIEGHVNKA 8375.1050 1439.7330 22.8539 36443 3 480.5825 0.2488
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1929.9164 RNDDFPEPSGYMKFVK 203.1569 1929.9098 32.0888 7027 2 965.4585 ‐2.6364
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 Oxidation+M(5) 1758.9207 FVKQMVVDIEGHVNK 371.4292 1758.9244 23.0901 5230 3 586.9797 1.48
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 Oxidation+M(5) 1481.7457 FVKQMVVDIEGHV 233.9775 1481.7410 24.0457 4563 2 741.3741 ‐3.3267
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 648.2736 RNDDF 304.3176 648.2759 22.6749 2873 1 648.2759 3.49
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 682.3229 PSGYMK 1955.1600 682.3234 22.6763 2413 1 682.3234 0.8387
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 711.3672 TYDGKK 6886.1950 711.3670 19.8001 1619 1 711.3670 ‐0.0618
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 756.4073 VMEHLK 583.8093 756.4068 20.6328 1612 1 756.4068 ‐0.1725
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1063.5531 VDIEGHVNKA 660.4811 1063.5489 22.8549 1395 2 532.2781 ‐4.8782
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 861.3625 DYTYDGK 3214.5380 861.3650 22.1945 1370 1 861.3650 3.76
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 1065.5146 DGHVMEHLK 207.8980 1065.5160 21.5395 1361 2 533.2616 0.3722
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 4070.8070 17631.8509 53 50.99 None 874.3690 RNDDFPE 98.9803 874.3639 22.6693 919 1 874.3639 ‐4.9058
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 920.4910 ITMIWEK 40225.3200 920.4905 17.3226 145422 2 460.7489 ‐2.2840
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1383.7559 VFDIIYEFIPK 83941.2900 1383.7561 23.5972 127640 2 692.3817 ‐0.4467
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1365.7260 ATSGTYVTEVPLK 1273.8810 1365.6933 17.1919 3045 2 683.3503 ‐24.6372
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1368.6940 QMVVDIEGHVNK 240.7883 1368.6921 21.4647 1332 1 1368.6921 1.1474
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1439.7311 QMVVDIEGHVNKA 10711.8700 1439.7326 15.1216 12394 3 480.5824 ‐0.3153
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 2457.1577 ITMIWEKRNDDFPEPSGYMK 384.1434 2457.1427 16.0887 3508 3 819.7191 ‐6.2421
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 807.4069 TMIWEK 5020.7710 807.4086 17.3207 33104 1 807.4086 2.16
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 706.3593 MIWEK 24059.7200 706.3595 17.3206 12380 1 706.3595 0.3401
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 909.5080 IYEFIPK 16210.2800 909.5082 23.5939 3199 1 909.5082 1.0071
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 767.4662 VTEVPLK 189.6676 767.4649 18.2020 1514 1 767.4649 ‐1.3353
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 778.4134 YEFIPK 241.5008 778.4148 24.7155 1490 1 778.4148 2.0591
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 774.3855 ITMIWE 89.9094 774.3891 16.7322 1013 1 774.3891 4.65
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1022.5921 IIYEFIPK 117.8648 1022.5865 23.6010 965 1 1022.5865 ‐4.2368
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arab 8108.4850 17631.8509 53 50.99 None 1350.6834 QMVVDIEGHVNK 87.1673 1350.6732 22.5184 1199 1 1350.6732 ‐5.1425
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1485.7907 GLVDSDTLPLNVSR 5350.9560 1485.7921 28.8134 7382 2 743.3997 0.7866
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1097.4833 FGWSANMER 5319.6280 1097.4856 24.8553 7371 2 549.2464 1.50
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1620.7653 FAVSEDTWNEPLGR 4555.4780 1620.7644 28.8010 6714 2 810.8859 ‐0.3646
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1080.5936 LTSLDQYIK 2408.0810 1080.5945 26.4344 5873 2 540.8009 ‐0.1020
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1130.5728 DIFYITGSSK 808.5090 1130.5742 27.3724 5864 2 565.7907 0.4001
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1637.8057 ETVYEWELLNDVK 1086.4870 1637.8011 33.1300 2106 2 819.4042 ‐2.6394
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1037.0550 1289.6846 21.6843 6342 2 645.3459 5.10
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1782.8028 LAEEDPDEIHDDEKK 280.2515 1782.8136 28.0913 2801 2 891.9105 6.84
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1275.6427 ELISNASDALDK 142.3021 1275.6709 22.2082 1498 2 638.3391 21.6027
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1260.6066 GNLASENVDDVK 134.9863 1260.5876 29.0560 1378 2 630.7975 ‐15.6461
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1341.7233 LGIIEDAANRNR 800.3547 1341.7148 25.9936 5573 2 671.3610 ‐6.8012
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1730.8668 GNLASENVDDVKISNR 494.0665 1730.8623 29.8061 1864 2 865.9348 ‐2.2049
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1760.8602 WWKGNLASENVDDVK 475.7112 1760.8740 34.5831 1328 2 880.9406 8.69
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 498.2558 LADTP 68.5947 498.2547 20.0799 1520 1 498.2547 ‐2.9721
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1402.6597 VSEDTWNEPLGR 1864.7620 1402.6667 28.7834 1281 2 701.8370 4.91
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 307.7891 94261.1615 16 9.84 None 1712.8562 GNLASENVDDVKISNR 243.8858 1712.8575 28.4938 2068 2 856.9324 1.1081
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1580.8067 AVITVPAYFNDSQR 33247.8700 1580.8082 17.9954 40435 2 790.9077 0.8397
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1381.6594 NQADSVVYQTEK 69610.7600 1381.6594 17.7798 31565 2 691.3333 ‐0.5011
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1066.5779 TTPSVVAYTK 14835.7200 1066.5791 19.4123 27791 2 533.7932 ‐0.0108
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1579.8115 QAVVNPENTFFSVK 10245.3900 1579.8110 30.2991 24087 2 790.4092 ‐0.3856
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1024.6150 IPAVQELVR 9651.5680 1024.6164 26.3031 22373 2 512.8118 0.1984
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1737.8806 IINEPTAASLAYGFDR 11554.7100 1737.8812 30.3744 21461 2 869.4442 0.5223
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 7290.3380 2535.3045 21.7673 18877 3 845.7730 1.67
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1461.7696 QFAAEEISAQVLR 41908.3200 1461.7703 30.3041 14063 2 731.3888 0.1074
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1373.7271 DIDEVILVGGSTR 12745.0500 1373.7276 29.0184 13371 2 687.3674 ‐0.1555
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1626.6402 GGDGDDVIDADFTDSQ 7383.4790 1626.6442 27.0125 10506 2 813.8257 2.34
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 869.5091 GVPQIEVK 4228.1290 869.5078 20.9492 9110 2 435.2575 ‐2.9669
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 Carbamidomethyl+C(3) 944.4870 LECPAINK 5550.0780 944.4869 17.8020 5809 2 472.7471 ‐1.4333
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 902.4829 DEGIDLLK 3236.5140 902.4839 26.3145 4064 2 451.7456 ‐0.3483
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1448.6322 DEVDQMVQEAER 5074.9660 1448.6323 26.2178 2988 2 724.8198 ‐0.2674
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 944.5411 QLKELGEK 1444.6140 944.5164 24.2683 3108 1 944.5164 ‐25.2132
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 2509.2640 2902.4512 31.4019 11934 4 726.3683 1.82
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1357.7434 QALQRLTEAAEK 874.9462 1357.7377 28.0283 2368 2 679.3725 ‐4.7465
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1819.9409 QVSYRVVRDENNNVK 272.3053 1819.9551 23.1197 1103 3 607.3232 7.0536
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 812.4876 VPQIEVK 173.1563 812.4883 20.3719 14767 2 406.7478 ‐0.7369
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 866.4618 VVYQTEK 187.4139 866.4586 17.2628 5301 1 866.4586 ‐3.0047
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1068.5208 DSVVYQTEK 276.7228 1068.5178 18.4922 4205 2 534.7626 ‐3.8649
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1182.5790 NPENTFFSVK 114.2747 1182.5808 31.0226 1765 1 1182.5808 3.93
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 767.3934 VYQTEK 274.0144 767.3937 18.6845 1741 1 767.3937 0.6523
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 993.5251 DIDEVILVGG 242.9842 993.5283 26.8467 1562 1 993.5283 4.02
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 680.3978 VVAYTK 75.4028 680.4004 18.5682 1512 1 680.4004 3.26
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4266.0030 76622.1668 64 31.48 None 1340.7169 QALQRLTEAAEK 307.7835 1340.7168 29.7403 2465 2 670.8620 ‐0.6126
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1066.5779 TTPSVVAYTK 25600.5000 1066.5791 19.4123 27791 2 533.7932 0.1275



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1579.8115 QAVVNPENTFFSVK 20352.1100 1579.8110 30.2991 24087 2 790.4092 ‐0.2264
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1024.6150 IPAVQELVR 9956.8050 1024.6164 26.3031 22373 2 512.8118 0.3350
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1737.8806 IINEPTAASLAYGFDR 8579.0130 1737.8812 30.3744 21461 2 869.4442 0.6878
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1461.7696 QFAAEEISAQVLR 40883.3400 1461.7703 30.3041 14063 2 731.3888 0.2617
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1373.7271 DIDEVILVGGSTR 11453.1000 1373.7276 29.0184 13371 2 687.3674 ‐0.0047
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 869.5091 GVPQIEVK 5296.1870 869.5078 20.9492 9110 2 435.2575 ‐2.8365
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 870.5407 IAGLEVLR 298.1830 870.5435 26.8763 2419 2 435.7754 1.92
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1381.7110 TGPFSTPTSAFLR 1400.5990 1381.7091 27.4158 2166 3 461.2412 ‐2.5526
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1589.8646 QFAAEEISAQVLRK 778.7225 1589.8644 27.3016 1051 3 530.6263 ‐0.9924
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1381.6594 NQADSVVYQTEK 268.8575 1381.6513 29.4172 3205 2 691.3293 ‐6.2016
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 2349.1980 MASSAAQIHVLGGIGFASSSSSKR 134.7768 2349.2203 37.2507 2101 3 783.7449 9.37
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 304.3862 1595.7888 28.8364 23280 2 798.3981 9.36
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1291.6576 NLNGKGGTFMPR 368.1588 1291.6697 22.3548 3140 2 646.3385 8.96
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1940.0348 DNKSLGSFRLDGIPPAPR 312.3494 1940.0327 27.8994 1129 3 647.3491 ‐1.6136
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 Oxidation+M(1) 2209.0917 MASSAAQIHVLGGIGFASSSSSK 244.5379 2209.0909 35.7374 2957 2 1105.0491 0.9422
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 812.4876 VPQIEVK 339.1405 812.4887 20.9362 5657 2 406.7480 ‐0.1173
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 743.4410 VQELVR 521.4533 743.4397 24.2589 2952 1 743.4397 ‐1.3840
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1182.5790 NPENTFFSVK 209.2449 1182.5808 31.0226 1765 1 1182.5808 3.94
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 993.5251 DIDEVILVGG 166.1429 993.5283 26.8467 1562 1 993.5283 4.16
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 1025.6102 EISAQVLRK 289.7647 1025.6099 27.1066 1330 2 513.3086 ‐1.3079
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 897.4247 MASSAAQIH 125.3892 897.4267 36.8622 1111 1 897.4267 3.1182
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 767.4298 SVVAYTK 741.1292 767.4273 19.4141 918 1 767.4273 ‐2.7966
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2142.2220 76622.1668 64 31.48 None 852.5302 IAGLEVLR 432.9552 852.5310 25.1117 5820 2 426.7691 ‐0.4639
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1580.8067 AVITVPAYFNDSQR 32812.2100 1580.8082 17.9954 40435 2 790.9077 0.7914
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 8701.1540 2535.3045 21.7673 18877 3 845.7730 1.58
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 870.5407 IAGLEVLR 8443.0080 870.5394 17.0824 12667 2 435.7733 ‐3.4296
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1177.6252 VVDWLAAEFK 2118.6330 1177.6296 20.0789 8530 2 589.3184 2.92
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1849.0066 LSFKDIDEVILVGGSTR 1760.6990 1849.0054 20.6019 2190 3 617.0067 ‐1.4622
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 2193.0968 MASSAAQIHVLGGIGFASSSSSK 123.1429 2193.1354 23.7459 11742 2 1097.0713 18.9512
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1373.7271 DIDEVILVGGSTR 254.9953 1373.7386 20.1357 11701 2 687.3729 7.60
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 Carbamidomethyl+C(3) 944.4870 LECPAINK 342.6049 944.4787 16.0284 1230 2 472.7430 ‐10.5580
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 2346.2412 QFAAEEISAQVLRKLVDDASR 418.3551 2346.2310 20.9567 4092 3 782.7485 ‐4.6105
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1646.8094 TNMSLPFITATADGPK 162.7972 1646.8157 20.4159 4002 2 823.9115 3.46
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1117.5888 PFITATADGPK 682.8362 1117.5896 20.9950 2462 1 1117.5896 2.69
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1087.5630 IELSSLTQTN 504.9719 1087.5606 23.8027 2315 1 1087.5606 ‐0.6836
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1376.6991 MASSAAQIHVLGGIG 160.5885 1376.6919 21.5517 1887 1 1376.6919 ‐2.6671
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1108.2860 76622.1668 64 31.48 None 1830.9960 LSFKDIDEVILVGGSTR 688.4874 1830.9990 20.0909 2807 2 916.0031 2.1024
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 Carbamidomethyl+C(14) 2029.0100 DLTEEFVKDFIFPCLR 1742.4590 2029.0073 38.5487 19727 2 1015.0073 ‐0.5240
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 None 1668.9531 ALSPATLLAELNTIGGK 5886.4460 1668.9519 22.8566 5257 2 834.9796 ‐0.6309
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 None 1059.4928 YAEMVYAGR 2974.9200 1059.4905 20.1577 3639 2 530.2489 ‐3.3041
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 None 907.4996 AGAIYERK 1173.0000 907.5008 20.0843 2010 2 454.2540 ‐0.0582
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 None 636.3715 ALSPATL 287.0287 636.3719 20.9766 5201 1 636.3719 0.3712
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 332.2008 54187.8302 13 10.12 None 708.4039 IYERK 59.6862 708.4012 20.1805 2417 1 708.4012 ‐3.8141
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 Carbamidomethyl+C(14) 2029.0100 DLTEEFVKDFIFPCLR 1918.4370 2029.0073 38.5487 19727 2 1015.0073 ‐0.3467
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 1059.4928 YAEMVYAGR 5268.8730 1059.4905 20.1577 3639 2 530.2489 ‐3.1661
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 2314.1099 NLWHLSHEGDLLEDPANEPK 701.2023 2314.1648 32.3418 6708 3 772.0598 23.6873
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 1625.8547 VVAPWREWEIQGR 1193.3250 1625.8668 27.6549 6357 2 813.4370 7.05
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 1266.6630 VVAPWREWEI 182.4270 1266.6631 28.1946 1497 1 1266.6631 2.43
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 2296.0993 NLWHLSHEGDLLEDPANEPK 285.3461 2296.1069 34.7070 3135 3 766.0405 3.70
NP_194214.2 argininosuccinate synthase Arabidopsis thaliana 217.9193 54187.8302 13 10.12 None 1041.4822 YAEMVYAGR 223.7765 1041.4860 20.8985 1310 2 521.2466 2.71
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 28439.4900 14601.4680 6 40.88 None 1655.8850 EQLALAADVPLTAESK 107011.1000 1655.8852 29.4887 46159 2 828.4462 0.1431
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 28439.4900 14601.4680 6 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 75311.4600 3233.6026 48.0487 16738 3 1078.5391 ‐0.3304
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20358.7400 14601.4680 6 40.88 None 1655.8850 EQLALAADVPLTAESK 74334.0200 1655.8852 29.4887 46159 2 828.4462 0.3053
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20358.7400 14601.4680 6 40.88 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 54985.9400 3233.6026 48.0487 16738 3 1078.5391 ‐0.0258
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20358.7400 14601.4680 6 40.88 None 1126.5487 ASSSQSVTFGR 473.7357 1126.5512 22.4147 11702 2 563.7792 1.08
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20358.7400 14601.4680 6 40.88 None 777.3890 QSVTFGR 146.9878 777.3905 21.2760 3275 1 777.3905 2.53
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1116.5354 ALVDAPDMER 33641.1700 1116.5384 22.3481 30363 2 558.7728 1.00
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1301.6484 VALVNYGEDHGK 30840.2400 1301.6487 19.0907 13868 3 434.5544 ‐1.0544
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1371.7842 LSLTDIVIDINR 1295.4880 1371.7860 21.4092 8975 2 686.3966 0.7793
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 964.4483 ANLNDFDR 17751.1000 964.4482 19.4162 7007 2 482.7277 ‐1.3861
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1368.7845 LVVIVDVVDQNR 2249.3160 1368.7874 30.2848 5702 2 684.8974 1.45
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1276.6505 RRANLNDFDR 979.1380 1276.6591 18.7374 4267 2 638.8332 6.0677
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1185.5535 ALVNYGEDHGK 317.0310 1185.5581 17.3779 4707 2 593.2827 3.0374
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 833.3458 DAPDMER 1502.8510 833.3472 22.3477 2586 1 833.3472 2.48
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1202.5800 ALVNYGEDHGK 8527.2070 1202.5797 19.0856 2103 2 601.7935 ‐1.0907
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 932.4142 VDAPDMER 1585.9320 932.4146 22.3497 1786 1 932.4146 1.55
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1131.5429 LVNYGEDHGK 5020.1950 1131.5448 19.0910 1336 2 566.2760 0.6785
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 919.3904 NYGEDHGK 880.3429 919.3917 19.0880 927 1 919.3917 2.1718
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1258.6399 RRANLNDFDR 351.7013 1258.6396 20.9387 3664 1 1258.6396 1.59
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6649.5600 15505.4234 20 41.79 None 1098.5248 ALVDAPDMER 349.8500 1098.5278 23.2927 981 2 549.7675 1.70
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 1301.6484 VALVNYGEDHGK 42240.5900 1301.6487 19.0907 13868 3 434.5544 ‐1.0583
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 904.4808 ALIEAMEK 6388.7910 904.4821 21.9878 13571 2 452.7447 0.1634
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 1368.7845 LVVIVDVVDQNR 2406.5530 1368.7868 30.2965 4811 2 684.8971 1.26
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 720.3597 IEAMEK 8405.2740 720.3595 21.9637 3236 1 720.3595 0.0289
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 1131.5429 LVNYGEDHGK 3863.7340 1131.5448 19.0910 1336 2 566.2760 0.8194
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4379.6710 15505.4234 20 41.79 None 919.3904 NYGEDHGK 971.9636 919.3917 19.0880 927 1 919.3917 2.59
NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 None 1667.9003 LVPGNSAGTVTTFYLK 5490.7530 1667.9040 17.9224 7557 2 834.4556 2.13
NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 Carbamidomethyl+C(3) 1552.7213 SVCPANSQWFTQK 287.4679 1552.7252 31.1610 6506 2 776.8662 2.56
NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 Carbamidomethyl+C(7) 1538.7057 NYNVEGCVWVNGK 894.1885 1538.7401 30.0846 2889 2 769.8737 22.1648



NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 None 2208.1482 IIFTVDGIPIREFMNAESR 320.9493 2208.1199 30.4145 1685 3 736.7115 ‐13.1085
NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 None 1081.5524 LVPGNSAGTVTT 290.1958 1081.5523 18.3251 3427 2 541.2798 ‐1.1744
NP_194758.1 xyloglucan endotransglucosylase hydrolase 19 Arabidopsis thaliana 394.6268 31847.8520 6 10.47 None 1100.5986 AGTVTTFYLK 196.7548 1100.6048 18.6859 965 2 550.8060 4.35
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1540.7238 SGSAADSQVVSDYVR 10480.4000 1540.7260 22.6273 6982 2 770.8666 1.94
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1188.6583 TVIINSEGVTR 8295.4440 1188.6595 20.6954 5894 2 594.8334 0.1804
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 3174.5558 MDLNLDAPHSMGTTIIGVTYNGGVVL 1049.2000 3174.5459 22.2093 2201 3 1058.8535 ‐2.4787
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 Carbamidomethyl+C(11) 1481.7417 ITQLTDNVYVCR 136.0437 1481.7477 36.5727 1309 2 741.3775 3.86
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 800.4989 AVSLAIAR 1026.7530 800.4858 20.0820 3291 1 800.4858 ‐15.9108
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 630.3933 SLAIAR 111.1216 630.3909 21.1091 2391 1 630.3909 ‐4.0938
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 None 1170.6477 TVIINSEGVTR 218.8539 1170.6489 19.9275 1194 2 585.8281 0.1320
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1248.1870 25208.4942 8 33.05 Carbamidomethyl+C(11) 1464.7152 ITQLTDNVYVCR 121.7385 1464.7113 35.6909 761 2 732.8593 ‐2.9799
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1700.9429 ALDSQIAALSEDIVKK 6659.7700 1700.9427 32.1972 20797 3 567.6524 ‐0.9510
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1232.5940 ELDEQAAAVMR 32003.5300 1232.5951 22.2226 17758 2 616.8012 0.1109
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1675.8749 EALASLESQKEETIK 4968.6260 1675.8717 21.9426 12853 3 559.2954 ‐2.7405
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1572.8479 ALDSQIAALSEDIVK 2739.4750 1572.8475 34.4327 9025 2 786.9274 ‐0.3843
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 900.5149 AEIAAALNK 344.8421 900.5138 21.9497 1657 2 450.7605 ‐2.6915
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1477.7567 MKKETQVEVEEK 581.2985 1477.7645 25.1398 3416 2 739.3859 4.94
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 737.3828 AEIAAALN 224.4948 737.3832 22.9982 2160 1 737.3832 0.6752
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 746.3978 QAAAVMR 232.7180 746.3974 19.9987 1093 1 746.3974 ‐0.3546
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1459.7461 MKKETQVEVEEK 238.3843 1459.7348 25.5909 1766 1 1459.7348 ‐4.8843
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2636.1650 23917.8178 15 28.77 None 1657.8643 EALASLESQKEETIK 831.0513 1657.8707 20.7993 986 3 553.2951 2.75
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 778.2189 23917.8178 15 28.77 None 1700.9429 ALDSQIAALSEDIVKK 6638.6840 1700.9427 32.1972 20797 3 567.6524 ‐0.8912
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 778.2189 23917.8178 15 28.77 None 1572.8479 ALDSQIAALSEDIVK 3473.5180 1572.8475 34.4327 9025 2 786.9274 ‐0.2254
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 778.2189 23917.8178 15 28.77 None 1589.7417 VYYSPLGNFMDQR 931.4040 1589.7213 33.5091 4842 2 795.3643 ‐12.7458
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 778.2189 23917.8178 15 28.77 None 1516.8217 DSQIAALSEDIVKK 3171.4690 1516.8161 32.1932 1899 2 758.9117 ‐3.7545
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 778.2189 23917.8178 15 28.77 None 1571.7311 VYYSPLGNFMDQR 477.0559 1571.7318 30.3192 2214 2 786.3695 0.4637
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1620.8203 GAPHPPSLLMADTWK 2267.1520 1620.8217 18.2877 30655 2 810.9145 0.8315
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1221.6660 IAILNANYMAK 36034.9500 1221.6663 17.3195 22001 2 611.3368 ‐0.5985
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1791.9527 LGVAEVQELPFFDTVK 11158.9900 1791.9545 21.6721 20658 2 896.4809 1.42
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1320.6735 EYAAFPAPWLR 4215.9750 1320.6733 20.2445 15847 2 660.8403 ‐0.8199
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 8296.6170 2760.2724 19.4952 13288 3 920.7623 0.2789
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 2279.1440 1094.5701 17.8858 12418 2 547.7887 2.74
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1243.6165 NTAGIEPEDVAK 10997.2500 1243.6187 19.2781 11464 2 622.3130 0.9996
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 959.5044 EEIAQIEK 25429.0100 959.5043 17.7657 10352 2 480.2558 ‐1.4266
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1171.6066 GNADVQNNVLK 14496.9400 1171.6074 17.7365 10235 2 586.3073 ‐0.2075
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1399.7176 NTAGIEPEDVAKR 15463.7500 1399.7191 18.2540 7731 3 467.2445 ‐0.0728
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 1803.2240 3029.5923 19.7305 7171 3 1010.5356 ‐0.1463
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1043.5480 GNINIEEVR 3671.7830 1043.5492 21.3151 4655 2 522.2782 ‐0.0238
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 852.7440 2484.2087 20.3075 2433 3 828.7411 ‐1.7415
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 Carbamidomethyl+C(3) 1899.9732 LVCTLLPEEEQVAAAVSA 1145.9450 1899.9708 35.4529 5687 2 950.4890 ‐0.7822
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1075.5994 IIGISVDSSGK 3854.9440 1075.6013 15.3935 2019 2 538.3043 0.6755
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1575.8013 GFKNTAGIEPEDVAK 659.9514 1575.7949 24.7955 6018 3 525.9365 ‐5.0229
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 2463.2007 FDAGLTESQMIQHMVDLASKNK 527.8031 2463.2208 18.6056 2472 3 821.7451 8.1225
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1311.7089 SIRLDSMKFSK 390.5489 1311.7186 17.0184 1093 3 437.9110 6.1196
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1258.6500 PPSLLMADTWK 250.6778 1258.6548 16.5092 10873 2 629.8310 3.0501
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 853.4454 PFFDTVK 113.3188 853.4502 22.1718 2626 2 427.2288 4.0988
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1330.7042 LGVAEVQELPFF 309.5775 1330.7050 20.5650 2505 2 665.8561 0.0087
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 601.4032 LISIR 211.5337 601.4044 17.1030 2429 1 601.4044 1.38
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1128.5513 EYAAFPAPWL 148.4596 1128.5551 19.7317 1414 2 564.7812 2.11
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 658.3406 PEDVAK 169.0533 658.3406 18.5810 1000 1 658.3406 ‐0.2190
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1602.8526 VFASGKPVPFTAESLA 274.1110 1602.8603 19.9949 784 2 801.9338 4.63
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1302.6630 EYAAFPAPWLR 297.8674 1302.6646 21.1752 3347 2 651.8360 0.6410
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1936.6850 113894.9909 49 25.65 None 1382.6910 NTAGIEPEDVAKR 347.7719 1382.6855 19.2096 990 2 691.8464 ‐4.4752
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1620.8203 GAPHPPSLLMADTWK 2368.8700 1620.8217 18.2877 30655 2 810.9145 0.8038
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1221.6660 IAILNANYMAK 19059.6200 1221.6663 17.3195 22001 2 611.3368 ‐0.8315
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1791.9527 LGVAEVQELPFFDTVK 14519.6800 1791.9545 21.6721 20658 2 896.4809 1.45
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1320.6735 EYAAFPAPWLR 2771.6510 1320.6733 20.2445 15847 2 660.8403 ‐1.0020
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 8283.0850 2760.2724 19.4952 13288 3 920.7623 0.2636
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 2221.0628 FDAGLTESQMIQHMVDLASK 2612.2230 2221.0662 21.2820 12901 3 741.0269 1.1536
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 2619.5120 1094.5701 17.8858 12418 2 547.7887 2.1389
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 Carbamidomethyl+C(2) 2035.0529 FCDALISIREEIAQIEK 353.2296 2035.0408 19.9090 8208 2 1018.0240 ‐4.9861
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 1410.4130 3029.5923 19.7305 7171 3 1010.5356 ‐0.1188
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 2446.3241 NHLAPFLPSHPVIPTGGIPQPEK 571.2895 2446.3283 18.5434 4746 4 612.3375 0.8260
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 Carbamidomethyl+C(2) 1934.9317 FCGFDHIDSLIDATVPK 1646.0470 1934.8936 19.2911 2175 2 967.9504 ‐18.9705
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1075.5994 IIGISVDSSGK 3387.5350 1075.6013 15.3935 2019 2 538.3043 0.3673
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 Carbamidomethyl+C(8)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 2442.3002 VFKSFIGMGYYNTHVPTVILR 542.4176 2442.2912 20.7369 8502 3 814.7686 ‐3.8545
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 2463.2007 FDAGLTESQMIQHMVDLASKNK 512.8764 2463.2208 18.6056 2472 3 821.7451 8.0601
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1311.7089 SIRLDSMKFSK 193.5850 1311.7186 17.0184 1093 3 437.9110 5.42
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 601.4032 LISIR 130.8053 601.4044 17.1030 2429 1 601.4044 1.73
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 924.4608 LNANYMAK 4802.7440 924.4631 17.3127 1645 1 924.4631 3.78
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1602.8526 VFASGKPVPFTAESLA 250.8740 1602.8603 19.9949 784 2 801.9338 4.93
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1015.8220 113894.9909 49 25.65 None 1204.6395 IAILNANYMAK 226.2057 1204.6377 18.7920 2210 2 602.8225 ‐2.5159
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1457.7668 QAIMAIGVDDIPSK 244.4581 1457.7640 34.0057 13710 2 729.3856 ‐2.3073
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 631.3522 NTLQR 984.9647 631.3549 16.3073 11113 1 631.3549 4.0042
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1143.6004 GGVIDEDALVR 19801.7000 1143.6035 24.6233 8486 2 572.3054 1.69
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1324.6644 VIAHDPYAPADR 13379.8700 1324.6667 17.5733 5500 3 442.2271 0.4996



NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1240.6056 FASSLSESGEVK 2703.3180 1240.6071 19.7485 4934 2 620.8072 0.4434
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLT 1944.9830 3468.7719 24.7677 3706 4 867.9484 ‐0.0489
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1981.9938 NAKITYASARATDDLDTR 2212.7910 1981.9884 18.8028 4805 2 991.4978 ‐2.0382
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 1668.8188 ITYASARATDDLDTR 444.2858 1668.8297 26.7003 4318 2 834.9185 6.64
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 536.2827 VIAHD 181.7266 536.2827 17.2860 3199 1 536.2827 ‐0.6387
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 802.6154 63610.2070 16 17.41 None 796.3988 VIAHDPY 621.8596 796.4003 17.1483 1813 1 796.4003 2.69
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 1050.5466 ILNDETFAK 1240.7240 1050.5477 21.1653 8175 2 525.7775 0.0459
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 1324.6644 VIAHDPYAPADR 10883.7600 1324.6667 17.5733 5500 3 442.2271 0.4993
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 1240.6056 FASSLSESGEVK 1336.6390 1240.6079 19.6648 4005 2 620.8076 1.33
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 1677.8766 SATAAASSSIAVATNSLR 346.0458 1677.8904 34.8875 1764 2 839.4488 8.24
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 1309.6820 ILNDETFAKMK 275.4620 1309.6939 24.5611 2536 2 655.3506 8.12
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 272.0400 63610.2070 16 17.41 None 824.3785 NDETFAK 449.5373 824.3790 21.1545 1450 1 824.3790 1.60
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 None 1619.8904 ATQGIYPLQNVFIR 3491.0990 1619.8889 20.2348 10236 2 810.4481 ‐0.9558
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 None 2071.9852 VDRPADETMVEEPTEIIGA 3725.1180 2071.9833 29.9327 7756 2 1036.4953 ‐0.0789
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 Carbamidomethyl+C(2) 1213.5630 TCYAQSSQIR 11543.5400 1213.5630 15.4938 4684 2 607.2851 ‐0.8549
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 None 763.3985 AVDPFSK 135.9666 763.4105 21.5810 1819 1 763.4105 15.9546
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 Carbamidomethyl+C(13) 1855.8963 KMSEIMVKEASSCDLK 629.6656 1855.8864 20.5782 9087 2 928.4468 ‐4.8676
NP_195193.1 40S ribosomal protein S3a 2 Arabidopsis thaliana 900.9152 29974.6262 6 16.41 None 952.4847 YAQSSQIR 163.2923 952.4892 15.8574 9493 2 476.7482 3.03
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 29476.4700 1627.7631 17.9299 46233 2 814.3852 1.99
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 None 1526.7672 VFFDMSLSGTPIGR 14773.4000 1526.7672 20.4069 22322 2 763.8873 ‐0.2386
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 None 1012.5938 HVVFGQVVK 4213.3130 1012.5941 14.3534 7107 2 506.8007 ‐1.2918
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 None 806.4043 TSWLDGK 436.6947 806.4119 18.3995 3860 1 806.4119 9.90
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 None 939.5774 LGKPLHFK 189.5207 939.5574 16.3463 2088 2 470.2823 ‐23.0537
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 Carbamidomethyl+C(7) 1192.5878 VVTITDCGQLS 175.0159 1192.6161 22.6345 1747 1 1192.6161 25.5384
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 4033.8240 18606.1756 7 37.21 Carbamidomethyl+C(5) 1415.6083 PGFMCQGGDFTAK 5514.9500 1415.6136 17.9243 3455 2 708.3104 3.88
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1523.8580 LGPNYLQLPVNAPK 41968.3600 1523.8581 18.4248 78674 2 762.4327 ‐0.1505
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1136.6786 APGVQTPVIVR 30648.1400 1136.6797 22.9236 64330 2 568.8435 0.0087
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 5740.9710 2242.0635 21.6124 31412 3 748.0260 1.60
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1525.8261 GPILLEDYHLVEK 2172.8110 1525.8268 29.9761 24669 3 509.2804 ‐0.5502
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1045.5524 SLLEEDAIR 43268.4500 1045.5537 24.3367 22659 2 523.2805 0.0979
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1984.9916 EGNFDLVGNNFPVFFIR 13991.6500 1984.9899 23.2732 20480 2 992.9986 ‐0.1582
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1072.5422 WIDALSDPR 8115.5440 1072.5435 25.8644 18906 2 536.7754 0.1185
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1255.5590 DEEVNYFPSR 43708.7000 1255.5602 22.9592 18637 2 628.2838 0.2826
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 798.4832 LNVRPSI 8905.3380 798.4837 22.0851 12932 2 399.7455 ‐1.0520
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1679.7880 HMDGSGVNTYMLINK 1064.7330 1679.7908 25.4509 11402 3 560.6018 0.8313
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 735.3784 LANFDR 700.8217 735.3773 20.9560 9424 1 735.3773 ‐1.3001
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1069.5174 SHIQENWR 4346.5640 1069.5178 16.4491 3716 2 535.2625 ‐0.7038
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 3514.6776 ILDFFSHHPESLNMFTFLFDDIGIPQDY 1006.8300 3514.6540 32.8093 900 4 879.4189 ‐6.7446
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 Carbamidomethyl+C(12) 1641.8054 HAEKYPTPPAVCSGK 307.1488 1641.7895 19.1878 6737 2 821.3984 ‐9.6719
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 545.2718 LGPNY 91.3146 545.2745 18.7373 5371 1 545.2745 4.07
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 845.4264 IQENWR 86.4321 845.4247 17.1681 4819 1 845.4247 ‐1.4206
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 Carbamidomethyl+C(3) 995.4979 LTCADFLR 165.1720 995.5041 24.4716 4274 2 498.2557 4.87
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 636.3392 ILDFF 135.0639 636.3418 33.9853 3615 1 636.3418 3.40
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1142.6568 YLQLPVNAPK 213.5601 1142.6587 16.6876 2560 2 571.8330 0.7292
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 968.5887 GVQTPVIVR 339.0045 968.5901 22.9157 2030 1 968.5901 2.50
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 882.4468 VNYFPSR 261.2587 882.4492 21.5165 1124 2 441.7282 1.02
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1051.5068 SHIQENWR 136.0362 1051.5059 16.5221 1229 2 526.2566 ‐1.9675
NP_195235.1 catalase 2 Arabidopsis thaliana 5184.3940 57273.5396 43 36.99 None 1119.6521 APGVQTPVIVR 133.1723 1119.6579 22.2377 1643 2 560.3326 4.23
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1136.6786 APGVQTPVIVR 40456.0200 1136.6797 22.9236 64330 2 568.8435 0.1498
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1525.8261 GPILLEDYHLVEK 2140.6900 1525.8268 29.9761 24669 3 509.2804 ‐0.5183
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1072.5422 WIDALSDPR 8616.0210 1072.5435 25.8644 18906 2 536.7754 0.2570
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 798.4832 LNVRPSI 18470.6500 798.4837 22.0851 12932 2 399.7455 ‐0.9245
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1679.7880 HMDGSGVNTYMLINK 1626.2260 1679.7908 25.4509 11402 3 560.6018 0.8877
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 1659.1840 1176.5769 19.6094 10584 2 588.7921 3.54
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 735.3784 LANFDR 450.7209 735.3773 20.9560 9424 1 735.3773 ‐1.1543
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 848.1065 2831.3044 30.0911 8992 4 708.5816 0.5282
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1045.5524 SLLEEDAIR 1207.6490 1045.5651 17.8257 54282 2 523.2862 11.1357
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1196.5834 FDFDPLDVTK 370.1765 1196.5826 36.7988 4331 2 598.7949 ‐1.3729
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1219.5702 ENNFKEPGER 570.3685 1219.5495 24.7344 3335 1 1219.5495 ‐14.8019
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1145.5698 YDQVRHAEK 146.2885 1145.5708 16.7988 7779 2 573.2890 0.0519
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 3890.9509 EGNFDLVGNNFPVFFIRDGMKFPDMV 520.8339 3890.9125 38.5022 2152 4 973.4836 ‐9.4042
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 472.2878 RPSI 78.7294 472.2889 21.0285 11638 1 472.2889 1.24
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 715.3733 KEPGER 135.3228 715.3720 23.5945 7190 1 715.3720 ‐1.5641
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 968.5887 GVQTPVIVR 445.8716 968.5901 22.9157 2030 1 968.5901 2.39
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 Carbamidomethyl+C(3) 621.3025 AVCSGK 95.7051 621.3033 20.2078 1437 1 621.3033 1.0691
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 717.3678 LANFDR 129.9090 717.3691 19.8429 1230 1 717.3691 1.34
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1127.5592 YDQVRHAEK 103.1774 1127.5579 16.8011 920 2 564.2826 ‐2.0189
NP_195235.1 catalase 2 Arabidopsis thaliana 1702.2970 57273.5396 43 36.99 None 1119.6521 APGVQTPVIVR 227.2670 1119.6579 22.2377 1643 2 560.3326 4.27
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1463.7563 ASIYNAMPLAGVEK 7443.2120 1463.7565 29.0814 9666 2 732.3819 ‐0.1553
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1589.7693 VPSFEELEQTPDAK 3939.1140 1589.7716 27.1134 8846 2 795.3895 1.63
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1901.0531 VFNFAAGPATLPENVLLK 3166.9500 1901.0545 21.3253 7380 2 951.0309 1.60
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1065.5463 SELEAEFIK 8845.1390 1065.5465 25.9898 4588 2 533.2769 ‐0.8550
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1324.7947 NVGPSGVTIVIIR 5867.3240 1324.7963 18.3737 3890 2 662.9018 0.5882
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1194.6075 DITPVMLDYK 407.2301 1194.5943 33.5857 2582 1 1194.5943 ‐9.1886
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1162.6830 GKEFLSIIQK 844.6444 1162.6859 16.7840 2147 2 581.8466 1.37
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 Carbamidomethyl+C(1) 1420.6849 CVASTTQVQDGVR 532.5960 1420.7087 25.6062 1586 1 1420.7087 19.4514
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1192.6031 YNAMPLAGVEK 284.7342 1192.6011 30.4003 28236 2 596.8042 ‐2.5370
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1194.7093 PATLPENVLLK 542.1821 1194.7084 19.7896 4017 1 1194.7084 1.1399
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1073.5222 STTQVQDGVR 167.6525 1073.5256 24.5601 860 2 537.2664 2.0780



NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1047.5357 SELEAEFIK 280.2530 1047.5367 24.8505 1528 1 1047.5367 2.50
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 910.8875 47815.6348 23 18.14 None 1145.6565 GKEFLSIIQK 799.4844 1145.6625 16.8972 1360 2 573.3349 4.19
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1463.7563 ASIYNAMPLAGVEK 6822.4430 1463.7565 29.0814 9666 2 732.3819 ‐0.0008
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1589.7693 VPSFEELEQTPDAK 3761.8050 1589.7710 27.1057 7225 2 795.3891 1.1027
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 904.4887 TNVIWSGK 635.8215 904.4917 25.4464 4683 1 904.4917 4.76
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 Carbamidomethyl+C(5) 1930.9480 YLHICANETIHGVEFK 391.1484 1930.9971 31.6528 13552 3 644.3372 24.9213
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1901.0531 VFNFAAGPATLPENVLLK 353.1786 1901.0413 32.8461 3980 2 951.0243 ‐5.5202
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1858.8970 ADLLYNAIEESNGFFR 230.9095 1858.8817 32.0746 3487 2 929.9445 ‐7.6031
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1194.6075 DITPVMLDYK 289.7948 1194.5943 33.5857 2582 1 1194.5943 ‐8.9973
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 Carbamidomethyl+C(17) 2814.3880 ADLLYNAIEESNGFFRCPVEKSVR 1447.1740 2814.4004 33.8223 8986 3 938.8050 4.47
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 1192.6031 YNAMPLAGVEK 307.2961 1192.6011 30.4003 28236 2 596.8042 ‐2.3936
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 401.1026 47815.6348 23 18.14 None 886.4781 TNVIWSGK 102.4036 886.4812 24.6946 895 2 443.7442 2.1101
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 1116.6259 TSLAPGSGVVTK 18075.1900 1116.6250 18.9392 11667 2 558.8162 ‐1.6565
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 1777.9041 EVAEVVQSSVLPDMFK 4674.9590 1777.9028 34.3294 5602 2 889.4550 ‐0.2559
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 1331.5824 MFVDYSEPESK 648.1511 1331.5830 22.8235 2575 2 666.2951 0.0063
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 1184.6786 QVEIPFKPAR 1020.6080 1184.6804 23.4724 1259 3 395.5650 0.1336
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 600.9904 2618.3123 34.9439 1147 3 873.4423 ‐1.5391
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 1596.7864 DTIILAGAEYGSGSSR 449.2933 1596.7786 25.5775 1147 2 798.8929 ‐4.8102
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 2523.2150 ALEKPDGGEFGNYYSLPALNDPR 507.7610 2523.2558 42.7163 4001 2 1262.1315 18.0814
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 2052.9945 NEGRDTIILAGAEYGSGSSR 721.2365 2052.9563 23.3250 1165 3 684.9903 ‐18.9611
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 444.8327 98836.5880 9 8.46 None 697.3556 QVEIPF 149.5863 697.3562 22.8166 2059 1 697.3562 1.1246
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1550.7962 AVVTVPAYFNDAQR 9713.4690 1550.7960 28.0367 11655 2 775.9016 ‐0.2596
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1361.7423 FSPSQIGANVLTK 3167.5070 1361.7439 17.3819 5844 2 681.3756 0.6375
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1417.7355 EVDEVLLVGGMTR 4292.4060 1417.7390 30.1080 5483 2 709.3731 2.0053
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1813.9542 IPAEIASEIETAVSDLR 1002.1480 1813.9544 40.9063 4576 2 907.4808 0.4599
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1477.7645 QAVTNPTNTIFGSK 616.5815 1477.7682 27.0618 4196 2 739.3877 2.1795
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 981.4888 ETAEAYLGK 4234.8290 981.4877 18.7046 3541 2 491.2475 ‐2.2928
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1175.6089 TTPSVVAMNQK 1339.4480 1175.6083 18.5060 3492 2 588.3078 ‐1.4134
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1823.8956 SQVFSTAADNQMQVGIK 1256.8300 1823.9004 26.1305 1259 2 912.4539 3.0176
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1352.6991 REVQMASVSAFK 621.7825 1352.6880 18.2825 8149 2 676.8477 ‐8.7256
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1260.6616 MVKEAELNAQK 674.6014 1260.6936 17.7598 2335 2 630.8504 24.6298
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 754.3730 SLSEYR 971.6650 754.3618 16.9355 1608 1 754.3618 ‐14.6387
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1402.6809 EAELNAQKDQEK 407.9356 1402.6976 40.1142 1435 1 1402.6976 14.5590
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1715.8923 SDNIDLTKDNLALQR 362.1186 1715.8471 21.9581 1257 2 858.4272 ‐26.1260
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1573.8445 LIGRRFDDPQTQK 228.8844 1573.8353 31.6789 3293 2 787.4213 ‐5.9819
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 2071.0917 EKIPAEIASEIETAVSDLR 592.1323 2071.0905 41.7121 2088 3 691.0350 ‐1.0551
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1326.6471 SVSANGKNSMFGK 290.3630 1326.6544 17.7334 1667 2 663.8308 4.65
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.2958 73360.1934 28 15.84 None 1281.6222 TVPAYFNDAQR 180.5832 1281.6265 29.7744 1048 2 641.3169 2.44
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1550.7962 AVVTVPAYFNDAQR 16444.9300 1550.7960 28.0367 11655 2 775.9016 ‐0.1017
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1417.7355 EVDEVLLVGGMTR 4465.0300 1417.7390 30.1080 5483 2 709.3731 2.1579
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1813.9542 IPAEIASEIETAVSDLR 821.0313 1813.9544 40.9063 4576 2 907.4808 0.6285
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1175.6089 TTPSVVAMNQK 2209.9150 1175.6083 18.5060 3492 2 588.3078 ‐1.2707
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1477.7645 QAVTNPTNTIFGSK 756.0303 1477.7645 25.1398 3416 2 739.3859 ‐0.1651
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1823.8956 SQVFSTAADNQMQVGIK 696.3101 1823.9004 26.1305 1259 2 912.4539 3.1866
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1352.6991 REVQMASVSAFK 382.0291 1352.6698 32.8032 2496 2 676.8386 ‐22.0166
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1460.7162 VLQGEREMAADNK 319.9161 1460.6801 23.8197 1418 2 730.8437 ‐24.9059
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 2071.0917 EKIPAEIASEIETAVSDLR 413.5771 2071.0905 41.7121 2088 3 691.0350 ‐0.9361
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1081.5061 PAYFNDAQR 232.6043 1081.5081 29.4346 990 1 1081.5081 3.07
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 562.4938 73360.1934 28 15.84 None 1335.6725 REVQMASVSAFK 315.5030 1335.6721 32.6994 2027 2 668.3397 ‐0.7521
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1569.8054 NTVPGDVSAMVPGGIR 17540.2100 1569.8040 28.8610 41835 2 785.4056 ‐1.0031
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1806.7738 LDESTGYIDYDQMEK 53926.1200 1806.7770 25.2058 40235 2 903.8921 2.0978
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 35543.1600 2402.2076 36.4690 35493 3 801.4074 ‐0.5082
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1041.4888 GFVEEDFAK 61914.8900 1041.4892 23.8906 31525 2 521.2482 ‐0.7047
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 2171.0900 LKDFVSAMESSSTIQSEIAK 7203.3370 2171.0919 18.4184 28853 3 724.3688 0.5187
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 14415.4100 2253.2257 17.7741 27799 4 564.0619 ‐0.1481
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 995.4979 FAQTLMER 3060.5260 995.4977 21.3053 27264 2 498.2525 ‐1.4198
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 20374.0700 2738.3759 23.4407 27080 3 913.4635 0.9474
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 933.4822 MGTPALTSR 11629.5000 933.4810 18.1232 26367 2 467.2441 ‐2.6896
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1337.6696 AYQEQVLSNSAK 36169.7000 1337.6705 18.2695 25335 2 669.3389 0.0966
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1180.6684 VLEAVHIASNK 21765.8000 1180.6692 19.8263 24749 2 590.8382 ‐0.2823
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1066.5568 QFPTIGFEK 7377.0030 1066.5573 28.2393 18436 2 533.7823 ‐0.5808
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 841.4389 GAMIFFR 10163.1600 841.4391 18.4084 14171 1 841.4391 0.7619
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 999.4530 YSEGYPGAR 5148.1570 999.4540 15.3810 13961 2 500.2306 ‐0.3142
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1157.5361 EVLYDFEDK 6716.5050 1157.5393 25.6857 10294 2 579.2733 1.17
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1091.6208 LIVAGASAYAR 13401.1700 1091.6215 14.8021 10095 2 546.3144 ‐0.3807
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 2850.4800 2291.1358 15.9691 5799 4 573.5394 4.43
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 715.4713 AVTIALK 3740.6380 715.4719 21.0146 5077 1 715.4719 0.9328
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 862.4894 RALEAFR 484.2005 862.4911 15.7368 1644 1 862.4911 2.73
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 906.4713 AVGSVMTNK 619.7619 906.4718 21.6311 11205 2 453.7395 ‐0.8971
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 545.3657 TIALK 3531.2420 545.3660 21.0135 4284 1 545.3660 0.0035
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 738.3305 EEDFAK 14511.8700 738.3296 23.8889 3000 1 738.3296 ‐1.0517
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 644.3726 PALTSR 1017.2530 644.3726 18.1181 2677 1 644.3726 ‐0.1454
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 902.4407 QFPTIGFE 100.5878 902.4361 28.2437 2209 1 902.4361 ‐4.3092
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 480.2453 DFAK 118.8746 480.2442 21.7059 2173 1 480.2442 ‐3.0080
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 836.3897 SEGYPGAR 136.5502 836.3912 15.3830 1363 1 836.3912 2.65
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1383.6461 LKDFVSAMESSST 257.7006 1383.6443 18.1273 1255 2 692.3258 ‐1.7784
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1550.7367 SAMESSSTIQSEIAK 812.9116 1550.7341 18.4095 1147 2 775.8707 ‐1.8224
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 1691.9439 SGGTDNHLVLVNLKPK 5635.7850 1691.9411 17.7808 1050 2 846.4742 ‐1.5469
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 865.4526 VAGASAYAR 162.4863 865.4554 14.8012 954 1 865.4554 3.68



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 8994.3440 57571.8807 61 47.97 None 978.4713 FAQTLMER 134.4768 978.4750 19.2309 2078 2 489.7411 2.13
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1569.8054 NTVPGDVSAMVPGGIR 16805.0300 1569.8040 28.8610 41835 2 785.4056 ‐0.8444
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 57790.9900 2402.2076 36.4690 35493 3 801.4074 ‐0.3363
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 995.4979 FAQTLMER 3398.5660 995.4977 21.3053 27264 2 498.2525 ‐1.2844
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 933.4822 MGTPALTSR 21855.5600 933.4810 18.1232 26367 2 467.2441 ‐2.5567
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1180.6684 VLEAVHIASNK 29682.6500 1180.6692 19.8263 24749 2 590.8382 ‐0.1394
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1066.5568 QFPTIGFEK 6872.2040 1066.5573 28.2393 18436 2 533.7823 ‐0.4425
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 715.4713 AVTIALK 4219.3290 715.4719 21.0146 5077 1 715.4719 1.0767
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1337.6696 AYQEQVLSNSAK 3555.7210 1337.6700 18.1065 4499 2 669.3386 ‐0.1104
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1041.4888 GFVEEDFAK 336.6585 1041.4958 26.4707 1740 2 521.2515 5.15
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 545.3657 TIALK 4024.7210 545.3660 21.0135 4284 1 545.3660 0.1306
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1081.6000 LEAVHIASNK 33938.8500 1081.6000 19.8224 3809 2 541.3036 ‐0.9795
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1255.6463 PGDVSAMVPGGIR 1623.8760 1255.6425 28.8600 3038 1 1255.6425 ‐0.7938
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 644.3726 PALTSR 1890.5600 644.3726 18.1181 2677 1 644.3726 ‐0.0085
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1151.5401 NTVPGDVSAMVP 327.1260 1151.5402 30.0267 2407 1 1151.5402 1.32
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 802.4417 GTPALTSR 150.2172 802.4410 20.9869 2092 1 802.4410 ‐0.4218
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 1048.5462 QFPTIGFEK 154.5504 1048.5486 28.2613 1552 2 524.7780 1.28
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4197.2390 57571.8807 61 47.97 None 978.4713 FAQTLMER 79.1819 978.4750 19.2309 2078 2 489.7411 2.61
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 2171.0900 LKDFVSAMESSSTIQSEIAK 8193.2500 2171.0919 18.4184 28853 3 724.3688 0.4099
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 13265.1500 2253.2257 17.7741 27799 4 564.0619 ‐0.1905
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 21568.9200 2738.3759 23.4407 27080 3 913.4635 0.9287
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1660.8403 ISAVSIFFETMPYR 1765.6900 1660.8442 22.6149 18534 2 830.9257 2.52
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 841.4389 GAMIFFR 9468.7710 841.4391 18.4084 14171 1 841.4391 0.7371
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1091.6208 LIVAGASAYAR 8768.3000 1091.6215 14.8021 10095 2 546.3144 ‐0.6807
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 2364.1210 2291.1358 15.9691 5799 4 573.5394 4.13
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1634.7670 PHGGHLSHGYQTDTK 180.5934 1634.7642 17.4060 3123 2 817.8857 ‐1.7119
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1383.6461 LKDFVSAMESSST 218.9912 1383.6443 18.1273 1255 2 692.3258 ‐1.9282
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1550.7367 SAMESSSTIQSEIAK 1356.6370 1550.7341 18.4095 1147 2 775.8707 ‐1.8862
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 1691.9439 SGGTDNHLVLVNLKPK 3027.7500 1691.9411 17.7808 1050 2 846.4742 ‐1.5380
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 865.4526 VAGASAYAR 104.8717 865.4554 14.8012 954 1 865.4554 3.32
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2399.0790 57571.8807 61 47.97 None 2236.1972 GYELVSGGTDNHLVLVNLKPK 220.6434 2236.2059 18.1978 2541 4 559.8069 2.17
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 1085.4534 FEDENFER 12414.8500 1085.4545 19.2825 23761 2 543.2309 ‐0.0877
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 2525.5410 2073.0645 20.2716 20072 3 691.6930 ‐0.4872
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 834.3992 TDWLDGK 5152.2610 834.3999 22.0233 9792 2 417.7036 ‐0.7297
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 1197.6739 GVGGTGKPLHFK 2558.2930 1197.6764 17.0036 3022 2 599.3418 1.66
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 1465.7719 IVMELYTDKTPR 7971.6160 1465.7719 15.7748 9952 3 489.2621 ‐1.1180
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 1041.5840 GGTGKPLHFK 975.2938 1041.5847 17.0036 1626 2 521.2960 ‐0.4589
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 460.5001 1854.9416 20.2776 1209 2 927.9744 2.44
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 938.3850 EDENFER 1551.3960 938.3874 19.2871 1153 1 938.3874 3.70
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1273.9560 18601.0075 13 34.88 None 1253.6194 MELYTDKTPR 3898.3780 1253.6190 15.7702 1117 2 627.3132 ‐1.0741
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 807.4785 18601.0075 13 34.88 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 3961.6930 2073.0645 20.2716 20072 3 691.6930 ‐0.3679
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 807.4785 18601.0075 13 34.88 None 1197.6739 GVGGTGKPLHFK 4640.8950 1197.6764 17.0036 3022 2 599.3418 1.02
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 807.4785 18601.0075 13 34.88 None 1041.5840 GGTGKPLHFK 1780.0260 1041.5847 17.0036 1626 2 521.2960 ‐0.3216
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 807.4785 18601.0075 13 34.88 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 804.0312 1854.9416 20.2776 1209 2 927.9744 2.46
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 None 1015.5531 NLAGDVIGTR 15404.8100 1015.5558 22.9397 44345 2 508.2815 1.74
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 None 1114.6466 TAQLQLAEIK 5931.0220 1114.6478 24.9731 10138 2 557.8275 ‐0.0129
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 None 1507.7533 AATSAAAAAASSIMGTR 804.2659 1507.7602 27.7993 3094 2 754.3837 4.36
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 Carbamidomethyl+C(4) 1316.6529 FRECELIHGR 2019.1570 1316.6536 19.3674 2016 3 439.5560 ‐0.6554
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 None 717.3890 GDVIGTR 157.7513 717.3878 23.3954 2054 1 717.3878 ‐1.5897
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 858.7714 31196.5219 12 16.21 None 998.5265 NLAGDVIGTR 268.7149 998.5241 21.9317 906 1 998.5241 ‐1.2709
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 1015.5531 NLAGDVIGTR 15215.6400 1015.5558 22.9397 44345 2 508.2815 1.36
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 1114.6466 TAQLQLAEIK 5179.7100 1114.6478 24.9731 10138 2 557.8275 0.1274
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 1507.7533 AATSAAAAAASSIMGTR 606.5822 1507.7602 27.7993 3094 2 754.3837 4.98
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 788.4261 AGDVIGTR 1985.4190 788.4263 22.9346 4629 1 788.4263 0.8003
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 683.3723 NLAGDVI 1093.2860 683.3746 22.9017 2075 1 683.3746 3.38
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 738.8463 31196.5219 12 16.21 None 1489.7428 AATSAAAAAASSIMGTR 129.0752 1489.7366 28.5393 1350 2 745.3720 ‐4.2285
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1108.5997 ISDYITQLR 7963.9780 1108.5996 16.2912 12683 2 554.8034 ‐1.1298
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1115.4939 FMEYQNQR 6056.0730 1115.4947 17.4003 6879 2 558.2510 ‐0.2111
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1535.8540 ADLAIPITSHASLAR 4091.4000 1535.8556 26.6534 4563 3 512.6234 0.0367
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1623.8298 GDALYAMELALSLEK 1609.3660 1623.8293 39.3376 4075 2 812.4183 ‐0.3260
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1663.9490 KADLAIPITSHASLAR 2573.7780 1663.9511 24.6481 7517 3 555.3219 0.4145
NP_195780.1 ferretin 1 Arabidopsis thaliana 806.4153 28178.0072 6 18.82 None 1052.5847 PITSHASLAR 252.7048 1052.5846 24.6523 928 2 526.7960 ‐1.2187
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1680.8340 NAVVTVPAYFNDSQR 26157.4100 1680.8331 27.8106 56873 2 840.9202 ‐0.4194
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1473.6856 TTPSYVAFTDSER 60706.7300 1473.6858 24.1479 56796 2 737.3465 ‐0.2012
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1647.8159 NQVAMNPVNTVFDAK 24291.2900 1647.8165 29.1518 56205 2 824.4119 0.4073
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1675.7307 ATAGDTHLGGEDFDNR 28894.6500 1675.7320 19.0968 50092 3 559.2488 ‐0.0907
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 79263.0200 2560.2510 34.6547 45913 3 854.0885 ‐0.5694
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1358.6158 NALENYAYNMR 33167.2900 1358.6165 25.3790 42776 2 679.8119 0.0256
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 16919.2400 1386.7292 26.7516 37822 2 693.8683 ‐0.8484
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1215.6514 DAGVIAGLNVMR 15003.8500 1215.6514 29.5953 33587 2 608.3293 ‐0.8448
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 27450.1400 2658.2690 33.3950 29669 3 886.7612 0.4460
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1278.6300 MVNHFVQEFK 52465.3200 1278.6317 15.5915 28372 2 639.8195 0.7087
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1426.7649 STVHDVVLVGGSTR 4064.9690 1426.7640 20.8316 23721 3 476.2595 ‐1.7461
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1230.5307 FSDSSVQSDMK 31617.2800 1230.5323 18.8275 23560 2 615.7698 0.5581
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1313.6194 FEELNMDLFR 16780.0600 1313.6191 34.3126 15333 2 657.3132 ‐0.8781
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1566.8084 EFAAEEISSMVLIK 3364.5990 1566.8085 36.0510 11790 2 783.9079 ‐0.0415



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1822.9408 IQAGPADKPMIYVEYK 2454.8900 1822.9419 18.9765 9553 3 608.3188 ‐0.0982
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 5359.4800 2588.2255 19.3952 8760 3 863.4133 2.30
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPA 8151.1630 2733.1562 20.6740 5287 3 911.7236 1.73
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIP 1013.6370 3035.7034 25.7781 4198 3 1012.5726 ‐0.3842
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 2010.0100 GEEKEFAAEEISSMVLIK 2793.8490 2010.0080 34.0414 3325 3 670.6742 ‐1.4835
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1440.2060 3020.4016 44.0964 3276 3 1007.4721 0.7957
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1436.7532 VQQLLQDFFNGK 592.8797 1436.7177 26.8787 3855 2 718.8625 ‐25.1312
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1540.7577 ARFEELNMDLFR 6422.4410 1540.7592 19.3341 17462 3 514.2579 0.0294
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 4312.8460 3148.4945 43.8299 12343 3 1050.1697 0.2537
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 932.7113 3181.5822 34.2101 10738 3 1061.1989 ‐1.7653
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(1) 1136.5551 CLRDAKMDK 493.0101 1136.5531 25.2858 5528 2 568.7802 ‐2.7031
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1125.5609 MVQEAEKYK 1847.4070 1125.5635 20.2018 4371 1 1125.5635 3.62
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 1744.5910 2316.2169 25.1809 3937 3 772.7438 6.01
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(3) 3090.5049 ELCKSINPDEAVAYGAAVQGAILSGEG 595.5251 3090.4909 25.4906 947 3 1030.8351 ‐3.9552
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Oxidation+M(14) 2630.2515 VEAKNALENYAYNMRNTIQDEK 989.5065 2630.2558 20.7965 4486 3 877.4235 1.28
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1235.6089 MNPVNTVFDAK 238.3942 1235.6093 28.2297 5770 2 618.3083 ‐0.4205
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 679.3774 DAGVIAGL 116.4043 679.3746 30.9175 5220 1 679.3746 ‐4.0715
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1503.6459 AGDTHLGGEDFDNR 23602.7800 1503.6495 19.1007 5170 2 752.3284 2.1881
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 873.4975 IAGLNVMR 113.7223 873.5022 31.2438 3437 2 437.2548 3.38
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 574.3017 AKMDK 97.8129 574.3033 21.8024 3138 1 574.3033 2.72
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 738.3781 STVHDVV 164.5698 738.3754 20.8549 2970 1 738.3754 ‐3.4747
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1636.8476 LIGDAAKNQVAMNPVN 601.9633 1636.8474 24.4921 2228 3 546.2873 ‐1.0112
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1432.6088 GDTHLGGEDFDNR 1896.6910 1432.6120 19.0956 2043 2 716.8096 1.23
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 808.4199 VQQLLQD 134.2500 808.4162 28.4732 2020 1 808.4162 ‐4.1597
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1552.6914 EQVFSTYSDNQPGV 210.2020 1552.6958 35.1975 2018 2 776.8515 2.49
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(10) 2063.9604 GIDLGTTYSCVGVWQHDR 604.9334 2063.9619 18.3853 2004 3 688.6588 0.2616
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 752.3573 VYEGER 239.2550 752.3559 32.3989 1915 1 752.3559 ‐1.7230
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 612.3140 FFNGK 147.9741 612.3151 27.4535 1844 1 612.3151 1.45
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1060.4517 ENYAYNMR 467.0774 1060.4479 25.3842 1397 1 1060.4479 ‐2.2061
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 934.4781 HFVQEFK 97.6425 934.4830 15.8766 1212 2 467.7452 3.16
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 851.4621 STVHDVVL 758.3481 851.4597 21.3072 1146 1 851.4597 ‐2.2600
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1083.4623 SDSSVQSDMK 12640.9800 1083.4614 18.8437 1001 1 1083.4614 0.6249
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1174.5375 SYVAFTDSER 496.9677 1174.5354 24.1563 985 1 1174.5354 ‐0.0055
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1122.5976 IQAGPADKPMI 251.9532 1122.5931 17.2295 949 2 561.8002 ‐4.9752
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(4) 1144.6031 ESICNPIIAK 1096.0310 1144.5978 26.7514 849 1 1144.5978 ‐2.9261
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1581.7981 AGPADKPMIYVEYK 299.2960 1581.7956 17.4295 831 3 527.9367 ‐2.5807
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 869.1267 1015.5540 26.7530 804 1 1015.5540 ‐5.2162
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1173.5357 LENYAYNMR 524.1178 1173.5329 25.3713 755 1 1173.5329 ‐0.6543
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1408.7543 STVHDVVLVGGSTR 224.1780 1408.7513 21.3041 2951 2 704.8793 ‐2.5957
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 297.1252 1368.7142 25.0681 2181 2 684.8607 ‐4.1730
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 Carbamidomethyl+C(1) 1118.5445 CLRDAKMDK 149.2797 1118.5397 23.0677 1872 1 1118.5397 ‐2.7848
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1804.9302 IQAGPADKPMIYVEYK 675.8590 1804.9295 18.3969 1744 2 902.9684 ‐0.0422
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1107.5503 MVQEAEKYK 148.3166 1107.5543 20.1308 851 1 1107.5543 5.1171
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1419.7267 VQQLLQDFFNGK 304.5882 1419.7265 25.4477 880 1 1419.7265 2.00
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17394.2900 71757.0669 102 68.05 None 1663.8075 NAVVTVPAYFNDSQR 311.2335 1663.8103 25.4676 759 2 832.4088 1.78
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1680.8340 NAVVTVPAYFNDSQR 45067.7200 1680.8331 27.8106 56873 2 840.9202 ‐0.2562
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1473.6856 TTPSYVAFTDSER 81703.6900 1473.6858 24.1479 56796 2 737.3465 ‐0.0464
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1647.8159 NQVAMNPVNTVFDAK 21935.1700 1647.8165 29.1518 56205 2 824.4119 0.5692
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 45871.6100 2560.2510 34.6547 45913 3 854.0885 ‐0.3723
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1358.6158 NALENYAYNMR 44654.7100 1358.6165 25.3790 42776 2 679.8119 0.1758
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 10008.7500 1386.7292 26.7516 37822 2 693.8683 ‐0.6971
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1215.6514 DAGVIAGLNVMR 16629.7400 1215.6514 29.5953 33587 2 608.3293 ‐0.7005
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 31268.5900 2658.2690 33.3950 29669 3 886.7612 0.6587
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1426.7649 STVHDVVLVGGSTR 8021.3830 1426.7640 20.8316 23721 3 476.2595 ‐1.7301
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1313.6194 FEELNMDLFR 25079.7500 1313.6191 34.3126 15333 2 657.3132 ‐0.7298
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1566.8084 EFAAEEISSMVLIK 4905.2280 1566.8087 36.0518 11376 2 783.9080 0.2576
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 2010.0100 GEEKEFAAEEISSMVLIK 3315.8500 2010.0080 34.0414 3325 3 670.6742 ‐1.3743
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 3539.6520 3020.4016 44.0964 3276 3 1007.4721 1.0663
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1436.7532 VQQLLQDFFNGK 229.2449 1436.7316 23.4945 8441 3 479.5820 ‐16.1586
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 7583.0300 3148.4945 43.8299 12343 3 1050.1697 0.5448
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1235.6089 MNPVNTVFDAK 347.8820 1235.6093 28.2297 5770 2 618.3083 ‐0.2754
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 679.3774 DAGVIAGL 98.7917 679.3746 30.9175 5220 1 679.3746 ‐3.9312
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 851.4621 STVHDVVL 1935.2850 851.4571 20.8308 4786 1 851.4571 ‐5.1713
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 807.4359 VQQLLQD 94.3175 807.4362 22.1911 4156 2 404.2217 ‐1.1749
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 873.4975 IAGLNVMR 93.2061 873.5022 31.2438 3437 2 437.2548 4.0943
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1271.5903 PSYVAFTDSER 8695.5100 1271.5921 24.1370 3217 2 636.2997 0.8544
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 738.3781 STVHDVV 341.7118 738.3754 20.8549 2970 1 738.3754 ‐3.3285
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1552.6914 EQVFSTYSDNQPGV 519.4539 1552.6961 34.8656 2447 2 776.8517 3.0124
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 689.3763 GLNVMR 141.7847 689.3763 30.8020 2016 1 689.3763 0.1648
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 752.3573 VYEGER 223.8989 752.3559 32.3989 1915 1 752.3559 ‐1.5754
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1060.4517 ENYAYNMR 655.3943 1060.4479 25.3842 1397 1 1060.4479 ‐2.0281
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 833.3999 LSGEGNEK 173.2553 833.3992 36.8307 1383 1 833.3992 ‐0.1720
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1233.6262 VQQLLQDFFN 110.3651 1233.6298 24.5417 990 2 617.3185 2.63



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1174.5375 SYVAFTDSER 836.8254 1174.5354 24.1563 985 1 1174.5354 0.1838
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1097.5010 PAYFNDSQR 188.6187 1097.5007 30.0727 850 2 549.2540 ‐1.1788
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 458.3389 1015.5540 26.7530 804 1 1015.5540 ‐5.0426
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1173.5357 LENYAYNMR 574.1975 1173.5329 25.3713 755 1 1173.5329 ‐0.4651
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 None 1629.8054 NQVAMNPVNTVFDAK 288.4283 1629.8111 27.1814 7431 2 815.4092 3.66
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10575.7600 71757.0669 102 68.05 Carbamidomethyl+C(6) 1368.7192 ELESICNPIIAK 146.4342 1368.7142 25.0681 2181 2 684.8607 ‐4.0224
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 4006.3070 2584.3519 35.5580 10893 3 862.1222 0.6137
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 1089.4847 ESFGEYTTR 2943.4290 1089.4849 19.4120 5373 2 545.2461 ‐0.9167
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 1265.7073 AIVVTQREHGR 994.7004 1265.7343 24.3351 4919 2 633.3708 20.5861
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 1403.6954 FRDVVEQYYGK 841.2405 1403.7143 18.5211 1805 2 702.3608 13.0600
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 2057.0121 MSSTFRAPAGAATVFTADQK 647.3229 2057.0298 23.4093 3110 3 686.3481 8.1707
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 963.4782 ATVFTADQK 181.5279 963.4822 22.3737 5931 2 482.2447 2.32
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 942.4316 SFGEYTTR 356.4997 942.4351 18.4367 2628 2 471.7212 2.82
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 866.4227 TQREHGR 122.4333 866.4230 24.8786 1960 1 866.4230 0.9405
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 1051.5419 AATVFTADQK 326.9496 1051.5409 23.0455 1493 2 526.2741 ‐2.0502
NP_196079.1 sulfite reductase Arabidopsis thaliana 216.2481 72406.4715 10 4.98 None 782.4016 QREHGR 86.3885 782.4050 23.1332 1320 2 391.7061 2.74
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1550.7962 AVVTVPAYFNDAQR 9713.4690 1550.7960 28.0367 11655 2 775.9016 ‐0.2596
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1793.9102 IINEPTAAALSYGMTNK 945.4047 1793.9139 17.1547 7718 2 897.4606 2.60
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1355.6689 NTADTTIYSIEK 5660.1790 1355.6714 22.9117 6334 2 678.3393 1.33
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1417.7355 EVDEVLLVGGMTR 4292.4060 1417.7390 30.1080 5483 2 709.3731 2.0053
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1130.5688 EIEDAVADLR 10978.9200 1130.5704 24.8256 5058 2 565.7888 0.4263
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1235.5750 SSGGLSEDDIQK 3693.6010 1235.5766 17.2728 4925 2 618.2919 0.4823
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 981.4888 ETAEAYLGK 4234.8290 981.4877 18.7046 3541 2 491.2475 ‐2.2928
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1164.6259 TTPSVVAFNTK 2854.2590 1164.6249 17.6923 2911 2 582.8161 ‐1.7984
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 958.4952 VIENAEGAR 630.6523 958.5195 20.9903 1459 2 479.7634 23.9508
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1868.9964 IPSEIAKEIEDAVADLR 151.6134 1868.9661 22.1767 780 3 623.6602 ‐16.8621
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1202.7038 MATAALLRSIR 1179.3240 1202.6938 19.0942 1528 2 601.8506 ‐9.1215
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 2055.0492 ELIDTKNTADTTIYSIEK 560.9308 2055.0561 29.9836 1294 3 685.6902 2.02
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 759.3995 DAVADLR 152.4352 759.4016 22.9625 2334 1 759.4016 2.77
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 962.5306 PSVVAFNTK 261.0273 962.5293 17.4207 1726 2 481.7683 ‐2.6095
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 888.4421 EDAVADLR 221.4307 888.4440 26.6558 1469 1 888.4440 2.72
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1281.6222 TVPAYFNDAQR 180.5832 1281.6265 29.7744 1048 2 641.3169 2.44
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1337.6583 NTADTTIYSIEK 324.7371 1337.6511 20.4772 1754 1 1337.6511 ‐2.9836
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1146.6153 TTPSVVAFNTK 205.0553 1146.6188 18.3981 1019 2 573.8130 2.0287
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 1147.5994 TTPSVVAFNTK 152.9922 1147.5963 18.7191 1566 2 574.3018 ‐3.5820
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1687.1090 73218.7294 20 18.18 None 2038.0227 ELIDTKNTADTTIYSIEK 531.3909 2038.0174 32.1030 1509 2 1019.5123 ‐1.8024
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1492.6914 VQEEGPAESLDYR 4567.5410 1492.6942 21.5696 23221 2 746.8508 1.75
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1318.6638 IIQETNESWAK 8732.3840 1318.6640 20.4031 17964 2 659.8356 ‐0.4609
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1039.4942 SVDAGDLSLY 2753.2960 1039.4934 28.7100 11898 1 1039.4934 0.4781
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 969.5040 VFFLDGSGK 2255.4510 969.5045 17.5856 9296 2 485.2559 ‐0.7651
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1495.6985 MEVATDEDFTPIK 3601.0330 1495.7027 26.5402 5224 2 748.3550 2.84
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1070.6092 IVAISLDDPK 1146.2480 1070.6011 16.7220 4250 2 535.8042 ‐8.6530
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1967.9266 MEVATDEDFTPIKQDTK 3938.3380 1967.9318 24.3411 10698 3 656.6488 2.0552
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1373.7172 DYKIPDGKPANR 4664.9490 1373.7179 16.7137 1218 3 458.5775 ‐0.6623
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 Carbamidomethyl+C(7) 3355.6376 SKRPFSCSAIYNPQVKVQEEGPAESLDY 1805.0990 3355.6344 25.6565 1131 3 1119.2163 ‐0.1252
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1608.7752 ATDEDFTPIKQDTK 281.3905 1608.7797 25.8953 6231 2 804.8935 2.05
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 950.4578 PAESLDYR 313.9421 950.4609 20.3429 3775 2 475.7341 1.36
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1092.4956 QETNESWAK 292.5828 1092.5011 22.5605 1243 2 546.7542 3.26
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1537.7380 TDEDFTPIKQDTK 304.5088 1537.7412 25.8855 932 2 769.3743 1.05
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 951.4934 VFFLDGSGK 178.7927 951.4965 17.7247 1427 1 951.4965 4.1443
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 872.9902 33665.2145 30 32.67 None 1950.9001 MEVATDEDFTPIKQDTK 291.8396 1950.9127 23.4331 2266 4 488.4836 5.01
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1318.6638 IIQETNESWAK 4199.6130 1318.6640 20.4031 17964 2 659.8356 ‐0.3124
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1039.4942 SVDAGDLSLY 2109.4960 1039.4934 28.7100 11898 1 1039.4934 0.6541
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 Carbamidomethyl+C(5) 1666.8370 RPFSCSAIYNPQVK 142.0341 1666.8011 28.9041 18977 2 833.9042 ‐21.3137
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1694.8306 AKMEVATDEDFTPIK 445.6898 1694.8468 29.2642 3389 2 847.9271 9.48
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1373.7172 DYKIPDGKPANR 4812.7400 1373.7179 16.7137 1218 3 458.5775 ‐0.6547
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1092.4956 QETNESWAK 106.8177 1092.4928 20.4078 870 1 1092.4928 ‐0.8979
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 230.9306 33665.2145 30 32.67 None 1676.8200 AKMEVATDEDFTPIK 232.4965 1676.8213 31.1764 2939 2 838.9143 0.9975
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 969.5040 VFFLDGSGK 6150.6540 969.5045 17.5856 9296 2 485.2559 ‐1.1279
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 2693.4338 VSPWHDIPLTLGDGVFNFIVEIPK 1458.0550 2693.4265 25.5288 8710 3 898.4804 ‐2.5479
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 Carbamidomethyl+C(14) 1882.9943 VLTAATAVTQTTSCFLAK 291.5471 1883.0119 23.2152 919 2 942.0096 9.20
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 2936.5152 FGLGDKPANKDYALKIIQETNESWAK 238.3133 2936.4880 22.0693 1989 2 1468.7476 ‐6.0915
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 1694.8306 AKMEVATDEDFTPIK 110.3930 1694.8386 21.0216 1623 2 847.9229 4.80
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 697.3668 FGLGDKP 67.6693 697.3693 20.1056 9621 1 697.3693 3.31
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 1187.5691 IQETNESWAK 93.4919 1187.5640 23.1127 1670 1 1187.5640 ‐2.4534
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 318.6568 33665.2145 30 32.67 None 1470.7376 VSPWHDIPLTLGDG 205.6122 1470.7277 24.7353 940 1 1470.7277 ‐3.8446
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1147.6027 EITALAPSSMK 9449.3110 1147.6069 22.9021 51863 2 574.3071 2.70
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1774.8970 NYELPDGQVITIGAER 60397.2000 1774.8961 30.5990 42248 2 887.9517 ‐0.2125
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1954.0644 VAPEEHPVLLTEAPLNPK 6759.7850 1954.0668 27.2759 28837 3 652.0271 0.6360
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1176.5354 GYMFTTTAER 14523.8000 1176.5378 22.7508 23916 2 588.7726 1.66
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1932.8796 YPIEHGIVSNWDDMEK 3451.5450 1932.8847 28.7139 23273 3 644.9664 2.0114
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1475.6761 SEYDESGPSIVHR 32279.2600 1475.6778 18.8649 13172 3 492.5641 0.0696
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGYALPHAI 12412.1100 3151.6445 19.8348 11471 4 788.6666 0.4172
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 976.4483 AGFAGDDAPR 23513.5600 976.4488 16.0636 8845 2 488.7280 ‐0.7798
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1144.5602 HTGVMVGMGQK 1719.4540 1144.5628 17.2197 5586 2 572.7850 1.08
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1603.7711 SEYDESGPSIVHRK 242.3025 1603.7930 28.5418 6040 3 535.2692 12.06
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 549.2701 PSSMK 144.0265 549.2710 22.4003 18174 1 549.2710 1.1532
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 611.3624 SIVHR 177.1273 611.3634 17.5316 2007 1 611.3634 1.03
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1096.5382 DESGPSIVHR 190.8932 1096.5410 19.8647 1665 1 1096.5410 4.1033



NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 678.3417 TTTAER 83.1837 678.3398 21.7883 1408 1 678.3398 ‐2.9092
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1255.6641 PDGQVITIGAER 2564.2800 1255.6612 30.6056 1307 1 1255.6612 ‐0.1997
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 905.4761 TALAPSSMK 141.9859 905.4811 23.6073 1182 2 453.2442 4.1416
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1158.5248 GYMFTTTAER 296.0676 1158.5258 24.1128 1295 2 579.7665 ‐0.1002
NP_196543.1 actin 7 Arabidopsis thaliana 6477.1140 41964.0047 18 36.07 None 1127.5336 HTGVMVGMGQK 135.2290 1127.5324 18.2306 1677 2 564.2698 ‐2.0424
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1305.6797 LFNLGKEDDVR 1617.1690 1305.6786 20.8637 17813 2 653.3429 ‐1.5351
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1040.6463 LVTPLTLQR 42427.6600 1040.6471 16.9062 15388 2 520.8272 ‐0.3336
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 15306.5700 1336.6319 19.3986 8782 2 668.8196 ‐0.1985
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1608.7752 LSQEVSGDALGEEFK 8142.0970 1608.7773 25.6488 8119 2 804.8923 1.34
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 2667.4680 1826.0538 22.8873 6701 2 913.5305 4.32
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 815.4046 YVNTYR 815.6183 815.4041 22.9253 1241 1 815.4041 ‐0.2022
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 Carbamidomethyl+C(10) 1464.7264 FNVANPTTGCQKK 223.0334 1464.7201 21.0150 1232 2 732.8637 ‐4.6230
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 827.4734 QGVLTPGR 171.0679 827.4547 33.5315 1829 1 827.4547 ‐22.0671
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1433.7747 LFNLGKEDDVRK 1656.6940 1433.7759 31.0017 15845 2 717.3916 0.4159
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 2203.0917 LSQEVSGDALGEEFKGYVFK 1108.8620 2203.0973 27.2532 8938 3 735.0373 2.1829
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1394.6910 IAKANSDAADYQK 1350.2440 1394.6881 31.6176 5529 2 697.8477 ‐2.5359
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3833.6040 28390.1028 12 39.36 None 1032.4997 LFNLGKEDD 145.6254 1032.4945 30.0095 1636 1 1032.4945 ‐3.7300
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 None 1135.5300 VGDIMTEENK 11789.1800 1135.5314 18.0355 8827 2 568.2694 0.3380
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 2442.2700 2289.9880 35.2605 8435 2 1145.4976 ‐2.5959
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 None 1079.4972 AMQLMTDNR 10376.6300 1079.4975 19.8831 6130 2 540.2524 ‐0.8553
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 None 1447.7508 VLRAMQLMTDNR 1166.8570 1447.7657 22.0394 12696 3 483.2601 9.1677
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 None 987.5946 IIVQGRSSK 114.5272 987.5930 19.5699 7202 2 494.3001 ‐2.8326
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1262.7520 22843.2794 6 20.39 None 991.4336 MQLMTDNR 269.2517 991.4366 22.0644 822 2 496.2220 1.97
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1755.8588 AIFGSGSPFDPVVYDGK 4337.0920 1755.8603 19.8735 23321 2 878.4338 1.1040
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 3008.7660 2700.4150 23.2405 17954 3 900.8099 ‐0.3684
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1436.6515 FAESSMYSPVYR 11602.7100 1436.6529 24.8888 14201 2 718.8301 0.5988
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1269.5966 YMALMDLQER 1263.4600 1269.5979 29.1280 13779 2 635.3026 0.3042
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 2364.2558 DAHYLTGLLPPVILSQDVQER 5876.2860 2364.2602 21.5935 12376 3 788.7582 1.07
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1319.6954 TYDLGLASNLPR 3288.9660 1319.6994 28.5130 12146 2 660.3533 2.79
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 4273.9250 2600.4683 21.3418 8814 3 867.4943 1.0614
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWV 3886.8780 3788.8241 24.9732 7023 3 1263.6129 ‐0.9220
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1004.5524 QYTVPLQR 5547.0380 1004.5538 20.5465 6659 2 502.7806 0.2518
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1285.7110 GIQVIVVTDGER 10386.2000 1285.7099 25.7965 4934 2 643.3586 ‐1.5735
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 Carbamidomethyl+C(9) 2618.3607 EISANIAACVAAKTYDLGLASNLPR 1878.5090 2618.3556 21.2136 9315 3 873.4567 ‐1.8646
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 775.3945 VVTDGER 2861.2510 775.3926 25.7722 3234 1 775.3926 ‐2.1319
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 Carbamidomethyl+C(9) 1253.5831 YTPTVGEACQK 153.7176 1253.5894 22.7749 785 2 627.2984 4.46
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1567.7937 PWVTSVASGYTLMR 207.7653 1567.7968 25.5411 758 1 1567.7968 5.13
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1251.5860 YMALMDLQER 288.9645 1251.5874 31.9129 2370 2 626.2973 0.3157
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 1268.6845 GIQVIVVTDGER 257.7950 1268.6913 26.2450 1381 2 634.8493 4.12
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1504.4640 64812.0598 39 38.10 None 987.5258 QYTVPLQR 128.8089 987.5264 21.2864 1169 1 987.5264 1.60
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1436.6515 FAESSMYSPVYR 14605.0500 1436.6529 24.8888 14201 2 718.8301 0.7521
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1269.5966 YMALMDLQER 1365.8440 1269.5979 29.1280 13779 2 635.3026 0.4508
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1319.6954 TYDLGLASNLPR 2989.8650 1319.6994 28.5130 12146 2 660.3533 2.65
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1004.5524 QYTVPLQR 9193.1770 1004.5538 20.5465 6659 2 502.7806 0.3876
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1285.7110 GIQVIVVTDGER 11685.9300 1285.7099 25.7965 4934 2 643.3586 ‐1.4263
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1755.8588 AIFGSGSPFDPVVYDGK 630.1586 1755.8608 33.0841 2961 2 878.4341 1.76
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 4157.0132 SGVGGGISDVYGEDSATLDQLVTPWV 1325.0120 4157.0418 40.1149 1822 3 1386.3521 8.74
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 775.3945 VVTDGER 3749.2830 775.3926 25.7722 3234 1 775.3926 ‐1.9820
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1251.5860 YMALMDLQER 254.1886 1251.5874 31.9129 2370 2 626.2973 0.4615
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 854.2300 64812.0598 39 38.10 None 1268.6845 GIQVIVVTDGER 265.1253 1268.6913 26.2450 1381 2 634.8493 4.77
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 1755.8588 AIFGSGSPFDPVVYDGK 4511.0800 1755.8603 19.8735 23321 2 878.4338 1.1458
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 4111.9490 2700.4150 23.2405 17954 3 900.8099 ‐0.3931
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 2364.2558 DAHYLTGLLPPVILSQDVQER 5964.2540 2364.2602 21.5935 12376 3 788.7582 1.25
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 4684.3970 2600.4683 21.3418 8814 3 867.4943 1.0208
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWV 7460.2220 3788.8241 24.9732 7023 3 1263.6129 ‐0.7738
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQ 1269.4200 2932.4983 23.3194 6722 3 978.1710 ‐1.8769
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 2207.1131 VLVQFEDFANHNAFDLLSK 310.3650 2207.1011 19.9977 8561 3 736.3719 ‐5.9006
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 Carbamidomethyl+C(10) 2896.4849 TYLPGQANNCYIFPGLGLGLIMSGAIR 568.0059 2896.4669 24.9295 917 3 966.1605 ‐5.8095
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 Carbamidomethyl+C(9) 2618.3607 EISANIAACVAAKTYDLGLASNLPR 1669.6150 2618.3556 21.2136 9315 3 873.4567 ‐1.9024
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 Carbamidomethyl+C(17) 2132.0944 VEELLPVVYTPTVGEACQK 361.6594 2132.1047 25.3306 4838 3 711.3731 4.70
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 1359.6692 FANHNAFDLLSK 93.0896 1359.6637 18.6060 1321 2 680.3355 ‐4.7386
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1284.3940 64812.0598 39 38.10 None 1877.8817 QFEDFANHNAFDLLSK 118.7542 1877.8908 19.6582 1175 3 626.6351 4.0608
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 542.2294 2512.3006 22.0254 12927 3 838.1050 0.0749
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 2026.1219 YNIALLPGDGIGPEVISVAK 10105.9700 2026.1177 20.9091 10602 2 1013.5625 ‐1.3320
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1312.6420 AGSLEGLEFDFK 3766.4900 1312.6421 32.2237 7031 2 656.8247 ‐0.4900
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1526.8975 ANPLATILSAAMLLK 1729.9130 1526.9020 25.6260 6230 2 763.9547 2.38
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1390.7940 LSDAILLGAIGGYK 7426.1840 1390.7973 20.3824 5382 2 695.9023 1.52
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 Carbamidomethyl+C(1) 889.4560 CAAASPGKK 575.3375 889.4707 30.5655 17325 1 889.4707 17.1822
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1503.8530 AAFLQTNISLNAIK 544.4559 1503.8480 21.0117 16836 3 501.9542 ‐4.3059
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 2381.3915 VFANLRPATVLPQLVDASTLKK 423.8175 2381.3565 23.0466 1282 3 794.4570 ‐14.8366
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLI 442.0252 3036.5347 22.3879 775 3 1012.8497 18.3494
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1342.7325 RIEDAVVDALNK 1446.6550 1342.7206 25.8035 13383 2 671.8640 ‐9.3933
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 1457.7159 VTALASEYPDVELS 206.6979 1457.7206 21.7865 4543 2 729.3639 2.52
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1393.7330 44333.0528 23 47.68 None 778.4458 LGAIGGYK 262.0597 778.4483 20.9120 3718 1 778.4483 3.36
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 2413.1700 2512.3006 22.0254 12927 3 838.1050 0.0203
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 2026.1219 YNIALLPGDGIGPEVISVAK 13223.3800 2026.1177 20.9091 10602 2 1013.5625 ‐1.1512
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 1526.8975 ANPLATILSAAMLLK 981.0169 1526.9020 25.6260 6230 2 763.9547 2.78
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 1390.7940 LSDAILLGAIGGYK 9829.6450 1390.7973 20.3824 5382 2 695.9023 1.92
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 1312.6420 AGSLEGLEFDFK 295.5292 1312.6513 25.6126 2457 1 1312.6513 9.94



NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 2381.3915 VFANLRPATVLPQLVDASTLKK 275.8274 2381.3565 23.0466 1282 3 794.4570 ‐14.9121
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 2716.3060 GITINENGEEVGVSTEIYAAHEIDR 278.2359 2716.3418 22.0688 1163 3 906.1188 13.3430
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 2796.4059 KEVAEGVDMMIVRELTGGIYFGEPR 477.6044 2796.3517 21.7977 1100 3 932.7888 ‐19.1037
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 1257.6950 ANVLDASILWR 358.1276 1257.6681 20.9375 1057 2 629.3377 ‐22.3446
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 3036.4805 VTALASEYPDVELSHMYVDNAAMQLI 688.7181 3036.5347 22.3879 775 3 1012.8497 18.3781
NP_196924.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1749.4500 44333.0528 23 47.68 None 1054.5238 EMPVGGAALDL 284.2043 1054.5204 22.7329 2885 1 1054.5204 ‐1.8828
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1411.6740 GEDFPTENYIVK 8811.5870 1411.6763 26.3352 11719 2 706.3418 1.75
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1235.6167 GEWNVAGIAYR 4769.7290 1235.6192 27.8648 11526 2 618.3132 1.61
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1048.5058 DGELAPQYR 28158.6900 1048.5067 18.0165 10478 2 524.7570 ‐0.3179
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 955.5683 GVLIVNNAR 9079.5180 955.5682 20.1272 8292 2 478.2878 ‐1.4229
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 4182.4100 1531.7851 31.9434 7805 2 766.3962 ‐0.7283
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 1864.2890 2333.1039 24.6877 7180 3 778.3728 0.9230
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 5657.8850 1632.8321 16.6323 5547 3 544.9489 ‐0.5598
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 474.2419 NNAR 70.9801 474.2435 20.0188 3932 1 474.2435 2.14
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1281.6546 HTSGTTIDAQLR 372.8808 1281.6569 24.6998 2158 2 641.3321 1.1427
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 686.3944 IVNNAR 481.4199 686.3969 20.1275 1643 1 686.3969 3.94
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1396.7179 PHTSGTTIDAQLR 233.4633 1396.7208 25.6098 1233 1 1396.7208 4.22
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1719.8540 42694.8017 23 22.92 None 1157.6599 IVINMPLTEK 272.5305 1157.6585 30.8154 763 2 579.3329 ‐2.1034
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1235.6167 GEWNVAGIAYR 5943.2080 1235.6192 27.8648 11526 2 618.3132 1.13
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1411.6740 GEDFPTENYIVK 9988.6960 1411.6763 26.3305 10282 2 706.3418 1.86
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1058.5551 LQMAPELEK 2492.2360 1058.5558 22.7310 10146 2 529.7816 ‐0.2520
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 955.5683 GVLIVNNAR 10033.0700 955.5682 20.1272 8292 2 478.2878 ‐1.2891
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 15614.5900 1531.7851 31.9434 7805 2 766.3962 ‐0.5711
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 2394.7590 2333.1039 24.6877 7180 3 778.3728 1.0838
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1334.6661 FVEDLNEMLPK 350.4724 1334.6560 23.7194 1516 2 667.8317 ‐7.9352
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1281.6546 HTSGTTIDAQLR 387.6923 1281.6569 24.6998 2158 2 641.3321 1.97
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 686.3944 IVNNAR 783.2329 686.3969 20.1275 1643 1 686.3969 3.04
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1396.7179 PHTSGTTIDAQLR 338.2744 1396.7211 26.6829 770 2 698.8642 1.03
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1445.5790 42694.8017 23 22.92 None 1157.6599 IVINMPLTEK 273.2666 1157.6585 30.8154 763 2 579.3329 ‐1.9614
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 2008.0709 ENAITVGTQHALDPLTTVK 10889.7900 2008.0733 29.0332 17747 3 670.0293 0.6330
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3456.4330 2192.1281 35.9338 13876 2 1096.5677 ‐1.2766
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 1334.7314 GSLFLGDVATQVK 4521.5950 1334.7319 29.9454 11500 2 667.8696 ‐0.2131
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 2171.3430 2826.4314 20.2427 10611 3 942.8153 0.5101
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 2017.0726 VNNAGVANALIQHEWRPK 1705.5050 2017.0777 16.7313 4728 4 505.0249 1.20
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 980.5061 QHEWRPK 202.7779 980.5087 16.9037 2007 2 490.7580 1.23
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1552.6490 29210.8248 24 41.61 None 1303.6641 VGAEISHNFTTK 281.6252 1303.6668 21.9747 1210 2 652.3370 1.46
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 2008.0709 ENAITVGTQHALDPLTTVK 11348.0300 2008.0733 29.0332 17747 3 670.0293 0.7419
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 2761.5830 2192.1281 35.9338 13876 2 1096.5677 ‐1.0926
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 1334.7314 GSLFLGDVATQVK 10356.2200 1334.7319 29.9454 11500 2 667.8696 ‐0.0639
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 1034.5517 GPGLYTEIGK 320.1755 1034.5475 22.5303 6326 2 517.7774 ‐5.0729
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 1302.6212 SFFTVSGEVDSK 2912.5160 1302.6222 26.7202 6112 2 651.8148 0.2892
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 1631.8487 DDLTASLILNDKGEK 1640.5320 1631.8543 27.4734 11245 2 816.4308 3.73
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 2235.2092 ENAITVGTQHALDPLTTVKAR 280.3877 2235.2040 28.6356 2598 3 745.7395 ‐2.4505
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1629.1560 29210.8248 24 41.61 None 1187.6630 ASLILNDKGEK 293.4166 1187.6632 28.1240 1010 3 396.5592 ‐1.2502
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 2000.1420 2826.4314 20.2427 10611 3 942.8153 0.5053
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 2017.0726 VNNAGVANALIQHEWRPK 990.3375 2017.0777 16.7313 4728 4 505.0249 1.35
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 986.0176 2192.1243 20.8338 3034 2 1096.5658 ‐2.7476
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 1302.6212 SFFTVSGEVDSK 1011.2240 1302.6243 16.9283 2361 2 651.8158 1.06
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 1034.5517 GPGLYTEIGK 238.1409 1034.5594 18.4415 4178 2 517.7833 5.58
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 3195.6056 NNNFTADVKVSTDSSLLTTLTFDEPAPG 452.9162 3195.6138 22.1938 7744 3 1065.8761 3.55
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 2338.2037 GSLFLGDVATQVKNNNFTADVK 909.2620 2338.1964 23.8166 2713 2 1169.6018 ‐1.4350
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 1631.8487 DDLTASLILNDKGEK 1027.8980 1631.8379 17.0931 2315 2 816.4226 ‐6.6019
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 383.4023 29210.8248 24 41.61 None 2278.1714 YQIVSPSTVVGAEISHNFTTK 315.8543 2278.1770 20.4398 2800 2 1139.5922 4.0508
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 None 1643.7435 NYAFEDISPEETTK 6581.0260 1643.7463 26.1312 3827 2 822.3768 1.11
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 None 1628.8741 DIEVDKPSVVLEASK 3269.6370 1628.8735 25.3341 2475 3 543.6293 ‐1.3235
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 Carbamidomethyl+C(8) 1492.7312 ENLTLVSCSASSPK 649.8199 1492.7089 17.9009 1713 3 498.2411 ‐16.0224
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 Carbamidomethyl+C(9) 1343.7576 RTPNIVLRCSK 209.1256 1343.7555 15.4310 1600 2 672.3814 ‐2.1283
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 None 791.3781 SPEETTK 245.6236 791.3788 25.0538 3310 1 791.3788 1.1463
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 None 704.3461 PEETTK 184.9856 704.3478 26.2929 815 1 704.3478 2.71
NP_197165.1 hydroxyproline rich glycoprotein family protein Arabidopsis thaliana 336.1888 49131.4081 7 6.49 Carbamidomethyl+C(8) 1474.7207 ENLTLVSCSASSPK 451.2511 1474.7236 17.3358 5058 3 492.2461 0.9690
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1658.8285 YGAGIGPGVYDIHSPR 30066.8400 1658.8293 24.6800 73162 3 553.6146 ‐0.3986
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 122494.8000 2140.2607 24.7406 64241 2 1070.6340 0.0447
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1411.7904 GGIGVIQIDEAALR 86589.8200 1411.7898 31.3805 61344 2 706.3986 ‐0.7888
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1116.5531 IPSSEEIADR 21111.8500 1116.5540 18.2345 60887 2 558.7807 ‐0.1993
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1096.5786 YLFAGVVDGR 38894.9500 1096.5791 17.8200 53423 2 548.7932 ‐0.5752
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 942.5619 VVEVNALAK 12822.8800 942.5605 20.2928 48423 2 471.7839 ‐2.8226
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 27152.1000 2861.4267 20.8588 46131 3 954.4804 ‐0.4971
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1181.6313 GVTAFGFDLVR 57694.0400 1181.6318 20.0609 44708 2 591.3196 ‐0.4456
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1235.5759 GNASVPAMEMTK 41585.1400 1235.5769 20.9615 42295 2 618.2921 0.0976
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1199.5732 FALESFWDGK 26770.3200 1199.5731 20.2644 42175 2 600.2902 ‐0.8994
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 24489.2200 2384.2155 40.1583 38770 3 795.4100 ‐0.6168
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1146.6769 SFELLSLLPK 36523.0100 1146.6776 22.5734 35956 2 573.8424 ‐0.3272
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 13009.4500 2213.1410 22.2733 31906 2 1107.0741 ‐0.9993
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2075.0880 ALAGQKDEALFSANAAALASR 21006.7600 2075.0894 28.2000 28511 3 692.3680 0.2145
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2310.3068 LNLPILPTTTIGSFPQTVELR 7314.5040 2310.3023 22.3563 25782 2 1155.6548 ‐0.6235
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 2032.8900 3013.4220 20.5413 22416 4 754.1110 1.67
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 9109.1210 2418.2640 25.5672 22265 2 1209.6356 0.5545
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 831.4822 EVITELK 51890.7500 831.4825 20.0776 15794 2 416.2449 ‐1.2514
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2297.0110 1714.9339 21.5647 15239 3 572.3162 0.9169



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1790.9622 GMLTGPVTILNWSFVR 6609.5460 1790.9639 23.5630 12540 2 895.9856 1.37
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 968.4571 VSEEDYVK 10733.6900 968.4568 16.2572 12399 2 484.7321 ‐1.5800
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1506.7547 DEALFSANAAALASR 4509.2290 1506.7542 28.7533 9403 2 753.8807 ‐0.5990
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 734.4559 LLSVFR 6155.1580 734.4569 16.9308 4410 1 734.4569 1.99
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 820.8968 2300.2221 22.3795 3627 3 767.4122 2.1268
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2077.1764 GGIGVIQIDEAALREGLPLR 520.2537 2077.1252 21.5669 5741 2 1039.0662 ‐23.7824
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 976.4469 DEVEDLEK 326.1238 976.4492 17.9531 1593 2 488.7283 1.0532
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 6938.9240 2438.4023 21.2637 19314 3 813.4723 0.1368
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1176.6987 KYTEVKPALK 11820.7600 1176.7001 15.6641 6485 3 392.9049 ‐0.1342
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1043.5269 GVYDIHSPR 106.3301 1043.5324 22.8886 18835 2 522.2699 4.1779
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 603.3712 ITELK 5719.1670 603.3713 20.2915 6409 1 603.3713 ‐0.1494
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1262.6852 ALFSANAAALASR 391.9892 1262.6804 28.7809 5277 2 631.8439 ‐4.4537
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 508.2878 SVFR 407.2294 508.2883 16.9302 4144 1 508.2883 0.2410
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 843.4934 VEVNALAK 157.6287 843.4933 21.9432 3859 1 843.4933 0.3835
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 993.4744 SVPAMEMTK 409.4357 993.4752 21.2871 3749 1 993.4752 1.17
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 906.4163 SSEEIADR 4118.9330 906.4165 18.2361 3340 1 906.4165 1.0528
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1331.7470 PVTILNWSFVR 186.4819 1331.7411 25.4348 2776 2 666.3742 ‐5.0501
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 915.4894 QIDEAALR 1621.5090 915.4864 31.3786 2548 1 915.4864 ‐2.5171
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1228.6606 PVLVMDLEGQK 255.3554 1228.6554 39.9957 2491 2 614.8313 ‐5.0047
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 924.4938 AFGFDLVR 1907.1420 924.4941 20.0634 2094 1 924.4941 1.04
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 869.3887 SEEDYVK 3370.4510 869.3906 16.2480 1869 1 869.3906 2.72
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1438.7437 AGIGPGVYDIHSPR 339.7707 1438.7459 23.0099 1767 2 719.8766 1.0928
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1339.6106 WFDTNYHYIV 231.9741 1339.6133 22.5910 1765 2 670.3103 1.55
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 557.3657 SLLPK 121.0998 557.3678 20.9733 1706 1 557.3678 3.59
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1504.7431 NIWANDFAASLSTL 434.4568 1504.7449 25.6606 1677 2 752.8761 0.9578
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 921.4789 YGDVSRPK 81.0380 921.4824 23.1144 1502 1 921.4824 4.06
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 490.2871 TELK 2212.7160 490.2882 20.0814 1486 1 490.2882 1.36
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 912.5764 ELLSLLPK 555.4289 912.5789 22.5708 1474 1 912.5789 3.66
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 710.3212 AMEMTK 126.0085 710.3187 20.3416 1461 1 710.3187 ‐3.3441
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 819.3843 SEEIADR 148.4104 819.3872 17.9089 1098 1 819.3872 4.0758
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1484.9087 PVLVGPVSYLLLSK 2845.3330 1484.8990 24.7468 801 1 1484.8990 ‐3.5707
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 1163.6208 GVTAFGFDLVR 239.5055 1163.6238 19.7038 1032 1 1163.6238 4.90
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 None 813.4716 EVITELK 180.7612 813.4706 20.0757 877 2 407.2389 ‐2.8800
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  12835.1500 84698.9500 96 49.41 Carbamidomethyl+C(16) 2196.1192 MLAVLEQNILWVNPDCGLK 248.7006 2196.1135 21.9863 791 2 1098.5604 ‐1.4948
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1658.8285 YGAGIGPGVYDIHSPR 34914.2300 1658.8293 24.6800 73162 3 553.6146 ‐0.3455
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1411.7904 GGIGVIQIDEAALR 92983.2700 1411.7898 31.3806 60885 2 706.3985 ‐0.6572
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 942.5619 VVEVNALAK 14176.8200 942.5605 20.2928 48423 2 471.7839 ‐2.6893
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1235.5759 GNASVPAMEMTK 58480.8100 1235.5769 20.9615 42295 2 618.2921 0.2428
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 27414.2200 2384.2155 40.1583 38770 3 795.4100 ‐0.4479
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 2075.0880 ALAGQKDEALFSANAAALASR 14287.1100 2075.0894 28.2000 28511 3 692.3680 0.3341
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 3920.8750 1714.9339 21.5647 15239 3 572.3162 0.9790
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1506.7547 DEALFSANAAALASR 6407.6110 1506.7537 28.7526 8828 2 753.8805 ‐0.7287
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 812.4989 EGLPLRK 262.2751 812.4883 20.3719 14767 2 406.7478 ‐14.4354
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1662.8558 DEALFSANAAALASRR 495.0626 1662.8271 26.5832 10050 2 831.9172 ‐17.0265
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1021.5465 SWLAFAAQK 58.7108 1021.5337 33.9052 8278 2 511.2705 ‐13.6555
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1116.5531 IPSSEEIADR 740.1115 1116.5681 30.6043 2228 1 1116.5681 15.1485
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 1043.5269 GVYDIHSPR 144.4454 1043.5324 22.8886 18835 2 522.2699 4.52
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 997.5313 ALAGQKDEAL 161.4099 997.5341 27.3718 11403 2 499.2707 1.92
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 887.4370 YDIHSPR 70.8137 887.4343 25.9144 6238 2 444.2208 ‐4.3769
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 667.3410 ALAGQKD 55.8001 667.3378 26.0417 5266 1 667.3378 ‐4.6379
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 603.3097 EIADR 157.3471 603.3104 29.1889 3940 1 603.3104 1.0993
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 747.3824 SWLAFAA 70.1723 747.3792 31.0270 3671 1 747.3792 ‐3.9786
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 915.4894 QIDEAALR 2590.4060 915.4864 31.3786 2548 1 915.4864 ‐2.3534
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  4922.2370 84698.9500 96 49.41 None 843.4934 VEVNALAK 1182.8320 843.4938 19.7354 1038 2 422.2505 ‐1.0359
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 123838.9000 2140.2607 24.7406 64241 2 1070.6340 0.2843
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1096.5786 YLFAGVVDGR 39670.8000 1096.5791 17.8200 53423 2 548.7932 ‐0.8726
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 22633.6200 2861.4267 20.8588 46131 3 954.4804 ‐0.4962
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1181.6313 GVTAFGFDLVR 42968.7000 1181.6318 20.0609 44708 2 591.3196 ‐0.6993
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1199.5732 FALESFWDGK 32414.7100 1199.5731 20.2644 42175 2 600.2902 ‐1.1439
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1146.6769 SFELLSLLPK 34534.4800 1146.6776 22.5734 35956 2 573.8424 ‐0.5988
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11807.3700 2213.1410 22.2733 31906 2 1107.0741 ‐0.7223
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 2310.3068 LNLPILPTTTIGSFPQTVELR 4925.4860 2310.3023 22.3563 25782 2 1155.6548 ‐0.2965
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 3261.6400 3013.4220 20.5413 22416 4 754.1110 1.18
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 9531.4090 2418.2640 25.5672 22265 2 1209.6356 0.9371
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1790.9622 GMLTGPVTILNWSFVR 4854.2320 1790.9639 23.5630 12540 2 895.9856 1.35
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 734.4559 LLSVFR 14596.9700 734.4569 16.9308 4410 1 734.4569 1.99
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 960.5652 2300.2221 22.3795 3627 3 767.4122 2.0385
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1506.7547 DEALFSANAAALASR 441.0756 1506.7343 24.6165 4113 2 753.8708 ‐13.8684
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1021.5465 SWLAFAAQK 132.7728 1021.5561 23.9788 1847 1 1021.5561 10.66
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 4382.9150 2438.4023 21.2637 19314 3 813.4723 0.0705
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 Carbamidomethyl+C(7) 3013.5762 LVVSTSCSLLHTAVDLINETKLDDEIK 978.8807 3013.5902 23.1428 8319 4 754.1530 4.1673
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 924.4938 AFGFDLVR 154.3649 924.4891 19.5944 6605 1 924.4891 ‐4.1766
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 673.3628 AGVVDGR 5839.3090 673.3616 17.8298 5864 1 673.3616 ‐1.8832
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 508.2878 SVFR 895.2057 508.2883 16.9302 4144 1 508.2883 0.1999
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1278.6113 PEVNFSYASHK 167.9249 1278.6110 17.7892 2598 2 639.8091 ‐1.1833
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 912.5764 ELLSLLPK 491.3960 912.5789 22.5708 1474 1 912.5789 3.53
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase  7254.5320 84698.9500 96 49.41 None 1484.9087 PVLVGPVSYLLLSK 3105.2290 1484.8990 24.7468 801 1 1484.8990 ‐3.5641
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1561.7241 SLDSHIEDQFASGR 8757.9150 1561.7260 23.5731 24289 3 521.2469 0.2493
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1704.8915 VLDVVYNASNNELVR 33347.1200 1704.8926 17.4297 22208 2 852.9499 0.7581



NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1245.6838 SAIVQVDAAPFK 24370.6100 1245.6853 26.7915 21821 2 623.3463 0.4444
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1657.7453 LDTGNYSWGSEATTR 2657.2210 1657.7478 23.6684 17034 2 829.3776 1.62
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 965.4938 ADGYILEGK 31470.4700 965.4938 20.6267 16979 2 483.2506 ‐1.3126
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 959.4543 ELEFYMK 8998.7210 959.4554 26.4986 11553 2 480.2313 ‐0.1243
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1857.8712 DGEEGEEAAVAAPEEVKK 2955.2220 1857.8743 19.1375 10302 3 619.9630 0.9814
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1985.9662 KDGEEGEEAAVAAPEEVKK 2083.0930 1985.9676 17.7570 7350 3 662.6607 0.1745
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 894.4567 DGYILEGK 552.0773 894.4561 18.4378 7991 2 447.7317 ‐2.1002
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 831.4319 SNNELVR 148.4516 831.4337 17.4917 4739 1 831.4337 2.78
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 729.4141 PEEVKK 43.2802 729.4155 20.5241 1752 1 729.4155 2.0182
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 974.5306 VQVDAAPFK 368.9573 974.5276 26.7996 1237 1 974.5276 ‐1.9973
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 6101.5430 25107.6706 21 40.99 None 1228.6572 SAIVQVDAAPFK 367.5842 1228.6504 27.2137 1212 1 1228.6504 ‐3.5670
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1561.7241 SLDSHIEDQFASGR 9024.8960 1561.7260 23.5731 24289 3 521.2469 0.2869
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1245.6838 SAIVQVDAAPFK 32592.0600 1245.6853 26.7915 21821 2 623.3463 0.5900
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1657.7453 LDTGNYSWGSEATTR 1831.1500 1657.7478 23.6684 17034 2 829.3776 1.85
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 959.4543 ELEFYMK 11188.7300 959.4554 26.4986 11553 2 480.2313 0.0096
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1962.0403 TRVLDVVYNASNNELVR 324.3767 1962.0322 36.7564 2040 2 981.5197 ‐3.3338
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1005.4636 IEDQFASGR 1984.9240 1005.4681 23.5781 2629 2 503.2377 3.00
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 974.5306 VQVDAAPFK 604.9380 974.5276 26.7996 1237 1 974.5276 ‐1.8278
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2807.3950 25107.6706 21 40.99 None 1227.6732 SAIVQVDAAPFK 308.0677 1227.6755 27.9159 4200 2 614.3414 1.48
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 2357.8480 2075.0384 20.8369 24945 3 692.3510 ‐0.1941
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 6012.7400 2187.1851 20.7170 20922 2 1094.0962 ‐2.1054
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 2724.3111 NPDQVTENDFAFTGLGTAGNTSNIIK 289.0371 2724.2609 42.6613 2875 2 1362.6341 ‐16.3150
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 858.5043 LKGVLGGTN 150.6275 858.5051 23.7481 2731 1 858.5051 1.00
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 602.3620 GVSLAR 294.2084 602.3630 19.6781 1821 1 602.3630 1.73
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 903.3511 22007.2837 9 19.91 None 2270.1299 VTENDFAFTGLGTAGNTSNIIK 242.6182 2270.1345 42.1385 1267 3 757.3830 1.51
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1135.1620 22007.2837 9 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 1356.2580 2075.0384 20.8369 24945 3 692.3510 ‐0.3182
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1135.1620 22007.2837 9 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 9293.4870 2187.1851 20.7170 20922 2 1094.0962 ‐1.8417
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1135.1620 22007.2837 9 19.91 None 2057.0273 GDSMVFPQGLLHFQLNSGK 259.3888 2057.0380 18.8489 2347 3 686.3509 4.14
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 None 1980.9621 TINQVQETGSSVFDATQR 5102.0000 1980.9688 25.5718 12876 3 660.9944 2.93
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 None 1347.7002 DQIVSSLTEVEK 10768.8900 1347.7029 26.1214 12003 2 674.3551 1.23
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 None 1351.7831 VISIPLEELPNK 9859.8950 1351.7835 30.7133 9244 2 676.3954 ‐0.3078
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 4036.0070 2113.9506 26.8824 7943 2 1057.4789 1.93
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 6076.9780 1645.8486 32.7683 6782 2 823.4279 1.54
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 4727.5790 1445.6474 24.9515 6574 2 723.3274 ‐0.6234
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1479.8830 41399.5387 11 23.26 None 1049.5010 GSSVFDATQR 473.7602 1049.4999 23.5420 1142 1 1049.4999 0.2642
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1107.3700 41399.5387 11 23.26 None 1980.9621 TINQVQETGSSVFDATQR 5413.3270 1980.9688 25.5718 12876 3 660.9944 2.38
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1107.3700 41399.5387 11 23.26 None 1351.7831 VISIPLEELPNK 13481.0700 1351.7835 30.7133 9244 2 676.3954 ‐0.1579
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1107.3700 41399.5387 11 23.26 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 3216.7300 2113.9506 26.8824 7943 2 1057.4789 1.01
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1107.3700 41399.5387 11 23.26 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 7000.3300 1645.8486 32.7683 6782 2 823.4279 1.72
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1777.8603 GTGITEEFEEVPVQSR 19078.8800 1777.8638 27.3671 13976 2 889.4355 2.59
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1556.6863 SIPSAEEEDFNYR 13466.6200 1556.6875 23.7575 9844 2 778.8474 0.5935
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1259.7106 GFVLGNDGVLLR 4380.7090 1259.7162 19.2063 4770 2 630.3617 3.35
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1099.6259 ADGGLWLLVR 1025.0410 1099.6243 20.7181 3928 2 550.3158 ‐2.4392
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1373.7383 AAIQETVSATLNR 716.1558 1373.7394 34.0081 2688 2 687.3733 0.2908
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1402.4510 44160.6201 6 15.88 None 1802.9032 QTLLETKDGGSTWNPR 402.5437 1802.9425 18.5153 866 3 601.6523 21.0856
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1077.5324 GYALGTDAPGR 2462.2520 1077.5292 19.0365 10734 2 539.2683 ‐3.9753
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1074.5798 GMIGPVMITR 13673.8500 1074.5806 17.4542 9709 2 537.7940 ‐0.3406
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1055.5156 LFNSGNFEK 4169.7510 1055.5158 21.9360 9209 2 528.2615 ‐0.9896
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1718.9224 NWITINQLYTVPTR 5061.7280 1718.9226 20.0510 9125 2 859.9649 0.2667
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1520.7169 WFLPFDHSQESK 3475.1150 1520.7163 19.0095 5353 3 507.5770 ‐1.3755
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1433.7522 LPEFSETEAALVK 8894.0850 1433.7513 29.3455 6157 2 717.3793 ‐1.0318
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1513.7104 YPDIMREYVGDR 163.7589 1513.7500 23.0830 3023 2 757.3786 25.9141
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 Carbamidomethyl+C(12) 1549.7428 GYALGTDAPGRCSPK 198.9424 1549.7346 21.0031 880 2 775.3709 ‐5.4508
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 857.4476 ALGTDAPGR 247.9827 857.4455 19.3768 3390 1 857.4455 ‐1.8400
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 773.4338 GPVMITR 2652.9600 773.4350 17.4653 1770 1 773.4350 1.50
NP_197972.2 myrosinase 1 Arabidopsis thaliana 946.2825 51994.4753 26 15.13 None 1037.5051 LFNSGNFEK 163.4578 1037.5085 21.9410 1853 1 1037.5085 4.35
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 None 1055.5156 LFNSGNFEK 2250.9480 1055.5158 21.9360 9209 2 528.2615 ‐0.8518
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 None 1077.5324 GYALGTDAPGR 5252.7140 1077.5323 18.9126 2475 2 539.2698 ‐0.9785
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 None 1433.7522 LPEFSETEAALVK 7844.1450 1433.7513 29.3455 6157 2 717.3793 ‐0.8786
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 None 1766.8723 IFFHGWFMGPLTEGK 720.4344 1766.8779 36.9083 1691 2 883.9426 3.69
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 None 1832.9078 GLNVWDSFTHRFPEK 198.4042 1832.8921 25.8982 2237 2 916.9497 ‐8.0334
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 Carbamidomethyl+C(12) 1549.7428 GYALGTDAPGRCSPK 161.4874 1549.7346 21.0031 880 2 775.3709 ‐5.2929
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 Oxidation+M(13) 1867.9405 YKDDQKGMIGPVMITR 499.1039 1867.9459 28.1764 1236 2 934.4766 3.10
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 Oxidation+M(6) 1033.5533 MIGPVMITR 93.8355 1033.5566 26.9082 938 2 517.2820 2.51
NP_197972.2 myrosinase 1 Arabidopsis thaliana 418.4622 51994.4753 26 15.13 Oxidation+M(13) 1850.9139 YKDDQKGMIGPVMITR 143.5388 1850.9053 29.2739 3592 2 925.9563 ‐4.0382
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 None 1074.5798 GMIGPVMITR 16981.2200 1074.5806 17.4542 9709 2 537.7940 ‐0.6493
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 None 1718.9224 NWITINQLYTVPTR 3679.1880 1718.9226 20.0510 9125 2 859.9649 0.2895
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 None 1520.7169 WFLPFDHSQESK 2640.6980 1520.7163 19.0095 5353 3 507.5770 ‐1.5877
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 Oxidation+M(22) 2757.3680 AKIFFHGWFMGPLTEGKYPDIMR 749.0279 2757.3684 21.5287 2870 3 919.7943 0.3502
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 Oxidation+M(22) 2739.3574 AKIFFHGWFMGPLTEGKYPDIMR 527.9194 2739.3566 21.1768 2239 3 913.7904 ‐0.0885
NP_197972.2 myrosinase 1 Arabidopsis thaliana 554.8447 51994.4753 26 15.13 None 1056.5693 GMIGPVMITR 170.8708 1056.5725 18.2447 1618 2 528.7899 1.36
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 1033.5598 IMEIASLEK 10707.2100 1033.5599 25.7687 21301 2 517.2836 ‐1.1175
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 1146.6113 AGALGDSVSITR 6002.3600 1146.6122 21.6329 10988 2 573.8097 ‐0.1821
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 1572.6336 YFNIAENEAEEED 899.9596 1572.6369 26.1268 5362 2 786.8221 1.71
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 662.3832 SVSITR 133.1407 662.3861 21.2160 3524 1 662.3861 4.22
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 1015.5492 IMEIASLEK 336.7058 1015.5509 26.0524 1972 2 508.2791 0.4502
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 1452.3600 14104.1740 6 27.42 None 1128.6008 AGALGDSVSITR 391.5714 1128.6003 21.4950 922 2 564.8038 ‐1.4337
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 1167.6078 YKEDIQLMK 7236.3140 1167.6075 21.2183 67501 2 584.3074 ‐1.0776
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 Carbamidomethyl+C(21) 2362.1133 GFLFGTATAAYQVEGAVNETCR 1171.6760 2362.1165 34.8483 2828 3 788.0437 1.11



NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 2374.1404 HWITFNEPWVFAHAGYDVGK 377.1642 2374.1298 31.1829 946 3 792.0481 ‐4.4361
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 1819.9337 SGVQFYHDLIDELKR 199.7455 1819.9174 35.8583 2322 2 910.4623 ‐8.4518
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 1566.7475 EYAEFVFKEYGGK 450.5496 1566.7634 22.4371 1006 3 522.9260 9.62
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 Carbamidomethyl+C(9) 1224.5718 GPSVWDIYCK 441.0653 1224.5710 24.8809 879 1 1224.5710 1.77
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 1823.8956 EDIQLMKNLNTDSFR 314.4065 1823.9134 31.4133 942 3 608.6426 9.1076
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 536.2351 YKED 2912.2020 536.2347 21.2217 2867 1 536.2347 ‐1.1409
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 910.4206 HWITFNE 80.3156 910.4227 30.7166 2701 1 910.4227 3.39
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 None 876.4495 EDIQLMK 2640.6240 876.4510 21.2153 2558 1 876.4510 2.91
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 212.1639 61547.5664 11 9.57 Carbamidomethyl+C(9) 1078.4663 GPSVWDIYC 225.0185 1078.4673 25.5294 907 1 1078.4673 2.78
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1494.7223 ITPSWVGFTDSER 11698.5700 1494.7220 18.0835 24325 2 747.8646 ‐0.5183
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1564.8291 VFSPEEISAMILTK 18209.6900 1564.8319 21.8844 20778 2 782.9196 1.56
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1345.6457 NALETYVYNMK 13177.3700 1345.6496 28.5428 19425 2 673.3284 2.93
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 4877.1760 1861.9483 31.6936 18334 2 931.4778 0.7592
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 2053.0124 VEIESLFDGVDFSEPLTR 16489.8600 2053.0101 38.8769 17503 2 1027.0087 ‐0.3089
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1155.6480 DAGVIAGLNVAR 12940.7300 1155.6505 26.2083 15074 2 578.3289 1.02
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1907.0021 IKDAVVTVPAYFNDAQR 14509.3300 1907.0052 17.2564 14204 3 636.3399 0.9814
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1296.6219 FEELNNDLFR 3074.5350 1296.6199 29.3305 14153 2 648.8136 ‐2.1751
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1550.7962 AVVTVPAYFNDAQR 9713.4690 1550.7960 28.0367 11655 2 775.9016 ‐0.2596
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 2498.0841 EALEWLDENQNSEKEEYDEK 7606.7470 2498.0854 26.8575 9273 3 833.3667 0.4879
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1210.5739 DFFEGKEPNK 5373.6940 1210.5753 19.8183 5977 2 605.7913 0.3830
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1536.7513 NGHVEIIANDQGNR 3821.9410 1536.7508 17.1495 4215 3 512.9218 ‐1.3411
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 981.4888 ETAEAYLGK 4234.8290 981.4877 18.7046 3541 2 491.2475 ‐2.2928
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1523.7601 ARFEELNNDLFR 3004.6020 1523.7625 28.9953 10187 2 762.3849 1.33
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 Carbamidomethyl+C(2) 2039.0855 DCRLLGKFDLNGIPPAPR 1057.6690 2039.1067 20.3569 4042 3 680.3737 9.77
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1347.6937 LSQEEIDRMVK 191.1084 1347.6810 18.6708 2097 2 674.3441 ‐9.9635
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1117.5735 LADKLEGDEK 3617.4500 1117.5709 24.0029 1859 2 559.2891 ‐3.3468
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1157.6565 IKDAVVTVPAY 2326.3090 1157.6521 17.2538 3887 2 579.3297 ‐4.6726
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 532.2878 DLFR 151.7162 532.2877 29.4058 3780 1 532.2877 ‐0.7853
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 636.3464 AVYQR 87.1454 636.3445 33.1523 3101 1 636.3445 ‐3.1154
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 887.4330 IANDQGNR 389.7355 887.4325 18.0637 2478 1 887.4325 0.2534
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 633.2991 NGHVEI 2909.0700 633.2998 17.1431 1899 1 633.2998 0.9186
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 778.3842 NNDLFR 307.7818 778.3835 28.3651 1807 1 778.3835 ‐0.6683
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1081.5061 PAYFNDAQR 238.9017 1081.5128 16.5659 1346 2 541.2600 5.1114
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 247.7544 1334.6927 30.5146 1285 2 667.8500 2.94
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1281.6222 TVPAYFNDAQR 180.5832 1281.6265 29.7744 1048 2 641.3169 2.44
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 Carbamidomethyl+C(2) 1847.9473 DCRLLGKFDLNGIPPAP 526.1979 1847.9500 19.8532 902 3 616.6549 0.7939
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6829.4770 73914.5211 52 33.18 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1345.6457 NALETYVYNMK 15138.2300 1345.6496 28.5428 19425 2 673.3284 2.90
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 5571.9100 1861.9483 31.6936 18334 2 931.4778 0.9297
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 2053.0124 VEIESLFDGVDFSEPLTR 15864.6900 2053.0101 38.8769 17503 2 1027.0087 ‐0.1306
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1155.6480 DAGVIAGLNVAR 10332.3000 1155.6505 26.2083 15074 2 578.3289 1.22
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1296.6219 FEELNNDLFR 2185.6050 1296.6199 29.3305 14153 2 648.8136 ‐2.0275
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1550.7962 AVVTVPAYFNDAQR 16444.9300 1550.7960 28.0367 11655 2 775.9016 ‐0.1017
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 2661.2638 GVNPDEAVAYGAAVQGGILSGEGGDE 727.1336 2661.2599 31.0404 2715 3 887.7582 ‐1.1317
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1536.7513 NGHVEIIANDQGNR 252.3528 1536.7890 25.9006 2114 3 512.9345 23.5162
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 834.4855 2691.3048 31.3486 797 3 897.7731 6.0088
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1523.7601 ARFEELNNDLFR 2749.0010 1523.7586 28.4323 10141 2 762.3829 ‐1.0673
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1374.7111 LADKLEGDEKEK 328.2054 1374.7180 22.1139 3529 2 687.8626 4.54
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 Carbamidomethyl+C(20) 2660.3488 EEATKLGSVIGIDLGTTYSCVGVYK 573.4273 2660.3499 38.0210 800 3 887.4548 0.7735
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 Oxidation+M(11) 1576.8112 GRLSQEEIDRMVK 379.5502 1576.8206 20.0545 787 3 526.2784 5.0746
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 532.2878 DLFR 93.5695 532.2877 29.4058 3780 1 532.2877 ‐0.6595
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1081.5061 PAYFNDAQR 232.6043 1081.5081 29.4346 990 1 1081.5081 3.07
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2072.0510 73914.5211 52 33.18 None 1137.6375 DAGVIAGLNVAR 438.6025 1137.6369 24.5300 3715 2 569.3221 ‐1.3572
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 733.3727 DLTNATV 911.4835 733.3692 27.3801 7349 1 733.3692 ‐4.5927
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 4123.3160 2641.3592 41.6196 6006 3 881.1246 2.0261
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1720.8752 HEEELAEPQEIVAVK 7873.6630 1720.8780 24.9290 5554 3 574.2975 0.8046
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1971.0546 ALNDTIITGVPTTINYHK 10726.1100 1971.0576 17.6822 5438 3 657.6907 0.9614
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1091.5983 LILDVEDFK 2821.9910 1091.5995 31.7240 5396 2 546.3034 0.0820
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 2991.7100 1702.7391 24.6144 5205 2 851.8732 0.9439
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 1908.0860 2372.1084 31.7771 4898 3 791.3743 ‐1.4692
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 Carbamidomethyl+C(7) 3157.6198 LADEAVCIGEAPSNQSYLVIPNVLSAAIS 4374.8290 3157.6147 23.0244 2961 3 1053.2098 ‐0.9899
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 805.4090 EPGEFVK 179.9034 805.4068 20.0346 9212 1 805.4068 ‐2.3743
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 843.4584 GFRPGPGR 163.1324 843.4362 25.4448 5441 1 843.4362 ‐25.7538
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 907.4666 ATARETMK 599.4795 907.4893 30.5637 5015 2 454.2483 23.6145
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1170.6729 SITSPPSLALGK 141.8879 1170.6680 17.7528 1587 2 585.8376 ‐5.0371
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 990.4898 ATAGGGGRGMR 1753.7100 990.4934 28.2075 10393 2 495.7503 2.82
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 2182.0710 DHGINFIGPNPDSIRVMGDK 1078.3860 2182.0678 27.1496 8407 3 728.0275 ‐1.7890
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1941.0341 FVQNPRHIEFQVLADK 1307.9900 1941.0261 23.3145 1572 4 486.0120 ‐5.3409
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 747.3679 GGGGRGMR 516.4236 747.3651 28.6952 16479 1 747.3651 ‐3.4929
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 612.3100 ATARET 74.2772 612.3086 30.5919 7020 1 612.3086 ‐2.6304
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 992.5425 FVQNPRHI 135.7869 992.5488 24.4206 979 2 496.7781 5.1896



NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 787.3985 EPGEFVK 158.1463 787.3993 21.6021 1996 1 787.3993 1.49
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1232.6090 58900.5131 20 35.94 None 1954.0280 ALNDTIITGVPTTINYHK 336.1873 1954.0391 17.5526 5393 3 652.0179 5.0953
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 3083.2990 1288.6713 26.4119 17403 2 644.8393 2.0426
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1423.6700 ELAEDGYSGVEVR 41689.1900 1423.6694 22.1657 15072 2 712.3384 ‐0.7788
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1269.5780 DGYMVSSGQPTK 2998.6990 1269.5793 17.5433 3617 2 635.2933 0.3586
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTD 3390.0820 3590.7576 41.0109 1889 3 1197.5907 0.0839
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1425.6896 FPQDSVELYAEK 269.2987 1425.7028 32.3459 1356 2 713.3550 8.74
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 646.3519 SGVEVR 132.9007 646.3552 23.6907 4518 1 646.3552 4.98
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 597.2515 ELAEDG 88.3166 597.2544 18.9224 1570 1 597.2544 4.94
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 Carbamidomethyl+C(3) 914.4401 GLCAIAQAE 456.5755 914.4369 24.6083 1473 1 914.4369 ‐2.6688
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1251.5674 DGYMVSSGQPTK 360.0181 1251.5726 16.4524 2786 2 626.2899 3.35
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 Carbamidomethyl+C(3) 1271.6413 GLCAIAQAESLR 248.2782 1271.6465 24.3580 1803 2 636.3269 3.35
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1408.6631 FPQDSVELYAEK 122.2509 1408.6699 33.3852 1506 2 704.8386 4.59
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2957.4100 27629.2556 21 33.47 None 1252.5514 DGYMVSSGQPTK 253.3734 1252.5497 19.2071 1010 2 626.7785 ‐2.1067
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 1974.4570 1288.6713 26.4119 17403 2 644.8393 2.1899
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTD 2124.5000 3590.7576 41.0109 1889 3 1197.5907 0.4455
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 None 936.4785 EYIDAAVR 126.3640 936.4940 29.3350 2966 2 468.7506 15.2802
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 None 1425.6896 FPQDSVELYAEK 166.0083 1425.7028 32.3459 1356 2 713.3550 8.03
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 Carbamidomethyl+C(10) 1797.8874 FVMESGAKGCEVIVSGK 557.2866 1797.8864 34.9750 2218 2 899.4469 ‐0.0449
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 Oxidation+M(6) 1560.7363 FKDGYMVSSGQPTK 265.1941 1560.7338 21.6451 2742 2 780.8705 ‐1.5604
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 Carbamidomethyl+C(9) 1650.8190 VMESGAKGCEVIVSGK 116.4733 1650.8127 36.4900 2427 2 825.9100 ‐3.6405
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 None 1407.6791 FPQDSVELYAEK 227.2405 1407.6823 30.8323 4678 2 704.3448 1.66
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 398.9092 27629.2556 21 33.47 None 1408.6631 FPQDSVELYAEK 120.0359 1408.6699 33.3852 1506 2 704.8386 4.81
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 2284.1530 KDLNQTVMTIFYGVDPTDVK 4432.2410 2284.1622 19.6882 33806 3 762.0589 3.81
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(19) 3327.6242 FSYDALSPEDKDLFLHIACLFNNEEIVK 3405.6660 3327.6191 25.5286 3890 3 1109.8779 ‐0.6516
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(10) 1904.9859 ELIQTSSSTCSILPGRR 144.0830 1905.0281 18.6078 12098 3 635.6809 21.3836
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 1373.7060 GIVPFIDNDIDR 351.0432 1373.6983 19.2353 9270 2 687.3528 ‐6.2104
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(8) 2013.9587 NYASSSWCLNELVEITK 225.2031 2013.9905 20.6552 8270 2 1007.4989 16.7147
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(2) 1274.6773 ACVLLVNKDDK 660.7080 1274.7048 20.1749 4865 2 637.8560 20.6191
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 1059.6044 IIITTQDQK 43.3539 1059.6223 22.8791 4294 2 530.3148 15.4324
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 976.5284 TFLSHMLK 83.3885 976.5103 23.0770 1942 1 976.5103 ‐17.5953
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 3463.6297 FSGDFGLSVFMDNIKELMHTRPVGSD 527.6138 3463.5754 20.0719 1818 3 1155.1966 ‐14.6433
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 1805.9327 LHLQNQLMSEITNHK 255.4587 1805.9747 23.3280 1630 2 903.4910 23.6594
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 4108.9895 VLYNRFSGDFGLSVFMDNIKELMHTRP 2043.7220 4108.9678 20.9515 7033 4 1027.9974 ‐4.9086
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(3)
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(6) 2407.2399 SIKGICFDLDNLSGRLNISER 581.9063 2407.2438 18.3593 2044 3 803.0861 1.84
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 3769.9800 VEDYLALDFLDARHGLHLLAEKSLIDLEG 164.4662 3769.9959 20.3859 1107 3 1257.3368 5.00
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Oxidation+M(1) 1501.8043 MKSLLSLHSNEVK 795.9839 1501.8103 23.9899 5430 2 751.4088 3.48
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 1307.6776 LHLQNQLMSEI 148.0730 1307.6701 23.9581 5672 1 1307.6701 ‐3.4788
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 827.4258 NNEEIVK 125.4296 827.4291 23.9884 3826 1 827.4291 4.55
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 773.4040 VDPTDVK 147.0533 773.4030 21.5797 1975 1 773.4030 ‐0.9970
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 None 1454.7348 KDLNQTVMTIFY 230.8021 1454.7292 19.0715 1836 2 727.8682 ‐4.3106
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(6) 1358.6773 SIKGICFDLDNL 215.0366 1358.6726 18.1961 1542 2 679.8399 ‐4.2161
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 210.5825 121999.4669 21 7.93 Carbamidomethyl+C(3)
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 287999.0000 1548.8075 18.7868 4580532 2 774.9074 ‐1.1535
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 935.4945 IIGFDNTR 75873.4500 935.4942 22.2863 2062073 2 468.2507 ‐1.6635
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 201133.1000 2080.9922 21.1050 928968 3 694.3356 ‐1.8044
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 952.4887 EYPGAFIR 35569.3400 952.4878 23.9999 870328 2 476.7475 ‐2.2870
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 907.4884 EVDYLLR 68485.4500 907.4883 24.3292 752540 2 454.2478 ‐1.4987
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 914.4229 YWTMWK 27896.6800 914.4219 18.1806 622473 2 457.7146 ‐2.4758
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 190590.5000 2086.0283 19.8508 521082 2 1043.5178 ‐0.5903
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1939.9899 FETLSYLPDLSDVELAK 93762.7900 1939.9871 21.2921 318436 2 970.4972 ‐0.8593
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1365.5818 EHGNTPGYYDGR 69207.6300 1365.5798 14.4873 306773 3 455.8648 ‐2.6717
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 935.4945 SSAAFPVTR 344.8623 935.4968 27.4653 26339 2 468.2520 1.0474
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 924.5666 VWPPIGKK 10325.9200 924.5672 16.3543 10845 1 924.5672 1.88
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1080.5837 KEYPGAFIR 922.7605 1080.5839 21.0520 7013 2 540.7956 ‐0.8429
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 796.4716 VWPPIGK 14080.4200 796.4722 15.7515 6026 2 398.7397 ‐0.9162
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFTG 1091.5090 2754.3925 23.2998 4723 3 918.8023 2.0372
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 2068.0849 KFETLSYLPDLSDVELAK 126879.9000 2068.0823 20.4349 692275 3 690.0323 ‐1.7222
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 2196.1798 KKFETLSYLPDLSDVELAK 51612.3200 2196.1777 19.4922 282969 3 732.7308 ‐1.2837
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 709.3264 GFDNTR 9824.2690 709.3257 22.2820 453424 1 709.3257 ‐0.8846
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 565.2803 TMWK 1904.9600 565.2803 18.1755 40189 1 565.2803 ‐0.3689
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 564.3504 YLLR 153.4425 564.3503 24.3130 21554 1 564.3503 ‐0.6613
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 693.2951 EHGNTPG 17410.8200 693.2945 14.4823 17080 1 693.2945 ‐0.8853
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 511.3239 PPIGK 2002.2750 511.3230 16.3770 13853 1 511.3230 ‐2.2652
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 539.2209 EHGNT 6106.7050 539.2207 14.4816 12176 1 539.2207 ‐0.8645
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 418.6646 1781.8310 18.1235 12022 2 891.4191 ‐0.0481
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 267.0900 1402.7075 16.7895 10563 2 701.8574 2.39
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 454.7398 1440.6653 25.3014 10390 2 720.8363 2.1549
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1449.7472 SYLPDLSDVELAK 129.1655 1449.7548 20.4907 9665 2 725.3810 4.47
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 856.3584 EHGNTPGY 569.7195 856.3597 14.4737 7491 1 856.3597 2.1730
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 698.3291 QVQCIS 191.8774 698.3301 21.6998 6802 1 698.3301 1.16
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 414.2711 PIGK 178.5533 414.2710 16.3539 6443 1 414.2710 ‐1.3317
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1663.8789 TLSYLPDLSDVELAK 289.0623 1663.8778 23.4385 5634 3 555.2974 ‐1.5373
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 856.9299 1062.4919 18.7672 4415 1 1062.4919 0.7970
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 869.4403 KFETLSY 865.3084 869.4420 19.4724 4219 1 869.4420 2.39
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1066.5092 FETLSYLPD 272.0122 1066.5093 21.6455 3115 2 533.7583 ‐0.9767
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 976.4921 QVQCISFI 255.7452 976.4935 19.6850 2797 1 976.4935 2.14
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 748.3512 PPSFTEA 3509.3510 748.3549 19.8562 2529 1 748.3549 5.1250



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 958.4815 QVQCISFI 707.6771 958.4859 19.6818 2453 2 479.7466 3.78
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(6) 991.4554 LPLFGCTDS 308.6190 991.4527 19.6532 2399 1 991.4527 ‐1.6197
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1457.7311 SFIAYKPPSFTEA 2683.4460 1457.7257 19.8509 2234 1 1457.7257 ‐0.8284
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 276.4992 1338.6712 17.5200 2098 2 669.8392 ‐1.3748
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 989.5150 DLSDVELAK 190.2135 989.5190 19.7639 2022 2 495.2631 2.11
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 822.4104 IGFDNTR 69.8792 822.4075 24.2249 1996 1 822.4075 ‐3.0369
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1099.4803 GNTPGYYDGR 1295.8030 1099.4779 14.4807 1995 1 1099.4779 ‐0.6552
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1307.6882 KFETLSYLPDL 141.7200 1307.6823 20.6507 1653 2 654.3448 ‐5.1402
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 652.3049 FDNTR 159.0647 652.3056 20.8853 1614 1 652.3056 0.9785
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 521.2103 EHGNT 236.8603 521.2095 14.4941 1568 1 521.2095 ‐2.0868
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 231.1892 1078.5258 19.4748 1423 2 539.7665 4.89
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 1338.6875 QVQCISFIAYK 426.4286 1338.6827 19.7137 1399 1 1338.6827 ‐1.1950
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1149.5687 ELEHGFVYR 159.6597 1149.5649 19.3093 1357 2 575.2861 ‐4.3025
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1362.7151 YLPDLSDVELAK 380.8839 1362.7051 21.2928 1316 1 1362.7051 ‐4.8692
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 Carbamidomethyl+C(4) 1029.5186 QVQCISFIA 269.6559 1029.5144 18.8900 1270 1 1029.5144 ‐2.8547
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 979.5247 KKFETLSY 124.3661 979.5285 17.2482 1268 2 490.2679 2.09
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 628.3665 SAQVLK 221.7046 628.3674 19.2529 1194 1 628.3674 1.07
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 964.5138 KFETLSYL 120.9201 964.5171 18.9455 1186 2 482.7622 2.1239
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 874.4880 LSDVELAK 127.6285 874.4881 20.4521 1183 2 437.7477 ‐1.3789
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 1347.5713 EHGNTPGYYDGR 1264.7000 1347.5728 16.4573 10878 2 674.2901 0.6242
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 896.4124 YWTMWK 123.8887 896.4102 18.1828 1864 2 448.7088 ‐3.8062
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 82388.1400 20569.5334 115 84.53 None 934.4781 EYPGAFIR 161.6222 934.4761 23.0329 1600 1 934.4761 ‐1.3075
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 935.4945 IIGFDNTR 86938.5300 935.4942 22.2859 2058039 2 468.2507 ‐1.5313
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 952.4887 EYPGAFIR 39470.3600 952.4878 23.9995 868839 2 476.7475 ‐2.1566
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 907.4884 EVDYLLR 56338.0600 907.4883 24.3289 751575 2 454.2478 ‐1.3689
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 1939.9899 FETLSYLPDLSDVELAK 118330.2000 1939.9886 37.0882 118223 2 970.4980 0.1165
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 16873.2600 2080.9969 36.8311 22513 3 694.3372 0.6020
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 1080.5837 KEYPGAFIR 1911.6390 1080.5839 21.0520 7013 2 540.7956 ‐0.7040
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 2068.0849 KFETLSYLPDLSDVELAK 4238.0880 2068.0832 35.3335 11094 3 690.0326 ‐1.1337
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 658.3763 2323.1120 35.7659 862 2 1162.0597 ‐7.4317
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 709.3264 GFDNTR 14066.8500 709.3257 22.2820 453424 1 709.3257 ‐0.7413
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 652.3049 FDNTR 5857.6770 652.3045 22.2802 21150 1 652.3045 ‐0.7012
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 1663.8789 TLSYLPDLSDVELAK 2155.4220 1663.8765 34.4940 8213 2 832.4419 ‐1.2229
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 505.2365 DNTR 3000.6930 505.2362 22.2908 6917 1 505.2362 ‐1.2070
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 635.2784 FDNTR 124.1730 635.2788 19.2739 6377 1 635.2788 0.6708
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 823.4461 YPGAFIR 154.8369 823.4454 23.9933 2957 1 823.4454 ‐0.2623
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 1086.5677 PDLSDVELAK 22696.1200 1086.5664 37.0821 2165 1 1086.5664 0.4348
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 20508.1900 20569.5334 115 84.53 None 1296.6371 FELEHGFVYR 322.5268 1296.6300 38.4764 929 1 1296.6300 ‐3.0920
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 268345.7000 1548.8075 18.7868 4580532 2 774.9074 ‐1.2183
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 195918.0000 2080.9922 21.1050 928968 3 694.3356 ‐1.9275
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 914.4229 YWTMWK 40920.9100 914.4219 18.1806 622473 2 457.7146 ‐2.8669
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 193975.6000 2086.0283 19.8508 521082 2 1043.5178 ‐0.3787
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1939.9899 FETLSYLPDLSDVELAK 140572.4000 1939.9871 21.2921 318436 2 970.4972 ‐0.7228
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 935.4945 IIGFDNTR 19382.0300 935.4951 15.1876 19060 2 468.2512 ‐1.1265
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 924.5666 VWPPIGKK 2886.6400 924.5672 16.3543 10845 1 924.5672 1.80
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFTG 1266.9370 2754.3925 23.2998 4723 3 918.8023 2.0211
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1080.5837 KEYPGAFIR 1064.9570 1080.5742 15.8748 10582 2 540.7907 ‐10.1238
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 935.4945 SSAAFPVTR 831.1196 935.5062 14.3167 1554 1 935.5062 13.4125
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 2068.0849 KFETLSYLPDLSDVELAK 206226.7000 2068.0823 20.4349 692275 3 690.0323 ‐1.8474
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 2196.1798 KKFETLSYLPDLSDVELAK 83805.8400 2196.1777 19.4922 282969 3 732.7308 ‐1.3886
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 565.2803 TMWK 4811.1790 565.2803 18.1755 40189 1 565.2803 ‐0.4072
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 982.5244 KFETLSYL 5950.5950 982.5240 20.4382 25560 1 982.5240 0.5951
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 197.7710 1781.8310 18.1235 12022 2 891.4191 0.0070
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1449.7472 SYLPDLSDVELAK 133.9412 1449.7548 20.4907 9665 2 725.3810 4.90
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 784.4353 1684.7818 21.1051 9124 2 842.8945 1.15
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 989.5150 DLSDVELAK 1632.9770 989.5149 20.4341 8555 1 989.5149 0.9938
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 709.3264 GFDNTR 2882.0660 709.3270 15.1880 5148 1 709.3270 0.9201
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 622.5815 1062.4919 18.7672 4415 1 1062.4919 0.7830
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1322.6991 KKFETLSYLPD 680.9467 1322.7022 19.5214 4043 2 661.8547 1.19
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 854.4294 FETLSYL 1363.4320 854.4311 21.2843 3100 1 854.4311 2.09
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 976.4921 QVQCISFI 190.6120 976.4935 19.6850 2797 1 976.4935 2.32
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1425.6797 EFELEHGFVYR 485.1291 1425.6714 21.1019 2762 1 1425.6714 ‐3.0856
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 748.3512 PPSFTEA 2299.7690 748.3549 19.8562 2529 1 748.3549 5.0956
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1020.5261 LEHGFVYR 586.9564 1020.5217 21.0965 2399 1 1020.5217 ‐3.1794
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1457.7311 SFIAYKPPSFTEA 2789.0740 1457.7257 19.8509 2234 1 1457.7257 ‐0.8231
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 111.0825 1338.6712 17.5200 2098 2 669.8392 ‐1.5477
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 822.4104 IGFDNTR 1592.1230 822.4097 15.1858 1957 1 822.4097 ‐0.3834
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 660.3828 PGAFIR 540.4233 660.3844 15.8624 1913 1 660.3844 2.75
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1278.6266 FELEHGFVYR 90.3323 1278.6187 25.5991 1786 1 1278.6187 ‐4.0193
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1199.6518 LPDLSDVELAK 190.8476 1199.6462 21.2871 1756 1 1199.6462 ‐2.7888
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 706.3770 KFETLS 1139.8910 706.3795 19.4540 1729 1 706.3795 3.23
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1149.5687 ELEHGFVYR 178.8764 1149.5693 20.3497 1482 1 1149.5693 2.1656
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 1338.6875 QVQCISFIAYK 317.4227 1338.6827 19.7137 1399 1 1338.6827 ‐1.1956
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 1362.7151 YLPDLSDVELAK 426.7697 1362.7051 21.2928 1316 1 1362.7051 ‐4.8686
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 760.4199 DSAQVLK 56.1309 760.4231 16.7789 1304 1 760.4231 4.38
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 Carbamidomethyl+C(4) 1029.5186 QVQCISFIA 140.1216 1029.5144 18.8900 1270 1 1029.5144 ‐2.8704
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 979.5247 KKFETLSY 91.3465 979.5285 17.2482 1268 2 490.2679 2.32
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 964.5138 KFETLSYL 110.8230 964.5171 18.9455 1186 2 482.7622 1.85
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 896.4124 YWTMWK 167.6163 896.4102 18.1828 1864 2 448.7088 ‐4.2066



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 73423.6200 20569.5334 115 84.53 None 918.4680 IIGFDNTR 90.0198 918.4627 17.3183 926 1 918.4627 ‐4.8535
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 935.4945 IIGFDNTR 86938.5300 935.4942 22.2859 2058039 2 468.2507 ‐1.5313
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 952.4887 EYPGAFIR 39470.3600 952.4878 23.9995 868839 2 476.7475 ‐2.1566
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 907.4884 EVDYLLR 56338.0600 907.4883 24.3289 751575 2 454.2478 ‐1.3689
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 1939.9899 FETLSYLPDLSDVELAK 118330.2000 1939.9886 37.0882 118223 2 970.4980 0.1165
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 16873.2600 2080.9969 36.8311 22513 3 694.3372 0.6020
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 1080.5837 KEYPGAFIR 1911.6390 1080.5839 21.0520 7013 2 540.7956 ‐0.7040
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 2068.0849 KFETLSYLPDLSDVELAK 4238.0880 2068.0832 35.3335 11094 3 690.0326 ‐1.1337
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 658.3763 2323.1120 35.7659 862 2 1162.0597 ‐7.4317
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 709.3264 GFDNTR 14066.8500 709.3257 22.2820 453424 1 709.3257 ‐0.7413
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 652.3049 FDNTR 5857.6770 652.3045 22.2802 21150 1 652.3045 ‐0.7012
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 1663.8789 TLSYLPDLSDVELAK 2155.4220 1663.8765 34.4940 8213 2 832.4419 ‐1.2229
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 505.2365 DNTR 3000.6930 505.2362 22.2908 6917 1 505.2362 ‐1.2070
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 635.2784 FDNTR 124.1730 635.2788 19.2739 6377 1 635.2788 0.6708
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 823.4461 YPGAFIR 154.8369 823.4454 23.9933 2957 1 823.4454 ‐0.2623
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 1086.5677 PDLSDVELAK 22696.1200 1086.5664 37.0821 2165 1 1086.5664 0.4348
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 20508.1900 20635.5059 16 33.15 None 1296.6371 FELEHGFVYR 322.5268 1296.6300 38.4764 929 1 1296.6300 ‐3.0920
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 287999.0000 1548.8075 18.7868 4580532 2 774.9074 ‐1.1535
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 935.4945 IIGFDNTR 75873.4500 935.4942 22.2863 2062073 2 468.2507 ‐1.6635
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 201133.1000 2080.9922 21.1050 928968 3 694.3356 ‐1.8044
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 952.4887 EYPGAFIR 35569.3400 952.4878 23.9999 870328 2 476.7475 ‐2.2870
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 907.4884 EVDYLLR 68485.4500 907.4883 24.3292 752540 2 454.2478 ‐1.4987
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 914.4229 YWTMWK 27896.6800 914.4219 18.1806 622473 2 457.7146 ‐2.4758
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1365.5818 EHGNTPGYYDGR 69207.6300 1365.5798 14.4873 306773 3 455.8648 ‐2.6717
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1954.0056 FETLSYLPDLTDVELAK 23881.1700 1954.0036 21.5017 64169 2 977.5054 ‐0.3682
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 924.5666 VWPPIGKK 10325.9200 924.5672 16.3543 10845 1 924.5672 1.88
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1080.5837 KEYPGAFIR 922.7605 1080.5839 21.0520 7013 2 540.7956 ‐0.8429
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 796.4716 VWPPIGK 14080.4200 796.4722 15.7515 6026 2 398.7397 ‐0.9162
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFTG 1091.5090 2754.3925 23.2998 4723 3 918.8023 2.0372
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 2082.1005 KFETLSYLPDLTDVELAK 5571.6410 2082.1039 35.6639 3130 3 694.7062 1.68
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 709.3264 GFDNTR 9824.2690 709.3257 22.2820 453424 1 709.3257 ‐0.8846
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 565.2803 TMWK 1904.9600 565.2803 18.1755 40189 1 565.2803 ‐0.3689
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 564.3504 YLLR 153.4425 564.3503 24.3130 21554 1 564.3503 ‐0.6613
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 693.2951 EHGNTPG 17410.8200 693.2945 14.4823 17080 1 693.2945 ‐0.8853
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 511.3239 PPIGK 2002.2750 511.3230 16.3770 13853 1 511.3230 ‐2.2652
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 539.2209 EHGNT 6106.7050 539.2207 14.4816 12176 1 539.2207 ‐0.8645
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 418.6646 1781.8310 18.1235 12022 2 891.4191 ‐0.0481
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 267.0900 1402.7075 16.7895 10563 2 701.8574 2.39
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 454.7398 1440.6653 25.3014 10390 2 720.8363 2.1549
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 856.3584 EHGNTPGY 569.7195 856.3597 14.4737 7491 1 856.3597 2.1730
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1100.5834 PDLTDVELAK 145.9415 1100.5801 20.6611 7485 1 1100.5801 ‐1.4998
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 414.2711 PIGK 178.5533 414.2710 16.3539 6443 1 414.2710 ‐1.3317
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 856.9299 1062.4919 18.7672 4415 1 1062.4919 0.7970
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 836.4189 FETLSYL 93.5617 836.4168 19.9919 3252 1 836.4168 ‐1.9182
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 674.3719 DVELAK 116.2961 674.3737 21.3569 3001 1 674.3737 2.63
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(6) 991.4554 LPLFGCTDS 308.6190 991.4527 19.6532 2399 1 991.4527 ‐1.6197
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 276.4992 1338.6712 17.5200 2098 2 669.8392 ‐1.3748
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 822.4104 IGFDNTR 69.8792 822.4075 24.2249 1996 1 822.4075 ‐3.0369
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1099.4803 GNTPGYYDGR 1295.8030 1099.4779 14.4807 1995 1 1099.4779 ‐0.6552
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 652.3049 FDNTR 159.0647 652.3056 20.8853 1614 1 652.3056 0.9785
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 521.2103 EHGNT 236.8603 521.2095 14.4941 1568 1 521.2095 ‐2.0868
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1395.6678 FETLSYLPDLTD 120.5219 1395.6622 21.8460 1482 2 698.3348 ‐4.4727
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 231.1892 1078.5258 19.4748 1423 2 539.7665 4.89
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1149.5687 ELEHGFVYR 159.6597 1149.5649 19.3093 1357 2 575.2861 ‐4.3025
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 628.3665 SAQVLK 221.7046 628.3674 19.2529 1194 1 628.3674 1.07
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1347.5713 EHGNTPGYYDGR 1264.7000 1347.5728 16.4573 10878 2 674.2901 0.6242
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 1935.9950 FETLSYLPDLTDVELAK 222.3098 1935.9923 18.8652 1896 2 968.4998 ‐0.8037
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 896.4124 YWTMWK 123.8887 896.4102 18.1828 1864 2 448.7088 ‐3.8062
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 56853.7700 20571.4625 72 69.61 None 934.4781 EYPGAFIR 161.6222 934.4761 23.0329 1600 1 934.4761 ‐1.3075
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 268345.7000 1548.8075 18.7868 4580532 2 774.9074 ‐1.2183
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 195918.0000 2080.9922 21.1050 928968 3 694.3356 ‐1.9275
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 914.4229 YWTMWK 40920.9100 914.4219 18.1806 622473 2 457.7146 ‐2.8669
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 29026.0200 2072.0141 19.8798 96268 2 1036.5107 0.2480
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1954.0056 FETLSYLPDLTDVELAK 38108.8700 1954.0036 21.5017 64169 2 977.5054 ‐0.2245
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 935.4945 IIGFDNTR 19382.0300 935.4951 15.1876 19060 2 468.2512 ‐1.1265
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 924.5666 VWPPIGKK 2886.6400 924.5672 16.3543 10845 1 924.5672 1.80
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFTG 1266.9370 2754.3925 23.2998 4723 3 918.8023 2.0211
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1080.5837 KEYPGAFIR 1064.9570 1080.5742 15.8748 10582 2 540.7907 ‐10.1238
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 2082.1005 KFETLSYLPDLTDVELAK 5781.1370 2082.0997 20.6240 114952 3 694.7047 ‐0.9818
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 565.2803 TMWK 4811.1790 565.2803 18.1755 40189 1 565.2803 ‐0.4072
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 197.7710 1781.8310 18.1235 12022 2 891.4191 0.0070
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 784.4353 1684.7818 21.1051 9124 2 842.8945 1.15
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1100.5834 PDLTDVELAK 630.4993 1100.5801 20.6255 5952 1 1100.5801 ‐1.4516
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 709.3264 GFDNTR 2882.0660 709.3270 15.1880 5148 1 709.3270 0.9201
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 622.5815 1062.4919 18.7672 4415 1 1062.4919 0.7830
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1003.5306 DLTDVELAK 130.6794 1003.5327 20.3551 2895 1 1003.5327 3.20
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1425.6797 EFELEHGFVYR 485.1291 1425.6714 21.1019 2762 1 1425.6714 ‐3.0856
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1020.5261 LEHGFVYR 586.9564 1020.5217 21.0965 2399 1 1020.5217 ‐3.1794
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 111.0825 1338.6712 17.5200 2098 2 669.8392 ‐1.5477



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 822.4104 IGFDNTR 1592.1230 822.4097 15.1858 1957 1 822.4097 ‐0.3834
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 660.3828 PGAFIR 540.4233 660.3844 15.8624 1913 1 660.3844 2.75
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1278.6266 FELEHGFVYR 90.3323 1278.6187 25.5991 1786 1 1278.6187 ‐4.0193
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 862.4305 KPPSFTDA 231.8723 862.4318 20.8367 1575 1 862.4318 2.1017
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1149.5687 ELEHGFVYR 178.8764 1149.5693 20.3497 1482 1 1149.5693 2.1656
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 760.4199 DSAQVLK 56.1309 760.4231 16.7789 1304 1 760.4231 4.38
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 1935.9950 FETLSYLPDLTDVELAK 216.9050 1935.9923 18.8652 1896 2 968.4998 ‐0.6693
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 896.4124 YWTMWK 167.6163 896.4102 18.1828 1864 2 448.7088 ‐4.2066
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 2064.0899 KFETLSYLPDLTDVELAK 294.4305 2064.1009 20.7703 757 3 688.7051 4.44
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 47354.8200 20571.4625 72 69.61 None 918.4680 IIGFDNTR 90.0198 918.4627 17.3183 926 1 918.4627 ‐4.8535
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1787.9902 IINEPTAAAIAYGLDKK 45265.5400 1787.9902 17.4292 109426 3 596.6683 ‐0.7293
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1228.6280 VEIIANDQGNR 84760.8100 1228.6291 18.0312 52931 2 614.8182 0.0961
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1494.7223 ITPSWVGFTDSER 11698.5700 1494.7220 18.0835 24325 2 747.8646 ‐0.5183
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1659.8952 IINEPTAAAIAYGLDK 22093.2700 1659.8952 30.1896 23442 2 830.4512 0.0283
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1564.8291 VFSPEEISAMILTK 18209.6900 1564.8319 21.8844 20778 2 782.9196 1.56
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1345.6457 NALETYVYNMK 13177.3700 1345.6496 28.5428 19425 2 673.3284 2.93
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 4877.1760 1861.9483 31.6936 18334 2 931.4778 0.7592
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1155.6480 DAGVIAGLNVAR 12940.7300 1155.6505 26.2083 15074 2 578.3289 1.02
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1907.0021 IKDAVVTVPAYFNDAQR 14509.3300 1907.0052 17.2564 14204 3 636.3399 0.9814
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1296.6219 FEELNNDLFR 3074.5350 1296.6199 29.3305 14153 2 648.8136 ‐2.1751
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 2019.0281 VEIESLFDGVDLSEPLTR 4826.0340 2019.0258 38.3772 12715 2 1010.0165 ‐0.3732
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1550.7962 AVVTVPAYFNDAQR 9713.4690 1550.7960 28.0367 11655 2 775.9016 ‐0.2596
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 2498.0841 EALEWLDENQNSEKEEYDEK 7606.7470 2498.0854 26.8575 9273 3 833.3667 0.4879
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1210.5739 DFFEGKEPNK 5373.6940 1210.5753 19.8183 5977 2 605.7913 0.3830
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1536.7513 NGHVEIIANDQGNR 3821.9410 1536.7508 17.1495 4215 3 512.9218 ‐1.3411
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 981.4888 ETAEAYLGK 4234.8290 981.4877 18.7046 3541 2 491.2475 ‐2.2928
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1248.6470 GTPQIEVTFEK 617.3354 1248.6685 30.1777 1620 2 624.8379 16.4165
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1523.7601 ARFEELNNDLFR 3004.6020 1523.7625 28.9953 10187 2 762.3849 1.33
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1117.5735 LADKLEGDEK 3617.4500 1117.5709 24.0029 1859 2 559.2891 ‐3.3468
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1447.7791 EPTAAAIAYGLDKK 229.2602 1447.7775 17.4875 4518 2 724.3924 ‐1.4506
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1157.6565 IKDAVVTVPAY 2326.3090 1157.6521 17.2538 3887 2 579.3297 ‐4.6726
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 532.2878 DLFR 151.7162 532.2877 29.4058 3780 1 532.2877 ‐0.7853
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 636.3464 AVYQR 87.1454 636.3445 33.1523 3101 1 636.3445 ‐3.1154
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 887.4330 IANDQGNR 389.7355 887.4325 18.0637 2478 1 887.4325 0.2534
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 633.2991 NGHVEI 2909.0700 633.2998 17.1431 1899 1 633.2998 0.9186
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 778.3842 NNDLFR 307.7818 778.3835 28.3651 1807 1 778.3835 ‐0.6683
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1081.5061 PAYFNDAQR 238.9017 1081.5128 16.5659 1346 2 541.2600 5.1114
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1000.5170 IIANDQGNR 192.6377 1000.5226 18.8252 1314 2 500.7649 4.00
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 247.7544 1334.6927 30.5146 1285 2 667.8500 2.94
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1281.6222 TVPAYFNDAQR 180.5832 1281.6265 29.7744 1048 2 641.3169 2.44
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 907.5247 IAYGLDKK 526.3107 907.5273 17.4182 823 1 907.5273 3.37
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6538.5910 67685.6184 64 35.56 None 1210.6175 VEIIANDQGNR 618.4474 1210.6225 19.7476 5225 2 605.8149 3.49
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1659.8952 IINEPTAAAIAYGLDK 17049.4400 1659.8952 30.1896 23442 2 830.4512 0.1906
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1345.6457 NALETYVYNMK 15138.2300 1345.6496 28.5428 19425 2 673.3284 2.90
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 5571.9100 1861.9483 31.6936 18334 2 931.4778 0.9297
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1155.6480 DAGVIAGLNVAR 10332.3000 1155.6505 26.2083 15074 2 578.3289 1.22
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1296.6219 FEELNNDLFR 2185.6050 1296.6199 29.3305 14153 2 648.8136 ‐2.0275
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 2019.0281 VEIESLFDGVDLSEPLTR 3859.5760 2019.0258 38.3772 12715 2 1010.0165 ‐0.1963
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1550.7962 AVVTVPAYFNDAQR 16444.9300 1550.7960 28.0367 11655 2 775.9016 ‐0.1017
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 2661.2638 GVNPDEAVAYGAAVQGGILSGEGGDE 727.1336 2661.2599 31.0404 2715 3 887.7582 ‐1.1317
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1228.6280 VEIIANDQGNR 262.6442 1228.6558 32.9754 2608 2 614.8316 21.9923
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1536.7513 NGHVEIIANDQGNR 252.3528 1536.7890 25.9006 2114 3 512.9345 23.5162
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1248.6470 GTPQIEVTFEK 316.0645 1248.6685 30.1777 1620 2 624.8379 16.5622
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 834.4855 2691.3048 31.3486 797 3 897.7731 6.0088
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1523.7601 ARFEELNNDLFR 2749.0010 1523.7586 28.4323 10141 2 762.3829 ‐1.0673
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1374.7111 LADKLEGDEKEK 328.2054 1374.7180 22.1139 3529 2 687.8626 4.54
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 Carbamidomethyl+C(20) 2660.3488 EEATKLGSVIGIDLGTTYSCVGVYK 573.4273 2660.3499 38.0210 800 3 887.4548 0.7735
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 Oxidation+M(10) 2032.9644 NALETYVYNMKNQVSDK 360.3384 2032.9621 34.9445 2341 2 1016.9847 ‐0.1907
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 801.4101 KNQVSDK 162.6154 801.4112 37.5511 3994 1 801.4112 1.94
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 532.2878 DLFR 93.5695 532.2877 29.4058 3780 1 532.2877 ‐0.6595
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1081.5061 PAYFNDAQR 232.6043 1081.5081 29.4346 990 1 1081.5081 3.07
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1749.0040 67685.6184 64 35.56 None 1137.6375 DAGVIAGLNVAR 438.6025 1137.6369 24.5300 3715 2 569.3221 ‐1.3572
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1787.9902 IINEPTAAAIAYGLDKK 67970.5800 1787.9902 17.4292 109426 3 596.6683 ‐0.8990
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1494.7223 ITPSWVGFTDSER 13599.8600 1494.7220 18.0835 24325 2 747.8646 ‐0.6109
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1564.8291 VFSPEEISAMILTK 29967.9900 1564.8319 21.8844 20778 2 782.9196 1.91
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1907.0021 IKDAVVTVPAYFNDAQR 20363.2900 1907.0052 17.2564 14204 3 636.3399 0.8306
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 2470.0170 2102.0881 20.4924 4915 2 1051.5477 3.1476
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 2661.2638 GVNPDEAVAYGAAVQGGILSGEGGDE 147.4104 2661.2525 22.6178 1719 2 1331.1299 ‐1.7304
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1674.9061 INEPTAAAIAYGLDKK 323.2315 1674.9149 17.5754 6178 3 558.9765 4.07
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1447.7791 EPTAAAIAYGLDKK 297.5220 1447.7775 17.4875 4518 2 724.3924 ‐1.5673
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1157.6565 IKDAVVTVPAY 330.5225 1157.6587 17.6506 1856 2 579.3330 0.6894
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1380.6906 VTVPAYFNDAQR 140.5545 1380.6885 18.6246 1185 2 690.8479 ‐2.2227
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 1231.6603 PEEISAMILTK 205.9057 1231.6623 23.9405 891 2 616.3348 0.6565
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3842.7340 67685.6184 64 35.56 None 907.5247 IAYGLDKK 314.9298 907.5273 17.4182 823 1 907.5273 3.21
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 536.0757 41554.2214 4 22.16 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 4095.4370 2256.2188 22.1755 8499 2 1128.6130 ‐0.8533
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 536.0757 41554.2214 4 22.16 None 1150.5891 FGVNEFVNPK 5940.2940 1150.5908 26.6633 8365 2 575.7990 0.5141
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 536.0757 41554.2214 4 22.16 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 1684.4170 2860.5155 30.1646 6987 3 954.1767 ‐1.3414
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 536.0757 41554.2214 4 22.16 None 2765.4178 YMNKEIKVDEYITHNLTLGEINK 1894.4510 2765.4208 21.2978 2082 3 922.4785 1.08
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1647.8081 AVLMDLEPGTMDSLR 12272.9800 1647.8104 32.4703 21963 2 824.4088 1.44



NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1215.5827 VSEQFTAMFR 2820.8550 1215.5835 18.0067 12155 2 608.2954 ‐0.1370
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1139.6935 LAVNLIPFPR 16245.9400 1139.6942 20.3080 9916 2 570.3507 ‐0.3883
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1919.8990 MASTFIGNSTSIQEMFR 7353.5450 1919.9036 20.3226 8504 2 960.4554 2.34
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1027.5571 YLTASAVFR 3313.4600 1027.5609 16.8719 7001 2 514.2841 2.37
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1972.9974 GHYTEGAELIDSVLDVVR 6261.9210 1972.9996 39.4697 6040 3 658.3380 0.5218
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 Carbamidomethyl+C(10) 1822.9229 EILHIQGGQCGNQIGAK 631.8613 1822.9266 21.7611 5955 3 608.3137 1.18
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 Carbamidomethyl+C(4) 976.4768 SSVCDIAPK 2847.3600 976.4781 17.5079 4236 2 488.7427 ‐0.0350
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1146.5902 FPGQLNSDLR 226.1871 1146.6067 23.9365 1385 1 1146.6067 16.0512
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 607.3814 LAVNLI 125.8034 607.3802 19.7509 3185 1 607.3802 ‐2.2803
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 1533.6450 50393.5293 20 23.65 None 1269.5892 GNSTSIQEMFR 254.3037 1269.5858 19.0892 1698 2 635.2965 ‐3.3881
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1215.5827 VSEQFTAMFR 2488.7680 1215.5835 18.0067 12155 2 608.2954 ‐0.3731
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1139.6935 LAVNLIPFPR 19185.7600 1139.6942 20.3080 9916 2 570.3507 ‐0.6635
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1919.8990 MASTFIGNSTSIQEMFR 3105.1810 1919.9036 20.3226 8504 2 960.4554 3.0996
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1027.5571 YLTASAVFR 9561.5890 1027.5609 16.8719 7001 2 514.2841 2.08
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 Carbamidomethyl+C(22)
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1146.5902 FPGQLNSDLR 165.6181 1146.6067 23.9365 1385 1 1146.6067 16.0413
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 607.3814 LAVNLI 281.0932 607.3802 19.7509 3185 1 607.3802 ‐2.3166
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 650.3620 ASAVFR 184.6945 650.3626 18.4478 2790 1 650.3626 0.6749
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 833.2271 50393.5293 20 23.65 None 1269.5892 GNSTSIQEMFR 102.3697 1269.5858 19.0892 1698 2 635.2965 ‐3.5965
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 426.3199 46497.0012 5 5.74 None 1543.7785 INMVDLPLGATEDR 6203.2300 1543.7743 30.8069 13752 2 772.3908 ‐2.7025
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 426.3199 46497.0012 5 5.74 None 1048.5278 IGGVMIMGDR 8498.5290 1048.5304 25.1073 6711 2 524.7688 1.48
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 426.3199 46497.0012 5 5.74 None 1139.5480 FDSNPKEFR 249.9243 1139.5575 30.1036 1399 2 570.2824 7.46
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 426.3199 46497.0012 5 5.74 None 2119.0488 YHVSVMNVATEINSVEQAK 216.9422 2119.0616 40.8065 1020 3 707.0254 5.21
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 426.3199 46497.0012 5 5.74 None 2548.2527 KDPLESMDSGILVTEKFYEVFT 521.5995 2548.2312 38.4359 2098 3 850.0819 ‐8.2171
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1171.5187 EMTLEEYEK 13810.7500 1171.5200 22.3888 11316 2 586.2637 0.2132
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1108.5521 NTDEEIFIK 3071.9330 1108.5523 24.0124 8936 2 554.7798 ‐0.8126
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1615.7962 EAAAPAIGDTAQFPSLG 4491.2700 1615.8005 31.3382 7950 2 808.4039 2.03
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1310.6409 VFESMQQLSNK 3071.6270 1310.6428 15.0868 3412 2 655.8250 0.8151
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 2532.1260 GNWGTTEDDIPPTSEEPTTEVEK 2148.9170 2532.1373 24.8380 1915 3 844.7173 4.60
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1596.7725 GGVANGESGDVERPPR 826.9832 1596.7786 25.5775 1147 2 798.8929 3.63
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 752.3686 GGSVGGYR 2859.6520 752.3569 20.8964 14511 1 752.3569 ‐15.3646
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 2145.0068 GGVANGESGDVERPPRNYDR 281.6841 2144.9949 21.4888 5626 2 1073.0011 ‐4.5601
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1274.6951 KELTAEEKAQK 2553.9520 1274.6993 21.8949 2232 2 637.8533 2.31
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1335.6261 GRGNGGYNRDNR 143.2523 1335.6335 17.9648 1068 2 668.3204 4.25
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 803.4145 PTTEVEK 103.5803 803.4181 24.9413 10909 1 803.4181 4.58
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 893.4615 DEEIFIK 364.0821 893.4608 25.6614 2326 1 893.4608 ‐0.0468
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 994.5092 TDEEIFIK 180.5304 994.5058 22.9610 2043 2 497.7565 ‐4.6331
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 802.3955 PRNYDR 179.6270 802.3942 22.0875 1947 1 802.3942 ‐1.1550
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1292.6303 VFESMQQLSNK 796.3831 1292.6313 15.6043 2078 2 646.8193 0.0968
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 1073.9270 37999.4893 20 29.13 None 1090.5415 NTDEEIFIK 227.4119 1090.5374 22.7939 1436 1 1090.5374 ‐2.3248
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 225.5170 37999.4893 20 29.13 None 1615.7962 EAAAPAIGDTAQFPSLG 3896.2110 1615.8005 31.3382 7950 2 808.4039 2.08
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 225.5170 37999.4893 20 29.13 None 1977.9916 YAKEAAAPAIGDTAQFPSLG 657.6020 1977.9446 33.7613 3063 2 989.4760 ‐22.9158
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 225.5170 37999.4893 20 29.13 None 1160.5066 QGGEDETPEAK 101.9932 1160.5141 22.8145 1829 1 1160.5141 8.94
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 225.5170 37999.4893 20 29.13 None 1865.9491 NTDEEIFIKLGSDKEK 469.0598 1865.9446 29.2735 4220 2 933.4760 ‐1.7667
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1066.5779 TTPSVVAYTK 25600.5000 1066.5791 19.4123 27791 2 533.7932 0.1275
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1579.8115 QAVVNPENTFFSVK 20352.1100 1579.8110 30.2991 24087 2 790.4092 ‐0.2264
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1751.8963 IINEPTAASLAYGFER 8772.7880 1751.8969 30.6895 18646 2 876.4521 0.7749
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1461.7696 QFAAEEISAQVLR 40883.3400 1461.7703 30.3041 14063 2 731.3888 0.2617
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1373.7271 DIDEVILVGGSTR 11453.1000 1373.7276 29.0184 13371 2 687.3674 ‐0.0047
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1010.5993 IPAVQDLVR 6876.4520 1010.6006 26.7837 9265 2 505.8039 0.2243
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 869.5091 GVPQIEVK 5296.1870 869.5078 20.9492 9110 2 435.2575 ‐2.8365
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 870.5407 IAGLEVLR 298.1830 870.5435 26.8763 2419 2 435.7754 1.92
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1589.8646 QFAAEEISAQVLRK 778.7225 1589.8644 27.3016 1051 3 530.6263 ‐0.9924
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1381.6594 NQADSVVYQTEK 268.8575 1381.6513 29.4172 3205 2 691.3293 ‐6.2016
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 1162.6520 1581.7580 29.5494 4762 3 527.9242 ‐0.7426
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1767.8218 DEVDTMVQEAERFAK 421.3973 1767.8108 33.0941 1793 2 884.4090 ‐5.7741
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 812.4876 VPQIEVK 339.1405 812.4887 20.9362 5657 2 406.7480 ‐0.1173
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 819.4611 IPAVQDLV 173.8560 819.4649 24.6150 2222 2 410.2361 3.26
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1182.5790 NPENTFFSVK 209.2449 1182.5808 31.0226 1765 1 1182.5808 3.94
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1059.5582 VQEAERFAK 237.3687 1059.5632 34.1221 1620 2 530.2852 3.31
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 993.5251 DIDEVILVGG 166.1429 993.5283 26.8467 1562 1 993.5283 4.16
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 1025.6102 EISAQVLRK 289.7647 1025.6099 27.1066 1330 2 513.3086 ‐1.3079
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 897.5152 PAVQDLVR 364.4998 897.5148 26.8153 1237 1 897.5148 0.3819
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 767.4298 SVVAYTK 741.1292 767.4273 19.4141 918 1 767.4273 ‐2.7966
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 2078.5600 77110.6784 21 18.38 None 852.5302 IAGLEVLR 432.9552 852.5310 25.1117 5820 2 426.7691 ‐0.4639
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1191.6004 VLAPYSAEDAR 24386.8000 1191.6025 19.6750 13642 2 596.3049 0.9104
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1687.8472 IAGADVPMPYAANLER 5616.8740 1687.8487 29.1112 13384 2 844.4280 0.9852
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1705.7585 DALNSAIDEEMSADPK 7434.6850 1705.7618 27.3237 13073 2 853.3845 2.0508
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1513.8220 LAEEGISAEVINLR 20164.4100 1513.8227 29.9890 9190 2 757.4150 0.1788
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1795.9160 SNYMSAGQINVPIVFR 2039.5560 1795.9165 19.9565 8691 2 898.4619 0.5933
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1009.5564 DVTIVTFSK 3534.4010 1009.5526 25.8712 4675 2 505.2799 ‐5.0002
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 2322.0588 EMTVRDALNSAIDEEMSADPK 453.3940 2322.1021 27.7890 1467 3 774.7056 18.4528
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 795.4611 TIVTFSK 182.8275 795.4612 27.9124 1387 1 795.4612 0.5222
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2295.7170 39461.0815 17 23.97 None 1496.7955 LAEEGISAEVINLR 555.1364 1496.7966 32.1532 2103 2 748.9020 0.5025
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1191.6004 VLAPYSAEDAR 22488.6300 1191.6025 19.6750 13642 2 596.3049 1.0538
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1687.8472 IAGADVPMPYAANLER 13532.4400 1687.8487 29.1112 13384 2 844.4280 1.1487
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1513.8220 LAEEGISAEVINLR 16576.4700 1513.8227 29.9890 9190 2 757.4150 0.3352
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1804.8574 VFVMGEEVGQYQGAYK 1367.8270 1804.8601 28.2201 7621 2 902.9337 1.50
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1009.5564 DVTIVTFSK 3449.3420 1009.5526 25.8712 4675 2 505.2799 ‐4.8642



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1092.5320 LAPYSAEDAR 196.1995 1092.5350 17.9847 1742 2 546.7711 1.80
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 795.4611 TIVTFSK 139.9570 795.4612 27.9124 1387 1 795.4612 0.6741
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2063.0680 39461.0815 17 23.97 None 1496.7955 LAEEGISAEVINLR 900.4480 1496.7966 32.1532 2103 2 748.9020 0.6583
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 1566.7646 DSNIVDVNSYAELK 403.2606 1566.7658 25.7320 22415 3 522.9268 ‐0.1706
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 2141.0873 ALSFRDSNIVDVNSYAELK 2199.2610 2141.0822 34.3825 13885 3 714.3656 ‐2.6670
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 2084.0659 EASHVEGFSPELALVTVGGGK 693.3650 2084.0662 32.3929 1853 3 695.3602 ‐0.1649
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 1989.0036 NRPLSGFATAPSGTASPETK 508.5745 1988.9724 26.4601 2915 3 663.6623 ‐16.1225
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 2333.1152 LETFAGADITYTIEAMMGDRK 421.2403 2333.1274 32.8883 2862 2 1167.0673 6.74
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 944.5160 EALQTAGVR 152.1503 944.5299 25.6297 2072 1 944.5299 15.8991
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 2205.0202 LETFAGADITYTIEAMMGDR 182.0334 2204.9937 32.6420 809 3 735.6694 ‐12.1996
NP_200065.1 prolyl tRNA synthetase Arabidopsis thaliana 158.4159 60918.2504 8 7.37 None 1970.9930 NRPLSGFATAPSGTASPETK 160.0184 1970.9913 28.4336 1027 2 985.9993 ‐0.0517
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 3261.2490 19867.1999 4 12.85 None 1118.5939 TGELIDTIEK 53961.1900 1118.5947 24.5906 9336 2 559.8010 ‐0.3576
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 3261.2490 19867.1999 4 12.85 None 1336.6591 DKETTQVAVTSAS 3396.2850 1336.6595 16.1059 3310 2 668.8334 ‐0.2269
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 3261.2490 19867.1999 4 12.85 None 718.3981 IDTIEK 225.9232 718.3984 22.4533 1477 1 718.3984 0.4630
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 3261.2490 19867.1999 4 12.85 None 1017.5463 GELIDTIEK 204.0111 1017.5526 24.6248 1214 2 509.2799 4.92
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 224.5787 36778.4092 11 17.19 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 1723.4800 2170.0915 36.5849 11695 3 724.0354 1.1419
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 224.5787 36778.4092 11 17.19 None 1455.6793 MGPTFGAMMISGQK 2313.7510 1455.6827 18.2642 8566 2 728.3450 1.82
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 224.5787 36778.4092 11 17.19 None 3033.4986 ATTAGYDLNAFTFDPIKESIVSREMTR 362.6803 3033.4319 21.5466 895 3 1011.8155 ‐21.4963
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 224.5787 36778.4092 11 17.19 None 1069.5169 FGAMMISGQK 333.0946 1069.5163 17.2261 1070 2 535.2618 ‐1.7006
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 1402.7940 LFNAVAAEDLIVK 713.3442 1402.7918 19.6890 11520 2 701.8995 ‐2.2091
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 1455.6793 MGPTFGAMMISGQK 2605.1180 1455.6827 18.2642 8566 2 728.3450 1.56
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 3177.6525 ALGLPNAIDGTLVGNLSPELVLAAADSA 895.6448 3177.6442 25.1024 2733 3 1059.8863 ‐1.9144
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 3033.4986 ATTAGYDLNAFTFDPIKESIVSREMTR 253.6473 3033.4319 21.5466 895 3 1011.8155 ‐21.4681
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 858.4931 AAEDLIVK 68.4606 858.4919 18.3483 2117 2 429.7496 ‐3.3834
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 957.5615 VAAEDLIVK 191.5046 957.5572 20.9271 1232 1 957.5572 ‐3.5058
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 235.3865 36778.4092 11 17.19 None 1345.6846 LVLAAADSAETVDA 120.2298 1345.6916 24.6688 1155 2 673.3494 4.14
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1527.8013 GIVDSEDLPLNISR 26530.7400 1527.8009 30.1665 27441 2 764.4041 ‐0.4578
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1256.6957 ADLVNNLGTIAR 22510.1900 1256.6981 26.9434 25767 2 628.8527 1.1248
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 4282.5380 2302.1080 22.9568 19263 2 1151.5577 ‐1.0381
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1583.7911 SGDELTSLKDYVTR 3420.4710 1583.7914 27.6295 16853 3 528.6020 ‐0.7590
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1291.6376 ELISNSSDALDK 15304.6200 1291.6383 21.0102 16754 2 646.3228 ‐0.0994
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1678.8680 TNNTLTIIDSGIGMTK 4452.1160 1678.8659 31.1117 14518 2 839.9366 ‐1.1523
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1527.7438 SLSNDWEEHLAVK 4510.3070 1527.7462 26.6372 13364 3 509.9203 0.5935
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1734.9425 LDGQPELFIHIIPDK 3859.2850 1734.9441 33.4760 11310 3 578.9862 0.1085
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1791.8252 TMEINPENSIMDELR 6355.7960 1791.8293 33.1097 11229 2 896.4183 2.94
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1848.9531 HSEFISYPISLWIEK 4491.1730 1848.9582 21.2547 9702 3 616.9909 2.1196
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 787.5076 AILFVPK 5398.8420 787.5069 17.0390 5681 1 787.5069 ‐0.5769
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1341.5627 EDQMEYIEER 9994.3870 1341.5645 22.9563 5386 2 671.2859 0.7657
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1149.4551 DSSMGGYMSSK 1570.6480 1149.4551 18.1265 3721 2 575.2312 ‐0.9500
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 714.4509 IAELLR 9017.1590 714.4512 21.4436 3399 1 714.4512 0.5444
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1320.6583 HFSVEGQLEFK 1386.7920 1320.6471 18.0021 5870 2 660.8272 ‐9.1050
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 2240.1519 GIEVLYMVDAIDEYAIGQLK 240.4768 2240.1788 20.0289 5491 3 747.3978 11.69
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1209.6262 RAPFDLFDTK 1670.0930 1209.6301 18.4489 15579 2 605.3187 2.05
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1502.8577 KAVENSPFLEKLK 298.0437 1502.8538 22.0605 9110 3 501.6228 ‐3.6388
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 Carbamidomethyl+C(7) 1350.7450 EKFEGLCKVIK 1469.5990 1350.7508 22.6586 9081 2 675.8790 3.57
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1560.8228 ELISNSSDALDKIR 6595.0790 1560.8270 24.8362 9021 3 520.9472 1.04
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1261.6787 KAVENSPFLEK 4976.4500 1261.6798 19.5937 4865 2 631.3435 0.1444
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 3053.4599 VVVTTKHNDDEQYVWESQAGGSFTVT 3431.4020 3053.4541 20.9880 3018 3 1018.4895 ‐1.3772
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1002.5466 DVLGDKVEK 4491.9380 1002.5467 16.3967 2469 2 501.7770 ‐1.1296
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 781.4203 KDYVTR 315.0256 781.4191 28.7104 7663 2 391.2132 ‐3.1465
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 Carbamidomethyl+C(3) 1794.8255 DNCEDIIPEYLGFVK 292.9518 1794.8251 25.1274 6586 3 598.9465 ‐0.9698
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 601.3668 AELLR 3340.5180 601.3679 21.4450 3816 1 601.3679 1.73
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 603.3865 LFVPK 3983.1150 603.3873 17.0380 2186 1 603.3873 1.1140
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 450.2711 GFVK 71.0100 450.2697 25.7352 1325 1 450.2697 ‐4.0004
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1660.8574 TNNTLTIIDSGIGMTK 275.6297 1660.8491 31.9859 8852 2 830.9282 ‐4.9587
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 2239.2660 80337.3546 32 40.49 None 1485.8312 KAVENSPFLEKLK 273.4331 1485.8240 26.2948 1470 2 743.4156 ‐5.0949
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1280.7685 VVAAGANPVLITR 135612.8000 1280.7684 15.6866 63433 2 640.8878 ‐0.7939
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1541.7693 EVELEDPVENIGAK 86401.5300 1541.7711 27.2739 58799 2 771.3892 0.9358
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1505.7159 GYISPYFVTDSEK 7656.6110 1505.7176 28.1650 41916 2 753.3625 0.9412
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1043.5844 IVNDGVTVAR 72345.5600 1043.5852 17.4917 41196 2 522.2962 ‐0.3863
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1182.7093 LADLVGVTLGPK 68565.1200 1182.7095 18.1910 40031 2 591.8584 ‐0.6406
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1536.7614 YEDLMAAGIIDPTK 75422.4000 1536.7616 30.9029 38791 2 768.8844 ‐0.0982
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1793.2260 1700.9023 29.4179 15413 2 850.9548 1.20
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 931.5095 GVVTLEEGK 15791.0300 931.5102 18.6777 10621 2 466.2587 ‐0.5878
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1844.8483 SAENSLYVVEGMQFDR 1304.7540 1844.8448 31.2087 3262 2 922.9260 ‐1.4989
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1044.5572 EEVGLQLEK 1059.9110 1044.5555 22.2613 2272 2 522.7814 ‐2.6946
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1460.7380 LSSFVSISSSSFGR 739.2372 1460.7399 21.2028 1895 2 730.8736 0.9507
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 3197.4613 EVEDSELADVAAVSAGNNYEVGNMIA 1111.6930 3197.4618 39.2862 1188 3 1066.4921 0.8332
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1650.8069 DTTTIVGDGSTEEVVK 1088.3840 1650.7934 40.1165 1082 1 1650.7934 ‐4.5615
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 3671.7237 KMSKEVEDSELADVAAVSAGNNYEVG 883.3368 3671.6856 33.8076 4259 3 1224.5667 ‐9.2253
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1215.6844 VAALKAPGFGER 346.7587 1215.6945 16.3546 2216 2 608.3509 7.13
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 676.3512 TLEEGK 5274.6280 676.3493 18.6439 3071 1 676.3493 ‐2.9116
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1082.6317 AAGANPVLITR 3092.1320 1082.6311 15.6888 2169 1 1082.6311 0.8833
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 775.4196 VTLEEGK 1141.6080 775.4168 18.6641 2137 1 775.4168 ‐3.3710
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1172.5470 SPYFVTDSEK 994.5004 1172.5475 28.1618 1967 1 1172.5475 2.43
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1116.5540 VGNMIAEAMAK 219.8430 1116.5563 32.0977 1783 1 1116.5563 3.49
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 930.5003 VNDGVTVAR 18191.7900 930.5008 17.4955 1530 1 930.5008 1.70



NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 940.5574 GANPVLITR 10925.9500 940.5583 15.6872 1472 1 940.5583 1.39
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 998.5881 DLVGVTLGPK 587.8613 998.5860 18.1945 1471 1 998.5860 ‐0.9345
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 913.4738 VNDGVTVAR 331.7055 913.4757 17.6552 1350 2 457.2415 0.6785
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 770.4771 VGVTLGPK 386.9648 770.4796 18.1901 1116 1 770.4796 3.74
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 671.4087 GVTLGPK 279.3805 671.4094 17.7551 1054 1 671.4094 1.0447
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1011.5946 AGANPVLITR 5718.2950 1011.5914 15.6845 977 1 1011.5914 ‐1.9693
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1071.5317 EDPVENIGAK 2748.8310 1071.5318 27.2823 892 1 1071.5318 1.70
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1826.8378 SAENSLYVVEGMQFDR 562.1071 1826.8356 33.0098 1388 2 913.9214 ‐0.8163
NP_200461.4 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9965.3780 63666.7997 30 34.17 None 1164.6987 LADLVGVTLGPK 453.3139 1164.6982 19.2839 1129 2 582.8528 ‐1.3047
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 1610.8384 TPGVDDITGEPLIQR 5284.2190 1610.8396 27.4528 9831 2 805.9234 0.6994
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 13600.1000 2242.1655 40.3417 8624 3 748.0600 0.5923
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 1951.9912 LAAFHSQTQPVIDYYAK 3516.8410 1951.9915 16.6204 8415 3 651.3353 ‐0.4576
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 1617.8483 VLNFAIDDAILEER 4617.7450 1617.8485 35.1550 8032 2 809.4279 0.1151
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 1086.6153 AVLTNIQAEK 1017.6120 1086.6189 24.1359 6089 2 543.8131 2.21
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2030.3910 27160.1083 17 50.41 None 1069.5888 AVLTNIQAEK 170.1409 1069.5955 24.6775 990 2 535.3014 5.1619
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 1610.8384 TPGVDDITGEPLIQR 4160.2550 1610.8396 27.4528 9831 2 805.9234 0.8598
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 12992.7400 2242.1655 40.3417 8624 3 748.0600 0.7386
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 1617.8483 VLNFAIDDAILEER 2041.6890 1617.8485 35.1550 8032 2 809.4279 0.2757
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 1017.5211 KDDNADVLK 307.0273 1017.5152 20.4562 18144 1 1017.5152 ‐4.4109
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 1086.6153 AVLTNIQAEK 759.1088 1086.6189 24.1359 6089 2 543.8131 2.13
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 2506.2164 MATGGAAADLEDVQTVDLMSELLR 135.0870 2506.2558 31.8982 2371 3 836.0901 15.8993
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 2080.0862 LAAFHSQTQPVIDYYAKK 187.7056 2080.0355 36.4513 1075 2 1040.5214 ‐23.3094
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 1505.7880 TVTQAEKLDEMLK 373.7575 1505.7833 24.4639 2004 2 753.3953 ‐3.2178
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 839.4046 LAAFHSQT 44.6537 839.4078 35.5675 1394 1 839.4078 4.26
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 323.5097 2224.1452 40.7994 8571 3 742.0532 ‐3.6647
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1913.0420 27160.1083 17 50.41 None 999.5106 KDDNADVLK 46.9763 999.5045 24.1473 874 1 999.5045 ‐4.6938
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1286.7215 IIGGGLPVGAYGGR 16790.4200 1286.7215 16.6250 17174 2 643.8644 ‐0.7283
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1622.8748 AGSGVATLGLPDSPGVPK 1778.2830 1622.8760 27.6787 12936 2 811.9416 0.7060
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1240.6467 NLMPGGVNSPVR 7443.7300 1240.6471 23.5407 11558 2 620.8272 ‐0.4521
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 2008.9710 AATSDTLTAPYNDLEAVEK 10253.5300 2008.9744 29.1165 9838 2 1004.9909 2.21
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3778.1870 2215.1219 20.5629 8669 2 1108.0646 ‐1.6937
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAM 1536.6770 3386.6520 21.8556 5710 3 1129.5555 ‐1.9446
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1825.9153 DNGVLLIFDEVMTGFR 1418.0420 1825.8998 32.3629 4990 2 913.4535 ‐8.1061
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1428.7369 LKQAGTYEYLDK 2781.1800 1428.7338 17.0269 9025 2 714.8706 ‐2.5495
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 1177.5735 PYNDLEAVEK 618.8439 1177.5757 27.0069 3326 2 589.2915 0.9276
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 970.4516 GTYEYLDK 289.1508 970.4514 17.8062 3191 2 485.7294 ‐1.4992
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1485.1430 50769.1194 22 30.59 None 882.4792 PGGVNSPVR 169.0071 882.4811 23.5517 1442 1 882.4811 2.45
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 186.1079 50769.1194 22 30.59 None 1622.8748 AGSGVATLGLPDSPGVPK 1841.3340 1622.8760 27.6787 12936 2 811.9416 0.8668
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 186.1079 50769.1194 22 30.59 None 1240.6467 NLMPGGVNSPVR 3943.5210 1240.6471 23.5407 11558 2 620.8272 ‐0.3067
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 186.1079 50769.1194 22 30.59 None 1825.9153 DNGVLLIFDEVMTGFR 484.3057 1825.8998 32.3629 4990 2 913.4535 ‐7.9370
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 186.1079 50769.1194 22 30.59 None 882.4792 PGGVNSPVR 221.5341 882.4811 23.5517 1442 1 882.4811 3.0549
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 186.1079 50769.1194 22 30.59 None 1458.7587 AGSGVATLGLPDSPGVP 361.6517 1458.7586 28.8444 1176 2 729.8829 ‐0.2576
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 None 1286.7215 IIGGGLPVGAYGGR 18739.0000 1286.7215 16.6250 17174 2 643.8644 ‐0.9279
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3166.2920 2215.1219 20.5629 8669 2 1108.0646 ‐1.4156
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 None 1298.7314 SVGGQPVLIDSVK 829.1954 1298.7335 17.2586 7088 2 649.8704 0.7406
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAM 1563.7490 3386.6520 21.8556 5710 3 1129.5555 ‐1.8603
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 None 1622.8748 AGSGVATLGLPDSPGVPK 252.7787 1622.8690 17.2305 845 2 811.9382 ‐3.6060
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 850.5886 50769.1194 22 30.59 Carbamidomethyl+C(8) 3090.5673 GTSFGAPCLLENVLAEMVISAVPSIEMV 255.4364 3090.4909 25.4906 947 3 1030.8351 ‐24.1103
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 None 1007.5269 LATSGANFAR 15663.2100 1007.5277 17.9087 46125 2 504.2675 ‐0.4028
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 39222.6300 1144.5464 16.1837 37380 2 572.7768 ‐0.2597
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 1604.2430 1706.8330 31.1601 16641 2 853.9201 1.53
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 541.2090 2558.1798 29.6564 13577 3 853.3981 ‐16.6646
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 2296.2100 926.4411 16.1834 2240 1 926.4411 1.85
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 None 635.3260 GANFAR 1388.0900 635.3260 17.9085 1223 1 635.3260 ‐0.2158
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3429.5450 18714.2420 12 35.09 None 990.5003 LATSGANFAR 152.8776 990.4990 17.7881 752 2 495.7531 ‐2.5946
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2100.4840 18714.2420 12 35.09 None 1007.5269 LATSGANFAR 34048.6900 1007.5277 17.9087 46125 2 504.2675 ‐0.2669
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2100.4840 18714.2420 12 35.09 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 1052.1050 1706.8330 31.1601 16641 2 853.9201 1.96
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2100.4840 18714.2420 12 35.09 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 291.4211 1144.5643 31.2550 3696 2 572.7858 15.5643
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2100.4840 18714.2420 12 35.09 None 823.4057 TSGANFAR 1824.0690 823.4061 17.9092 3867 1 823.4061 1.0864
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2100.4840 18714.2420 12 35.09 None 635.3260 GANFAR 3655.3130 635.3260 17.9085 1223 1 635.3260 ‐0.0798
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 None 1784.9025 ISQASDVNLPGPSDSVAK 2875.4160 1784.9047 22.9315 6275 2 892.9560 1.83
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 None 1021.5201 GFEVIEEAK 2393.2740 1021.5201 23.7824 3356 2 511.2637 ‐1.1387
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 None 1108.6473 SIPANAPGILR 2236.5870 1108.6493 24.1167 3332 2 554.8283 0.7257
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 None 1090.5263 VELDEGSVDK 366.0953 1090.5242 40.0923 1092 1 1090.5242 ‐0.4242
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 None 1015.5531 DAVVLTGGQR 1677.1800 1015.5541 29.9549 1819 2 508.2807 ‐0.1596
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 Carbamidomethyl+C(5)
NP_201215.1 peroxidase 69 Arabidopsis thaliana 357.4990 36135.1400 11 17.52 Carbamidomethyl+C(3) 1271.6777 VSCADILTLAAR 302.5392 1271.6804 21.1254 930 2 636.3439 1.08
NP_201215.1 peroxidase 69 Arabidopsis thaliana 253.7852 36135.1400 11 17.52 None 1784.9025 ISQASDVNLPGPSDSVAK 1491.8750 1784.9047 22.9315 6275 2 892.9560 1.58
NP_201215.1 peroxidase 69 Arabidopsis thaliana 253.7852 36135.1400 11 17.52 None 1108.6473 SIPANAPGILR 3749.7150 1108.6493 24.1167 3332 2 554.8283 0.8657
NP_201215.1 peroxidase 69 Arabidopsis thaliana 253.7852 36135.1400 11 17.52 None 1090.5263 VELDEGSVDK 1590.2280 1090.5242 40.0923 1092 1 1090.5242 ‐0.2432
NP_201215.1 peroxidase 69 Arabidopsis thaliana 253.7852 36135.1400 11 17.52 None 857.4363 PGPSDSVAK 259.1227 857.4362 23.2035 1036 2 429.2217 ‐1.5640
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 1193.8610 1294.6700 25.0181 6554 2 647.8386 ‐1.5998
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 1409.6907 ALDKELSSDFER 614.0220 1409.6946 24.4588 4725 2 705.3509 2.43
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 1887.9447 VPSNVPLPEDDAEQLHK 9433.5040 1887.9487 23.4481 4501 3 629.9877 1.28
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 1978.8699 DTSGDYEDMLVALLGHGDA 2072.3140 1978.8772 40.9311 3458 2 989.9422 4.74
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 965.5051 IKEEYQR 1184.7060 965.4936 23.7223 2775 1 965.4936 ‐10.8483
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 2205.0683 AQLGATLNHYNNEYGNAINK 275.0466 2205.0249 24.9939 1437 2 1103.0161 ‐18.5555
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 739.3985 ALDKELS 127.8726 739.4016 25.5167 2504 1 739.4016 4.68
NP_201307.1 annexin 2 Arabidopsis thaliana 738.2907 36380.3511 8 20.82 None 1391.6801 ALDKELSSDFER 1148.7950 1391.6809 24.7807 1861 2 696.3441 0.0656



NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1630.7959 LYSIASSAIGDFGDSK 10930.6100 1630.7970 18.4140 28728 2 815.9021 0.6855
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1441.7533 EGQSIGVIPEGIDK 8500.1230 1441.7535 25.9810 27460 2 721.3804 ‐0.2093
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 21012.9800 1347.6084 28.9284 26183 2 674.3078 0.2957
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 14284.9700 2690.2718 33.6139 14581 3 897.4288 ‐0.3722
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1232.6555 GIDDIMVSLAAK 5397.0940 1232.6561 19.6312 12960 2 616.8317 ‐0.2994
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1624.7927 MAEYAEELWELLK 1103.2430 1624.7933 23.2827 5965 2 812.9003 0.3394
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1153.5160 SEQWNVEVY 2450.8290 1153.5170 28.9462 5052 2 577.2622 ‐0.0637
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1307.6842 LVYTNDGGEIVK 6575.8990 1307.6853 21.6589 19745 2 654.3463 0.2423
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1309.6171 RSEQWNVEVY 1161.8960 1309.6181 26.2409 7651 2 655.3127 0.0885
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1278.6259 MKEKNPDNFR 1396.1180 1278.6274 24.7429 6378 2 639.8173 0.4253
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1635.8741 DGIDWLEYKKQLK 642.0384 1635.8665 21.7449 5063 2 818.4369 ‐4.6516
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 681.3444 1792.8099 32.3084 4637 2 896.9086 2.0755
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 551.2572 DNFR 88.8320 551.2578 23.4128 7406 1 551.2578 0.4609
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1095.5317 YTNDGGEIVK 238.2000 1095.5330 21.6577 1171 1 1095.5330 2.90
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 932.4684 TNDGGEIVK 263.8844 932.4702 21.6193 810 1 932.4702 2.61
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1423.7427 EGQSIGVIPEGIDK 281.7795 1423.7477 23.2731 2173 2 712.3775 3.1133
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1291.6066 RSEQWNVEVY 169.7266 1291.6130 24.5073 1764 2 646.3101 4.55
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2996.6390 40668.7089 29 43.33 None 1618.8475 DGIDWLEYKKQLK 321.6160 1618.8559 21.0024 810 3 540.2902 4.43
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 1441.7533 EGQSIGVIPEGIDK 12425.7300 1441.7535 25.9810 27460 2 721.3804 ‐0.0558
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 33644.1600 1347.6084 28.9284 26183 2 674.3078 0.4454
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 15254.4700 2690.2724 33.6162 13567 3 897.4290 0.0542
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 1624.7927 MAEYAEELWELLK 236.5904 1624.8115 33.7748 851 2 812.9094 11.20
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 2035.9259 SFLWKMFFEEHEDYK 2121.3740 2035.9095 35.3063 73447 2 1018.4584 ‐7.0826
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 1309.6171 RSEQWNVEVY 1669.8520 1309.6181 26.2409 7651 2 655.3127 0.2367
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 196.7621 1792.8099 32.3084 4637 2 896.9086 2.33
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 1783.8149 LWKMFFEEHEDYK 417.6668 1783.8158 35.3229 3056 2 892.4116 1.0157
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2684.0940 40668.7089 29 43.33 None 1423.7427 EGQSIGVIPEGIDK 212.8796 1423.7477 23.2731 2173 2 712.3775 3.61
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 72193.1600 2604.3004 33.8222 270619 3 868.7717 ‐1.2601
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1203.6579 NTAASVGEITLK 48769.9100 1203.6570 23.3639 245028 2 602.3321 ‐1.6543
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 950.5710 VPFLFTVK 38057.8200 950.5714 19.7498 157574 2 475.7894 ‐0.8429
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 881.4880 FLVPSYR 31867.9800 881.4879 16.2730 102709 2 441.2476 ‐1.5250
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 19743.2400 2457.1363 25.2653 75418 3 819.7169 0.4010
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1450.7172 QLDASGKPDSFTGK 62991.5400 1450.7187 17.6273 73252 3 484.2444 ‐0.0854
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1562.7558 GGSTGYDNAVALPAGGR 62900.1000 1562.7568 22.0097 46564 2 781.8821 0.5569
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 14768.6200 2174.9611 26.7208 45711 2 1087.9842 ‐1.1364
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1145.5586 NAPPEFQNTK 10253.7000 1145.5590 16.1971 38393 2 573.2831 ‐0.6066
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1096.5521 LTYDEIQSK 70695.9400 1096.5531 19.5201 33323 2 548.7802 ‐0.1322
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 9589.3930 2294.1313 29.9434 26414 3 765.3820 0.3798
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2018.9665 EEDGIDYAAVTVQLPGGER 19852.9200 2018.9646 30.4239 25761 2 1009.9860 ‐0.1897
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1388.6904 GDEEELVKENVK 18126.2900 1388.6920 19.2271 21608 3 463.5689 0.0361
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1654.8469 MAASLQSTATFLQSAK 4608.7160 1654.8448 20.4627 16260 2 827.9260 ‐1.2328
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 2460.2370 1362.6362 18.7920 8680 1 1362.6362 ‐0.2261
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(3) 1780.8211 LTCSFQSDFKDFTGK 459.9120 1780.8117 16.9367 7752 2 890.9095 ‐4.9671
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGID 814.5108 4531.1511 50.6187 1052 3 1511.0552 ‐1.5940
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1054.5164 SFGLETSSAR 1324.7030 1054.4966 23.0510 18363 2 527.7519 ‐19.8916
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1252.6532 RLTYDEIQSK 60377.0000 1252.6545 18.2244 61810 2 626.8309 0.2966
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2932.4283 GGSTGYDNAVALPAGGRGDEEELVKE 3795.3980 2932.4331 25.3648 39404 4 733.8637 1.1720
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2462.1794 GGSTGYDNAVALPAGGRGDEEELVK 15880.8200 2462.1821 25.3319 9124 3 821.3989 1.0234
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1775.8783 GRGGSTGYDNAVALPAGGR 3190.3790 1775.8821 20.5542 8631 3 592.6322 1.99
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 4193.5210 1490.7365 17.4625 4412 3 497.5837 0.0423
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 621.3355 VPSYR 2315.7810 621.3359 16.2780 20522 1 621.3359 0.3691
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 851.5026 PFLFTVK 2600.1780 851.5040 19.7502 13978 1 851.5040 2.61
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 983.4680 TYDEIQSK 251.0345 983.4665 19.3081 9629 2 492.2369 ‐2.7702
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 988.5673 AASVGEITLK 1348.7470 988.5677 23.3638 8199 1 988.5677 1.08
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 958.5568 ELVKENVK 242.8501 958.5562 20.2132 7110 2 479.7818 ‐1.8736
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1106.5477 RLTYDEIQS 10594.7000 1106.5448 18.1474 5873 2 553.7760 ‐3.6389
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 745.3839 LETSSAR 584.1960 745.3799 23.0365 5518 1 745.3799 ‐5.1960
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 734.4196 LVPSYR 558.0105 734.4211 16.2731 5258 1 734.4211 2.70
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 474.3286 ITLK 206.0428 474.3284 23.4491 3373 1 474.3284 ‐1.2692
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1197.6586 AAVTVQLPGGER 308.7291 1197.6593 29.1919 3055 2 599.3333 ‐0.3063
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1209.5746 DASGKPDSFTGK 16793.7900 1209.5768 17.5960 3016 2 605.2921 1.0220
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 863.4258 PEFQNTK 156.9148 863.4286 17.9410 2582 2 432.2179 1.06
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 917.5302 ASVGEITLK 301.2952 917.5347 24.5701 2566 2 459.2710 3.08
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 778.3730 RLTYDE 1892.4420 778.3743 18.1291 2221 1 778.3743 2.0065
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 903.4418 PSDTDLGAK 244.1610 903.4375 34.2325 2051 1 903.4375 ‐3.9575
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 960.4785 PPEFQNTK 154.0414 960.4750 18.5414 1796 1 960.4750 ‐2.7170
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 882.4203 YDEIQSK 22560.9900 882.4202 19.5383 1705 1 882.4202 0.5132
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1089.5211 RLTYDEIQS 258.1779 1089.5179 16.2483 1669 2 545.2626 ‐3.9986
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 759.4611 VGEITLK 477.6863 759.4621 23.3616 1526 1 759.4621 1.45
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 820.4159 GLETSSAR 180.2168 820.4194 23.0343 1496 1 820.4194 4.47
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1097.5837 SKPETGEVIGV 1674.3710 1097.5812 33.8218 1450 1 1097.5812 ‐0.7869
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 205.1712 1215.5746 18.7796 1409 1 1215.5746 4.89
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1505.7958 AASLQSTATFLQSAK 404.2206 1505.7935 20.5070 1081 2 753.4004 ‐1.7645
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 2458.1984 SKPETGEVIGVFESLQPSDTDLGA 411.9593 2458.2064 34.4995 973 3 820.0737 3.69
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1184.5946 GSETFSFKPGK 124.9819 1184.5915 23.0334 875 2 592.7994 ‐3.4898
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 932.5604 VPFLFTVK 117.4738 932.5556 20.8797 18912 1 932.5556 ‐4.2385
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1432.7067 QLDASGKPDSFTGK 450.2219 1432.7047 17.6545 2964 3 478.2398 ‐2.4565



NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 Carbamidomethyl+C(8) 2439.1245 GTGTANQCPTIDGGSETFSFKPGK 532.8376 2439.1267 23.4762 1418 3 813.7138 0.7922
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 22167.3500 35370.5190 82 71.08 None 1545.7292 GGSTGYDNAVALPAGGR 393.1818 1545.7314 23.9127 1148 2 773.3693 1.10
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 47411.8800 2604.3004 33.8224 269747 3 868.7717 ‐1.0694
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1203.6579 NTAASVGEITLK 67840.3800 1203.6569 23.3632 244165 2 602.3321 ‐1.5215
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1192.5997 IQGVWYGQLE 42171.8700 1192.5996 31.0228 77439 2 596.8034 ‐0.8146
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 10892.3600 2457.1363 25.2653 75418 3 819.7169 0.5816
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1450.7172 QLDASGKPDSFTGK 71388.6900 1450.7188 17.5952 61321 3 484.2444 ‐0.0248
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1562.7558 GGSTGYDNAVALPAGGR 64618.3500 1562.7568 22.0097 46564 2 781.8821 0.7153
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 10795.1300 2174.9611 26.7208 45711 2 1087.9842 ‐0.9531
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 2018.9665 EEDGIDYAAVTVQLPGGER 25706.3000 2018.9646 30.4239 25761 2 1009.9860 ‐0.0128
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 17374.4700 2294.1331 29.9559 23089 3 765.3825 1.56
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 Carbamidomethyl+C(3) 1780.8211 LTCSFQSDFKDFTGK 2139.5380 1780.8119 29.7155 9707 2 890.9096 ‐4.6994
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1054.5164 SFGLETSSAR 1827.1780 1054.4966 23.0510 18363 2 527.7519 ‐19.7538
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 850.4305 GSSFLDPK 229.2086 850.4170 25.2463 8761 1 850.4170 ‐15.1222
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 Carbamidomethyl+C(3) 1232.5616 LTCSFQSDFK 320.7034 1232.5394 32.9305 2943 1 1232.5394 ‐15.8527
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGID 293.2040 4531.1511 50.6187 1052 3 1511.0552 ‐1.0821
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 988.5673 AASVGEITLK 1426.2360 988.5677 23.3638 8199 1 988.5677 1.17
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 903.4418 PSDTDLGAK 15632.9600 903.4408 33.8217 7156 1 903.4408 ‐0.1998
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 846.4931 SVGEITLK 936.4943 846.4931 23.3618 5559 1 846.4931 0.7726
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 932.4625 IQGVWYGQ 1618.9550 932.4594 31.0277 4222 1 932.4594 ‐2.2348
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 474.3286 ITLK 248.0385 474.3284 23.4491 3373 1 474.3284 ‐1.1492
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1197.6586 AAVTVQLPGGER 437.5138 1197.6593 29.1919 3055 2 599.3333 ‐0.1627
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1209.5746 DASGKPDSFTGK 14956.2500 1209.5768 17.5960 3016 2 605.2921 1.1661
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 660.3927 GEITLK 1095.2620 660.3944 23.3603 2661 1 660.3944 2.56
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 917.5302 ASVGEITLK 268.2397 917.5347 24.5701 2566 2 459.2710 3.31
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 751.3621 PDSFTGK 29478.8700 751.3631 17.5945 1769 1 751.3631 1.11
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1097.5837 SKPETGEVIGV 1143.2830 1097.5812 33.8218 1450 1 1097.5812 ‐0.6052
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 885.4312 PSDTDLGAK 121.8889 885.4348 35.5980 1348 1 885.4348 4.07
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 2458.1984 SKPETGEVIGVFESLQPSDTDLGA 297.6125 2458.2064 34.4995 973 3 820.0737 3.77
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1184.5946 GSETFSFKPGK 113.7235 1184.5915 23.0334 875 2 592.7994 ‐3.3467
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1432.7067 QLDASGKPDSFTGK 371.1575 1432.7048 17.5951 2120 3 478.2398 ‐2.4073
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17900.1900 35370.5190 82 71.08 None 1186.6314 NTAASVGEITLK 247.5158 1186.6352 24.6708 2248 2 593.8212 2.45
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 None 701.3941 GEGGILR 1500.9050 701.3938 25.9246 56709 1 701.3938 ‐0.2830
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 None 1126.5528 AFGGQSLDFGK 996.6744 1126.5526 25.3259 7101 2 563.7799 ‐1.1130
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 Carbamidomethyl+C(9) 1663.7844 TQETLEEGCQLIDK 2812.2850 1663.7885 24.3860 3504 2 832.3979 2.83
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 Carbamidomethyl+C(14) 1789.8902 AAIGLSEHGFNTACITK 3280.7060 1789.8901 23.9681 2096 2 895.4487 0.2440
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 Carbamidomethyl+C(19) 2622.2035 GDDPDAVIPGLMAAGEAACASVHGAN 576.5424 2622.1999 34.3306 3156 3 874.7382 ‐1.2773
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 None 1607.8428 AVIELENYGLPFSR 955.8971 1607.8184 22.0392 1563 2 804.4128 ‐15.2033
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 None 2033.0702 EAPKAVIELENYGLPFSR 774.3244 2033.0700 29.2069 1022 3 678.3615 ‐0.6186
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 Carbamidomethyl+C(19)
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis t 229.5946 70283.8301 9 7.73 None 1307.6266 ELENYGLPFSR 321.8667 1307.6235 22.4546 1497 2 654.3154 ‐3.0182
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 Carbamidomethyl+C(3) 1289.6882 VSCADILALATR 2861.8100 1289.6956 18.9121 11571 2 645.3515 4.22
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 None 1555.7751 GLFTSDQVLFTDGR 425.7756 1555.7739 19.7571 6528 2 778.3906 ‐0.9669
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 Carbamidomethyl+C(8) 1869.8800 TNFYGNSCPNVEQIVK 877.5815 1869.8774 20.3723 4114 2 935.4424 ‐0.8173
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 None 1228.6354 IAINMDPTTPR 198.0564 1228.6296 19.1538 2115 2 614.8185 ‐5.7312
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 Carbamidomethyl+C(8) 1997.9750 TNFYGNSCPNVEQIVKK 228.0016 1997.9514 22.0211 1668 2 999.4793 ‐10.9096
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 None 1027.4877 INMDPTTPR 71.0570 1027.4938 18.5330 3549 2 514.2505 4.02
NP_201541.1 peroxidase 73 Arabidopsis thaliana 183.5822 36383.6939 7 12.77 None 1210.6249 IAINMDPTTPR 131.5246 1210.6225 19.7476 5225 2 605.8149 ‐2.9914
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 353.2390 18834.6932 2 14.37 None 2575.3191 DIYSALNAVSGHYVSFGPTAPIPAK 2458.5440 2575.3185 20.9309 14243 3 859.1110 ‐0.2383
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 353.2390 18834.6932 2 14.37 None 1228.5957 DIYSALNAVSGH 307.7264 1228.5937 20.3439 1081 1 1228.5937 0.3444
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 1452.8421 VQLPGLSQELLQK 7362.6960 1452.8433 18.9053 14067 2 726.9253 0.5153
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2149.6660 2171.1392 24.5626 13862 2 1086.0732 ‐1.8690
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 1085.5837 QVSVDVPDVK 6829.6280 1085.5838 22.7000 10136 2 543.2955 ‐1.0291
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 662.3355 ASLDEK 938.9073 662.3374 17.2872 1961 1 662.3374 2.53
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 962.4425 EIDDSIDR 2011.2580 962.4435 16.4733 1578 2 481.7254 ‐0.2554
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 698.4559 VTLIPR 906.2316 698.4581 21.4196 1150 1 698.4581 3.0661
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 289.5338 2359.2083 37.1656 6001 3 787.0743 ‐2.5564
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 2188.1543 VHSGNKKFESGVSLEVIAMR 346.4441 2188.1719 20.3359 59725 2 1094.5896 9.1284
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 2567.2327 EIDDSIDRIVAGMEGTVMTDGKSK 1521.9740 2567.2038 32.3594 8394 2 1284.1055 ‐9.4609
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 3011.6273 VDLYENGTIAIVEAVSPELGNRIQRVR 294.3860 3011.6345 24.4580 5296 3 1004.5497 2.25
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 1551.7512 MSYSRFLEYLDK 991.5101 1551.7500 27.6911 3804 3 517.9215 ‐1.7288
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 1565.8356 KFESGVSLEVIAMR 1419.9380 1565.8464 17.1137 2473 3 522.6203 5.22
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 1348.9970 2352.1062 40.5069 1227 2 1176.5567 1.05
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 1112.6310 PGLSQELLQK 347.9652 1112.6334 18.5855 5958 2 556.8203 1.1334
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 529.3457 ILAGR 157.5481 529.3463 22.4425 1252 1 529.3463 0.6556
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 357.4228 73369.6904 16 9.49 None 498.3398 LIPR 63.4241 498.3397 20.9806 1149 1 498.3397 ‐1.0002
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 926.4618 IFEGEGFK 6733.9750 926.4662 22.7893 13585 2 463.7368 3.97
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 2251.1129 LEEYVEIPSDSGISFNVQPK 4611.6780 2251.1043 32.4193 12320 2 1126.0558 ‐2.5870
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 3755.5230 2719.2448 24.0838 4729 4 680.5667 ‐2.1266
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 730.4094 NAVEAVK 2696.8830 730.4094 18.1151 4246 1 730.4094 0.1901
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 2305.1922 DVLDGSSVGFVETLEADLVALR 4619.2380 2305.1849 48.4201 4215 2 1153.0961 ‐1.8418
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1330.6346 ENGVDAQIASGGGR 1019.2590 1330.6365 17.2587 999 2 665.8219 0.8187
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1840.9262 YAGMLQYDGELKLPSR 1866.0310 1840.9237 17.9194 11627 3 614.3127 ‐2.0698
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 Carbamidomethyl+C(2) 1969.9688 LCDQALASGKIFEGEGFK 1761.2670 1969.9851 27.3006 2480 2 985.4962 8.85
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1563.8027 RGWDAQVLGEAPHK 228.3739 1563.7902 26.8650 2048 2 782.3987 ‐8.0900
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1280.6382 RGWDAQVLGEAP 670.5060 1280.6439 26.7612 6515 2 640.8256 3.64
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1780.8276 LEEYVEIPSDSGISFN 388.6633 1780.8285 33.5781 2572 2 890.9179 0.8139
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 1025.4534 ENGVDAQIASG 556.6972 1025.4559 15.5932 1403 2 513.2316 1.68
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 693.0540 60807.7717 25 22.44 None 712.3988 NAVEAVK 766.8350 712.3985 19.1060 1114 1 712.3985 ‐0.3716



NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 926.4618 IFEGEGFK 9017.4890 926.4662 22.7893 13585 2 463.7368 3.23
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 2251.1129 LEEYVEIPSDSGISFNVQPK 3478.9640 2251.1043 32.4193 12320 2 1126.0558 ‐2.4006
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 1989.8100 2719.2448 24.0838 4729 4 680.5667 ‐1.9340
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1407.7015 GWDAQVLGEAPHK 635.6216 1407.7029 24.2508 4248 3 469.9058 ‐0.1404
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 730.4094 NAVEAVK 1970.2360 730.4094 18.1151 4246 1 730.4094 0.3354
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 2305.1922 DVLDGSSVGFVETLEADLVALR 3253.6560 2305.1849 48.4201 4215 2 1153.0961 ‐1.6533
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1481.7073 FGHVTFFWNGNR 166.0068 1481.6957 23.7848 7540 2 741.3515 ‐7.9802
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1974.9702 GIYVVTADHGNAEDMVKR 1103.8780 1974.9820 22.6214 1954 3 658.9989 5.18
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1818.8691 GIYVVTADHGNAEDMVK 337.8554 1818.8855 28.7691 1139 2 909.9464 9.93
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1780.8276 LEEYVEIPSDSGISFN 479.9296 1780.8285 33.5781 2572 2 890.9179 0.9812
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 712.3988 NAVEAVK 557.6693 712.3985 19.1060 1114 1 712.3985 ‐0.2280
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabid 572.1266 60807.7717 25 22.44 None 1801.8425 GIYVVTADHGNAEDMVK 214.8048 1801.8367 29.7547 1780 2 901.4220 ‐2.7466
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 1330.6849 VAGASADILDAAEK 56987.4900 1330.6855 24.5475 32884 2 665.8464 ‐0.1514
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 1056.5796 VVAEAAQAAAR 40171.7600 1056.5811 15.2208 22808 2 528.7942 0.2666
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 1482.6707 KDDEESGGGLGGYAK 7592.3990 1482.6716 16.5616 9124 3 494.8954 ‐0.4095
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 759.4247 ILDAAEK 507.1409 759.4252 24.2257 3060 1 759.4252 0.9042
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 858.4428 AEAAQAAAR 14789.2300 858.4436 15.2231 2894 1 858.4436 1.27
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 608.3402 LGGYAK 141.7536 608.3403 15.0797 1491 1 608.3403 ‐0.2671
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 8732.9050 16163.6518 7 25.81 None 1312.6743 VAGASADILDAAEK 265.0369 1312.6815 23.1839 1120 2 656.8444 4.52
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 16446.7900 1705.8649 27.0736 20260 2 853.4361 0.4628
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 1242.5485 DEDVLGTLHED 15375.9700 1242.5508 25.1853 11789 2 621.7790 1.1483
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 1086.6041 TESGILLPEK 38470.0300 1086.6068 23.2775 11097 2 543.8070 1.91
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 714.4032 TESGILL 236.5885 714.4041 23.0301 1531 1 714.4041 1.34
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 856.5138 SGILLPEK 2036.6970 856.5132 23.2685 851 1 856.5132 ‐0.1326
NP_563961.1 chaperonin 10 Arabidopsis thaliana 8336.5770 10812.5025 6 37.76 None 1687.8537 EGDTVLLPEYGGTQVK 323.0433 1687.8598 28.5183 758 2 844.4335 3.84
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 1298.7314 LIQELAAAAAAEK 1391.9520 1298.7335 17.2586 7088 2 649.8704 0.9333
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 1643.7871 NDDLDAVLEATPQSR 3939.4900 1643.7893 27.7947 5593 2 822.3983 1.63
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 1636.8549 FAVPMAMAAASAATAKK 1206.2550 1636.8722 21.7138 4237 3 546.2956 9.59
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 1009.6153 LAPAVIVGGGR 183.1568 1009.6044 54.4644 2277 1 1009.6044 ‐9.6023
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 Carbamidomethyl+C(16) 2015.0379 RGEAVPVDFEGPILVCTR 1894.7400 2015.0403 31.0866 5058 3 672.3516 0.6535
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 3214.6015 LGEPPVDGKTDTNPEGLTAAYGKWAS 2120.3360 3214.6022 23.6517 1493 3 1072.2056 0.8974
NP_563991.1 uncharacterized protein Arabidopsis thaliana 318.5584 34472.4488 7 24.60 None 1626.7606 NDDLDAVLEATPQSR 407.6440 1626.7563 26.1699 790 3 542.9236 ‐3.5582
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1260.6318 VATEESSAPEIK 3611.3340 1260.6341 17.1121 3900 2 630.8207 1.1121
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1406.6216 TVEEENQGVMDR 4650.1060 1406.6214 16.6498 3117 2 703.8143 ‐0.6397
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1142.5688 NTVPEQETPK 191.0598 1142.5422 21.5132 4937 1 1142.5422 ‐21.6105
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1545.7755 VATEESSAPEIKER 426.9876 1545.7626 30.2751 4933 2 773.3849 ‐8.4925
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1090.5263 TEESSAPEIK 252.9473 1090.5326 17.6248 10688 2 545.7699 4.47
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 413.2267 29442.9851 6 9.27 None 1389.5951 TVEEENQGVMDR 264.5585 1389.5953 17.1782 1394 3 463.8700 ‐0.9878
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1523.8580 LGPNYLQLPVNAPK 41968.3600 1523.8581 18.4248 78674 2 762.4327 ‐0.1505
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1255.5590 DEEVNYFPSR 43708.7000 1255.5602 22.9592 18637 2 628.2838 0.2826
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1632.9108 IWPEDILPLQPVGR 6755.3680 1632.9130 21.7355 18553 2 816.9602 1.44
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 735.3784 LANFDR 700.8217 735.3773 20.9560 9424 1 735.3773 ‐1.3001
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 2197.0924 GFFEVTHDITQLTSADFLR 1048.7800 2197.0796 23.6406 4735 2 1099.0435 ‐4.7084
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1069.5174 SHIQENWR 4346.5640 1069.5178 16.4491 3716 2 535.2625 ‐0.7038
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1078.5388 VGGANHSHATK 179.6907 1078.5539 22.7830 1870 2 539.7806 12.03
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 545.2718 LGPNY 91.3146 545.2745 18.7373 5371 1 545.2745 4.07
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 845.4264 IQENWR 86.4321 845.4247 17.1681 4819 1 845.4247 ‐1.4206
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1142.6568 YLQLPVNAPK 213.5601 1142.6587 16.6876 2560 2 571.8330 0.7292
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 882.4468 VNYFPSR 261.2587 882.4492 21.5165 1124 2 441.7282 1.02
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1051.5068 SHIQENWR 136.0362 1051.5059 16.5221 1229 2 526.2566 ‐1.9675
NP_564121.1 catalase 1 Arabidopsis thaliana 2646.9850 57104.3070 13 14.43 None 1615.8843 IWPEDILPLQPVGR 396.2157 1615.8796 23.0124 4249 2 808.4434 ‐2.9378
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 527.6528 29029.3586 3 14.17 None 2006.8938 DNLTLWTSDLNEEGDER 1469.3000 2006.8908 31.2067 12244 2 1003.9490 ‐0.5626
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 527.6528 29029.3586 3 14.17 None 1229.5797 YLAEFSSGAER 7440.0600 1229.5803 21.9845 9248 2 615.2938 ‐0.1760
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 527.6528 29029.3586 3 14.17 None 879.4934 NLVSVGYK 3400.6330 879.4922 20.8556 6755 2 440.2498 ‐2.7169
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 1761.9381 LLEATGISTVPGSGFGQK 34245.5800 1761.9393 17.4369 36744 2 881.4733 0.8857
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 1924.9175 DGYPSDPELIFLTDGASK 13300.2900 1924.9164 34.2747 22474 2 962.9618 ‐0.0043
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 969.5728 LPTGALQAAK 3657.8210 969.5730 19.7640 20497 2 485.2901 ‐1.0494
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1154.7340 2854.4618 19.7330 19931 3 952.1588 0.1915
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 2615.1950 1140.5775 18.3874 19070 2 570.7924 0.5237
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 1394.6798 ALDYDTLNENVK 4337.4090 1394.6827 23.5950 16946 2 697.8450 1.94
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 2195.0610 TTILPAEDEMPEIMDSFKK 12576.9800 2195.0622 34.7586 16568 3 732.3589 0.1851
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 991.5207 EVAEFIQR 13264.7400 991.5211 21.6171 15333 2 496.2642 ‐0.8575
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 1783.8610 HYLSLTSGGLGAYSDSR 8374.1500 1783.8654 16.6721 15025 3 595.2933 1.10
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 18780.4900 1172.5084 20.3171 11889 2 586.7578 ‐0.1341
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIA 678.2164 3041.5495 24.0211 9619 3 1014.5213 ‐2.5253
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1462.9100 2255.1289 17.9019 8933 2 1128.0681 1.38
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 2066.9661 TTILPAEDEMPEIMDSFK 11069.7300 2066.9629 37.2677 8757 2 1033.9851 ‐0.6927
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 879.4822 VVEEIYK 10846.2500 879.4830 18.1432 7537 2 440.2451 ‐0.5782
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 787.4672 GILESLR 3946.7610 787.4708 25.5253 4497 1 787.4708 4.78
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(14) 2738.4328 AMVIINPGNPTGQCLSEANIREILK 382.4710 2738.3621 23.8264 1256 3 913.4589 ‐25.6187
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 989.5262 ASELQKEGK 262.9677 989.5095 24.0262 843 2 495.2584 ‐18.1376
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 1335.6903 TGISTVPGSGFGQK 291.4854 1335.6860 17.5361 3124 2 668.3466 ‐3.8204
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 617.3617 LESLR 127.1380 617.3617 25.5322 2488 1 617.3617 ‐0.2003
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 681.3454 EEIYK 2064.9290 681.3458 18.1431 2153 1 681.3458 0.6328
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 916.4523 HYLSLTSGG 312.1886 916.4517 15.7075 1762 2 458.7295 ‐2.0135
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 856.4887 PTGALQAAK 570.1143 856.4901 19.7673 1099 1 856.4901 2.86
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 948.4495 PEIMDSFK 179.0109 948.4535 37.9196 851 1 948.4535 5.0898
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 1374.6280 928.3833 20.3185 796 1 928.3833 1.04
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(6) 3023.5482 QVVALCQAPFLLDDPNVGMLFPADAIA 343.3273 3023.5562 24.2270 1460 3 1008.5236 3.1596



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 Carbamidomethyl+C(6) 3024.5322 QVVALCQAPFLLDDPNVGMLFPADAIA 743.5537 3024.5343 25.4473 3047 3 1008.8496 1.84
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 4231.5920 53814.5894 42 45.95 None 974.4942 EVAEFIQR 177.9479 974.4886 20.0406 2685 1 974.4886 ‐4.7132
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 1924.9175 DGYPSDPELIFLTDGASK 15785.3800 1924.9164 34.2747 22474 2 962.9618 0.1688
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 969.5728 LPTGALQAAK 6101.5150 969.5730 19.7640 20497 2 485.2901 ‐0.9150
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 1394.6798 ALDYDTLNENVK 2447.2040 1394.6827 23.5950 16946 2 697.8450 1.10
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 2195.0610 TTILPAEDEMPEIMDSFKK 13729.4400 2195.0622 34.7586 16568 3 732.3589 0.3239
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 991.5207 EVAEFIQR 11920.4300 991.5211 21.6171 15333 2 496.2642 ‐0.7223
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 1373.7423 EVQLVSFHTVSK 6655.8630 1373.7415 24.7927 12495 2 687.3744 ‐0.9583
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 2066.9661 TTILPAEDEMPEIMDSFK 12431.8900 2066.9629 37.2677 8757 2 1033.9851 ‐0.5139
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 879.4822 VVEEIYK 6921.7390 879.4830 18.1432 7537 2 440.2451 ‐0.4475
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 2119.8702 FNDEFMTQYDNNFGYSK 1109.1910 2119.8635 30.9279 6768 2 1060.4354 ‐2.0042
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 787.4672 GILESLR 2358.9850 787.4708 25.5253 4497 1 787.4708 5.0889
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 486.9228 1140.6011 23.8256 6337 2 570.8042 21.3053
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 1522.7748 ALDYDTLNENVKK 434.4011 1522.7396 26.7559 1329 2 761.8734 ‐23.1514
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 617.3617 LESLR 91.9816 617.3617 25.5322 2488 1 617.3617 ‐0.0661
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 681.3454 EEIYK 1097.6830 681.3458 18.1431 2153 1 681.3458 0.7734
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2463.4160 53814.5894 42 45.95 None 780.4138 VEEIYK 716.6498 780.4157 18.1391 1497 1 780.4157 2.82
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 337.9739 33776.2610 4 15.36 None 1313.7423 VESPVVVITGASR 2405.9780 1313.7471 27.0788 11289 2 657.3772 3.0240
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 337.9739 33776.2610 4 15.36 Carbamidomethyl+C(8) 2981.4053 NINVNVVCPGFIASDMTAELGEDMEK 2237.7900 2981.4066 37.7500 4110 3 994.4737 0.8761
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 337.9739 33776.2610 4 15.36 None 939.5986 ILGTIPLGR 1394.6660 939.6005 16.9441 3999 2 470.3039 0.7333
NP_564216.1 3 oxoacyl acyl carrier protein reductase Arabidopsis thaliana 337.9739 33776.2610 4 15.36 None 1898.9130 QIEEYGGQAITFGGDVSK 197.9795 1898.9366 43.0976 778 2 949.9719 12.56
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 1265.5545 GPSGSPWYGSDR 70912.1900 1265.5551 20.1203 135441 2 633.2812 ‐0.2588
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 983.4985 FGEAVWFK 57572.8500 983.4987 18.4431 105158 2 492.2530 ‐1.0802
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 46670.6300 1903.9917 25.1457 41752 2 952.4995 0.3191
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 982.5316 ELEVIHSR 34456.0400 982.5317 17.5297 26295 2 491.7695 ‐1.1910
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFV 4713.3900 3092.5164 23.3360 15723 3 1031.5103 ‐1.3890
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 1252.6757 NRELEVIHSR 709.7343 1252.6756 17.5021 4541 3 418.2300 ‐1.3636
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 836.4301 GEAVWFK 8233.5110 836.4307 18.4414 10547 1 836.4307 1.59
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 512.2940 IHSR 2360.8370 512.2940 17.5339 3282 1 512.2940 ‐0.6730
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 1111.4803 SGSPWYGSDR 247.6779 1111.4777 20.1214 2885 1 1111.4777 ‐0.8093
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 967.4268 SPWYGSDR 502.5872 967.4231 18.7866 1543 2 484.2152 ‐5.1842
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 1024.4483 GSPWYGSDR 171.6905 1024.4486 20.1183 1366 1 1024.4486 1.91
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 853.4890 LEVIHSR 1260.9770 853.4891 17.5253 952 2 427.2482 ‐1.4032
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 10257.5500 28284.1671 13 28.46 None 1208.5331 PSGSPWYGSDR 197.1542 1208.5399 20.1197 780 2 604.7736 4.34
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 983.4985 FGEAVWFK 104156.9000 983.4987 18.4431 105158 2 492.2530 ‐1.4358
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAG 23063.1400 3957.7611 22.5489 50110 3 1319.9252 ‐2.3214
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 50879.9100 1903.9917 25.1457 41752 2 952.4995 0.4370
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLAT 7693.3830 3630.7709 24.9911 27828 3 1210.9285 ‐2.6459
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFV 5223.1350 3092.5164 23.3360 15723 3 1031.5103 ‐1.3514
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 836.4301 GEAVWFK 46892.2600 836.4307 18.4414 10547 1 836.4307 1.08
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 1667.7588 YLGPFSGESPSYLTGE 153.5204 1667.7552 20.3218 1895 2 834.3812 ‐2.0974
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 11825.2600 28284.1671 8 47.57 None 1120.5521 TDPEAFAELK 188.6721 1120.5557 23.7642 986 1 1120.5557 4.78
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2368.9130 22131.7358 5 17.53 None 1849.9463 TILSSETMDIPDSVTIK 25937.8800 1849.9406 31.7475 27469 2 925.4740 ‐2.4701
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2368.9130 22131.7358 5 17.53 None 1914.0178 VKDEIVLDGNDIELVSR 1095.6060 1914.0207 29.9171 10945 3 638.6784 0.9899
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2368.9130 22131.7358 5 17.53 None 912.5037 VKDEIVLD 72.2813 912.5071 28.7746 6166 1 912.5071 4.15
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2368.9130 22131.7358 5 17.53 None 603.3461 ELVSR 86.1244 603.3436 32.1477 1790 1 603.3436 ‐4.2035
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2368.9130 22131.7358 5 17.53 None 1831.9358 TILSSETMDIPDSVTIK 192.9302 1831.9407 28.9326 3828 3 611.3184 2.0715
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1849.9463 TILSSETMDIPDSVTIK 35768.8500 1849.9406 31.7475 27469 2 925.4740 ‐2.6402
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1582.8547 TALSHVDNLISGVTR 9516.3400 1582.8552 17.7181 25600 3 528.2899 ‐0.6774
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1792.9017 FVYAHFPINASIGGDGK 9140.7890 1792.9054 18.0193 22299 3 598.3067 1.09
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1170.6041 FLDGIYVSEK 2993.4430 1170.6076 17.3099 12536 2 585.8074 2.0692
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1914.0178 VKDEIVLDGNDIELVSR 2337.3800 1914.0207 29.9171 10945 3 638.6784 0.8960
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 912.5037 VKDEIVLD 148.5048 912.5071 28.7746 6166 1 912.5071 4.81
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1342.6943 FVYAHFPINASI 212.0878 1342.6980 19.8167 2536 1 1342.6980 5.1644
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5030.3030 22131.7358 16 39.18 None 1118.5762 MDIPDSVTIK 435.5956 1118.5779 32.4072 1853 2 559.7926 0.4965
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1582.8547 TALSHVDNLISGVTR 5997.0440 1582.8552 17.7181 25600 3 528.2899 ‐0.8797
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1792.9017 FVYAHFPINASIGGDGK 12164.5300 1792.9054 18.0193 22299 3 598.3067 1.1820
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1170.6041 FLDGIYVSEK 1992.8660 1170.6076 17.3099 12536 2 585.8074 1.98
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1849.9463 TILSSETMDIPDSVTIK 386.8326 1849.9343 23.2519 4603 2 925.4708 ‐6.0054
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1867.9912 HLNLDFQLIKDPETGK 113.7831 1868.0373 20.7704 1504 3 623.3506 23.8224
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1943.0457 TALSHVDNLISGVTRGFR 501.3499 1943.0286 17.9981 1576 2 972.0179 ‐8.0900
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1342.6943 FVYAHFPINASI 280.5345 1342.6897 18.2625 4444 2 671.8485 ‐4.1236
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1675.6600 22131.7358 16 39.18 None 1774.8911 FVYAHFPINASIGGDGK 246.6712 1774.8983 17.5290 7196 2 887.9528 4.89
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 1437.7736 LSGTIPNFLSNFK 1141.3070 1437.7695 20.9231 6012 2 719.3884 ‐3.3994
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 1237.6358 LMSYLNLGGNR 858.7597 1237.6363 17.4744 3926 2 619.3218 ‐0.5656
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 1104.6299 LTGTIPDIFK 316.2163 1104.6294 19.1378 3834 2 552.8183 ‐1.7957
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 1808.0640 LGNNLLTGTIPLGVANLK 1112.5520 1808.0569 20.8809 3574 2 904.5321 ‐3.5066
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 3509.6206 MSLDDWKPAQTFYYDFIDLSENEITGS 1893.7220 3509.6117 24.5073 1757 3 1170.5421 ‐1.4404
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 1530.7839 FLNQTEYLVEFK 346.3949 1530.7955 24.6044 3426 2 765.9014 7.77
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 2030.1532 FTGPIPSSISNLTLLTQLK 1586.8770 2030.1778 25.9113 1072 2 1015.5926 13.0820
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 290.5461 52312.3198 8 21.17 None 987.5146 FTGPIPSSIS 159.4858 987.5089 24.8744 997 1 987.5089 ‐4.6193
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 1508.7526 SYLENQMAVALGGR 1461.9080 1508.7599 24.0967 103476 2 754.8836 4.87
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 1566.7547 GQAGGLTFFAPSEER 3776.1670 1566.7541 29.2653 12592 2 783.8807 ‐0.3681
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 2166.0350 FQEVPETGVSFADVAGADQAK 2371.6110 2166.0322 28.6692 9294 2 1083.5197 ‐0.0539
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 2715.2566 VAEEVIFGDENVTTGASNDFMQVSR 565.9835 2715.2510 32.9206 4564 3 905.7552 ‐1.6662
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 1504.7489 EISKDEISDALER 825.1560 1504.7449 25.6606 1677 2 752.8761 ‐2.7895
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 1741.8075 AQGGPGGGPGGLGGPMDFGR 499.4240 1741.8453 21.1572 1154 3 581.2866 20.9634
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 2275.0958 IGQVAVGGPGGNPFMGQQMSSQK 219.2314 2275.0565 33.5110 758 3 759.0237 ‐17.3707
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 1786.9585 LELQEVVDFLKNPDK 359.0080 1786.9678 28.4563 2441 3 596.3274 4.45



NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 232.9895 76930.5472 9 10.47 None 2149.0084 FQEVPETGVSFADVAGADQAK 385.4493 2149.0123 30.3422 3987 3 717.0089 1.10
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 5394.1360 1200.6194 18.7593 5766 2 600.8133 2.51
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 1705.9910 1734.9174 18.3292 5429 2 867.9623 ‐1.7314
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 None 1590.6918 SYGASGVEYSDQAEK 1142.2580 1590.6932 18.1541 3790 2 795.8502 0.7950
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 None 1178.6820 FLYPLDIGIK 907.6021 1178.6838 20.6676 4397 2 589.8456 0.6856
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 None 1071.6045 GAVDLGIAVEK 2627.2870 1071.6027 26.7805 971 1 1071.6027 ‐0.1965
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 232.1110 68372.1731 6 8.20 Carbamidomethyl+C(16) 2275.0556 QIEMYTQQGFSNLPICMSK 569.0050 2275.0565 33.5110 758 3 759.0237 0.1434
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1497.6890 SEVVGYMGDDNLAK 105709.3000 1497.6884 23.9302 33720 2 749.3479 ‐0.6344
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1590.9214 ALEGADLVIIPAGVPR 33328.7000 1590.9234 19.7659 32845 2 795.9654 1.64
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 11650.1500 3007.5871 21.6144 31210 3 1003.2006 1.89
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1318.7001 DDLFNINAGIVK 25022.2000 1318.6980 32.0865 24444 2 659.8526 ‐2.2584
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1793.0717 VAILGAAGGIGQPLALLMK 96377.9500 1793.0748 22.8633 22761 2 897.0411 2.0389
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1219.7045 LFGVTTLDVVR 16499.1900 1219.7043 19.5950 15459 2 610.3558 ‐0.9419
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1860.9226 NGVEEVLDLGPLSDFEK 15351.7000 1860.9218 38.1076 7833 2 930.9645 0.0391
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 941.4397 AGMYDEKK 2837.4320 941.4379 32.0281 5159 1 941.4379 ‐0.9315
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 3068.6038 NGVEEVLDLGPLSDFEKEGLEALKPELK 1478.2800 3068.6120 42.1152 4597 4 767.9085 2.98
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 Carbamidomethyl+C(2) 2899.4845 YCPHALINMISNPVNSTVPIAAEIFK 1912.9250 2899.4741 23.2765 2652 3 967.1629 ‐3.2223
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1226.6991 EGLEALKPELK 2470.4980 1226.6999 24.3700 8945 2 613.8536 ‐0.0813
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1180.5957 SFSSGSVPERK 105.0292 1180.6160 21.5776 1891 1 1180.6160 18.9911
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 3069.5925 SEVVGYMGDDNLAKALEGADLVIIPAG 939.4056 3069.5941 43.6214 11311 4 768.1540 0.1480
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1347.7995 KLFGVTTLDVVR 2103.2320 1347.8006 18.1494 4029 2 674.4039 0.2928
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 697.3740 GHINTR 268.5192 697.3737 20.6954 3593 1 697.3737 ‐0.3556
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 959.5520 GVTTLDVVR 356.7065 959.5529 19.5056 1333 2 480.2801 ‐0.4150
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 1083.4775 GYMGDDNLAK 1950.1610 1083.4741 23.9310 1174 1 1083.4741 ‐1.7462
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 888.5189 PIAAEIFK 458.1374 888.5197 21.7897 933 2 444.7635 ‐0.5802
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 14859.5900 36032.6349 24 51.03 None 923.4291 AGMYDEKK 131.9620 923.4280 32.4477 1754 1 923.4280 ‐0.3678
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7820.3480 36032.6349 24 51.03 None 1590.9214 ALEGADLVIIPAGVPR 48259.5300 1590.9234 19.7659 32845 2 795.9654 1.1833
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7820.3480 36032.6349 24 51.03 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 8196.0370 3007.5871 21.6144 31210 3 1003.2006 1.29
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7820.3480 36032.6349 24 51.03 None 1793.0717 VAILGAAGGIGQPLALLMK 84981.7700 1793.0748 22.8633 22761 2 897.0411 2.0998
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7820.3480 36032.6349 24 51.03 None 1219.7045 LFGVTTLDVVR 3840.6910 1219.7043 19.6097 14981 2 610.3558 ‐1.1751
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7820.3480 36032.6349 24 51.03 None 697.3740 GHINTR 188.5936 697.3737 20.6954 3593 1 697.3737 ‐0.3874
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 6228.7840 1797.0483 22.4906 12413 2 899.0278 1.29
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1354.6849 NDISLLYSSGASK 251.1591 1354.6820 33.3500 1289 2 677.8446 ‐2.7029
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 Carbamidomethyl+C(8)
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1693.9061 TLLPQTFWPYGKSR 312.8251 1693.8982 21.4344 4426 3 565.3042 ‐5.4947
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1613.7707 SYLFFDGRHNTEK 269.4130 1613.7581 23.1036 4031 2 807.3827 ‐7.8309
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1595.8639 LKNDISLLYSSGASK 4136.3100 1595.8680 16.2961 3212 3 532.6275 1.39
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1827.9462 FSDGLIAPDFLAKFMR 594.1480 1827.9415 18.0653 2659 3 609.9854 ‐3.2682
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 896.4373 GFPNVHSR 125.1954 896.4374 21.1865 3251 2 448.7223 ‐1.3564
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 692.3474 PNVHSR 66.3609 692.3447 22.6839 2501 1 692.3447 ‐4.0076
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 188.9594 1309.7617 24.4776 1851 2 655.3845 ‐4.0002
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 686.3508 FSDGLIA 134.1491 686.3531 18.1132 957 1 686.3531 3.63
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 None 1595.7601 SYLFFDGRHNTEK 219.3030 1595.7590 24.7384 1267 2 798.3831 ‐0.7937
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 283.4870 43599.5392 13 8.3 Carbamidomethyl+C(11) 1780.0190 FVIQTLAPLGCLPIVR 384.0179 1780.0206 21.7277 2820 2 890.5139 1.1792
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 365.0646 31138.6414 2 10.53 None 1634.8748 LVAAIDGQPDPGGPTVK 5054.4530 1634.8766 23.3013 14892 2 817.9419 1.22
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 365.0646 31138.6414 2 10.53 None 1498.7060 ADAFEYADQVLEK 1393.6710 1498.7104 30.8898 13242 2 749.8588 2.25
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 2231.9979 FSYEDIPEDLEDLAQEYR 7007.2520 2231.9914 41.1074 7132 2 1116.4994 ‐1.7202
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 1739.9075 FDVVPQHIQNQLSSK 2909.7220 1739.9093 16.3637 6216 3 580.6413 0.2184
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 1549.7533 KPDDDEPFAGLAFK 1913.1010 1549.7551 29.6828 6076 2 775.3812 1.0271
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 2085.0346 DTITGETLSDPENPVVLER 4953.9510 2085.0351 28.7096 4524 2 1043.0212 1.0977
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 2068.0709 INIIDTPGHVDFTLEVER 1865.6210 2068.0690 32.9254 3968 3 690.0279 ‐1.3926
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 2167.1468 VVDSLVPLAEMFQYVSTLR 1902.1400 2167.1397 25.6097 3425 2 1084.0735 ‐2.2268
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 1541.7741 LLEMHANSREDVK 649.3342 1541.7665 19.2963 4504 3 514.5937 ‐5.8868
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 971.5673 ATFLGLPPR 282.0119 971.5765 21.9350 3990 2 486.2919 8.1832
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 1473.7882 GGAVPREYIPGVMK 325.4873 1473.7788 19.4097 2171 3 491.9311 ‐7.4509
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 Carbamidomethyl+C(2) 1987.9994 ICFVNKMDRLGANFFR 820.9075 1987.9990 31.4831 2253 2 994.5032 0.5341
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 Carbamidomethyl+C(2) 1969.9888 ICFVNKMDRLGANFFR 253.2480 1969.9886 32.3011 1233 2 985.4980 0.5885
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 480.4203 86399.8533 27 13.15 None 2150.1202 VVDSLVPLAEMFQYVSTLR 695.2242 2150.1214 25.2746 19791 2 1075.5643 1.23
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1236.6583 ISAGSYVLNANK 1588.0220 1236.6555 22.2547 11520 2 618.8314 ‐2.9079
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 2231.9979 FSYEDIPEDLEDLAQEYR 6502.2470 2231.9914 41.1074 7132 2 1116.4994 ‐1.5346
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 2062.6120 2178.1044 31.6584 7089 3 726.7063 0.1122
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1549.7533 KPDDDEPFAGLAFK 1466.9880 1549.7551 29.6828 6076 2 775.3812 1.1850
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1433.6808 LAQEDPSFHFSR 654.0284 1433.6901 21.6602 51604 2 717.3487 6.31
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 2353.1783 FDVVPQHIQNQLSSKDQEVAA 180.7046 2353.1290 24.3992 3208 3 785.0479 ‐20.9461
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1473.7882 GGAVPREYIPGVMK 314.5197 1473.7788 19.4097 2171 3 491.9311 ‐7.4273
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1368.6794 QFSVFAAAEAEAK 176.2306 1368.6622 32.0448 1081 1 1368.6622 ‐9.8134
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 Carbamidomethyl+C(2) 1987.9994 ICFVNKMDRLGANFFR 917.6914 1987.9990 31.4831 2253 2 994.5032 0.7098
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 2781.2243 NYKIGEVHEGTATMDWMEQEQER 551.1486 2781.2183 28.8696 799 3 927.7443 ‐1.6577
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1052.5160 NYKIGEVHE 305.9798 1052.5161 27.9633 17186 2 526.7617 ‐0.8245
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1160.5847 FDVVPQHIQN 113.4665 1160.5899 23.7925 1179 2 580.7986 3.40
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 1281.6222 NYKIGEVHEGTA 93.1630 1281.6265 29.7744 1048 2 641.3169 2.09
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 None 959.4833 ISAGSYVLNA 777.6113 959.4820 23.7070 1024 1 959.4820 ‐0.1598
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 276.1484 86399.8533 27 13.15 Carbamidomethyl+C(2) 1969.9888 ICFVNKMDRLGANFFR 510.9600 1969.9886 32.3011 1233 2 985.4980 0.7635
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1334.5643 YEEMVEFMEK 41110.0400 1334.5647 28.4745 38879 2 667.7860 ‐0.3170
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1803.9348 SAQDIANAELAPTHPIR 4565.4410 1803.9397 22.3138 18812 3 601.9847 1.91
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1589.7653 VSAAVDGDELTVEER 11469.4200 1589.7684 23.3311 16456 2 795.3878 1.96
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778



NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 2128.9921 QAFDEAIAELDTLGEESYK 11350.8800 2128.9901 37.4821 11273 2 1064.9987 0.0376
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1317.6797 KDAAEHTLAAYK 948.1760 1317.6808 29.6088 8425 2 659.3440 0.1930
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKP 844.7301 3460.5616 34.5515 4847 3 1154.1921 ‐1.3836
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 917.5302 IISSIEQK 6015.9060 917.5316 17.9376 3847 2 459.2694 0.0960
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1298.6223 EAAAPKPTEEQQ 1842.2220 1298.6379 23.7282 5420 2 649.8226 11.44
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 Carbamidomethyl+C(14) 2211.1326 EYRSKIETELSGICDGILK 970.0938 2211.1424 20.7604 1464 2 1106.0748 5.88
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 543.2773 VSAAVD 311.5276 543.2799 22.2003 4181 1 543.2799 4.66
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1162.5222 DGDELTVEER 144.0315 1162.5278 21.0604 3612 2 581.7675 3.24
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 875.4469 ELTVEER 103.1837 875.4425 23.4812 2169 1 875.4425 ‐4.3200
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1029.4524 DNLTLWTSD 103.0506 1029.4538 31.9851 1429 1 1029.4538 2.81
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 5388.1690 29275.8020 30 59.85 None 1042.4584 EMVEFMEK 513.0693 1042.4546 28.4785 1210 1 1042.4546 ‐2.3291
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1334.5643 YEEMVEFMEK 37322.6100 1334.5647 28.4745 38879 2 667.7860 ‐0.1678
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 2128.9921 QAFDEAIAELDTLGEESYK 16352.9500 2128.9901 37.4821 11273 2 1064.9987 0.2189
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKP 1857.7090 3460.5616 34.5515 4847 3 1154.1921 ‐1.0427
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 917.5302 IISSIEQK 6237.8770 917.5316 17.9376 3847 2 459.2694 0.2283
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1589.7653 VSAAVDGDELTVEER 999.7215 1589.7713 27.6847 2812 2 795.3893 3.28
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1298.6223 EAAAPKPTEEQQ 227.7472 1298.6379 23.7282 5420 2 649.8226 11.21
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1189.5848 DAAEHTLAAYK 744.0836 1189.5782 24.7394 2946 2 595.2927 ‐6.2822
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1469.7747 YLAEFKTGQERK 185.8938 1469.7646 23.0846 12757 2 735.3859 ‐7.0323
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 892.4563 YLAEFKTG 140.9913 892.4543 22.4154 1680 1 892.4543 ‐1.3137
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 691.3621 SSIEQK 1033.3700 691.3605 17.9399 1266 1 691.3605 ‐2.1503
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1042.4584 EMVEFMEK 480.7666 1042.4546 28.4785 1210 1 1042.4546 ‐2.1529
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3375.8510 29275.8020 30 59.85 None 1571.7548 VSAAVDGDELTVEER 448.6301 1571.7597 27.2874 5285 2 786.3835 3.46
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1367.6842 FANFSIESEVPK 7744.4070 1367.6844 28.9462 26374 2 684.3459 ‐0.3139
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1284.6947 NPILPSDPYLR 14810.1200 1284.6948 28.4668 14940 2 642.8510 ‐0.5814
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1541.7231 GVEFEYREEDLR 7726.2810 1541.7247 23.7952 9568 3 514.5797 0.0622
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 877.5029 DFIEILK 10804.7100 877.5021 31.3046 7074 1 877.5021 ‐0.3125
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1845.9593 SLPDPEKVTEFVSELR 6627.7570 1845.9583 35.5783 16508 3 615.9910 ‐1.2041
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1645.8432 PDPEKVTEFVSELR 1501.3150 1645.8359 35.5762 3630 2 823.4216 ‐4.4219
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 615.4076 IEILK 2685.4660 615.4068 31.3043 1173 1 615.4068 ‐1.5846
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1936.9520 25707.6329 14 26.48 None 1092.5724 NPILPSDPYL 209.0453 1092.5748 27.8919 1117 2 546.7910 1.0933
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 1367.6842 FANFSIESEVPK 5578.7920 1367.6844 28.9462 26374 2 684.3459 ‐0.1634
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 1284.6947 NPILPSDPYLR 22980.1300 1284.6948 28.4668 14940 2 642.8510 ‐0.4342
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 877.5029 DFIEILK 12968.2200 877.5021 31.3046 7074 1 877.5021 ‐0.1526
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 1110.5830 NPILPSDPYL 1310.3790 1110.5850 26.8738 3026 2 555.7961 0.8913
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 615.4076 IEILK 2232.8170 615.4068 31.3043 1173 1 615.4068 ‐1.4506
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1874.4500 25707.6329 14 26.48 None 1092.5724 NPILPSDPYL 326.3587 1092.5748 27.8919 1117 2 546.7910 1.27
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 1817.8606 TGTPLVYGGWPDHDFR 5976.3970 1817.8628 29.6918 15718 3 606.6258 0.5269
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 2240.9982 VVNEGEFGEYITEYDASYR 2263.1380 2240.9912 32.0078 12686 2 1120.9993 ‐1.9403
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 3196.4010 2320.1604 19.8712 12212 3 774.0583 ‐0.3944
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 951.5258 GTVTFAVTR 1184.9080 951.5253 21.7003 8018 2 476.2663 ‐1.8673
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 1228.6280 NGNLVLAEADGR 1260.8550 1228.6279 22.2658 2931 2 614.8176 ‐0.9172
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 865.4414 NGNLVLAEA 378.7510 865.4421 20.8879 6427 1 865.4421 1.65
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 1641.7809 TPLVYGGWPDHDFR 274.1635 1641.7787 30.0212 1576 2 821.3930 ‐1.2861
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 501.8559 51027.4331 16 16.70 None 1799.8500 TGTPLVYGGWPDHDFR 388.0955 1799.8504 30.9830 2706 2 900.4289 0.5680
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 1817.8606 TGTPLVYGGWPDHDFR 6107.8040 1817.8628 29.6918 15718 3 606.6258 0.6055
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 2240.9982 VVNEGEFGEYITEYDASYR 2522.3030 2240.9912 32.0078 12686 2 1120.9993 ‐1.7544
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 951.5258 GTVTFAVTR 1296.2830 951.5253 21.7003 8018 2 476.2663 ‐1.7336
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 1168.5844 DANTSSVAYIK 586.3603 1168.5867 28.4909 6534 2 584.7970 1.22
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 1394.6991 AYSYFPAATYLK 263.7307 1394.6965 24.9663 6459 2 697.8519 ‐2.1894
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 1641.7809 TPLVYGGWPDHDFR 435.2932 1641.7787 30.0212 1576 2 821.3930 ‐1.1245
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 1799.8500 TGTPLVYGGWPDHDFR 410.4086 1799.8504 30.9830 2706 2 900.4289 0.7361
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 366.8789 51027.4331 16 16.70 None 933.5152 GTVTFAVTR 242.2581 933.5117 23.2959 1354 2 467.2595 ‐5.0140
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 920.4910 ITMIWEK 56654.0500 920.4905 17.3226 145422 2 460.7489 ‐1.8959
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 67048.7600 1756.8383 16.4991 96102 3 586.2843 0.3586
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 1240.6354 GLEGHVMEQLK 39553.5000 1240.6364 22.5945 54332 2 620.8219 0.0388
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 1383.5733 TDDSPEPSNYMK 14286.7400 1383.5746 19.2233 6885 2 692.2909 0.4610
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 1481.6941 EIDDENMVITFR 3555.4490 1481.6946 29.8688 5883 2 741.3509 0.0694
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 1539.6744 RTDDSPEPSNYMK 6405.0790 1539.6727 17.7858 2267 3 513.8958 ‐2.0912
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 807.4069 TMIWEK 9565.2480 807.4086 17.3207 33104 1 807.4086 2.81
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 941.4873 GHVMEQLK 171.0437 941.4844 23.8286 6240 2 471.2459 ‐4.4022
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 Carbamidomethyl+C(2) 1162.5562 TCDGKPEVFK 238.7777 1162.5626 17.1681 2191 2 581.7849 4.19
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 648.3385 MEQLK 2119.0410 648.3393 22.6122 1553 1 648.3393 0.9932
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 13142.0900 17715.9655 29 52.98 None 774.3855 ITMIWE 148.4638 774.3891 16.7322 1013 1 774.3891 4.46
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 920.4910 ITMIWEK 40225.3200 920.4905 17.3226 145422 2 460.7489 ‐2.2840
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 77158.3400 1756.8383 16.4991 96102 3 586.2843 0.1839
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1403.7205 VYDLIYQFSQK 4919.1250 1403.7218 19.1099 14096 2 702.3645 0.2972
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1240.6354 GLEGHVMEQLK 1193.8990 1240.6596 18.7862 7058 2 620.8334 18.5053
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1365.7260 ATSGTYVTEVPLK 1273.8810 1365.6933 17.1919 3045 2 683.3503 ‐24.6372
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1801.9517 FLKSVVADMDEHVLKA 425.1442 1801.9366 18.0562 10532 3 601.3170 ‐9.2747
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 Carbamidomethyl+C(18) 3219.6105 VYDLIYQFSQKSPDDIVCKITMIWEK 388.0622 3219.6289 25.5548 9950 3 1073.8812 6.19
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 2625.3381 GLEGHVMEQLKVYDLIYQFSQK 2051.1720 2625.3459 19.7957 8583 3 875.7868 3.0280
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 807.4069 TMIWEK 5020.7710 807.4086 17.3207 33104 1 807.4086 2.16
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 706.3593 MIWEK 24059.7200 706.3595 17.3206 12380 1 706.3595 0.3401
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 Carbamidomethyl+C(5) 1643.7523 WNYTCDGKPEVFK 2283.4890 1643.7534 16.5616 9624 2 822.3803 0.6820
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 11496.3400 1457.6743 16.5011 4508 2 729.3408 0.4764
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1239.6045 VYDLIYQFSQ 224.9234 1239.6035 17.5508 4153 2 620.3054 ‐1.7893
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 1039.4877 DMDEHVLKA 200.1747 1039.4857 18.5834 2421 2 520.2465 ‐3.3784



NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 878.4294 VYDLIYQ 170.2637 878.4301 25.5577 1625 1 878.4301 1.65
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 767.4662 VTEVPLK 189.6676 767.4649 18.2020 1514 1 767.4649 ‐1.3353
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 789.3964 TMIWEK 133.4896 789.3979 24.2754 1330 1 789.3979 2.72
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 9573.4940 17715.9655 29 52.98 None 774.3855 ITMIWE 89.9094 774.3891 16.7322 1013 1 774.3891 4.65
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 950.4942 GNLDIFSGK 5426.2560 950.4940 26.1378 18360 2 475.7507 ‐1.4608
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 956.4836 YGDYIGIR 9174.6680 956.4845 23.1107 16266 2 478.7459 ‐0.3529
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 2089.9436 NLEAWGGLMGPGYNYYER 4736.6140 2089.9395 20.0981 14310 2 1045.4734 ‐1.0889
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 990.5214 AGTDSIISAR 3384.0100 990.5206 18.7716 9532 2 495.7640 ‐2.0815
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 1029.4822 NLEAWGGLMG 1010.4070 1029.4830 21.5599 4298 2 515.2451 ‐0.4064
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1318.7580 20414.8899 6 24.59 None 938.4730 YGDYIGIR 116.7222 938.4761 24.4985 1484 1 938.4761 4.13
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1029.5687 TAIAEGLAQR 28333.8000 1029.5694 19.4677 13967 2 515.2883 ‐0.5256
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 2290.1714 LVGAPPGYVGYEEGGQLTEVVR 662.3290 2290.1800 31.8287 3810 3 764.0648 3.11
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1045.5313 ELNVQWEK 4817.7640 1045.5306 23.9901 1328 1 1045.5306 0.7021
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1936.0287 AHPDVFNILLQLLDDGR 1345.7990 1936.0114 21.9075 7844 2 968.5093 ‐8.3443
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1628.8391 WTGIPLSNLQQSER 288.4425 1628.8657 26.6731 4202 2 814.9365 16.3425
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1101.5786 AIDLVDEAGAK 348.4079 1101.5534 25.3777 1140 2 551.2803 ‐23.9516
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1033.5524 LSLKNDTDK 616.1841 1033.5579 27.4113 23109 2 517.2826 4.1104
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 2693.4006 AHPDVFNILLQLLDDGRITDSQGR 674.7691 2693.4265 25.5288 8710 3 898.4804 9.39
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 2116.1318 MEITSKPTELDGIDRAVIK 1640.4880 2116.1265 21.0898 5071 2 1058.5669 ‐1.5544
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1940.0997 RVIQQMVENEIAVGILK 1122.2240 1940.1111 20.5975 1578 3 647.3752 5.50
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 937.4625 AIDLVDEAGA 388.0820 937.4617 27.0190 3587 1 937.4617 0.0472
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 394.6362 109004.7037 12 6.12 None 1016.5259 LSLKNDTDK 216.5730 1016.5258 25.4481 871 1 1016.5258 1.1825
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1265.5545 GPSGSPWYGSDR 70912.1900 1265.5551 20.1203 135441 2 633.2812 ‐0.2588
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 34434.8500 3631.7588 46.1077 107513 3 1211.2578 ‐1.7002
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 983.4985 FGEAVWFK 57572.8500 983.4987 18.4431 105158 2 492.2530 ‐1.0802
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 46670.6300 1903.9917 25.1457 41752 2 952.4995 0.3191
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 982.5316 ELEVIHSR 34456.0400 982.5317 17.5297 26295 2 491.7695 ‐1.1910
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAG 5692.2210 3967.7867 22.7441 24654 3 1323.2671 ‐1.2437
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFV 1585.4030 3092.5182 23.0486 21088 3 1031.5109 ‐0.8236
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1252.6757 NRELEVIHSR 709.7343 1252.6756 17.5021 4541 3 418.2300 ‐1.3636
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 932.4796 AASDVLGSGR 321.5438 932.4702 26.1424 2261 1 932.4702 ‐9.1807
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 836.4301 GEAVWFK 8233.5110 836.4307 18.4414 10547 1 836.4307 1.59
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 512.2940 IHSR 2360.8370 512.2940 17.5339 3282 1 512.2940 ‐0.6730
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1111.4803 SGSPWYGSDR 247.6779 1111.4777 20.1214 2885 1 1111.4777 ‐0.8093
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 967.4268 SPWYGSDR 502.5872 967.4231 18.7866 1543 2 484.2152 ‐5.1842
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1024.4483 GSPWYGSDR 171.6905 1024.4486 20.1183 1366 1 1024.4486 1.91
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1326.6325 GPLENLADHLADP 457.8881 1326.6302 21.3502 999 1 1326.6302 0.6893
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 853.4890 LEVIHSR 1260.9770 853.4891 17.5253 952 2 427.2482 ‐1.4032
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1653.7867 GPLENLADHLADPVNN 760.4173 1653.7800 24.0746 847 1 1653.7800 ‐0.4936
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 15483.9800 28110.9954 26 60.00 None 1208.5331 PSGSPWYGSDR 197.1542 1208.5399 20.1197 780 2 604.7736 4.34
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1265.5545 GPSGSPWYGSDR 105071.4000 1265.5551 20.1203 135441 2 633.2812 ‐0.1124
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 22535.6600 3631.7587 46.1100 106908 3 1211.2578 ‐1.3569
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1252.6757 NRELEVIHSR 234.9120 1252.6547 18.1306 41078 2 626.8310 ‐17.3628
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1111.4803 SGSPWYGSDR 536.2460 1111.4777 20.1214 2885 1 1111.4777 ‐0.6262
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1024.4483 GSPWYGSDR 322.9479 1024.4486 20.1183 1366 1 1024.4486 1.35
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1078.5640 NRELEVIHS 224.0123 1078.5622 18.0572 941 2 539.7847 ‐2.5802
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 2295.1180 YPGGSFDPLGLATDPEAFAELK 2202.1630 2295.1178 46.1106 892 2 1148.0626 1.38
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalian 8217.3920 28110.9954 26 60.00 None 1208.5331 PSGSPWYGSDR 426.6397 1208.5399 20.1197 780 2 604.7736 4.75
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 1859.9597 ELLVGKDDELLETETR 18810.9200 1859.9634 27.6503 23313 3 620.6593 1.46
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 1585.8432 ALDLASKPEGTGTPTK 15390.4400 1585.8442 18.9609 16689 3 529.2863 ‐0.2782
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 7912.5020 1872.9366 29.9064 16455 2 936.9719 0.1620
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPG 6093.0400 3338.7456 25.4775 15158 3 1113.5867 ‐2.0742
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 7848.3590 2658.2281 35.1176 13924 3 886.7475 0.9269
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 1809.9381 AEQYLADSGIPYTIIR 2856.5330 1809.9333 32.4910 6443 2 905.4703 ‐2.3030
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 759.3995 NQIDAAK 480.8181 759.3965 26.9382 4303 1 759.3965 ‐3.7947
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 1155.6408 ALFTQVTTKF 4078.7310 1155.6425 18.6242 6928 2 578.3249 0.4912
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 Carbamidomethyl+C(1) 1288.6566 CVQALQLEEAK 657.9330 1288.6579 27.9607 5033 2 644.8326 0.3693
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 748.3836 LETETR 164.3828 748.3830 26.6819 4697 1 748.3830 ‐0.4907
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 Carbamidomethyl+C(3) 1516.7676 EVCVQALQLEEAK 278.1868 1516.7604 32.3172 1390 2 758.8838 ‐4.9689
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3425.6770 34993.8524 25 42.46 None 1015.5419 KPEGTGTPTK 257.4509 1015.5458 20.3649 1095 2 508.2766 2.78
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 1585.8432 ALDLASKPEGTGTPTK 10082.2400 1585.8442 18.9609 16689 3 529.2863 ‐0.2368
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 10084.6700 1872.9366 29.9064 16455 2 936.9719 0.3330
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 10739.8000 2658.2281 35.1176 13924 3 886.7475 1.1396
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 1809.9381 AEQYLADSGIPYTIIR 3840.2130 1809.9333 32.4910 6443 2 905.4703 ‐2.1345
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 2078.0400 ESKEKINGEDEVFIGDIR 622.2501 2078.0582 27.7467 6531 3 693.3576 8.47
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 1362.6688 YPEQVDWIGQK 217.6275 1362.6631 35.9999 3892 2 681.8352 ‐4.5839
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 1401.7220 DLASKPEGTGTPTK 6381.1570 1401.7220 18.9594 1936 2 701.3646 ‐0.3105
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1972.9660 34993.8524 25 42.46 None 1199.6055 PEQVDWIGQK 226.5203 1199.5998 33.5678 1600 1 1199.5998 ‐2.6606
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 537.9191 34993.8524 25 42.46 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPG 5297.6880 3338.7456 25.4775 15158 3 1113.5867 ‐1.9975
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 537.9191 34993.8524 25 42.46 None 1155.6408 ALFTQVTTKF 4512.4830 1155.6425 18.6242 6928 2 578.3249 0.2241
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 537.9191 34993.8524 25 42.46 None 1545.8312 DFKALFTQVTTKF 288.8811 1545.8299 18.3284 1193 2 773.4186 ‐1.0624
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 537.9191 34993.8524 25 42.46 None 1231.6140 PQMKPGFDPSK 148.0490 1231.6080 25.5476 1547 1 1231.6080 ‐2.8435
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 537.9191 34993.8524 25 42.46 None 1528.8046 DFKALFTQVTTKF 167.8663 1528.8131 17.8769 1545 3 510.2759 4.00
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1780.8098 EGPPVFEQPEMTYEK 273463.9000 1780.8099 26.9770 507678 2 890.9086 0.3297
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1697.7613 GLAYDTSDDQQDITR 126376.3000 1697.7602 20.9031 498687 2 849.3838 ‐0.4925
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 157990.8000 2304.0584 32.9300 481176 2 1152.5329 ‐2.3508
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 109401.5000 2150.1271 21.5629 472413 2 1075.5672 ‐1.0410
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2347.1888 VQLAETYLSQAALGDANADAIGR 172145.3000 2347.1855 32.0484 449759 2 1174.0964 ‐0.0079
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 55425.6200 2823.4515 23.9598 301590 3 941.8220 ‐1.4023



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 96572.1000 1212.5756 25.2486 299191 2 606.7915 ‐0.4319
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1152.7139 VPLILGIWGGK 115586.0000 1152.7148 21.6426 283646 2 576.8610 ‐0.1746
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1059.6197 NFLTLPNIK 48233.9500 1059.6190 19.2386 263178 2 530.3131 ‐1.8209
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2083.9973 LMEYGNMLVMEQENVKR 40076.6700 2083.9973 17.8588 188395 3 695.3373 ‐0.4796
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1007.5408 FVESLGVEK 15909.0100 1007.5385 21.9344 175872 2 504.2729 ‐3.5024
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 14668.5700 3324.5796 19.8446 128894 4 831.9004 0.4394
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 940.4676 FYWAPTR 20545.6500 940.4677 16.3245 111615 2 470.7375 ‐1.2059
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 80014.5800 2384.0330 22.9440 108340 2 1192.5201 ‐1.3123
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1340.6382 FYWAPTREDR 67189.6600 1340.6379 15.4278 72298 3 447.5508 ‐1.4251
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1927.8962 LMEYGNMLVMEQENVK 51528.0500 1927.8944 31.1000 63262 2 964.4509 ‐0.3520
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 28473.5100 2782.3057 30.5278 54342 3 928.1067 ‐1.3382
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 15799.3400 3943.8321 21.4799 47028 3 1315.2822 ‐1.7262
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 26065.3900 1177.4483 26.2453 42175 1 1177.4483 3.82
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 809.5244 LVVHITK 30507.1600 809.5254 18.3042 26029 2 405.2663 ‐0.3097
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADN 317.4921 4543.0843 20.8797 17942 4 1136.5265 ‐5.0621
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1135.6358 KFVESLGVEK 9854.1590 1135.6346 20.7665 96573 2 568.3209 ‐2.0094
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3578.6540 2503.2894 30.6325 29823 3 835.1013 ‐0.2317
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 696.4403 VVHITK 107.1208 696.4384 17.5201 26775 1 696.4384 ‐2.6675
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 685.4243 TLPNIK 2217.4740 685.4226 19.2497 15677 1 685.4226 ‐2.5615
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 597.3719 VHITK 7602.3910 597.3724 18.2989 14011 1 597.3724 0.4646
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 793.3992 YWAPTR 116.8364 793.4008 16.3240 6066 1 793.4008 2.48
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 632.3614 SLGVEK 165.3595 632.3608 21.9813 4897 1 632.3608 ‐1.1297
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1483.7427 VLSSYEYVSQGLR 228.2340 1483.7481 20.5384 4484 3 495.2542 2.68
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1148.5695 FINDLDAGAGR 2742.9910 1148.5634 31.8006 3890 1 1148.5634 ‐3.5888
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 860.4876 KFVESLGV 182.7699 860.4852 20.7892 3680 1 860.4852 ‐2.2336
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 730.4246 LGIWGGK 196.9312 730.4261 21.6493 3569 1 730.4261 2.1300
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 973.4221 DDQQDITR 162.8491 973.4184 19.4840 3437 1 973.4184 ‐2.7916
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 888.4140 MGINPIMM 231.3551 888.4158 31.7949 3200 1 888.4158 2.62
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1232.5472 MGINPIMMSAGE 1036.0940 1232.5394 32.9305 2943 1 1232.5394 ‐4.3480
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1001.5010 INDLDAGAGR 333.3040 1001.5016 31.7736 2660 1 1001.5016 1.41
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1989.8715 MGINPIMMSAGELESGNAGE 986.5851 1989.8803 32.9251 2585 2 995.4438 5.1301
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1456.6187 YDTSDDQQDITR 1338.8910 1456.6123 20.9100 2406 1 1456.6123 ‐1.5383
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1077.4807 SDDQQDITR 725.0389 1077.4801 20.9077 2149 1 1077.4801 0.8362
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1527.6558 AYDTSDDQQDITR 2256.6390 1527.6491 20.9059 2007 1 1527.6491 ‐1.2515
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 959.4541 GDANADAIGR 347.2104 959.4558 30.6265 2006 1 959.4558 2.68
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 989.5302 FVESLGVEK 157.8232 989.5276 21.4614 1955 2 495.2674 ‐3.9147
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1033.6041 STLYAPLIR 231.3032 1033.6045 19.0956 1726 1 1033.6045 1.85
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1103.5046 MGINPIMMSAG 522.5663 1103.5050 32.8286 1698 1 1103.5050 1.29
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1154.5034 EQPEMTYEK 358.1820 1154.5037 26.9830 1451 1 1154.5037 1.86
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(5) 970.4663 VPIICTGND 243.1227 970.4677 21.1284 1345 1 970.4677 2.81
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1020.4745 AENFDPTAR 228.5003 1020.4772 30.5931 1308 1 1020.4772 3.02
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2124.0001 GMVDSVFQAPMGTGTHHAVLS 245.1732 2124.0085 25.4487 1286 2 1062.5079 4.35
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1888.8779 PIMMSAGELESGNAGEPAK 415.5180 1888.8859 31.5828 1273 2 944.9466 4.71
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1906.8786 MGGTTQYTVNNQMVNATL 462.7432 1906.8750 19.7308 1137 2 953.9411 ‐1.3627
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 866.4043 EGPPVFEQ 236.0592 866.4073 25.8693 1134 1 866.4073 4.1379
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 990.4487 DDQQDITR 211.1026 990.4503 20.9062 1042 1 990.4503 2.41
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1509.6452 AYDTSDDQQDITR 161.8426 1509.6513 21.1400 1034 2 755.3293 3.90
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1290.6477 PGQSIDFFGALR 176.0919 1290.6515 24.9747 996 2 645.8294 2.46
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1025.4608 QPEMTYEK 186.0313 1025.4624 26.9445 952 1 1025.4624 2.20
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1705.8504 YLSQAALGDANADAIGR 619.1891 1705.8462 33.0691 852 2 853.4267 ‐2.3029
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 845.5244 LYAPLIR 243.7186 845.5248 19.1314 834 2 423.2660 ‐1.0039
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 1400.6402 VFEQPEMTYEK 438.8195 1400.6398 26.9754 809 1 1400.6398 2.34
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(13) 1566.7217 GAQQVNLPVPEGCTD 354.9781 1566.7291 29.7643 802 2 783.8682 4.18
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 Carbamidomethyl+C(5) 1652.7989 VPIICTGNDFSTLYA 274.0800 1652.7928 19.9794 787 3 551.6025 ‐4.5608
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 922.4570 FYWAPTR 94.2327 922.4585 17.8410 2805 1 922.4585 2.90
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 63983.9600 52380.5342 102 71.10 None 2287.0403 MGINPIMMSAGELESGNAGEPAK 347.7818 2287.0528 32.9812 2115 3 763.0224 5.49
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1780.8098 EGPPVFEQPEMTYEK 294703.5000 1780.8097 26.9743 483219 2 890.9085 0.3785
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 191352.8000 2304.0584 32.9300 480102 2 1152.5328 ‐2.1649
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 2347.1888 VQLAETYLSQAALGDANADAIGR 135040.8000 2347.1855 32.0484 446484 2 1174.0964 0.1484
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 152339.0000 1212.5756 25.2484 298476 2 606.7915 ‐0.2896
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1007.5408 FVESLGVEK 14843.8800 1007.5385 21.9344 175872 2 504.2729 ‐3.3665
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1927.8962 LMEYGNMLVMEQENVK 28795.3400 1927.8944 31.0996 61961 2 964.4508 ‐0.2019
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 22095.5300 2782.3057 30.5278 54342 3 928.1067 ‐1.1057
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 809.5244 LVVHITK 71645.6700 809.5254 18.3042 26029 2 405.2663 ‐0.1818
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1697.7613 GLAYDTSDDQQDITR 1477.0600 1697.7623 20.7530 6212 2 849.3848 0.8793
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 934.4606 2150.1306 37.6937 4082 2 1075.5689 0.7737
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 115.9011 2582.2218 36.8073 2214 2 1291.6146 ‐19.4257
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1135.6358 KFVESLGVEK 10458.7400 1135.6346 20.7665 96573 2 568.3209 ‐1.8683
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 4236.8570 2503.2894 30.6325 29823 3 835.1013 ‐0.0437
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Oxidation+M(7)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 761.4040 ESLGVEK 241.9691 761.4044 21.9323 17915 1 761.4044 0.9905
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 597.3719 VHITK 24701.5700 597.3724 18.2989 14011 1 597.3724 0.5968
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 591.3137 KFVES 253.5980 591.3131 20.7625 11232 1 591.3131 ‐1.2203
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 860.4724 VESLGVEK 560.6946 860.4737 21.9344 7954 1 860.4737 2.81
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1497.6930 PVFEQPEMTYEK 308.8104 1497.6992 27.4530 6123 2 749.3533 4.0585
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1085.4941 MGINPIMMSAG 458.1840 1085.4965 32.0173 5385 1 1085.4965 3.32
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 941.4435 GDANADAIGR 1290.5580 941.4379 32.0281 5159 1 941.4379 ‐4.8433



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1148.5695 FINDLDAGAGR 2951.3320 1148.5634 31.8006 3890 1 1148.5634 ‐3.4020
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 696.4403 VVHITK 3295.0900 696.4405 18.2998 3587 1 696.4405 0.5357
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1301.5718 FEQPEMTYEK 726.8773 1301.5690 26.9773 3237 1 1301.5690 0.3322
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 888.4140 MGINPIMM 213.3364 888.4158 31.7949 3200 1 888.4158 2.72
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 632.3614 SLGVEK 293.0332 632.3598 21.9345 3040 1 632.3598 ‐2.5050
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1479.6824 PVFEQPEMTYEK 329.6860 1479.6806 25.2555 2661 2 740.3439 ‐1.3986
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1001.5010 INDLDAGAGR 347.8872 1001.5016 31.7736 2660 1 1001.5016 1.63
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 690.3855 ELVMAK 2734.5470 690.3878 25.2460 2067 1 690.3878 3.88
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(4) 864.3921 SFQCELV 1745.2930 864.3940 25.2525 1966 1 864.3940 3.0929
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1103.5046 MGINPIMMSAG 379.1600 1103.5050 32.8286 1698 1 1103.5050 2.0852
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1154.5034 EQPEMTYEK 396.8187 1154.5037 26.9830 1451 1 1154.5037 2.1860
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 578.9205 1421.6796 31.7818 1309 1 1421.6796 ‐0.2967
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 866.4043 EGPPVFEQ 138.8289 866.4073 25.8693 1134 1 866.4073 4.68
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1025.4608 QPEMTYEK 205.0041 1025.4624 26.9445 952 1 1025.4624 2.65
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1594.7458 PPVFEQPEMTYEK 277.2110 1594.7374 26.5197 928 2 797.8723 ‐5.1545
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 1400.6402 VFEQPEMTYEK 403.8226 1400.6398 26.9754 809 1 1400.6398 2.51
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 40184.3800 52380.5342 102 71.10 None 989.5302 FVESLGVEK 66.6640 989.5276 21.4614 1955 2 495.2674 ‐3.7796
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 3519.4900 15277.5878 7 26.62 None 2274.2088 YLTGEIISVGSEVGQQVGPGKR 17649.5800 2274.2097 18.4745 9031 3 758.7414 0.1456
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 3519.4900 15277.5878 7 26.62 None 2118.1077 YLTGEIISVGSEVGQQVGPGK 2526.3620 2118.1053 31.9991 7486 3 706.7066 ‐1.5535
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 3519.4900 15277.5878 7 26.62 None 827.4873 LEDLPIK 6837.8130 827.4873 23.0389 4078 2 414.2473 ‐1.5224
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 872.8810 15277.5878 7 26.62 None 2118.1077 YLTGEIISVGSEVGQQVGPGK 2236.2280 2118.1053 31.9991 7486 3 706.7066 ‐1.4270
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 872.8810 15277.5878 7 26.62 None 827.4873 LEDLPIK 9223.7610 827.4873 23.0389 4078 2 414.2473 ‐1.3938
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 872.8810 15277.5878 7 26.62 None 988.5197 ESDLLALVE 1089.2600 988.4985 30.6052 2504 1 988.4985 ‐20.2141
NP_566022.1 chloroplast chaperonin 10 Arabidopsis thaliana 872.8810 15277.5878 7 26.62 None 714.4032 EDLPIK 2617.1170 714.4041 23.0301 1531 1 714.4041 1.63
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 None 1050.4950 ATSEGEISEK 378.0793 1050.4981 26.4117 1617 1 1050.4981 4.36
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 None 1606.8356 MVVVKATSEGEISEK 1706.0500 1606.8311 18.6496 7008 3 536.2819 ‐3.7693
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 None 1406.7009 ATSEGEISEKVEK 2638.2350 1406.7042 16.1145 5162 3 469.5729 1.25
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 27022.5500 13715.2624 6 55.65 None 1234.6161 SEGEISEKVEK 467.5405 1234.6177 16.1323 791 2 617.8125 0.4924
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 1334.5643 YEEMVEFMEK 41110.0400 1334.5647 28.4745 38879 2 667.7860 ‐0.3170
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 1181.6048 EAAESTLVAYK 37701.5000 1181.6062 20.8812 15856 2 591.3068 0.3046
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 1788.9603 SAQDIALADLAPTHPIR 5303.8610 1788.9649 28.6583 14444 3 596.9932 1.30
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 917.5302 IISSIEQK 6015.9060 917.5316 17.9376 3847 2 459.2694 0.0960
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 2144.9870 QAFDEAISELDTLGEESYK 978.2917 2144.9800 36.3304 3087 2 1072.9936 ‐2.2711
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 593.3657 LVAYK 137.3620 593.3641 20.8951 1589 1 593.3641 ‐3.0548
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 5397.9010 29938.4898 18 33.58 None 1042.4584 EMVEFMEK 513.0693 1042.4546 28.4785 1210 1 1042.4546 ‐2.3291
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 1334.5643 YEEMVEFMEK 37322.6100 1334.5647 28.4745 38879 2 667.7860 ‐0.1678
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 1788.9603 SAQDIALADLAPTHPIR 3080.7570 1788.9649 28.6583 14444 3 596.9932 1.69
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 917.5302 IISSIEQK 6237.8770 917.5316 17.9376 3847 2 459.2694 0.2283
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 2144.9870 QAFDEAISELDTLGEESYK 1167.8360 2144.9800 36.3304 3087 2 1072.9936 ‐2.0891
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 2219.0099 DNLTLWNSDINDEAGGDEIK 102.3143 2218.9741 28.6236 1666 2 1109.9907 ‐14.7704
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 691.3621 SSIEQK 1033.3700 691.3605 17.9399 1266 1 691.3605 ‐2.1503
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2142.8970 29938.4898 18 33.58 None 1042.4584 EMVEFMEK 480.7666 1042.4546 28.4785 1210 1 1042.4546 ‐2.1529
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 1320.6278 GSTDSILDDLER 8342.9090 1320.6304 29.9613 3270 2 660.8188 1.56
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 2119.0587 AVEILEQLVETGSETMDVR 1551.1730 2119.0610 40.1098 2244 2 1060.0342 2.0351
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 1181.6525 HLSGLDEAVIK 517.5203 1181.6512 22.8901 2490 2 591.3292 ‐1.9624
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 819.4571 ELSTITR 206.0556 819.4707 20.1723 2280 1 819.4707 17.1281
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 Carbamidomethyl+C(5) 734.3502 NIEACK 471.5557 734.3530 35.8492 2227 1 734.3530 4.0503
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 1331.5822 RDAAQAAGAGAEED 2042.9000 1331.5915 31.0443 2096 1 1331.5915 9.69
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 Carbamidomethyl+C(10) 1395.7526 LLGGGLHNSCIVR 231.5126 1395.7630 25.6467 856 2 698.3851 7.0150
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 1603.8187 NPTNFNVDNVRVSK 437.6505 1603.8073 17.6390 1600 2 802.4073 ‐7.1503
NP_566219.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 311.7703 59509.8296 9 8.20 None 1585.8081 NPTNFNVDNVRVSK 196.7558 1585.8179 18.3305 1370 3 529.2775 5.48
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 1035.9700 15940.6571 1 19.1 Carbamidomethyl+C(10) 2996.4459 IAAFVPNDGCLNYIEENDEVLIAGFGR 5448.4380 2996.4439 40.1990 14419 3 999.4862 0.0913
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 1207.6205 TPFTSGLDLEK 3352.7490 1207.6214 27.0304 23811 2 604.3144 ‐0.0489
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 1586.8458 VSSVEVDLPAMLAQK 7274.5340 1586.8437 19.4758 18353 2 793.9255 ‐1.4468
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 Carbamidomethyl+C(7)
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 1139.6419 HIIVATGSDVK 17808.0900 1139.6449 17.1443 12233 2 570.3261 1.31
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 2134.0914 FLSPSEVSVDTIDGENVVVK 4098.6910 2134.0850 31.7354 6617 2 1067.5461 ‐2.0453
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 1118.5688 VVGVDSSGDGVK 6042.4600 1118.5695 16.5659 4705 2 559.7884 ‐0.3291
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 952.4734 EGVSYNVGK 2218.1330 952.4734 16.5104 1696 2 476.7403 ‐1.4013
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1082.3060 54271.3136 8 18.54 None 650.3144 SYNVGK 158.1577 650.3140 16.3500 1268 1 650.3140 ‐0.7925
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYF 1536.8530 3045.5310 22.8007 5801 3 1015.8485 1.98
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 1448.6540 SEGSYVYDDTGKK 7666.9040 1448.6543 15.5757 3549 3 483.5563 ‐0.8483
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 1463.7740 GTGLILGTEFVDNK 1498.0640 1463.7813 30.7159 3444 2 732.3943 4.20
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 1305.6797 AFASGSPIIGETR 1230.7140 1305.6875 23.8651 9749 2 653.3474 5.91
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 1644.7500 AFFTSGGSDANDTQVK 444.4398 1644.7699 26.3907 4305 3 548.9281 11.20
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 426.5963 55586.7645 6 12.90 None 933.5040 NIPEYVAK 3143.2460 933.5059 19.0139 3181 2 467.2566 0.6909
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 1370.8154 LIPVTLGQVFQR 8929.1140 1370.8134 20.1675 19247 2 685.9103 ‐2.0023
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 1130.5840 LLYSSAFSSR 7246.3990 1130.5850 16.1677 10400 2 565.7961 ‐0.1662
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 1173.6110 GLVASVDDLER 30389.2500 1173.6131 26.1690 8111 2 587.3102 0.9016
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 Carbamidomethyl+C(7) 967.4918 FELLGTCK 259.3466 967.4979 23.8657 1518 1 967.4979 7.04
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 1787.8545 ELETAGGPVDLTDDLDK 276.8709 1787.8603 28.5494 1382 2 894.4338 3.95
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 2709.2920 2214.1109 31.8790 10182 3 738.7085 ‐1.5417
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 661.3556 FELLGT 113.5638 661.3579 23.5764 2128 1 661.3579 3.87



NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 1670.8596 GGPVDLTDDLDKLQGK 194.1822 1670.8637 33.9985 2102 2 835.9355 2.68
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1835.6880 30511.6266 9 19.1 None 904.4159 YSSAFSSR 143.2189 904.4132 16.1684 1119 1 904.4132 ‐2.1825
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 2501.3068 LALALGDENAVSMPVAAAANEAFKK 6012.7820 2501.3052 19.9580 6595 3 834.4399 ‐0.7517
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 1635.8629 ALFEESIPAFDVLGK 5585.0450 1635.8665 21.7449 5063 2 818.4369 2.52
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 1240.6321 SFYLGQVGNGAK 450.6747 1240.6366 14.9653 2387 2 620.8219 2.70
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 Carbamidomethyl+C(10) 2101.0345 YTIAMLSDPCAALSVVFDK 1642.8650 2101.0530 21.9213 2346 2 1051.0301 9.73
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 1638.9061 KPAEDGQLIILAAGDK 248.2682 1638.8656 23.4801 1400 2 819.9364 ‐24.7155
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 2775.3804 DMRLALALGDENAVSMPVAAAANEA 486.0339 2775.4007 22.5920 5914 3 925.8051 7.32
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 2743.3724 MKLIVNMIMGSMMNAFSEGLVLADK 786.2884 2743.3782 25.1224 3412 3 915.1309 2.14
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 869.4403 ALFEESIP 377.3883 869.4402 20.4432 25170 1 869.4402 0.4641
NP_566768.1 gamma hydroxybutyrate dehydrogenase Arabidopsis thaliana 950.4846 30976.9847 9 34.26 None 1617.8523 ALFEESIPAFDVLGK 334.0802 1617.8467 21.8120 1153 2 809.4270 ‐3.4923
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1037.6717 AVALVLPNLK 23214.3100 1037.6714 18.7876 99821 2 519.3393 ‐1.8423
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1456.7795 VVDLADIVANNWK 104746.2000 1456.7781 20.9409 92631 2 728.8927 ‐1.3957
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1780.0215 VPTPNVSVVDLVVQVSK 21321.5100 1780.0217 21.2292 71867 2 890.5145 0.4806
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1786.8184 VIAWYDNEWGYSQR 52082.9200 1786.8176 18.8047 62591 2 893.9124 ‐0.0712
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 954.5407 NPSLLPWK 25175.6700 954.5399 18.1175 50436 2 477.7736 ‐2.5608
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1908.1164 VPTPNVSVVDLVVQVSKK 2202.5120 1908.1189 20.3315 24477 3 636.7111 0.4973
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 1292.7520 1833.9070 20.8883 13136 2 917.4572 1.40
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 1819.8480 2585.2609 18.8241 11380 3 862.4251 ‐0.3061
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1384.7795 AAALNIVPTSTGAAK 15390.0500 1384.7812 15.7560 9650 2 692.8942 0.6018
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 2274.1976 ELGIDIVIEGTGVFVDREGAGK 712.1873 2274.2097 18.4745 9031 3 758.7414 4.20
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 928.5574 IIQVVSNR 2934.6510 928.5581 13.3197 2902 2 464.7827 ‐1.0709
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1013.5051 GFTEFSGLR 301.9910 1013.4927 21.3164 11958 1 1013.4927 ‐10.9924
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1627.8537 DSPLDIIAINDTGGVK 753.6359 1627.8607 19.8172 3236 2 814.4340 4.11
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 2640.2610 KLSSDEFVSIVSFQTSAMGSSGGYR 1327.3650 2640.2376 20.4186 22598 3 880.7507 ‐8.7993
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 867.5662 ALVLPNLK 4883.4030 867.5667 18.7875 8540 1 867.5667 1.81
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 831.4571 VPTSTGAAK 307.0009 831.4585 16.9085 7041 1 831.4585 2.54
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 683.4450 VLPNLK 2422.7680 683.4452 18.7881 4455 1 683.4452 0.2349
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1385.7999 NVSVVDLVVQVSK 1303.2510 1385.8017 19.7169 3843 2 693.4045 0.6892
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1258.6426 DLADIVANNWK 1570.1670 1258.6396 20.9387 3664 1 1258.6396 ‐0.3224
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 796.5291 LVLPNLK 1500.2700 796.5303 18.7882 2884 1 796.5303 1.71
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 1058.5840 NIVPTSTGAAK 261.7484 1058.5843 16.9188 2261 1 1058.5843 1.19
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thalian 10692.5000 42774.7277 23 59.60 None 743.4450 SLLPWK 115.9567 743.4475 18.1223 1308 1 743.4475 3.62
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1717.8755 LNAVQSPFQDAESIAK 4235.2820 1717.8770 29.3907 13845 2 859.4421 1.0209
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1353.7121 AGVPDLGAAQDLAR 12394.8800 1353.7120 26.4050 13578 2 677.3596 ‐0.6320
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1762.8970 LGSQFATAIQNASETPK 6582.5010 1762.8970 16.9165 12227 2 881.9521 0.2609
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1253.5896 TSLTEDFSPEK 8298.4310 1253.5882 23.4786 12085 2 627.2978 ‐1.8207
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1460.6863 EAEAASLAEDAQQK 4030.8280 1460.6880 19.3063 7229 2 730.8476 0.7940
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 3053.5538 VVEVSTDPSAPSRPVDELFSVIPEDGRR 973.1073 3053.5481 33.1713 7076 4 764.1425 ‐2.2373
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1405.7322 ADAVGVTVDGLFNK 4101.7540 1405.7336 30.8324 4638 2 703.3704 0.5540
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 917.4938 ILSNDEVK 255.9845 917.5095 25.6264 4660 2 459.2584 15.6578
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1106.5477 DISSGLSWNK 159.4239 1106.5569 21.7271 3098 2 553.7821 7.64
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1329.7274 QRPSSPFASKPK 580.2262 1329.7622 23.5789 1679 3 443.9256 24.9901
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 3049.5589 AKDISSGLSWNKLGSQFATAIQNASET 901.3704 3049.5597 23.5221 13696 3 1017.1914 0.7939
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1284.6371 GKNPFQFDFGK 226.3110 1284.6464 25.9879 5932 2 642.8268 6.60
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1065.5099 LTEDFSPEK 224.5047 1065.5160 21.5395 1361 2 533.2616 4.43
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1088.5371 DISSGLSWNK 195.4877 1088.5330 22.3224 1574 1 1088.5330 ‐2.3290
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1168.9930 54358.3678 26 27.6 None 1089.5211 DISSGLSWNK 189.3666 1089.5225 21.2208 4008 1 1089.5225 2.52
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1717.8755 LNAVQSPFQDAESIAK 6826.0910 1717.8770 29.3907 13845 2 859.4421 1.1856
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1353.7121 AGVPDLGAAQDLAR 9978.3550 1353.7120 26.4050 13578 2 677.3596 ‐0.4820
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1321.7362 VAQTDVAYTLIK 4437.8010 1321.7383 26.8158 10549 2 661.3728 1.1034
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1405.7322 ADAVGVTVDGLFNK 4961.0700 1405.7336 30.8324 4638 2 703.3704 0.7061
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1762.8970 LGSQFATAIQNASETPK 177.2742 1762.9031 33.3957 1997 2 881.9552 3.86
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1305.6797 AKDISSGLSWNK 557.7076 1305.6875 23.8651 9749 2 653.3474 5.79
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1630.8547 DPGTIFVAGATGQAGIR 232.4451 1630.8173 24.8192 4832 2 815.9123 ‐22.7973
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 917.4938 ILSNDEVK 61.0143 917.5095 25.6264 4660 2 459.2584 15.7901
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1106.5477 DISSGLSWNK 174.6021 1106.5569 21.7271 3098 2 553.7821 7.64
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 734.3832 AGVPDLGAA 235.1969 734.3802 24.9547 1870 1 734.3802 ‐3.7128
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 759.8331 54358.3678 26 27.6 None 1700.8490 LNAVQSPFQDAESIAK 211.4431 1700.8575 27.0675 1058 3 567.6240 4.89
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidops 796.2053 34701.7630 5 25.8 Carbamidomethyl+C(6) 1051.5275 AAGMTCIVTK 3172.9930 1051.5295 19.4244 8217 2 526.2684 0.7903
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidops 796.2053 34701.7630 5 25.8 Carbamidomethyl+C(18) 2919.1898 SGYTADEDFENADAVFDCIGDPPEER 1451.3870 2919.1948 33.7848 4487 3 973.7364 2.1066
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidops 796.2053 34701.7630 5 25.8 Carbamidomethyl+C(1) 1502.7883 CVVVEDSAIGLAAAK 8404.6220 1502.7880 26.6183 3526 2 751.8976 ‐0.4686
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidops 796.2053 34701.7630 5 25.8 None 914.5094 EFIAGLHK 2758.1130 914.5077 20.3016 2716 2 457.7575 ‐3.3070
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidops 796.2053 34701.7630 5 25.8 None 2227.1969 KKPDPAIYNLAAETLGVDPSK 1732.8210 2227.1856 19.0420 5958 3 743.0667 ‐5.3504
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 853.9622 27748.4879 5 18.97 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPY 3069.5410 3236.6107 33.1430 14535 3 1079.5417 ‐2.1327
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 853.9622 27748.4879 5 18.97 None 1239.5926 EMLENLFSEK 9553.0080 1239.5942 31.4278 11028 2 620.3008 0.7284
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 853.9622 27748.4879 5 18.97 None 931.5360 VYIGNIPR 3554.5160 931.5340 22.6980 8014 2 466.2707 ‐3.3185
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 853.9622 27748.4879 5 18.97 None 669.4042 IGNIPR 1676.5050 669.4034 22.6788 1231 1 669.4034 ‐1.2550
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 853.9622 27748.4879 5 18.97 None 1222.5660 EMLENLFSEK 293.1055 1222.5615 30.9617 1140 1 1222.5615 ‐1.5410
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 378.4074 33313.6360 3 13.78 None 2379.2952 AVGVQGLVVPDVPLEETEMLRK 2937.3700 2379.2961 34.9209 2611 3 793.7702 0.2114
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 378.4074 33313.6360 3 13.78 None 2340.2293 EALNNDIELVLLTTPTTPTER 2544.8070 2340.2313 36.5894 2071 3 780.7486 0.6737
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 378.4074 33313.6360 3 13.78 None 1421.7522 EALNNDIELVLLT 587.7462 1421.7535 36.6637 1025 2 711.3804 0.4606
NP_567209.1 thylakoid rhodanese like protein Arabidopsis thaliana 573.9532 49387.3354 4 7.94 None 1443.7438 LGTDDNAQLLDIR 16126.2000 1443.7438 27.6879 17241 2 722.3756 ‐0.3344
NP_567209.1 thylakoid rhodanese like protein Arabidopsis thaliana 573.9532 49387.3354 4 7.94 None 1058.5840 ALLPQSTSNK 1496.0890 1058.5824 23.9781 5412 1 1058.5824 ‐0.2315
NP_567209.1 thylakoid rhodanese like protein Arabidopsis thaliana 573.9532 49387.3354 4 7.94 None 1696.8792 FKDPENTTLYILDK 3061.4770 1696.8803 28.6898 2330 3 566.2983 ‐0.1942
NP_567209.1 thylakoid rhodanese like protein Arabidopsis thaliana 573.9532 49387.3354 4 7.94 None 629.3981 LLDIR 193.8086 629.3982 25.3550 1491 1 629.3982 ‐0.0888
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1358.7274 ALQESLASELAAR 27759.8100 1358.7282 27.2773 49844 2 679.8678 0.0720
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1530.8890 SEPVIHTLLPLSPK 14379.7800 1530.8895 18.5267 49317 3 510.9680 ‐0.6686



NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1163.6307 YLEAGTLPTAK 8118.6030 1163.6308 22.2241 43202 2 582.3190 ‐0.7826
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1028.6099 VALVVVTGDR 50645.9500 1028.6101 23.7299 31017 2 514.8087 ‐0.9300
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1642.7411 MSAMSSASDNASDLKK 66857.9200 1642.7429 17.8341 29953 3 548.2525 0.2140
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 2604.7290 1339.6825 19.1765 21237 2 670.3449 ‐0.7456
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1335.7518 GLGLEYTVISVGK 7294.2680 1335.7526 18.7967 20442 2 668.3799 ‐0.0054
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 987.5622 RPYIPVDK 9435.6930 987.5599 17.5916 9260 2 494.2836 ‐3.5496
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1463.8468 GLGLEYTVISVGKK 3349.4820 1463.8483 17.6982 8867 3 488.6209 ‐0.0675
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 856.4312 GNSYFLR 3438.7320 856.4317 21.7988 5916 1 856.4317 1.98
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLN 2546.3850 3869.0640 25.7748 1979 3 1290.3595 ‐1.1147
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 2066.1230 3058.5508 25.3678 17560 3 1020.1884 0.5685
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1163.6089 NTQKITEAMK 800.0657 1163.6008 21.2207 3126 2 582.3040 ‐7.9025
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1000.5673 LEAGTLPTAK 230.2196 1000.5702 21.6931 13018 1 1000.5702 4.0269
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1314.8144 PVIHTLLPLSPK 13050.1400 1314.8166 18.5238 5762 2 657.9119 1.0302
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 435.2714 FLR 37.7378 435.2702 23.9569 4110 1 435.2702 ‐3.8870
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1132.6249 GLGLEYTVISV 263.0184 1132.6208 19.7002 3321 2 566.8140 ‐4.5803
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 458.2609 PVDK 197.0123 458.2618 17.5905 2438 1 458.2618 0.9593
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 530.3085 RPYI 1107.3980 530.3087 17.5915 2020 1 530.3087 ‐0.2283
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 Carbamidomethyl+C(1) 1169.5772 CGGFNNFIIK 286.8630 1169.5803 20.5376 1618 2 585.2938 1.97
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1511.7006 SAMSSASDNASDLKK 13602.9500 1511.6991 17.8390 1386 2 756.3532 ‐1.2287
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 758.4407 AGTLPTAK 1471.5860 758.4378 22.2091 1333 1 758.4378 ‐3.5670
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1009.5465 GGFNNFIIK 208.8271 1009.5414 19.1866 1117 1 1009.5414 ‐3.8815
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 977.4898 SDNASDLKK 469.0079 977.4937 16.5414 1039 2 489.2505 2.53
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 Carbamidomethyl+C(3) 1322.6562 GLCGGFNNFIIK 293.0411 1322.6628 17.6094 1093 2 661.8350 4.21
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 7210.9000 41196.2636 53 52.55 None 1625.7145 MSAMSSASDNASDLKK 349.1935 1625.7093 18.6430 1030 3 542.5746 ‐4.1505
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 1358.7274 ALQESLASELAAR 18804.7000 1358.7282 27.2773 49844 2 679.8678 0.2221
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 1163.6307 YLEAGTLPTAK 11381.3700 1163.6308 22.2241 43202 2 582.3190 ‐0.6403
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 1028.6099 VALVVVTGDR 93089.3800 1028.6101 23.7299 31017 2 514.8087 ‐0.7933
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 987.5622 RPYIPVDK 16571.8900 987.5599 17.5916 9260 2 494.2836 ‐3.4145
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 856.4312 GNSYFLR 2426.7360 856.4314 21.7509 4744 1 856.4314 1.0347
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 Carbamidomethyl+C(3) 2950.3744 MACSNLTTMWVSSKPSLSADSSSLSFR 287.8640 2950.4337 44.4033 5429 3 984.1494 20.7825
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 1163.6089 NTQKITEAMK 456.2407 1163.6008 21.2207 3126 2 582.3040 ‐7.7603
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 984.5261 KGNSYFLR 377.9141 984.5288 19.2897 2742 2 492.7680 1.79
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 435.2714 FLR 38.5198 435.2702 23.9569 4110 1 435.2702 ‐3.7708
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 887.4833 EAGTLPTAK 1569.3770 887.4831 22.2224 3479 1 887.4831 0.7056
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 858.5043 LVVVTGDR 1892.8020 858.5051 23.7481 2731 1 858.5051 1.80
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 458.2609 PVDK 684.3942 458.2618 17.5905 2438 1 458.2618 1.0777
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 530.3085 RPYI 2383.6440 530.3087 17.5915 2020 1 530.3087 ‐0.1027
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 758.4407 AGTLPTAK 1604.6160 758.4378 22.2091 1333 1 758.4378 ‐3.4188
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 929.5415 ALVVVTGDR 355.0211 929.5420 23.0711 1119 2 465.2746 ‐0.7048
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 3908.5380 41196.2636 53 52.55 None 1341.7009 ALQESLASELAAR 399.0367 1341.6950 26.9496 2398 2 671.3511 ‐4.7805
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1530.8890 SEPVIHTLLPLSPK 7010.2260 1530.8895 18.5267 49317 3 510.9680 ‐0.8791
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 2595.4410 1339.6825 19.1765 21237 2 670.3449 ‐0.9180
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1335.7518 GLGLEYTVISVGK 9354.4330 1335.7526 18.7967 20442 2 668.3799 ‐0.1798
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1463.8468 GLGLEYTVISVGKK 2190.2810 1463.8483 17.6982 8867 3 488.6209 ‐0.2887
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLN 2050.9650 3869.0640 25.7748 1979 3 1290.3595 ‐0.9538
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 4908.7580 3058.5508 25.3678 17560 3 1020.1884 0.6007
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1314.8144 PVIHTLLPLSPK 11852.3900 1314.8166 18.5238 5762 2 657.9119 0.8450
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 Carbamidomethyl+C(1) 1169.5772 CGGFNNFIIK 211.8464 1169.5693 19.2158 1159 1 1169.5693 ‐5.0109
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1009.5465 GGFNNFIIK 203.0269 1009.5414 19.1866 1117 1 1009.5414 ‐3.8981
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 941.8038 41196.2636 53 52.55 None 1445.8362 GLGLEYTVISVGKK 688.9511 1445.8361 16.5809 1188 2 723.4217 ‐0.5782
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1334.5643 YEEMVEFMEK 41110.0400 1334.5647 28.4745 38879 2 667.7860 ‐0.3170
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1570.8687 LLDTILVPAAASGDSK 10426.9500 1570.8707 18.5881 27918 2 785.9390 1.1476
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 2128.9921 QAFDEAIAELDTLGEESYK 11350.8800 2128.9901 37.4821 11273 2 1064.9987 0.0376
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1002.4601 DEFVYMAK 10433.0500 1002.4612 23.7545 10872 2 501.7342 ‐0.1333
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1219.5953 DAAEHTLTAYK 1746.8210 1219.5948 17.8614 7721 2 610.3010 ‐1.2473
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1125.5647 GNDDHVSLIR 5023.1380 1125.5653 18.7964 3972 2 563.2863 ‐0.4853
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 917.5302 IISSIEQK 6015.9060 917.5316 17.9376 3847 2 459.2694 0.0960
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 817.4163 ATPGASSAR 1887.3990 817.4166 24.7314 2350 1 817.4166 0.9423
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 2776.2990 1820.9332 32.9033 9329 2 910.9703 1.22
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1116.5783 SKIETELSDI 179.2295 1116.5848 30.7833 8616 2 558.7961 4.14
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 512.2537 YMAK 1076.0780 512.2559 24.6109 4209 1 512.2559 3.68
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1319.7205 LLDTILVPAAASGD 257.0172 1319.7252 19.7796 1443 2 660.3662 2.42
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5455.0190 30045.6952 16 49.06 None 1042.4584 EMVEFMEK 513.0693 1042.4546 28.4785 1210 1 1042.4546 ‐2.3291
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 None 1567.8438 IIGATNPAASEPGTIR 24783.7700 1567.8440 21.9274 39732 2 784.4256 ‐0.0226
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 None 963.4894 GDFAIDIGR 39627.2000 963.4909 26.4515 21812 2 482.2491 0.2447
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 9208.9330 1016.5567 27.3771 20428 2 508.7820 ‐0.2592
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 None 2857.3620 EIALWFPDGPVNWQSSVHPWVYET 1502.1660 2857.3466 23.6258 13080 2 1429.1769 ‐3.0111
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 None 1370.6659 NVIHGSDSVESAR 23273.4700 1370.6652 15.5251 12320 3 457.5599 ‐1.6633
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6983.0600 18984.9138 17 55.62 None 2501.2785 SFFSGLVDYIVSGPVVAMIWEGK 237.5806 2501.3052 19.9580 6595 3 834.4399 10.48
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 1567.8438 IIGATNPAASEPGTIR 17414.5200 1567.8440 21.9274 39732 2 784.4256 0.1361
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 963.4894 GDFAIDIGR 25600.1700 963.4909 26.4515 21812 2 482.2491 0.3788
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 7976.7830 1016.5567 27.3771 20428 2 508.7820 ‐0.1229
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 1893.9561 TMEQTFIMIKPDGVQR 160.7214 1893.9803 25.2766 22834 2 947.4938 13.4672
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 1695.9388 KIIGATNPAASEPGTIR 848.7080 1695.9377 19.7741 7225 3 565.9841 ‐1.4107
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 2565.3527 ITSNKKTMEQTFIMIKPDGVQR 430.4690 2565.3515 32.8555 5158 3 855.7887 ‐0.2447



NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 1284.6543 ATNPAASEPGTIR 267.4877 1284.6599 19.7842 8394 3 428.8915 3.1621
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 Carbamidomethyl+C(5) 733.3662 GEVICR 1174.4370 733.3692 27.3801 7349 1 733.3692 4.99
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 759.3995 SEPGTIR 130.4219 759.4016 22.9625 2334 1 759.4016 3.0673
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 791.4410 FAIDIGR 133.4512 791.4432 24.7690 1433 1 791.4432 3.46
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3452.0500 18984.9138 17 55.62 None 998.5265 PAASEPGTIR 205.2895 998.5241 21.9317 906 1 998.5241 ‐1.0991
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 914.5669 ILLESAIR 10486.0400 914.5672 16.6061 8294 2 457.7872 ‐1.1581
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1206.6001 ILDWENTSTK 2346.8490 1206.6016 23.7541 5224 2 603.8044 0.3953
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1874.9454 VSDIRPGQDVTVTTDSGK 2104.3290 1874.9465 19.2162 5022 3 625.6537 ‐0.0809
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1949.8950 FVEFYGEGMSELSLADR 2700.9360 1949.8921 32.8513 3317 3 650.6356 ‐2.0460
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1308.6583 YYSLPALNDPR 268.2892 1308.6658 29.0164 2092 2 654.8365 5.0834
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1534.7860 GEVGPNTVHIPTGEK 1244.5340 1534.8010 17.6462 5927 2 767.9042 9.50
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1430.6546 GVISEDFNSYGSR 1287.4390 1430.6626 24.3329 3285 2 715.8349 5.1678
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1054.5098 NMTANPPGPR 1060.3150 1054.5287 22.1199 1771 1 1054.5287 19.1959
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 892.4775 NLELEFK 454.0156 892.4902 24.9097 914 2 446.7487 12.82
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1650.8017 GNDEVMARGTFANIR 3533.1350 1650.7956 21.7838 21245 2 825.9015 ‐3.6110
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 2223.1292 EKQEEVVKFSYNGQPAEIK 850.1143 2223.1421 20.9388 5939 4 556.5410 4.16
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 1857.9189 VSDIRPGQDVTVTTDSGK 316.5289 1857.9169 17.2793 2609 3 619.9771 ‐1.7394
NP_567763.2 aconitase 2 Arabidopsis thaliana 244.9361 109051.4600 13 7.94 None 875.4509 NLELEFK 243.6768 875.4509 23.7465 1640 1 875.4509 0.7149
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 1327.6852 NVGSVVAVDQDPK 193593.6000 1327.6840 20.0026 183008 2 664.3457 ‐1.4859
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 2299.0725 VNYANISTNNYALDEVEEVAA 34297.7300 2299.0624 34.4133 89480 2 1150.0349 ‐3.0643
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 13206.3900 2326.2469 20.2688 28767 4 582.3172 1.78
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 859.3985 ESYWFK 10516.9400 859.3984 25.3285 22396 1 859.3984 0.5531
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 2425.2391 AMTTASTVFVLPANVTSVAGASSSR 1258.0310 2425.2470 20.7372 1516 3 809.0872 3.1341
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 989.5891 TRYPVVVR 15566.7500 989.5893 18.0921 29165 2 495.2983 ‐1.0335
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 772.3836 AVDQDPK 242.0689 772.3816 20.2310 7384 1 772.3816 ‐2.1905
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 732.4403 YPVVVR 75.1011 732.4411 18.2310 2531 1 732.4411 1.11
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 2138.9877 VNYANISTNNYALDEVEEV 695.0097 2138.9881 34.4233 883 2 1069.9977 1.1838
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 25606.1600 14967.0109 20 69.23 None 2282.0459 VNYANISTNNYALDEVEEVAA 329.2796 2282.0538 33.1243 962 2 1141.5306 4.51
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 2299.0725 VNYANISTNNYALDEVEEVAA 34850.8500 2299.0624 34.4133 89480 2 1150.0349 ‐2.8760
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 9922.0060 2326.2469 20.2688 28767 4 582.3172 2.1811
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 859.3985 ESYWFK 2000.0090 859.3984 25.3285 22396 1 859.3984 0.7113
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 1327.6852 NVGSVVAVDQDPK 7147.2270 1327.6867 19.8948 5737 2 664.3470 0.6770
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 2556.2796 MAMTTASTVFVLPANVTSVAGASSSR 1451.8550 2556.2816 34.3956 1198 3 852.7654 0.9794
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 989.5891 TRYPVVVR 31032.7700 989.5893 18.0921 29165 2 495.2983 ‐0.8983
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 959.4581 VNYANISTN 112.4011 959.4536 32.0465 9082 1 959.4536 ‐3.5948
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 472.3242 VVVR 5310.6760 472.3248 18.0957 2045 1 472.3248 0.6174
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 956.4571 LDEVEEVAA 417.6166 956.4580 33.3461 1932 1 956.4580 2.0871
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 7850.2120 14967.0109 20 69.23 None 2138.9877 VNYANISTNNYALDEVEEV 551.2465 2138.9881 34.4233 883 2 1069.9977 1.56
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2357.2129 EKEIEMQREDLLSKPENIR 468.8853 2357.2052 35.5895 15623 3 786.4066 ‐3.4558
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1639.9265 EAVASPPTTVVSAALVK 5693.3200 1639.9293 28.5717 15418 2 820.4683 1.70
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2993.7110 2376.1380 22.6687 12771 2 1188.5726 0.0856
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1116.6147 VVEEEVIATK 5177.6220 1116.6141 19.6235 11363 2 558.8107 ‐1.5578
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1362.6900 NEELVPGATFTGK 12369.2400 1362.6908 25.1564 11202 2 681.8490 0.1002
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPP 14276.6100 3423.6143 32.6474 10355 3 1141.8763 0.0069
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1279.5835 NALSESEGDMVK 10425.3300 1279.5849 20.7427 10040 2 640.2961 0.4074
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1360.7318 DVSSVVTIGQEVK 4639.4130 1360.7336 26.0491 8348 2 680.8704 0.7519
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVA 1601.2690 3075.4800 27.3435 8062 3 1025.8315 ‐1.1353
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1045.5524 ALAATGGDLEK 13603.5800 1045.5525 17.6478 6606 2 523.2799 ‐1.1016
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1003.5306 LVEADIESK 2534.6850 1003.5293 18.3241 5027 2 502.2683 ‐2.5630
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSE 776.9272 3520.7476 40.7117 4709 3 1174.2541 2.1004
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1442.7373 EQVVAETPVDEVK 4923.3590 1442.7396 21.9584 4160 2 721.8734 1.59
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 Carbamidomethyl+C(10) 1228.4643 EETGAGMMDCK 3259.7230 1228.4656 16.5026 3875 2 614.7364 0.2662
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1502.8465 LDSLALLEQPYIK 483.6559 1502.8474 19.5819 2813 2 751.9273 0.3723
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1173.6474 QTVATLGENIK 4180.4990 1173.6459 20.2530 2422 2 587.3266 ‐2.1164
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEE 801.1617 4839.2771 33.2238 3103 4 1210.5747 ‐2.7536
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 777.3811 EIEMQK 247.8965 777.3688 26.4473 2490 1 777.3688 ‐15.4747
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 932.5160 QILSSTQR 89.9850 932.4940 24.4712 2436 2 466.7506 ‐24.9420
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1860.9953 LDSLALLEQPYIKDDK 437.5374 1860.9798 21.8704 971 3 620.9981 ‐9.0142
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1578.7792 GRVTLTMKEEDDGK 302.8253 1578.7947 35.8193 5137 2 789.9010 9.35
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2168.0652 NALSESEGDMVKAQEYLRK 2128.4410 2168.0814 23.0161 1503 2 1084.5444 8.31
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 479.3628 2600.3892 38.4650 1034 3 867.4679 ‐9.5326
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 837.3989 EQVVAETP 783.6659 837.4011 23.8875 3540 1 837.4011 3.44
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2191.0248 EEQDSTPVVAEDKETVASEK 199.5669 2191.0179 27.7636 2770 3 731.0108 ‐3.5037
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 662.3355 ADIESK 110.8593 662.3326 17.9510 1735 1 662.3326 ‐4.5258
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 778.4094 PGATFTGK 170.9693 778.4124 25.0061 1369 1 778.4124 4.31
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 861.4312 AATGGDLEK 3523.8380 861.4328 17.6412 1126 1 861.4328 2.39
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 2361.1304 AVEEQDSTPVVAEDKETVASEK 327.0067 2361.1409 28.7880 854 4 591.0407 3.53
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 759.3706 EIEMQK 126.7542 759.3720 25.7976 1997 1 759.3720 2.0983
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1155.6368 QTVATLGENIK 401.4586 1155.6353 18.9340 1485 2 578.3213 ‐2.2397
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1976.4650 104238.4537 40 34.31 None 1343.7053 DVSSVVTIGQEVK 315.3763 1343.7091 27.9484 896 2 672.3582 2.11
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 1639.9265 EAVASPPTTVVSAALVK 8296.6260 1639.9293 28.5717 15418 2 820.4683 1.85
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 1362.6900 NEELVPGATFTGK 14709.4700 1362.6908 25.1564 11202 2 681.8490 0.2505
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 1360.7318 DVSSVVTIGQEVK 4738.8350 1360.7336 26.0491 8348 2 680.8704 0.9021
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 958.5568 IATIGENIK 2571.6170 958.5562 20.2132 7110 2 479.7818 ‐1.7396
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSE 970.9683 3520.7476 40.7117 4709 3 1174.2541 2.09
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 1173.6474 QTVATLGENIK 895.5865 1173.6459 20.2530 2422 2 587.3266 ‐1.9738
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 946.5026 GQMLDGVVK 2691.6070 946.5077 21.8473 7727 1 946.5077 6.82
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 504.9225 104238.4537 40 34.31 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 283.3633 2600.3892 38.4650 1034 3 867.4679 ‐9.3291
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 2143.0264 SIFEIPGAEEVAMETASFSK 3724.2810 2143.0138 38.7268 13083 2 1072.0105 ‐4.8659



NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 Carbamidomethyl+C(7) 2052.9808 TDIIFFCSPNNPTGAAATR 5305.7060 2052.9799 18.9251 12468 2 1026.9936 0.4082
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 1305.7049 EQLTQLVEFAK 2929.3460 1305.7050 30.9198 7591 2 653.3561 ‐0.5823
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 2032.9498 TFYGGLGIGDDDVFVSDGAK 2647.7360 2032.9443 33.5204 3886 2 1016.9758 ‐1.9204
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 2434.1997 AHELSTIEGYSGYGAEQGAKPLR 184.9763 2434.2071 35.2892 1579 3 812.0739 2.72
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 1377.7525 LQAGYLFPEIAR 907.3472 1377.7524 16.9324 1460 2 689.3798 ‐0.5663
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 1958.9719 THVVTTPGSGFGPGGEGFVR 451.5416 1958.9771 16.2649 1018 3 653.6639 2.1010
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 Carbamidomethyl+C(7) 1004.4830 ENILEACR 1546.5340 1004.4838 18.3729 3282 2 502.7455 ‐0.4548
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 None 913.5506 LGWTVIPK 1441.9420 913.5484 17.7988 2461 2 457.2778 ‐3.8112
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 Carbamidomethyl+C(7) 1435.7475 ENILEACRRFK 427.6509 1435.7490 22.6335 5858 2 718.3781 0.6535
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 669.3120 50966.5940 11 30.59 Carbamidomethyl+C(1) 1316.6012 CSPNNPTGAAATR 440.1498 1316.6008 21.5607 2990 2 658.8040 ‐0.9457
NP_567968.1 40S ribosomal protein S25 3 Arabidopsis thaliana 3399.4420 12018.1652 2 22.22 None 1114.6466 LITPSILSDR 17844.9800 1114.6476 17.5927 31776 2 557.8274 ‐0.1524
NP_567968.1 40S ribosomal protein S25 3 Arabidopsis thaliana 3399.4420 12018.1652 2 22.22 None 1657.7890 VNNMVLFDQATYDK 6273.3610 1657.7922 29.0379 15539 2 829.3997 1.35
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 104636.0000 3064.5426 38.4315 148011 3 1022.1857 ‐0.9929
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1291.6892 ATPEQVAAYTLK 30564.0100 1291.6892 25.3781 127301 2 646.3482 ‐0.6970
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1653.9244 MVDVLVEQNIVPGIK 91927.6900 1653.9254 19.8076 117430 2 827.4663 0.6469
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 2055.0730 TWGGRPENVNAAQTTLLAR 22202.5400 2055.0728 25.4913 79086 3 685.6958 ‐0.5798
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 33175.2100 2445.1739 20.2801 75898 2 1223.0906 ‐2.0351
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 85250.2800 1466.6632 22.7748 75064 2 733.8352 0.9009
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1431.7074 LDSIGLENTEANR 76634.2300 1431.7077 22.2182 49660 2 716.3575 ‐0.1874
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTE 12045.2200 3400.7775 25.0729 45829 3 1134.2640 ‐2.3925
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 873.4577 EAAWGLAR 22716.4100 873.4586 22.2187 43265 2 437.2330 ‐0.4370
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1452.8421 TVVSIPNGPSALAVK 39098.6400 1452.8397 17.3226 30894 2 726.9235 ‐1.9523
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 3715.8903 VWAEVFFYLAQNNVMFEGILLKPSMV 1216.8780 3715.8747 24.9615 2260 3 1239.2964 ‐2.9850
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(6) 947.4979 ALQNTCLK 348.9851 947.5054 18.1414 1579 2 474.2564 6.53
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1587.8085 RLDSIGLENTEANR 11334.6500 1587.8086 21.2343 57302 3 529.9410 ‐0.9165
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 2281.1306 AKANSLAQLGKYTGEGESEEAK 1464.7350 2281.1270 19.4677 10556 3 761.0472 ‐1.8426
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 2773.3349 ANSLAQLGKYTGEGESEEAKEGMFVK 1071.5810 2773.3284 30.2827 3539 3 925.1143 ‐2.0810
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 953.5415 PNGPSALAVK 423.2291 953.5415 17.0343 7111 2 477.2744 ‐1.2289
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 673.3780 AWGLAR 72.1154 673.3763 22.2183 6566 1 673.3763 ‐2.6488
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 893.5091 QVAAYTLK 1802.3430 893.5088 24.1554 4369 2 447.2581 ‐1.7211
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 997.5677 EQNIVPGIK 246.1768 997.5675 18.9818 3440 2 499.2874 ‐1.3842
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1185.5858 SIGLENTEANR 236.3569 1185.5912 19.7950 2793 2 593.2993 3.77
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 8443.4030 2176.0065 20.2708 2579 2 1088.5069 ‐0.0118
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1308.7886 VLVEQNIVPGIK 123.0697 1308.7955 18.9443 1819 2 654.9014 4.06
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 898.4166 TWGGRPEN 126.6157 898.4122 25.8418 1644 1 898.4122 ‐4.1513
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 3670.0060 1183.4702 22.7768 1567 1 1183.4702 0.4750
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1006.4840 YAAISQDSGL 802.6426 1006.4848 38.5365 1462 1 1006.4848 1.56
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1096.6361 VEQNIVPGIK 222.8273 1096.6400 19.7939 884 1 1096.6400 5.0762
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1105.5524 YAAISQDSGLV 296.8535 1105.5464 36.8965 870 1 1105.5464 ‐3.9279
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 1209.7201 LVEQNIVPGIK 228.1520 1209.7215 19.7984 812 1 1209.7215 3.0366
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 None 855.4472 EAAWGLAR 180.8181 855.4492 22.2164 1756 2 428.2282 0.8741
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 24742.1300 43159.0095 62 62.56 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 521.6147 1448.6497 23.2223 1504 2 724.8285 ‐1.1708
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 112039.6000 3064.5426 38.4315 148011 3 1022.1857 ‐0.7153
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1291.6892 ATPEQVAAYTLK 28848.7600 1291.6892 25.3781 127301 2 646.3482 ‐0.5495
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 2055.0730 TWGGRPENVNAAQTTLLAR 26089.6300 2055.0728 25.4913 79086 3 685.6958 ‐0.4634
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 85361.1300 1466.6632 22.7748 75064 2 733.8352 1.0554
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 873.4577 EAAWGLAR 33768.8300 873.4586 22.2187 43265 2 437.2330 ‐0.3065
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1452.8421 TVVSIPNGPSALAVK 1027.0720 1452.8473 27.0993 1757 2 726.9273 3.45
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1043.5844 QPSSASVVLR 265.4143 1043.5918 24.7144 3110 2 522.2996 6.1391
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1587.8085 RLDSIGLENTEANR 7328.2240 1587.8086 21.2343 57302 3 529.9410 ‐0.8748
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4953.1180 1669.9176 31.6985 11223 2 835.4625 ‐0.7574
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 893.5091 QVAAYTLK 1912.4420 893.5088 24.1554 4369 2 447.2581 ‐1.5898
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 898.4166 TWGGRPEN 165.1141 898.4122 25.8418 1644 1 898.4122 ‐3.9893
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1006.4840 YAAISQDSGL 489.7990 1006.4848 38.5365 1462 1 1006.4848 2.1283
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1650.7970 EPEILLDGEHDIDR 366.1334 1650.7934 40.1165 1082 1 1650.7934 1.84
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1101.5939 PEQVAAYTLK 693.2546 1101.5910 22.4842 1025 2 551.2991 ‐3.5365
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1105.5524 YAAISQDSGLV 109.5002 1105.5464 36.8965 870 1 1105.5464 ‐3.7454
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1569.7980 RLDSIGLENTEANR 247.7246 1569.7966 21.2223 3306 3 523.9371 ‐1.7790
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 855.4472 EAAWGLAR 226.9932 855.4492 22.2164 1756 2 428.2282 1.0039
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 495.7934 1448.6497 23.2223 1504 2 724.8285 ‐1.0170
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13924.9900 43159.0095 62 62.56 None 1026.5578 QPSSASVVLR 103.2052 1026.5574 25.2021 7145 1 1026.5574 1.0092
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1653.9244 MVDVLVEQNIVPGIK 127488.8000 1653.9254 19.8076 117430 2 827.4663 0.6362
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 31106.9500 2445.1739 20.2801 75898 2 1223.0906 ‐1.6387
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1452.8421 TVVSIPNGPSALAVK 47155.0300 1452.8397 17.3226 30894 2 726.9235 ‐2.0664
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 2055.0730 TWGGRPENVNAAQTTLLAR 10228.9200 2055.0736 16.1767 12746 3 685.6960 ‐0.3372
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1291.6892 ATPEQVAAYTLK 3157.7550 1291.6882 16.2930 3946 2 646.3478 ‐1.6349
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 3715.8903 VWAEVFFYLAQNNVMFEGILLKPSMV 526.0503 3715.8747 24.9615 2260 3 1239.2964 ‐2.8484
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1996.1147 MVDVLVEQNIVPGIKVDK 711.7885 1996.1205 19.1616 3116 3 666.0450 2.93
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 953.5415 PNGPSALAVK 268.8359 953.5415 17.0343 7111 2 477.2744 ‐1.5999
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1308.7886 VLVEQNIVPGIK 143.0592 1308.7955 18.9443 1819 2 654.9014 4.24
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1064.6463 NIVPGIKVDK 325.9502 1064.6487 20.3682 969 2 532.8280 0.9024
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1096.6361 VEQNIVPGIK 255.3870 1096.6400 19.7939 884 1 1096.6400 5.0638
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1209.7201 LVEQNIVPGIK 196.4575 1209.7215 19.7984 812 1 1209.7215 3.0298
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10848.1200 43159.0095 62 62.56 None 1978.1042 MVDVLVEQNIVPGIKVDK 176.7457 1978.0973 20.7755 3151 3 660.0373 ‐4.1640
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1232.0600 27159.9738 4 24.51 None 1816.9538 ELLVGKDDELLQTDTK 8305.1040 1816.9557 26.7571 7533 3 606.3234 0.2841
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1232.0600 27159.9738 4 24.51 None 1635.8224 AFDLGSKPEGTSTPTK 5956.1160 1635.8262 19.9163 6593 3 545.9469 1.72
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1232.0600 27159.9738 4 24.51 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 3485.4740 2695.2674 33.8026 5861 3 899.0940 ‐4.0115
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1232.0600 27159.9738 4 24.51 None 759.3995 NQIDAAK 480.8181 759.3965 26.9382 4303 1 759.3965 ‐3.7947
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1842.9848 NAPSIIFIDEIDSIAPK 9290.1720 1842.9857 39.8607 11782 2 921.9965 0.9266



NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1786.9222 LDQLIYIPLPDEDSR 4000.6080 1786.9228 35.3134 8445 2 893.9650 0.6421
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 2468.6820 1564.7778 24.8874 8088 2 782.8925 ‐0.8029
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1312.6743 EIDIGVPDEIGR 15142.9900 1312.6769 28.3778 7670 2 656.8421 1.31
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1059.5317 LAEDVDLER 10233.6200 1059.5341 20.7210 7447 2 530.2707 1.1315
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1158.6517 GILLYGPPGSGK 7825.2480 1158.6543 16.8707 7042 2 579.8308 1.06
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1203.6328 LAGESESNLRK 930.1074 1203.6400 29.6075 6810 2 602.3236 5.1515
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 2949.8150 1251.6190 16.6825 6738 2 626.3131 ‐0.8199
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 1528.6220 1845.8482 26.7702 6322 2 923.4277 2.18
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(14)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1075.5378 LAGESESNLR 18127.4400 1075.5372 15.7317 4220 2 538.2723 ‐1.6222
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1891.9508 YAIRENIEKDIENER 888.2039 1891.9486 23.9937 3807 2 946.4779 ‐0.6786
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 968.5775 ELVELPLR 4159.2150 968.5786 28.9724 3099 2 484.7929 ‐0.1730
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1051.5419 DFSTAILER 773.3429 1051.5463 21.5502 2643 2 526.2768 3.1081
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(17)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 2904.3938 GNSAGDAGGAADRVLNQLLTEMDGM 1808.7240 2904.3928 35.0604 12705 3 968.8024 0.0221
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1568.8180 KYQAFAQTLQQSR 2273.2600 1568.8175 20.9975 9507 2 784.9124 ‐0.4068
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1061.5222 EKTNGEVER 1578.7910 1061.5333 28.7469 4647 2 531.2703 9.05
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1760.9211 NMKLAEDVDLERISK 2064.5030 1760.9319 23.4517 2155 2 880.9696 6.76
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(18) 2229.0969 ALAKYTQGFSGADITEICQR 806.3884 2229.1138 26.9411 943 3 743.7095 7.72
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1111.5452 NMKLAEDVDL 391.7777 1111.5447 21.6293 3763 2 556.2760 ‐1.4398
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1763.8671 GNSAGDAGGAADRVLNQLL 870.8708 1763.8651 35.1056 2590 2 882.4362 ‐0.8946
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1078.5640 FAQTLQQSR 159.8467 1078.5606 20.8728 1928 1 1078.5606 ‐1.6771
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(4) 615.2919 PPGCGK 162.6041 615.2921 18.1671 1265 1 615.2921 ‐0.0602
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(4) 743.3869 ALQCIR 118.8475 743.3888 35.7278 889 1 743.3888 2.87
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 Carbamidomethyl+C(3) 1309.6205 NECQANFISVK 251.8047 1309.6171 24.7268 862 2 655.3122 ‐3.2945
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1873.9403 YAIRENIEKDIENER 330.9930 1873.9463 25.1708 1520 2 937.4768 3.80
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1192.0620 90756.5424 28 29.14 None 1185.6222 LAGESESNLRK 177.8203 1185.6258 28.8557 1327 2 593.3166 2.1645
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1901.9603 VVGAFLEGGSPEENNAIAK 2983.3870 1901.9594 26.9916 14311 2 951.4833 0.0220
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1905.0229 EFFNQGVKPGELAIISR 2373.4510 1905.0281 18.6078 12098 3 635.6809 2.1098
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 6849.3590 2384.0619 34.9582 8578 2 1192.5346 ‐2.6770
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1479.8166 YQTLLAATGSSVIR 6292.9020 1479.8161 17.6391 7677 2 740.4117 ‐0.6383
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1635.8489 ATLPNFYVAAGIGGER 4431.7020 1635.8534 19.0670 7569 2 818.4303 2.76
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1513.8009 EQVPPYERPALSK 4004.8960 1513.8035 19.9739 6793 3 505.2727 0.7104
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1176.5895 LSDFGVPGADAK 684.2568 1176.6017 17.8546 807 2 588.8045 9.13
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 2374.2224 MAEEKSFKYVIVGGGVAAGYAAR 346.6299 2374.2024 32.7000 1748 3 792.0723 ‐8.5627
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1446.7376 LPNFYVAAGIGGER 353.2285 1446.7425 20.6837 7899 2 723.8749 3.0244
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 955.5571 PGELAIISR 208.7577 955.5608 19.2398 3816 1 955.5608 4.76
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1042.0750 47537.0137 11 25.52 None 1060.5786 PYERPALSK 280.5186 1060.5812 18.6401 1606 2 530.7942 1.52
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1332.7005 GILAADESTGTIGK 42276.2000 1332.6995 22.5736 38381 2 666.8534 ‐1.3300
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1488.8016 GILAADESTGTIGKR 11873.0200 1488.8021 20.9013 26644 3 496.9389 ‐0.7462
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1681.8796 TYELIANAAYIGTPGK 265.9836 1681.8795 35.7455 4471 2 841.4434 0.0761
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1110.5426 ANSEATLGGYK 267.7411 1110.5538 16.1214 40413 2 555.7805 9.0687
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 975.5047 FAGKSYFR 705.7873 975.5156 23.0401 8481 2 488.2615 9.59
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 2102.0877 ALQQSTLKAWGGKEENVDK 3078.0770 2102.0881 20.4924 4915 2 1051.5477 1.1190
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1225.7151 EAGVLPGIKVDK 6296.7440 1225.7179 17.1156 2946 2 613.3626 1.63
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 792.4098 ESTGTIGK 226.1065 792.4112 21.0184 2412 1 792.4112 2.1203
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2169.0550 43191.2431 9 17.81 None 1022.4789 NSEATLGGYK 253.8652 1022.4831 15.6123 1179 2 511.7452 2.99
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 975.5622 IGLFGGAGVGK 81222.7000 975.5618 17.2064 168362 2 488.2845 ‐1.6964
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 2186.1452 IPSAVGYQPTLASDLGALQER 27706.3400 2186.1449 32.7507 49115 3 729.3865 ‐0.4704
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1173.6626 VVDLLAPYQR 24083.3900 1173.6592 17.8926 45166 2 587.3333 ‐3.7973
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1996.0961 DAPALVDLATGQEILATGIK 28926.0600 1996.0957 21.7432 41521 2 998.5515 0.4992
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1393.8162 VLNTGAPITVPVGR 16372.8100 1393.8160 16.6128 39629 2 697.4116 ‐0.5898
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1262.6409 TIAMDGTEGLVR 36490.3800 1262.6405 24.6499 39583 2 631.8239 ‐1.0757
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1385.7093 IMNVLGEPIDER 21076.5700 1385.7128 28.2122 35880 2 693.3601 2.0518
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1425.7736 VGLTGLTVAEYFR 27339.6300 1425.7734 20.6109 34235 2 713.3904 ‐0.5460
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 18292.4900 2539.2165 33.3458 33192 3 847.0770 1.13
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1457.8396 TVLIMELINNVAK 59275.9000 1457.8390 23.2746 26305 2 729.4231 ‐0.7699
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1699.9602 LVLEVSHHLGQNVVR 16701.4200 1699.9625 15.8471 23343 3 567.3257 0.5146
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1005.5285 EMIESGVIK 41897.6600 1005.5297 21.8321 21246 2 503.2685 ‐0.0792
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1864.9440 DAEGQDVLLFIDNIFR 6589.8900 1864.9442 25.5791 19940 2 932.9757 0.5966
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 14028.4000 1328.7362 18.0857 19110 2 664.8718 ‐0.0582
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1434.7223 ENINSFQGLLDGK 2688.0640 1434.7259 30.7236 16855 2 717.8666 2.0754
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHL 7927.9360 3714.8763 37.3171 9260 3 1238.9636 ‐1.4438
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 Carbamidomethyl+C(5) 1244.6205 HAAPCSYLLGR 190.9467 1244.6519 18.6438 4547 2 622.8296 24.4657
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAH 11802.5600 3842.9779 20.5518 40363 4 961.4999 ‐0.5694
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 2865.9200 2672.3798 23.9223 29878 3 891.4648 ‐0.3413
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1521.9111 KVLNTGAPITVPVGR 7002.8220 1521.9131 15.7798 5487 3 507.9759 0.2813
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1055.5520 GLTVAEYFR 479.1668 1055.5530 20.3767 9686 2 528.2801 ‐0.1795
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1868.9865 PAPATTFAHLDATTVLSR 2780.1040 1868.9874 17.9514 8740 3 623.6673 ‐0.1704
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1029.5939 GQEILATGIK 121.2141 1029.5907 20.7731 6447 2 515.2990 ‐4.2639
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 745.4454 IESGVIK 164.3597 745.4421 22.0858 4618 1 745.4421 ‐4.3183
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 828.3734 DAEGQDVL 839.4739 828.3739 25.9195 2643 1 828.3739 1.0946
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 838.5145 PITVPVGR 218.5022 838.5144 16.6129 1696 1 838.5144 0.4284
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1181.5909 SLEVQDHPTR 142.8684 1181.5843 35.5064 1160 1 1181.5843 ‐3.8015
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1400.7056 IPSAVGYQPTLASD 253.9090 1400.7033 33.6877 1133 2 700.8553 ‐2.1332
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 900.5149 ELINNVAK 174.5566 900.5108 20.8434 1098 1 900.5108 ‐3.8251
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 941.5778 VIGAIVDVR 593.3517 941.5797 18.5940 1066 2 471.2935 0.5825
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1678.7952 GMDELSEDDKLTVAR 144.0867 1678.8002 24.7371 1050 2 839.9038 3.0746
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 1791.8793 LGMDELSEDDKLTVAR 147.0295 1791.8724 26.3600 911 2 896.4398 ‐3.5678



NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10919.0400 59884.1877 33 51.44 None 987.5179 EMIESGVIK 374.8928 987.5195 21.8632 856 2 494.2634 0.3471
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1334.5643 YEEMVEFMEK 41110.0400 1334.5647 28.4745 38879 2 667.7860 ‐0.3170
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1181.6048 EAAESTLVAYK 37701.5000 1181.6062 20.8812 15856 2 591.3068 0.3046
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1788.9603 SAQDIALADLAPTHPIR 5303.8610 1788.9649 28.6583 14444 3 596.9932 1.30
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 917.5302 IISSIEQK 6015.9060 917.5316 17.9376 3847 2 459.2694 0.0960
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1069.5636 GNSDHVSIIK 384.9202 1069.5662 23.3149 3580 2 535.2868 1.09
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 2144.9870 QAFDEAISELDTLGEESYK 978.2917 2144.9800 36.3304 3087 2 1072.9936 ‐2.2711
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1434.6958 TVETEELTVEER 1929.9280 1434.7052 30.1532 3121 2 717.8562 6.1437
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1195.5590 VDEQAQPPPSQ 373.6831 1195.5520 22.1924 2055 2 598.2797 ‐6.6371
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 633.3202 TVEER 204.0320 633.3196 31.9128 1621 1 633.3196 ‐1.2099
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 593.3657 LVAYK 137.3620 593.3641 20.8951 1589 1 593.3641 ‐3.0548
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 5514.0160 30295.9833 26 45.52 None 1042.4584 EMVEFMEK 513.0693 1042.4546 28.4785 1210 1 1042.4546 ‐2.3291
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1334.5643 YEEMVEFMEK 37322.6100 1334.5647 28.4745 38879 2 667.7860 ‐0.1678
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1788.9603 SAQDIALADLAPTHPIR 3080.7570 1788.9649 28.6583 14444 3 596.9932 1.69
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 917.5302 IISSIEQK 6237.8770 917.5316 17.9376 3847 2 459.2694 0.2283
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 2144.9870 QAFDEAISELDTLGEESYK 1167.8360 2144.9800 36.3304 3087 2 1072.9936 ‐2.0891
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1715.7905 MSSDSSREENVYLAK 474.9868 1715.7899 28.6772 3081 2 858.3986 ‐0.0214
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1434.6958 TVETEELTVEER 1103.8360 1434.7052 30.1532 3121 2 717.8562 6.69
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1195.5590 VDEQAQPPPSQ 188.8507 1195.5520 22.1924 2055 2 598.2797 ‐6.4936
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 2560.2049 DNLTLWTSDLNDEAGDDIKEAPK 301.9755 2560.2624 37.7843 1380 3 854.0923 22.6826
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 633.3202 TVEER 79.4732 633.3196 31.9128 1621 1 633.3196 ‐1.0741
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 691.3621 SSIEQK 1033.3700 691.3605 17.9399 1266 1 691.3605 ‐2.1503
NP_568325.1 14 3 3 like protein GF14 upsilon Arabidopsis thaliana 2244.8520 30295.9833 26 45.52 None 1042.4584 EMVEFMEK 480.7666 1042.4546 28.4785 1210 1 1042.4546 ‐2.1529
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 444.9236 28742.0183 7 20.54 None 1471.7540 AETEDVIAGWRPK 2881.2320 1471.7595 25.0374 10654 3 491.2580 2.47
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 444.9236 28742.0183 7 20.54 Carbamidomethyl+C(4)
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 444.9236 28742.0183 7 20.54 None 1388.7209 NWSVPDSLPFVK 4353.6510 1388.7201 20.3066 6023 2 694.8637 ‐1.0156
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 444.9236 28742.0183 7 20.54 Carbamidomethyl+C(17) 2050.0824 VGRFVTMATAASPLEICVK 1534.8400 2050.0852 18.9498 3796 2 1025.5462 2.1497
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 517.4283 28742.0183 7 20.54 None 1471.7540 AETEDVIAGWRPK 3559.4010 1471.7590 25.0524 9091 3 491.2578 2.92
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 517.4283 28742.0183 7 20.54 Carbamidomethyl+C(4)
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 517.4283 28742.0183 7 20.54 None 1132.5092 SYMENVFSR 755.3401 1132.5119 25.9760 5437 2 566.7596 1.16
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1539.7537 TYISGDQLSVDDVK 15742.9200 1539.7524 24.9285 35054 2 770.3799 ‐0.9916
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1860.9854 VYAAVPVKPSDAFPNASK 12635.3700 1860.9875 16.0488 23289 3 621.0007 0.4321
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1281.6474 WYESVASQLAK 13773.4700 1281.6477 16.5569 19997 2 641.3275 ‐0.4254
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1995.9038 SSVLMDVKPWDDETDMK 15175.0600 1995.9062 29.7107 16651 3 665.9736 0.6697
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 945.5768 LVPVGYGIK 6116.2140 945.5766 15.6670 12702 2 473.2919 ‐1.5647
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 733.4243 PVGYGIK 587.3345 733.4249 15.6648 3291 1 733.4249 0.9025
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1609.6873 MDVKPWDDETDMK 311.8587 1609.6792 32.1723 2516 2 805.3432 ‐5.0508
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 1275.6427 ISGDQLSVDDVK 374.4522 1275.6415 23.9019 2314 2 638.3244 ‐1.5895
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4073.0690 24258.1708 15 30.80 None 932.5047 ESVASQLAK 448.7350 932.5010 16.5537 804 1 932.5010 ‐3.1143
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1761.2970 24258.1708 15 30.80 None 1539.7537 TYISGDQLSVDDVK 17471.9600 1539.7524 24.9285 35054 2 770.3799 ‐0.8341
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1761.2970 24258.1708 15 30.80 None 1995.9038 SSVLMDVKPWDDETDMK 8819.0050 1995.9062 29.7107 16651 3 665.9736 0.7766
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2168.8280 24258.1708 15 30.80 None 1860.9854 VYAAVPVKPSDAFPNASK 20874.8200 1860.9875 16.0488 23289 3 621.0007 0.2740
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2168.8280 24258.1708 15 30.80 None 1281.6474 WYESVASQLAK 10006.4200 1281.6477 16.5569 19997 2 641.3275 ‐0.6277
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2168.8280 24258.1708 15 30.80 None 1598.8537 AAVPVKPSDAFPNASK 641.3315 1598.8581 16.0526 1652 2 799.9327 2.35
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2168.8280 24258.1708 15 30.80 None 932.5047 ESVASQLAK 374.6350 932.5010 16.5537 804 1 932.5010 ‐3.1347
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1215.5827 VSEQFTAMFR 2820.8550 1215.5835 18.0067 12155 2 608.2954 ‐0.1370
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1139.6935 LAVNLIPFPR 16245.9400 1139.6942 20.3080 9916 2 570.3507 ‐0.3883
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1919.8990 MASTFIGNSTSIQEMFR 7353.5450 1919.9036 20.3226 8504 2 960.4554 2.34
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1446.6893 EVDEQMINVQNK 4780.4340 1446.6909 21.8779 7188 2 723.8491 0.7072
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1972.9974 GHYTEGAELIDSVLDVVR 6261.9210 1972.9996 39.4697 6040 3 658.3380 0.5218
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 Carbamidomethyl+C(10) 1822.9229 EILHIQGGQCGNQIGAK 631.8613 1822.9266 21.7611 5955 3 608.3137 1.18
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1059.5292 YLTASAMFR 3250.0040 1059.5282 17.1969 5117 2 530.2678 ‐1.9953
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1146.5902 FPGQLNSDLR 226.1871 1146.6067 23.9365 1385 1 1146.6067 16.0512
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 607.3814 LAVNLI 125.8034 607.3802 19.7509 3185 1 607.3802 ‐2.2803
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 1187.0430 51291.4167 10 20.71 None 1269.5892 GNSTSIQEMFR 254.3037 1269.5858 19.0892 1698 2 635.2965 ‐3.3881
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 3236.6685 TLAEVEKEGSVQEDETLIVGGQAVAVV 940.5816 3236.6688 22.0295 11317 3 1079.5611 0.8764
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 Carbamidomethyl+C(3) 1789.8902 QACNVTPLFNELIDR 995.9328 1789.8901 23.9681 2096 2 895.4487 0.3038
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1688.9218 VPINTSTIQFADALAK 919.0767 1688.9207 19.1656 1588 2 844.9640 ‐0.5178
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 965.5237 VSNMFLVR 2988.5970 965.5227 17.0066 1455 2 483.2650 ‐2.7469
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1949.9749 LQKEGEEGNAAYILMQR 151.3323 1950.0086 18.8466 5225 2 975.5079 18.0097
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1652.7948 DEVIVNEQSGYLMR 389.8227 1652.8205 20.9306 4361 2 826.9139 15.5758
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1676.8755 HQAISELGVYGAYLR 444.7364 1676.8408 20.8931 3170 2 838.9240 ‐20.6077
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1846.9480 NMYDQHLLSSILREK 187.5417 1846.9290 21.4102 2879 2 923.9681 ‐9.7700
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 None 1629.8959 VDVFTSRLLDIHSK 450.7446 1629.9079 19.2299 2058 3 543.9742 6.40
NP_568495.2 glutathione synthetase Arabidopsis thaliana 184.2018 60669.9999 10 12.80 Carbamidomethyl+C(2) 3590.8862 KCFAGLWSLDDSEIVKQAIEKPGLFVM 271.3261 3590.8565 24.0381 1217 4 898.4696 ‐8.3012
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1334.5643 YEEMVEFMEK 41110.0400 1334.5647 28.4745 38879 2 667.7860 ‐0.3170
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1749.9130 SASDIATAELAPTHPIR 7115.6570 1749.9121 24.2588 30155 3 583.9755 ‐1.3094
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1404.6853 TVDVEELSVEER 17063.0400 1404.6888 24.8027 16976 2 702.8480 2.0714
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1181.6048 EAAESTLVAYK 37701.5000 1181.6062 20.8812 15856 2 591.3068 0.3046
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 2153.9543 DNLTLWTSDMTDEAGDEIK 860.4890 2153.9532 33.5775 4554 2 1077.4803 0.5143
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 917.5302 IISSIEQK 6015.9060 917.5316 17.9376 3847 2 459.2694 0.0960
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 6698.8220 2434.2656 22.4191 12844 3 812.0934 0.2969



NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 2256.0747 MSTREENVYMAKLAEQAER 739.6551 2256.0903 20.2275 6551 2 1128.5488 8.0983
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 544.2613 TVDVE 247.7156 544.2599 23.3798 67546 1 544.2599 ‐3.1279
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 720.4151 PTHPIR 190.1555 720.4162 21.4522 3059 1 720.4162 1.43
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 593.3657 LVAYK 137.3620 593.3641 20.8951 1589 1 593.3641 ‐3.0548
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 6933.1780 28720.3290 25 56.08 None 1042.4584 EMVEFMEK 513.0693 1042.4546 28.4785 1210 1 1042.4546 ‐2.3291
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 1334.5643 YEEMVEFMEK 37322.6100 1334.5647 28.4745 38879 2 667.7860 ‐0.1678
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 1749.9130 SASDIATAELAPTHPIR 11795.0400 1749.9147 24.1221 21772 3 583.9764 0.2625
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 2153.9543 DNLTLWTSDMTDEAGDEIK 852.8349 2153.9532 33.5775 4554 2 1077.4803 0.6967
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 917.5302 IISSIEQK 6237.8770 917.5316 17.9376 3847 2 459.2694 0.2283
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 994.6316 2434.2071 35.2892 1579 3 812.0739 ‐23.5547
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 720.4151 PTHPIR 213.0877 720.4162 21.4522 3059 1 720.4162 1.87
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 1029.4524 DNLTLWTSD 232.7463 1029.4538 31.9851 1429 1 1029.4538 2.30
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 691.3621 SSIEQK 1033.3700 691.3605 17.9399 1266 1 691.3605 ‐2.1503
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2793.4030 28720.3290 25 56.08 None 1042.4584 EMVEFMEK 480.7666 1042.4546 28.4785 1210 1 1042.4546 ‐2.1529
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1035.5027 LLEDSMAEK 5126.3520 1035.5052 19.2006 18178 2 518.2562 1.16
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 2248.6090 2264.1478 29.5938 16924 2 1132.5775 ‐2.2940
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1159.5953 AIDLIDEAGSR 11756.3500 1159.5981 24.8912 15884 2 580.3027 1.05
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1029.5687 TAIAEGLAQR 28333.8000 1029.5694 19.4677 13967 2 515.2883 ‐0.5256
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1805.9677 NTLLIMTSNVGSSVIEK 1175.2400 1805.9644 19.1121 9967 2 903.4859 ‐1.4807
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTLDEYRK 3506.7930 1853.9008 26.5150 9350 3 618.6385 ‐3.5830
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1022.5339 LDEMIVFR 4159.1830 1022.5344 29.4646 9238 2 511.7708 ‐0.7247
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1157.4966 LDMSEFMER 9923.1210 1157.4976 29.4494 8821 2 579.2524 ‐0.0463
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1985.9572 AHPDVFNMMLQILEDGR 2169.0830 1985.9615 24.7804 8260 3 662.6587 1.25
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1315.6740 IASGDVPETIEGK 9507.2030 1315.6759 21.2040 8099 2 658.3416 0.8254
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 3375.7200 1354.6788 21.9737 8087 2 677.8430 ‐0.2385
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 972.5360 IIGQDEAVK 5822.9790 972.5353 16.7815 7529 2 486.7713 ‐2.0163
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1369.7011 QYFRPEFLNR 1315.7520 1369.7027 16.7214 6285 3 457.2391 ‐0.0222
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 914.5557 EIADILLK 7762.8150 914.5546 29.2799 5331 2 457.7810 ‐2.5603
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1959.0447 NPNRPIASFIFSGPTGVGK 264.6620 1959.0436 18.9987 3946 3 653.6860 ‐1.1271
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1116.5895 EIELQVTER 1112.4770 1116.5858 29.4167 1162 2 558.7965 ‐4.3795
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1950.8822 MVGENNEVTANVGGGSSSNK 277.6030 1950.9172 27.9396 4303 3 650.9772 17.3658
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1158.6365 VLELSLEEAR 641.3544 1158.6515 24.4151 1646 1 1158.6515 14.7228
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1382.7638 LAEEGKLDPVVGR 7387.2690 1382.7643 21.0415 5144 3 461.5930 ‐0.7829
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1391.7529 EIELQVTERFK 508.0980 1391.7577 16.7792 2075 2 696.3825 2.22
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1305.7022 LRHAQVPEEAR 226.0945 1305.7140 23.4922 1936 2 653.3606 8.90
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 634.2791 DEAGSR 187.7124 634.2763 25.7924 8171 1 634.2763 ‐4.5910
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1429.6376 MVGENNEVTANVGGG 314.5065 1429.6392 27.9298 5727 2 715.3232 0.7166
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 582.2704 FMER 74.4539 582.2679 30.6569 1825 1 582.2679 ‐4.7436
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 833.4264 NPNRPIAS 88.7274 833.4228 20.1780 940 1 833.4228 ‐3.8693
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1297.6634 IASGDVPETIEGK 503.5557 1297.6657 20.0476 3305 2 649.3365 1.0879
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1140.6259 VLELSLEEAR 384.7670 1140.6279 22.5360 1004 2 570.8176 0.7571
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1287.6916 LRHAQVPEEAR 182.6137 1287.6946 22.2290 822 2 644.3510 1.67
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 1155.7460 103680.8405 48 24.00 None 1288.6757 LRHAQVPEEAR 173.9773 1288.6741 22.5759 2922 2 644.8407 ‐1.9135
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1116.5895 EIELQVTER 1046.3100 1116.5847 23.1216 47080 2 558.7960 ‐5.1448
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1159.5953 AIDLIDEAGSR 12173.8500 1159.5981 24.8912 15884 2 580.3027 1.26
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1029.5687 TAIAEGLAQR 35816.0900 1029.5694 19.4677 13967 2 515.2883 ‐0.3888
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1496.7301 MPTLEEYGTNLTK 1419.5450 1496.7293 27.7546 13021 2 748.8683 ‐0.6450
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTLDEYRK 2626.9190 1853.9008 26.5150 9350 3 618.6385 ‐3.4988
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1022.5339 LDEMIVFR 5917.7680 1022.5344 29.4646 9238 2 511.7708 ‐0.5882
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1157.4966 LDMSEFMER 5134.1010 1157.4976 29.4494 8821 2 579.2524 0.0956
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 5346.1240 1354.6788 21.9737 8087 2 677.8430 ‐0.0885
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 914.5557 EIADILLK 7163.8070 914.5546 29.2799 5331 2 457.7810 ‐2.4281
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1950.8822 MVGENNEVTANVGGGSSSNK 141.2456 1950.9172 27.9396 4303 3 650.9772 17.4656
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 2293.0983 YTDESLVAAAQLSYQYISDR 810.7623 2293.0846 32.4329 3100 3 765.0330 ‐6.0630
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1244.6845 KEIELQVTER 622.5521 1244.6693 23.4134 2080 2 622.8383 ‐12.8482
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1035.5027 LLEDSMAEK 91.8898 1035.5158 28.8579 1057 2 518.2615 11.20
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1985.9572 AHPDVFNMMLQILEDGR 201.3134 1985.9118 27.6400 934 2 993.4595 ‐21.9733
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1382.7638 LAEEGKLDPVVGR 3566.4230 1382.7643 21.0415 5144 3 461.5930 ‐0.7738
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 Carbamidomethyl+C(6) 2644.3013 SVKMMCSQLQVSGLRMQGFMGLR 666.7749 2644.3014 32.9294 1620 3 882.1053 0.3874
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1429.6376 MVGENNEVTANVGGG 160.9435 1429.6392 27.9298 5727 2 715.3232 0.8696
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 1255.5953 QLSYQYISDR 2181.1020 1255.5945 30.9196 2240 2 628.3009 ‐1.2256
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalian 873.8956 103680.8405 48 24.00 None 672.4291 ADILLK 9105.5400 672.4304 29.2757 1283 1 672.4304 2.1127
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 None 1596.8115 TEIPAATPSDPQLKE 15499.3700 1596.8129 22.5753 5766 2 798.9101 0.8038
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 Carbamidomethyl+C(4) 1951.8776 LNVCKEEEDWEMIEK 246.4489 1951.9116 14.5610 10701 3 651.3087 16.8222
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 None 1021.5928 AVLIDLYSK 372.1993 1021.6095 54.4839 4520 1 1021.6095 17.5793
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 None 937.5102 KAVESFTR 395.0298 937.5038 23.3228 1344 1 937.5038 ‐5.8650
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 Carbamidomethyl+C(4) 1758.8803 RLGCGQVEELIEEAR 723.9498 1758.8856 20.5393 1086 3 586.9667 2.43
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 None 639.3097 ESFTR 99.7598 639.3087 24.2364 2960 1 639.3087 ‐1.7249
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 None 1085.5473 ATPSDPQLKE 705.6378 1085.5457 23.4403 2073 1 1085.5457 ‐0.0109
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 1417.3790 19350.0461 8 17.75 Carbamidomethyl+C(4) 1740.8698 RLGCGQVEELIEEAR 280.8566 1740.8726 21.6619 2047 2 870.9400 1.80
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1786.9870 14238.1252 5 26.61 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 5554.0760 2266.0454 23.7836 13868 3 756.0200 1.27
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1786.9870 14238.1252 5 26.61 None 1409.7212 IFFVAWSPDTAR 8745.9010 1409.7205 20.3598 12974 2 705.3639 ‐0.9679
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1014.2810 14238.1252 5 26.61 None 1409.7212 IFFVAWSPDTAR 8815.0720 1409.7205 20.3598 12974 2 705.3639 ‐1.1042
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1014.2810 14238.1252 5 26.61 None 1848.8803 YAIFDFDFVSSEGVPR 1249.3700 1848.9030 22.2652 17126 2 924.9551 12.18
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1014.2810 14238.1252 5 26.61 None 1045.5142 IFFVAWSPD 151.6459 1045.5085 21.9171 2529 1 1045.5085 ‐4.1045
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 907.5247 NLLSVAYK 14075.4000 907.5254 16.3378 36508 2 454.2664 ‐1.0363
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 1189.6609 DSTLIMQLLR 21477.8800 1189.6625 21.5617 21932 2 595.3349 0.2057
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 1668.8803 LLDSHLIPSATASESK 5048.5110 1668.8857 16.0463 9083 3 556.9668 2.46



NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 2943.3751 YEEMVQFMEQLVSGATPAGELTVEER 1764.4220 2943.3715 24.8157 3519 3 981.7954 ‐0.7746
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 680.3978 LSVAYK 10206.3700 680.3982 16.3362 6309 1 680.3982 0.5304
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2943.0270 27885.6029 6 24.39 None 889.5142 NLLSVAYK 169.9308 889.5128 16.7578 2958 2 445.2601 ‐3.3674
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 1845.9705 GPAPLSLALAHADIDEAGK 15397.0000 1845.9701 30.5808 55527 3 615.9949 ‐0.8929
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 1507.7944 VLFVPWVETDFR 68546.0200 1507.7935 22.3530 42227 2 754.4004 ‐0.8201
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 1500.7693 DALGNDVVAAEWLK 44626.0200 1500.7679 33.1748 35326 2 750.8876 ‐1.2024
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 1349.6583 GDPTYLVVENDK 143875.2000 1349.6599 23.2821 22442 2 675.3336 0.6214
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 919.3945 TGDAPWWS 2968.3510 919.3946 30.2318 17994 1 919.3946 0.9674
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 1639.2560 2003.9580 26.2928 1149 2 1002.4827 3.67
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 1049.5051 PWVETDFR 7060.0870 1049.5023 22.4052 5980 1 1049.5023 ‐1.2790
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 16619.5700 22818.1856 16 39.52 None 979.5095 YLVVENDK 301.8985 979.5077 22.6983 1912 1 979.5077 ‐0.7939
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 6756.3630 22818.1856 16 39.52 None 1845.9705 GPAPLSLALAHADIDEAGK 19767.6100 1845.9701 30.5808 55527 3 615.9949 ‐0.8099
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 6756.3630 22818.1856 16 39.52 None 1500.7693 DALGNDVVAAEWLK 73546.1800 1500.7679 33.1748 35326 2 750.8876 ‐1.0465
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 6756.3630 22818.1856 16 39.52 None 919.3945 TGDAPWWS 1700.6310 919.3946 30.2318 17994 1 919.3946 1.1315
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 6756.3630 22818.1856 16 39.52 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 1122.2090 2003.9580 26.2928 1149 2 1002.4827 3.31
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 6756.3630 22818.1856 16 39.52 None 1314.7052 LGNDVVAAEWLK 462.5324 1314.7115 30.5411 1202 2 657.8594 4.20
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 3267.7690 22818.1856 16 39.52 None 1507.7944 VLFVPWVETDFR 57185.9500 1507.7935 22.3530 42227 2 754.4004 ‐0.9059
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 3267.7690 22818.1856 16 39.52 None 1049.5051 PWVETDFR 2494.0520 1049.5009 22.3525 4560 1 1049.5009 ‐2.6361
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 3267.7690 22818.1856 16 39.52 None 1148.5735 VPWVETDFR 3942.9600 1148.5729 22.3156 2804 1 1148.5729 1.1763
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 1701.9058 AVFVDLEPTVIDEVR 52650.2700 1701.9052 34.6664 39086 2 851.4563 ‐0.0249
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 987.5469 DVNAAVGTIK 33059.5900 987.5475 19.4040 25932 2 494.2774 ‐0.5027
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 1977.8825 TVGGGDDAFNTFFSETGAGK 3906.1870 1977.8807 32.6819 17794 2 989.4440 ‐0.0415
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 1690.8871 SLNIERPTYTNLNR 1344.8230 1690.8876 23.4918 2931 3 564.3007 ‐0.4968
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 461.5728 1132.5821 32.0658 2768 1 1132.5821 15.4050
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 1044.6048 SGLGSLLLER 263.5674 1044.6191 23.8669 1400 2 522.8132 12.48
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 Carbamidomethyl+C(13) 2158.1438 GHYTIGKEIVDLCLDRIR 368.4312 2158.1489 23.5335 4701 3 720.0545 2.1585
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4362.2270 47919.6215 8 20.37 None 1116.5909 RPTYTNLNR 249.2865 1116.5848 23.4595 1166 1 1116.5848 ‐3.7137
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2717.7000 10287.3029 13 50.00 None 1274.6416 GFGFVTFKDEK 13118.3600 1274.6425 17.2952 28041 2 637.8249 0.0711
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2717.7000 10287.3029 13 50.00 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 5693.7730 1951.8947 31.8947 14401 2 976.4510 ‐0.4166
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2717.7000 10287.3029 13 50.00 None 1934.9059 AMRDAIEEMNGKELDGR 525.4274 1934.9526 22.6596 1944 2 967.9800 24.7575
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2717.7000 10287.3029 13 50.00 None 1013.5302 FVTFKDEK 237.4124 1013.5265 15.8150 3166 2 507.2669 ‐4.8804
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2717.7000 10287.3029 13 50.00 None 999.4934 GFGFVTFKD 626.5294 999.4949 16.9735 2397 2 500.2511 0.2152
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1299.6490 10287.3029 13 50.00 None 1343.6478 TFSQFGDVIDSK 5273.9630 1343.6497 27.5337 44103 2 672.3285 1.0451
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1299.6490 10287.3029 13 50.00 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 1745.3730 1951.8947 31.8947 14401 2 976.4510 ‐0.2424
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1299.6490 10287.3029 13 50.00 None 1934.9059 AMRDAIEEMNGKELDGR 1565.2220 1934.8621 24.4068 1399 3 645.6255 ‐23.1354
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1299.6490 10287.3029 13 50.00 None 1095.5317 SQFGDVIDSK 544.4456 1095.5318 27.5425 2202 1 1095.5318 1.74
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1679.7760 10287.3029 13 50.00 None 1274.6416 GFGFVTFKDEK 13976.8300 1274.6425 17.2952 28041 2 637.8249 ‐0.1347
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1679.7760 10287.3029 13 50.00 None 1116.6008 VITVNEAQSR 79.4286 1116.5914 20.7587 5610 1 1116.5914 ‐6.7990
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1679.7760 10287.3029 13 50.00 None 999.4934 GFGFVTFKD 389.1682 999.4949 16.9735 2397 2 500.2511 ‐0.1322
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1679.7760 10287.3029 13 50.00 None 1098.5902 VITVNEAQSR 66.1007 1098.5961 22.8040 1681 2 549.8017 4.0449
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1276.6572 IVSFLDPDGWK 9015.1130 1276.6597 20.3538 12579 2 638.8335 1.10
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1453.6958 DPDGYTFELIQR 4495.9660 1453.6934 30.2167 12342 2 727.3503 ‐1.9921
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1039.5782 EAGPLPGLGTK 9660.4340 1039.5793 22.9451 9712 2 520.2933 ‐0.1320
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1291.7256 TVLVDNKDFLK 1525.4540 1291.7298 24.9127 7381 2 646.3686 2.35
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1902.9378 MAEASDLLEWPKKDNR 827.2300 1902.9391 20.4788 3316 2 951.9732 1.52
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 975.8396 31985.4529 6 21.55 None 1145.5626 VSFLDPDGWK 229.2402 1145.5587 21.4234 1271 1 1145.5587 ‐1.6845
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1547.8428 IGEITSGGFSPNLKK 3193.7700 1547.8443 23.8252 19519 3 516.6196 0.0223
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1419.7478 IGEITSGGFSPNLK 5953.8420 1419.7492 26.5863 15905 2 710.3782 0.6788
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 895.4706 NIAMGYVK 10911.8400 895.4701 21.3154 14638 2 448.2387 ‐1.8507
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1415.7066 TALYDFHVAHGGK 3210.1980 1415.7074 21.8892 13608 3 472.5740 ‐0.5336
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 760.6237 1745.8692 25.5972 8686 3 582.6279 2.59
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 2450.1358 TGYTGEDGFEISVPDEHAVDLAK 3620.7840 2450.1277 30.5175 5016 2 1225.5675 ‐1.5069
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 793.4277 MPFVATK 4497.3300 793.4344 21.2148 9470 2 397.2209 7.0294
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1568.7890 DLAHIEEHMKAFK 367.5644 1568.7767 27.3111 2436 2 784.8920 ‐7.7843
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 668.3436 AMGYVK 2995.3240 668.3420 21.3288 6804 1 668.3420 ‐2.2979
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 662.3872 PFVATK 2501.9890 662.3861 21.2160 3524 1 662.3861 ‐1.5742
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1337.6736 VTDEHIYLVVNA 369.6143 1337.6734 23.6434 2728 2 669.3403 ‐0.5921
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1130.5378 YDFHVAHGGK 602.1756 1130.5373 21.8753 2246 2 565.7723 ‐1.2380
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 565.3344 FVATK 7079.3630 565.3324 21.2177 1854 1 565.3324 ‐3.8677
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 947.1969 44787.0270 32 33.09 None 1007.5156 TSGGFSPNLK 217.9469 1007.5185 25.0239 794 2 504.2629 1.43
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1121.5738 VGFFSSGPPAR 41929.0800 1121.5746 16.4061 34462 2 561.2909 ‐0.5885
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1970.1797 SLLALQGPLAAPVLQHLTK 4368.5630 1970.1793 21.1252 29629 3 657.3980 ‐0.8888
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1658.9112 AEGGFLGADVILQQLK 9424.1970 1658.9138 21.5893 19799 2 829.9605 1.46
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1654.8120 MVPFAGWSMPIQYK 5317.5330 1654.8130 21.0589 16368 2 827.9101 0.6269
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 4339.6640 3405.7526 24.4544 9777 3 1135.9224 ‐1.5274
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 2430.9370 1745.8659 16.3156 4989 3 582.6268 0.1537
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1419.7478 IGEITSGGFSPNLK 597.5468 1419.7480 19.1297 4812 2 710.3777 ‐0.3919
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Oxidation+M(4) 1448.7314 NIAMGYVKSGQHK 481.7997 1448.7342 22.4086 3793 2 724.8707 1.18
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Carbamidomethyl+C(9) 1164.6194 IYLVVNAGCR 128.7158 1164.6249 17.6923 2911 2 582.8161 3.92
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 818.4155 FSSGPPAR 878.6337 818.4139 16.4212 2073 1 818.4139 ‐1.4954
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Oxidation+M(4) 1037.5084 NIAMGYVKSG 112.9467 1037.5085 21.9410 1853 1 1037.5085 1.16
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1022.5054 GFFSSGPPAR 1122.8900 1022.5068 16.4023 1843 1 1022.5068 2.21
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1180.5819 AGWSMPIQYK 184.8678 1180.5745 22.8572 1578 1 1180.5745 ‐4.5366
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1424.7031 PFAGWSMPIQYK 412.9437 1424.6984 20.2015 1262 1 1424.6984 ‐0.5569
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 965.4839 FFSSGPPAR 883.1323 965.4817 16.4009 894 1 965.4817 ‐1.2954
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1344.7998 GPLAAPVLQHLTK 376.6436 1344.7989 21.1619 809 2 672.9031 ‐1.4208
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 None 1401.7373 IGEITSGGFSPNLK 544.3307 1401.7389 17.7958 4437 2 701.3731 0.5494
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2346.7990 44787.0270 32 33.09 Carbamidomethyl+C(14) 1727.8534 VTDEHIYLVVNAGCR 401.5506 1727.8543 18.5556 3686 2 864.4308 0.7530
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 2886.4102 TVEETVVETEVTQQPEESVPAVTEQK 9977.3510 2886.4149 27.7436 11804 3 962.8098 1.17



NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1859.9484 TEVITETPVVEEEEKK 1655.8060 1859.9528 22.4773 7874 3 620.6558 1.03
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1731.8535 TEVITETPVVEEEEK 3404.3430 1731.8549 23.8903 3900 2 866.4311 1.0409
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 2229.1133 SEAPIVETNEEVVVEEAEKK 227.6211 2229.1070 19.6792 2504 2 1115.0571 ‐1.6646
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 2960.4106 SEAPIVETNEEVVVEEAEKKDEETEK 1018.5520 2960.4115 26.5369 4119 4 740.8583 ‐0.1530
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1317.6420 TVEETVVETEVT 429.5625 1317.6462 29.2218 16638 2 659.3267 2.34
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1216.5943 TVEETVVETEV 454.3505 1216.5963 27.7791 3879 2 608.8018 0.7865
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 772.4199 PAVTEQK 438.6708 772.4198 29.0451 3382 1 772.4198 0.1042
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1198.5838 TVEETVVETEV 147.6747 1198.5798 27.9129 2252 2 599.7935 ‐4.1772
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 2474.7940 15381.7317 10 49.28 None 1059.5204 TPVVEEEEK 138.7440 1059.5163 24.4929 1353 1 1059.5163 ‐2.5834
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1631.7622 LSGSEFDSFMAIAEK 1781.5690 1631.7609 34.4756 10547 2 816.3841 ‐0.7894
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1352.6441 SASGNVVVYEGDR 8466.8660 1352.6462 18.9430 9318 2 676.8267 1.0167
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1659.8800 VVVSDSLDDIVLNSGK 4947.1300 1659.8755 30.9050 9280 2 830.4414 ‐2.6296
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1122.6041 EAEGIVTYLK 1764.8540 1122.6060 26.5898 6337 2 561.8066 0.6494
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1422.7223 SQPIPAENNEPVK 11512.7900 1422.7239 18.0660 6272 2 711.8656 0.6901
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1087.5742 GESSVTGPVVR 7629.4120 1087.5806 17.3475 5567 2 544.2939 4.93
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 957.6132 VVVVGIFPK 4242.8870 957.6140 18.1944 5489 2 479.3106 ‐0.4879
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 972.5189 GFPTIYFK 4713.3950 972.5200 18.6767 5270 2 486.7637 ‐0.1484
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1091.5368 LDATANDFPK 553.3468 1091.5455 20.9243 1645 1 1091.5455 9.41
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 977.4938 QLAPEYEK 138.6129 977.4852 36.4562 1280 1 977.4852 ‐7.7792
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1942.9943 AMLFINFTGEGAESLKSK 1168.0280 1942.9830 22.9681 11028 2 971.9952 ‐5.1805
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1389.6870 NGGKAVQEYNGPR 375.1679 1389.6760 17.1743 6284 2 695.3416 ‐8.3727
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 2319.1310 QSGPASAEIKSADDASEVVSDKK 516.4113 2319.1115 33.5840 1723 2 1160.0594 ‐7.0730
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1033.5061 AVQEYNGPR 225.3050 1033.5074 17.8631 2641 1 1033.5074 2.16
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 727.4461 VTGPVVR 132.0343 727.4442 16.9041 1991 1 727.4442 ‐2.5161
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 904.5138 EGIVTYLK 170.6202 904.5120 26.2369 1891 2 452.7596 ‐3.4589
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1627.8326 FINFTGEGAESLKSK 504.0600 1627.8344 20.6497 1230 2 814.4208 1.0772
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1128.7900 54444.3272 34 25.26 None 1107.5429 GNVVVYEGDR 406.1379 1107.5484 16.8628 863 2 554.2778 3.28
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1631.7622 LSGSEFDSFMAIAEK 2983.1920 1631.7609 34.4756 10547 2 816.3841 ‐0.6282
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1659.8800 VVVSDSLDDIVLNSGK 5523.6640 1659.8755 30.9050 9280 2 830.4414 ‐2.4672
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1122.6041 EAEGIVTYLK 1695.0180 1122.6060 26.5898 6337 2 561.8066 0.7900
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1757.8745 EFATQYEVQGFPTIK 2238.9050 1757.8709 30.8740 5276 2 879.4391 ‐1.6349
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1796.8701 LDATANDFPKDTFDVK 236.0899 1796.8668 27.8452 5072 2 898.9370 ‐1.3726
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1546.7748 TNVEVDQIESWVK 1067.1700 1546.7359 35.9951 43631 2 773.8716 ‐25.1600
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1091.5368 LDATANDFPK 1033.1290 1091.5631 23.5113 7505 2 546.2852 23.2190
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 2812.3523 SEETETKEFVLTLDHTNFTDTINK 738.1038 2812.3145 35.5744 2948 3 938.1097 ‐12.9412
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1422.7223 SQPIPAENNEPVK 283.9312 1422.7210 31.3933 2492 2 711.8641 ‐1.1797
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 987.5106 QSGPASAEIK 228.1850 987.4901 24.0412 1964 2 494.2487 ‐21.8700
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 2897.4390 FFESTNTKAMLFINFTGEGAESLKSK 207.3908 2897.4485 34.6130 5125 3 966.4877 3.66
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 2191.0361 QSGPASAEIKSADDASEVVSDK 97.9066 2191.0179 27.7636 2770 3 731.0108 ‐8.4928
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 904.5138 EGIVTYLK 152.3818 904.5120 26.2369 1891 2 452.7596 ‐3.3271
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 863.4258 ATANDFPK 213.3516 863.4268 21.7084 998 1 863.4268 2.0568
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1104.5936 EAEGIVTYLK 176.9003 1104.5940 27.5599 2621 1 1104.5940 2.1548
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 483.2231 54444.3272 34 25.26 None 1528.7642 TNVEVDQIESWVK 164.1199 1528.7600 36.0012 796 2 764.8836 ‐2.8052
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 2006.8938 DNLTLWTSDLNEEGDER 2524.9910 2006.8908 31.2067 12244 2 1003.9490 ‐0.7391
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 1229.5797 YLAEFSSGAER 11008.9600 1229.5803 21.9845 9248 2 615.2938 ‐0.3209
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 1224.5743 EAADQSLEAYK 3639.7900 1224.5767 19.2018 8398 2 612.7920 1.1797
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 879.4934 NLVSVGYK 2217.6550 879.4922 20.8556 6755 2 440.2498 ‐2.8476
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 2298.4750 29014.3873 6 25.98 None 1115.4748 YDEMVEAMK 2094.6900 1115.4774 21.8068 2795 2 558.2423 1.19
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1134.6110 19853.3297 3 15.85 Carbamidomethyl+C(4)
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1134.6110 19853.3297 3 15.85 None 1471.8672 GFIFGPPIALAIGAK 4447.3170 1471.8702 22.7534 5975 2 736.4387 1.41
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1134.6110 19853.3297 3 15.85 None 599.3763 LPELK 233.2027 599.3758 30.2197 1664 1 599.3758 ‐1.1998
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1207.6205 TPFTSGLDLEK 3352.7490 1207.6214 27.0304 23811 2 604.3144 ‐0.0489
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2119.0917 FISPNEVSVETIDGGNTIVK 1594.9500 2119.0839 30.9524 20516 2 1060.0456 ‐2.7338
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1586.8458 VSSVEVDLPAMLAQK 7274.5340 1586.8437 19.4758 18353 2 793.9255 ‐1.4468
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1178.5899 VVSVDSSSDGVK 39501.5400 1178.5902 16.2454 13763 2 589.7987 ‐0.6317
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1139.6419 HIIVATGSDVK 17808.0900 1139.6449 17.1443 12233 2 570.3261 1.31
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1029.5575 AIDNAEGLVK 36412.8400 1029.5565 20.9696 10494 2 515.2819 ‐2.1631
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 2399.7900 2395.2831 21.5410 8762 3 799.0992 ‐0.6071
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1487.8315 IVSSTGALSLSEVPK 1543.0070 1487.8351 16.9081 7615 2 744.4212 2.0909
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2637.4320 2539.3259 36.7958 6993 3 847.1135 0.3842
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 7904.1470 2420.2040 38.9880 5341 2 1210.6056 2.33
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1615.9265 IVSSTGALSLSEVPKK 9006.1060 1615.9285 15.4733 3766 3 539.3143 0.3110
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1010.5166 HSFANHGIK 310.2990 1010.5199 25.6023 3297 1 1010.5199 4.32
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 1030.5640 DNAVKNLTR 466.2374 1030.5611 29.7062 1473 2 515.7842 ‐3.9790
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 624.8054 1448.7874 20.6168 1143 3 483.6006 5.60
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 980.4531 SVDSSSDGVK 3350.6420 980.4535 16.2452 1274 1 980.4535 1.23
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 856.4312 SFANHGIK 235.7708 856.4295 23.8385 1031 1 856.4295 ‐1.3662
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3387.1600 54273.2910 33 42.01 None 993.4901 HSFANHGIK 76.5489 993.4839 25.4826 832 1 993.4839 ‐5.1297
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1207.6205 TPFTSGLDLEK 2863.3380 1207.6214 27.0304 23811 2 604.3144 0.0952
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2119.0917 FISPNEVSVETIDGGNTIVK 776.7772 2119.0839 30.9524 20516 2 1060.0456 ‐2.5529
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1139.6419 HIIVATGSDVK 17417.6200 1139.6437 17.1394 9808 2 570.3255 0.7443
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2475.8640 2539.3259 36.7958 6993 3 847.1135 0.5780
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 5124.1140 2420.2040 38.9880 5341 2 1210.6056 2.65
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1638.8850 VPGVVYTHPEVASVGK 778.1966 1638.8806 22.6676 1431 3 546.9651 ‐3.5043
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1459.7250 EAAMATYDKPIHI 1240.6200 1459.7345 25.0469 17312 3 487.2497 5.76
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1178.5899 VVSVDSSSDGVK 102.0868 1178.6136 25.1225 9463 2 589.8104 19.3158



NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 761.4040 IGVETDK 64.4444 761.4112 20.7675 2414 1 761.4112 9.41
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1187.6015 NLSNSPTDALR 365.5602 1187.5952 30.9877 2329 2 594.3012 ‐6.0307
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 329.8651 1448.7697 19.2528 5897 3 483.5948 ‐6.6225
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1939.0032 AYFLTRNLSNSPTDALR 1039.4810 1938.9946 31.4074 4033 3 647.0030 ‐4.9490
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 968.6643 54273.2910 33 42.01 None 1178.6204 VPGVVYTHPEV 437.0775 1178.6228 22.7068 822 3 393.5458 0.6647
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 4277.6010 2257.2040 25.6587 22474 3 753.0728 ‐0.0228
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1551.7359 DLQDDFMGGAEIIK 24983.5000 1551.7360 32.8083 21558 2 776.3716 ‐0.1276
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 10219.9600 2920.4639 37.7263 21276 3 974.1595 0.0545
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1145.5255 EGPLAEENMR 43066.9700 1145.5268 19.1422 19273 2 573.2670 0.1303
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 2079.9982 VENLYEGPLDDQYANAIR 3806.8740 2079.9957 29.8737 18524 2 1040.5015 ‐0.3066
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1634.8425 ILAEEFGWDKDLAK 6119.3500 1634.8435 30.2025 17605 3 545.6194 ‐0.2451
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 12324.5400 2931.5521 24.0547 17039 3 977.8556 ‐0.1033
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1799.9327 AYLPVVESFGFSSQLR 1747.5750 1799.9358 21.1732 16216 2 900.4715 2.0565
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1218.6187 IMGPNYIPGEK 3000.6870 1218.6211 23.5834 14710 2 609.8142 1.1820
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 2344.5890 1607.7590 29.0357 12458 2 804.3831 2.0411
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 2980.1180 2152.9810 20.4226 11829 2 1076.9941 ‐1.5269
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1836.8572 STGISLYYEMTDESLK 5183.7010 1836.8542 32.5037 11698 2 918.9307 ‐1.2450
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 906.4680 SDPVVSFR 648.2992 906.4729 16.7944 9896 2 453.7401 4.0622
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 6167.0060 1387.6725 18.5334 9383 2 694.3399 0.2121
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 890.5094 FSVSPVVR 2384.4170 890.5094 22.9903 9156 2 445.7583 ‐1.5178
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1307.6525 NMSVIAHVDHGK 3459.1350 1307.6538 17.7663 7753 3 436.5561 ‐0.1874
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1063.5782 GVQYLNEIK 2510.4500 1063.5812 23.6331 6355 2 532.2942 1.64
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 744.3828 FFAFGR 1192.7360 744.3820 17.2514 4875 1 744.3820 ‐0.8108
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 955.5320 GGGQVIPTAR 3355.9340 955.5317 17.1034 3595 2 478.2695 ‐1.6178
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1039.6622 IRPVLTVNK 1525.7620 1039.6645 19.5625 2204 2 520.3359 0.9860
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(7) 864.3880 NTGSPTCK 460.6492 864.3924 32.4131 45042 1 864.3924 5.83
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(7)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1509.7141 EAMTPLSEFEDKL 33022.9800 1509.7147 35.1571 24382 2 755.3610 0.1336
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 5172.5590 2807.3736 34.0369 10429 3 936.4627 1.25
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 2689.3072 LYMEARPMEEGLAEAIDDGRIGPR 1098.3750 2689.2977 31.7507 1731 3 897.1041 ‐3.4034
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1120.5667 LGVSMKNDEK 517.3921 1120.5652 25.0960 1182 1 1120.5652 0.2291
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1237.6899 KDLYTKSVQR 381.2142 1237.6810 22.2251 1007 2 619.3442 ‐7.9440
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 656.4090 VSPVVR 366.7927 656.4057 22.9652 1612 1 656.4057 ‐5.1426
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1062.5691 SVIAHVDHGK 939.1233 1062.5662 17.7770 1597 2 531.7867 ‐3.8567
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 557.3406 SPVVR 1146.1670 557.3397 22.9989 1553 1 557.3397 ‐1.9878
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 Carbamidomethyl+C(5) 1313.6235 FVQFCYEPIK 206.2410 1313.6186 20.1059 892 2 657.3129 ‐4.3524
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1021.6517 IRPVLTVNK 94.7054 1021.6485 19.5697 6484 2 511.3279 ‐4.3127
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1818.8466 STGISLYYEMTDESLK 414.2924 1818.8400 30.7424 4776 2 909.9236 ‐3.2583
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1127.5150 EGPLAEENMR 326.5038 1127.5138 20.7543 1330 2 564.2605 ‐2.0567
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1616.8319 ILAEEFGWDKDLAK 502.3393 1616.8296 30.9616 943 2 808.9184 ‐1.4402
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2610.8790 94803.8361 72 50.42 None 1046.5517 GVQYLNEIK 210.7005 1046.5509 22.4405 2552 2 523.7791 ‐1.9181
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1551.7359 DLQDDFMGGAEIIK 37723.7500 1551.7360 32.8083 21558 2 776.3716 0.0304
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 6951.9410 2920.4639 37.7263 21276 3 974.1595 0.3091
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 2079.9982 VENLYEGPLDDQYANAIR 2067.3240 2079.9957 29.8737 18524 2 1040.5015 ‐0.1272
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1634.8425 ILAEEFGWDKDLAK 2647.4330 1634.8435 30.2025 17605 3 545.6194 ‐0.1958
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1218.6187 IMGPNYIPGEK 5097.8250 1218.6211 23.5834 14710 2 609.8142 1.65
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 2177.3680 1607.7590 29.0357 12458 2 804.3831 2.14
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1836.8572 STGISLYYEMTDESLK 9272.9650 1836.8540 32.5051 10924 2 918.9306 ‐1.1520
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 890.5094 FSVSPVVR 4187.9460 890.5094 22.9903 9156 2 445.7583 ‐1.3866
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1307.6525 NMSVIAHVDHGK 4985.1570 1307.6540 17.7761 7317 3 436.5562 ‐0.0904
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1063.5782 GVQYLNEIK 2791.3930 1063.5812 23.6331 6355 2 532.2942 1.45
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1532.7811 NDEKELMGKPLMK 1107.6910 1532.7832 20.6489 6051 3 511.5993 0.4062
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 Carbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1039.6622 IRPVLTVNK 3046.0350 1039.6645 19.5625 2204 2 520.3359 1.1233
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1145.5255 EGPLAEENMR 202.8647 1145.5268 26.9217 1080 2 573.2671 0.3174
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 Carbamidomethyl+C(3)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 2116.0644 GHVFEEMQRPGTPLYNIK 600.9619 2116.0676 27.3070 2125 4 529.7724 0.6048
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 2266.0478 LYMEARPMEEGLAEAIDDGR 732.9888 2266.0622 32.0353 1950 3 756.0256 6.54
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1509.7141 EAMTPLSEFEDKL 30087.3100 1509.7147 35.1571 24382 2 755.3610 0.2899
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 3566.0520 2807.3736 34.0369 10429 3 936.4627 1.91
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 2689.3072 LYMEARPMEEGLAEAIDDGRIGPR 1128.7930 2689.2977 31.7507 1731 3 897.1041 ‐3.1857
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 656.4090 VSPVVR 381.3141 656.4057 22.9652 1612 1 656.4057 ‐5.0046
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 1062.5691 SVIAHVDHGK 1010.3600 1062.5662 17.7770 1597 2 531.7867 ‐3.7186
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1556.9740 94803.8361 72 50.42 None 557.3406 SPVVR 1826.5100 557.3397 22.9989 1553 1 557.3397 ‐1.8596
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 1739.9430 2257.2040 25.6587 22474 3 753.0728 ‐0.1180
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 11754.9200 2931.5521 24.0547 17039 3 977.8556 ‐0.0913
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 1799.9327 AYLPVVESFGFSSQLR 1844.0580 1799.9358 21.1732 16216 2 900.4715 2.1209
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 3009.1290 2152.9810 20.4226 11829 2 1076.9941 ‐1.2808
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 2932.4323 DGNEYLINLIDSPGHVDFSSEVTAALR 872.9364 2932.4263 22.4917 11579 3 978.1470 ‐1.6288
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 906.4680 SDPVVSFR 443.1873 906.4729 16.7944 9896 2 453.7401 3.70
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 4114.0140 1387.6725 18.5334 9383 2 694.3399 0.0645
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 744.3828 FFAFGR 3608.6990 744.3820 17.2514 4875 1 744.3820 ‐0.8404
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 1836.8572 STGISLYYEMTDESLK 3123.0250 1836.8550 19.2828 3564 2 918.9312 ‐0.6789
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 623.7017 2196.1135 21.9863 791 2 1098.5604 ‐3.2555
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 None 729.4141 VASDLPK 168.6371 729.4053 17.2290 17638 1 729.4053 ‐12.0017
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 714.5284 94803.8361 72 50.42 Carbamidomethyl+C(19) 2281.0814 KIWAFGPETTGPNMVVDMCK 523.3198 2281.0669 22.9031 6722 2 1141.0371 ‐4.7768
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1828.9691 GVLVESGSPEEFQLLPK 8354.9580 1828.9689 32.9476 17566 2 914.9881 0.2721



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1804.9844 TSTPGIFAIGDVAAFPLK 9101.1350 1804.9747 22.2240 16052 2 902.9910 ‐5.0354
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1988.0182 LASASSVEEALEIAQAALQS 4023.6570 1988.0144 24.0188 15174 2 994.5108 ‐1.2531
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1851.9011 GIEVIYEDPVAGADFEK 4255.8480 1851.8963 31.5781 14532 2 926.4518 ‐2.1781
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1360.6451 GASINNLEAGSDGR 5503.6530 1360.6461 19.1405 13269 2 680.8267 0.1827
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1388.7268 EVADADSLIASLGK 6246.7020 1388.7263 31.4882 12776 2 694.8668 ‐0.7659
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1179.6157 IATFWIESGR 12076.1800 1179.6170 18.5273 12314 2 590.3122 0.2701
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 11615.7600 1469.7419 16.1874 11477 2 735.3746 ‐0.2099
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1083.5106 VFEYEGSPR 2689.8670 1083.5120 19.3784 9996 2 542.2597 0.3016
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 872.4149 YEELYR 15350.5400 872.4163 18.2375 3917 2 436.7118 0.2068
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1194.5790 QTPDWYKEK 540.2597 1194.5851 34.1851 1716 2 597.7962 4.56
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 Carbamidomethyl+C(29) 3443.7199 EFVIVGGGNAAGYAARTFVENGMADG 1398.0830 3443.7201 22.0301 2841 3 1148.5782 0.9823
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2132.2390 52400.6340 34 37.55 None 1863.9388 EFVIVGGGNAAGYAARTFV 385.6103 1863.9428 20.1955 7011 2 932.4750 2.43
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1179.6157 IATFWIESGR 203.7047 1179.6222 23.8634 26520 2 590.3147 4.87
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1828.9691 GVLVESGSPEEFQLLPK 9360.7980 1828.9689 32.9476 17566 2 914.9881 0.4414
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1851.9011 GIEVIYEDPVAGADFEK 4567.6880 1851.8963 31.5781 14532 2 926.4518 ‐2.0080
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1388.7268 EVADADSLIASLGK 5127.5800 1388.7263 31.4882 12776 2 694.8668 ‐0.6146
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1083.5106 VFEYEGSPR 2012.7620 1083.5120 19.3784 9996 2 542.2597 0.4406
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1308.6543 SLVTASFANENR 163.8996 1308.6460 20.2989 1281 2 654.8266 ‐6.7719
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1988.0182 LASASSVEEALEIAQAALQS 906.8026 1988.0032 36.9531 1177 2 994.5052 ‐6.7129
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 1002.5830 ALASTTLPTK 652.7283 1002.5637 18.8244 1021 2 501.7855 ‐20.3441
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 837.3737 EYEGSPR 342.0968 837.3765 19.3823 886 1 837.3765 3.78
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 737.2457 52400.6340 34 37.55 None 984.5724 ALASTTLPTK 369.6706 984.5738 21.1867 1738 2 492.7905 0.2848
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 1804.9844 TSTPGIFAIGDVAAFPLK 7735.0470 1804.9747 22.2240 16052 2 902.9910 ‐4.9684
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 1988.0182 LASASSVEEALEIAQAALQS 6890.7580 1988.0144 24.0188 15174 2 994.5108 ‐1.0919
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 1179.6157 IATFWIESGR 12090.0200 1179.6170 18.5273 12314 2 590.3122 0.0154
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 9503.4410 1469.7419 16.1874 11477 2 735.3746 ‐0.3154
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 2326.1026 SLLTAHTDTYDYLPYFYSR 810.3160 2326.1130 20.1183 7083 3 776.0425 4.1697
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 1828.9691 GVLVESGSPEEFQLLPK 967.9108 1828.9657 19.6353 6759 2 914.9865 ‐1.4082
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 1083.5106 VFEYEGSPR 144.0725 1083.5292 20.5131 2541 1 1083.5292 18.6562
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 Carbamidomethyl+C(29) 3443.7199 EFVIVGGGNAAGYAARTFVENGMADG 910.7027 3443.7201 22.0301 2841 3 1148.5782 1.0757
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 Carbamidomethyl+C(13) 1910.9463 TFVENGMADGRLCIVTK 227.8906 1910.9567 21.0328 2024 2 955.9820 6.0830
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 930.4891 EIAQAALQS 2959.9520 930.4879 25.5610 3297 1 930.4879 ‐0.3625
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1170.4180 52400.6340 34 37.55 None 2308.0921 SLLTAHTDTYDYLPYFYSR 297.7392 2308.0980 22.3493 1173 2 1154.5526 4.83
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 79811.8000 1250.5981 18.8011 149875 2 625.8027 ‐1.2470
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 950.4690 NLNTDAFR 25116.6300 950.4687 20.2856 142914 2 475.7380 ‐1.6523
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 1167.6078 YKEDIQLMK 4687.0810 1167.6075 21.2183 67501 2 584.3074 ‐1.2200
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 1151.5772 FGLYYVDFK 16858.9300 1151.5742 19.6449 21262 1 1151.5742 ‐0.8760
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 2365.1400 NWITFNEPWVFAHAGYDLGK 678.6120 2365.1501 35.7616 5614 3 789.0549 4.0736
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 876.4495 EDIQLMK 9359.6680 876.4495 21.2605 3528 1 876.4495 0.6673
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 832.4676 LSIAWSR 5314.5090 832.4685 16.2925 2745 2 416.7379 ‐0.4047
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 2155.1216 NVDHSAIGSMPLTAALPVYAK 344.1508 2155.1074 19.3863 15387 3 719.0407 ‐6.9595
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 723.3420 NTDAFR 19534.9600 723.3423 20.2892 15940 1 723.3423 0.5239
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 508.2766 VDFK 92.9753 508.2789 17.7146 4983 1 508.2789 3.92
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 664.1381 1096.5235 18.8057 4427 1 1096.5235 0.6492
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 706.3155 NTDAFR 628.1774 706.3164 19.3351 4095 1 706.3164 1.15
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 1143.6772 PLTAALPVYAK 226.2474 1143.6754 19.3286 3682 2 572.3413 ‐2.5475
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 536.2351 YKED 2409.2610 536.2347 21.2217 2867 1 536.2347 ‐1.2670
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 719.3835 SIAWSR 83.1752 719.3811 16.2370 1717 1 719.3811 ‐3.2285
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2522.0000 59892.7328 37 20.69 None 2137.1110 NVDHSAIGSMPLTAALPVYAK 220.7368 2137.1223 18.0309 1234 3 713.0456 4.21
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 950.4690 NLNTDAFR 60415.7500 950.4689 20.2872 137932 2 475.7381 ‐1.2833
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 1167.6078 YKEDIQLMK 7236.3140 1167.6075 21.2183 67501 2 584.3074 ‐1.0776
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 2365.1400 NWITFNEPWVFAHAGYDLGK 559.0789 2365.1501 35.7616 5614 3 789.0549 4.95
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 Carbamidomethyl+C(26) 2876.3672 ASFPNGFLFGTATAAFQVEGAINETCR 508.0905 2876.3202 33.4056 1029 3 959.4449 ‐15.7720
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 Carbamidomethyl+C(10) 1782.9354 HLLAMNEAICIDKVR 394.2260 1782.9301 35.7447 4258 2 891.9687 ‐2.4811
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 2087.9413 DKYANPEIMIMENGYGDK 485.5309 2087.9570 33.9422 1621 2 1044.4821 8.10
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 1421.7212 NRFGLYYVDFK 379.2975 1421.7288 35.3454 1053 2 711.3681 5.1044
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 723.3420 NTDAFR 25234.4600 723.3423 20.2892 15940 1 723.3423 0.6686
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 706.3155 NTDAFR 580.3218 706.3164 19.3351 4095 1 706.3164 1.45
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 536.2351 YKED 2912.2020 536.2347 21.2217 2867 1 536.2347 ‐1.1409
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1098.3770 59892.7328 37 20.69 None 876.4495 EDIQLMK 2640.6240 876.4510 21.2153 2558 1 876.4510 2.91
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 44318.8600 1250.5981 18.8011 149875 2 625.8027 ‐1.4652
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 1151.5772 FGLYYVDFK 15664.7200 1151.5742 19.6449 21262 1 1151.5742 ‐0.8857
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 832.4676 LSIAWSR 8353.5700 832.4685 16.2925 2745 2 416.7379 ‐0.8380
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 2155.1216 NVDHSAIGSMPLTAALPVYAK 308.1629 2155.1074 19.3863 15387 3 719.0407 ‐7.0708
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 2146.1179 GVSQAGVQFYHELIDELLK 513.8878 2146.1064 23.9946 5765 3 716.0403 ‐5.8729
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 1188.5895 QDSLVSWEPK 79.4603 1188.5956 20.3541 2186 1 1188.5956 6.87
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 2515.3126 NVDHSAIGSMPLTAALPVYAKGFR 861.4458 2515.3214 19.7065 1233 4 629.5858 2.26
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 Carbamidomethyl+C(5) 912.4033 WDIYCR 1601.7200 912.4023 18.7957 6104 1 912.4023 ‐0.3280
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 None 1143.6772 PLTAALPVYAK 214.7072 1143.6754 19.3286 3682 2 572.3413 ‐2.8207
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1263.7470 59892.7328 37 20.69 Carbamidomethyl+C(4) 726.3240 DIYCR 124.4622 726.3238 18.8074 2522 1 726.3238 ‐0.1733
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 2466.1493 GLMSIEDDAAPTQSDFIENWVK 3441.3290 2466.1387 37.4781 5801 2 1233.5730 ‐2.7040
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1335.6023 ELDSSNSDAIER 4072.7630 1335.6036 16.6838 5364 2 668.3054 0.4039
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 Carbamidomethyl+C(6) 1201.5671 FLVFACSDSR 14427.5800 1201.5673 17.6502 4710 2 601.2873 ‐0.6222
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 929.5051 ADLGNVAAAK 8109.0040 929.5060 16.8422 3565 2 465.2566 ‐0.3516
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1373.6882 NIANMVPPFDQK 260.4236 1373.7090 31.7065 1324 2 687.3581 14.6400
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1025.5738 NKIKEEHK 647.5660 1025.5744 54.4891 1769 1 1025.5744 1.11
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 911.4945 ADLGNVAAAK 200.9569 911.4997 17.3914 931 2 456.2535 4.77
NP_849872.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 912.4785 ADLGNVAAAK 289.0883 912.4768 18.9110 4140 1 912.4768 ‐1.0451
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1573.8432 GVTTIIGGGDSVAAVEK 159126.3000 1573.8447 26.1596 127092 2 787.4260 0.8555



NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 2015.9516 VDLNVPLDDNSNITDDTR 10360.0900 2015.9507 27.9156 36217 2 1008.4790 0.2725
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1749.0269 LVAGLPEGGVLLLENVR 13745.1900 1749.0281 21.5221 29885 2 875.0177 0.9244
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 10097.9800 2266.1752 21.9694 29630 2 1133.5913 ‐0.3230
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1388.7420 ELDYLVGAVANPK 35568.2000 1388.7435 28.7467 26941 2 694.8754 0.6207
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1539.8992 GVSLLLPTDVVIADK 3104.4040 1539.8994 20.6429 24173 2 770.4533 ‐0.0908
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1903.9661 LAALADVYVNDAFGTAHR 1250.3080 1903.9648 18.8682 7197 3 635.3265 ‐1.2869
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1074.6306 KPFAAIVGGSK 1457.7460 1074.6324 14.3003 4128 2 537.8199 0.6218
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1518.7646 AQGLSVGSSLVEEDK 692.5411 1518.7666 24.8881 1724 2 759.8869 1.0896
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 964.5098 FAAGTEAVAK 737.8110 964.5048 17.9349 1232 2 482.7561 ‐6.4808
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1716.7752 FYAEEEKNDPEFAK 1173.2670 1716.7687 20.5596 10933 3 572.9277 ‐4.5943
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 2699.3538 TIIWNGPMGVFEFDKFAAGTEAVAK 894.3957 2699.3504 22.4028 10371 3 900.4550 ‐1.0893
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1342.4290 2370.2920 20.9815 10196 3 790.7688 0.0359
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 2983.6310 QLAELSGKGVTTIIGGGDSVAAVEKVG 951.4851 2983.6362 35.3744 5647 4 746.6645 1.79
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1844.8701 FYAEEEKNDPEFAKK 1587.8520 1844.8785 18.9113 3376 3 615.6310 3.09
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 856.5251 LLLENVR 1364.7090 856.5246 21.3409 24628 2 428.7659 ‐2.1012
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 591.3137 PEFAK 126.2553 591.3131 20.7625 11232 1 591.3131 ‐1.3531
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1464.6866 DVYVNDAFGTAHR 229.0744 1464.6919 18.0616 1943 3 488.9022 2.34
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1070.6092 LPTDVVIADK 198.9596 1070.6128 19.8732 1596 2 535.8100 2.62
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1370.7314 ELDYLVGAVANPK 314.3885 1370.7354 29.8835 10514 2 685.8713 2.25
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9757.3900 42188.8769 36 51.87 None 1371.7155 ELDYLVGAVANPK 364.9401 1371.7142 27.8678 1018 2 686.3608 ‐1.3987
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 1573.8432 GVTTIIGGGDSVAAVEK 154661.0000 1573.8446 26.1591 123967 2 787.4259 0.9517
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 2015.9516 VDLNVPLDDNSNITDDTR 8210.4070 2015.9507 27.9156 36217 2 1008.4790 0.4493
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 1388.7420 ELDYLVGAVANPK 49014.6200 1388.7435 28.7467 26941 2 694.8754 0.7721
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 1518.7646 AQGLSVGSSLVEEDK 571.4116 1518.7666 24.8881 1724 2 759.8869 1.62
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 845.4727 QLAELSGK 155.5175 845.4537 24.5803 1150 2 423.2305 ‐23.8887
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 1701.9381 KGVTTIIGGGDSVAAVEK 1768.1330 1701.9356 24.2583 3555 3 567.9834 ‐2.2684
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 1370.7314 ELDYLVGAVANPK 360.4337 1370.7354 29.8835 10514 2 685.8713 2.31
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 8538.7270 42188.8769 36 51.87 None 828.4462 QLAELSGK 103.4861 828.4467 24.5537 7596 1 828.4467 1.11
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 1749.0269 LVAGLPEGGVLLLENVR 14816.3600 1749.0281 21.5221 29885 2 875.0177 0.9626
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 14548.8100 2266.1752 21.9694 29630 2 1133.5913 ‐0.0186
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 1573.8432 GVTTIIGGGDSVAAVEK 33855.0300 1573.8449 16.5682 22946 2 787.4261 0.9228
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 1753.8618 TIIWNGPMGVFEFDK 2690.7290 1753.8595 22.2297 8366 2 877.4334 ‐1.0131
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 1903.9661 LAALADVYVNDAFGTAHR 1666.2070 1903.9648 18.8682 7197 3 635.3265 ‐1.4382
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 1074.6306 KPFAAIVGGSK 3955.6560 1074.6324 14.3003 4128 2 537.8199 0.3131
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3145.5170 42188.8769 36 51.87 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 3048.0650 2370.2920 20.9815 10196 3 790.7688 ‐0.0413
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1656.7904 VFISDDFDGELFPR 5585.9770 1656.7917 35.2977 12281 2 828.8995 0.8485
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2018.0441 FLSVTEPSLLGDGGDLEIR 13497.5500 2018.0418 35.4402 11684 2 1009.5245 ‐0.3739
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1525.7315 AQALGDTSSLEFMR 2022.1180 1525.7324 28.7333 10406 2 763.3698 0.3574
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 1799.3660 1233.6496 21.8152 10349 2 617.3285 ‐1.7059
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1257.6725 AIYYLATDSLK 9521.7160 1257.6730 17.4509 9642 2 629.3401 ‐0.3766
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1485.7544 GVVDSDDLPLNVSR 13528.8500 1485.7551 26.9965 8532 2 743.3812 0.2027
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 15403.5000 2705.4332 44.3984 8492 3 902.4826 1.69
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1097.4833 FGWSANMER 3291.5810 1097.4856 24.8553 7371 2 549.2464 1.0755
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2371.0242 NEEELTSLDDYIENMGENQK 3385.9960 2371.0236 33.7382 6886 2 1186.0154 1.1824
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1401.8100 ILEINPDHPIIK 1940.1110 1401.8123 16.8487 4182 3 467.9423 0.4797
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1141.6113 SSFLPHGGALR 343.4272 1141.6210 17.0720 16972 2 571.3141 7.02
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1261.6270 ELVSNASDALDK 4641.0350 1261.6301 23.3477 14548 2 631.3187 1.19
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2142.9925 TIEVEEDEPVKEGEEGEPK 820.6442 2142.9978 20.7739 7514 3 715.0041 2.0931
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 Carbamidomethyl+C(5) 1280.5940 TGVSCSWNLEK 914.6279 1280.5749 22.1710 1435 2 640.7911 ‐15.6133
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2188.1166 IKPDPDNGTITITDTGIGMTK 293.1490 2188.1699 24.1701 1045 2 1094.5886 25.4718
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 238.9362 2312.0949 26.5167 12823 3 771.3698 ‐9.4416
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1863.8759 NSKEVEKGEYNEFYK 363.9826 1863.8656 19.6964 7480 2 932.4364 ‐5.0868
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1343.6895 FWENFGRFLK 1465.5410 1343.6945 18.9109 7359 2 672.3509 3.1383
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1489.6441 EDDKYEFAESTR 566.2203 1489.6448 18.6608 4339 3 497.2198 ‐0.6152
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2055.9903 KTFDMIQEISESENKEK 1920.5970 2055.9919 25.4912 2840 2 1028.4996 1.51
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2233.0772 SDKQYVWESVADSSSYLIR 404.1865 2233.0839 18.7250 2466 2 1117.0456 4.60
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2386.1256 SRTIEVEEDEPVKEGEEGEPK 1149.3570 2386.1289 50.6726 1536 3 796.0478 1.41
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 1384.7835 ILEINPDHPIIK 531.5772 1384.7812 15.7560 9650 2 692.8942 ‐2.1542
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1602.1720 88712.8445 54 32.18 None 2171.0900 IKPDPDNGTITITDTGIGMTK 1167.0380 2171.0888 25.4365 1262 2 1086.0480 0.4733
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1656.7904 VFISDDFDGELFPR 5518.9400 1656.7917 35.2977 12281 2 828.8995 1.0107
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 2018.0441 FLSVTEPSLLGDGGDLEIR 5321.1810 2018.0418 35.4402 11684 2 1009.5245 ‐0.1971
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1525.7315 AQALGDTSSLEFMR 1861.5040 1525.7324 28.7333 10406 2 763.3698 0.5144
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 4214.0280 1233.6496 21.8152 10349 2 617.3285 ‐1.5608
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1485.7544 GVVDSDDLPLNVSR 8858.1170 1485.7551 26.9965 8532 2 743.3812 0.3580
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 13271.2300 2705.4332 44.3984 8492 3 902.4826 2.1771
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1097.4833 FGWSANMER 5319.6280 1097.4856 24.8553 7371 2 549.2464 1.50
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1989.9247 EDLELGDEDEVKDREAK 557.8931 1989.9234 27.3163 880 3 663.9793 ‐1.1054
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1551.8013 GTQITLYLREDDK 179.1093 1551.7948 37.4794 4520 2 776.4010 ‐4.1914
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1927.8953 TFDMIQEISESENKEK 527.5632 1927.8618 28.4709 4273 2 964.4345 ‐16.6492
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 2371.0242 NEEELTSLDDYIENMGENQK 425.1396 2371.0689 36.8482 1351 2 1186.0381 20.4843
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 187.4327 2312.0949 26.5167 12823 3 771.3698 ‐9.2842
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 Carbamidomethyl+C(5) 1308.6617 FAVKCDAAVAEK 567.8844 1308.6593 27.5527 4590 2 654.8333 ‐2.2694
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1343.6895 FWENFGRFLK 226.5530 1343.6787 32.8350 3978 2 672.3430 ‐8.4516
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 Carbamidomethyl+C(6) 2684.3357 LSSSPCVLVSGKFGWSANMERLMK 1045.3770 2684.3280 34.3869 1260 3 895.4475 ‐2.5023
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 757.3839 LREDDK 60.5496 757.3813 37.9963 3702 1 757.3813 ‐3.0395
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 979.2560 88712.8445 54 32.18 None 1634.7367 TFDMIQEISESENK 336.9223 1634.7419 29.5942 2738 2 817.8746 3.24
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1257.6725 AIYYLATDSLK 5805.7790 1257.6730 17.4509 9642 2 629.3401 ‐0.5911
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1401.8100 ILEINPDHPIIK 1674.2650 1401.8123 16.8487 4182 3 467.9423 0.2487
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 2018.0441 FLSVTEPSLLGDGGDLEIR 1859.5560 2018.0375 20.5803 1020 2 1009.5224 ‐2.3394



NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1141.6113 SSFLPHGGALR 266.4689 1141.6210 17.0720 16972 2 571.3141 7.60
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1551.8013 GTQITLYLREDDK 309.2238 1551.7663 16.8703 4868 2 776.3868 ‐22.7840
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 Carbamidomethyl+C(7) 1465.7144 QEFNLLCDWIK 82.2501 1465.7392 18.3666 2604 3 489.2512 15.5660
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1485.7544 GVVDSDDLPLNVSR 161.1767 1485.7667 18.6778 1868 2 743.3870 7.55
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 2188.1166 IKPDPDNGTITITDTGIGMTK 339.2694 2188.1699 24.1701 1045 2 1094.5886 25.7360
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 1343.6895 FWENFGRFLK 988.8768 1343.6945 18.9109 7359 2 672.3509 2.80
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 278.4565 2312.1299 17.7940 1287 3 771.3815 5.94
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 Oxidation+M(8) 2188.0954 SILYIPGMGPLNNEDVTNPK 309.6200 2188.0937 18.5673 3399 3 730.0361 ‐1.2282
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 Oxidation+M(3) 1598.7479 PGMGPLNNEDVTNPK 633.8423 1598.7490 18.3173 4164 2 799.8781 0.5751
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 175.7056 88712.8445 54 32.18 None 2171.0900 IKPDPDNGTITITDTGIGMTK 430.0396 2171.0888 25.4365 1262 2 1086.0480 0.7288
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3270.6820 15605.5295 5 23.27 None 1727.8487 ALETAFAQYGDVIDSK 8824.3890 1727.8484 30.8746 30372 2 864.4278 0.0492
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3270.6820 15605.5295 5 23.27 None 1274.6416 GFGFVTFKDEK 13118.3600 1274.6425 17.2952 28041 2 637.8249 0.0711
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3270.6820 15605.5295 5 23.27 None 1104.5644 SITVNEAQSR 12945.6700 1104.5648 15.4436 3977 2 552.7861 ‐0.6007
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3270.6820 15605.5295 5 23.27 None 1013.5302 FVTFKDEK 237.4124 1013.5265 15.8150 3166 2 507.2669 ‐4.8804
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3270.6820 15605.5295 5 23.27 None 999.4934 GFGFVTFKD 626.5294 999.4949 16.9735 2397 2 500.2511 0.2152
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1954.9136 GLTDELGAEAMMFEALEK 3479.1240 1954.9148 40.4503 9961 2 977.9610 1.00
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1268.6733 ITLDPEDPAAVK 16629.3100 1268.6756 24.6446 9148 2 634.8414 1.1304
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1251.6290 GMDLLVAEFEK 20778.9200 1251.6309 34.1075 9057 2 626.3191 0.8124
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1032.5837 FQAAVDILR 5800.7450 1032.5861 17.4841 7173 2 516.7967 1.71
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1326.6246 YEENLELSMAK 6764.5970 1326.6270 24.9113 5023 2 663.8171 1.69
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1070.4571 ADMFSESQR 3207.1410 1070.4592 18.5814 4002 2 535.7332 0.8034
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1550.7883 GMDLLVAEFEKGNK 2200.4430 1550.8021 19.3060 49688 2 775.9047 8.98
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1525.8108 EKITLDPEDPAAVK 3201.6160 1525.8121 23.4145 3226 3 509.2755 ‐0.1819
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1866.9192 IKHDIDTETQDIPDAR 1222.4020 1866.9173 24.6890 2867 2 933.9623 ‐0.5444
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 2037.0209 KEDLPKYEENLELSMAK 1532.6470 2037.0148 26.4100 2113 3 679.6764 ‐3.4845
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 2111.0148 RGLTDELGAEAMMFEALEK 717.9607 2111.0078 38.2920 2016 3 704.3408 ‐3.7166
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 606.2842 SESQR 133.2454 606.2827 19.6592 1399 1 606.2827 ‐2.6907
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1533.7618 GMDLLVAEFEKGNK 219.7272 1533.7582 18.1186 4901 3 511.9242 ‐3.3491
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2937.3890 25160.2295 17 44.55 None 1849.8926 IKHDIDTETQDIPDAR 170.9472 1849.8890 21.7440 1717 3 617.3012 ‐2.6733
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1456.7470 25160.2295 17 44.55 None 1954.9136 GLTDELGAEAMMFEALEK 3530.8500 1954.9148 40.4503 9961 2 977.9610 1.43
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1456.7470 25160.2295 17 44.55 None 1251.6290 GMDLLVAEFEK 22999.5800 1251.6309 34.1075 9057 2 626.3191 0.9582
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1456.7470 25160.2295 17 44.55 None 1032.5837 FQAAVDILR 437.0812 1032.5737 29.8778 1985 2 516.7905 ‐10.6716
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1452.8421 VQLPGLSQELLQK 7362.6960 1452.8433 18.9053 14067 2 726.9253 0.5153
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2149.6660 2171.1392 24.5626 13862 2 1086.0732 ‐1.8690
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1108.6725 GVLLIGPPGTGK 21446.6700 1108.6717 17.3013 10268 2 554.8395 ‐1.6783
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1085.5837 QVSVDVPDVK 6829.6280 1085.5838 22.7000 10136 2 543.2955 ‐1.0291
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 8234.6930 2861.4535 39.5657 8352 3 954.4893 0.6003
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1655.8487 VPSSTTTTPASAPTPAAV 1915.9680 1655.8500 22.1950 6057 2 828.4287 0.8877
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 942.5870 LVEVLLEK 4441.4560 942.5880 26.6598 5853 2 471.7976 ‐0.3267
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1198.6103 FLEYLDKDR 927.1205 1198.6146 24.1065 4194 2 599.8109 2.62
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 962.4425 EIDDSIDR 2011.2580 962.4435 16.4733 1578 2 481.7254 ‐0.2554
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 698.4559 VTLIPR 906.2316 698.4581 21.4196 1150 1 698.4581 3.0661
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 289.5338 2359.2083 37.1656 6001 3 787.0743 ‐2.5564
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 2567.2327 EIDDSIDRIVAGMEGTVMTDGKSK 1521.9740 2567.2038 32.3594 8394 2 1284.1055 ‐9.4609
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1650.8520 KFDNDVSLEIIAMR 677.9016 1650.8636 25.0836 4310 2 825.9354 7.0684
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1551.7512 MSYSRFLEYLDK 991.5101 1551.7500 27.6911 3804 3 517.9215 ‐1.7288
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 1348.9970 2352.1062 40.5069 1227 2 1176.5567 1.05
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1101.5422 VPSSTTTTPASA 261.3463 1101.5464 21.3191 8115 2 551.2768 2.67
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 1112.6310 PGLSQELLQK 347.9652 1112.6334 18.5855 5958 2 556.8203 1.1334
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 529.3457 ILAGR 157.5481 529.3463 22.4425 1252 1 529.3463 0.6556
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 498.3398 LIPR 63.4241 498.3397 20.9806 1149 1 498.3397 ‐1.0002
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1164.0110 74328.6588 44 24.32 None 829.5029 VEVLLEK 262.2361 829.5035 27.9796 804 2 415.2554 ‐0.9226
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1085.5837 QVSVDVPDVK 6223.2670 1085.5838 22.7000 10136 2 543.2955 ‐0.8900
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 10689.5700 2861.4535 39.5657 8352 3 954.4893 0.8455
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1655.8487 VPSSTTTTPASAPTPAAV 3182.3150 1655.8500 22.1950 6057 2 828.4287 1.0499
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 942.5870 LVEVLLEK 5801.7720 942.5880 26.6598 5853 2 471.7976 ‐0.1934
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1198.6103 FLEYLDKDR 740.8342 1198.6146 24.1065 4194 2 599.8109 2.99
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1886.8814 SGGGMGGPGGPGNPLQFGQSK 256.2709 1886.8737 22.3022 1435 3 629.6294 ‐4.6199
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 698.4559 VTLIPR 1068.5020 698.4581 21.4196 1150 1 698.4581 3.84
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 2567.2327 EIDDSIDRIVAGMEGTVMTDGKSK 1483.2360 2567.2038 32.3594 8394 2 1284.1055 ‐9.2618
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 552.8715 2352.1062 40.5069 1227 2 1176.5567 1.10
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1051.5419 LEYLDKDR 175.1127 1051.5463 21.5502 2643 2 526.2768 3.48
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 1286.6488 GGPGNPLQFGQSK 504.4285 1286.6448 23.4559 2475 2 643.8260 ‐3.5996
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 498.3398 LIPR 122.1888 498.3397 20.9806 1149 1 498.3397 ‐0.8777
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 695.9662 74328.6588 44 24.32 None 829.5029 VEVLLEK 379.6684 829.5035 27.9796 804 2 415.2554 ‐0.7939
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1396.7907 ADILDSALLRPGR 3281.1240 1396.7875 18.0308 14229 2 698.8974 ‐2.8816
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1452.8421 VQLPGLSQELLQK 11451.4500 1452.8433 18.9053 14067 2 726.9253 0.4011
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2184.4610 2171.1392 24.5626 13862 2 1086.0732 ‐1.6135
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1108.6725 GVLLIGPPGTGK 21618.5900 1108.6717 17.3013 10268 2 554.8395 ‐1.9695
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 824.7666 2359.2082 21.2657 5018 3 787.0743 ‐2.6900
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 1946.8210 2861.4620 22.2297 2035 3 954.4922 3.00
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1024.5422 QTSFSSVIR 108.6118 1024.5147 21.4923 1746 1 1024.5147 ‐25.6046
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1112.6310 PGLSQELLQK 111.4759 1112.6308 17.8297 8705 2 556.8190 ‐1.4977
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 2772.4050 AEEIIFGDSEVTTGAVGDLQQITGLAR 372.3868 2772.3954 23.1871 968 3 924.8033 ‐3.2523
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 1210.7266 ILDSALLRPGR 375.2259 1210.7280 18.0152 939 2 605.8676 0.0787
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 823.9397 74328.6588 44 24.32 None 2153.1349 TPGFSGADLANLLNEAAILAGR 432.1323 2153.1341 22.4973 1040 3 718.3829 ‐0.8630
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 1415.7853 LAVDTVVTNLQSR 5455.8740 1415.7844 17.2803 16107 2 708.3959 ‐1.1400
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 1196.7361 IGVQIIQNALK 19460.1800 1196.7367 18.4956 13527 2 598.8720 ‐0.5878
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 1399.7256 GYISPYFITNPK 2906.8820 1399.7309 18.1545 6872 2 700.3691 3.04



NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 843.5298 LSGGVAVLK 139.6192 843.5097 18.0850 5349 1 843.5097 ‐23.3825
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 2079.0023 MISTSEEIAQVGTISANGDR 257.5219 2078.9834 21.4187 2798 2 1039.9954 ‐7.9740
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 1661.8017 LLEQDNPDLGYDAAK 155.5097 1661.7742 21.3912 1750 2 831.3908 ‐16.4843
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 686.4196 IQNALK 153.4954 686.4196 17.0837 2983 1 686.4196 ‐0.0051
NP_850203.1 heat shock protein 60 2 Arabidopsis thaliana 566.8859 62377.8231 8 6.15 None 1930.9352 ISTSEEIAQVGTISANGDR 212.8579 1930.9270 22.2883 2408 2 965.9671 ‐3.5646
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1780.8098 EGPPVFEQPEMTYEK 273463.9000 1780.8099 26.9770 507678 2 890.9086 0.3297
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1697.7613 GLAYDTSDDQQDITR 126376.3000 1697.7602 20.9031 498687 2 849.3838 ‐0.4925
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 157990.8000 2304.0584 32.9300 481176 2 1152.5329 ‐2.3508
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 109401.5000 2150.1271 21.5629 472413 2 1075.5672 ‐1.0410
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2347.1888 VQLAETYLSQAALGDANADAIGR 172145.3000 2347.1855 32.0484 449759 2 1174.0964 ‐0.0079
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 55425.6200 2823.4515 23.9598 301590 3 941.8220 ‐1.4023
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 96572.1000 1212.5756 25.2486 299191 2 606.7915 ‐0.4319
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1152.7139 VPLILGIWGGK 115586.0000 1152.7148 21.6426 283646 2 576.8610 ‐0.1746
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1059.6197 NFLTLPNIK 48233.9500 1059.6190 19.2386 263178 2 530.3131 ‐1.8209
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2083.9973 LMEYGNMLVMEQENVKR 40076.6700 2083.9973 17.8588 188395 3 695.3373 ‐0.4796
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1007.5408 FVESLGVEK 15909.0100 1007.5385 21.9344 175872 2 504.2729 ‐3.5024
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 14668.5700 3324.5796 19.8446 128894 4 831.9004 0.4394
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 940.4676 FYWAPTR 20545.6500 940.4677 16.3245 111615 2 470.7375 ‐1.2059
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 80014.5800 2384.0330 22.9440 108340 2 1192.5201 ‐1.3123
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1340.6382 FYWAPTREDR 67189.6600 1340.6379 15.4278 72298 3 447.5508 ‐1.4251
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1927.8962 LMEYGNMLVMEQENVK 51528.0500 1927.8944 31.1000 63262 2 964.4509 ‐0.3520
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 15799.3400 3943.8321 21.4799 47028 3 1315.2822 ‐1.7262
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 809.5244 LVVHITK 30507.1600 809.5254 18.3042 26029 2 405.2663 ‐0.3097
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADN 317.4921 4543.0843 20.8797 17942 4 1136.5265 ‐5.0621
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1135.6358 KFVESLGVEK 9854.1590 1135.6346 20.7665 96573 2 568.3209 ‐2.0094
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3578.6540 2503.2894 30.6325 29823 3 835.1013 ‐0.2317
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 696.4403 VVHITK 107.1208 696.4384 17.5201 26775 1 696.4384 ‐2.6675
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 685.4243 TLPNIK 2217.4740 685.4226 19.2497 15677 1 685.4226 ‐2.5615
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 597.3719 VHITK 7602.3910 597.3724 18.2989 14011 1 597.3724 0.4646
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 793.3992 YWAPTR 116.8364 793.4008 16.3240 6066 1 793.4008 2.48
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 632.3614 SLGVEK 165.3595 632.3608 21.9813 4897 1 632.3608 ‐1.1297
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1483.7427 VLSSYEYVSQGLR 228.2340 1483.7481 20.5384 4484 3 495.2542 2.68
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1148.5695 FINDLDAGAGR 2742.9910 1148.5634 31.8006 3890 1 1148.5634 ‐3.5888
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 860.4876 KFVESLGV 182.7699 860.4852 20.7892 3680 1 860.4852 ‐2.2336
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 730.4246 LGIWGGK 196.9312 730.4261 21.6493 3569 1 730.4261 2.1300
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 973.4221 DDQQDITR 162.8491 973.4184 19.4840 3437 1 973.4184 ‐2.7916
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 888.4140 MGINPIMM 231.3551 888.4158 31.7949 3200 1 888.4158 2.62
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1232.5472 MGINPIMMSAGE 1036.0940 1232.5394 32.9305 2943 1 1232.5394 ‐4.3480
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1001.5010 INDLDAGAGR 333.3040 1001.5016 31.7736 2660 1 1001.5016 1.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1989.8715 MGINPIMMSAGELESGNAGE 986.5851 1989.8803 32.9251 2585 2 995.4438 5.1301
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1456.6187 YDTSDDQQDITR 1338.8910 1456.6123 20.9100 2406 1 1456.6123 ‐1.5383
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1077.4807 SDDQQDITR 725.0389 1077.4801 20.9077 2149 1 1077.4801 0.8362
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1527.6558 AYDTSDDQQDITR 2256.6390 1527.6491 20.9059 2007 1 1527.6491 ‐1.2515
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 959.4541 GDANADAIGR 347.2104 959.4558 30.6265 2006 1 959.4558 2.68
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 989.5302 FVESLGVEK 157.8232 989.5276 21.4614 1955 2 495.2674 ‐3.9147
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1033.6041 STLYAPLIR 231.3032 1033.6045 19.0956 1726 1 1033.6045 1.85
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1103.5046 MGINPIMMSAG 522.5663 1103.5050 32.8286 1698 1 1103.5050 1.29
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1154.5034 EQPEMTYEK 358.1820 1154.5037 26.9830 1451 1 1154.5037 1.86
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 Carbamidomethyl+C(5) 970.4663 VPIICTGND 243.1227 970.4677 21.1284 1345 1 970.4677 2.81
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2124.0001 GMVDSVFQAPMGTGTHHAVLS 245.1732 2124.0085 25.4487 1286 2 1062.5079 4.35
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1888.8779 PIMMSAGELESGNAGEPAK 415.5180 1888.8859 31.5828 1273 2 944.9466 4.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1906.8786 MGGTTQYTVNNQMVNATL 462.7432 1906.8750 19.7308 1137 2 953.9411 ‐1.3627
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 866.4043 EGPPVFEQ 236.0592 866.4073 25.8693 1134 1 866.4073 4.1379
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 990.4487 DDQQDITR 211.1026 990.4503 20.9062 1042 1 990.4503 2.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1509.6452 AYDTSDDQQDITR 161.8426 1509.6513 21.1400 1034 2 755.3293 3.90
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1290.6477 PGQSIDFFGALR 176.0919 1290.6515 24.9747 996 2 645.8294 2.46
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1025.4608 QPEMTYEK 186.0313 1025.4624 26.9445 952 1 1025.4624 2.20
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1705.8504 YLSQAALGDANADAIGR 619.1891 1705.8462 33.0691 852 2 853.4267 ‐2.3029
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 845.5244 LYAPLIR 243.7186 845.5248 19.1314 834 2 423.2660 ‐1.0039
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 1400.6402 VFEQPEMTYEK 438.8195 1400.6398 26.9754 809 1 1400.6398 2.34
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 Carbamidomethyl+C(5) 1652.7989 VPIICTGNDFSTLYA 274.0800 1652.7928 19.9794 787 3 551.6025 ‐4.5608
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 922.4570 FYWAPTR 94.2327 922.4585 17.8410 2805 1 922.4585 2.90
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 61872.2200 48785.7367 135 68.25 None 2287.0403 MGINPIMMSAGELESGNAGEPAK 347.7818 2287.0528 32.9812 2115 3 763.0224 5.49
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1780.8098 EGPPVFEQPEMTYEK 294703.5000 1780.8097 26.9743 483219 2 890.9085 0.3785
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 191352.8000 2304.0584 32.9300 480102 2 1152.5328 ‐2.1649
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 2347.1888 VQLAETYLSQAALGDANADAIGR 135040.8000 2347.1855 32.0484 446484 2 1174.0964 0.1484
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 152339.0000 1212.5756 25.2484 298476 2 606.7915 ‐0.2896
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1007.5408 FVESLGVEK 14843.8800 1007.5385 21.9344 175872 2 504.2729 ‐3.3665
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1927.8962 LMEYGNMLVMEQENVK 28795.3400 1927.8944 31.0996 61961 2 964.4508 ‐0.2019
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 809.5244 LVVHITK 71645.6700 809.5254 18.3042 26029 2 405.2663 ‐0.1818
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1697.7613 GLAYDTSDDQQDITR 1477.0600 1697.7623 20.7530 6212 2 849.3848 0.8793
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 934.4606 2150.1306 37.6937 4082 2 1075.5689 0.7737
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 115.9011 2582.2218 36.8073 2214 2 1291.6146 ‐19.4257
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1135.6358 KFVESLGVEK 10458.7400 1135.6346 20.7665 96573 2 568.3209 ‐1.8683
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 4236.8570 2503.2894 30.6325 29823 3 835.1013 ‐0.0437
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Oxidation+M(7)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 761.4040 ESLGVEK 241.9691 761.4044 21.9323 17915 1 761.4044 0.9905



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 597.3719 VHITK 24701.5700 597.3724 18.2989 14011 1 597.3724 0.5968
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 591.3137 KFVES 253.5980 591.3131 20.7625 11232 1 591.3131 ‐1.2203
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 860.4724 VESLGVEK 560.6946 860.4737 21.9344 7954 1 860.4737 2.81
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1497.6930 PVFEQPEMTYEK 308.8104 1497.6992 27.4530 6123 2 749.3533 4.0585
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1085.4941 MGINPIMMSAG 458.1840 1085.4965 32.0173 5385 1 1085.4965 3.32
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 941.4435 GDANADAIGR 1290.5580 941.4379 32.0281 5159 1 941.4379 ‐4.8433
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1148.5695 FINDLDAGAGR 2951.3320 1148.5634 31.8006 3890 1 1148.5634 ‐3.4020
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 696.4403 VVHITK 3295.0900 696.4405 18.2998 3587 1 696.4405 0.5357
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1301.5718 FEQPEMTYEK 726.8773 1301.5690 26.9773 3237 1 1301.5690 0.3322
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 888.4140 MGINPIMM 213.3364 888.4158 31.7949 3200 1 888.4158 2.72
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 632.3614 SLGVEK 293.0332 632.3598 21.9345 3040 1 632.3598 ‐2.5050
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1479.6824 PVFEQPEMTYEK 329.6860 1479.6806 25.2555 2661 2 740.3439 ‐1.3986
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1001.5010 INDLDAGAGR 347.8872 1001.5016 31.7736 2660 1 1001.5016 1.63
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 690.3855 ELVMAK 2734.5470 690.3878 25.2460 2067 1 690.3878 3.88
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Carbamidomethyl+C(4) 864.3921 SFQCELV 1745.2930 864.3940 25.2525 1966 1 864.3940 3.0929
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1103.5046 MGINPIMMSAG 379.1600 1103.5050 32.8286 1698 1 1103.5050 2.0852
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1154.5034 EQPEMTYEK 396.8187 1154.5037 26.9830 1451 1 1154.5037 2.1860
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 578.9205 1421.6796 31.7818 1309 1 1421.6796 ‐0.2967
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 866.4043 EGPPVFEQ 138.8289 866.4073 25.8693 1134 1 866.4073 4.68
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1025.4608 QPEMTYEK 205.0041 1025.4624 26.9445 952 1 1025.4624 2.65
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1594.7458 PPVFEQPEMTYEK 277.2110 1594.7374 26.5197 928 2 797.8723 ‐5.1545
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 1400.6402 VFEQPEMTYEK 403.8226 1400.6398 26.9754 809 1 1400.6398 2.51
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 38972.3900 48785.7367 135 68.25 None 989.5302 FVESLGVEK 66.6640 989.5276 21.4614 1955 2 495.2674 ‐3.7796
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 94627.9600 2150.1271 21.5629 472413 2 1075.5672 ‐0.7963
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 81200.0600 2823.4515 23.9598 301590 3 941.8220 ‐1.4074
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1152.7139 VPLILGIWGGK 134056.9000 1152.7148 21.6426 283646 2 576.8610 ‐0.4431
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1059.6197 NFLTLPNIK 48288.7100 1059.6190 19.2386 263178 2 530.3131 ‐2.1374
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2083.9973 LMEYGNMLVMEQENVKR 62906.3500 2083.9973 17.8588 188395 3 695.3373 ‐0.6022
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 17758.7400 3324.5796 19.8446 128894 4 831.9004 0.3794
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 940.4676 FYWAPTR 43539.7100 940.4677 16.3245 111615 2 470.7375 ‐1.5836
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 158578.2000 2384.0330 22.9440 108340 2 1192.5201 ‐0.9474
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1340.6382 FYWAPTREDR 59155.0400 1340.6379 15.4278 72298 3 447.5508 ‐1.6658
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 20226.4600 3943.8321 21.4799 47028 3 1315.2822 ‐1.5533
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2347.1888 VQLAETYLSQAALGDANADAIGR 3215.9290 2347.1918 19.0150 31874 2 1174.0996 3.0243
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 1835.6310 2304.0588 19.5325 14750 2 1152.5330 ‐1.8815
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 9705.9790 1212.5766 16.2751 13115 2 606.7920 0.1534
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1780.8098 EGPPVFEQPEMTYEK 1159.8230 1780.8117 16.9367 7752 2 890.9095 1.44
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1260.6729 MAAAVSTVGAINR 708.6392 1260.6936 17.7598 2335 2 630.8504 15.5055
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 3174.5461 QYNLDNMMDGFYIAPAFMDKLVVHIT 619.6146 3174.5459 22.2093 2201 3 1058.8535 0.6312
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1135.6358 KFVESLGVEK 1300.2200 1135.6367 14.2362 1997 2 568.3220 ‐0.4390
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2809.4155 DEDIVTLVDQFPGQSIDFFGALRAR 1311.2400 2809.4399 23.8490 1541 3 937.1515 8.48
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2124.0001 GMVDSVFQAPMGTGTHHAVLS 801.4305 2123.9984 24.6249 29273 2 1062.5029 0.4089
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 798.5084 LTLPNIK 4344.4490 798.5088 19.2386 17246 1 798.5088 0.8538
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 685.4243 TLPNIK 2676.5190 685.4226 19.2497 15677 1 685.4226 ‐2.5939
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1030.5065 WAPTREDR 16268.6800 1030.5062 15.4249 10735 2 515.7567 ‐1.7713
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 956.5928 LILGIWGGK 685.3149 956.5941 21.6423 6034 1 956.5941 2.20
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 Carbamidomethyl+C(2) 960.4642 QCELVMAK 253.1111 960.4693 17.8028 4431 2 480.7383 3.44
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1007.5408 FVESLGVEK 133.7782 1007.5389 15.6278 4043 2 504.2731 ‐3.4121
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2736.3199 FQAPMGTGTHHAVLSSYEYVSQGLR 399.9474 2736.3088 19.5538 3749 3 912.7744 ‐3.8579
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 730.4246 LGIWGGK 119.5079 730.4261 21.6493 3569 1 730.4261 2.0997
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1111.6218 AAAVSTVGAINR 82.3115 1111.6260 18.9025 2678 2 556.3166 2.88
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1033.5095 MEQENVKR 6416.7870 1033.5074 17.8631 2641 1 1033.5074 ‐0.8246
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2098.9784 INPIMMSAGELESGNAGEPAK 370.7118 2098.9683 19.5632 2379 2 1049.9878 ‐3.6542
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1210.6215 GQSIDFFGALR 297.1318 1210.6167 23.9796 2269 1 1210.6167 ‐2.0127
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1516.7894 IKDEDIVTLVDQF 179.3770 1516.7884 22.7368 1361 2 758.8978 ‐0.9413
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 1906.8786 MGGTTQYTVNNQMVNATL 296.3354 1906.8750 19.7308 1137 2 953.9411 ‐1.2432
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 845.5244 LYAPLIR 106.2912 845.5248 19.1314 834 2 423.2660 ‐1.4305
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 253.0116 1194.5613 17.3432 3523 2 597.7843 ‐3.8457
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 922.4570 FYWAPTR 86.5464 922.4585 17.8410 2805 1 922.4585 2.82
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalian 28847.5800 48785.7367 135 68.25 None 2792.3890 DEDIVTLVDQFPGQSIDFFGALRAR 324.2408 2792.3931 24.9347 765 3 931.4692 1.15
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 964.5098 VLDVYEAR 30456.0900 964.5092 20.8880 74119 2 482.7583 ‐1.9160
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1881.8721 GMFGMTTDPAAVQELEGK 20177.5700 1881.8711 32.5361 40490 2 941.4392 ‐0.0531
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1475.7563 DLQFELIPVDMR 49289.5500 1475.7566 36.9413 26950 2 738.3819 ‐0.1078
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 936.5401 VLATLYEK 7875.0610 936.5383 21.5443 21437 2 468.7728 ‐3.1955
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1544.7479 AITQYLAEEYSEK 3703.8220 1544.7507 26.9643 18530 2 772.8790 1.08
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 2248.9800 2981.4946 22.8561 16203 3 994.5031 ‐1.4568
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1286.6344 VHGVPMSTATMR 9023.5810 1286.6364 19.5063 9267 2 643.8218 0.8852
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1940.0058 DLQFELIPVDMRAGAHK 139.9566 1939.9887 37.0846 124656 2 970.4980 ‐8.2244
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 724.3876 ATLYEK 7250.5370 724.3868 21.5416 6083 1 724.3868 ‐0.9563
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 873.4353 AITQYLAE 276.2532 873.4362 27.3934 1918 1 873.4362 1.11
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 666.3239 STATMR 3708.4040 666.3247 19.5291 1861 1 666.3247 0.9840
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 617.3076 PVDMR 1649.4700 617.3085 36.9335 1256 1 617.3085 1.28
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 730.3916 IPVDMR 345.6973 730.3880 36.9347 1155 1 730.3880 ‐4.8336
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1050.5071 GVPMSTATMR 131.5869 1050.5101 21.0257 1152 2 525.7587 1.21
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6746.7650 29288.6628 31 39.16 None 1268.6238 VHGVPMSTATMR 198.3770 1268.6243 19.5103 1334 3 423.5463 ‐0.8840
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 964.5098 VLDVYEAR 32752.6900 964.5092 20.8880 74119 2 482.7583 ‐1.7818
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1881.8721 GMFGMTTDPAAVQELEGK 13112.9400 1881.8711 32.5361 40490 2 941.4392 0.1183
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1475.7563 DLQFELIPVDMR 73139.6300 1475.7566 36.9413 26950 2 738.3819 0.0471



NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 936.5401 VLATLYEK 9397.9570 936.5383 21.5443 21437 2 468.7728 ‐3.0624
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1544.7479 AITQYLAEEYSEK 3580.7940 1544.7507 26.9643 18530 2 772.8790 1.85
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1286.6344 VHGVPMSTATMR 17115.8500 1286.6364 19.5063 9267 2 643.8218 1.0325
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1858.9069 AITQYLAEEYSEKGEK 6866.9090 1858.9074 25.2654 23595 3 620.3073 ‐0.2920
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 752.3573 DVYEAR 3122.1480 752.3571 20.8832 13585 1 752.3571 0.0071
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 724.3876 ATLYEK 8257.1100 724.3868 21.5416 6083 1 724.3868 ‐0.8115
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 538.2620 YEAR 331.3126 538.2639 20.8992 3770 1 538.2639 3.1211
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1445.6795 YLAEEYSEKGEK 161.4883 1445.6813 27.3989 2857 2 723.3443 1.0278
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 666.3239 STATMR 7412.1950 666.3247 19.5291 1861 1 666.3247 1.1230
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 617.3076 PVDMR 2447.5920 617.3085 36.9335 1256 1 617.3085 1.70
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 730.3916 IPVDMR 429.7518 730.3880 36.9347 1155 1 730.3880 ‐4.6882
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1268.6238 VHGVPMSTATMR 369.8505 1268.6243 19.5103 1334 3 423.5463 ‐0.8932
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 7834.1610 29288.6628 31 39.16 None 1864.8456 GMFGMTTDPAAVQELEGK 912.8597 1864.8417 33.9969 1150 2 932.9245 ‐1.4217
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 129505.8000 1782.7956 25.3156 133812 2 891.9015 ‐0.0970
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 45376.5100 2043.0109 19.1749 120629 3 681.6751 ‐0.8967
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 36046.7600 2385.1004 23.2161 109468 2 1193.0539 ‐1.1730
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1019.5408 AFDPVETIK 32974.0400 1019.5407 24.9205 102573 2 510.2740 ‐1.2768
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1906.0433 EAVNVSLANLLTYPFVR 117881.4000 1906.0432 23.7561 94665 2 953.5252 0.5006
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 94046.7100 1235.5195 23.2264 93486 2 618.2634 0.1434
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 29401.2800 1652.8783 24.1411 83973 3 551.6310 ‐1.2219
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1245.6296 NIANMVPPFDK 63865.2000 1245.6302 17.9627 81974 2 623.3187 ‐0.3179
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1468.7318 YETNPALYGELAK 54998.1300 1468.7317 25.6014 62733 2 734.8695 ‐0.4262
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 948.4462 GGYYDFVK 22691.9900 948.4459 24.1850 48548 2 474.7266 ‐1.6392
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1660.9057 YGGVGAAIEYAVLHLK 23626.2600 1660.9072 22.2146 27522 3 554.3073 0.0175
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1648.8388 VEQITAALQTGTSSDK 1251.8440 1648.8416 22.2613 1794 2 824.9244 1.38
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1725.8694 EKYETNPALYGELAK 26357.0300 1725.8697 24.0320 103521 3 575.9614 ‐0.6271
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 490.2871 ETIK 600.4785 490.2859 22.9505 14592 1 490.2859 ‐3.2867
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1018.5026 ANMVPPFDK 780.7895 1018.5028 17.9641 6270 1 1018.5028 1.20
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 765.3414 EKYETN 619.3080 765.3446 24.1668 5135 1 765.3446 4.96
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(3) 842.3462 FACSDSR 1722.5310 842.3476 23.2259 4980 1 842.3476 2.85
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 789.9732 1424.7666 24.1279 4380 2 712.8869 ‐1.2969
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(4) 941.4146 VFACSDSR 782.0947 941.4164 23.2310 4315 1 941.4164 2.87
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1582.8013 HVLDFQPGDAFVVR 333.2723 1582.8075 19.2323 4291 2 791.9074 3.67
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 793.4454 LYGELAK 288.4227 793.4457 27.3645 3587 1 793.4457 0.7559
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 864.4825 ALYGELAK 479.8548 864.4813 24.6162 3125 1 864.4813 ‐0.8007
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 547.2875 DWVK 82.3243 547.2870 23.7137 2628 1 547.2870 ‐1.3397
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 948.5037 FDPVETIK 732.2721 948.5056 24.9054 1603 1 948.5056 3.0328
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(2) 695.2777 ACSDSR 967.7192 695.2789 23.2240 1485 1 695.2789 1.02
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 286.7181 1072.4583 23.2348 1172 1 1072.4583 4.70
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1347.7040 1241.4800 25.3159 1153 1 1241.4800 ‐2.1512
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 918.4527 LQTGTSSDK 360.2115 918.4510 23.5448 911 1 918.4510 ‐1.0232
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1642.8952 YGGVGAAIEYAVLHLK 408.5475 1642.8922 20.6305 5614 3 548.3023 ‐2.6883
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1001.5302 AFDPVETIK 197.7892 1001.5263 25.1791 1627 1 1001.5263 ‐2.7711
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1888.0327 EAVNVSLANLLTYPFVR 525.3631 1888.0359 23.7594 1218 3 630.0168 1.0656
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35525.7600 29846.1815 69 64.07 None 1630.8283 VEQITAALQTGTSSDK 285.5329 1630.8220 20.4648 1012 3 544.2789 ‐4.7097
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 73993.8800 1782.7956 25.3156 133812 2 891.9015 0.0704
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1019.5408 AFDPVETIK 45238.8600 1019.5407 24.9205 102573 2 510.2740 ‐1.1404
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 164547.8000 1235.5195 23.2264 93486 2 618.2634 0.2885
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 39292.1100 1652.8783 24.1398 83387 3 551.6310 ‐1.1813
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1245.6296 NIANMVPPFDK 47302.6000 1245.6299 29.1905 67577 2 623.3186 ‐0.3904
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1468.7318 YETNPALYGELAK 57559.8800 1468.7317 25.6014 62733 2 734.8695 ‐0.2716
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 948.4462 GGYYDFVK 22491.1100 948.4459 24.1850 48548 2 474.7266 ‐1.5057
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1660.9057 YGGVGAAIEYAVLHLK 691.0464 1660.8770 28.8466 2074 2 830.9422 ‐17.0581
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1725.8694 EKYETNPALYGELAK 28643.2700 1725.8697 24.0320 103521 3 575.9614 ‐0.5633
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 3500.9890 2401.1049 38.9936 24182 2 1201.0561 3.0336
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(3) 842.3462 FACSDSR 2273.0540 842.3476 23.2259 4980 1 842.3476 2.49
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 1231.9880 1424.7666 24.1279 4380 2 712.8869 ‐1.1441
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(4) 941.4146 VFACSDSR 2057.8300 941.4164 23.2310 4315 1 941.4164 3.0050
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 490.2871 ETIK 105.2824 490.2859 22.9029 4066 1 490.2859 ‐3.0621
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1018.5026 ANMVPPFDK 476.0971 1018.4978 29.1788 3204 1 1018.4978 ‐3.3574
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 864.4825 ALYGELAK 272.5567 864.4813 24.6162 3125 1 864.4813 ‐0.6421
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 961.5353 PALYGELAK 198.9613 961.5379 24.0800 3120 2 481.2726 1.24
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 643.3232 NIANMV 1509.0160 643.3240 29.1690 2390 1 643.3240 1.1222
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 948.5037 FDPVETIK 723.3052 948.5056 24.9054 1603 1 948.5056 3.97
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(2) 695.2777 ACSDSR 1328.1010 695.2789 23.2240 1485 1 695.2789 1.21
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 597.8594 1197.6414 25.6883 1468 2 599.3243 ‐0.3003
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 445.9848 1072.4583 23.2348 1172 1 1072.4583 4.62
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 926.9308 1241.4800 25.3159 1153 1 1241.4800 ‐1.9553
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 20278.7400 29846.1815 69 64.07 None 1228.6031 NIANMVPPFDK 262.7238 1228.6038 30.4669 2680 2 614.8056 ‐0.0130
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 57037.2300 2043.0109 19.1749 120629 3 681.6751 ‐1.0259
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 74152.6100 2385.1004 23.2161 109468 2 1193.0539 ‐0.8075
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1906.0433 EAVNVSLANLLTYPFVR 83836.3700 1906.0432 23.7561 94665 2 953.5252 0.6196
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1245.6296 NIANMVPPFDK 34069.0400 1245.6299 17.9649 79766 2 623.3186 ‐0.7154
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1660.9057 YGGVGAAIEYAVLHLK 5235.8300 1660.9072 22.2146 27522 3 554.3073 ‐0.1724
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16588.8500 1652.8801 15.6879 7831 3 551.6315 ‐0.3675
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1648.8388 VEQITAALQTGTSSDK 272.5435 1648.8416 22.2613 1794 2 824.9244 1.06
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1725.8694 EKYETNPALYGELAK 4945.8460 1725.8714 15.6316 3944 3 575.9620 0.1830
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1472.7930 NIANMVPPFDKVK 124.3974 1472.8017 18.4463 1252 2 736.9045 5.08
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1018.5026 ANMVPPFDK 305.2296 1018.5028 17.9641 6270 1 1018.5028 1.58



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 1783.9126 PSHVLDFQPGDAFVVR 2215.0600 1783.9115 19.1927 3719 2 892.4594 ‐0.2465
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 Carbamidomethyl+C(2) 1183.5565 VCPSHVLDFQ 636.8829 1183.5533 19.1717 2550 1 1183.5533 ‐0.8951
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 17545.9600 29846.1815 69 64.07 None 782.4196 TYPFVR 114.0416 782.4190 25.6922 1242 1 782.4190 ‐0.4106
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 1948.9440 EGNLPLYGFHDPESFVK 3183.4770 1948.9488 31.6533 7187 3 650.3211 2.0227
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 1643.8639 NAELANLLVDPEFAK 4953.2200 1643.8634 34.9695 7079 2 822.4354 ‐0.1067
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 1064.5735 FLSGLKDER 495.4543 1064.5990 24.7923 10977 2 532.8031 22.9614
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 958.4629 HDPESFVK 204.5410 958.4640 31.6620 2403 1 958.4640 2.63
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 1625.8533 NAELANLLVDPEFAK 416.0020 1625.8568 36.7869 2690 2 813.4320 2.47
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thalia 273.4084 53862.4089 6 6.58 None 1046.5629 FLSGLKDER 176.5079 1046.5632 25.8539 761 2 523.7852 ‐0.7639
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 4611.6780 2251.1043 32.4193 12320 2 1126.0558 ‐2.5870
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 986.5881 LVDLALASGK 8892.0200 986.5889 16.2963 6967 2 493.7981 ‐0.3741
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 3574.9710 2277.1559 48.4666 5188 2 1139.0816 ‐0.9210
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 3755.5230 2719.2448 24.0838 4729 4 680.5667 ‐2.1266
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 Carbamidomethyl+C(22) 2811.3037 VNLPNGDMVGHTGDIEATVVACEAAD 661.5132 2811.3042 30.1471 1693 3 937.7729 0.4933
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1303.6389 TSGEYLAHNGVR 967.2269 1303.6302 20.5869 1524 1 1303.6302 ‐4.4031
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 915.4063 MYVTMDR 1314.5710 915.4075 16.8065 3559 1 915.4075 2.94
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1073.5334 GVDAQVASGGGR 1613.5760 1073.5325 20.8318 2224 2 537.2699 ‐1.9428
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1840.9262 YAGMLQYDGELKLPSR 1866.0310 1840.9237 17.9194 11627 3 614.3127 ‐2.0698
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1563.8027 RGWDAQVLGEAPHK 228.3739 1563.7902 26.8650 2048 2 782.3987 ‐8.0900
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1032.5758 MKALEIAEK 567.7411 1032.5737 29.8778 1985 2 516.7905 ‐3.1946
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1546.7536 ALEYKDFDKFDR 1021.6810 1546.7403 50.6707 1220 2 773.8738 ‐8.7889
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1280.6382 RGWDAQVLGEAP 670.5060 1280.6439 26.7612 6515 2 640.8256 3.64
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 917.4435 DAQVASGGGR 220.8010 917.4461 20.5843 3530 2 459.2267 1.57
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1780.8276 LEEYVEIPSDSGISFN 388.6633 1780.8285 33.5781 2572 2 890.9179 0.8139
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 774.4356 DLALASGK 2237.1860 774.4378 16.3033 1038 1 774.4378 3.1426
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1285.6284 TSGEYLAHNGVR 689.6975 1285.6218 21.1572 2296 1 1285.6218 ‐2.8992
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidop 757.2382 60934.9776 18 29.64 None 1056.5069 GVDAQVASGGGR 323.5920 1056.5067 19.2375 3081 1 1056.5067 1.82
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1755.8701 STPFQPYSEVFGLQR 31637.6700 1755.8702 19.4495 37896 2 878.4388 0.3865
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1586.8689 TVISDRPLWFPGAK 1661.0390 1586.8702 18.3664 14372 3 529.6283 ‐0.3537
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 4394.1027 SPEYLDGSLVGDYGFDPFGLGKPAEYLQ 726.2208 4394.0915 25.0848 2532 3 1465.3687 ‐0.4192
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1597.7673 MAATSTAAAASSIMGTR 468.8454 1597.7821 20.7014 2357 2 799.3947 9.1606
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1466.7268 AATSTAAAASSIMGTR 284.4733 1466.7237 23.3715 1563 2 733.8655 ‐2.5320
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1567.7904 PFQPYSEVFGLQR 565.2703 1567.7837 19.4849 4758 2 784.3955 ‐4.4251
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1195.6106 PYSEVFGLQR 895.0111 1195.6046 19.4588 2134 1 1195.6046 ‐3.1900
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1453.6998 STPFQPYSEVFGL 381.8107 1453.6997 18.4284 795 2 727.3535 ‐0.5279
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabi 2376.1690 25172.7537 9 37.89 None 1737.8595 STPFQPYSEVFGLQR 1702.7670 1737.8602 21.2414 3702 2 869.4337 0.6223
NP_850564.1 40S ribosomal protein S5A Arabidopsis thaliana 6305.4930 23035.5542 2 12.56 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 84694.4000 1631.8319 38.7177 25822 2 816.4196 0.5985
NP_850564.1 40S ribosomal protein S5A Arabidopsis thaliana 6305.4930 23035.5542 2 12.56 None 1193.6174 HATFVPHTAGR 3165.5620 1193.6181 15.3620 1889 3 398.5442 ‐0.7276
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 1427.7992 LVAEVLLDEVAEK 43419.5400 1427.7963 34.9661 20345 2 714.4018 ‐2.4146
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 1158.6477 VVVDGNVITSR 4514.6630 1158.6496 21.2925 17961 2 579.8284 0.7129
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 20028.9500 1249.6181 17.5535 14212 2 625.3127 ‐2.6682
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 1142.5551 ATGYPVFMEK 1255.9340 1142.5547 22.7725 3725 2 571.7810 ‐1.2339
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 Carbamidomethyl+C(12) 2794.3869 QAEANKPYGGICASPAYVFEPNGLLK 448.5808 2794.3518 23.6031 1572 3 932.1221 ‐12.2811
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 2051.1059 GPGTTIEFSITLIEQLFGK 714.2156 2051.1326 25.5209 1407 3 684.3824 12.82
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 1270.6500 KATGYPVFMEK 563.2339 1270.6528 22.9823 3675 2 635.8300 1.91
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 None 861.4425 DGNVITSR 1803.9320 861.4456 21.3108 1588 1 861.4456 4.99
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2418.0360 39877.7555 9 24.93 Carbamidomethyl+C(5) 1231.6100 LAATCATAVESR 254.6341 1231.6062 19.0718 1388 2 616.3067 ‐3.8792
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEG 12535.0900 3655.8779 22.1105 75136 4 914.7249 ‐0.3964
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1395.7301 IFGSDGSVITMLR 15604.7000 1395.7309 19.7718 70469 2 698.3691 ‐0.0148
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1820.9429 QTSPPFGLEAGTVFELK 12736.7900 1820.9428 20.8134 36867 2 910.9750 0.4001
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 5897.5530 3072.4379 25.4792 26143 2 1536.7226 ‐4.0693
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1933.9502 TSDVIGSDEGTHFTLQVK 8153.5750 1933.9554 16.7683 16660 3 645.3233 1.09
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 2141.1277 IQLAAGIDGIQYVQFDYVK 795.0981 2141.1657 24.3453 3449 3 714.3934 17.2152
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1135.5776 GSDGSVITMLR 197.7432 1135.5776 22.0089 7455 1 1135.5776 1.99
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 732.4437 VITMLR 197.6033 732.4402 21.5674 5761 1 732.4402 ‐4.5727
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1544.7268 QTSPPFGLEAGTVFE 366.6752 1544.7280 19.2847 1583 2 772.8676 0.5601
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1041.5939 SPEGIIQGIK 91.5032 1041.5982 19.9388 1469 2 521.3027 2.59
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1302.6729 IQYVQFDYVK 224.1545 1302.6650 23.5083 1163 1 1302.6650 ‐3.7454
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1415.6842 QTSPPFGLEAGTVF 175.9913 1415.6909 18.8726 888 2 708.3491 4.76
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3872.9850 32158.1143 13 42.62 None 1698.8261 STLLGFEEFVLDYPS 364.0660 1698.8300 24.2760 874 2 849.9186 2.09
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1147.6027 EITALAPSSMK 14715.6600 1147.6069 22.9021 51863 2 574.3071 2.86
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1774.8970 NYELPDGQVITIGAER 55633.7700 1774.8961 30.5990 42248 2 887.9517 ‐0.0454
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1968.0801 IAPEEHPVLLTEAPLNPK 2480.5320 1968.0798 27.8317 25709 3 656.6981 ‐0.6066
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1176.5354 GYMFTTTAER 11619.5700 1176.5378 22.7508 23916 2 588.7726 1.94
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1918.8640 YPIEHGVVSNWDDMEK 2072.8730 1918.8667 27.0477 15736 3 640.2938 0.9045
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 998.4863 DLTDYLMK 1802.7110 998.4878 29.5807 7213 2 499.7475 0.3424
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 976.4483 AGFAGDDAPR 280.6891 976.4491 22.7252 1085 1 976.4491 2.0908
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 549.2701 PSSMK 174.2611 549.2710 22.4003 18174 1 549.2710 1.07
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1255.6641 PDGQVITIGAER 4136.5170 1255.6612 30.6056 1307 1 1255.6612 ‐0.0023
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1329.7049 IAPEEHPVLLTE 259.5679 1329.7090 29.9060 1249 2 665.3581 2.04
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 905.4761 TALAPSSMK 223.7342 905.4811 23.6073 1182 2 453.2442 4.34
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 980.4757 DLTDYLMK 78.4405 980.4710 30.8498 2653 1 980.4710 ‐3.6108
NP_850611.1 actin 2 Arabidopsis thaliana 3411.0570 41403.4527 24 36.39 None 1158.5248 GYMFTTTAER 330.1580 1158.5258 24.1128 1295 2 579.7665 0.0419
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGFSLPHAIL 2304.2370 3151.6458 20.7590 12713 4 788.6669 0.7706
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 1515.7492 IWHHTFYNELR 1451.4290 1515.7504 16.2402 7681 3 505.9217 ‐0.3986
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 Carbamidomethyl+C(1) 3156.4839 CPEVLFQPSFVGMEAAGIHETTYNSIM 959.1555 3156.4811 21.0835 6318 3 1052.8319 ‐0.2032
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 1184.6899 AVFPSVVGRPR 9572.8790 1184.6907 15.3365 5785 2 592.8490 ‐0.4061
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 1774.8970 NYELPDGQVITIGAER 1541.2760 1774.9011 18.0466 1796 2 887.9542 2.94
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 2287.1751 GYMFTTTAEREIVRDIKEK 208.2612 2287.1484 21.4459 2126 3 763.0543 ‐12.0212



NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 1623.8411 LDLAGRDLTDYLMK 680.5491 1623.8248 19.7769 1650 2 812.4161 ‐10.0441
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 Oxidation+M(15)
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 Oxidation+M(5) 836.4294 IADRMSK 105.8493 836.4266 21.3344 5089 1 836.4266 ‐2.8483
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 1883.9320 GYMFTTTAEREIVRDI 113.7277 1883.9400 20.4123 1275 2 942.4736 4.81
NP_850611.1 actin 2 Arabidopsis thaliana 688.3987 41403.4527 24 36.39 None 2269.1645 GYMFTTTAEREIVRDIKEK 125.2432 2269.1557 23.0000 2319 3 757.0568 ‐4.2258
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 959.5156 DTIVNELR 43686.5700 959.5150 23.2864 53942 2 480.2612 ‐1.9410
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 1586.8319 MGNITPLTGTQGQIR 32328.1900 1586.8330 24.7923 44837 2 793.9201 0.6197
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 5198.7890 2573.3171 18.3403 39177 4 644.0847 1.53
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 4119.2300 1211.5312 21.8057 31368 2 606.2693 0.5109
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 1345.6358 FFNAFVEAMNR 30379.3200 1345.6363 20.0720 29194 2 673.3218 ‐0.1360
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 7062.9980 2599.3339 23.4624 22379 3 867.1161 1.26
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 803.4410 GFPVIDR 10572.3700 803.4419 23.7483 18088 2 402.2246 ‐0.4800
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 1344.6502 TEKDAAPNANSAR 606.5651 1344.6544 21.1604 1541 2 672.8308 2.36
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 986.4650 DAAPNANSAR 208.6420 986.4582 22.1416 2865 2 493.7328 ‐8.0998
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 2515.3039 GLIQTDQELFSSPNATDTIPLVR 185.1481 2515.3214 19.7065 1233 4 629.5858 6.20
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 844.4887 TIVNELR 154.1263 844.4895 24.7893 2586 1 844.4895 1.08
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 810.4178 MGNITPLT 215.6360 810.4189 23.9028 2169 1 810.4189 1.40
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 1638.8711 IAAQQAVNLAGGPSWR 264.9199 1638.8806 22.6676 1431 3 546.9651 4.93
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 Carbamidomethyl+C(1) 969.4281 CQFIMDR 257.7307 969.4280 21.7990 986 1 969.4280 0.8702
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4548.5380 39360.3809 23 38.64 None 896.5200 TDTIPLVR 76.6549 896.5213 17.7818 921 1 896.5213 2.61
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 9124.2250 2573.3171 18.3403 39177 4 644.0847 1.77
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 1345.6358 FFNAFVEAMNR 36327.2700 1345.6363 20.0720 29194 2 673.3218 ‐0.3052
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 5420.8240 2599.3339 23.4624 22379 3 867.1161 1.18
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 959.5156 DTIVNELR 71.1890 959.4913 20.9613 7355 1 959.4913 ‐24.4215
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 2489.6250 2140.1144 17.4919 22584 3 714.0430 ‐0.5494
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 1051.4989 NAFVEAMNR 244.5471 1051.4968 21.1260 2833 1 1051.4968 ‐0.7283
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 Carbamidomethyl+C(4) 1941.0110 TVSCADILTIAAQQAVNLA 256.5465 1941.0000 22.8804 1438 2 971.0036 ‐4.9277
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2169.8740 39360.3809 23 38.64 None 1328.6092 FFNAFVEAMNR 265.3961 1328.6138 18.2027 2264 2 664.8105 2.23
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1556.8530 VSDIATVLQPGDTLK 6811.2590 1556.8539 29.1472 14872 2 778.9306 0.4324
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1196.6310 GFVPFSQISSK 6693.8910 1196.6329 17.7492 12464 2 598.8201 0.7265
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1223.5790 FVEVDEEQTK 7623.5260 1223.5805 18.2433 11348 2 612.2939 0.4055
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1083.6521 GGLVALVEGLR 8838.0530 1083.6565 20.6201 9571 2 542.3319 2.88
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 Carbamidomethyl+C(11) 1620.7799 SSAYLSVEQACIHR 739.3394 1620.7825 22.7658 9318 3 540.9324 0.7198
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1082.4935 AEEMAQTFR 5680.8580 1082.4951 18.9834 8190 2 541.7512 0.3670
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1060.4404 MFEDAYER 2872.1700 1060.4398 20.8173 3159 2 530.7236 ‐1.6579
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 960.4931 IAQAEAMAR 4828.6310 960.4935 15.3157 2657 2 480.7504 ‐0.8803
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 1321.6535 NIQYELAWER 254.8357 1321.6548 34.4322 1306 2 661.3310 0.3476
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 973.5201 AAAEELLEK 2776.1280 973.5200 20.8655 9132 2 487.2637 ‐1.2876
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 Carbamidomethyl+C(1) 980.4466 CSPLSSSSR 313.0665 980.4707 20.9309 1404 1 980.4707 25.6190
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 776.3719 QAEAMAR 293.9591 776.3727 15.6362 5062 1 776.3727 1.45
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 None 749.3312 DEEQTK 85.8512 749.3273 19.1114 1602 1 749.3273 ‐4.9525
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1220.0000 45338.6225 19 25.48 Carbamidomethyl+C(7) 1212.6154 LSVEQACIHR 222.2022 1212.6179 21.7336 1042 2 606.8126 1.72
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 515.8995 45338.6225 19 25.48 None 1196.6310 GFVPFSQISSK 10827.5700 1196.6329 17.7492 12464 2 598.8201 0.4806
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 515.8995 45338.6225 19 25.48 None 1083.6521 GGLVALVEGLR 3042.0540 1083.6565 20.6201 9571 2 542.3319 2.47
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 515.8995 45338.6225 19 25.48 None 3281.4943 TSPMEGVAFTVDDFAAAIEQYDFNSEI 1754.6240 3281.4932 25.5167 4958 3 1094.5026 0.4945
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 515.8995 45338.6225 19 25.48 None 1891.9794 SASVSPTIVAAVAMSSGQTK 470.4797 1892.0043 24.3024 1008 2 946.5058 13.8141
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 515.8995 45338.6225 19 25.48 Oxidation+M(20) 2636.3348 NFPQNKSASVSPTIVAAVAMSSGQTK 233.0714 2636.3460 21.9621 3022 3 879.4535 4.51
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1109.5950 LGEEGAPAIPR 82452.5500 1109.5959 21.2918 27052 2 555.3016 ‐0.1760
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1194.6001 TIEAYNIADGK 16378.5800 1194.5994 21.7992 26323 2 597.8034 ‐1.4043
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1516.7067 WAQLPDPGDNFEK 2018.0340 1516.7103 28.0417 21689 2 758.8588 2.1512
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1677.8006 SYDTVTSEWTFLTK 3088.3140 1677.8021 34.0298 18338 2 839.4047 0.9420
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1042.5164 LDEVGGPEAR 78579.4200 1042.5174 16.0532 18263 2 521.7623 ‐0.1968
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1532.7703 WTEVETTGAKPSAR 18583.9900 1532.7729 17.4671 13972 3 511.5958 0.6957
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1014.5731 SVFAHAVVGK 1809.4950 1014.5737 19.6771 6621 2 507.7905 ‐0.6452
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 825.4618 IYIFGGR 3746.6940 825.4635 16.8032 2713 2 413.2354 0.4953
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1848.7923 DDYESNAVQFYDPASK 1181.1900 1848.7975 26.6349 2498 2 924.9024 3.60
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 2147.0417 IYIFGGRDENRNFENFR 1161.2540 2147.0258 22.7115 1700 2 1074.0165 ‐6.4074
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 929.4323 DEVGGPEAR 535.9885 929.4331 16.0464 866 1 929.4331 1.66
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8681.2420 28525.7349 25 44.44 None 1514.7598 WTEVETTGAKPSAR 242.2479 1514.7532 19.1061 2067 2 757.8802 ‐4.5955
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1194.6001 TIEAYNIADGK 13477.9300 1194.5994 21.7992 26323 2 597.8034 ‐1.2608
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1516.7067 WAQLPDPGDNFEK 1669.5110 1516.7103 28.0417 21689 2 758.8588 2.78
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1677.8006 SYDTVTSEWTFLTK 11279.4800 1677.8021 34.0298 18338 2 839.4047 1.1051
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1532.7703 WTEVETTGAKPSAR 12768.6600 1532.7729 17.4671 13972 3 511.5958 0.7286
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1014.5731 SVFAHAVVGK 2962.0100 1014.5737 19.6771 6621 2 507.7905 ‐0.5090
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1378.6161 TDDLYFYAVNSA 910.2451 1378.6118 32.0089 3611 1 1378.6118 ‐0.3773
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 329.9822 2692.2709 30.9903 2468 3 898.0951 ‐6.3317
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1636.8588 NGLLMHGGKLPTNER 176.4902 1636.8474 24.4921 2228 3 546.2873 ‐7.8245
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1093.5524 IEAYNIADGK 523.9928 1093.5529 22.1141 6329 2 547.2801 ‐0.4533
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1116.6008 VETTGAKPSAR 240.9783 1116.6020 16.4765 4937 2 558.8047 0.2725
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 512.2537 NGLLM 70.7552 512.2559 24.6109 4209 1 512.2559 3.21
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1799.8235 DGKWAQLPDPGDNFEK 146.3528 1799.8153 30.4617 2902 2 900.4113 ‐4.0616
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 2096.4670 28525.7349 25 44.44 None 1018.4476 PDPGDNFEK 303.4549 1018.4469 28.0504 912 1 1018.4469 0.6456
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1204.6783 TAGGLLLTETTK 34629.1500 1204.6779 24.4954 59826 2 602.8426 ‐1.1999
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1371.6427 YAGTEVEFNDVK 113245.8000 1371.6436 23.0798 55724 2 686.3254 0.1609
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 6379.9780 2621.4264 17.9664 49541 3 874.4803 0.3701
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1662.9313 ITPLPVSTGSTVLYSK 23319.1100 1662.9327 17.6638 47936 2 831.9700 0.9109
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 906.4601 ASDVMAILS 7661.7250 906.4592 31.2934 43663 1 906.4592 ‐0.1638
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 6726.2840 2083.0918 28.3595 21525 3 695.0355 ‐0.4096
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 6191.4780 2540.3080 34.9819 19016 4 635.8324 ‐1.1771



NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1588.7952 EDDIVGILETEDIK 25831.3800 1588.7985 33.8484 12121 2 794.9029 1.01
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1008.5109 DGSNYIALR 763.8987 1008.4960 16.1865 1244 2 504.7516 ‐15.9593
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1032.5936 GGLLLTETTK 1547.0940 1032.5951 24.4853 3459 1 1032.5951 2.93
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1208.5794 AGTEVEFNDVK 370.1427 1208.5790 23.4452 2684 2 604.7931 ‐1.1179
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 847.4407 LETEDIK 166.5992 847.4417 31.7686 2537 1 847.4417 1.77
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 742.3618 EDDIVGI 173.9475 742.3618 32.4202 1669 1 742.3618 0.2169
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 961.4625 EVEFNDVK 189.8741 961.4604 21.0818 1217 2 481.2338 ‐3.5114
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 812.4512 EKPSIGTV 373.0317 812.4509 29.5742 1206 1 812.4509 ‐0.0177
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 749.4305 NYIALR 140.8664 749.4327 17.0035 1081 1 749.4327 3.1627
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11995.2500 26801.9082 17 50.59 None 1556.8279 TEDIKDLKPLNDR 185.7672 1556.8300 33.2721 1041 2 778.9186 1.94
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1055.5156 LFNSGNFEK 2250.9480 1055.5158 21.9360 9209 2 528.2615 ‐0.8518
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1879.9032 FINVTDEDSTNQDLLR 991.1664 1879.9073 34.9503 3792 3 627.3073 1.30
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1077.5324 GYALGTDAPGR 5252.7140 1077.5323 18.9126 2475 2 539.2698 ‐0.9785
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1433.7522 LPEFSETEAALVK 7844.1450 1433.7513 29.3455 6157 2 717.3793 ‐0.8786
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1766.8723 IFFHGWFMGPLTEGK 720.4344 1766.8779 36.9083 1691 2 883.9426 3.69
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 951.5047 ASGKWFQK 331.8802 951.5146 19.6420 7409 2 476.2609 9.10
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 1832.9078 GLNVWDSFTHRFPEK 198.4042 1832.8921 25.8982 2237 2 916.9497 ‐8.0334
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 None 2374.2038 FGLSYVDFANITGDRDLKASGK 1591.4610 2374.2024 32.7000 1748 3 792.0723 ‐0.5486
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 Carbamidomethyl+C(12) 1549.7428 GYALGTDAPGRCSPK 161.4874 1549.7346 21.0031 880 2 775.3709 ‐5.2929
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 Oxidation+M(13) 1867.9405 YKDDQKGMIGPVMITR 499.1039 1867.9459 28.1764 1236 2 934.4766 3.10
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 Oxidation+M(6) 1033.5533 MIGPVMITR 93.8355 1033.5566 26.9082 938 2 517.2820 2.51
NP_851077.1 myrosinase 1 Arabidopsis thaliana 447.7758 61703.1283 12 15.90 Oxidation+M(13) 1850.9139 YKDDQKGMIGPVMITR 143.5388 1850.9053 29.2739 3592 2 925.9563 ‐4.0382
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 4557.0180 19946.0262 12 18.60 None 1532.8319 VLEQLSGQTPVFSK 30882.7100 1532.8333 16.8129 27358 2 766.9203 0.7115
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 4557.0180 19946.0262 12 18.60 None 1089.5973 AMQLLESGLK 29379.5200 1089.5987 26.9791 16034 2 545.3030 0.2288
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 4557.0180 19946.0262 12 18.60 None 935.5197 YEGVILNK 7206.7640 935.5192 20.3790 14841 2 468.2632 ‐1.8987
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 4557.0180 19946.0262 12 18.60 None 643.4137 GVILNK 375.0117 643.4133 22.1952 2812 1 643.4133 ‐0.8662
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 956.6943 19946.0262 12 18.60 None 1089.5973 AMQLLESGLK 10759.1200 1089.5987 26.9791 16034 2 545.3030 0.3680
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 956.6943 19946.0262 12 18.60 None 935.5197 YEGVILNK 6995.4540 935.5192 20.3790 14841 2 468.2632 ‐1.7657
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 956.6943 19946.0262 12 18.60 Carbamidomethyl+C(3) 981.5186 IACYVTVR 124.5766 981.4984 22.5771 4108 1 981.4984 ‐19.3788
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 956.6943 19946.0262 12 18.60 None 643.4137 GVILNK 225.5882 643.4133 22.1952 2812 1 643.4133 ‐0.7294
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 956.6943 19946.0262 12 18.60 None 1071.5867 AMQLLESGLK 323.7651 1071.5858 27.2775 3002 2 536.2966 ‐1.7450
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1295.3360 19946.0262 12 18.60 None 1532.8319 VLEQLSGQTPVFSK 15914.1300 1532.8333 16.8129 27358 2 766.9203 0.6386
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1295.3360 19946.0262 12 18.60 None 1174.6103 QLSGQTPVFSK 116.7295 1174.6091 17.6266 3576 2 587.8082 ‐2.0977
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1295.3360 19946.0262 12 18.60 None 1514.8213 VLEQLSGQTPVFSK 160.2548 1514.8196 16.8175 1051 3 505.6114 ‐2.3396
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 957.2629 30293.8839 8 18.86 None 1661.9109 SDIIVSPSILSANFAK 10108.6000 1661.9111 20.0926 17896 2 831.4592 0.1939
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 957.2629 30293.8839 8 18.86 None 1986.9920 GVNPWIEVDGGVTPANAYK 4801.4610 1986.9911 31.0190 14106 2 993.9992 0.2778
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 957.2629 30293.8839 8 18.86 Carbamidomethyl+C(7) 2042.9423 AVELAGCDWIHVDVMDGR 890.3083 2042.9648 33.3745 1430 3 681.6598 10.35
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 957.2629 30293.8839 8 18.86 None 1010.4942 GVNPWIEVD 188.9147 1010.4960 29.0318 1081 1 1010.4960 2.74
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 957.2629 30293.8839 8 18.86 None 1643.9003 SDIIVSPSILSANFAK 719.4385 1643.9028 18.9335 3923 3 548.6391 0.6535
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 455.1941 30293.8839 8 18.86 None 1986.9920 GVNPWIEVDGGVTPANAYK 5966.6310 1986.9911 31.0190 14106 2 993.9992 0.4534
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 455.1941 30293.8839 8 18.86 Carbamidomethyl+C(7) 2042.9423 AVELAGCDWIHVDVMDGR 807.9744 2042.9648 33.3745 1430 3 681.6598 10.80
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 455.1941 30293.8839 8 18.86 None 1010.4942 GVNPWIEVD 178.4013 1010.4960 29.0318 1081 1 1010.4960 3.1704
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 907.5247 NLLSVAYK 2627.7430 907.5254 16.3378 36508 2 454.2664 ‐0.6417
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1189.6609 DSTLIMQLLR 33468.2300 1189.6625 21.5617 21932 2 595.3349 0.4552
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 770.4083 YLAEFK 5207.5200 770.4058 20.9426 12723 1 770.4058 ‐2.9778
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1668.8803 LLDSHLIPSATASESK 6762.2220 1668.8857 16.0463 9083 3 556.9668 2.32
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1744.9341 AAQDVAVADLAPTHPIR 13688.1200 1744.9365 25.0351 7213 3 582.3170 0.6294
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1017.4710 DQYVYMAK 1659.9240 1017.4724 19.8002 6913 2 509.2398 0.1622
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 2026.8368 DNLTLWTSDMQEQMDEA 2259.6680 2026.8343 35.8668 6743 2 1013.9208 ‐0.5047
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 2943.3751 YEEMVQFMEQLVSGATPAGELTVEER 1844.0040 2943.3715 24.8157 3519 3 981.7954 ‐0.7885
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1213.5769 TAAEDTMIAYK 1832.3700 1213.5783 21.2847 3497 2 607.2928 0.3509
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1404.7329 IVSSIEQKEESR 818.9286 1404.7333 32.2187 2351 2 702.8703 ‐0.1219
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 1885.8960 SGDERKTAAEDTMIAYK 1156.7070 1885.8923 28.1964 1968 2 943.4498 ‐1.4996
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3457.5160 28142.8492 15 55.24 None 885.4175 QYVYMAK 117.5805 885.4132 19.8629 2638 1 885.4132 ‐4.1257
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1330.1240 28142.8492 15 55.24 None 770.4083 YLAEFK 8038.5040 770.4058 20.9426 12723 1 770.4058 ‐2.8284
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1330.1240 28142.8492 15 55.24 None 1744.9341 AAQDVAVADLAPTHPIR 15610.7400 1744.9365 25.0351 7213 3 582.3170 0.6963
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1330.1240 28142.8492 15 55.24 None 2026.8368 DNLTLWTSDMQEQMDEA 956.3016 2026.8343 35.8668 6743 2 1013.9208 ‐0.3275
NP_973668.1 putative plastid lipid associated protein Arabidopsis thaliana 955.7797 22784.1586 4 14.71 None 1005.5364 IPLSGSFER 1998.9350 1005.5387 25.4369 6389 1 1005.5387 3.62
NP_973668.1 putative plastid lipid associated protein Arabidopsis thaliana 955.7797 22784.1586 4 14.71 None 1105.6000 FPSTLANLSR 5504.7030 1105.6009 16.6452 4206 2 553.3041 ‐0.2505
NP_973668.1 putative plastid lipid associated protein Arabidopsis thaliana 955.7797 22784.1586 4 14.71 None 1215.6216 DTEGVPEVLTR 11085.6000 1215.6220 24.2440 3667 2 608.3146 ‐0.4773
NP_973668.1 putative plastid lipid associated protein Arabidopsis thaliana 955.7797 22784.1586 4 14.71 None 987.5258 IPLSGSFER 173.7286 987.5263 24.5398 3895 1 987.5263 1.59
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 1259.7028 LGALLDTMNALK 1782.9380 1259.7015 19.3555 20937 2 630.3544 ‐1.7708
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 1053.5211 ANVYLDSSGK 5417.3310 1053.5223 16.8976 7191 2 527.2648 0.0234
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 856.5251 NLGLNVVK 4631.7760 856.5257 23.2661 5491 2 428.7665 ‐0.7886
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 1411.7791 KVEDPELLEAIR 22831.0200 1411.7790 27.1555 11103 2 706.3932 ‐0.4878
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 551.2824 KVEDP 247.8016 551.2832 27.4163 1121 1 551.2832 0.9613
NP_973847.1 ACT domain containing protein Arabidopsis thaliana 528.7454 22901.0798 6 19.72 None 1241.6922 LGALLDTMNALK 389.2931 1241.6937 18.3777 2562 2 621.3505 0.4159
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1523.8580 LGPNYLQLPVNAPK 41968.3600 1523.8581 18.4248 78674 2 762.4327 ‐0.1505
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1136.6786 APGVQTPVIVR 30648.1400 1136.6797 22.9236 64330 2 568.8435 0.0087
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 5740.9710 2242.0635 21.6124 31412 3 748.0260 1.60
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1525.8261 GPVLLEDYHLIEK 7437.2180 1525.8252 30.2046 28901 3 509.2799 ‐1.5542
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1875.0123 DGIQFPDVVHALKPNPK 5365.4450 1875.0152 18.4484 19606 3 625.6766 0.8622
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1632.9108 IWPEDILPLQPVGR 6755.3680 1632.9130 21.7355 18553 2 816.9602 1.44
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1715.8024 DLHDAIASGNYPEWK 12364.8100 1715.8034 27.3012 15828 3 572.6060 ‐0.1952
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1070.5265 IFAYGDTQR 19474.2100 1070.5286 19.9963 15634 2 535.7679 0.8013
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1109.5374 TNIQEYWR 4761.8870 1109.5382 24.4877 14646 2 555.2727 ‐0.3375
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1257.5634 DEEINYYPSK 12669.8300 1257.5648 20.4268 12779 2 629.2860 0.3938
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1177.6072 VVGGANHSHATK 309.7273 1177.5778 20.8394 5104 2 589.2925 ‐25.9196
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 974.5054 FSTVVHER 912.4193 974.4890 17.8674 4204 2 487.7481 ‐18.1356



NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1078.5388 VGGANHSHATK 179.6907 1078.5539 22.7830 1870 2 539.7806 12.03
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 2874.3918 VVGGANHSHATKDLHDAIASGNYPEW 195.6118 2874.3354 21.4571 1469 3 958.7833 ‐19.2650
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 450.8697 2506.2031 35.4499 1153 3 836.0726 ‐19.2710
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 545.2718 LGPNY 91.3146 545.2745 18.7373 5371 1 545.2745 4.07
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 Carbamidomethyl+C(3) 995.4979 LTCADFLR 165.1720 995.5041 24.4716 4274 2 498.2557 4.87
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 957.4425 FAYGDTQR 435.2510 957.4442 19.8141 3216 1 957.4442 2.23
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 740.4050 TVVHER 112.6557 740.4046 17.5299 2611 1 740.4046 ‐0.3413
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1142.6568 YLQLPVNAPK 213.5601 1142.6587 16.6876 2560 2 571.8330 0.7292
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 968.5887 GVQTPVIVR 339.0045 968.5901 22.9157 2030 1 968.5901 2.50
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 884.4512 INYYPSK 204.0961 884.4501 22.3302 1014 2 442.7287 ‐2.7514
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 994.4588 DLHDAIASGN 305.6074 994.4583 29.1341 897 1 994.4583 0.5782
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 827.4370 STVVHER 76.2692 827.4418 18.5999 835 2 414.2245 4.62
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1615.8843 IWPEDILPLQPVGR 396.2157 1615.8796 23.0124 4249 2 808.4434 ‐2.9378
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1053.5000 IFAYGDTQR 244.8471 1053.5031 18.6969 3595 2 527.2552 1.00
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1698.7758 DLHDAIASGNYPEWK 275.6980 1698.7690 27.6692 2092 2 849.8881 ‐3.8983
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1160.5807 VVGGANHSHATK 89.4476 1160.5825 19.3657 1734 2 580.7949 0.6246
NP_973873.1 catalase 3 Arabidopsis thaliana 4378.2500 49297.8377 46 40.05 None 1119.6521 APGVQTPVIVR 133.1723 1119.6579 22.2377 1643 2 560.3326 4.23
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1136.6786 APGVQTPVIVR 40456.0200 1136.6797 22.9236 64330 2 568.8435 0.1498
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1525.8261 GPVLLEDYHLIEK 10064.5400 1525.8252 30.2046 28901 3 509.2799 ‐1.5224
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1305.6797 VPTPTNSYTGIR 1463.6790 1305.6786 20.8637 17813 2 653.3429 ‐1.3864
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1715.8024 DLHDAIASGNYPEWK 13954.5900 1715.8034 27.3012 15828 3 572.6060 ‐0.1330
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1070.5265 IFAYGDTQR 15938.3000 1070.5289 20.0561 12958 2 535.7681 1.56
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1109.5374 TNIQEYWR 6030.8600 1109.5381 24.5256 12344 2 555.2727 ‐0.2850
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1196.5834 FDFDPLDVTK 370.1765 1196.5826 36.7988 4331 2 598.7949 ‐1.3729
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 974.5054 FSTVVHER 1187.0590 974.4890 17.8674 4204 2 487.7481 ‐18.0010
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 511.2367 2506.2031 35.4499 1153 3 836.0726 ‐19.0826
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 10733.5800 2700.2761 37.6573 29501 3 900.7635 0.8168
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 Carbamidomethyl+C(19) 2698.3294 GISAKGFFEVTHDISNLTCADFLR 2602.6660 2698.3303 34.6760 2757 3 900.1150 0.7347
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 968.5887 GVQTPVIVR 445.8716 968.5901 22.9157 2030 1 968.5901 2.39
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 810.3741 AYGDTQR 3732.2530 810.3729 20.0453 1315 1 810.3729 ‐0.8193
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 957.4425 FAYGDTQR 279.7142 957.4421 20.1058 1064 1 957.4421 0.7888
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 946.4703 LFIQTMDP 62.1802 946.4657 39.3591 1029 1 946.4657 ‐3.6653
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 827.4370 STVVHER 155.8299 827.4418 18.5999 835 2 414.2245 4.48
NP_973873.1 catalase 3 Arabidopsis thaliana 2384.9270 49297.8377 46 40.05 None 1119.6521 APGVQTPVIVR 227.2670 1119.6579 22.2377 1643 2 560.3326 4.27
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 2466.1493 GLMSIEDDAAPTQSDFIENWVK 3441.3290 2466.1387 37.4781 5801 2 1233.5730 ‐2.7040
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1335.6023 ELDSSNSDAIER 4072.7630 1335.6036 16.6838 5364 2 668.3054 0.4039
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 Carbamidomethyl+C(6) 1201.5671 FLVFACSDSR 14427.5800 1201.5673 17.6502 4710 2 601.2873 ‐0.6222
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 929.5051 ADLGNVAAAK 8109.0040 929.5060 16.8422 3565 2 465.2566 ‐0.3516
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1373.6882 NIANMVPPFDQK 260.4236 1373.7090 31.7065 1324 2 687.3581 14.6400
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 1025.5738 NKIKEEHK 647.5660 1025.5744 54.4891 1769 1 1025.5744 1.11
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 911.4945 ADLGNVAAAK 200.9569 911.4997 17.3914 931 2 456.2535 4.77
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 1368.5010 28754.6026 8 24.3 None 912.4785 ADLGNVAAAK 289.0883 912.4768 18.9110 4140 1 912.4768 ‐1.0451
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 1799.9385 TTVITQGADPVVVAEDGK 54648.6700 1799.9419 25.1900 28467 2 900.4746 2.1724
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 33256.6200 1337.6631 20.4922 18279 2 669.3352 ‐0.5396
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 19568.8900 1414.5950 20.5575 13562 2 707.8011 ‐0.0037
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 2124.0616 VAQWMLQVPGATSYMGSIGK 3586.5950 2124.0562 20.6259 7422 2 1062.5317 ‐1.6140
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 926.5710 YPVIPLPK 13722.4300 926.5718 17.6234 4365 2 463.7895 ‐0.5128
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 Carbamidomethyl+C(1) 1978.8674 CLPYMDYIFGNETEAR 559.7092 1978.8684 21.0174 3521 2 989.9379 1.28
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 1711.8650 FNVEYIAGGATQNSIK 497.4939 1711.8521 36.3419 1829 2 856.4297 ‐7.3372
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 2027.1019 TTVITQGADPVVVAEDGKVK 2551.3230 2027.1029 24.7936 3551 3 676.3725 ‐0.0099
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 498.3035 VIQR 106.2987 498.3034 18.2999 9669 1 498.3034 ‐0.7609
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 1009.4625 YPEKPDFN 289.3682 1009.4607 18.8730 4986 2 505.2340 ‐3.0652
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 1481.7482 ITQGADPVVVAEDGK 271.2267 1481.7410 24.0457 4563 2 741.3741 ‐5.1803
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 801.4101 GATQNSIK 99.7857 801.4112 37.5511 3994 1 801.4112 1.70
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 None 944.5411 VVAEDGKVK 383.6996 944.5406 23.9724 2115 1 944.5406 0.3950
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6013.2740 33782.3873 19 34.44 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 168.8524 1319.6505 19.6657 6270 2 660.3289 ‐2.1737
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 584.9810 33782.3873 19 34.44 None 2124.0616 VAQWMLQVPGATSYMGSIGK 3270.9110 2124.0562 20.6259 7422 2 1062.5317 ‐1.3828
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 584.9810 33782.3873 19 34.44 None 926.5710 YPVIPLPK 10797.0300 926.5718 17.6234 4365 2 463.7895 ‐0.8977
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 584.9810 33782.3873 19 34.44 Carbamidomethyl+C(1) 1978.8674 CLPYMDYIFGNETEAR 1230.6810 1978.8684 21.0174 3521 2 989.9379 1.94
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 584.9810 33782.3873 19 34.44 Carbamidomethyl+C(12) 1950.9493 VFTMNLSAPFICEFFK 323.6831 1950.9200 29.6518 1312 3 650.9782 ‐15.7364
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 584.9810 33782.3873 19 34.44 None 2107.0351 VAQWMLQVPGATSYMGSIGK 296.8413 2107.0302 19.7818 5774 2 1054.0188 ‐1.1604
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1390.7325 VYVGQGQDGVAAVK 27102.4800 1390.7334 19.9169 25548 2 695.8703 0.1774
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1134.6154 TAGPFGIVSGTK 9871.1570 1134.6174 16.6925 24254 2 567.8123 0.8550
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1292.6481 SGFQISAPEATGK 3534.0470 1292.6503 23.2721 23113 2 646.8288 1.0678
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1214.6627 SSTTPVPSTPLK 8596.8080 1214.6631 20.3843 22526 2 607.8352 ‐0.4635
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2147.0543 SAEFTLAPDEYITALSAYGK 3270.2370 2147.0486 21.5604 19009 2 1074.0279 ‐1.6494
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1853.9855 SLSTQEVITALTFTTNK 8449.7220 1853.9830 20.6829 17818 2 927.4951 ‐0.9100
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQ 4720.5450 2806.4198 19.5001 12702 3 936.1448 ‐1.8512
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1939.9760 VSVGQAQDGIGAVSFVYDK 5427.0430 1939.9726 30.3678 11592 2 970.4899 ‐1.1555
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1128.9640 2122.9617 31.9412 11501 2 1061.9845 ‐1.8451
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1553.8574 NFGVDTVVTTLIFK 6497.5070 1553.8597 22.7207 10638 2 777.4335 1.52
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 973.4625 TSYGPYGTK 2066.4050 973.4631 16.1129 6692 2 487.2352 ‐0.7428
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 3793.7300 2990.3765 44.3627 6083 3 997.4637 2.0571
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1640.8683 VSIPFGIGAGTAFEFK 2967.9760 1640.8741 21.5217 5088 2 820.9407 3.31
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1207.5702 NGSQVVFGDER 912.0746 1207.5721 19.7094 4035 2 604.2897 0.7561
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 953.0320 2319.0933 34.0429 999 2 1160.0503 ‐2.7172
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 2672.3454 GSVGPKSAEFTLAPDEYITALSAYGK 1418.1340 2672.3629 23.3636 10479 3 891.4592 6.67
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 838.5033 PVPSTPLK 549.7402 838.5051 20.3833 1686 1 838.5051 2.31
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 760.3836 SAPEATGK 127.7451 760.3870 23.2663 1451 1 760.3870 4.56



NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1116.6048 TAGPFGIVSGTK 203.3512 1116.6020 16.4765 4937 2 558.8047 ‐3.4710
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 1981.0230 72473.6018 33 36.45 None 1536.8308 NFGVDTVVTTLIFK 471.3412 1536.8292 20.8345 2845 2 768.9182 ‐1.2338
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1134.6154 TAGPFGIVSGTK 12021.3400 1134.6174 16.6925 24254 2 567.8123 0.5772
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 2147.0543 SAEFTLAPDEYITALSAYGK 7436.5100 2147.0486 21.5604 19009 2 1074.0279 ‐1.4063
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1853.9855 SLSTQEVITALTFTTNK 9672.4680 1853.9830 20.6829 17818 2 927.4951 ‐0.8178
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQ 3282.3040 2806.4198 19.5001 12702 3 936.1448 ‐1.8591
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1553.8574 NFGVDTVVTTLIFK 2858.3870 1553.8597 22.7207 10638 2 777.4335 1.31
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1640.8683 VSIPFGIGAGTAFEFK 3400.8130 1640.8741 21.5217 5088 2 820.9407 3.57
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1939.9760 VSVGQAQDGIGAVSFVYDK 441.3270 1939.9667 19.6727 5432 3 647.3271 ‐5.5415
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 Oxidation+M(30) 4353.1397 QQSRQNPREFVINHPDEYLVSVEGWY 725.3539 4353.1367 25.5516 1276 3 1451.7171 1.78
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 711.3672 TFTTNK 118.4531 711.3703 19.0726 10708 1 711.3703 4.58
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 995.4793 VSVGQAQDGIG 405.9740 995.4811 18.6948 3317 1 995.4811 2.82
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 962.5306 GPFGIVSGTK 108.9392 962.5293 17.4207 1726 2 481.7683 ‐2.9769
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 910.4669 AVSFVYDK 177.6094 910.4699 19.0560 1385 1 910.4699 4.1332
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 925.0191 72473.6018 33 36.45 None 1536.8308 NFGVDTVVTTLIFK 332.9027 1536.8292 20.8345 2845 2 768.9182 ‐1.3047
NP_974369.1 prohibitin 4 Arabidopsis thaliana 825.7145 30638.0611 3 14.70 None 1690.8130 AEGESEAAQLISDATAK 11140.7500 1690.8133 29.1130 7411 2 845.9103 0.2640
NP_974369.1 prohibitin 4 Arabidopsis thaliana 825.7145 30638.0611 3 14.70 None 2767.3686 AREFNIELDDIAITHLSYGAEFSR 1707.5630 2767.3637 23.4629 3864 3 923.1261 ‐1.5102
NP_974369.1 prohibitin 4 Arabidopsis thaliana 825.7145 30638.0611 3 14.70 None 2036.9924 ELDDIAITHLSYGAEFSR 301.2560 2036.9869 24.4516 2724 3 679.6671 ‐3.1986
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 1730.8807 SAGADIVGSDDLIEQIK 6000.2030 1730.8837 30.6026 13459 2 865.9455 1.00
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 1365.7260 EYDVNTAISLLK 4019.8950 1365.7262 32.4353 5926 2 683.3668 ‐0.3710
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 1301.6808 AGTVTANIPQSSR 370.9554 1301.7126 20.2965 2257 2 651.3599 23.7870
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 2113.1499 GTGQTVIVAVLAQGEKVDEAK 1574.9380 2113.1476 32.5587 8639 3 705.0541 ‐1.5172
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 859.5247 NTAISLLK 199.5694 859.5243 30.5884 1598 2 430.2658 ‐1.9912
NP_974486.1 50S ribosomal protein L1 Arabidopsis thaliana 532.8681 31760.5288 6 17.18 None 1117.5735 GSDDLIEQIK 192.9461 1117.5789 28.7869 1128 2 559.2931 3.61
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 36046.7600 2385.1004 23.2161 109468 2 1193.0539 ‐1.1730
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1906.0433 EAVNVSLANLLTYPFVR 117881.4000 1906.0432 23.7561 94665 2 953.5252 0.5006
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 94046.7100 1235.5195 23.2264 93486 2 618.2634 0.1434
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 29401.2800 1652.8783 24.1411 83973 3 551.6310 ‐1.2219
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1245.6296 NIANMVPPFDK 63865.2000 1245.6302 17.9627 81974 2 623.3187 ‐0.3179
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1468.7318 YETNPALYGELAK 54998.1300 1468.7317 25.6014 62733 2 734.8695 ‐0.4262
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 69035.7900 1784.7799 21.5611 41652 2 892.8936 2.19
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 5147.9550 2052.0146 18.2996 36463 4 513.7591 0.1043
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1407.6962 ITAELQAASSSDSK 28961.8400 1407.6971 18.1118 17771 2 704.3522 0.1902
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1641.9422 LLIEKDDLKDVAAAK 2176.8600 1641.9440 24.1010 12493 3 547.9862 0.2032
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 849.4101 SFDPVER 11629.4300 849.4103 18.6821 11566 2 425.2088 ‐1.3405
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1674.9214 YAGVGAAIEYAVLHLK 4845.0330 1674.9221 22.7698 7708 3 558.9789 ‐0.4109
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1438.6696 GNESYEDAIEALK 2457.4430 1438.6755 26.8571 5004 2 719.8414 3.12
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1725.8694 EKYETNPALYGELAK 26357.0300 1725.8697 24.0320 103521 3 575.9614 ‐0.6271
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1018.5026 ANMVPPFDK 780.7895 1018.5028 17.9641 6270 1 1018.5028 1.20
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 765.3414 EKYETN 619.3080 765.3446 24.1668 5135 1 765.3446 4.96
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(3) 842.3462 FACSDSR 1722.5310 842.3476 23.2259 4980 1 842.3476 2.85
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 880.4007 QAASSSDSK 225.9043 880.3961 20.1208 4636 1 880.3961 ‐4.4526
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 789.9732 1424.7666 24.1279 4380 2 712.8869 ‐1.2969
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(4) 941.4146 VFACSDSR 782.0947 941.4164 23.2310 4315 1 941.4164 2.87
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 573.3606 IEALK 1527.4170 573.3622 26.8650 4287 1 573.3622 2.51
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 793.4454 LYGELAK 288.4227 793.4457 27.3645 3587 1 793.4457 0.7559
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1415.7740 IEKDDLKDVAAAK 437.1637 1415.7742 25.7530 3205 3 472.5962 ‐1.0332
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 864.4825 ALYGELAK 479.8548 864.4813 24.6162 3125 1 864.4813 ‐0.8007
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 547.2875 DWVK 82.3243 547.2870 23.7137 2628 1 547.2870 ‐1.3397
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 500.2827 PVER 109.7017 500.2841 18.6556 1921 1 500.2841 1.26
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(2) 695.2777 ACSDSR 967.7192 695.2789 23.2240 1485 1 695.2789 1.02
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 286.7181 1072.4583 23.2348 1172 1 1072.4583 4.70
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 28631.5600 28686.6191 51 72.97 None 1888.0327 EAVNVSLANLLTYPFVR 525.3631 1888.0359 23.7594 1218 3 630.0168 1.0656
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 164547.8000 1235.5195 23.2264 93486 2 618.2634 0.2885
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 39292.1100 1652.8783 24.1398 83387 3 551.6310 ‐1.1813
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1245.6296 NIANMVPPFDK 47302.6000 1245.6299 29.1905 67577 2 623.3186 ‐0.3904
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1468.7318 YETNPALYGELAK 57559.8800 1468.7317 25.6014 62733 2 734.8695 ‐0.2716
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1407.6962 ITAELQAASSSDSK 17959.7000 1407.6971 18.1118 17771 2 704.3522 0.3424
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1641.9422 LLIEKDDLKDVAAAK 746.1165 1641.9440 24.1010 12493 3 547.9862 0.2536
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1725.8694 EKYETNPALYGELAK 28643.2700 1725.8697 24.0320 103521 3 575.9614 ‐0.5633
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 3500.9890 2401.1049 38.9936 24182 2 1201.0561 3.0336
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(3) 842.3462 FACSDSR 2273.0540 842.3476 23.2259 4980 1 842.3476 2.49
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 880.4007 QAASSSDSK 178.3462 880.3961 20.1208 4636 1 880.3961 ‐4.2924
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 1231.9880 1424.7666 24.1279 4380 2 712.8869 ‐1.1441
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(4) 941.4146 VFACSDSR 2057.8300 941.4164 23.2310 4315 1 941.4164 3.0050
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1018.5026 ANMVPPFDK 476.0971 1018.4978 29.1788 3204 1 1018.4978 ‐3.3574
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 864.4825 ALYGELAK 272.5567 864.4813 24.6162 3125 1 864.4813 ‐0.6421
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 961.5353 PALYGELAK 198.9613 961.5379 24.0800 3120 2 481.2726 1.24
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 643.3232 NIANMV 1509.0160 643.3240 29.1690 2390 1 643.3240 1.1222
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(2) 695.2777 ACSDSR 1328.1010 695.2789 23.2240 1485 1 695.2789 1.21
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 597.8594 1197.6414 25.6883 1468 2 599.3243 ‐0.3003
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 445.9848 1072.4583 23.2348 1172 1 1072.4583 4.62
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1045.5524 DDLKDVAAAK 60.0912 1045.5495 24.8782 1003 2 523.2784 ‐3.7790
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1415.7740 IEKDDLKDVAAAK 112.1691 1415.7673 24.0773 756 2 708.3873 ‐5.0033
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14692.6100 28686.6191 51 72.97 None 1228.6031 NIANMVPPFDK 262.7238 1228.6038 30.4669 2680 2 614.8056 ‐0.0130
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 214.9186 30819.9159 4 6.74 None 2001.0023 VVIQEPVEDLAESSQTEK 2696.2010 2001.0020 26.9614 4729 2 1001.0047 0.6170
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 214.9186 30819.9159 4 6.74 None 1517.7482 EEQELAPFDPSKK 680.8950 1517.7504 27.4183 4223 2 759.3788 1.1899
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 214.9186 30819.9159 4 6.74 None 1245.7314 SVAPIKTGFVAR 157.1538 1245.7217 17.6559 5202 2 623.3645 ‐8.5148
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 214.9186 30819.9159 4 6.74 None 736.4352 SVAPIKTG 128.8829 736.4336 17.4032 5296 1 736.4336 ‐2.0121



NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 None 1022.5299 TMSTALAATR 8462.3650 1022.5326 18.6037 4366 2 511.7699 1.66
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 None 1019.5520 EVDVVGVFR 2079.9710 1019.5525 28.0768 4338 2 510.2799 ‐0.5614
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 Carbamidomethyl+C(9) 1287.6515 VALEPGISCWR 3278.0740 1287.6514 27.6899 3045 2 644.3293 ‐0.5959
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 None 1947.9083 FGFSQKEVEDAFETSAR 164.9812 1947.8684 38.5876 836 3 649.9610 ‐20.9820
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 None 680.3614 EVDVVGV 129.4042 680.3626 28.0767 8465 1 680.3626 1.13
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 390.6783 40054.1163 6 8.24 None 790.4417 STALAATR 293.8003 790.4424 18.5606 971 1 790.4424 1.86
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NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1056.6048 AIALTVDTPR 9016.1870 1056.6015 23.2093 33630 2 528.8044 ‐4.4681
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 2011.9026 MDEANDSGLASYVAGQIDR 19280.0400 2011.9011 30.4142 29573 2 1006.4542 0.0934
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 15644.7800 2908.4353 24.7334 24362 3 970.1500 0.4934
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1143.6772 FTLPPNLTLK 17884.0800 1143.6786 18.5069 20406 2 572.3429 0.0712
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1875.0110 QLDYVPATISALEEVVK 8335.6210 1875.0108 22.3312 19318 2 938.0091 0.4393
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 992.5047 NFEGLDLGK 3860.0680 992.5051 25.4652 18451 2 496.7562 ‐1.0875
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 2439.0558 MVYDYYASGAEDQWTLQENR 2615.0550 2439.0479 29.6535 15641 2 1220.0276 ‐1.4438
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1780.8725 NHITTEWDTPRPSAR 1934.5500 1780.8752 19.4507 14759 3 594.2966 0.5076
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1517.7888 ISMPIMVAPTAMQK 8611.0170 1517.7895 18.6819 14267 2 759.3984 0.1567
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1231.6681 DVQWLQTITK 2483.9180 1231.6671 18.4700 12167 2 616.3372 ‐1.7616
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1225.6497 IDMTTTVLGFK 8221.0980 1225.6496 18.7396 11541 2 613.3285 ‐0.9897
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1718.9660 IAIQAGAAGIIVSNHGAR 3117.8450 1718.9687 16.2987 10235 3 573.6611 0.4534
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1318.5845 MAHPDGEYATAR 25924.4200 1318.5831 14.4666 8300 3 440.1992 ‐2.6544
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 787.4924 ILIDVSK 5968.3780 787.4923 21.8021 3856 2 394.2498 ‐2.0249
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 842.5094 VVEQLVR 3889.1120 842.5071 17.9409 2535 2 421.7572 ‐4.5272
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 rbamidomethyl+C( 2269.1138 VLQMLRDEFELTMALSGCR 392.9282 2269.1279 30.3780 2238 3 757.0475 5.68
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1741.9820 ATQGRIPVFLDGGVRR 227.1780 1741.9699 22.2657 3551 3 581.3281 ‐8.0072
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1085.5487 WDTPRPSAR 272.5692 1085.5491 21.7055 3970 2 543.2782 ‐0.9040
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1451.7125 DSGLASYVAGQIDR 276.2933 1451.7201 29.0446 3806 2 726.3637 4.53
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 644.3726 EQLVR 166.0906 644.3728 17.6248 1741 1 644.3728 0.0410
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 674.4083 LIDVSK 434.2172 674.4072 21.7975 1445 1 674.4072 ‐1.9005
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 756.3709 AASAAGTIM 707.3151 756.3705 25.3804 1307 1 756.3705 ‐0.3853
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1552.8707 QGRIPVFLDGGVRR 276.6010 1552.8746 22.2336 805 2 776.9410 2.26
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 824.4989 VVEQLVR 306.9958 824.5011 20.4752 3979 2 412.7542 0.7956
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 974.4942 NFEGLDLGK 245.1806 974.4901 24.2563 1771 1 974.4901 ‐3.2773
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1125.6667 FTLPPNLTLK 169.3334 1125.6634 16.2959 1687 2 563.3354 ‐4.0290
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 975.4782 NFEGLDLGK 385.8986 975.4816 23.6300 2779 1 975.4816 4.34
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5867.6450 38224.0384 47 70.11 None 1763.8460 NHITTEWDTPRPSAR 246.3111 1763.8407 18.2683 1067 3 588.6184 ‐4.0085
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 1056.6048 AIALTVDTPR 11219.8200 1056.6015 23.2093 33630 2 528.8044 ‐4.3575
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 2011.9026 MDEANDSGLASYVAGQIDR 16079.3300 2011.9011 30.4142 29573 2 1006.4542 0.0794
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 992.5047 NFEGLDLGK 1897.0690 992.5051 25.4652 18451 2 496.7562 ‐0.9686
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 2439.0558 MVYDYYASGAEDQWTLQENR 1192.0490 2439.0479 29.6535 15641 2 1220.0276 ‐1.5135
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 1780.8725 NHITTEWDTPRPSAR 1666.7660 1780.8752 19.4507 14759 3 594.2966 0.3633
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 787.4924 ILIDVSK 7348.2160 787.4923 21.8021 3856 2 394.2498 ‐1.8792
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 1085.5487 WDTPRPSAR 134.9449 1085.5491 21.7055 3970 2 543.2782 ‐0.7973
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 801.4465 LTVDTPR 1114.0930 801.4473 23.2028 1484 1 801.4473 1.67
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 674.4083 LIDVSK 789.0853 674.4072 21.7975 1445 1 674.4072 ‐1.6718
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1537.5260 38224.0384 47 70.11 None 975.4782 NFEGLDLGK 895.5833 975.4754 24.3354 1542 1 975.4754 ‐1.7013
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 10399.3100 2908.4353 24.7334 24362 3 970.1500 0.4124
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1143.6772 FTLPPNLTLK 29607.1600 1143.6786 18.5069 20406 2 572.3429 0.1452
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1875.0110 QLDYVPATISALEEVVK 7240.4490 1875.0108 22.3312 19318 2 938.0091 0.6816
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1517.7888 ISMPIMVAPTAMQK 9440.7910 1517.7895 18.6819 14267 2 759.3984 0.3167
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1231.6681 DVQWLQTITK 1319.0550 1231.6671 18.4700 12167 2 616.3372 ‐1.6674
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1225.6497 IDMTTTVLGFK 6340.3990 1225.6496 18.7396 11541 2 613.3285 ‐0.8969
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1718.9660 IAIQAGAAGIIVSNHGAR 2139.4080 1718.9687 16.2987 10235 3 573.6611 0.6358
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1112.5656 DMTTTVLGFK 349.7603 1112.5694 18.7259 768 1 1112.5694 4.13
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2829.7520 38224.0384 47 70.11 None 1125.6667 FTLPPNLTLK 93.4601 1125.6634 16.2959 1687 2 563.3354 ‐3.9591
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 1158.6477 VVVDGNVITSR 2343.0170 1158.6535 20.8159 20743 2 579.8304 3.99
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 1427.7992 LVAEVLLDEVAEK 53636.6700 1427.8004 34.3622 17727 2 714.4038 0.3627
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 rbamidomethyl+C 1249.6205 LAATCATAVESR 24345.3000 1249.6192 16.9756 11737 2 625.3132 ‐1.9767
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 1142.5551 ATGYPVFMEK 149.5904 1142.5472 30.8810 1063 1 1142.5472 ‐5.4068
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 687.3784 VQIDGR 1328.2180 687.3814 19.8648 6957 1 687.3814 4.85
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 662.3468 TAVESR 230.1110 662.3460 17.3259 2025 1 662.3460 ‐1.3662
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 460.2514 IDGR 56.8271 460.2508 20.5523 1806 1 460.2508 ‐2.2811
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2776.8530 39877.7555 12 17.34 None 669.3678 VQIDGR 93.6908 669.3646 18.0956 3924 1 669.3646 ‐5.0199
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1989.0160 39877.7555 12 17.34 None 1427.7992 LVAEVLLDEVAEK 51544.6600 1427.8004 34.3622 17727 2 714.4038 0.4249
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1989.0160 39877.7555 12 17.34 None 1158.6477 VVVDGNVITSR 2451.3520 1158.6525 20.7952 17287 2 579.8299 3.0957
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1989.0160 39877.7555 12 17.34 None 1784.9501 ANVVIAAVGNSLEVEGSR 1556.3370 1784.9470 30.2629 6533 2 892.9771 ‐1.4180
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 1989.0160 39877.7555 12 17.34 rbamidomethyl+C(6)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 805.4163 LQGSGTSR 1272.4180 805.4156 22.9438 14482 1 805.4156 ‐0.5688
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1186.5626 EFEAVTESFK 4943.3490 1186.5650 24.9059 11521 2 593.7861 0.9287
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1062.5248 NSMLEAIER 6512.4930 1062.5261 25.1887 9989 2 531.7667 ‐0.1216
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1823.9399 DLVNHPNFDAIIAAGTR 4770.7380 1823.9404 18.6707 9866 3 608.6516 ‐0.6472
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 974.5339 IMLEAIER 4544.6250 974.5387 24.8404 9469 2 487.7730 3.47
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1175.6266 NPSTISTTVQK 8920.9530 1175.6274 15.6765 7887 2 588.3173 ‐0.4060
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1439.7992 FTSLTTSLSELLK 3055.1580 1439.8002 21.7307 7825 2 720.4038 0.2523
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1753.8313 MLEEIEREFEEATK 3097.1600 1753.8358 33.5704 6473 3 585.2835 1.64
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1766.8443 AKDEQAAEEFAVETTK 2498.3030 1766.8460 21.4974 5893 3 589.6202 ‐0.0722
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1052.5259 EFEAATSGLK 2443.9480 1052.5267 19.6002 5453 2 526.7670 ‐0.5688
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1290.1820 2788.3596 27.5396 4728 3 930.1247 0.9427
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1120.5303 QSMLDEIER 12197.2300 1120.5333 25.1434 4445 2 560.7703 1.65
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1611.8813 LTTSLNNLVDTHRK 3755.3020 1611.8812 14.8167 3292 3 537.9652 ‐1.3055
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 2230.0696 QSMLDAIEREFEAVTESFK 962.9526 2230.1105 20.4865 3375 2 1115.5589 19.6420
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1744.7369 ANDSTGDKDDDEHVAR 912.9376 1744.7678 27.4994 3008 2 872.8875 17.9304

Protein identification details of Arabidopsis yda1 mutant seedlings, replicate 1



NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1838.8953 NSMLEAIEREFEAATK 925.0781 1838.8519 25.9755 1947 2 919.9296 ‐23.1714
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1191.6831 SLTTSLSELLK 343.0316 1191.6777 20.2985 2185 2 596.3425 ‐5.5484
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1057.5201 FEAVTESFK 127.4339 1057.5226 19.0246 2111 1 1057.5226 3.82
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 589.3556 SELLK 183.5344 589.3563 20.0173 1452 1 589.3563 0.6834
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1821.8687 NSMLEAIEREFEAATK 391.2189 1821.8637 24.8226 1296 2 911.4355 ‐2.3904
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 992.8799 80973.9407 38 27.25 None 1158.6001 NPSTISTTVQK 162.1248 1158.5961 14.7037 878 2 579.8017 ‐4.5606
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1186.5626 EFEAVTESFK 5698.3530 1186.5650 24.9059 11521 2 593.7861 1.0223
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1062.5248 NSMLEAIER 4285.3680 1062.5261 25.1887 9989 2 531.7667 ‐0.0118
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 974.5339 IMLEAIER 3340.0740 974.5387 24.8404 9469 2 487.7730 3.59
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1753.8313 MLEEIEREFEEATK 2885.3140 1753.8358 33.5704 6473 3 585.2835 1.60
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1045.5160 QLEDIADNK 466.1197 1045.5128 16.2210 1847 1 1045.5128 ‐1.6308
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1008.5360 TVDSVFAAAK 1872.4090 1008.5335 21.9591 14127 2 504.7704 ‐3.7950
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 795.3883 EFEAATK 554.5291 795.4050 19.9312 1759 1 795.4050 21.4489
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 2057.9597 NSMLEAFEREFEAATNAK 388.1110 2058.0078 27.5846 1729 2 1029.5075 24.2891
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 1789.8861 EQDAKRQSMLDAIER 874.5573 1789.8909 25.2803 3819 3 597.3018 1.25
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 861.4499 MLEAIER 191.6091 861.4492 24.8198 2358 1 861.4492 ‐0.0170
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 948.4819 SMLEAIER 116.9845 948.4846 27.0239 1732 2 474.7460 1.73
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 267.6481 80973.9407 38 27.25 None 910.4516 EAVTESFK 427.1729 910.4491 25.5927 1439 2 455.7282 ‐4.3248
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 335.4220 80973.9407 38 27.25 None 1823.9399 DLVNHPNFDAIIAAGTR 5243.7480 1823.9404 18.6707 9866 3 608.6516 ‐0.4880
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 335.4220 80973.9407 38 27.25 None 1439.7992 FTSLTTSLSELLK 5190.6830 1439.8002 21.7307 7825 2 720.4038 0.3945
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 335.4220 80973.9407 38 27.25 None 1611.8813 LTTSLNNLVDTHRK 6398.3700 1611.8812 14.8167 3292 3 537.9652 ‐1.0995
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 335.4220 80973.9407 38 27.25 None 3168.4498 QLNLDDFSEGDDSAESARRNSMLEAIER 777.6357 3168.4676 22.9215 1428 3 1056.8274 6.99
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 335.4220 80973.9407 38 27.25 None 1191.6831 SLTTSLSELLK 257.4609 1191.6777 20.2985 2185 2 596.3425 ‐5.4634
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1812.8803 IYSFGGEFTPNQPIDK 3067.0980 1812.8786 28.6469 30214 2 906.9429 ‐0.5658
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1308.7158 LLTPVEEGPTPR 17891.5200 1308.7152 22.0247 28203 2 654.8612 ‐1.2457
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 950.5306 SVFASAAIGK 4897.5930 950.5302 22.5532 19133 2 475.7687 ‐1.9749
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1522.8111 LNTLDSYNIVDKK 3224.1070 1522.8156 23.3014 19008 3 508.2767 1.63
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 rbamidomethyl+C 1634.7380 WFHCSTPGDSLTAR 16018.6900 1634.7376 15.1324 17373 3 545.5841 ‐1.4419
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1897.8021 GGEMGDVWDDGVYENVR 27219.4500 1897.8031 28.6940 12938 2 949.4052 1.0692
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1014.5578 GGAGLEVVQGK 8510.4610 1014.5592 18.4754 9124 2 507.7833 ‐0.0614
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1195.5226 FGGEEETPSSR 9637.3780 1195.5230 14.3377 6236 2 598.2651 ‐0.7032
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 829.4778 GLEVVQGK 1130.1560 829.4808 19.0567 3788 2 415.2440 1.08
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 785.3788 EEGPTPR 128.3353 785.3820 22.6284 1455 1 785.3820 4.42
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 948.5149 SYNIVDKK 147.1076 948.5183 22.2766 1086 2 474.7628 1.53
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 816.4210 PGDSLTAR 1377.0820 816.4171 15.1050 983 1 816.4171 ‐4.5098
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1059.5469 FTPNQPIDK 186.2720 1059.5455 27.3068 940 2 530.2764 ‐2.7244
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1081.5524 DSYNIVDKK 156.6771 1081.5568 24.0613 911 1 1081.5568 5.87
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2641.0210 51898.1216 18 22.13 None 1504.8006 LNTLDSYNIVDKK 292.3831 1504.7968 23.2082 927 2 752.9021 ‐2.8180
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 499.0246 51898.1216 18 22.13 rbamidomethyl+C 1634.7380 WFHCSTPGDSLTAR 15625.5200 1634.7376 15.1324 17373 3 545.5841 ‐1.2409
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 499.0246 51898.1216 18 22.13 None 1728.8547 VNDMTSEMITFLSIK 1052.2850 1728.8548 22.2198 7415 2 864.9311 0.4888
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 499.0246 51898.1216 18 22.13 None 816.4210 PGDSLTAR 1150.0740 816.4171 15.1050 983 1 816.4171 ‐4.8088
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1434.7587 VYVGQAQDGISAVK 36641.1300 1434.7578 21.3465 90935 2 717.8826 ‐1.0445
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1686.7718 GANLWDDGSTHDAVTK 45146.5000 1686.7733 21.1485 78287 3 562.9293 ‐0.4042
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1933.9502 TSDVIGSDEGTHFTLQVK 17148.1600 1933.9537 26.2134 35331 3 645.3228 0.9592
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1091.6320 IGVHVRPLSN 30868.5700 1091.6327 19.9879 27500 2 546.3200 ‐0.5490
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1418.6910 GSDEGTHFTLQVK 535.9147 1418.6987 25.3905 13229 2 709.8530 4.31
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 685.3991 VRPLSN 198.9615 685.3992 21.5117 6889 1 685.3992 0.0882
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 978.5479 GVHVRPLSN 2964.7190 978.5459 19.9760 5874 2 489.7766 ‐3.4334
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1331.5862 WDDGSTHDAVTK 4872.3430 1331.5841 21.1499 3238 2 666.2957 ‐2.2160
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 959.5785 IGVHVRPLS 780.8380 959.5801 19.9899 1187 2 480.2937 0.2628
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6217.0210 32158.1143 10 19.46 None 1145.5069 DDGSTHDAVTK 5093.5130 1145.5033 21.1535 771 1 1145.5033 ‐1.3454
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1420.7431 VYVGQGQDGISAVK 9090.4430 1420.7432 20.6277 17969 2 710.8753 ‐0.3870
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 1134.8470 2225.0357 24.9403 9646 3 742.3501 ‐0.3467
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 3146.4340 2314.1954 21.2910 9459 2 1157.6013 1.0151
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1220.6157 TSPPYGLETQK 4197.3250 1220.6176 18.9721 9434 2 610.8125 0.5881
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1965.2120 2442.2945 20.5059 7903 3 814.7697 1.1534
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1348.7107 TSPPYGLETQKK 4218.0420 1348.7127 16.9200 6129 3 450.2424 ‐0.1010
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 1589.5920 4275.0045 39.5693 5077 4 1069.5066 ‐5.5599
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 976.4714 2096.9394 27.1101 10422 2 1048.9733 ‐15.6947
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1957.0138 VHVGQGQDGVSSINVVYAK 1462.0250 1957.0021 16.7920 1686 3 653.0056 ‐6.6829
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1482.7264 AGEALYALGAYFATT 406.3336 1482.7317 19.8061 1966 2 741.8695 3.47
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 30 50.67 None 1202.6052 TSPPYGLETQK 244.0544 1202.6123 19.2787 1321 3 401.5423 4.1001
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 1420.7431 VYVGQGQDGISAVK 14723.4000 1420.7432 20.6277 17969 2 710.8753 ‐0.3239
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 963.4661 2096.9394 27.1101 10422 2 1048.9733 0.3514
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 772.7448 2225.0357 24.9403 9646 3 742.3501 ‐0.3907
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 1220.6157 TSPPYGLETQK 4176.7140 1220.6181 18.9851 7353 2 610.8127 1.0325
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 1348.7107 TSPPYGLETQKK 7122.8970 1348.7127 16.9200 6129 3 450.2424 ‐0.3430
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 1892.9687 ASELLHQFGVHVMPLTN 370.3377 1892.9571 34.9773 762 2 946.9822 ‐5.5760
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 1527.5060 4275.0045 39.5693 5077 4 1069.5066 ‐5.8945
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 231.4672 2097.0165 30.5946 1843 2 1049.0119 21.0707
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 1160.6310 PPYGLETQKK 952.2017 1160.6309 16.9284 1436 2 580.8191 ‐1.0491
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 30 50.67 None 3833.8069 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 3414.1280 3833.8082 39.5939 808 4 959.2075 ‐0.1180
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 1966.2750 2314.1954 21.2910 9459 2 1157.6013 1.83
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1325.1560 2442.2945 20.5059 7903 3 814.7697 1.1756
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 1892.9687 ASELLHQFGVHVMPLTN 1189.2670 1892.9684 23.7439 3462 2 946.9878 0.6225
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 1766.8959 QTSAPFGLEAGTAFELK 1986.7840 1766.8895 19.4452 2421 2 883.9484 ‐3.1567
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 1957.0138 VHVGQGQDGVSSINVVYAK 634.1099 1957.0021 16.7920 1686 3 653.0056 ‐6.5532
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 967.5030 GVHVMPLTN 73.3850 967.4975 23.9559 1090 1 967.4975 ‐5.1641
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 2296.1860 AGEALYALGAYFATTTTPVTPAK 312.0876 2296.1748 20.6591 1355 2 1148.5910 ‐3.0535



NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 1875.9422 ASELLHQFGVHVMPLTN 298.9633 1875.9493 24.2881 1312 2 938.4783 4.72
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 30 50.67 None 1939.9872 VHVGQGQDGVSSINVVYAK 250.7332 1939.9885 17.2828 1139 3 647.3344 0.0419
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 1353.6434 AADLTYWESAAR 2591.5250 1353.6460 26.7619 10121 2 677.3266 1.95
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 1804.9076 LSIYDPQVTEDQIQR 5811.7580 1804.9076 26.7262 6659 2 902.9574 0.3539
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 1074.6055 LAANAFLAQR 4249.7820 1074.6055 15.8378 6517 2 537.8064 ‐1.2789
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 1519.8002 EADIVFVSVNTPTK 1499.8000 1519.8006 27.7380 5842 2 760.4039 ‐0.0841
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 876.4210 DLFNPDR 199.7704 876.4276 27.3304 9003 1 876.4276 8.0207
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 rbamidomethyl+C 1032.5031 ETPAIDVCK 525.0784 1032.5085 33.2535 2577 1 1032.5085 6.73
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 780.3886 INDYQK 465.6688 780.3872 26.1824 2458 1 780.3872 ‐1.7328
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 rbamidomethyl+C 1914.9954 ETPAIDVCKGLLEDKAR 307.3574 1914.9799 25.8366 1072 3 638.9982 ‐8.8729
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 761.3941 LFNPDR 94.8482 761.3963 24.5242 2182 1 761.3963 3.0866
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 858.4104 DLFNPDR 84.6985 858.4064 27.2303 2374 1 858.4064 ‐4.2354
NP_001030792.1 putative UDP glucose 6 dehydrogenase 1 Arabidopsis thaliana 397.2663 53743.4398 11 10.63 None 1786.8970 LSIYDPQVTEDQIQR 343.7043 1786.9065 25.0529 1080 2 893.9569 5.35
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 324.8355 27748.4879 4 11.86 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 2230.2770 3236.6134 32.6160 13952 3 1079.5426 ‐1.0674
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 324.8355 27748.4879 4 11.86 None 2592.2828 FIPYAVTETEEKPAALDPSSEAAR 484.1857 2592.2202 38.9643 16487 3 864.7449 ‐23.9531
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 324.8355 27748.4879 4 11.86 None 1668.8513 TVTKEMLENLFSEK 261.0424 1668.8936 30.4802 4223 2 834.9504 25.4395
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 324.8355 27748.4879 4 11.86 None 1335.6791 VNITEKPIASSPD 187.1508 1335.6746 32.1404 1639 2 668.3409 ‐3.9794
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 922.4516 LSELGFADA 15904.4000 922.4520 27.9650 50853 1 922.4520 1.27
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 2064.8644 YAADEDAFFADYAEAHMK 10441.1400 2064.8671 30.4660 39255 3 688.9606 0.6444
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 1101.6150 EGLLQLVSDK 12486.6000 1101.6152 30.1531 34980 2 551.3113 ‐0.9206
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 1906.9518 FDAEQAHGANSGIHIALR 4823.3840 1906.9563 23.0429 31563 4 477.4945 0.4031
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 rbamidomethyl+C 960.4754 NCAPIMVR 36746.9000 960.4755 18.5756 30069 2 480.7414 ‐1.3442
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 1858.0168 ELLSGEKEGLLQLVSDK 12099.6900 1858.0185 32.0655 27094 3 620.0110 ‐0.1012
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 rbamidomethyl+C( 1635.7333 LAWHSAGTFDCQSR 12168.9000 1635.7354 21.9053 22586 3 545.9166 ‐0.1128
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 923.4404 TGGPFGTMR 2863.1570 923.4417 20.3699 21859 2 462.2245 ‐0.0396
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 1108.6222 GANSGIHIALR 217.5117 1108.6258 25.7933 5182 2 554.8165 2.1527
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 615.3647 PIMVR 12325.7800 615.3657 18.5695 3048 1 615.3657 1.71
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 1830.7639 ADEDAFFADYAEAHMK 1135.8980 1830.7628 30.4556 780 2 915.8850 ‐0.1988
NP_001030991.2 L ascorbate peroxidase 1 Arabidopsis thaliana 4954.2800 27846.3943 12 37.20 None 905.4298 TGGPFGTMR 157.2212 905.4349 19.0714 921 2 453.2211 4.0566
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1611.9105 ALLDDPVFRPLVEK 12213.3300 1611.9110 19.1700 62368 3 537.9752 ‐0.9215
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 922.4516 LSELGFADA 15563.8200 922.4520 27.9650 50853 1 922.4520 1.0248
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 59902.5400 2280.0553 21.8404 46302 2 1140.5313 ‐0.9912
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 2069.0808 QMGLSDKDIVALSGAHTLGR 14427.6200 2069.0856 17.1250 42987 3 690.3667 1.20
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 2064.8644 YAADEDAFFADYAEAHMK 8941.4890 2064.8671 30.4660 39255 3 688.9606 0.7246
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1101.6150 EGLLQLVSDK 15779.2200 1101.6152 30.1531 34980 2 551.3113 ‐1.0253
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 rbamidomethyl+C 960.4754 NCAPIMVR 22748.3100 960.4755 18.5564 32244 2 480.7414 ‐1.4244
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1906.9518 FDAEQAHGANSGIHIALR 4296.5230 1906.9563 23.0429 31563 4 477.4945 0.7805
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1858.0168 ELLSGEKEGLLQLVSDK 11250.1200 1858.0185 32.0655 27094 3 620.0110 0.0257
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 923.4404 TGGPFGTMR 5687.5060 923.4417 20.3699 21859 2 462.2245 ‐0.1675
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1343.6478 NYPTVSEDYKK 12997.2500 1343.6477 16.9202 16915 3 448.5541 ‐1.6760
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 rbamidomethyl+C( 1635.7333 LAWHSAGTFDCQSR 24694.0200 1635.7346 14.6584 12893 3 545.9164 ‐0.3761
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1249.6171 EDKPQPPPEGR 227.3357 1249.6213 24.3849 4643 2 625.3143 2.80
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1427.7893 LDDPVFRPLVEK 4484.7300 1427.7866 19.1631 10642 2 714.3969 ‐2.4171
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1108.6222 GANSGIHIALR 298.1650 1108.6258 25.7933 5182 2 554.8165 2.0490
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 987.5986 VFRPLVEK 145.5928 987.5958 19.3536 3999 2 494.3015 ‐4.3374
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 888.5302 FRPLVEK 136.5366 888.5313 19.9937 3127 1 888.5313 1.51
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1066.5415 PTVSEDYKK 14177.1600 1066.5430 16.9097 3084 2 533.7751 0.0417
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 615.3647 PIMVR 5799.2310 615.3657 18.5695 3048 1 615.3657 1.49
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 920.4149 FDNSYFK 479.6613 920.4156 21.4810 2345 2 460.7114 ‐0.8794
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 611.2970 FGTMR 73.1708 611.3006 22.8596 1849 1 611.3006 5.25
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1444.7107 SNPLIFDNSYFK 772.5037 1444.7117 20.2414 1706 2 722.8595 0.2181
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 686.4018 APIMVR 2386.4480 686.4024 18.5636 1637 1 686.4024 0.6644
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 464.2286 GTMR 97.4413 464.2298 17.9505 1187 1 464.2298 1.89
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1830.7639 ADEDAFFADYAEAHMK 1147.7920 1830.7628 30.4556 780 2 915.8850 ‐0.2084
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 905.4298 TGGPFGTMR 117.6311 905.4349 19.0714 921 2 453.2211 3.63
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 12437.4100 27846.3943 27 67.60 None 1325.6372 NYPTVSEDYKK 208.5325 1325.6406 17.5522 801 2 663.3239 1.61
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 793.7761 31985.4529 3 12.1 None 1453.6958 DPDGYTFELIQR 11762.3300 1453.6968 29.7153 15185 2 727.3520 0.3149
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 793.7761 31985.4529 3 12.1 None 1039.5782 EAGPLPGLGTK 6028.6750 1039.5789 22.3972 13464 2 520.2931 ‐0.6401
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 793.7761 31985.4529 3 12.1 None 1291.7256 TVLVDNKDFLK 1561.3880 1291.7251 24.3192 9540 2 646.3662 ‐1.1044
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1523.8580 LGPNYLQLPVNAPK 36724.5900 1523.8579 18.1818 87953 2 762.4326 ‐0.3908
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1875.0123 DGIQFPDVVHALKPNPK 20881.4400 1875.0134 18.2006 47259 3 625.6760 ‐0.2707
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1128.6048 WVEILSEPR 32562.7300 1128.6059 17.4464 43450 2 564.8066 ‐0.1922
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1632.9108 IWPEDILPLQPVGR 1371.7630 1632.9114 21.3325 41574 2 816.9593 0.3015
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1715.8024 DLHDAIASGNYPEWK 23098.5600 1715.8051 26.7723 33581 3 572.6066 0.5151
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1305.6797 VPTPTNSYTGIR 8947.1500 1305.6795 20.3410 33212 2 653.3434 ‐0.9700
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1070.5265 IFAYGDTQR 31265.2700 1070.5276 19.5375 25284 2 535.7675 ‐0.2805
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1257.5634 DEEINYYPSK 38120.1600 1257.5654 19.8922 24399 2 629.2864 0.7677
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 798.4832 LNVRPSI 16728.8900 798.4837 21.5132 15475 2 399.7455 ‐1.3296
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1109.5374 TNIQEYWR 599.6362 1109.5344 23.9827 1985 1 1109.5344 ‐1.3690
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 662.2853 2506.3210 20.4679 3092 3 836.1119 27.8224
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 779.4046 KENNFK 378.7778 779.4024 17.6335 1994 1 779.4024 ‐2.7538
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 25033.3000 2700.2808 37.1027 75901 3 900.7651 2.24
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 522.2671 NNFK 59.5334 522.2678 16.0107 14970 1 522.2678 0.7166
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 685.3991 NVRPSI 365.9657 685.3983 22.2198 11095 1 685.3983 ‐1.3510
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 571.3562 VRPSI 177.1088 571.3570 20.4662 7398 1 571.3570 0.7137
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 545.2718 LGPNY 86.3447 545.2744 18.2205 4271 1 545.2744 4.0739
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1206.6113 PTPTNSYTGIR 107.7289 1206.6044 21.0081 4004 1 1206.6044 ‐4.0386
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 957.4425 FAYGDTQR 294.9718 957.4392 19.5334 3194 1 957.4392 ‐2.5719
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 884.4512 INYYPSK 195.9101 884.4529 19.6827 2987 1 884.4529 2.02



NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 810.3741 AYGDTQR 346.4438 810.3738 19.5429 2598 1 810.3738 ‐0.0185
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 647.3148 DLHDAI 111.5792 647.3185 26.8372 2453 1 647.3185 5.53
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1008.4898 NIQEYWR 113.4696 1008.4926 22.5152 2016 1 1008.4926 3.67
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 940.4159 FAYGDTQR 242.7329 940.4180 18.6825 1757 2 470.7127 0.6628
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 1008.5109 PTNSYTGIR 94.1708 1008.5057 20.3337 1177 1 1008.5057 ‐4.1582
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 633.2991 KENNF 61.1799 633.3007 16.5182 1176 1 633.3007 2.1446
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 2198.9798 TMDPADEDKFDFDPLDVTK 551.1444 2198.9864 37.1053 909 2 1099.9968 4.45
NP_001031072.3 catalase 3 Arabidopsis thaliana 6461.3040 44291.1841 42 43.77 None 2440.1224 IQTMDPADEDKFDFDPLDVTK 482.0120 2440.1056 37.1144 759 2 1220.5564 ‐5.1329
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1523.8580 LGPNYLQLPVNAPK 35953.6600 1523.8579 18.1818 87953 2 762.4326 ‐0.2294
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1128.6048 WVEILSEPR 23995.8300 1128.6059 17.4464 43450 2 564.8066 ‐0.1216
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1632.9108 IWPEDILPLQPVGR 1599.6700 1632.9114 21.3325 41574 2 816.9593 0.4881
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 3354.0060 3306.5690 23.8842 12551 3 1102.8612 ‐3.5782
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1875.0123 DGIQFPDVVHALKPNPK 7969.4170 1875.0134 18.2006 47259 3 625.6760 ‐0.1229
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1938.9708 EGNFDLVGNNTPVFFIR 349.1369 1939.0091 19.8851 8222 2 970.0082 20.6298
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1305.6797 VPTPTNSYTGIR 248.3987 1305.7012 15.1798 5241 2 653.3542 15.7576
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 533.8229 2506.2882 24.8545 1656 3 836.1009 14.7255
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 696.4403 LKPNPK 81.6797 696.4375 17.2978 21494 1 696.4375 ‐4.4211
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1314.7528 PDVVHALKPNPK 92.0427 1314.7508 20.0930 2427 2 657.8790 ‐2.1879
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1131.5681 VPTPTNSYTGI 222.0897 1131.5630 16.4462 1989 2 566.2852 ‐5.5396
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1502.8002 WPEDILPLQPVGR 184.0280 1502.8027 24.0118 1493 2 751.9050 1.12
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1147.5895 GNNTPVFFIR 165.8923 1147.5881 19.2501 1063 1 1147.5881 ‐0.0173
NP_001031072.3 catalase 3 Arabidopsis thaliana 2638.1480 44291.1841 42 43.77 None 1615.8843 IWPEDILPLQPVGR 154.0154 1615.8752 22.7824 5544 2 808.4412 ‐5.4855
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1523.8580 LGPNYLQLPVNAPK 36724.5900 1523.8579 18.1818 87953 2 762.4326 ‐0.3908
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1136.6786 APGVQTPVIVR 38094.7300 1136.6792 22.3723 79606 2 568.8432 ‐0.6577
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1875.0123 DGIQFPDVVHALKPNPK 20881.4400 1875.0134 18.2006 47259 3 625.6760 ‐0.2707
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 rbamidomethyl+C( 2242.0598 GFFEVTHDISNLTCADFLR 5077.0990 2242.0591 21.3744 43907 3 748.0245 ‐0.6387
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1128.6048 WVEILSEPR 32562.7300 1128.6059 17.4464 43450 2 564.8066 ‐0.1922
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1632.9108 IWPEDILPLQPVGR 1371.7630 1632.9114 21.3325 41574 2 816.9593 0.3015
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1715.8024 DLHDAIASGNYPEWK 23098.5600 1715.8051 26.7723 33581 3 572.6066 0.5151
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1305.6797 VPTPTNSYTGIR 8947.1500 1305.6795 20.3410 33212 2 653.3434 ‐0.9700
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1070.5265 IFAYGDTQR 31265.2700 1070.5276 19.5375 25284 2 535.7675 ‐0.2805
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1257.5634 DEEINYYPSK 38120.1600 1257.5654 19.8922 24399 2 629.2864 0.7677
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 798.4832 LNVRPSI 16728.8900 798.4837 21.5132 15475 2 399.7455 ‐1.3296
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1109.5374 TNIQEYWR 599.6362 1109.5344 23.9827 1985 1 1109.5344 ‐1.3690
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 662.2853 2506.3210 20.4679 3092 3 836.1119 27.8224
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 779.4046 KENNFK 378.7778 779.4024 17.6335 1994 1 779.4024 ‐2.7538
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 25033.3000 2700.2808 37.1027 75901 3 900.7651 2.24
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 rbamidomethyl+C( 2698.3294 GISAKGFFEVTHDISNLTCADFLR 1121.0150 2698.3104 21.8472 3829 3 900.1083 ‐6.7498
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 2092.1662 APGVQTPVIVRFSTVVHER 544.8820 2092.1720 20.3683 2309 3 698.0622 2.49
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1265.7365 APGVQTPVIVRF 240.9139 1265.7320 19.2684 145782 2 633.3696 ‐4.4286
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 522.2671 NNFK 59.5334 522.2678 16.0107 14970 1 522.2678 0.7166
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 685.3991 NVRPSI 365.9657 685.3983 22.2198 11095 1 685.3983 ‐1.3510
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 571.3562 VRPSI 177.1088 571.3570 20.4662 7398 1 571.3570 0.7137
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 545.2718 LGPNY 86.3447 545.2744 18.2205 4271 1 545.2744 4.0739
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1206.6113 PTPTNSYTGIR 107.7289 1206.6044 21.0081 4004 1 1206.6044 ‐4.0386
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 603.3249 ADFLR 91.2353 603.3232 20.8277 3934 1 603.3232 ‐3.3177
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 957.4425 FAYGDTQR 294.9718 957.4392 19.5334 3194 1 957.4392 ‐2.5719
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 884.4512 INYYPSK 195.9101 884.4529 19.6827 2987 1 884.4529 2.02
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 rbamidomethyl+C 781.3662 CADFLR 139.8012 781.3634 23.9359 2648 1 781.3634 ‐3.3300
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 810.3741 AYGDTQR 346.4438 810.3738 19.5429 2598 1 810.3738 ‐0.0185
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 647.3148 DLHDAI 111.5792 647.3185 26.8372 2453 1 647.3185 5.53
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 812.4989 QTPVIVR 886.5019 812.4983 22.3652 2120 1 812.4983 ‐0.4045
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 968.5887 GVQTPVIVR 1007.4970 968.5885 22.3716 2115 1 968.5885 0.6219
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1008.4898 NIQEYWR 113.4696 1008.4926 22.5152 2016 1 1008.4926 3.67
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 940.4159 FAYGDTQR 242.7329 940.4180 18.6825 1757 2 470.7127 0.6628
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 rbamidomethyl+C 882.4138 TCADFLR 277.8314 882.4182 18.9997 1263 1 882.4182 5.99
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 1008.5109 PTNSYTGIR 94.1708 1008.5057 20.3337 1177 1 1008.5057 ‐4.1582
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 633.2991 KENNF 61.1799 633.3007 16.5182 1176 1 633.3007 2.1446
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 2198.9798 TMDPADEDKFDFDPLDVTK 551.1444 2198.9864 37.1053 909 2 1099.9968 4.45
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 None 2440.1224 IQTMDPADEDKFDFDPLDVTK 482.0120 2440.1056 37.1144 759 2 1220.5564 ‐5.1329
NP_001031073.1 catalase 3 Arabidopsis thaliana 7524.2050 56366.8268 39 42.89 rbamidomethyl+C( 2224.0492 GFFEVTHDISNLTCADFLR 566.4677 2224.0380 20.3657 1998 2 1112.5226 ‐3.7277
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 1761.9381 LLEATGISTVPGSGFGQK 14345.0300 1761.9394 17.1940 30756 2 881.4733 1.1800
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 rbamidomethyl+C 1140.5758 VPDVFYCLK 1546.8490 1140.5775 18.1429 14135 2 570.7924 0.3970
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 1783.8610 HYLSLTSGGLGAYSDSR 9254.0040 1783.8626 16.4147 13453 3 595.2924 0.0975
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 rbamidomethyl+C 2132.9892 NVVCNFTEGAMYSFPQIR 5831.8460 2132.9856 20.1727 10806 2 1066.9964 ‐0.3015
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 rbamidomethyl+C( 2255.1271 AMVIINPGNPTGQCLSEANIR 1822.0030 2255.1204 17.6639 10045 2 1128.0638 ‐1.2783
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 639.3433 2320.2978 17.7842 6274 4 580.8299 2.85
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 1373.7423 EVQLVSFHTVSK 736.3009 1373.7130 20.0051 7907 2 687.3602 ‐21.8278
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 1225.5955 VLMEMGSPFSK 2235.9530 1225.5979 17.6219 6950 2 613.3026 1.0661
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 2081.0186 RDGYPSDPELIFLTDGASK 439.9372 2080.9986 23.5761 3788 3 694.3377 ‐10.0666
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 2708.4150 KVLMEMGSPFSKEVQLVSFHTVSK 348.9216 2708.3926 25.4570 1668 3 903.4690 ‐7.9992
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 805.4203 SFHTVSK 32.6642 805.4175 20.9169 6356 1 805.4175 ‐3.5230
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 rbamidomethyl+C 1041.5074 PDVFYCLK 81.4518 1041.5062 19.1388 1156 2 521.2568 ‐2.4568
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 755.3319 GAYSDSR 8145.1460 755.3344 16.4178 791 1 755.3344 3.1198
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1423.8130 49063.2184 14 33.33 None 1207.5850 VLMEMGSPFSK 190.2363 1207.5783 18.5302 980 1 1207.5783 ‐4.1825
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 2192.0427 VSQMIEDAEPFEGEALLDAK 10990.0500 2192.0371 32.6936 22994 2 1096.5222 ‐1.3408
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 2039.0808 VPVLETPEGPIFESNAIAR 2957.3920 2039.0786 32.1586 16204 2 1020.0429 ‐0.1787
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 2080.0532 MGYAPFSAPAEEAAISALKR 6903.7120 2080.0515 19.1819 8968 3 694.0220 ‐1.3793
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1673.7839 YNDENMVSFVTLNK 970.8932 1673.7880 30.3638 7390 2 837.3976 2.20



NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 2111.9340 FIMDEVYDMELYEWTK 1471.0180 2111.9288 40.0017 5779 2 1056.4681 ‐1.4185
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 2106.1052 NPLDLLPPSPMVLDDWKR 2246.4650 2106.1072 21.2696 4407 3 702.7073 0.4259
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1589.7457 YFWTMVNQPEFK 212.4211 1589.7376 34.0395 3703 2 795.3724 ‐5.2326
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1166.6416 QTEAVPPVPTK 1618.9190 1166.6440 18.3520 3531 2 583.8256 1.0178
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1289.6332 VDISDEAQKER 8808.8960 1289.6315 15.4041 2937 3 430.5487 ‐3.0037
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1510.7206 NDENMVSFVTLNK 232.4163 1510.7239 28.8811 1973 2 755.8656 1.53
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1159.5928 PMVLDDWKR 196.3386 1159.5874 20.9680 1092 1 1159.5874 ‐3.2078
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1655.7734 YNDENMVSFVTLNK 231.1319 1655.7675 29.8488 3899 2 828.3874 ‐3.5415
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1474.3000 46628.5595 27 34.14 None 1149.6150 QTEAVPPVPTK 292.6573 1149.6169 16.7275 1916 2 575.3121 0.4994
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 2192.0427 VSQMIEDAEPFEGEALLDAK 8151.1590 2192.0371 32.6936 22994 2 1096.5222 ‐1.3783
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 2039.0808 VPVLETPEGPIFESNAIAR 1497.9060 2039.0786 32.1586 16204 2 1020.0429 ‐0.1963
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 1673.7839 YNDENMVSFVTLNK 1626.1620 1673.7880 30.3638 7390 2 837.3976 2.21
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 2111.9340 FIMDEVYDMELYEWTK 2404.1220 2111.9288 40.0017 5779 2 1056.4681 ‐1.4456
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 1589.7457 YFWTMVNQPEFK 581.2729 1589.7376 34.0395 3703 2 795.3724 ‐5.1915
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 978.1253 46628.5595 27 34.14 None 1190.5953 FTSAFPHVER 3174.5060 1190.6025 21.6435 3697 2 595.8049 5.1598
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 2080.0532 MGYAPFSAPAEEAAISALKR 6196.6970 2080.0515 19.1819 8968 3 694.0220 ‐1.2769
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 2106.1052 NPLDLLPPSPMVLDDWKR 2171.6640 2106.1072 21.2696 4407 3 702.7073 0.5226
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 1589.7457 YFWTMVNQPEFK 654.4998 1589.7487 19.8317 3544 2 795.3780 1.12
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 2039.0808 VPVLETPEGPIFESNAIAR 277.1847 2039.0619 23.0245 1483 2 1020.0346 ‐8.0977
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 2305.2373 AKNPLDLLPPSPMVLDDWKR 945.2518 2305.2336 20.5551 4353 3 769.0827 ‐1.7988
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 1657.8908 PFSAPAEEAAISALKR 169.5250 1657.8842 20.8161 12965 2 829.4457 ‐3.7608
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 1343.6776 PSPMVLDDWKR 343.1772 1343.6794 21.3602 1539 2 672.3433 0.7116
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 27 34.14 None 1159.5928 PMVLDDWKR 195.0477 1159.5874 20.9680 1092 1 1159.5874 ‐3.5170
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 908.1956 23860.4661 5 25.23 None 1629.9033 FAMLGAAGAIAPEILGK 4064.2860 1629.9039 21.1443 13664 2 815.4556 0.3545
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 908.1956 23860.4661 5 25.23 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 3835.2640 2594.2683 20.0956 11973 3 865.4276 0.5192
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 908.1956 23860.4661 5 25.23 None 1395.6362 LQDWYNPGSMGK 2431.4090 1395.6402 25.2496 9380 2 698.3237 2.27
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 908.1956 23860.4661 5 25.23 None 662.3330 FAMLGAA 117.1548 662.3308 19.8697 1620 1 662.3308 ‐3.5819
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 908.1956 23860.4661 5 25.23 None 1377.6256 LQDWYNPGSMGK 173.4864 1377.6310 26.5973 2001 2 689.3192 3.11
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 1161.1030 3415.7127 23.6577 15134 3 1139.2424 ‐1.0722
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 rbamidomethyl+C 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 4658.2860 2531.2408 28.0283 14809 3 844.4185 1.1259
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 rbamidomethyl+C( 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 3048.9440 3048.4343 23.0777 9809 3 1016.8163 0.6106
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1111.5994 TLPGPVTDPSK 12404.1000 1111.6002 18.8741 7288 2 556.3038 ‐0.4188
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 960.4785 DIVDAHYK 6838.1460 960.4804 16.5231 5068 2 480.7438 0.3838
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1976.9845 MSLLADLVNLDISDNSEK 533.1100 1977.0028 21.3640 1138 3 659.6725 8.38
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1845.9440 SLLADLVNLDISDNSEK 349.1047 1845.9786 18.1574 849 3 615.9977 17.8246
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1449.8312 TLPGPVTDPSKLPK 3687.7270 1449.8303 22.7691 12827 3 483.9483 ‐2.0369
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1236.6008 HAAAEIFANPDV 224.3566 1236.5960 24.7648 4554 2 618.8016 ‐4.8202
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1235.6994 PGPVTDPSKLPK 1268.5300 1235.7008 22.7646 3419 2 618.3541 0.2247
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1595.6810 29838.7466 22 44.49 None 1959.9579 MSLLADLVNLDISDNSEK 164.2064 1959.9639 20.7328 1033 2 980.4856 3.29
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1069.9740 29838.7466 22 44.49 rbamidomethyl+C 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 4996.2160 2531.2408 28.0283 14809 3 844.4185 1.1511
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1069.9740 29838.7466 22 44.49 None 1111.5994 TLPGPVTDPSK 15602.7500 1111.6002 18.8741 7288 2 556.3038 ‐0.3154
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1069.9740 29838.7466 22 44.49 None 3181.6065 ITEIAGVVVSFDPKPIPGDWNGAGAHTNYR 149.6541 3181.5382 42.2944 7757 3 1061.1843 ‐20.3034
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1069.9740 29838.7466 22 44.49 None 1449.8312 TLPGPVTDPSKLPK 5004.0350 1449.8303 22.7691 12827 3 483.9483 ‐2.2560
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 4470.1290 3415.7127 23.6577 15134 3 1139.2424 ‐1.2655
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 rbamidomethyl+C( 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 1850.7390 3048.4343 23.0777 9809 3 1016.8163 0.4986
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 None 3486.6601 WNYDGSSTGQAPGQDSEVILYPQAIFKDPFR 998.3772 3486.6519 21.4619 2966 3 1162.8888 ‐1.1390
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 Oxidation+M(13) 2028.9881 IIAEYIWVGGSGMDMRSK 471.8403 2028.9830 21.2893 1803 2 1014.9951 ‐1.3984
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 None 1178.5993 DVNWPLGWPI 180.9716 1178.5964 25.5174 2776 1 1178.5964 ‐1.1602
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 rbamidomethyl+C( 2080.9797 PIGGFPGPQGPYYCSIGADK 1104.1500 2080.9881 23.0481 1788 2 1040.9977 5.31
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 797.3318 29838.7466 22 44.49 None 2919.4815 IFANPDVIAEVPWYGIEQEYTLLQK 438.9573 2919.4732 25.4836 1048 3 973.8293 ‐2.2875
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1187.6419 FVDIGIPANNK 12008.0200 1187.6423 16.3140 19710 2 594.3248 ‐0.6635
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1339.6753 FAQYTGANAIAGR 10861.4600 1339.6750 20.9619 18746 2 670.3412 ‐0.9045
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 940.5826 LLILTDPR 4349.2800 940.5833 16.9157 14738 2 470.7953 ‐0.8715
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 2466.3463 VIVAIENPQDIIVQSARPYGQR 6063.3200 2466.3514 18.7941 10862 3 822.7887 2.0420
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1253.6525 NDGIYIFNLGK 2607.5400 1253.6542 19.4518 4563 2 627.3307 0.4955
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1409.7536 RNDGIYIFNLGK 1568.0990 1409.7515 18.3957 7197 2 705.3794 ‐1.9882
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 453.3435 LLIL 328.1723 453.3434 16.1370 13462 1 453.3434 ‐1.3407
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1192.6069 AQYTGANAIAGR 222.5891 1192.5989 20.0404 3139 1 1192.5989 ‐5.0907
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1971.0043 ENPQDIIVQSARPYGQR 364.6069 1971.0032 18.8055 1245 2 986.0052 0.1867
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1103.5592 QYTGANAIAGR 306.6240 1103.5601 21.2218 1028 2 552.2837 ‐0.4743
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1599.1750 32209.2755 17 22.45 None 1392.7270 RNDGIYIFNLGK 275.4727 1392.7266 18.6552 872 3 464.9137 ‐1.8586
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 1187.6419 FVDIGIPANNK 18135.9900 1187.6423 16.3140 19710 2 594.3248 ‐0.5794
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 940.5826 LLILTDPR 2183.4200 940.5833 16.9157 14738 2 470.7953 ‐0.8442
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 2466.3463 VIVAIENPQDIIVQSARPYGQR 8008.5420 2466.3514 18.7941 10862 3 822.7887 2.0589
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 1253.6525 NDGIYIFNLGK 1131.8610 1253.6542 19.4518 4563 2 627.3307 0.5948
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 453.3435 LLIL 152.4139 453.3434 16.1370 13462 1 453.3434 ‐1.6289
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1379.5970 32209.2755 17 22.45 None 1971.0043 ENPQDIIVQSARPYGQR 558.1401 1971.0032 18.8055 1245 2 986.0052 0.4510
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1795.8683 LAEMPADSGYPAYLAAR 9530.1690 1795.8688 27.7682 22062 2 898.4381 0.6118
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1578.7170 FEDPAEGEDTLVEK 6998.4500 1578.7191 23.5180 15575 2 789.8632 1.13
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1545.8054 TTLVANTSNMPVAAR 5113.9220 1545.8059 22.4829 13714 2 773.4066 0.1019
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1801.9344 NIIHFYNLANQAVER 2310.9950 1801.9371 17.7865 12998 3 601.3172 0.5414
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1019.5520 ISGDVYIPR 4433.4670 1019.5520 22.3281 10822 2 510.2796 ‐1.4260
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1471.7639 EDDLNEIVQLVGK 6087.8530 1471.7631 34.1853 10246 2 736.3852 ‐0.9398
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAM 4777.4740 3736.8157 24.0932 10064 3 1246.2768 ‐0.3557
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1255.7005 LAADTPLLTGQR 9041.4700 1255.7025 23.4547 9609 2 628.3549 0.7124
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 rbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 8893.1470 2690.3499 34.7510 8914 3 897.4548 ‐0.4733
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2080.9346 LTTFEDDEKESEYGYVR 3395.0210 2080.9380 23.5812 8526 3 694.3175 1.0885
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1337.6260 YSTALESFYEK 797.0046 1337.6316 26.4143 8483 2 669.3195 3.94



NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 rbamidomethyl+C( 1675.7381 YSNSDAVVYVGCGER 6636.5090 1675.7418 21.3723 6514 2 838.3745 2.36
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1391.7417 DTVIELEFQGIK 1668.3260 1391.7391 27.4791 5357 2 696.3732 ‐2.4487
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1674.7646 EDYLAQNAFTPYDK 1627.0930 1674.7714 27.3858 4447 2 837.8893 4.1033
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1335.7379 VGHDNLIGEIIR 1478.9330 1335.7392 28.5770 2895 3 445.9179 ‐0.6764
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1287.6804 WAEALREISGR 507.3623 1287.7118 23.5865 19882 2 644.3595 23.5508
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1966.2270 2465.1434 23.6385 5577 2 1233.0753 ‐1.2160
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1574.8272 DALAEGDKITLETAK 5747.4670 1574.8280 23.2230 9141 3 525.6142 ‐0.7848
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1495.7726 KSYTMLQSWPVR 1381.3070 1495.7602 26.1494 7527 2 748.3837 ‐8.6403
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2409.2184 LVSQKFEDPAEGEDTLVEKFK 2462.9830 2409.2015 21.3112 4529 2 1205.1044 ‐5.3073
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 3350.6344 SVWMMRNIIHFYNLANQAVERAAGMDGQK 1235.0110 3350.6093 29.5124 3520 3 1117.5413 ‐6.2496
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1853.8804 FEDPAEGEDTLVEKFK 1492.7820 1853.8674 34.8730 1885 2 927.4373 ‐6.5231
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 561.2991 EISGR 91.3592 561.3021 24.9354 15172 1 561.3021 4.98
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1351.6641 PADSGYPAYLAAR 341.8898 1351.6625 28.2864 2567 2 676.3349 ‐1.8359
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 756.4291 VLDALFP 185.1283 756.4273 22.3445 2486 1 756.4273 ‐2.2593
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 810.4178 LPPDAMGK 98.7965 810.4202 22.8583 1812 1 810.4202 3.98
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 647.3875 VYIPR 516.5935 647.3872 20.7594 1806 1 647.3872 ‐0.7470
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1125.5397 KSYTMLQSW 146.6175 1125.5427 27.0018 1448 2 563.2750 1.30
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1200.6160 NIIHFYNLAN 301.7791 1200.6176 18.8749 1314 1 1200.6176 2.66
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1866.8028 TFEDDEKESEYGYVR 478.6321 1866.8042 22.6545 1236 2 933.9057 1.45
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 890.4466 GEDTLVEK 115.0063 890.4424 23.0401 761 1 890.4424 ‐4.1459
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1412.6692 LVSQKFEDPAEGE 277.9711 1412.6738 22.3548 753 1 1412.6738 5.50
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1477.7620 KSYTMLQSWPVR 143.9626 1477.7677 24.5995 4621 2 739.3875 3.41
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1317.7274 VGHDNLIGEIIR 457.1178 1317.7270 30.3462 2529 2 659.3671 ‐1.0041
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1784.9078 NIIHFYNLANQAVER 496.5480 1784.9115 17.5892 3893 3 595.6420 1.0407
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1795.8683 LAEMPADSGYPAYLAAR 7659.3030 1795.8688 27.7682 22062 2 898.4381 0.6259
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1545.8054 TTLVANTSNMPVAAR 6434.9960 1545.8059 22.4829 13714 2 773.4066 0.1487
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1019.5520 ISGDVYIPR 4268.4970 1019.5520 22.3281 10822 2 510.2796 ‐1.3106
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1471.7639 EDDLNEIVQLVGK 3247.0720 1471.7631 34.1853 10246 2 736.3852 ‐0.8834
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1255.7005 LAADTPLLTGQR 10442.5300 1255.7025 23.4547 9609 2 628.3549 0.7970
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 4109.3390 2690.3499 34.7510 8914 3 897.4548 ‐0.4122
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1337.6260 YSTALESFYEK 1778.4220 1337.6316 26.4143 8483 2 669.3195 3.33
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 rbamidomethyl+C( 1675.7381 YSNSDAVVYVGCGER 7088.4120 1675.7418 21.3723 6514 2 838.3745 2.34
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1391.7417 DTVIELEFQGIK 965.1136 1391.7391 27.4791 5357 2 696.3732 ‐2.3818
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1674.7646 EDYLAQNAFTPYDK 2050.3070 1674.7714 27.3858 4447 2 837.8893 4.1333
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1733.8745 EASIYTGITIAEYFR 503.9994 1733.8780 35.1451 1687 2 867.4426 2.53
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1287.6804 WAEALREISGR 533.0264 1287.7118 23.5865 19882 2 644.3595 23.6312
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1367.6776 SYTMLQSWPVR 242.3651 1367.6731 21.0867 5957 2 684.3402 ‐3.8449
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 389.2327 2271.1116 26.7300 2173 2 1136.0594 ‐8.9765
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1495.7726 KSYTMLQSWPVR 1277.1520 1495.7602 26.1494 7527 2 748.3837 ‐8.5870
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1574.8272 DALAEGDKITLETAK 552.0449 1574.8310 27.6527 2435 3 525.6152 0.9105
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1853.8804 FEDPAEGEDTLVEKFK 875.7701 1853.8674 34.8730 1885 2 927.4373 ‐6.5165
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1058.5881 IELEFQGIK 98.8826 1058.5815 26.7905 3175 1 1058.5815 ‐4.7647
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1125.5397 KSYTMLQSW 164.3575 1125.5427 27.0018 1448 2 563.2750 1.45
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 946.4775 TSNMPVAAR 154.3711 946.4738 21.8827 1077 1 946.4738 ‐2.8191
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1071.5793 ADTPLLTGQR 264.2928 1071.5759 23.4371 921 1 1071.5759 ‐1.5948
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1477.7620 KSYTMLQSWPVR 317.1790 1477.7677 24.5995 4621 2 739.3875 3.97
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1349.6671 SYTMLQSWPVR 171.5701 1349.6693 22.5948 1750 2 675.3383 1.0236
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1374.7151 DTVIELEFQGIK 114.1782 1374.7081 26.0665 3460 2 687.8577 ‐5.6281
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1496.7236 FIGTAGAASTMMNPK 15785.4100 1496.7244 15.7904 10632 2 748.8658 0.1942
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1428.7369 ISTYTIGPFQSSK 5387.9550 1428.7344 16.7839 9900 2 714.8708 ‐2.2815
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 954.5295 ILTEFFGK 259.6151 954.5238 27.2490 8666 1 954.5238 ‐5.1323
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1759.9225 REEFEEISIPILER 3661.1710 1759.9261 33.4263 5699 3 587.3136 1.0381
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 2604.2980 SLPFSVTEGPDGYPLIHANYLGEK 1408.2430 2604.2959 21.5609 5285 3 868.7701 ‐0.6520
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 rbamidomethyl+C( 1744.8323 GSVIDQLGYCINSYR 2775.3820 1744.8323 18.8553 5268 2 872.9198 0.1963
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1768.8794 AFTPTQVMGMMLSNLK 1101.6440 1768.8806 23.6651 4465 2 884.9440 0.9544
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1346.6045 NAVESYVYDMR 2466.2090 1346.6039 26.2270 4365 2 673.8056 ‐1.1243
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1138.5197 EFEMALQDR 4591.0160 1138.5233 24.0144 3737 2 569.7653 1.90
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 1603.8214 EEFEEISIPILER 3935.7610 1603.8192 35.4357 3523 2 802.4133 ‐1.4297
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 870.4680 VGDPVEVR 7001.2530 870.4691 16.8220 1728 2 435.7382 ‐0.4801
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 187.7471 1953.9837 34.4943 7523 2 977.4955 18.5711
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 2342.1657 ALSDAGLTVEDVHMVEVIGSGSR 346.6270 2342.1290 15.6860 6029 4 586.2877 ‐16.8760
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 rbamidomethyl+C( 3176.5391 TDLPESDQLNVAFIDIGHASMQVCIAGFK 283.8481 3176.4905 39.6106 5025 2 1588.7489 ‐11.8483
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 2204.0578 GAASEAQNGGAENQQSTIVFPK 2766.9220 2204.0772 21.2684 3924 3 735.3639 8.45
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 2307.1921 VREFQVHESFPFSISLAWK 145.4181 2307.1474 36.8083 2579 3 769.7206 ‐19.6180
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 rbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 rbamidomethyl+C( 1866.9167 VVGFDFGNENCLVAVAR 614.8212 1866.9122 34.5729 27226 2 933.9597 ‐1.9228
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 710.3508 TEFFGK 75.2433 710.3532 29.4633 1190 1 710.3532 3.62
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 902.4763 88115.6927 46 23.83 None 2587.2715 SLPFSVTEGPDGYPLIHANYLGEK 477.1085 2587.2739 22.9609 890 3 863.0961 1.0660
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 rbamidomethyl+C 1236.5929 ETPAIVCFGDK 339.9444 1236.5996 25.8442 42696 2 618.8034 4.75
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1759.9225 REEFEEISIPILER 3224.2450 1759.9261 33.4263 5699 3 587.3136 0.8890
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1346.6045 NAVESYVYDMR 2129.4400 1346.6039 26.2270 4365 2 673.8056 ‐1.0515
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1603.8214 EEFEEISIPILER 4701.5940 1603.8192 35.4357 3523 2 802.4133 ‐1.3905
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1565.7628 AVEKEFEMALQDR 623.9744 1565.7669 29.0556 1621 2 783.3871 2.56
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 2023.0032 SLGGRDFDEVLFNHFAAK 315.0553 2023.0332 31.1318 9124 2 1012.0202 15.6720
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 901.3812 1953.9837 34.4943 7523 2 977.4955 18.5646
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1428.7369 ISTYTIGPFQSSK 350.0657 1428.7281 31.1953 2836 2 714.8677 ‐6.6392
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 2307.1921 VREFQVHESFPFSISLAWK 266.2114 2307.1474 36.8083 2579 3 769.7206 ‐19.6434
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 rbamidomethyl+C(8)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 1746.8181 LSDKYQEYITDSER 714.5894 1746.8270 30.0503 2244 2 873.9172 5.35



NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 219.3153 88115.6927 46 23.83 None 593.3293 ETPAIV 146.3927 593.3319 23.7595 3131 1 593.3319 3.74
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 3304.6341 TDLPESDQLNVAFIDIGHASMQVCIAGFKK 237.0265 3304.6177 19.5688 11772 3 1102.2108 ‐3.9492
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 1496.7236 FIGTAGAASTMMNPK 12685.3800 1496.7244 15.7904 10632 2 748.8658 0.3494
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 1428.7369 ISTYTIGPFQSSK 8278.4510 1428.7344 16.7839 9900 2 714.8708 ‐2.1419
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 2604.2980 SLPFSVTEGPDGYPLIHANYLGEK 805.4983 2604.2959 21.5609 5285 3 868.7701 ‐0.6657
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 1744.8323 GSVIDQLGYCINSYR 771.1786 1744.8323 18.8553 5268 2 872.9198 0.4086
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 1768.8794 AFTPTQVMGMMLSNLK 857.8137 1768.8806 23.6651 4465 2 884.9440 1.1722
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 211.4115 1953.9878 22.4010 1174 2 977.4975 20.9417
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 2127.0825 VLSANPLAPLNIECLMDEK 405.2532 2127.0808 23.6350 802 2 1064.0440 0.5773
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 2423.2608 RAFTPTQVMGMMLSNLKGIAEK 1870.0480 2423.2797 21.0615 10872 3 808.4314 7.70
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 2927.4720 FDHIELAEKQKVLNECVEAEAWLR 372.8299 2927.4547 24.0017 1775 3 976.4898 ‐5.3607
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 None 750.3781 GPFQSSK 671.7649 750.3809 17.4890 2665 1 750.3809 3.50
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 491.3064 88115.6927 46 23.83 rbamidomethyl+C( 1762.8105 SVVGFDFGNENCLVAVA 162.8600 1762.8017 23.8848 771 2 881.9045 ‐4.5268
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1653.9244 MVDVLVEQNIVPGIK 104811.1000 1653.9244 19.5744 77723 2 827.4658 ‐0.0057
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 17117.1400 3024.4938 36.3241 48048 3 1008.8361 ‐0.7011
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1387.7176 LASIGLENTEANR 17219.1400 1387.7179 21.9182 41559 2 694.3626 ‐0.3476
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 873.4577 EAAWGLAR 17413.7300 873.4586 21.6782 29250 2 437.2329 ‐0.7717
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C( 2479.1922 GLVPLVGSYDESWCQGLDGLASR 3703.7380 2479.1842 21.3221 27721 2 1240.0957 ‐1.3584
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 2523.6510 3400.7792 25.4001 21852 3 1134.2646 ‐1.4700
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C( 2147.9519 TIASPGHGIMAMDESNATCGK 8744.2240 2147.9562 22.8110 17523 3 716.6569 1.95
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1452.8421 TVVSIPNGPSALAVK 15126.7000 1452.8386 17.0780 16370 2 726.9229 ‐2.8117
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C( 2304.0530 TIASPGHGIMAMDESNATCGKR 617.8710 2304.0687 26.3834 2564 3 768.6944 6.71
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 740.4665 NIVPGIK 125.4042 740.4640 17.6634 11314 1 740.4640 ‐3.3973
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1240.6606 MVDVLVEQNIV 362.5117 1240.6618 18.5482 6970 2 620.8346 0.0835
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 673.3780 AWGLAR 152.8798 673.3776 21.6829 4875 1 673.3776 ‐0.7586
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 953.5415 PNGPSALAVK 220.4309 953.5419 16.7762 4069 2 477.2746 ‐1.1351
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 997.5677 EQNIVPGIK 240.7397 997.5684 18.3581 3103 2 499.2878 ‐0.7568
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C 621.3137 TCGKR 97.9824 621.3121 26.3885 2926 1 621.3121 ‐3.0712
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 657.3640 MVDVLV 115.6840 657.3612 20.1619 2591 1 657.3612 ‐4.5415
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1308.7886 VLVEQNIVPGIK 275.0045 1308.7918 18.7033 1654 2 654.8995 1.17
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 1352.6692 ETLYQSTTDGKK 413.9133 1352.6712 24.0489 1282 2 676.8392 0.7595
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C( 1933.8201 ASPGHGIMAMDESNATCGK 3871.1360 1933.8285 22.8075 1264 2 967.4179 4.67
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C 1183.4718 AMDESNATCGK 430.2344 1183.4687 22.2319 985 1 1183.4687 ‐1.0749
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 rbamidomethyl+C( 2129.9413 TIASPGHGIMAMDESNATCGK 406.7109 2129.9428 24.6264 1642 2 1065.4750 1.84
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9661.3190 33437.3367 42 50.16 None 855.4472 EAAWGLAR 228.9559 855.4487 21.6805 1117 2 428.2280 0.0012
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 17673.7400 3024.4938 36.3241 48048 3 1008.8361 ‐0.5645
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 1387.7176 LASIGLENTEANR 11329.8200 1387.7179 21.9182 41559 2 694.3626 ‐0.2802
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 873.4577 EAAWGLAR 21872.5000 873.4586 21.6782 29250 2 437.2329 ‐0.6373
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 rbamidomethyl+C( 2147.9519 TIASPGHGIMAMDESNATCGK 9272.3770 2147.9562 22.8110 17523 3 716.6569 1.81
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 1307.6842 ATPEQVASYTLK 484.1756 1307.6853 21.1387 13669 2 654.3463 0.1719
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 673.3780 AWGLAR 189.5536 673.3776 21.6829 4875 1 673.3776 ‐0.5302
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 1003.4803 GLENTEANR 486.3524 1003.4775 21.9345 2086 1 1003.4775 ‐1.5498
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 rbamidomethyl+C( 1933.8201 ASPGHGIMAMDESNATCGK 3669.1470 1933.8285 22.8075 1264 2 967.4179 4.28
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 rbamidomethyl+C 1183.4718 AMDESNATCGK 453.0525 1183.4687 22.2319 985 1 1183.4687 ‐0.7041
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 1369.7070 LASIGLENTEANR 198.9270 1369.7065 20.8236 3825 3 457.2403 ‐2.2133
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 rbamidomethyl+C( 2129.9413 TIASPGHGIMAMDESNATCGK 346.4592 2129.9428 24.6264 1642 2 1065.4750 1.90
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3272.2260 33437.3367 42 50.16 None 855.4472 EAAWGLAR 267.1975 855.4487 21.6805 1117 2 428.2280 0.1380
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 1653.9244 MVDVLVEQNIVPGIK 162108.5000 1653.9244 19.5744 77723 2 827.4658 0.1856
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 8410.5600 3400.7800 24.8798 42637 3 1134.2649 ‐1.4151
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 rbamidomethyl+C( 2479.1922 GLVPLVGSYDESWCQGLDGLASR 4858.4700 2479.1842 21.3221 27721 2 1240.0957 ‐0.9772
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 1452.8421 TVVSIPNGPSALAVK 14756.3900 1452.8386 17.0780 16370 2 726.9229 ‐2.6666
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 1307.6842 ATPEQVASYTLK 95.4063 1307.6734 20.1697 1179 2 654.3403 ‐8.8889
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 740.4665 NIVPGIK 67.6544 740.4640 17.6634 11314 1 740.4640 ‐3.6940
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 953.5415 PNGPSALAVK 837.3066 953.5419 16.7762 4069 2 477.2746 ‐1.1048
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9758.8480 33437.3367 42 50.16 None 1308.7886 VLVEQNIVPGIK 248.2167 1308.7918 18.7033 1654 2 654.8995 1.37
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1653.9244 MVDVLVEQNIVPGIK 104811.1000 1653.9244 19.5744 77723 2 827.4658 ‐0.0057
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 17117.1400 3024.4938 36.3241 48048 3 1008.8361 ‐0.7011
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1387.7176 LASIGLENTEANR 17219.1400 1387.7179 21.9182 41559 2 694.3626 ‐0.3476
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 873.4577 EAAWGLAR 17413.7300 873.4586 21.6782 29250 2 437.2329 ‐0.7717
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C( 2479.1922 GLVPLVGSYDESWCQGLDGLASR 3703.7380 2479.1842 21.3221 27721 2 1240.0957 ‐1.3584
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 970.5680 AAQDILLAR 40525.9500 970.5688 23.0512 24767 2 485.7880 ‐0.6948
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 2523.6510 3400.7792 25.4001 21852 3 1134.2646 ‐1.4700
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C( 2147.9519 TIASPGHGIMAMDESNATCGK 8744.2240 2147.9562 22.8110 17523 3 716.6569 1.95
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1452.8421 TVVSIPNGPSALAVK 15126.7000 1452.8386 17.0780 16370 2 726.9229 ‐2.8117
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1147.5742 TWGGKEENVK 715.5536 1147.5560 25.2884 4407 2 574.2817 ‐16.9574
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C( 2304.0530 TIASPGHGIMAMDESNATCGKR 617.8710 2304.0687 26.3834 2564 3 768.6944 6.71
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 901.5102 ANSLAQLGK 376.0428 901.5004 23.5376 2478 1 901.5004 ‐10.2774
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 2081.9986 ANSLAQLGKYTGEGESEEAK 331.0820 2081.9849 36.8119 1436 3 694.6665 ‐7.1165
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 740.4665 NIVPGIK 125.4042 740.4640 17.6634 11314 1 740.4640 ‐3.3973
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1240.6606 MVDVLVEQNIV 362.5117 1240.6618 18.5482 6970 2 620.8346 0.0835
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 673.3780 AWGLAR 152.8798 673.3776 21.6829 4875 1 673.3776 ‐0.7586
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 953.5415 PNGPSALAVK 220.4309 953.5419 16.7762 4069 2 477.2746 ‐1.1351
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 842.4367 GGKEENVK 122.5847 842.4383 25.4472 3864 1 842.4383 2.10
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 810.4832 QDILLAR 110.1052 810.4852 24.6411 3154 1 810.4852 2.52
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 997.5677 EQNIVPGIK 240.7397 997.5684 18.3581 3103 2 499.2878 ‐0.7568
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C 621.3137 TCGKR 97.9824 621.3121 26.3885 2926 1 621.3121 ‐3.0712
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 657.3640 MVDVLV 115.6840 657.3612 20.1619 2591 1 657.3612 ‐4.5415



NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1308.7886 VLVEQNIVPGIK 275.0045 1308.7918 18.7033 1654 2 654.8995 1.17
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 1352.6692 ETLYQSTTDGKK 413.9133 1352.6712 24.0489 1282 2 676.8392 0.7595
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C( 1933.8201 ASPGHGIMAMDESNATCGK 3871.1360 1933.8285 22.8075 1264 2 967.4179 4.67
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C 1183.4718 AMDESNATCGK 430.2344 1183.4687 22.2319 985 1 1183.4687 ‐1.0749
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 rbamidomethyl+C( 2129.9413 TIASPGHGIMAMDESNATCGK 406.7109 2129.9428 24.6264 1642 2 1065.4750 1.84
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 855.4472 EAAWGLAR 228.9559 855.4487 21.6805 1117 2 428.2280 0.0012
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10627.6300 41978.8296 44 50.13 None 2064.9720 ANSLAQLGKYTGEGESEEAK 185.3251 2064.9637 36.8362 954 2 1032.9855 ‐3.0818
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 17673.7400 3024.4938 36.3241 48048 3 1008.8361 ‐0.5645
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 1387.7176 LASIGLENTEANR 11329.8200 1387.7179 21.9182 41559 2 694.3626 ‐0.2802
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 873.4577 EAAWGLAR 21872.5000 873.4586 21.6782 29250 2 437.2329 ‐0.6373
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 970.5680 AAQDILLAR 59472.9000 970.5688 23.0512 24767 2 485.7880 ‐0.5730
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 rbamidomethyl+C( 2147.9519 TIASPGHGIMAMDESNATCGK 9272.3770 2147.9562 22.8110 17523 3 716.6569 1.81
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 1307.6842 ATPEQVASYTLK 484.1756 1307.6853 21.1387 13669 2 654.3463 0.1719
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 673.3780 AWGLAR 189.5536 673.3776 21.6829 4875 1 673.3776 ‐0.5302
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 810.4832 QDILLAR 148.0235 810.4852 24.6411 3154 1 810.4852 3.0218
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 1003.4803 GLENTEANR 486.3524 1003.4775 21.9345 2086 1 1003.4775 ‐1.5498
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 700.4352 DILLAR 2412.7950 700.4382 23.0535 1684 1 700.4382 4.09
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 rbamidomethyl+C( 1933.8201 ASPGHGIMAMDESNATCGK 3669.1470 1933.8285 22.8075 1264 2 967.4179 4.28
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 rbamidomethyl+C 1183.4718 AMDESNATCGK 453.0525 1183.4687 22.2319 985 1 1183.4687 ‐0.7041
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 1369.7070 LASIGLENTEANR 198.9270 1369.7065 20.8236 3825 3 457.2403 ‐2.2133
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 rbamidomethyl+C( 2129.9413 TIASPGHGIMAMDESNATCGK 346.4592 2129.9428 24.6264 1642 2 1065.4750 1.90
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4648.2060 41978.8296 44 50.13 None 855.4472 EAAWGLAR 267.1975 855.4487 21.6805 1117 2 428.2280 0.1380
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1238.6263 AYEIATTAAEAK 15629.1200 1238.6264 19.4849 9509 2 619.8168 ‐0.8622
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1701.8629 MGSGKERDTFVYLAK 1497.3630 1701.8623 33.2543 3688 2 851.4348 ‐0.2369
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1378.7577 IFSSIEQKEAVK 606.0729 1378.7391 19.4160 5205 2 689.8732 ‐14.0375
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 2347.1791 LGLALNFSVFYYEIMNAPER 144.9263 2347.1921 36.0130 3899 2 1174.0997 7.0921
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 989.5262 KEAADQSLK 277.0029 989.5126 20.2000 3393 1 989.5126 ‐12.8137
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 2202.0085 QAFDEAISELDTLNEESYK 1157.1370 2202.0232 34.7075 1875 2 1101.5152 7.12
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1958.8834 LSEQAERYEEMVESMK 1226.3560 1958.8883 25.5619 1866 3 653.6343 1.32
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1172.6270 EAVKGNDVNVK 540.3885 1172.6234 16.2122 805 2 586.8153 ‐4.1483
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1193.5685 LDTLNEESYK 1364.5560 1193.5665 35.2099 1399 1 1193.5665 0.0140
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1977.0420 29577.2064 11 34.73 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_001031551.1 photosystem I P subunit Arabidopsis thaliana 1398.2060 18596.2152 1 14.37 None 2588.2825 ATTEVGEAPATTTEAETTELPEIVK 9731.5170 2588.2788 28.5984 19986 2 1294.6431 0.7049
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C( 1960.9541 LELELAEVEMPGLMACR 111131.7000 1960.9556 37.0008 31118 2 980.9814 1.18
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C 1237.6246 VAVICGYGDVGK 25534.3900 1237.6256 22.4405 30607 2 619.3164 ‐0.1208
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 40591.1200 3033.4404 37.4617 29283 3 1011.8183 ‐0.5814
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 8454.5130 2361.1540 27.6429 23779 4 591.0440 0.0663
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 4326.7230 2499.2911 23.1703 21612 2 1250.1492 ‐0.7083
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1137.5575 TEFGPSQPFK 3407.0010 1137.5565 22.3988 20845 2 569.2819 ‐1.9931
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 998.5993 AGIIVLAEGR 12053.7400 998.6003 25.5682 17280 2 499.8038 ‐0.4504
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1319.7053 LVGVSEETTTGVK 13432.9900 1319.7070 19.6015 15604 2 660.3571 0.5671
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1026.4309 DMSQADFGR 18100.8800 1026.4313 18.3000 12962 2 513.7193 ‐1.0505
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1475.8064 LVGVSEETTTGVKR 32298.0900 1475.8070 17.9825 10397 3 492.6072 ‐1.0246
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C(2)
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1129.5493 DIIMVDHMR 7414.0950 1129.5539 23.4588 9787 2 565.2806 2.66
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 905.4761 ATDVMIAGK 4546.3820 905.4780 17.1934 3412 2 453.2426 0.4082
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C 1259.5838 SKFDNLYGCR 4178.5330 1259.5864 19.3587 9885 2 630.2968 1.50
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C( 3834.8942 LYQMQQNGTLLFPAINVNDSVTKSKFDNLYGCR 607.2141 3834.8728 17.5801 1977 4 959.4736 ‐5.7118
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C( 3130.5846 HSLPDGLMRATDVMIAGKVAVICGYGDVGK 1034.7220 3130.5769 23.5668 1510 3 1044.1971 ‐1.5630
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1604.8490 ERLVGVSEETTTGVK 552.5731 1604.8354 15.8041 844 3 535.6167 ‐9.7141
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1206.6212 VGVSEETTTGVK 273.7621 1206.6284 19.2799 5069 2 603.8178 4.45
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 657.3137 VDHMR 143.7901 657.3151 25.1296 2446 1 657.3151 1.38
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 780.3635 SQADFGR 6108.6740 780.3621 18.3010 1463 1 780.3621 ‐1.6337
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 rbamidomethyl+C 855.3666 CGYGDVGK 221.1816 855.3684 22.4475 1348 1 855.3684 2.09
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1107.5528 GVSEETTTGVK 240.8655 1107.5490 20.1277 832 2 554.2782 ‐4.6279
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1457.7958 LVGVSEETTTGVKR 268.2729 1457.8003 18.8945 34109 2 729.4038 2.34
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1119.5469 TEFGPSQPFK 108.2839 1119.5405 22.8078 1605 1 1119.5405 ‐4.4178
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 13421.9200 48977.4464 25 50.68 None 1586.8384 ERLVGVSEETTTGVK 257.6187 1586.8297 15.7474 1184 2 793.9185 ‐5.6264
NP_001031705.2 cystine lyase Arabidopsis thaliana 999.3826 42627.8474 5 20.53 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 7010.6040 1894.0064 17.7899 16535 2 947.5068 0.5265
NP_001031705.2 cystine lyase Arabidopsis thaliana 999.3826 42627.8474 5 20.53 None 1533.8887 FSSIVPVVTLGSISK 11102.0100 1533.8914 20.0538 9957 2 767.4494 1.61
NP_001031705.2 cystine lyase Arabidopsis thaliana 999.3826 42627.8474 5 20.53 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 1659.7230 3173.7060 22.8172 9333 3 1058.5735 ‐3.7359
NP_001031705.2 cystine lyase Arabidopsis thaliana 999.3826 42627.8474 5 20.53 None 1580.7930 WTLFGSNPFVPMGK 1777.9440 1580.7966 22.1351 6885 2 790.9019 2.36
NP_001031705.2 cystine lyase Arabidopsis thaliana 999.3826 42627.8474 5 20.53 None 1049.5051 AVLYGSGNAYA 125.3520 1049.5053 16.3861 2858 2 525.2563 ‐1.0790
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 1257.7049 LAQVVSDPSLTK 2154.6600 1257.7081 21.5597 6897 2 629.3577 1.52
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 1921.9324 DSYTVMHLDLASLDSVR 2047.1450 1921.9357 33.4474 4944 3 641.3168 0.8081
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 2237.0503 GLAGGLNGLNSSAMIDGGDFDGAK 307.9271 2237.1008 35.0728 6594 2 1119.0540 23.8669
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 3034.3337 SGVYWSWNNASASFENQLSEEASDVEK 1079.0140 3034.3208 37.0693 2622 3 1012.1118 ‐3.3331
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 rbamidomethyl+C( 2209.1210 TETPLDVLVCNAAVYFPTAK 401.3327 2209.0715 31.0545 1167 2 1105.0394 ‐21.1501
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 747.3883 SDPSLTK 151.5350 747.3887 20.7009 1469 1 747.3887 0.8560
NP_001031731.1 light dependent NADPH protochlorophyllide oxidoreductase B Arabidopsis th 262.3633 43587.4336 7 7.23 None 2220.0237 GLAGGLNGLNSSAMIDGGDFDGAK 700.7958 2220.0228 34.0238 845 2 1110.5150 0.8204
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1523.8580 LGPNYLQLPVNAPK 35953.6600 1523.8579 18.1818 87953 2 762.4326 ‐0.2294
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1984.9916 EGNFDLVGNNFPVFFIR 11220.1600 1984.9906 23.0643 13752 2 992.9989 0.5262
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 3514.6776 ILDFFSHHPESLNMFTFLFDDIGIPQDYR 194.3407 3514.6611 25.5016 1389 4 879.4207 ‐4.6945
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1525.8261 GPILLEDYHLVEK 268.7428 1525.7908 21.1800 5547 2 763.3990 ‐23.2590
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 2694.3549 LFIQIIDPADEDKFDFDPLDVTK 1370.2220 2694.3536 22.6699 9806 3 898.7894 ‐0.2238
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1616.8544 FIQRWIDALSDPR 559.9998 1616.8512 19.8628 2741 2 808.9292 ‐1.8506
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 3857.8365 SLLEEDAIRVGGTNHSHATQDLYDSIAAGNYPEW 150.8371 3857.8515 23.6453 1494 3 1286.6220 5.68
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1196.5834 FDFDPLDVTK 134.1979 1196.5822 21.5831 2334 1 1196.5822 0.3218



NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1217.5949 SIAAGNYPEWK 74.8651 1217.5973 21.8280 1074 1 1217.5973 3.46
NP_001031791.1 catalase 2 Arabidopsis thaliana 1756.8200 55337.2938 10 30.38 None 1306.6678 KFDFDPLDVTK 147.7566 1306.6674 22.0601 834 2 653.8374 ‐0.9307
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 912.9646 27821.3679 8 15.57 None 1268.6270 GIPYLNTYDGR 9902.8010 1268.6274 26.2701 13439 2 634.8173 ‐0.5548
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 912.9646 27821.3679 8 15.57 None 2132.9996 GSFETIHIQDSTGHEFATR 2310.8340 2133.0080 24.4321 12083 4 534.0075 2.44
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 912.9646 27821.3679 8 15.57 None 944.5411 LTIIEEAR 8740.8400 944.5407 21.9491 10670 2 472.7740 ‐2.0111
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 912.9646 27821.3679 8 15.57 None 926.5306 LTIIEEAR 279.7676 926.5348 22.4400 4159 2 463.7711 3.0007
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1024.2990 27821.3679 8 15.57 None 1268.6270 GIPYLNTYDGR 10259.9100 1268.6274 26.2701 13439 2 634.8173 ‐0.4719
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1024.2990 27821.3679 8 15.57 None 2132.9996 GSFETIHIQDSTGHEFATR 2193.5000 2133.0080 24.4321 12083 4 534.0075 2.1711
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1024.2990 27821.3679 8 15.57 None 944.5411 LTIIEEAR 11488.6700 944.5407 21.9491 10670 2 472.7740 ‐1.8860
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 1024.2990 27821.3679 8 15.57 None 1513.8261 YPDPLIKPNDTIK 268.0099 1513.8034 27.8752 8530 2 757.4053 ‐15.2450
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 1307.6776 KPGMTRDDLFK 521.8824 1307.6853 21.1387 13669 2 654.3463 5.0830
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 1501.8009 ANTFVAEVLGLDPR 3843.0200 1501.8020 21.3466 7584 2 751.4047 0.4109
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 1967.9345 TGAEEVYQLGPLNEYER 1283.9910 1967.9337 22.4276 4800 2 984.4705 0.3012
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 1440.7151 AGAGSATLSMAYAAAK 2591.9630 1440.7179 15.7396 4069 2 720.8626 1.61
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 2122.1577 QLEDALTGMDLVIIPAGIPR 1427.8570 2122.1494 22.4784 3436 2 1061.5783 ‐2.8088
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTGAVV 1296.5540 3490.7706 23.6765 2187 4 873.4481 ‐3.6666
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 rbamidomethyl+C( 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 775.3801 2916.4656 22.5407 6591 3 972.8267 3.39
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 583.1402 35317.7445 17 43.84 None 1950.9080 TGAEEVYQLGPLNEYER 392.6101 1950.9140 21.8881 16687 3 650.9762 2.76
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 1501.8009 ANTFVAEVLGLDPR 1715.5200 1501.8020 21.3466 7584 2 751.4047 0.5673
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 rbamidomethyl+C 2590.2494 GDANVVECSFVASQVTELAFFATK 1795.0480 2590.2443 23.2719 4326 2 1295.6258 0.5634
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 1440.7151 AGAGSATLSMAYAAAK 1708.6040 1440.7179 15.7396 4069 2 720.8626 1.85
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 2122.1577 QLEDALTGMDLVIIPAGIPR 3170.9470 2122.1494 22.4784 3436 2 1061.5783 ‐2.5098
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTGAVV 1565.1910 3490.7706 23.6765 2187 4 873.4481 ‐3.2927
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 4187.2387 EVDVPVVGGHAGVTILPLLSQVKPPSSFTPQEIEY 605.1494 4187.2011 22.4690 6592 4 1047.5557 ‐8.9838
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 1967.9345 TGAEEVYQLGPLNEYER 308.6920 1967.9656 17.3217 4274 3 656.6601 15.2178
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 2736.3774 LHLYDVVNAPGVTADVSHMDTGAVVR 2161.3710 2736.3779 23.8647 1305 3 912.7975 0.4948
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 715.7806 35317.7445 17 43.84 None 1950.9080 TGAEEVYQLGPLNEYER 174.6048 1950.8970 18.8183 1401 2 975.9521 ‐4.6736
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 907.5247 NLLSVAYK 9506.0740 907.5262 16.0742 29503 2 454.2668 ‐0.0236
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1213.5769 TAAEDTMLAYK 7782.9230 1213.5781 21.8092 5503 2 607.2927 ‐0.0120
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1416.6365 GDYHRYMAEFK 448.0878 1416.6498 23.9812 2599 2 708.8286 8.92
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1341.6719 KTAAEDTMLAYK 819.9702 1341.6765 17.1687 1266 2 671.3419 2.41
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 970.4550 EDTMLAYK 807.0002 970.4579 20.8025 5196 2 485.7326 1.37
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 680.3978 LSVAYK 5084.2480 680.3975 16.0759 4795 1 680.3975 ‐0.5381
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1700.3830 27832.5437 9 16.67 None 1323.6613 KTAAEDTMLAYK 289.9391 1323.6574 17.6998 904 2 662.3324 ‐3.6653
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 2026.1219 YNIALLPGDGIGPEVISVAK 8523.2330 2026.1213 20.6849 10853 2 1013.5643 0.5644
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 1338.6688 ELTGGIYFGEPR 4757.6740 1338.6690 27.4327 10441 2 669.8381 ‐0.6105
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 1312.6420 AGSLEGLEFDFK 2840.1860 1312.6428 31.6944 7148 2 656.8251 ‐0.0894
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 1390.7940 LSDAILLGAIGGYK 3442.9730 1390.7940 20.1453 5651 2 695.9007 ‐0.5871
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 778.4458 LGAIGGYK 331.0650 778.4471 20.3052 4289 1 778.4471 1.82
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1032.8020 33275.6936 13 23.67 None 899.5197 GPEVISVAK 238.7058 899.5215 20.1525 1541 2 450.2644 0.3613
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 386.1193 33275.6936 13 23.67 None 1338.6688 ELTGGIYFGEPR 5188.5480 1338.6690 27.4327 10441 2 669.8381 ‐0.5367
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 386.1193 33275.6936 13 23.67 None 1312.6420 AGSLEGLEFDFK 4022.0540 1312.6428 31.6944 7148 2 656.8251 ‐0.0123
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 386.1193 33275.6936 13 23.67 None 1476.7549 KEVAEGVDMMIVR 408.3522 1476.7407 20.3049 3506 3 492.9184 ‐11.2793
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1255.0520 33275.6936 13 23.67 None 2026.1219 YNIALLPGDGIGPEVISVAK 14778.8600 2026.1213 20.6849 10853 2 1013.5643 0.8414
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1255.0520 33275.6936 13 23.67 None 1390.7940 LSDAILLGAIGGYK 4492.9150 1390.7940 20.1453 5651 2 695.9007 ‐0.4562
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1255.0520 33275.6936 13 23.67 None 3805.9245 AGSLEGLEFDFKEMPVGGAALDLVGVPLPEETFT 453.2539 3805.8330 24.8006 1943 3 1269.2825 ‐22.4331
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1255.0520 33275.6936 13 23.67 None 1476.7549 KEVAEGVDMMIVR 97.4713 1476.7626 23.1748 1533 2 738.8850 4.69
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 623.2908 54677.6432 3 11.62 None 1651.8187 DHGINFIGPNPDSIR 681.1022 1651.8250 26.6198 6912 3 551.2798 2.96
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 623.2908 54677.6432 3 11.62 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 7194.3910 2641.3523 40.7777 6413 3 881.1223 ‐0.4460
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 623.2908 54677.6432 3 11.62 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 6787.0930 2372.1106 31.2474 3677 3 791.3751 ‐0.5384
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1581.8370 TIEKPVEDPSELPK 112033.1000 1581.8392 20.4215 92882 3 527.9512 0.0704
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1763.9174 VETLLNLDTKPYSDR 6950.6650 1763.9177 27.1607 57000 3 588.6441 ‐0.8657
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 25785.7100 2564.3033 22.4989 50339 2 1282.6553 2.1313
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 12073.0000 3000.4012 20.9408 39452 3 1000.8053 0.8050
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1817.8565 HETASIDQFSWGVANR 28576.4900 1817.8557 27.1783 35771 3 606.6234 ‐1.3939
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 rbamidomethyl+C( 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 5365.6580 2676.2715 22.0658 32171 3 892.7620 0.6765
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 rbamidomethyl+C 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 5471.6460 2623.3337 18.7545 27758 3 875.1161 1.05
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 3265.5250 3842.9732 25.5507 26936 3 1281.6626 ‐2.0418
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 899.5673 AILNLSLR 9618.5120 899.5654 17.8980 21491 2 450.2863 ‐3.7814
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 rbamidomethyl+C 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1641.1310 2467.2236 33.0542 7093 2 1234.1154 ‐0.1944
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1007.5044 EEGGFEVIK 7320.9760 1007.5067 22.4155 6788 2 504.2570 0.8826
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1135.5994 EEGGFEVIKK 4554.0250 1135.6013 18.9046 6405 2 568.3043 0.5876
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1361.6080 EHISAYGEGNER 4363.4650 1361.6055 14.1413 3918 3 454.5400 ‐3.4334
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1509.7730 SMREEGGFEVIKK 2365.3710 1509.7756 19.3786 9081 3 503.9300 0.3471
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 651.3461 GGNNILV 187.0942 651.3454 18.6390 7046 1 651.3454 ‐1.3017
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1225.5947 TIEKPVEDPSE 273.0898 1225.5910 20.2747 6065 2 613.2991 ‐3.9837
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 rbamidomethyl+C 1595.7523 GGNNILVICDTWTPA 1074.5660 1595.7462 18.7892 2249 2 798.3768 ‐3.9051
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1475.7376 EQEYTLLQQNVK 233.9047 1475.7414 22.2054 1805 2 738.3743 2.1413
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1450.7074 ASIDQFSWGVANR 465.1774 1450.7004 25.0966 1513 2 725.8538 ‐5.2539
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 2093.0702 PWFGIEQEYTLLQQNVK 994.4677 2093.0583 23.2918 1337 2 1047.0328 ‐4.6874
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 26 49.07 None 1480.7894 IEKPVEDPSELPK 1405.0040 1480.7970 20.4304 1197 2 740.9021 4.55
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2029.9170 47809.8511 26 49.07 None 1763.9174 VETLLNLDTKPYSDR 10957.9700 1763.9177 27.1607 57000 3 588.6441 ‐1.0139
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2029.9170 47809.8511 26 49.07 None 1817.8565 HETASIDQFSWGVANR 41408.7000 1817.8557 27.1783 35771 3 606.6234 ‐1.5298
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2029.9170 47809.8511 26 49.07 rbamidomethyl+C 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1788.4610 2467.2236 33.0542 7093 2 1234.1154 ‐0.2678
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2029.9170 47809.8511 26 49.07 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 219.1252 2564.3517 32.2551 9405 3 855.4554 19.0804
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 2029.9170 47809.8511 26 49.07 None 1450.7074 ASIDQFSWGVANR 294.5453 1450.7004 25.0966 1513 2 725.8538 ‐5.1947
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 935.4945 IIGFDNTR 105488.0000 935.4940 21.7541 1085331 2 468.2506 ‐2.0676



NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 952.4887 EYPGAFIR 26860.0900 952.4893 23.4422 482554 2 476.7483 ‐0.7875
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 907.4884 EVDYLLR 46813.4400 907.4887 23.7892 406612 2 454.2480 ‐1.2196
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 1939.9899 FETLSYLPDLSDVELAK 10212.6500 1939.9855 36.5817 24358 2 970.4964 ‐1.6376
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 709.3264 GFDNTR 17086.4600 709.3260 21.7516 226832 1 709.3260 ‐0.3489
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 563.3300 GAFIR 239.9855 563.3298 23.4307 36484 1 563.3298 ‐0.7517
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 652.3049 FDNTR 10287.5500 652.3043 21.7690 13275 1 652.3043 ‐0.9740
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 505.2365 DNTR 1075.7570 505.2353 21.7594 3929 1 505.2353 ‐2.9820
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 823.4461 YPGAFIR 149.4368 823.4450 23.4513 1827 1 823.4450 ‐0.7327
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 8966.0580 19680.5519 10 22.99 None 489.1980 EVDY 90.0850 489.1968 23.0602 999 1 489.1968 ‐3.0340
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1334.5643 YEEMVEFMEK 14649.1200 1334.5656 27.9165 33274 2 667.7865 0.2849
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 907.5247 NLLSVAYK 9506.0740 907.5262 16.0742 29503 2 454.2668 ‐0.0236
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1749.9130 SASDIATAELAPTHPIR 13296.0900 1749.9158 23.5558 19801 3 583.9768 0.5837
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1404.6853 TVDVEELSVEER 39446.8000 1404.6877 24.3230 17608 2 702.8475 1.1754
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1181.6048 EAAESTLVAYK 52905.7000 1181.6056 20.3176 16725 2 591.3064 ‐0.4058
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1458.6716 MSTREENVYMAK 412.6234 1458.6777 28.5190 11974 2 729.8425 3.10
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 917.5302 IISSIEQK 5197.7840 917.5312 17.3760 3167 2 459.2692 ‐0.5699
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 2923.3513 DNLTLWTSDMTVTGDEIKEASKPDGAE 876.9296 2923.3628 40.0448 2838 3 975.1258 4.79
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 2256.0747 MSTREENVYMAKLAEQAER 436.8277 2256.0519 21.6715 1010 2 1128.5296 ‐8.7259
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 680.3978 LSVAYK 5084.2480 680.3975 16.0759 4795 1 680.3975 ‐0.5381
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 593.3657 LVAYK 104.6127 593.3633 20.2862 1401 1 593.3633 ‐4.6434
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1042.4584 EMVEFMEK 3065.2540 1042.4565 27.9260 1299 1 1042.4565 ‐0.7159
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1163.5943 EAAESTLVAYK 422.8121 1163.5913 18.6574 5113 2 582.2993 ‐3.6858
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7250.2400 28605.2838 15 48.03 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 rbamidomethyl+C 1263.5998 ADGLGVSSCIER 21316.0300 1263.6005 20.9762 7937 2 632.3039 ‐0.2932
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 1359.7478 LLSGESGISLIDR 3058.9920 1359.7427 28.2581 5538 2 680.3750 ‐4.4120
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 1159.5266 GFSSEGYIDGK 7495.5600 1159.5287 20.6463 4921 2 580.2680 0.7272
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 2307.0818 DGFVMGEGAGVLVMESLEHAMK 2418.5470 2307.0843 23.5843 4563 3 769.6996 0.8573
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 1529.6979 NDDPQTASRPWDK 3481.9680 1529.7007 17.0860 4122 3 510.5717 0.4706
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 2534.2200 ARDGFVMGEGAGVLVMESLEHAMK 2418.6570 2534.2112 31.9192 2358 2 1267.6092 ‐1.4768
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 rbamidomethyl+C 1956.0042 SMIGHCLGAAGGLEAIATVK 780.9612 1956.0038 30.2188 2090 2 978.5056 0.5345
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 2463.1829 DGFVMGEGAGVLVMESLEHAMKR 463.6562 2463.1627 28.8576 1172 3 821.7258 ‐8.2131
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 2085.0108 ALSQRNDDPQTASRPWDK 1263.0320 2085.0145 22.7028 1096 3 695.6764 1.19
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 882.4064 ALSQRNDD 129.4094 882.4106 22.3162 907 1 882.4106 5.99
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 rbamidomethyl+C 1937.9936 SMIGHCLGAAGGLEAIATVK 424.8873 1937.9968 31.4153 1436 2 969.5020 2.42
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 1511.6873 NDDPQTASRPWDK 806.0732 1511.6931 16.7856 870 2 756.3502 3.80
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 2067.9843 ALSQRNDDPQTASRPWDK 222.0875 2067.9751 22.8449 3006 3 689.9966 ‐4.9997
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 1341.6630 45129.0609 14 23.68 None 1512.6714 NDDPQTASRPWDK 344.5533 1512.6673 17.1938 901 2 756.8373 ‐3.0211
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 9950.6670 2242.1664 39.7392 9800 3 748.0603 0.9519
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 1617.8483 VLNFAIDDAILEER 4699.1270 1617.8482 34.6194 8942 2 809.4277 ‐0.0985
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 1085.6354 LIFIGPPGSGK 6188.1960 1085.6366 17.4204 6508 2 543.3219 ‐0.1089
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 rbamidomethyl+C 1437.7308 CQKGFILDGFPR 767.2822 1437.7404 19.9622 29468 2 719.3738 6.17
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 1505.7880 TVTQAEKLDEMLK 567.2017 1505.7794 25.8007 4147 2 753.3933 ‐6.0272
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 946.5145 FILDGFPR 220.7657 946.5107 19.6536 1133 2 473.7590 ‐5.5841
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 rbamidomethyl+C 1149.5398 CQKGFILDGF 134.8646 1149.5429 18.1879 1023 1 1149.5429 4.36
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 1260.6735 QKGFILDGFPR 247.2436 1260.6770 21.4756 844 2 630.8421 1.66
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 1487.7774 TVTQAEKLDEMLK 249.2979 1487.7840 26.6483 8481 2 744.3956 4.0551
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1804.3260 21047.2994 15 37.37 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 549.3221 2224.1478 40.1848 5797 3 742.0541 ‐2.6723
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1068.4890 21047.2994 15 37.37 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 7777.5370 2242.1664 39.7392 9800 3 748.0603 0.9118
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1068.4890 21047.2994 15 37.37 None 1617.8483 VLNFAIDDAILEER 2405.5840 1617.8482 34.6194 8942 2 809.4277 ‐0.0612
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1068.4890 21047.2994 15 37.37 rbamidomethyl+C(12)
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1068.4890 21047.2994 15 37.37 None 1505.7880 TVTQAEKLDEMLK 636.4596 1505.7794 25.8007 4147 2 753.3933 ‐5.9752
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1068.4890 21047.2994 15 37.37 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 400.3859 2224.1478 40.1848 5797 3 742.0541 ‐2.7165
NP_001077439.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 5730.9560 11218.7275 3 49.11 None 1769.8931 AAGVSIESYWPMLFAK 20330.0200 1769.8920 22.7371 12962 2 885.4496 ‐0.1199
NP_001077439.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 5730.9560 11218.7275 3 49.11 None 3302.6434 NVTDLIMNVGAGGGGGAPVAAAAPAAGGGAA 8117.6090 3302.6447 18.5792 7675 3 1101.5531 1.46
NP_001077439.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 5730.9560 11218.7275 3 49.11 None 2659.3257 NVTDLIMNVGAGGGGGAPVAAAAPAAGGGAA 440.2556 2659.3326 19.1749 1797 3 887.1157 2.59
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 1611.9105 ALLDDPVFRPLVEK 19038.1000 1611.9110 19.1700 62368 3 537.9752 ‐0.7154
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 41277.8800 2280.0553 21.8404 46302 2 1140.5313 ‐0.6558
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 2069.0808 QMGLSDKDIVALSGAHTLGR 17343.8300 2069.0856 17.1250 42987 3 690.3667 1.68
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 rbamidomethyl+C( 1635.7333 LAWHSAGTFDCQSR 17948.6300 1635.7346 14.6584 12893 3 545.9164 ‐0.1753
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 2064.8644 YAADEDAFFADYAEAHMK 3078.4800 2064.8631 18.3260 7607 3 688.9592 ‐1.1272
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 1101.6150 EGLLQLVSDK 509.3939 1101.6155 17.4857 4454 2 551.3114 ‐0.6962
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 3036.4625 SGFEGAWTSNPLIFDNSYFKELLSGEK 480.3808 3036.5228 22.1667 988 3 1012.8458 20.5215
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 3307.5906 DRSGFEGAWTSNPLIFDNSYFKELLSGEK 679.4612 3307.5768 22.6119 2839 3 1103.1971 ‐3.1588
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 rbamidomethyl+C(8)
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 1427.7893 LDDPVFRPLVEK 4891.3530 1427.7866 19.1631 10642 2 714.3969 ‐2.2778
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 987.5986 VFRPLVEK 172.9405 987.5958 19.3536 3999 2 494.3015 ‐4.2993
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7083.2340 27805.3852 12 47.79 None 672.3563 QLVSDK 85.3328 672.3540 18.0178 3909 1 672.3540 ‐3.9591
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 2280.1403 MTPTKPMVVETFSEYPPLGR 102771.0000 2280.1377 18.3993 246175 3 760.7174 ‐1.4189
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1025.6102 IGGIGTVPVGR 67227.1200 1025.6103 22.2189 192764 2 513.3088 ‐1.2791
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C 1451.6736 YYCTVIDAPGHR 42495.3600 1451.6747 20.1740 126565 3 484.5631 ‐0.7226
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 975.5510 LPLQDVYK 26162.0100 975.5514 23.3803 95221 2 488.2793 ‐1.0501
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1026.4891 STNLDWYK 9936.8420 1026.4897 23.1091 85044 2 513.7485 ‐0.7907
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 914.5669 QTVAVGVIK 20001.5600 914.5673 20.1202 52882 2 457.7873 ‐1.2597
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 780.4138 YDEIIK 11368.3100 780.4167 17.9555 10549 2 390.7120 1.52
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C( 3041.5448 VIIMNHPGQIGNGYAPVLDCHTSHIAVK 2362.2170 3041.5462 19.2613 8452 4 761.1420 ‐0.2480
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C( 3514.6789 NMITGTSQADCAVLIIDSTTGGFEAGISKDGQTR 380.8752 3514.6611 25.5016 1389 4 879.4207 ‐5.4008
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C( 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGISK 655.7376 2957.4039 41.6132 1791 3 986.4728 ‐5.8271
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1007.5520 ARYDEIIK 19691.0400 1007.5529 18.6787 41694 2 504.2801 ‐0.5665



NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1578.7542 MTPTKPMVVETFSE 1130.7510 1578.7553 19.2316 10443 2 789.8813 0.5409
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 2048.0521 PTKPMVVETFSEYPPLGR 7279.3490 2048.0512 18.3990 6336 2 1024.5292 0.4527
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 939.4571 TNLDWYK 164.6428 939.4614 20.5469 5690 2 470.2343 2.58
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 635.2784 ARYDE 969.6238 635.2792 18.6777 5446 1 635.2792 1.0074
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1741.8176 MTPTKPMVVETFSEY 1974.9290 1741.8209 18.3924 4198 2 871.4141 2.1366
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 861.4465 ARYDEII 177.1721 861.4514 19.5830 4014 2 431.2293 3.29
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 506.2358 ARYD 554.9040 506.2363 18.6811 3400 1 506.2363 0.2274
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 617.3505 DEIIK 11878.8400 617.3520 17.9497 3365 1 617.3520 2.0118
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 685.4607 VAVGVIK 385.3033 685.4619 20.1185 2166 1 685.4619 1.66
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 786.5084 TVAVGVIK 198.0780 786.5080 20.1153 1907 1 786.5080 ‐0.2289
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 798.4832 IGTVPVGR 205.6433 798.4857 22.2132 1225 1 798.4857 3.27
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C 915.3917 YYCTVID 509.7729 915.3923 20.1742 1154 1 915.3923 1.04
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 None 1215.6112 MTPTKPMVVET 210.1447 1215.6031 19.8751 964 1 1215.6031 ‐4.9874
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 10591.3600 41716.3073 48 37.10 rbamidomethyl+C 986.4288 YYCTVIDA 590.4623 986.4268 20.1786 789 1 986.4268 ‐1.2005
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 1025.6102 IGGIGTVPVGR 88466.5800 1025.6103 22.2189 192764 2 513.3088 ‐1.1645
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 rbamidomethyl+C 1451.6736 YYCTVIDAPGHR 50356.8400 1451.6747 20.1740 126565 3 484.5631 ‐0.9414
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 975.5510 LPLQDVYK 31469.3500 975.5514 23.3803 95221 2 488.2793 ‐0.9290
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 1026.4891 STNLDWYK 18354.9900 1026.4897 23.1091 85044 2 513.7485 ‐0.6762
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 914.5669 QTVAVGVIK 32625.8700 914.5673 20.1202 52882 2 457.7873 ‐1.1306
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 rbamidomethyl+C( 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGISK 555.8013 2957.4039 41.6132 1791 3 986.4728 ‐5.7056
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 1637.8745 GPTLLEALDQINEPK 868.2271 1637.8868 28.5232 981 3 546.6338 6.1519
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 1007.5520 ARYDEIIK 21960.7900 1007.5529 18.6787 41694 2 504.2801 ‐0.4496
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 798.4832 IGTVPVGR 1236.1120 798.4837 21.5132 15475 2 399.7455 ‐1.1866
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 685.3992 GTVPVGR 1108.0410 685.3983 22.2198 11095 1 685.3983 ‐1.1207
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 939.4571 TNLDWYK 289.9584 939.4614 20.5469 5690 2 470.2343 3.1116
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 635.2784 ARYDE 972.8440 635.2792 18.6777 5446 1 635.2792 1.52
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 838.4094 NLDWYK 11827.6500 838.4100 23.1062 5128 1 838.4100 1.05
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 861.4465 ARYDEII 154.7725 861.4514 19.5830 4014 2 431.2293 3.89
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 855.5047 GIGTVPVGR 913.7083 855.5042 22.2236 3432 1 855.5042 0.1682
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 506.2358 ARYD 553.7601 506.2363 18.6811 3400 1 506.2363 0.4092
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 628.3777 TVPVGR 207.2939 628.3776 22.2074 3045 1 628.3776 ‐0.2068
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 765.4002 IDAPGHR 316.3525 765.3997 20.1812 2638 1 765.3997 ‐0.2605
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 685.4607 VAVGVIK 1126.4740 685.4619 20.1185 2166 1 685.4619 1.84
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 786.5084 TVAVGVIK 254.1698 786.5080 20.1153 1907 1 786.5080 0.0311
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 rbamidomethyl+C 915.3917 YYCTVID 578.9963 915.3923 20.1742 1154 1 915.3923 1.64
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 rbamidomethyl+C 986.4288 YYCTVIDA 846.4119 986.4268 20.1786 789 1 986.4268 ‐0.8848
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 6179.5260 41716.3073 48 37.10 None 896.5564 QTVAVGVIK 369.2531 896.5567 20.1198 1858 2 448.7820 ‐1.1695
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2196.2890 15268.7798 6 25.00 rbamidomethyl+C 987.5292 VACGIIGLQG 1876.3480 987.5283 27.0980 7400 1 987.5283 ‐0.0212
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2196.2890 15268.7798 6 25.00 None 1396.6928 GGHELSLATGNAGGR 3780.7480 1396.6938 17.5040 7330 3 466.2361 ‐0.8231
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2196.2890 15268.7798 6 25.00 None 1335.6903 AVVVHADPDDLGK 19873.9400 1335.6890 19.5921 6969 3 445.9012 ‐2.6223
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2196.2890 15268.7798 6 25.00 None 903.4643 SLATGNAGGR 164.6305 903.4690 18.8887 1117 2 452.2381 3.05
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 393.3471 15268.7798 6 25.00 None 1396.6928 GGHELSLATGNAGGR 3985.9170 1396.6938 17.5040 7330 3 466.2361 ‐1.0543
NP_001077494.1 superoxide dismutase Cu Zn Arabidopsis thaliana 393.3471 15268.7798 6 25.00 None 903.4643 SLATGNAGGR 110.2962 903.4690 18.8887 1117 2 452.2381 3.10
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1037.6717 AVALVLPNLK 23285.4800 1037.6720 18.5415 56590 2 519.3397 ‐1.0534
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1456.7795 VVDLADIVANNWK 82866.0300 1456.7796 20.7222 51929 2 728.8935 ‐0.1668
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1780.0215 VPTPNVSVVDLVVQVSK 3664.9330 1780.0229 21.0033 50576 2 890.5151 1.59
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1786.8184 VIAWYDNEWGYSQR 75132.7300 1786.8176 18.5823 38327 2 893.9124 0.0961
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1908.1164 VPTPNVSVVDLVVQVSKK 1186.4260 1908.1183 20.0871 17984 3 636.7110 0.3032
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1384.7795 AAALNIVPTSTGAAK 5482.0270 1384.7784 15.4940 5115 2 692.8928 ‐1.2587
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1195.6542 LLDASHRDLR 129.6671 1195.6811 16.5001 2044 2 598.3442 21.5813
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1768.8501 TFAEEVNAAFRDAAEK 166.3897 1768.8915 25.0603 1931 2 884.9494 23.9170
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 671.4087 VQVSKK 479.2609 671.4122 20.1058 14855 1 671.4122 4.32
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 959.4945 DIVANNWK 10632.2400 959.4906 20.7543 6877 1 959.4906 ‐3.5668
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 867.5662 ALVLPNLK 5827.1680 867.5674 18.5419 4436 1 867.5674 1.83
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 683.4450 VLPNLK 1373.0410 683.4460 18.5407 2249 1 683.4460 1.0032
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 796.5291 LVLPNLK 1660.7230 796.5287 18.5385 1387 1 796.5287 ‐0.5130
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 7986.8140 34560.8260 14 30.28 None 1177.6436 LLDASHRDLR 93.7653 1177.6412 17.2493 1710 2 589.3243 ‐3.0223
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 rbamidomethyl+C( 1797.8337 AAVGAPDHLGDCPFSQR 18660.6500 1797.8357 22.6487 29513 3 599.9501 0.1418
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1099.6358 VSAVDLSLAPK 24140.9400 1099.6376 25.0699 22986 2 550.3224 0.4467
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 2429.0880 2191.0999 23.8592 21478 2 1096.0536 ‐2.0078
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1944.9061 SWSVPESFPHVHNYMK 2703.4280 1944.9121 17.1242 11545 4 486.9835 1.23
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 916.5350 ALLTLEEK 5437.2350 916.5357 23.5992 9380 2 458.7715 ‐0.8542
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 1747.0210 2648.3204 36.2075 8366 4 662.8356 0.5728
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1702.8898 WVTDSDVIVGILEEK 2269.2730 1702.8908 37.1925 4309 2 851.9490 0.7101
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1185.5647 SHDGPFIAGER 8576.0400 1185.5652 17.4885 1768 3 395.8599 ‐1.3953
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 6905.2140 2984.5550 38.7291 8920 4 746.8942 0.8176
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 2174.1227 IDDKWVTDSDVIVGILEEK 3780.2510 2174.1265 37.8562 5418 3 725.3803 1.34
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1508.8570 ALLTLEEKSLTYK 524.2264 1508.8604 20.5231 5055 3 503.6250 0.8422
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 rbamidomethyl+C(6)
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 842.4982 VDLSLAPK 304.8337 842.4981 26.1783 6092 1 842.4981 0.2570
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 rbamidomethyl+C 1556.6911 GAPDHLGDCPFSQR 13307.7600 1556.6921 22.6438 2246 2 778.8497 0.4495
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 641.2678 SHDGPF 838.0306 641.2697 17.4723 1825 1 641.2697 2.64
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 1000.5673 SAVDLSLAPK 1132.9800 1000.5670 25.0393 1534 1 1000.5670 0.6152
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4202.1180 23568.8964 28 69.34 None 898.5244 ALLTLEEK 518.4680 898.5249 24.0970 7382 2 449.7661 ‐1.1448
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 rbamidomethyl+C( 1797.8337 AAVGAPDHLGDCPFSQR 24410.4100 1797.8357 22.6487 29513 3 599.9501 0.0013
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 1099.6358 VSAVDLSLAPK 28411.7500 1099.6376 25.0699 22986 2 550.3224 0.5517
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 916.5350 ALLTLEEK 6191.1840 916.5357 23.5992 9380 2 458.7715 ‐0.7254
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 1702.8898 WVTDSDVIVGILEEK 5625.4580 1702.8908 37.1925 4309 2 851.9490 0.7363
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 1185.5647 SHDGPFIAGER 488.2039 1185.5678 18.4393 1969 2 593.2875 1.96



NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 5748.9210 2984.5550 38.7291 8920 4 746.8942 0.4597
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 2174.1227 IDDKWVTDSDVIVGILEEK 2895.6810 2174.1265 37.8562 5418 3 725.3803 1.80
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 842.4982 VDLSLAPK 271.4931 842.4981 26.1783 6092 1 842.4981 0.5326
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 rbamidomethyl+C( 1655.7595 VGAPDHLGDCPFSQR 3322.0110 1655.7622 22.6371 1617 2 828.3848 1.83
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 1000.5673 SAVDLSLAPK 1557.2900 1000.5670 25.0393 1534 1 1000.5670 0.9349
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4088.6220 23568.8964 28 69.34 None 898.5244 ALLTLEEK 419.1915 898.5249 24.0970 7382 2 449.7661 ‐1.0136
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 rbamidomethyl+C 1347.6072 DNTFVYMCGLK 9922.6240 1347.6093 28.4197 17533 2 674.3083 0.8897
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1366.6849 LVYTNDQGETVK 7142.4070 1366.6856 17.2479 12812 2 683.8464 ‐0.1408
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1945.0212 DPNATVIMLATGTGIAPFR 3858.9710 1945.0197 21.4410 12272 2 973.0135 ‐0.0538
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1387.7064 EGQSVGVIADGIDK 17486.2100 1387.7081 23.0869 10582 2 694.3577 0.6909
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 rbamidomethyl+C 1423.7250 EPYTGKCLLNTK 622.5696 1423.7148 16.9025 26347 2 712.3611 ‐7.6547
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 2672.3575 GEKMYIQTRMAQYAAELWELLK 1617.4890 2672.3796 23.1345 12402 3 891.4647 8.71
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1191.6303 MKAKAPENFR 154.0408 1191.6283 22.1761 2633 2 596.3178 ‐2.7365
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 419.2401 PFR 42.6340 419.2389 20.5707 4492 1 419.2389 ‐3.9765
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1154.5324 YTNDQGETVK 811.4785 1154.5335 16.0492 3711 2 577.7704 ‐0.1591
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 833.3862 GEKMYIQ 107.2557 833.3893 21.9129 2611 1 833.3893 4.0636
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 None 1173.6197 MKAKAPENFR 95.7879 1173.6170 21.5180 1260 2 587.3121 ‐3.4342
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1465.6720 39575.2615 17 25.71 rbamidomethyl+C 1406.6985 EPYTGKCLLNTK 312.7336 1406.7023 15.4990 3659 3 469.5723 1.1806
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 702.8076 39575.2615 17 25.71 rbamidomethyl+C 1347.6072 DNTFVYMCGLK 12008.3100 1347.6093 28.4197 17533 2 674.3083 0.9623
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 702.8076 39575.2615 17 25.71 rbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 702.8076 39575.2615 17 25.71 None 1366.6849 LVYTNDQGETVK 1917.2510 1366.6863 17.3307 9977 2 683.8468 0.4747
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 702.8076 39575.2615 17 25.71 None 2757.2726 ITADDAPGETWHMVFSHQGEIPYR 408.2813 2757.2681 39.5568 9559 3 919.7609 ‐1.1396
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 702.8076 39575.2615 17 25.71 None 2740.2460 ITADDAPGETWHMVFSHQGEIPYR 257.9031 2740.2534 37.2356 123348 3 914.0893 3.1459
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 None 1749.9091 TYVPEMVEVLIDSVR 4580.5990 1749.9086 24.3877 8224 2 875.4579 0.1056
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 None 2742.3251 EIEAIGGNTSASASREQMSYTIDALK 158.5852 2742.2963 24.9655 3700 3 914.7703 ‐10.1449
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 rbamidomethyl+C(11)
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 None 2084.9957 LNGELLEEFMTENFTAAR 686.9162 2085.0145 22.7028 1096 3 695.6764 8.20
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 None 2774.5008 AALTSLDMPLQGVSLPPPLADKVEPSK 1071.6850 2774.4996 20.6636 6158 3 925.5047 ‐0.0697
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 None 2447.2745 AATKSAVLMNLESRMIAAEDIGR 529.0245 2447.2764 24.9235 761 3 816.4303 0.7368
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 252.3729 48786.4580 7 9.31 Oxidation+M(11) 2092.0525 SAVLMNLESRMIAAEDIGR 801.3181 2092.0526 22.0204 12745 2 1046.5299 1.24
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 854.3146 25733.2895 5 22.98 None 1555.9206 LYKEPIPVTQLVR 12968.2700 1555.9222 17.0729 8970 3 519.3123 ‐0.0655
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 854.3146 25733.2895 5 22.98 None 2122.1866 LVQIEHALTAVGSGQTSLGIK 589.1046 2122.1822 18.1739 4800 3 708.0656 ‐2.4982
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 854.3146 25733.2895 5 22.98 None 2203.0964 IQHLTPNIGTVYSGMGPDFR 990.2610 2203.0985 18.0407 2483 3 735.0377 0.6203
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 854.3146 25733.2895 5 22.98 None 515.3300 QLVR 108.6467 515.3310 16.6962 3238 1 515.3310 0.9111
NP_001077846.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 854.3146 25733.2895 5 22.98 None 1881.9164 IQHLTPNIGTVYSGMGPD 330.6147 1881.9104 16.8898 1398 3 627.9750 ‐3.8575
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 rbamidomethyl+C( 1474.7570 TSKPVVIADCGQIS 12700.6600 1474.7585 21.3480 42460 2 737.8829 0.5686
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 2099.9954 IVMELYADTTPETAENFR 22607.7300 2099.9948 30.4777 41705 2 1050.5011 0.7509
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 1651.9279 HVVFGQVVEGLNVVR 10062.3000 1651.9302 18.4215 20173 3 551.3149 0.2340
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 1116.5394 VYFDMTVGGK 9181.6120 1116.5415 16.6774 18490 2 558.7744 0.6447
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 1514.6758 YADTTPETAENFR 1500.8280 1514.6812 27.7269 1880 2 757.8443 3.17
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 1017.4710 YFDMTVGGK 2383.1510 1017.4734 16.6864 1189 1 1017.4734 3.79
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5480.1270 16163.0733 18 37.75 None 2081.9848 IVMELYADTTPETAENFR 360.6442 2081.9916 30.5865 1953 2 1041.4994 4.87
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 rbamidomethyl+C( 1474.7570 TSKPVVIADCGQIS 9670.1580 1474.7585 21.3480 42460 2 737.8829 0.6246
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 2099.9954 IVMELYADTTPETAENFR 7447.6690 2099.9948 30.4777 41705 2 1050.5011 0.7254
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 1040.5411 FKDENFIK 2646.7590 1040.5450 19.6662 4413 2 520.7761 2.82
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 1168.6361 FKDENFIKK 7335.0830 1168.6382 17.1430 12087 3 390.2176 ‐0.3606
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 893.4727 KDENFIK 274.4347 893.4774 20.4266 3437 2 447.2423 3.08
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 848.3897 ETAENFR 53.5617 848.3872 27.1674 1462 1 848.3872 ‐2.2514
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 16163.0733 18 37.75 None 2081.9848 IVMELYADTTPETAENFR 190.3593 2081.9916 30.5865 1953 2 1041.4994 4.1855
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 993.5159 16163.0733 18 37.75 None 1651.9279 HVVFGQVVEGLNVVR 5216.5090 1651.9302 18.4215 20173 3 551.3149 0.4312
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 993.5159 16163.0733 18 37.75 None 1116.5394 VYFDMTVGGK 6960.0850 1116.5415 16.6774 18490 2 558.7744 0.7125
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 993.5159 16163.0733 18 37.75 None 2099.9954 IVMELYADTTPETAENFR 120.6893 2099.9915 16.7139 5688 3 700.6687 ‐2.3149
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 993.5159 16163.0733 18 37.75 None 1017.4710 YFDMTVGGK 2156.2060 1017.4734 16.6864 1189 1 1017.4734 3.0329
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1618.8660 VASPQQAQEVHVAVR 24788.5100 1618.8717 18.7070 34671 3 540.2954 2.95
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1449.7584 GPEFATIVNSVTSK 3309.0130 1449.7563 18.3920 20700 2 725.3818 ‐1.8574
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1303.6641 IDISGQNSWVGK 7778.5900 1303.6668 23.9504 18845 2 652.3370 1.82
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 6435.6530 2776.3987 23.6011 18143 3 926.1378 0.6356
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 rbamidomethyl+C 1228.6031 TFDVCFAQLK 2785.7280 1228.6051 18.2690 15896 2 614.8062 0.6809
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1435.7427 GGAFTGEISVEQLK 2213.9750 1435.7405 27.4664 14901 2 718.3739 ‐2.0012
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1096.5898 WVILGHSER 10760.0200 1096.5913 15.4598 3253 2 548.7993 0.0824
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1962.9879 SSLTDRIDISGQNSWVGK 1696.5820 1963.0026 19.5954 4975 2 982.0049 8.1873
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 rbamidomethyl+C( 3293.6471 IDISGQNSWVGKGGAFTGEISVEQLKDLGCK 896.5712 3293.6705 33.5453 4579 3 1098.5617 8.17
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 463.2187 TFDV 93.2538 463.2209 17.9823 2557 1 463.2209 3.72
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 2202.1230 PSWDNIVVAYEPVWAIGTGK 490.6699 2202.1222 23.1217 919 2 1101.5647 0.8902
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 None 1190.5800 DISGQNSWVGK 176.7109 1190.5849 21.0140 755 2 595.7961 3.0528
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2791.9690 32477.6350 21 36.27 rbamidomethyl+C 1211.5766 TFDVCFAQLK 297.9029 1211.5763 17.5554 1452 2 606.2918 ‐1.1614
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1618.8660 VASPQQAQEVHVAVR 36030.0000 1618.8717 18.7070 34671 3 540.2954 2.1486
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1303.6641 IDISGQNSWVGK 8067.1540 1303.6668 23.9504 18845 2 652.3370 1.66
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1435.7427 GGAFTGEISVEQLK 1912.3130 1435.7405 27.4600 14202 2 718.3739 ‐2.0031
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1672.8190 LDAAAVSSHQSFFHR 470.7251 1672.8644 21.7604 1482 2 836.9358 27.2037
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1475.7853 AATSLTAPPSFSGLR 431.6400 1475.7686 25.9479 1328 2 738.3879 ‐11.6391
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1448.7605 SPQQAQEVHVAVR 354.5032 1448.7659 19.4704 3729 3 483.5935 2.1017
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1519.7976 ASPQQAQEVHVAVR 17606.6900 1519.7974 18.6989 1013 2 760.4024 ‐0.3154
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2214.2600 32477.6350 21 36.27 None 1247.6491 QQAQEVHVAVR 738.7905 1247.6527 18.9065 969 2 624.3300 2.0382
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 886.5608 ALVTLIEK 33355.2900 886.5610 25.4296 23001 2 443.7841 ‐1.3935
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 1102.5680 VYGPHFASPK 2511.8540 1102.5702 18.8161 18885 2 551.7887 0.8699
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 1419.7552 GVAFETIPVDLMK 1868.7850 1419.7485 26.0370 10078 2 710.3779 ‐5.2113
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 1003.4996 YGPHFASPK 895.4313 1003.5016 18.8081 10692 2 502.2544 0.6496
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 702.4396 VTLIEK 8805.8560 702.4399 25.4253 4899 1 702.4399 0.5214



NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1905.1510 18678.6004 6 18.67 None 840.4363 GPHFASPK 494.8043 840.4334 18.8027 1331 1 840.4334 ‐2.7613
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 3605.7130 14075.1760 4 29.84 None 1033.5598 IMEIASLEK 27766.1100 1033.5597 25.1919 19417 2 517.2835 ‐1.5126
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 3605.7130 14075.1760 4 29.84 rbamidomethyl+C 1667.7945 GVSFTIDCSKPVDDK 8583.8340 1667.7967 22.7608 12358 3 556.6038 0.1425
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 3605.7130 14075.1760 4 29.84 None 1558.6180 YFNIAENEGEEED 5265.8370 1558.6197 25.0933 9520 2 779.8135 0.9274
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 3605.7130 14075.1760 4 29.84 None 920.4757 MEIASLEK 4109.5830 920.4788 25.1907 1909 1 920.4788 4.0034
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2617.7240 30675.0078 3 16.3 None 1411.8407 GTVEIITPVELIK 49397.6100 1411.8414 34.3381 29882 2 706.4243 0.0499
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2617.7240 30675.0078 3 16.3 None 1045.5888 VGSSEAALLAK 4167.9300 1045.5889 20.0026 29431 2 523.2981 ‐1.1906
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2617.7240 30675.0078 3 16.3 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 2875.9410 1858.9694 26.0658 3596 2 929.9884 2.83
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1555.7131 MFVLDEADEMLSR 11747.7500 1555.7122 35.1816 20469 2 778.3597 ‐0.8017
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1401.7332 GLDVIQQAQSGTGK 5146.9020 1401.7334 21.8519 18477 2 701.3703 ‐0.4428
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1827.9388 GIYAYGFEKPSAIQQR 6781.3450 1827.9426 24.8280 17305 3 609.9857 1.1683
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 2059.0892 IQVGVFSATMPPEALEITR 3742.0640 2059.0888 20.6926 12791 2 1030.0480 0.7101
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1589.8574 DQIYDIFQLLPPK 3096.5520 1589.8610 22.3652 6657 2 795.4341 2.1649
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1017.5463 DELTLEGIK 2126.2520 1017.5529 25.4809 4876 2 509.2801 5.0534
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1114.6830 VLITTDLLAR 5242.3530 1114.6767 18.3746 12668 2 557.8420 ‐6.8788
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1173.6474 RDELTLEGIK 956.6842 1173.6503 20.2647 3864 2 587.3288 1.87
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 1136.5623 DQIYDIFQL 273.1730 1136.5585 22.1412 4377 2 568.7829 ‐4.4830
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 928.5098 PEALEITR 570.0349 928.5097 22.0187 810 1 928.5097 0.5393
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 999.5357 DELTLEGIK 250.3044 999.5391 26.1790 2862 2 500.2732 1.38
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1307.8610 46042.8078 22 23.63 None 2041.0787 IQVGVFSATMPPEALEITR 318.0019 2041.0701 22.6213 766 2 1021.0387 ‐3.2954
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1133.0540 46042.8078 22 23.63 None 1555.7131 MFVLDEADEMLSR 14250.8300 1555.7122 35.1816 20469 2 778.3597 ‐0.7562
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1133.0540 46042.8078 22 23.63 None 1401.7332 GLDVIQQAQSGTGK 4489.9380 1401.7334 21.8519 18477 2 701.3703 ‐0.3772
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1133.0540 46042.8078 22 23.63 None 1827.9388 GIYAYGFEKPSAIQQR 12538.4600 1827.9426 24.8280 17305 3 609.9857 1.0346
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1133.0540 46042.8078 22 23.63 None 1173.6474 RDELTLEGIK 675.2267 1173.6503 20.2647 3864 2 587.3288 1.40
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1133.0540 46042.8078 22 23.63 None 1383.7227 GLDVIQQAQSGTGK 674.4034 1383.7266 21.4665 1458 2 692.3669 2.81
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 543.6303 46042.8078 22 23.63 None 2059.0892 IQVGVFSATMPPEALEITR 5733.1800 2059.0888 20.6926 12791 2 1030.0480 0.9947
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 543.6303 46042.8078 22 23.63 None 1920.9953 FYNVVVEELPSNVADLL 4653.9230 1920.9914 23.7891 9194 2 960.9993 ‐1.1809
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 543.6303 46042.8078 22 23.63 None 1589.8574 DQIYDIFQLLPPK 1589.5520 1589.8610 22.3652 6657 2 795.4341 2.15
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 543.6303 46042.8078 22 23.63 None 1922.0422 GFKDQIYDIFQLLPPK 614.2557 1921.9890 21.0705 2239 2 961.4981 ‐26.8210
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 543.6303 46042.8078 22 23.63 None 2041.0787 IQVGVFSATMPPEALEITR 333.1517 2041.0701 22.6213 766 2 1021.0387 ‐3.0150
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 7197.1070 3007.5802 21.3863 41917 3 1003.1983 ‐0.8580
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 None 1590.9214 ALEGADLVIIPAGVPR 67434.0200 1590.9233 19.5305 33536 2 795.9653 1.21
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 None 1219.7045 LFGVTTLDVVR 7821.3320 1219.7068 19.3675 16009 2 610.3570 0.9903
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 rbamidomethyl+C( 2940.4812 GLNGVPNVVECSFVQSTITELPFFASK 3578.7400 2940.4777 24.5494 1087 3 980.8308 ‐0.6252
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 rbamidomethyl+C( 2274.1257 AGKGSATLSMAYAGALFADACLK 698.3577 2274.1422 23.1876 7762 2 1137.5747 8.72
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4652.9150 33304.4075 6 33.86 None 1347.7995 KLFGVTTLDVVR 987.2193 1347.7990 17.8867 4796 2 674.4031 ‐0.8970
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1026.9490 38551.4378 4 17.63 rbamidomethyl+C 1481.6941 GIELYCAPTADGSK 3382.7460 1481.6964 23.2531 15542 2 741.3518 1.1673
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1026.9490 38551.4378 4 17.63 None 1821.9534 GAELVLFPEGFIGGYPR 8548.3900 1821.9537 22.1176 15447 2 911.4805 0.5846
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1026.9490 38551.4378 4 17.63 rbamidomethyl+C 2164.0380 CIWGQGDGSTIPVYDTPIGK 6749.9450 2164.0338 31.1530 14326 2 1082.5205 ‐0.7793
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 1026.9490 38551.4378 4 17.63 rbamidomethyl+C 1189.5783 LGAAICWENR 2339.5810 1189.5814 24.1729 8544 2 595.2943 1.91
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 20582.8400 2485.2815 42.4817 11003 3 829.0987 1.13
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 1503.7584 VVDSMTDNLRPTR 6181.0690 1503.7634 19.5666 7509 3 501.9260 1.22
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 6666.5930 2711.3905 42.2857 5431 3 904.4684 1.0222
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 2301.0095 FDFSWGDADYHQETLDNLK 907.9736 2301.0366 25.6193 2083 2 1151.0220 13.2795
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 1305.6216 DSMTDNLRPTR 232.4261 1305.6235 21.3369 1028 1 1305.6235 3.91
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 1404.6900 VDSMTDNLRPTR 243.8625 1404.6944 19.6455 897 1 1404.6944 5.20
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1629.0600 52288.9193 13 17.9 None 2337.1609 IENVEGLTHFDEILQEADGII 729.6439 2337.1609 41.5740 822 2 1169.0841 1.49
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 19916.2900 2485.2815 42.4817 11003 3 829.0987 1.62
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 8369.8260 2711.3905 42.2857 5431 3 904.4684 1.0881
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 None 2301.0095 FDFSWGDADYHQETLDNLK 259.1379 2301.0366 25.6193 2083 2 1151.0220 13.2278
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 None 3020.4775 GDTIFVGQYLFTGSETTSVWLEVDEVK 184.5603 3020.4280 37.9937 1850 3 1007.4808 ‐15.5086
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 rbamidomethyl+C 1297.6569 ASVIICFTSSGR 876.2068 1297.6553 16.1910 1546 3 433.2233 ‐3.2222
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 1517.3090 52288.9193 13 17.9 None 2337.1609 IENVEGLTHFDEILQEADGII 1080.4710 2337.1609 41.5740 822 2 1169.0841 1.84
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1434.7111 LTPDYDALDVANK 46976.5100 1434.7113 25.1966 41051 2 717.8593 ‐0.3715
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1140.5605 YPLTTESAMK 4821.1680 1140.5617 20.0825 25140 2 570.7845 ‐0.0978
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1271.7106 NKLDHYQILK 1248.1120 1271.7130 19.8302 8057 3 424.5758 0.1052
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1923.9811 AYVRLTPDYDALDVANK 140.9555 1923.9608 40.1657 1088 2 962.4840 ‐9.9281
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1123.5266 DYDALDVANK 307.6600 1123.5225 23.0178 781 1 1123.5225 ‐2.2541
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4452.0700 16743.9467 9 25.00 None 1254.6841 NKLDHYQILK 142.6794 1254.6908 18.2118 1431 3 418.9018 3.63
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4437.9360 16743.9467 9 25.00 None 1434.7111 LTPDYDALDVANK 44976.6800 1434.7113 25.1966 41051 2 717.8593 ‐0.3103
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4437.9360 16743.9467 9 25.00 None 1140.5605 YPLTTESAMK 7211.7660 1140.5617 20.0825 25140 2 570.7845 0.0018
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 4437.9360 16743.9467 9 25.00 None 1123.5266 DYDALDVANK 164.9810 1123.5225 23.0178 781 1 1123.5225 ‐1.9001
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 1645.8003 EGLPAFPMGNIDQTR 8698.7600 1645.8007 30.8541 22551 2 823.4040 0.2363
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 rbamidomethyl+C 1086.5976 NISVVAVCPK 3691.0950 1086.5993 21.9057 13780 2 543.8033 0.2634
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 rbamidomethyl+C 1350.6682 NTVECITGTISR 8732.4100 1350.6703 23.1640 13050 2 675.8388 0.8362
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 1398.7264 VSLAGYEEYIVR 2063.7110 1398.7286 30.4582 11987 2 699.8680 1.0658
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 823.3945 SDIFGER 18401.6400 823.3954 19.4979 8856 2 412.2013 ‐0.6985
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 rbamidomethyl+C 1544.6832 GVSFMVDNCSTTAR 2080.1040 1544.6886 23.4066 6601 2 772.8480 3.75
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 1439.7417 APVSLDFETSVFK 880.1605 1439.7403 23.8816 5257 2 720.3738 ‐1.4010
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 1704.8875 SLTATVAGNGATGSSLAAR 658.6565 1704.8757 17.7372 3027 2 852.9415 ‐6.7745
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 None 1031.4939 PMGNIDQTR 270.1643 1031.4940 30.8847 1933 1 1031.4940 1.1625
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 19 14.4 rbamidomethyl+C 1069.5711 NISVVAVCPK 151.5820 1069.5687 22.7741 3847 2 535.2880 ‐3.5339
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 None 1645.8003 EGLPAFPMGNIDQTR 10828.7400 1645.8007 30.8541 22551 2 823.4040 0.2700
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 rbamidomethyl+C 1086.5976 NISVVAVCPK 6636.6150 1086.5993 21.9057 13780 2 543.8033 0.3700
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 rbamidomethyl+C 1350.6682 NTVECITGTISR 6735.7510 1350.6703 23.1640 13050 2 675.8388 0.9084
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 None 1398.7264 VSLAGYEEYIVR 1901.7340 1398.7286 30.4582 11987 2 699.8680 1.1317
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 rbamidomethyl+C 1544.6832 GVSFMVDNCSTTAR 3370.3190 1544.6886 23.4066 6601 2 772.8480 3.44
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 None 1439.7417 APVSLDFETSVFK 240.3065 1439.7403 23.8816 5257 2 720.3738 ‐1.3405
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 None 679.3774 EYIVR 295.5223 679.3737 29.0734 3230 1 679.3737 ‐5.3111



NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 None 1031.4939 PMGNIDQTR 208.8172 1031.4940 30.8847 1933 1 1031.4940 1.08
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 647.6406 64211.7382 19 14.4 rbamidomethyl+C 1069.5711 NISVVAVCPK 160.9000 1069.5687 22.7741 3847 2 535.2880 ‐3.4250
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 1036.3870 2225.0805 39.6116 8631 2 1113.0439 ‐1.2065
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 1969.0171 MGLDDKDIVALSGAHTLGR 3340.2920 1969.0192 28.1913 8215 3 657.0112 0.2026
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 1796.8602 EGPGAPGGQSWTPEWLK 1516.4040 1796.8577 31.3588 7486 2 898.9325 ‐1.0725
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 1669.8796 LSNLGAEFNPPEGIVI 1592.5220 1669.8791 36.6823 6940 2 835.4432 ‐0.1888
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 989.5051 SGWGKPETK 106.2774 989.5001 19.9903 5064 2 495.2537 ‐6.3673
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 441.9594 40393.2397 6 19.68 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK 914.2609 2381.1870 37.0540 1532 3 794.4005 ‐0.1861
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C( 1960.9541 LELELAEVEMPGLMACR 111131.7000 1960.9556 37.0008 31118 2 980.9814 1.18
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C 1237.6246 VAVICGYGDVGK 25534.3900 1237.6256 22.4405 30607 2 619.3164 ‐0.1208
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 2081.9610 2887.4538 35.9930 23761 3 963.1561 2.16
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 4326.7230 2499.2911 23.1703 21612 2 1250.1492 ‐0.7083
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1137.5575 TEFGPSQPFK 3407.0010 1137.5565 22.3988 20845 2 569.2819 ‐1.9931
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C( 1757.7588 GETLQEYWWCTER 18934.0900 1757.7612 30.8256 20041 2 879.3842 1.47
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1319.7053 LVGVSEETTTGVK 13432.9900 1319.7070 19.6015 15604 2 660.3571 0.5671
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 994.4993 DSAAVFAWK 4419.2810 994.5003 27.0182 13778 2 497.7538 ‐0.3785
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1026.4309 DMSQADFGR 18100.8800 1026.4313 18.3000 12962 2 513.7193 ‐1.0505
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1475.8064 LVGVSEETTTGVKR 32298.0900 1475.8070 17.9825 10397 3 492.6072 ‐1.0246
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C(2)
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 905.4761 ATDVMIAGK 4546.3820 905.4780 17.1934 3412 2 453.2426 0.4082
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C 1259.5838 SKFDNLYGCR 4178.5330 1259.5864 19.3587 9885 2 630.2968 1.50
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C( 3834.8942 LYQMQQNGTLLFPAINVNDSVTKSKFDNLYGCR 607.2141 3834.8728 17.5801 1977 4 959.4736 ‐5.7118
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C( 3130.5846 HSLPDGLMRATDVMIAGKVAVICGYGDVGK 1034.7220 3130.5769 23.5668 1510 3 1044.1971 ‐1.5630
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1604.8490 ERLVGVSEETTTGVK 552.5731 1604.8354 15.8041 844 3 535.6167 ‐9.7141
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1206.6212 VGVSEETTTGVK 273.7621 1206.6284 19.2799 5069 2 603.8178 4.45
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 780.3635 SQADFGR 6108.6740 780.3621 18.3010 1463 1 780.3621 ‐1.6337
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 rbamidomethyl+C 855.3666 CGYGDVGK 221.1816 855.3684 22.4475 1348 1 855.3684 2.09
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1107.5528 GVSEETTTGVK 240.8655 1107.5490 20.1277 832 2 554.2782 ‐4.6279
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1457.7958 LVGVSEETTTGVKR 268.2729 1457.8003 18.8945 34109 2 729.4038 2.34
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1119.5469 TEFGPSQPFK 108.2839 1119.5405 22.8078 1605 1 1119.5405 ‐4.4178
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 11186.7300 36045.1502 23 64.00 None 1586.8384 ERLVGVSEETTTGVK 257.6187 1586.8297 15.7474 1184 2 793.9185 ‐5.6264
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1665.1860 15148.9616 9 25.95 None 1371.7202 LVNYQHLMPTR 16722.4500 1371.7200 15.4718 9973 3 457.9115 ‐1.6618
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1665.1860 15148.9616 9 25.95 None 1174.6314 EVATLDALQSK 3108.4050 1174.6312 22.4414 8740 2 587.8193 ‐1.2021
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1665.1860 15148.9616 9 25.95 None 1334.7063 AVIIKSFDDGNR 3042.2940 1334.7034 27.9257 3583 2 667.8554 ‐2.8378
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1665.1860 15148.9616 9 25.95 None 1159.5677 NYQHLMPTR 6917.4910 1159.5669 15.4710 1744 2 580.2871 ‐1.7495
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1665.1860 15148.9616 9 25.95 None 1354.6936 LVNYQHLMPTR 202.4820 1354.6984 16.1905 6677 2 677.8528 2.21
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1627.1820 15148.9616 9 25.95 None 1371.7202 LVNYQHLMPTR 19339.2600 1371.7200 15.4718 9973 3 457.9115 ‐1.4026
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1627.1820 15148.9616 9 25.95 None 966.5142 YTLDVDLK 53.6301 966.4964 21.7044 3565 1 966.4964 ‐17.9219
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1627.1820 15148.9616 9 25.95 None 1159.5677 NYQHLMPTR 8651.4380 1159.5669 15.4710 1744 2 580.2871 ‐1.6718
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 1627.1820 15148.9616 9 25.95 None 1354.6936 LVNYQHLMPTR 181.0949 1354.6984 16.1905 6677 2 677.8528 2.46
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 None 1040.6463 LVTPLTLQR 36107.8900 1040.6468 16.6453 18373 2 520.8270 ‐0.8237
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 rbamidomethyl+C 1826.0456 GCIVSPDLSVLNLVIVK 12843.4900 1826.0438 22.6667 9239 2 913.5256 ‐0.3417
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 None 1102.6103 LSSAAAKPSVTA 1183.1660 1102.6338 16.5442 2807 2 551.8205 20.1936
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 None 827.4734 QGVLTPGR 312.5693 827.4812 16.0903 1628 1 827.4812 9.42
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 None 727.4461 PLTLQR 1984.7690 727.4457 16.6434 1809 1 727.4457 ‐0.9022
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2978.7700 21508.2141 6 24.47 None 828.4938 TPLTLQR 315.9261 828.4940 16.6393 1610 1 828.4940 0.2622
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 1658.8285 YGAGIGPGVYDIHSPR 65089.9000 1658.8307 24.0822 94476 3 553.6151 ‐0.0494
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 1411.7904 GGIGVIQIDEAALR 91424.7700 1411.7896 30.8315 65903 2 706.3984 ‐1.0327
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 26053.3400 2384.2159 39.6176 51320 2 1192.6116 1.98
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 1235.5759 GNASVPAMEMTK 40020.3600 1235.5778 20.4447 49974 2 618.2925 0.7256
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 942.5619 VVEVNALAK 38105.3400 942.5611 19.7324 48990 2 471.7842 ‐2.2918
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 rbamidomethyl+C 2404.1701 HETCYQIALAIKDEVEDLEK 7155.6770 2404.1752 36.1569 37512 3 802.0632 1.71
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 2075.0880 ALAGQKDEALFSANAAALASR 6604.6240 2075.0895 27.5669 33739 3 692.3680 0.0651
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 rbamidomethyl+C 1714.9309 CVKPPVIYGDVSRPK 3617.1210 1714.9331 20.9540 18698 3 572.3159 0.0483
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 1506.7547 DEALFSANAAALASR 6263.4210 1506.7508 28.2528 10448 2 753.8791 ‐2.8231
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 874.4629 VTNEGVQK 861.2720 874.4635 17.9392 3370 1 874.4635 1.30
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 744.4250 EVNALAK 27318.4500 744.4248 19.7319 8816 1 744.4248 ‐0.0456
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 997.5313 ALAGQKDEAL 227.3680 997.5345 26.7838 7515 2 499.2709 1.33
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 915.4894 QIDEAALR 1031.6760 915.4902 30.8325 1910 1 915.4902 1.11
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 843.4934 VEVNALAK 955.3829 843.4911 19.2000 1710 2 422.2492 ‐4.4497
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 1140.5796 PGVYDIHSPR 117.5694 1140.5783 26.3072 1603 2 570.7928 ‐2.1968
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 5430.9280 84698.9500 49 42.09 None 993.4744 SVPAMEMTK 537.6541 993.4779 20.4485 1321 1 993.4779 4.94
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 108464.5000 2140.2560 24.5202 80908 2 1070.6316 ‐1.7634
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 19518.0200 2861.4316 20.6210 64305 3 954.4821 1.24
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1096.5786 YLFAGVVDGR 29973.9600 1096.5793 17.5686 58689 2 548.7933 ‐0.5438
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1181.6313 GVTAFGFDLVR 24316.2600 1181.6339 19.8206 43894 2 591.3206 1.1714
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1199.5732 FALESFWDGK 38344.7700 1199.5744 20.0286 41591 2 600.2908 0.1199
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 rbamidomethyl+C( 2213.1457 MLAVLEQNILWVNPDCGLK 24609.3500 2213.1389 22.0479 36497 2 1107.0731 ‐1.5024
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1146.6769 SFELLSLLPK 22616.4900 1146.6782 22.3390 36232 2 573.8427 0.0853
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2310.3068 LNLPILPTTTIGSFPQTVELR 8551.7640 2310.3003 22.1381 33944 2 1155.6538 ‐0.9551
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 7535.5900 3013.4222 20.3006 29558 4 754.1110 2.95
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 6648.7160 2418.2563 25.5128 25663 2 1209.6318 ‐2.0516
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1790.9622 GMLTGPVTILNWSFVR 25982.6400 1790.9623 23.3270 22075 2 895.9848 0.6050
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 rbamidomethyl+C 2300.2167 LVVSTSCSLLHTAVDLINETK 2531.5860 2300.2168 21.8981 15367 3 767.4104 ‐0.1634
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2075.0880 ALAGQKDEALFSANAAALASR 795.6783 2075.0921 17.0732 9065 3 692.3689 1.54
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 2473.9740 2384.2166 22.4402 1891 2 1192.6120 2.0328
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1021.5465 SWLAFAAQK 205.5865 1021.5492 19.8066 2258 2 511.2783 1.97
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 3794.9051 LQAFTGAYAELESTLSGLNVLVETYFADIPAEAYK 138.1464 3794.8522 24.2735 1092 3 1265.6223 ‐12.3462
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3652.8490 2438.4042 21.0282 27904 3 813.4729 0.9692



NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 rbamidomethyl+C 2543.3386 DKLVVSTSCSLLHTAVDLINETK 192.7521 2543.3598 23.2045 4846 3 848.4581 8.99
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 475.9543 2052.0519 18.3762 33079 3 684.6888 ‐1.6444
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1868.9541 IVPELGPEVNFSYASHK 665.7174 1868.9527 21.1677 6147 2 934.9800 ‐0.0434
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 673.3628 AGVVDGR 1524.1710 673.3621 17.5815 3857 1 673.3621 ‐1.5470
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 878.4407 FIPSNTFA 309.0134 878.4387 18.7018 3529 1 878.4387 ‐2.0070
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 981.4676 LESFWDGK 1862.7090 981.4709 20.0307 2596 1 981.4709 3.49
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 706.3883 GFDLVR 4281.8800 706.3908 19.8150 2548 1 706.3908 3.07
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 911.4945 VSADLRSSI 130.5245 911.4980 17.1786 2328 1 911.4980 4.48
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 924.4938 AFGFDLVR 901.5733 924.4946 19.8181 2014 1 924.4946 1.93
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 rbamidomethyl+C 972.4819 DKLVVSTSC 72.7737 972.4856 24.7648 1978 1 972.4856 4.83
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1302.6688 ALAGQKDEALFSA 258.6364 1302.6716 18.4078 1768 2 651.8394 1.79
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 912.5764 ELLSLLPK 1535.9100 912.5786 22.3412 1419 1 912.5786 2.44
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2464.1932 NYHYIVPELGPEVNFSYASHK 237.4962 2464.1983 21.9026 1222 2 1232.6028 4.32
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 659.3835 AAALASR 93.2671 659.3835 16.4851 972 1 659.3835 ‐0.4913
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 1484.9087 PVLVGPVSYLLLSK 2884.8760 1484.9013 24.5131 854 1 1484.9013 ‐2.6398
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 49 42.09 None 2996.3890 WFDTNYHYIVPELGPEVNFSYASHK 219.4347 2996.4007 18.8954 1047 3 999.4718 4.72
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1581.8370 TIEKPVEDPSELPK 112033.1000 1581.8392 20.4215 92882 3 527.9512 0.0704
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1763.9174 VETLLNLDTKPYSDR 6950.6650 1763.9177 27.1607 57000 3 588.6441 ‐0.8657
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 25785.7100 2564.3033 22.4989 50339 2 1282.6553 2.1313
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 12073.0000 3000.4012 20.9408 39452 3 1000.8053 0.8050
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1817.8565 HETASIDQFSWGVANR 28576.4900 1817.8557 27.1783 35771 3 606.6234 ‐1.3939
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 rbamidomethyl+C( 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 5365.6580 2676.2715 22.0658 32171 3 892.7620 0.6765
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 rbamidomethyl+C 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 5471.6460 2623.3337 18.7545 27758 3 875.1161 1.05
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 3265.5250 3842.9732 25.5507 26936 3 1281.6626 ‐2.0418
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 899.5673 AILNLSLR 9618.5120 899.5654 17.8980 21491 2 450.2863 ‐3.7814
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 rbamidomethyl+C 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1641.1310 2467.2236 33.0542 7093 2 1234.1154 ‐0.1944
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1007.5044 EEGGFEVIK 7320.9760 1007.5067 22.4155 6788 2 504.2570 0.8826
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1135.5994 EEGGFEVIKK 4554.0250 1135.6013 18.9046 6405 2 568.3043 0.5876
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1361.6080 EHISAYGEGNER 4363.4650 1361.6055 14.1413 3918 3 454.5400 ‐3.4334
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1509.7730 SMREEGGFEVIKK 2365.3710 1509.7756 19.3786 9081 3 503.9300 0.3471
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 651.3461 GGNNILV 187.0942 651.3454 18.6390 7046 1 651.3454 ‐1.3017
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1225.5947 TIEKPVEDPSE 273.0898 1225.5910 20.2747 6065 2 613.2991 ‐3.9837
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 rbamidomethyl+C 1595.7523 GGNNILVICDTWTPA 1074.5660 1595.7462 18.7892 2249 2 798.3768 ‐3.9051
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1475.7376 EQEYTLLQQNVK 233.9047 1475.7414 22.2054 1805 2 738.3743 2.1413
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1450.7074 ASIDQFSWGVANR 465.1774 1450.7004 25.0966 1513 2 725.8538 ‐5.2539
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 2093.0702 PWFGIEQEYTLLQQNVK 994.4677 2093.0583 23.2918 1337 2 1047.0328 ‐4.6874
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 8561.4940 47809.8511 34 49.07 None 1480.7894 IEKPVEDPSELPK 1405.0040 1480.7970 20.4304 1197 2 740.9021 4.55
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 50042.1300 2564.3033 22.4989 50339 2 1282.6553 2.20
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 18355.4200 3000.4012 20.9408 39452 3 1000.8053 0.7037
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 rbamidomethyl+C( 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 1997.7520 2676.2715 22.0658 32171 3 892.7620 0.6469
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 rbamidomethyl+C 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 6111.6960 2623.3337 18.7545 27758 3 875.1161 1.26
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 3541.1970 3842.9732 25.5507 26936 3 1281.6626 ‐2.3297
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 899.5673 AILNLSLR 9805.6750 899.5654 17.8980 21491 2 450.2863 ‐3.7635
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 1817.8565 HETASIDQFSWGVANR 1393.0000 1817.8569 17.0442 4502 3 606.6238 ‐0.6028
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 rbamidomethyl+C( 2982.4779 DPFRGGNNILVICDTWTPAGEPIPTNK 688.4262 2982.4953 23.5431 1383 3 994.8366 6.71
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 1280.6957 TPAGEPIPTNKR 827.4403 1280.7022 18.7669 3061 2 640.8547 4.76
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 602.3620 NLSLR 3858.0360 602.3627 17.8947 2121 1 602.3627 0.3538
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 1711.8836 RPASNMDPYIVTSLLA 214.8241 1711.8812 24.5090 1819 2 856.4442 ‐1.0481
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 None 2093.0702 PWFGIEQEYTLLQQNVK 296.2197 2093.0583 23.2918 1337 2 1047.0328 ‐4.3950
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 34 49.07 rbamidomethyl+C( 2964.4673 DPFRGGNNILVICDTWTPAGEPIPTNK 266.0482 2964.4723 23.5639 11020 3 988.8289 2.07
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1203.6368 EIEYPGQVLR 67582.9400 1203.6377 24.6031 121951 2 602.3225 ‐0.3035
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 66867.8600 2360.1584 23.7726 104036 2 1180.5829 ‐1.4390
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQEVGGK 1196.5350 4704.2297 22.2083 32914 4 1176.8129 ‐1.1424
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1588.7278 TNTDFLPYNGDGFK 12049.2100 1588.7294 28.4826 18346 2 794.8683 0.8508
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 736.4738 2386.1074 28.6422 2353 2 1193.5573 ‐4.9127
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1343.6842 KFVESAATSFSVA 1187.8080 1343.6854 25.8129 23180 2 672.3463 0.2463
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1114.5925 NVMVTPTDKK 323.0476 1114.5921 29.5168 5032 1 1114.5921 1.0261
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1050.5102 VESAATSFSVA 194.4686 1050.5071 27.9002 1439 1 1050.5071 ‐1.8191
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 535.2399 EIEY 65.3117 535.2377 25.7780 1166 1 535.2377 ‐4.6389
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 10579.2600 23816.0454 17 56.16 None 1325.6736 KFVESAATSFSVA 257.5210 1325.6805 25.1208 5113 2 663.3439 4.70
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4378.2070 23816.0454 17 56.16 None 1203.6368 EIEYPGQVLR 69301.7200 1203.6377 24.6031 121951 2 602.3225 ‐0.2121
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4378.2070 23816.0454 17 56.16 None 1588.7278 TNTDFLPYNGDGFK 18986.4300 1588.7294 28.4826 18346 2 794.8683 0.8919
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4378.2070 23816.0454 17 56.16 None 832.4676 YPGQVLR 4698.1700 832.4666 24.5926 2754 1 832.4666 ‐0.5569
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4989.5750 23816.0454 17 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 46610.9500 2360.1584 23.7726 104036 2 1180.5829 ‐1.0852
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4989.5750 23816.0454 17 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQEVGGK 2480.8510 4704.2297 22.2083 32914 4 1176.8129 ‐1.6863
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4989.5750 23816.0454 17 56.16 None 1815.9388 WNPSKEIEYPGQVLR 315.3122 1815.9664 24.7098 5946 2 908.4868 15.8082
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4989.5750 23816.0454 17 56.16 None 1636.8581 PEEFLSQVNYLLGK 238.1306 1636.8668 22.7483 2961 2 818.9370 5.96
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1573.8432 GVTTIIGGGDSVAAVEK 136866.8000 1573.8447 25.6124 90670 2 787.4260 0.7687
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1404.7369 ELDYLVGAVSNPK 65126.8600 1404.7373 27.4957 66950 2 702.8723 ‐0.2617
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1933.9767 LASLADLYVNDAFGTAHR 11708.1800 1933.9805 19.3344 43384 3 645.3317 1.17
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1100.6562 IGVIESLLEK 39163.2900 1100.6569 19.5308 38708 2 550.8321 ‐0.5766
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 999.5986 FSLAPLVPR 34133.0000 999.5982 18.8970 37737 2 500.3027 ‐1.8836
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1447.8671 FLKPSVAGFLLQK 5408.9870 1447.8692 18.8626 26600 3 483.2946 ‐0.0674
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1539.8992 GVSLLLPTDVVIADK 23989.8400 1539.9005 20.4089 23921 2 770.4539 0.5860
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 11199.8800 2269.1903 33.4453 18988 3 757.0683 1.07
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2028.9469 ADLNVPLDDNQNITDDTR 8049.6570 2028.9460 25.7822 7905 2 1014.9767 0.4479
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1102.6368 RPFAAIVGGSK 2887.1110 1102.6373 14.2392 5454 2 551.8223 ‐0.7251
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 713.4556 AAIPTIK 9394.6230 713.4555 19.4011 4260 1 713.4555 ‐0.1426
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1220.7474 VILSTHLGRPK 4885.0820 1220.7467 13.2918 2471 3 407.5871 ‐2.3362



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 789.4101 GTEAVANK 1941.8530 789.3970 18.3651 885 1 789.3970 ‐16.3994
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 5749.4870 2370.2904 20.7486 12088 3 790.7683 ‐0.6299
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2062.0716 KLASLADLYVNDAFGTAHR 1399.0700 2062.0761 18.6615 5984 3 688.0302 1.66
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1298.6951 GVTTIIGGGDSVAAV 553.1025 1298.6996 24.9536 4020 2 649.8534 2.09
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1187.7147 KPSVAGFLLQK 817.5268 1187.7154 19.8980 3601 2 594.3614 ‐0.3930
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 642.4185 AIPTIK 67.1702 642.4157 19.4486 3271 1 642.4157 ‐4.6344
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 581.3770 PLVPR 1511.8460 581.3786 18.8971 3169 1 581.3786 2.43
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 571.3814 IPTIK 83.5372 571.3824 21.0378 3002 1 571.3824 1.12
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 652.4141 APLVPR 673.4454 652.4140 18.9003 2495 1 652.4140 ‐0.3653
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 989.4898 GGGDSVAAVEK 2386.9510 989.4912 25.6047 2155 1 989.4912 2.91
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2014.0274 AGVMSHISTGGGASLELLEGK 394.2924 2014.0308 33.6701 1715 3 672.0151 1.0490
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1318.6849 STGGGASLELLEGK 437.9323 1318.6896 31.5707 1692 1 1318.6896 5.04
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 458.2973 PTIK 953.8132 458.2972 19.3969 1638 1 458.2972 ‐1.1773
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1549.7394 ADLYVNDAFGTAHR 284.6962 1549.7484 20.4766 1560 2 775.3778 5.44
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1837.0470 GVSLLLPTDVVIADKFAP 248.0897 1837.0537 20.7140 1490 2 919.0305 4.1004
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1516.6874 PLDDNQNITDDTR 326.5657 1516.6848 26.5560 1134 2 758.8461 ‐1.9947
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 957.5251 PTDVVIADK 326.1444 957.5288 20.8518 1020 2 479.2680 2.60
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 765.4981 LAPLVPR 209.2148 765.4999 18.8871 963 1 765.4999 2.63
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 852.5302 SLAPLVPR 237.2566 852.5281 18.8986 950 1 852.5281 ‐1.9611
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1008.5949 LSTHLGRPK 4066.4880 1008.5941 13.2915 801 2 504.8007 ‐2.2013
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 1429.8566 FLKPSVAGFLLQK 296.8728 1429.8529 19.9216 921 3 477.2892 ‐4.0665
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 772.3836 GTEAVANK 123.8807 772.3862 17.5440 2113 1 772.3862 3.06
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12642.9800 42729.4379 68 45.19 None 2353.2650 GVSLLLPTDVVIADKFAPDANSK 492.2751 2353.2707 20.3530 1256 3 785.0951 2.93
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 1573.8432 GVTTIIGGGDSVAAVEK 126836.9000 1573.8447 25.6091 87324 2 787.4260 0.8343
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 1404.7369 ELDYLVGAVSNPK 87287.6100 1404.7373 27.4957 66950 2 702.8723 ‐0.1965
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 713.4556 AAIPTIK 8109.6810 713.4555 19.4011 4260 1 713.4555 0.0970
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 1146.6001 SVGDLNSVDLK 564.4132 1146.5922 24.7822 3112 2 573.7997 ‐7.9025
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 642.4185 AIPTIK 55.0331 642.4157 19.4486 3271 1 642.4157 ‐4.4147
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 571.3814 IPTIK 62.1251 571.3824 21.0378 3002 1 571.3824 1.11
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 1102.5739 IGGGDSVAAVEK 1012.3160 1102.5689 25.6064 2548 1 1102.5689 ‐2.8212
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 989.4898 GGGDSVAAVEK 3003.2330 989.4912 25.6047 2155 1 989.4912 2.57
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 458.2973 PTIK 452.9966 458.2972 19.3969 1638 1 458.2972 ‐1.0089
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8334.4450 42729.4379 68 45.19 None 1162.6103 DYLVGAVSNPK 1047.6200 1162.6086 27.4933 967 1 1162.6086 0.4609
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1933.9767 LASLADLYVNDAFGTAHR 11919.6300 1933.9805 19.3344 43384 3 645.3317 1.65
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6157.0540 2269.1875 19.5195 38774 3 757.0674 0.5829
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1100.6562 IGVIESLLEK 38205.3300 1100.6569 19.5308 38708 2 550.8321 ‐0.5125
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 999.5986 FSLAPLVPR 38882.1400 999.5982 18.8970 37737 2 500.3027 ‐1.8427
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1539.8992 GVSLLLPTDVVIADK 29481.9800 1539.9005 20.4089 23921 2 770.4539 0.7512
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1573.8432 GVTTIIGGGDSVAAVEK 34228.4000 1573.8443 16.3206 17537 2 787.4258 0.6975
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1102.6368 RPFAAIVGGSK 3960.7820 1102.6373 14.2392 5454 2 551.8223 ‐0.6605
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1220.7474 VILSTHLGRPK 7429.1300 1220.7467 13.2918 2471 3 407.5871 ‐2.0435
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 9096.8540 2370.2904 20.7486 12088 3 790.7683 ‐0.5918
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 2062.0716 KLASLADLYVNDAFGTAHR 1128.5900 2062.0761 18.6615 5984 3 688.0302 1.30
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 581.3770 PLVPR 2138.8790 581.3786 18.8971 3169 1 581.3786 2.0023
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 987.5721 GVIESLLEK 854.4396 987.5729 19.5299 2897 1 987.5729 1.61
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1215.6579 IIGGGDSVAAVEK 207.1357 1215.6551 17.9495 2649 2 608.3312 ‐3.2108
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 652.4141 APLVPR 287.2075 652.4140 18.9003 2495 1 652.4140 ‐0.6594
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 543.3038 RPFAA 131.7604 543.3073 14.8385 1789 1 543.3073 5.97
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1837.0470 GVSLLLPTDVVIADKFAP 253.1058 1837.0537 20.7140 1490 2 919.0305 4.39
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1431.7690 ISTGGGASLELLEGK 529.0971 1431.7636 21.0475 1244 2 716.3854 ‐4.1034
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 765.4981 LAPLVPR 237.4233 765.4999 18.8871 963 1 765.4999 2.1288
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 852.5302 SLAPLVPR 310.4410 852.5281 18.8986 950 1 852.5281 ‐2.2611
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 446.2609 AVEK 51.6254 446.2593 15.7335 865 1 446.2593 ‐4.8342
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1008.5949 LSTHLGRPK 4856.4700 1008.5941 13.2915 801 2 504.8007 ‐2.1584
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 1915.9661 LASLADLYVNDAFGTAHR 371.9824 1915.9661 18.6207 1116 2 958.4867 0.8406
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 5565.2660 42729.4379 68 45.19 None 2353.2650 GVSLLLPTDVVIADKFAPDANSK 484.2574 2353.2707 20.3530 1256 3 785.0951 2.12
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 2142.0655 ADFANFLQWYSQAGTPVVK 1401.2950 2142.0634 17.9366 10992 3 714.6927 ‐1.4315
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 2709.3045 AITLPGEGEIMDMMAVADPDAVHAVR 4987.8000 2709.3010 40.3104 5312 3 903.7719 ‐0.9403
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 1597.8043 ITFYQDRPDIMAK 2730.6170 1597.8088 25.2821 4490 3 533.2745 1.45
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 2162.0910 MATNLTDQFAALAALSQNPGK 1081.8050 2162.0875 20.7559 4286 3 721.3674 ‐2.0684
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 1470.7223 TRDDILADFYNK 978.0797 1470.7195 28.2271 2238 2 735.8634 ‐2.3365
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 3265.7355 FSQEIPPTPGQPTKEPTFIPVVVGLLDSSGK 681.6216 3265.7165 22.3521 1599 3 1089.2437 ‐4.7011
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 2703.3222 NTALAYLASLEDPAYMELALNEYK 653.6372 2703.3150 23.6094 3821 3 901.7765 ‐2.3357
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 1258.5005 DQEFSSDMGSR 3559.0270 1258.5009 17.6789 1799 2 629.7541 ‐0.5370
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 rbamidomethyl+C 2560.2290 VYSLIGGFCGSPVNFHAKDGSGYK 690.8093 2560.2404 35.9777 1077 3 854.0850 4.21
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 3613.7955 MATNLTDQFAALAALSQNPGKTRDDILADFYNK 303.9570 3613.8252 20.1791 1188 4 904.2118 7.00
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 None 1484.7202 TFYQDRPDIMAK 331.0339 1484.7250 25.2760 892 2 742.8661 2.07
NP_001117543.4 peptidase M1 family protein Arabidopsis thaliana 356.2085 111441.6890 12 13.48 rbamidomethyl+C 1966.8865 GGFCGSPVNFHAKDGSGYK 220.3336 1966.8867 33.8158 812 2 983.9470 0.8402
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 None 2150.1703 ELINSPANVLTPAVLAEEAAK 15084.2600 2150.1674 35.0124 18595 2 1075.5873 ‐0.2686
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 None 1163.5473 SGVADMVNTGGR 1783.3350 1163.5525 19.5698 6988 2 582.2799 3.82
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 rbamidomethyl+C( 2659.2920 VASTYSDVFTANILNEEQCKELK 908.0363 2659.2769 34.0726 1239 3 887.0972 ‐5.3744
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 None 1271.6266 GLTFDSGGYNIK 1633.1090 1271.6253 25.6099 13444 2 636.3163 ‐1.7926
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 rbamidomethyl+C 1192.5701 TGPGCSIELMK 481.7440 1192.5423 23.8970 11695 2 596.7748 ‐24.2168
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 None 1031.5408 EIDVIEWK 3111.7660 1031.5422 28.3319 6267 2 516.2748 0.1174
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 rbamidomethyl+C( 2289.0704 VASTYSDVFTANILNEEQCK 361.5969 2289.0369 24.7728 4507 3 763.6838 ‐14.9511
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 8 16.73 rbamidomethyl+C( 1850.9317 LTLADALVYACNQGVDK 354.5681 1850.9666 31.9423 4444 2 925.9869 19.3164
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 4857.4830 2607.3572 36.5867 13190 3 869.7906 0.9278
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1310.6297 GLDFSALMDDVK 2459.9810 1310.6317 34.9404 9361 2 655.8195 0.7801
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 rbamidomethyl+C( 1404.7264 IAAVQTLSGTGACR 4765.4600 1404.7275 20.4316 8666 2 702.8674 0.2335



NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1898.9746 DPILGVTEAFLADPSPEK 1239.7450 1898.9711 36.1721 6113 2 949.9892 ‐1.2901
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 1145.1040 2346.2249 20.7316 5247 3 782.7465 5.65
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 934.5105 VNVGVGAYR 1534.8550 934.5094 18.8996 4411 2 467.7584 ‐2.7430
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 864.4825 EISQLFK 553.6013 864.4812 24.3528 3280 2 432.7442 ‐3.3710
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1329.6732 GMTPISGHFGGLR 260.5040 1329.6815 23.7734 4972 2 665.3444 5.64
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1759.8394 LAGSTFMEYLPMGGSAK 394.2423 1759.8734 32.4595 4172 2 880.4403 19.5827
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1957.0185 NAASKRGMTPISGHFGGLR 295.8122 1957.0277 17.1545 4649 3 653.0141 3.72
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1407.7269 MALAMMIRNAASK 697.2115 1407.7243 23.3374 1786 2 704.3658 ‐2.4175
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2560.2860 LAGSTFMEYLPMGGSAKMVDLTLK 1276.3960 2560.2683 19.4612 1643 3 854.0943 ‐6.7896
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1408.7114 NAASKRGMTPISGH 141.2646 1408.7187 17.5616 3312 2 704.8630 4.61
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 490.2620 NAASK 128.4942 490.2616 23.3980 1795 1 490.2616 ‐1.6683
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1007.4866 FSALMDDVK 219.3761 1007.4898 33.1469 1387 1 1007.4898 4.0990
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 721.3992 VGVGAYR 104.2506 721.4009 19.2786 934 1 721.4009 2.68
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1939.9919 NAASKRGMTPISGHFGGLR 208.9640 1939.9885 17.2828 1139 3 647.3344 ‐2.5189
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 5935.1430 2607.3572 36.5867 13190 3 869.7906 0.9702
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1310.6297 GLDFSALMDDVK 2615.4540 1310.6317 34.9404 9361 2 655.8195 0.8576
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 rbamidomethyl+C( 1404.7264 IAAVQTLSGTGACR 4325.7340 1404.7275 20.4316 8666 2 702.8674 0.2986
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1353.7161 LGSPLSWEHVTK 764.3632 1353.7123 25.8791 7007 2 677.3598 ‐3.4130
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1898.9746 DPILGVTEAFLADPSPEK 1210.5640 1898.9711 36.1721 6113 2 949.9892 ‐1.2894
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 934.5105 VNVGVGAYR 2639.6300 934.5094 18.8996 4411 2 467.7584 ‐2.6166
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 864.4825 EISQLFK 482.2444 864.4812 24.3528 3280 2 432.7442 ‐3.2354
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1759.8394 LAGSTFMEYLPMGGSAK 919.0123 1759.8734 32.4595 4172 2 880.4403 19.6015
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 289.6414 2346.2284 25.3266 1030 3 782.7477 6.06
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1407.7269 MALAMMIRNAASK 817.9214 1407.7369 26.9350 94477 2 704.3721 6.65
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 835.4421 NVGVGAYR 354.1568 835.4417 18.3918 2607 1 835.4417 0.2458
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1025.4972 FSALMDDVK 286.1201 1025.4959 32.9026 1440 1 1025.4959 0.1345
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1007.4866 FSALMDDVK 243.3375 1007.4898 33.1469 1387 1 1007.4898 4.06
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 721.3992 VGVGAYR 111.4130 721.4009 19.2786 934 1 721.4009 2.86
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 1130.5688 EIEDAVADLR 19741.5600 1130.5714 24.3381 5540 2 565.7893 1.1030
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 1235.5750 SASSGDDLNEIK 7423.0450 1235.5760 17.4464 5266 2 618.2916 ‐0.1335
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 1355.6689 NTADTTIYSIEK 1349.2200 1355.6657 18.0088 3506 2 678.3365 ‐3.0222
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 rbamidomethyl+C 721.3298 VACSER 514.0692 721.3342 31.5180 2487 1 721.3342 6.1203
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 1609.7942 VVSWRAGNANGHGER 233.7322 1609.7793 18.9127 999 2 805.3933 ‐9.3650
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 903.4418 GDDLNEIK 168.8426 903.4403 16.7830 1300 2 452.2238 ‐3.2980
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1998.4790 16267.9939 7 26.14 None 1077.5059 SSGDDLNEIK 274.5847 1077.5029 19.8074 872 1 1077.5029 ‐1.5415
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 1221.6660 IAILNANYMAK 4469.6960 1221.6665 17.0700 14671 2 611.3369 ‐0.4308
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 1791.9527 LGVAEVQELPFFDTVK 1286.0850 1791.9556 21.4492 13674 2 896.4815 2.1725
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 rbamidomethyl+C 1094.5663 FCDALISIR 2172.1140 1094.5737 17.6215 11329 2 547.7905 5.93
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 rbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 rbamidomethyl+C 1838.9041 TFCIPHGGGGPGMGPIGVK 1748.8570 1838.9070 16.9018 9907 3 613.6405 0.8445
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 4856.2970 2760.2733 19.2799 9892 3 920.7626 0.7196
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 rbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 2595.9160 3237.4824 21.5726 6736 3 1079.8323 ‐2.6864
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 1255.9270 3029.5863 19.4955 5659 3 1010.5336 ‐1.9317
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 1075.5994 IIGISVDSSGK 1158.9900 1075.5977 15.1339 1204 2 538.3025 ‐2.8133
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 322.9708 2484.2195 17.6325 7963 4 621.8103 2.91
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 1640.8755 GVNGTVAHEFIIDLR 351.5157 1640.8630 21.3152 4431 2 820.9352 ‐7.4101
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 2262.2057 IIGISVDSSGKQALRMAMQTR 1188.6340 2262.1942 19.2243 4502 4 566.3040 ‐5.0834
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 2463.2007 FDAGLTESQMIQHMVDLASKNK 1007.1560 2463.2174 18.3675 2410 3 821.7440 6.82
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 2885.5573 HYPVLFRGVNGTVAHEFIIDLRGFK 573.5424 2885.5651 24.8879 1297 3 962.5265 3.1758
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 676.9625 107194.3958 16 25.00 None 1166.6105 HYPVLFRGVN 98.8482 1166.6044 23.4746 1483 1 1166.6044 ‐4.0622
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1116.6259 TSLAPGSGVVTK 31515.5500 1116.6274 18.4134 12871 2 558.8173 0.2146
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1777.9041 EVAEVVQSSVLPDMFK 1590.4790 1777.9057 33.7795 6367 2 889.4565 1.68
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1331.5824 MFVDYSEPESK 1632.2920 1331.5834 22.3308 3240 2 666.2954 0.1462
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 2134.1359 LRDGMTATDLVLTVTQMLR 562.9772 2134.0834 31.2316 7512 2 1067.5454 ‐23.4975
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1765.8174 SENAVQANMELEFQR 1045.9050 1765.8521 29.8584 1383 2 883.4297 19.9283
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 Oxidation+M(9) 2309.0939 SENAVQANMELEFQRNKER 896.0209 2309.0959 29.4979 5787 3 770.3701 0.6043
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 rbamidomethyl+C(12)
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 744.4250 PGSGVVTK 4133.6660 744.4220 18.4052 1456 1 744.4220 ‐3.8075
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1331.6702 ELEFQRNKER 102.4885 1331.6664 30.4689 1066 2 666.3368 ‐3.5506
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 2117.1093 LRDGMTATDLVLTVTQMLR 148.1112 2117.1002 31.4641 8365 3 706.3716 ‐4.8733
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 563.4902 87116.1895 11 9.69 None 1760.8775 EVAEVVQSSVLPDMFK 315.4557 1760.8866 34.0892 1949 2 880.9469 5.01
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3250.9890 11925.1009 3 34.58 None 1114.6466 LITPSILSDR 30733.0400 1114.6477 17.3416 28726 2 557.8275 ‐0.2321
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3250.9890 11925.1009 3 34.58 None 1657.7890 VNNMVLFDQATYDK 1890.8840 1657.7911 28.4956 15961 2 829.3992 1.35
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 3250.9890 11925.1009 3 34.58 None 1491.7373 MVAAHSSQQIYTR 1081.0070 1491.7375 16.1077 7726 3 497.9174 ‐1.2335
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1647.8159 NQVAMNPVNTVFDAK 20218.4600 1647.8154 28.5922 66793 2 824.4114 ‐0.2891
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1680.8340 NAVVTVPAYFNDSQR 45764.3000 1680.8330 27.2761 63589 2 840.9202 ‐0.5082
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1473.6856 TTPSYVAFTDSER 45929.5500 1473.6879 23.6365 61951 2 737.3476 1.1528
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 105716.5000 2560.2539 34.1885 55815 3 854.0895 0.6250
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1675.7307 ATAGDTHLGGEDFDNR 43676.3200 1675.7325 18.5178 55601 3 559.2490 ‐0.0798
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1358.6158 NALENYAYNMR 38755.3900 1358.6179 24.8424 47018 2 679.8126 0.9366
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 rbamidomethyl+C 1386.7298 ELESICNPIIAK 38668.3200 1386.7288 26.1953 40133 2 693.8680 ‐1.2947
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1215.6514 DAGVIAGLNVMR 61002.1500 1215.6517 29.0511 34922 2 608.3295 ‐0.7475
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1278.6300 MVNHFVQEFK 78024.1500 1278.6300 15.2981 30702 2 639.8186 ‐0.8219
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1230.5307 FSDSSVQSDMK 47158.3600 1230.5326 18.2625 26571 2 615.7700 0.6323
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1822.9408 IQAGPADKPMIYVEYK 2253.4150 1822.9429 25.1893 16807 3 608.3191 0.2004



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1426.7649 STVHDVVLVGGSTR 9314.9860 1426.7660 20.2554 16011 3 476.2602 ‐0.6742
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1313.6194 FEELNMDLFR 3606.3050 1313.6225 33.7668 14600 2 657.3149 1.86
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1566.8084 EFAAEEISSMVLIK 3186.2630 1566.8084 35.5184 11796 2 783.9079 ‐0.1374
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPASGGAGP 17619.2800 2733.1540 20.1441 10851 3 911.7228 1.29
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 rbamidomethyl+C( 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 581.8276 2588.2270 19.1587 10075 3 863.4139 2.56
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1288.8630 3020.3938 43.5468 5455 3 1007.4694 ‐1.5450
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1803.9170 NQVAMNPVNTVFDAKR 492.7362 1803.8899 25.5878 5782 2 902.4486 ‐14.6884
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFYSTITR 208.5571 3025.5604 23.6902 1591 3 1009.1916 24.4314
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 16158.0200 3148.4911 43.1883 18990 3 1050.1686 ‐0.5131
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1540.7577 ARFEELNMDLFR 8371.5120 1540.7604 19.0803 18188 2 770.8838 1.96
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1213.2050 2266.1490 23.7095 7916 4 567.2927 1.33
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 2489.0440 2316.1991 24.9820 4287 2 1158.6032 0.4000
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1503.6459 AGDTHLGGEDFDNR 56031.2100 1503.6468 18.5193 6578 2 752.3270 0.2785
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 rbamidomethyl+C 1243.5637 SCVGVWQHDR 1418.1950 1243.5632 18.8429 3612 2 622.2852 ‐1.3002
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 869.4516 FYSTITR 80.7017 869.4466 22.9259 3253 1 869.4466 ‐5.1889
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 649.3192 TTPSYV 898.2638 649.3157 22.8277 3022 1 649.3157 ‐5.5778
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 838.4417 PPASGGAGPK 484.7607 838.4409 18.9664 2701 1 838.4409 ‐0.5842
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1604.6936 TAGDTHLGGEDFDNR 1360.9410 1604.6975 18.5217 2101 2 802.8524 2.07
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1432.6088 GDTHLGGEDFDNR 1635.3440 1432.6106 18.5217 1962 2 716.8089 0.7771
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 825.3737 AFTDSER 208.6965 825.3743 23.0581 1805 1 825.3743 0.9733
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 459.2310 GGSTR 69.2395 459.2291 20.3420 1682 1 459.2291 ‐5.0542
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1982.9818 KIEDSIEQAIQWLEGNQ 406.8612 1982.9763 43.6927 1401 2 991.9918 ‐1.9912
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1060.4517 ENYAYNMR 241.0213 1060.4501 24.8512 1189 1 1060.4501 ‐0.2683
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1253.5797 PSYVAFTDSER 281.6674 1253.5855 22.2394 1177 2 627.2964 3.25
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1083.4623 SDSSVQSDMK 4630.4950 1083.4618 18.2672 1092 1 1083.4618 0.8244
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1174.5375 SYVAFTDSER 204.4390 1174.5368 23.6477 921 1 1174.5368 0.9600
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1196.5695 VPAYFNDSQR 174.3503 1196.5614 27.2582 828 1 1196.5614 ‐5.0674
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1139.6167 HDVVLVGGSTR 174.4280 1139.6237 19.2909 779 2 570.3155 4.71
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1548.7978 EFAAEEISSMVLIK 260.0641 1548.8054 34.7164 980 2 774.9064 4.91
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20234.8600 57578.9412 94 66.41 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1647.8159 NQVAMNPVNTVFDAK 24684.4200 1647.8154 28.5922 66793 2 824.4114 ‐0.2556
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1680.8340 NAVVTVPAYFNDSQR 58456.9500 1680.8330 27.2761 63589 2 840.9202 ‐0.4791
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1473.6856 TTPSYVAFTDSER 60788.0800 1473.6879 23.6365 61951 2 737.3476 1.89
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 60204.7100 2560.2539 34.1885 55815 3 854.0895 0.6568
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1358.6158 NALENYAYNMR 38639.8200 1358.6179 24.8424 47018 2 679.8126 1.0078
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 rbamidomethyl+C 1386.7298 ELESICNPIIAK 40110.3500 1386.7288 26.1953 40133 2 693.8680 ‐1.2272
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1215.6514 DAGVIAGLNVMR 63499.1800 1215.6517 29.0511 34922 2 608.3295 ‐0.6577
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1659.8952 IINEPTAAAIAYGLDK 24142.0400 1659.8959 29.6554 27277 2 830.4516 0.4773
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1822.9408 IQAGPADKPMIYVEYK 1850.4890 1822.9429 25.1893 16807 3 608.3191 0.0656
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1426.7649 STVHDVVLVGGSTR 15827.0000 1426.7660 20.2554 16011 3 476.2602 ‐0.8986
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1313.6194 FEELNMDLFR 7194.8670 1313.6225 33.7668 14600 2 657.3149 1.56
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1566.8084 EFAAEEISSMVLIK 3514.3880 1566.8084 35.5184 11796 2 783.9079 ‐0.0934
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1935.7690 3020.3938 43.5468 5455 3 1007.4694 ‐1.4093
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1436.7532 VQQLLQDFFNGK 513.0287 1436.7238 28.6037 6192 2 718.8656 ‐20.8759
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 29793.3400 3148.4911 43.1883 18990 3 1050.1686 ‐0.3484
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1126.9910 2266.1490 23.7095 7916 4 567.2927 1.24
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1102.5568 VQQLLQDFF 790.3969 1102.5608 31.1980 4869 2 551.7840 2.75
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 963.4782 VEYKGEEK 357.2564 963.4796 21.9049 3636 2 482.2435 0.0868
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 649.3192 TTPSYV 1131.8210 649.3157 22.8277 3022 1 649.3157 ‐5.3561
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 873.4975 IAGLNVMR 89.7604 873.5027 30.8347 2999 2 437.2550 4.15
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 595.3086 YGLDK 61.4650 595.3115 28.2694 2480 1 595.3115 4.22
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 666.3457 AYGLDK 226.8055 666.3465 31.6973 1834 1 666.3465 1.1113
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 833.3999 LSGEGNEK 799.4778 833.3983 34.1846 1780 1 833.3983 ‐1.3647
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 459.2310 GGSTR 105.0510 459.2291 20.3420 1682 1 459.2291 ‐4.8855
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1982.9818 KIEDSIEQAIQWLEGNQ 457.0045 1982.9763 43.6927 1401 2 991.9918 ‐2.0014
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 924.4421 VAFTDSER 1206.1150 924.4409 23.6111 1302 1 924.4409 ‐0.3323
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1060.4517 ENYAYNMR 234.2013 1060.4501 24.8512 1189 1 1060.4501 0.0681
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1097.5010 PAYFNDSQR 173.3185 1097.5036 29.5540 815 2 549.2554 1.29
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11681.6400 57578.9412 94 66.41 None 1641.8846 IINEPTAAAIAYGLDK 617.5062 1641.8860 28.8487 12736 2 821.4467 0.8730
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1787.9902 IINEPTAAAIAYGLDKK 64667.9200 1787.9916 17.1797 129459 3 596.6687 ‐0.0234
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1278.6300 MVNHFVQEFK 56823.4500 1278.6300 15.2981 30702 2 639.8186 ‐0.7169
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 rbamidomethyl+C( 1967.0055 VQQLLQDFFNGKELCK 127.9329 1967.0011 23.4354 5557 2 984.0042 ‐1.2821
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1473.6856 TTPSYVAFTDSER 9003.0110 1473.6872 15.5109 3679 2 737.3472 0.8371
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1436.7532 VQQLLQDFFNGK 200.5363 1436.7312 18.4996 12177 2 718.8692 ‐15.6920
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1643.8898 QATKDAGVIAGLNVMR 298.2590 1643.9014 18.6888 4096 3 548.6387 6.1024
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFYSTITR 261.1598 3025.5604 23.6902 1591 3 1009.1916 24.3245
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1358.6158 NALENYAYNMR 502.3943 1358.6182 15.9998 1582 2 679.8127 1.60
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1228.6280 VEIIANDQGNR 203.6169 1228.6354 18.9069 1440 2 614.8214 5.1622
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1680.8340 NAVVTVPAYFNDSQR 836.5628 1680.8330 17.0858 1385 2 840.9202 ‐0.3124
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 995.5156 QATKDAGVIAG 288.3655 995.5129 17.6925 2313 1 995.5129 ‐2.1018
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 794.4407 AYGLDKK 17375.8400 794.4404 17.1541 1763 1 794.4404 ‐0.4485
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1048.5211 NHFVQEFK 7961.1750 1048.5186 15.2868 1658 2 524.7630 ‐3.6076
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 907.5247 IAYGLDKK 259.6123 907.5245 17.1661 762 1 907.5245 0.0486



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3495.6240 57578.9412 94 66.41 None 1211.6015 VEIIANDQGNR 91.7833 1211.5968 19.4511 1599 1 1211.5968 ‐2.5067
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 2156.0791 IENVPEMPLVVSDSAEAVEK 4531.8420 2156.0737 31.6028 29101 2 1078.5405 ‐1.3624
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1613.8057 LESIYGSFEKPSEK 7818.3020 1613.8074 23.5460 18802 3 538.6073 ‐0.1838
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 rbamidomethyl+C 1422.7158 NLPGVELCHVER 11589.0000 1422.7169 23.1477 15822 3 474.9105 ‐0.7660
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 rbamidomethyl+C( 1182.5143 AGQAAFGNMCR 21851.5700 1182.5159 18.4300 9896 2 591.7616 0.3022
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1862.0681 HAIVSAIAATAVPALVMAR 3228.6440 1862.0683 20.1088 7330 3 621.3610 ‐0.7421
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 2042.0764 IINSDEVQSVVNPIKDGSK 4364.6250 2042.0776 25.7458 6103 3 681.3640 ‐0.0626
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1654.9010 IINSDEVQSVVNPIK 2065.9260 1654.9007 16.8508 4575 2 827.9540 ‐0.2034
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1444.6564 AGHQTSAESWGTGR 2645.3070 1444.6578 14.7860 2899 3 482.2241 ‐0.5140
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 977.5084 MSLLAEASR 558.6129 977.5098 23.3494 952 1 977.5098 2.45
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1741.9007 LESIYGSFEKPSEKK 371.2426 1741.8684 17.4766 2605 3 581.2943 ‐19.5749
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1109.5109 QIGAYDDAEK 270.8576 1109.5355 34.8643 871 1 1109.5355 23.4931
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 460.2402 PSEK 71.3798 460.2385 21.5930 9611 1 460.2385 ‐4.7331
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1485.8788 HAIVSAIAATAVPALV 574.3369 1485.8777 18.6197 9151 2 743.4425 ‐1.0589
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 1427.6298 AGHQTSAESWGTGR 198.7822 1427.6375 16.5102 2895 2 714.3224 4.72
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1983.0750 44707.0319 25 29.31 None 2139.0526 IENVPEMPLVVSDSAEAVEK 377.2075 2139.0587 28.7739 1345 3 713.6911 2.94
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 None 2156.0791 IENVPEMPLVVSDSAEAVEK 3222.6750 2156.0737 31.6028 29101 2 1078.5405 ‐1.3953
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 None 1613.8057 LESIYGSFEKPSEK 7997.9880 1613.8074 23.5460 18802 3 538.6073 ‐0.3659
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 rbamidomethyl+C( 1182.5143 AGQAAFGNMCR 36101.1300 1182.5159 18.4300 9896 2 591.7616 0.3963
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 None 2042.0764 IINSDEVQSVVNPIKDGSK 4085.6800 2042.0776 25.7458 6103 3 681.3640 ‐0.1479
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 None 2462.0493 AWYQTMISDSDYTEFDNFTK 3873.4840 2462.0393 35.8858 6214 2 1231.5233 ‐2.2962
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 rbamidomethyl+C(10)
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 1794.6680 44707.0319 25 29.31 None 1371.6791 SIYGSFEKPSEK 4425.0780 1371.6832 23.5572 1356 2 686.3453 2.04
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 202.4532 44707.0319 25 29.31 None 1862.0681 HAIVSAIAATAVPALVMAR 2702.8000 1862.0683 20.1088 7330 3 621.3610 ‐0.5914
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 202.4532 44707.0319 25 29.31 None 1654.9010 IINSDEVQSVVNPIK 2056.1860 1654.9007 16.8508 4575 2 827.9540 ‐0.0118
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 202.4532 44707.0319 25 29.31 None 1485.8788 HAIVSAIAATAVPALV 322.2925 1485.8777 18.6197 9151 2 743.4425 ‐0.9062
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 1200.6947 VVAVSDITGAIR 25035.8200 1200.6952 17.0308 30835 2 600.8512 ‐0.5834
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 2182.0663 FIVEAANHPTDPDADEILSK 3855.5600 2182.0677 26.5790 16692 3 728.0274 0.2333
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 1065.5510 MGAFTLGVNR 7729.3470 1065.5509 16.5138 12762 2 533.2791 ‐1.3996
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 2356.1278 YHPEVDPDEVNALAQLMTWK 3771.3770 2356.1280 21.7017 12475 3 786.0475 ‐0.1093
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 1296.7158 NPEGIDINALIK 2942.1580 1296.7158 30.9764 11088 2 648.8616 ‐0.7660
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 1061.5473 DLSLSELER 40687.5800 1061.5496 27.2388 11074 2 531.2784 0.7977
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 863.4808 SLMIPFR 3306.5740 863.4819 18.2393 5393 2 432.2446 ‐0.4899
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 843.4934 VNLELQK 1117.4580 843.4925 19.7300 4250 1 843.4925 ‐0.7112
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 rbamidomethyl+C 2170.0849 VECTIPKDDGTLVSYIGFR 2900.7480 2170.0856 18.8720 2669 3 724.0334 ‐0.1453
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 532.3242 IPFR 80.1074 532.3272 17.3845 2097 1 532.3272 4.33
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 633.3202 SELER 101.0178 633.3224 28.2682 1632 1 633.3224 3.0215
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 832.4523 SDITGAIR 1868.1330 832.4496 17.0231 1581 1 832.4496 ‐2.8892
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 833.4363 SLSELER 1608.3080 833.4369 27.2403 1219 1 833.4369 1.0940
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 659.3835 TLGVNR 203.6761 659.3835 16.4851 972 1 659.3835 ‐0.1955
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 3163.6830 45041.2796 15 28.22 None 1479.6751 YHPEVDPDEVNAL 216.0557 1479.6802 20.3895 907 2 740.3437 3.1052
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 1200.6947 VVAVSDITGAIR 25035.8200 1200.6952 17.0308 30835 2 600.8512 ‐0.5834
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 2356.1278 YHPEVDPDEVNALAQLMTWK 3771.3770 2356.1280 21.7017 12475 3 786.0475 ‐0.1093
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 1296.7158 NPEGIDINALIK 2942.1580 1296.7158 30.9764 11088 2 648.8616 ‐0.7660
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 1061.5473 DLSLSELER 40687.5800 1061.5496 27.2388 11074 2 531.2784 0.7977
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 863.4808 SLMIPFR 3306.5740 863.4819 18.2393 5393 2 432.2446 ‐0.4899
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 rbamidomethyl+C 2170.0849 VECTIPKDDGTLVSYIGFR 2900.7480 2170.0856 18.8720 2669 3 724.0334 ‐0.1453
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 532.3242 IPFR 80.1074 532.3272 17.3845 2097 1 532.3272 4.33
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 633.3202 SELER 101.0178 633.3224 28.2682 1632 1 633.3224 3.0215
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 832.4523 SDITGAIR 1868.1330 832.4496 17.0231 1581 1 832.4496 ‐2.8892
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 833.4363 SLSELER 1608.3080 833.4369 27.2403 1219 1 833.4369 1.0940
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2768.9700 33437.9920 19 25.57 None 1479.6751 YHPEVDPDEVNAL 216.0557 1479.6802 20.3895 907 2 740.3437 3.1052
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 None 1200.6947 VVAVSDITGAIR 32979.0200 1200.6952 17.0308 30835 2 600.8512 ‐0.4962
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 None 2356.1278 YHPEVDPDEVNALAQLMTWK 2649.8920 2356.1280 21.7017 12475 3 786.0475 ‐0.0680
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 rbamidomethyl+C 2170.0849 VECTIPKDDGTLVSYIGFR 726.8245 2170.0824 20.8673 5488 2 1085.5449 0.3416
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 None 863.4808 SLMIPFR 4454.8840 863.4819 18.2393 5393 2 432.2446 ‐0.4803
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 rbamidomethyl+C 2540.3065 EIKVECTIPKDDGTLVSYIGFR 1480.9720 2540.3145 18.8716 6691 3 847.4430 3.87
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 rbamidomethyl+C 2170.0849 VECTIPKDDGTLVSYIGFR 1293.8010 2170.0856 18.8720 2669 3 724.0334 ‐0.0628
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 None 532.3242 IPFR 121.3231 532.3272 17.3845 2097 1 532.3272 4.28
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1597.8640 33437.9920 19 25.57 None 832.4523 SDITGAIR 2218.3770 832.4496 17.0231 1581 1 832.4496 ‐3.1887
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 rbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 None 3003.5561 FFVDPQTEGIVLIGEIGGTAEEDAAALIK 1724.7400 3003.5544 25.5764 8764 3 1001.8563 0.1819
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 None 1410.7926 IGIMPGYIHKPGK 3905.8310 1410.7924 15.0659 3900 3 470.9356 ‐1.6866
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 None 1695.7973 NGTFHTEQAIEYGTK 584.9761 1695.8163 22.4581 2918 3 565.9436 10.0862
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 None 1564.7278 GTFHTEQAIEYGTK 317.2132 1564.7323 22.5072 1782 2 782.8698 2.11
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 839.9231 31160.6566 12 28.62 rbamidomethyl+C(4)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 rbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 None 3003.5561 FFVDPQTEGIVLIGEIGGTAEEDAAALIK 4421.0430 3003.5544 25.5764 8764 3 1001.8563 0.0799
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 None 1410.7926 IGIMPGYIHKPGK 4442.2370 1410.7924 15.0659 3900 3 470.9356 ‐1.4360
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 rbamidomethyl+C 1249.6569 VCSLTSLVQSR 255.6919 1249.6760 24.8002 13959 2 625.3416 14.4705
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 None 1630.8475 SFGTTPPPPAAVFVDK 368.5988 1630.8740 18.1485 2017 3 544.2962 15.2517
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1025.9710 31160.6566 12 28.62 rbamidomethyl+C(4)
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 298.2167 36932.2058 5 5.42 None 1964.9712 ELELAGFQYLGGPDDGKR 2068.8650 1964.9770 31.1652 9407 3 655.6638 2.90
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 298.2167 36932.2058 5 5.42 None 1808.8701 ELELAGFQYLGGPDDGK 508.2032 1808.8726 35.9416 2292 2 904.9399 1.94
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 298.2167 36932.2058 5 5.42 None 2814.3475 DAVTHLTDAQEWAGGGSMVGALVGSTQR 1781.0970 2814.3524 19.6945 7892 3 938.7890 2.30
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 298.2167 36932.2058 5 5.42 rbamidomethyl+C 1065.4816 SQICMVGDR 362.0247 1065.5058 30.0215 1285 1 1065.5058 23.8595
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 298.2167 36932.2058 5 5.42 None 1178.5477 FQYLGGPDDGK 197.1290 1178.5479 35.2349 1333 1 1178.5479 1.59
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 2280.1403 MTPTKPMVVETFSEYPPLGR 102771.0000 2280.1377 18.3993 246175 3 760.7174 ‐1.4189
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 44512.3200 2506.3265 19.4624 210794 3 836.1137 ‐1.1761



NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1025.6102 IGGIGTVPVGR 67227.1200 1025.6103 22.2189 192764 2 513.3088 ‐1.2791
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C 1451.6736 YYCTVIDAPGHR 42495.3600 1451.6747 20.1740 126565 3 484.5631 ‐0.7226
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 975.5510 LPLQDVYK 26162.0100 975.5514 23.3803 95221 2 488.2793 ‐1.0501
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1026.4891 STNLDWYK 9936.8420 1026.4897 23.1091 85044 2 513.7485 ‐0.7907
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 914.5669 QTVAVGVIK 20001.5600 914.5673 20.1202 52882 2 457.7873 ‐1.2597
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 2522.2344 SVEMHHESLLEALPGDNVGFNVK 7114.6150 2522.2395 30.9429 11375 3 841.4180 2.0699
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 780.4138 YDEIIK 11368.3100 780.4167 17.9555 10549 2 390.7120 1.52
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C( 3041.5448 VIIMNHPGQIGNGYAPVLDCHTSHIAVK 2362.2170 3041.5462 19.2613 8452 4 761.1420 ‐0.2480
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C( 3514.6789 NMITGTSQADCAVLIIDSTTGGFEAGISKDGQTR 380.8752 3514.6611 25.5016 1389 4 879.4207 ‐5.4008
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C( 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGISK 655.7376 2957.4039 41.6132 1791 3 986.4728 ‐5.8271
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1007.5520 ARYDEIIK 19691.0400 1007.5529 18.6787 41694 2 504.2801 ‐0.5665
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1578.7542 MTPTKPMVVETFSE 1130.7510 1578.7553 19.2316 10443 2 789.8813 0.5409
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 2048.0521 PTKPMVVETFSEYPPLGR 7279.3490 2048.0512 18.3990 6336 2 1024.5292 0.4527
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 939.4571 TNLDWYK 164.6428 939.4614 20.5469 5690 2 470.2343 2.58
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 635.2784 ARYDE 969.6238 635.2792 18.6777 5446 1 635.2792 1.0074
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1741.8176 MTPTKPMVVETFSEY 1974.9290 1741.8209 18.3924 4198 2 871.4141 2.1366
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 861.4465 ARYDEII 177.1721 861.4514 19.5830 4014 2 431.2293 3.29
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 506.2358 ARYD 554.9040 506.2363 18.6811 3400 1 506.2363 0.2274
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 617.3505 DEIIK 11878.8400 617.3520 17.9497 3365 1 617.3520 2.0118
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 927.5146 PTGLTTEVK 149.4258 927.5141 19.5881 2457 2 464.2607 ‐2.1811
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 685.4607 VAVGVIK 385.3033 685.4619 20.1185 2166 1 685.4619 1.66
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 786.5084 TVAVGVIK 198.0780 786.5080 20.1153 1907 1 786.5080 ‐0.2289
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1561.8117 VETGMIKPGMVVTFA 239.1210 1561.8035 18.5431 1322 2 781.4054 ‐5.4301
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 798.4832 IGTVPVGR 205.6433 798.4857 22.2132 1225 1 798.4857 3.27
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C 915.3917 YYCTVID 509.7729 915.3923 20.1742 1154 1 915.3923 1.04
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1215.6112 MTPTKPMVVET 210.1447 1215.6031 19.8751 964 1 1215.6031 ‐4.9874
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 None 1016.5623 APTGLTTEVK 216.8347 1016.5674 20.6516 837 2 508.7874 3.67
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 13335.0800 49844.5675 30 41.20 rbamidomethyl+C 986.4288 YYCTVIDA 590.4623 986.4268 20.1786 789 1 986.4268 ‐1.2005
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 1747.8246 LNTDESPNTPGQYGVR 10927.6700 1747.8281 19.3899 14810 2 874.4177 2.57
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 1814.9105 MIDPLVNDLAQHYTGK 3629.3680 1814.9111 18.3460 11785 3 605.6419 ‐0.6414
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 965.5150 TTLTSSLDK 9936.6090 965.5163 17.9922 7518 2 483.2618 ‐0.1241
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 1683.8701 IDPLVNDLAQHYTGK 929.8908 1683.8754 20.3256 4296 3 561.9633 2.0648
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 1041.6303 KDTIIGAVPK 354.2981 1041.6343 17.1039 1142 2 521.3208 2.25
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 1341.6797 LVNDLAQHYTGK 314.8657 1341.6772 22.0810 1616 2 671.3422 ‐2.6033
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 4719.9080 7926.1931 7 70.83 None 947.5044 TTLTSSLDK 266.8480 947.5072 17.5262 1336 2 474.2572 1.68
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 2142.0655 ADFANFLQWYSQAGTPVVK 1401.2950 2142.0634 17.9366 10992 3 714.6927 ‐1.4315
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 2709.3045 AITLPGEGEIMDMMAVADPDAVHAVR 4987.8000 2709.3010 40.3104 5312 3 903.7719 ‐0.9403
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 1597.8043 ITFYQDRPDIMAK 2730.6170 1597.8088 25.2821 4490 3 533.2745 1.45
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 2162.0910 MATNLTDQFAALAALSQNPGK 1081.8050 2162.0875 20.7559 4286 3 721.3674 ‐2.0684
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 1470.7223 TRDDILADFYNK 978.0797 1470.7195 28.2271 2238 2 735.8634 ‐2.3365
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 3265.7355 FSQEIPPTPGQPTKEPTFIPVVVGLLDSSGK 681.6216 3265.7165 22.3521 1599 3 1089.2437 ‐4.7011
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 2703.3222 NTALAYLASLEDPAYMELALNEYK 653.6372 2703.3150 23.6094 3821 3 901.7765 ‐2.3357
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 1258.5005 DQEFSSDMGSR 3559.0270 1258.5009 17.6789 1799 2 629.7541 ‐0.5370
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 rbamidomethyl+C 2560.2290 VYSLIGGFCGSPVNFHAKDGSGYK 690.8093 2560.2404 35.9777 1077 3 854.0850 4.21
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 3613.7955 MATNLTDQFAALAALSQNPGKTRDDILADFYNK 303.9570 3613.8252 20.1791 1188 4 904.2118 7.00
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 None 1484.7202 TFYQDRPDIMAK 331.0339 1484.7250 25.2760 892 2 742.8661 2.07
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 100965.6443 22 14.86 rbamidomethyl+C 1966.8865 GGFCGSPVNFHAKDGSGYK 220.3336 1966.8867 33.8158 812 2 983.9470 0.8402
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 2709.3045 AITLPGEGEIMDMMAVADPDAVHAVR 5609.0350 2709.3010 40.3104 5312 3 903.7719 ‐0.8749
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1597.8043 ITFYQDRPDIMAK 1784.1610 1597.8088 25.2821 4490 3 533.2745 1.88
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1470.7223 TRDDILADFYNK 869.3589 1470.7195 28.2271 2238 2 735.8634 ‐2.2800
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 rbamidomethyl+C 2560.2290 VYSLIGGFCGSPVNFHAKDGSGYK 525.7212 2560.2404 35.9777 1077 3 854.0850 4.38
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1526.7849 FSQEIPPTPGQPTK 1166.0550 1526.8118 29.6028 69646 2 763.9095 17.3529
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 rbamidomethyl+C 1952.9688 VYSLIGGFCGSPVNFHAK 258.6763 1952.9456 24.6941 3962 3 651.6534 ‐12.7284
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1081.5273 VVSSYNADAR 644.7466 1081.5549 26.1641 3529 2 541.2811 24.4232
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1484.7202 TFYQDRPDIMAK 290.7455 1484.7290 27.7161 16565 2 742.8681 5.61
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 rbamidomethyl+C 1451.6988 VYSLIGGFCGSPVN 160.2101 1451.6925 34.0106 7011 2 726.3499 ‐4.7035
NP_001154442.1 peptidase M1 family protein Arabidopsis thaliana 245.2592 100965.6443 22 14.86 None 1064.5007 VVSSYNADAR 59.4453 1064.4951 26.2898 1442 1 1064.4951 ‐3.7959
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1288.7334 IVMGLFGEVVPK 5078.1100 1288.7340 20.3360 46064 2 644.8707 ‐0.2914
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1343.7140 HVVFGQVIEGMK 26280.1200 1343.7139 16.9213 41227 2 672.3606 ‐0.7752
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 rbamidomethyl+C 1221.5820 IYACGELPLDA 22108.6700 1221.5792 29.1543 39663 1 1221.5792 ‐0.6114
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 874.4741 SQLVSANR 1246.0260 874.4712 26.7086 1792 1 874.4712 ‐2.8278
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1510.7536 VYFDVEIGGEVAGR 266.7028 1510.7492 33.5510 1789 2 755.8782 ‐3.2332
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 2384.0944 VFIFNHSMASSSSMQMVHTSR 240.9697 2384.0588 22.3533 1159 3 795.3578 ‐15.0901
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1953.0076 VTNKVYFDVEIGGEVAGR 922.6483 1953.0074 33.7933 15759 2 977.0073 0.5711
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1076.5809 MGLFGEVVPK 2275.0290 1076.5825 20.3426 3665 1 1076.5825 2.70
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 976.4709 VFIFNHSM 147.9385 976.4740 21.5306 1273 2 488.7406 1.82
NP_001154684.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2460.9400 34717.6855 10 26.20 None 1934.9971 VTNKVYFDVEIGGEVAGR 183.1189 1934.9879 36.0936 1128 2 967.9976 ‐4.0815
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 rbamidomethyl+C 1294.6712 AVITCLTYPEK 2220.9630 1294.6704 24.4507 9168 2 647.8388 ‐1.3216
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 None 1978.8699 DTSGDYEDMLVALLGHGDA 2249.3920 1978.8708 40.4447 5909 2 989.9391 1.40
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 None 1486.7424 SVYAATYNEDLLK 438.9172 1486.7149 28.5504 1561 2 743.8611 ‐18.8248
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 None 1632.8302 DAYLAKESTKMFTK 996.0621 1632.8183 28.4862 2166 2 816.9128 ‐7.2954
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 None 1238.6086 DAYLAKESTKM 159.7362 1238.6156 28.1750 2849 2 619.8114 4.75
NP_001154798.1 annexin 2 Arabidopsis thaliana 241.3078 34987.8210 6 9.93 None 1323.6103 SVYAATYNEDLL 253.7112 1323.6047 29.2341 873 2 662.3060 ‐4.8703
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 983.3298 29946.2746 5 20.75 None 2192.0427 VSQMIEDAEPFEGEALLDAK 8151.1590 2192.0371 32.6936 22994 2 1096.5222 ‐1.3783
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 983.3298 29946.2746 5 20.75 None 2015.0444 VPVLETPEGSVFESNAIAR 3056.5450 2015.0377 30.7211 7885 2 1008.0225 ‐2.4850
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 983.3298 29946.2746 5 20.75 None 2111.9340 FIMDEVYDMELYEWTK 2404.1220 2111.9288 40.0017 5779 2 1056.4681 ‐1.4456
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 983.3298 29946.2746 5 20.75 None 944.5564 ALVLHTYK 127.3611 944.5428 23.4344 1411 1 944.5428 ‐13.3050
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 983.3298 29946.2746 5 20.75 None 3160.6459 MNPIGKVPVLETPEGSVFESNAIARYVSR 239.0052 3160.6284 39.1101 3687 3 1054.2143 ‐4.4295
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 1121.5738 VGFFSSGPPAR 23763.3600 1121.5747 16.1461 24114 2 561.2910 ‐0.3138



NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 1970.1797 SLLALQGPLAAPVLQHLTK 5210.0860 1970.1836 20.8809 23761 3 657.3994 1.82
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 1658.9112 AEGGFLGADVILQQLK 5907.4830 1658.9091 21.3665 14552 2 829.9582 ‐1.0393
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 1654.8120 MVPFAGWSMPIQYK 1129.2180 1654.8150 20.8277 12022 2 827.9111 2.0025
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 rbamidomethyl+C 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 3740.3940 3405.7483 24.2399 7976 3 1135.9209 ‐2.6361
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 849.4175 SMPIQYK 198.4832 849.4155 20.5698 2747 1 849.4155 ‐2.1863
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 1022.5054 GFFSSGPPAR 564.9340 1022.5112 16.7982 2416 2 511.7593 4.58
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1456.2510 44787.0270 8 22.79 None 838.4305 TVFTNEK 396.2304 838.4290 25.4967 1472 1 838.4290 ‐1.7803
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1384.7795 AAALNIVPTSTGAAK 103850.2000 1384.7800 23.4313 169999 2 692.8937 ‐0.1754
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 rbamidomethyl+C 1833.9052 GILDVCDEPLVSVDFR 140002.7000 1833.9069 35.5359 78813 2 917.4571 1.67
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1037.6717 AVALVLPNLK 19072.6000 1037.6720 18.5415 56590 2 519.3397 ‐1.1030
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1456.7795 VVDLADIVANNWK 64928.3500 1456.7796 20.7222 51929 2 728.8935 ‐0.3128
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1254.6113 TFAEEVNAAFR 26680.3200 1254.6111 28.8959 50957 2 627.8092 ‐1.0647
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1780.0215 VPTPNVSVVDLVVQVSK 7892.5030 1780.0229 21.0033 50576 2 890.5151 1.1255
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1555.6805 GTMTTTHSYTGDQR 38517.7100 1555.6803 13.5077 40581 3 519.2316 ‐1.4780
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1786.8184 VIAWYDNEWGYSQR 53276.4200 1786.8176 18.5823 38327 2 893.9124 ‐0.1259
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1627.8537 DSPLDVVVINDTGGVK 14630.7400 1627.8551 30.4715 24061 2 814.4312 0.7750
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1908.1164 VPTPNVSVVDLVVQVSKK 2493.1650 1908.1183 20.0871 17984 3 636.7110 0.1627
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1755.9487 KDSPLDVVVINDTGGVK 1292.8070 1755.9409 27.4947 3344 3 585.9852 ‐5.4585
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 464.2616 AAFR 198.3803 464.2612 31.3501 19962 1 464.2612 ‐1.7422
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 867.5662 ALVLPNLK 2555.7150 867.5674 18.5419 4436 1 867.5674 1.88
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1397.6114 MTTTHSYTGDQR 14559.0700 1397.6110 13.5080 3259 2 699.3091 ‐0.8746
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1266.5709 TTTHSYTGDQR 6655.0660 1266.5697 13.5051 2317 2 633.7885 ‐1.8054
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 683.4450 VLPNLK 1011.6870 683.4460 18.5407 2249 1 683.4460 1.82
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 393.2245 AFR 51.1176 393.2249 31.3506 2013 1 393.2249 ‐0.1577
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 944.5411 IVPTSTGAAK 404.3242 944.5428 23.4344 1411 1 944.5428 2.35
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 796.5291 LVLPNLK 1237.8130 796.5287 18.5385 1387 1 796.5287 ‐0.2146
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 19560.8900 37952.2598 27 36.57 None 1537.6700 GTMTTTHSYTGDQR 673.8492 1537.6710 13.5099 1026 3 513.2285 ‐0.6778
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 1384.7795 AAALNIVPTSTGAAK 158331.5000 1384.7800 23.4313 169999 2 692.8937 ‐0.1076
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 rbamidomethyl+C 1833.9052 GILDVCDEPLVSVDFR 118730.5000 1833.9069 35.5352 77800 2 917.4571 1.47
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 1254.6113 TFAEEVNAAFR 26123.2400 1254.6111 28.8959 50957 2 627.8092 ‐0.9800
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 1627.8537 DSPLDVVVINDTGGVK 11778.3600 1627.8551 30.4715 24061 2 814.4312 0.8110
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 1755.9487 KDSPLDVVVINDTGGVK 1684.1450 1755.9409 27.4947 3344 3 585.9852 ‐5.6085
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 464.2616 AAFR 187.0529 464.2612 31.3501 19962 1 464.2612 ‐1.5721
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidop 13654.5700 37952.2598 27 36.57 None 732.3886 PTSTGAAK 5641.8620 732.3889 23.4404 7394 1 732.3889 0.5571
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 878.7458 16163.6518 2 7.10 None 1056.5796 VVAEAAQAAAR 12382.3300 1056.5808 14.6550 15667 2 528.7941 ‐0.0753
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 878.7458 16163.6518 2 7.10 None 858.4428 AEAAQAAAR 6273.9700 858.4440 14.6548 1593 1 858.4440 2.1664
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 6463.0180 16163.6518 5 25.81 None 1330.6849 VAGASADILDAAEK 45673.5500 1330.6865 24.0469 26713 2 665.8469 0.4628
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 6463.0180 16163.6518 5 25.81 None 1056.5796 VVAEAAQAAAR 25673.6800 1056.5808 14.6550 15667 2 528.7941 ‐0.1859
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 6463.0180 16163.6518 5 25.81 None 1482.6707 KDDEESGGGLGGYAK 5328.5030 1482.6721 15.9452 7659 3 494.8955 ‐0.4818
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 6463.0180 16163.6518 5 25.81 None 759.4247 ILDAAEK 345.6174 759.4237 23.7214 2185 1 759.4237 ‐1.2306
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 6463.0180 16163.6518 5 25.81 None 945.4888 ADILDAAEK 300.7685 945.4894 25.0470 1128 1 945.4894 1.11
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 1651.9014 DSPTSQPVPIVALATR 1879.7590 1651.9010 29.9785 4938 2 826.4541 ‐0.1745
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 2332.1741 TMLGENLYPLVEQLEPESAAK 1696.9210 2332.1821 37.2591 4490 3 778.0655 3.1826
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 1645.7241 GFGFVNFENSDDAAR 1180.0200 1645.7286 30.3049 3861 2 823.3679 2.84
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 1555.7387 GSGFVAFSTPEEATR 1122.6280 1555.7349 26.2896 3275 2 778.3711 ‐2.6005
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 rbamidomethyl+C( 1777.8942 ALHETFSAFGPILSCK 1137.0190 1777.8889 27.9676 1917 2 889.4481 ‐2.6587
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 rbamidomethyl+C( 1494.7046 EHFAPFGTITSCK 127.6167 1494.7164 30.0899 4568 2 747.8618 7.16
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 870.4720 FTNVYVK 2783.9660 870.4734 18.9031 3844 2 435.7403 0.0365
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 1462.7471 ALNELNFMALNGR 361.5888 1462.7666 29.1858 1841 2 731.8869 12.76
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 rbamidomethyl+C(11)
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 1083.5258 EHFAPFGTIT 99.4348 1083.5207 28.5828 903 1 1083.5207 ‐3.1166
NP_001185184.1 poly A binding protein 8 Arabidopsis thaliana 215.4725 73007.6287 11 13.41 None 2315.1475 TMLGENLYPLVEQLEPESAAK 686.9454 2315.1505 39.2483 1010 3 772.3884 1.0233
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 2082.1330 14881.0123 4 24.43 None 1133.6565 SAQFVLDLLK 25998.4900 1133.6575 20.7625 18845 2 567.3324 ‐0.2330
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 2082.1330 14881.0123 4 24.43 None 1087.5782 YLEDVIAHK 1419.3810 1087.5784 21.0007 8310 2 544.2928 ‐1.1452
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 2082.1330 14881.0123 4 24.43 None 1567.7421 MVKYSQEPDNQTK 870.6841 1567.7481 24.7556 823 2 784.3777 3.33
NP_001185343.1 60S ribosomal protein L17 2 Arabidopsis thaliana 2082.1330 14881.0123 4 24.43 None 522.2745 MVKY 44.8998 522.2771 26.5789 2332 1 522.2771 4.41
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 1393.6441 VATEESSAEVTDR 12912.1000 1393.6436 14.8347 13672 2 697.3255 ‐0.9290
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 4780.2630 2719.4380 24.7455 13092 3 907.1508 3.72
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 1263.6579 VHISEPEPEVK 18491.1700 1263.6591 18.5363 8328 2 632.3332 0.0552
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 792.3886 VHISEPE 201.8979 792.3864 17.4327 2347 1 792.3864 ‐2.6127
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 993.4483 ESSAEVTDR 139.8108 993.4521 14.5861 1131 2 497.2297 2.29
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 2704.4710 20786.3981 6 27.57 None 1294.5757 ATEESSAEVTDR 152.9107 1294.5711 15.5894 859 2 647.7892 ‐4.3847
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 rbamidomethyl+C( 1850.9317 LTLADALVYACNQGVDK 1702.2140 1850.9350 19.7316 11630 2 925.9711 2.81
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 None 1991.0808 LSSVSALASGIVLGLFEDGR 3413.0840 1991.0780 24.9709 4979 2 996.0426 ‐0.3527
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 None 1556.8894 GDILVVGVTEKDLAK 484.0637 1556.8893 18.4487 824 3 519.6346 ‐1.1349
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 None 1548.7904 AVDIIGFGTGAEEAAK 178.5117 1548.8045 25.0031 6030 2 774.9059 9.0430
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 None 1678.8799 SGTGFGVATLVEWVQK 1348.8200 1678.8510 18.8495 2095 2 839.9291 ‐16.9305
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 266.3173 50878.0366 6 14.5 None 1660.8693 SGTGFGVATLVEWVQK 577.4699 1660.8753 18.3766 1335 2 830.9413 3.58
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 287.3150 53744.7642 4 11.90 None 1708.9421 IAWEEPFGPVVPVLR 3273.0040 1708.9381 21.7233 5080 2 854.9727 ‐2.0185
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 287.3150 53744.7642 4 11.90 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVMDAK 2203.6320 3319.6283 24.9006 4984 3 1107.2143 2.0279
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 287.3150 53744.7642 4 11.90 None 1367.6590 FLLSDSFPGNDR 1908.0790 1367.6632 18.0978 4571 2 684.3352 2.52
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 287.3150 53744.7642 4 11.90 None 1307.6664 ANFIEGLVMDAK 149.9075 1307.6574 25.5752 1369 1 1307.6574 ‐5.2006
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 2116.1384 TILGSVGAETEDSQIELLLK 7839.8880 2116.1351 36.1635 28926 2 1058.5712 ‐0.4755
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 1213.6899 GKDLAELIAAGR 25504.4000 1213.6905 26.1416 16663 2 607.3489 ‐0.5117
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 1028.5735 DLAELIAAGR 23600.9200 1028.5734 30.0273 14378 2 514.7903 ‐1.4813
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 1303.7984 VVAAYLLAVLSGK 9665.6160 1303.7990 22.8249 10011 2 652.4031 ‐0.3080
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 1516.7966 LASVPSGGGASAAESKK 3316.5770 1516.7962 19.1375 3687 2 758.9017 ‐0.5191
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 8988.7220 10243.5885 11 63.27 None 727.3985 GKDLAEL 1860.4860 727.3994 26.1486 2374 1 727.3994 1.64
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4870.5280 10243.5885 11 63.27 None 2116.1384 TILGSVGAETEDSQIELLLK 6011.4810 2116.1351 36.1621 27957 2 1058.5712 ‐0.5040



NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4870.5280 10243.5885 11 63.27 None 1213.6899 GKDLAELIAAGR 19610.9800 1213.6905 26.1416 16663 2 607.3489 ‐0.4216
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4870.5280 10243.5885 11 63.27 None 1028.5735 DLAELIAAGR 12175.0400 1028.5734 30.0273 14378 2 514.7903 ‐1.3671
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4870.5280 10243.5885 11 63.27 None 727.3985 GKDLAEL 1830.0690 727.3994 26.1486 2374 1 727.3994 1.99
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 912.9496 10243.5885 11 63.27 None 1303.7984 VVAAYLLAVLSGK 6882.2350 1303.7990 22.8249 10011 2 652.4031 ‐0.1972
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1059.5681 EGVITIQDGK 12228.6900 1059.5649 19.7988 17281 2 530.2861 ‐4.3404
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1508.7665 TLFNELEVVEGMK 20338.7100 1508.7665 35.2407 16650 2 754.8869 ‐0.3078
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1196.7361 IGVQIIQNALK 26930.5400 1196.7363 18.2452 12763 2 598.8718 ‐0.8643
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1415.7853 LAVDTVVTNLQSR 5749.9070 1415.7834 17.0513 11948 2 708.3953 ‐1.8521
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 843.5298 LSGGVAVLK 10276.3900 843.5298 19.5275 10312 2 422.2685 ‐1.8976
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1901.0379 AAVEEGIVPGGGVALLYASK 3911.8630 1901.0388 32.3196 3450 2 951.0230 1.0737
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 826.5033 AGIIDPLK 11800.9700 826.5039 24.5568 3206 2 413.7556 ‐1.1270
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1775.9208 AMETVGKEGVITIQDGK 1015.4660 1775.9293 25.2364 2835 2 888.4683 5.0845
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1391.6882 SVAAGMNAMDLRR 682.1197 1391.6961 21.2061 1163 2 696.3517 5.1011
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1399.7256 GYISPYFITNPK 1170.3800 1399.7308 17.9046 6651 2 700.3690 3.1162
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 2079.0023 MISTSEEIAQVGTISANGDR 573.2408 2078.9840 21.2035 3052 2 1039.9956 ‐7.8325
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1522.7748 ELEKLSTANFDQK 866.0139 1522.7753 16.8516 4054 2 761.8913 0.0976
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1564.8329 DGVTVAKSIEFKDR 1356.5220 1564.8325 26.1590 2112 3 522.2823 ‐1.6079
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 rbamidomethyl+C 2673.2243 QAIGERCEQIRSMVEASTSDYDK 1007.7570 2673.2267 21.3212 1926 3 891.7471 1.1559
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 Oxidation+M(3) 2322.1354 ARMISTSEEIAQVGTISANGDR 620.5635 2322.1374 23.3961 3589 2 1161.5724 2.83
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 1629.8152 AMETVGKEGVITIQDG 380.1993 1629.8066 26.6535 7520 2 815.4069 ‐5.3481
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 586.3923 GVAVLK 125.8807 586.3929 20.1375 3897 1 586.3929 0.5368
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 730.4458 SGGVAVLK 3036.3620 730.4455 19.5244 3483 1 730.4455 ‐0.4092
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 1860.3720 61820.1386 30 32.41 None 643.4137 GGVAVLK 142.2187 643.4144 19.8289 1229 1 643.4144 0.7481
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 1196.7361 IGVQIIQNALK 20778.6900 1196.7363 18.2452 12763 2 598.8718 ‐0.7780
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 1415.7853 LAVDTVVTNLQSR 4481.0600 1415.7834 17.0513 11948 2 708.3953 ‐1.7155
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 2522.7380 2617.4068 24.1096 5501 3 873.1404 ‐4.1886
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 989.5448 ISNINAMVK 1329.5750 989.5447 16.3639 4573 2 495.2760 ‐1.6042
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 1399.7256 GYISPYFITNPK 975.8749 1399.7308 17.9046 6651 2 700.3690 3.91
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 2079.0023 MISTSEEIAQVGTISANGDR 706.3065 2078.9840 21.2035 3052 2 1039.9956 ‐7.5434
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 1775.9208 AMETVGKEGVITIQDGK 343.0305 1775.9293 25.2364 2835 2 888.4683 5.39
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 rbamidomethyl+C( 2235.0670 QVANATNDVAGDGTTCATVLTR 136.8973 2235.1113 21.8526 1396 2 1118.0593 21.4434
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 932.5047 VTDALNATK 406.3333 932.5002 16.3078 867 1 932.5002 ‐4.4659
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 None 1629.8516 GVEDLADAVKVTMGPK 400.4890 1629.8624 16.3734 1355 2 815.4348 6.25
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 696.4424 61820.1386 30 32.41 Oxidation+M(3) 2322.1354 ARMISTSEEIAQVGTISANGDR 665.2390 2322.1374 23.3961 3589 2 1161.5724 2.33
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 138.6705 41941.3524 5 5.61 None 1355.7318 YLSTQLFQSIR 1577.3020 1355.7289 18.7745 8583 2 678.3681 ‐2.6495
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 138.6705 41941.3524 5 5.61 None 1086.6306 IQGIGAGFVPK 2879.7540 1086.6314 16.4634 8535 2 543.8194 ‐0.4394
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 138.6705 41941.3524 5 5.61 None 1964.9171 TPNSYMLQQFDNPANPK 159.2404 1964.9270 19.4137 5508 2 982.9671 6.0297
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 138.6705 41941.3524 5 5.61 None 1766.9105 MAATSSSAFLLNPLTSR 154.3615 1766.8699 18.2326 2005 2 883.9386 ‐22.5172
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 138.6705 41941.3524 5 5.61 None 1476.7693 TSSSAFLLNPLTSR 165.9159 1476.7628 16.6764 1166 3 492.9258 ‐5.5472
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1758.6220 13577.0481 3 44.80 rbamidomethyl+C( 1989.9733 MSLGLPVAATVNCADNTGAK 9057.9300 1989.9722 17.9774 24259 2 995.4897 0.2383
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1758.6220 13577.0481 3 44.80 None 2014.9579 DGVFMYFEDNAGVIVNPK 1396.6270 2015.0079 21.2226 2232 2 1008.0076 25.6617
NP_001189805.1 60S ribosomal protein L23 Arabidopsis thaliana 1758.6220 13577.0481 3 44.80 rbamidomethyl+C( 1927.9695 GSAITGPIGKECADLWPR 751.6569 1927.9541 25.0358 970 2 964.4807 ‐7.3429
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1680.8340 NAVVTVPAYFNDSQR 45764.3000 1680.8330 27.2761 63589 2 840.9202 ‐0.5082
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1473.6856 TTPSYVAFTDSER 45929.5500 1473.6879 23.6365 61951 2 737.3476 1.1528
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1675.7307 ATAGDTHLGGEDFDNR 43676.3200 1675.7325 18.5178 55601 3 559.2490 ‐0.0798
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1358.6158 NALENYAYNMR 38755.3900 1358.6179 24.8424 47018 2 679.8126 0.9366
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 rbamidomethyl+C 1386.7298 ELESICNPIIAK 38668.3200 1386.7288 26.1953 40133 2 693.8680 ‐1.2947
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16224.8200 2658.2710 32.8881 35665 3 886.7618 1.57
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1215.6514 DAGVIAGLNVMR 61002.1500 1215.6517 29.0511 34922 2 608.3295 ‐0.7475
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1278.6300 MVNHFVQEFK 78024.1500 1278.6300 15.2981 30702 2 639.8186 ‐0.8219
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 861.4430 2574.2738 20.9774 18560 3 858.7628 2.69
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1661.8316 NQVAMNPINTVFDAK 5353.4490 1661.8324 18.6913 16469 2 831.4199 0.5548
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1226.5899 FTDSSVQSDIK 4377.8760 1226.5924 18.9650 10736 2 613.7998 1.0402
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 rbamidomethyl+C( 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 581.8276 2588.2270 19.1587 10075 3 863.4139 2.56
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1817.9327 NQVAMNPINTVFDAKR 1560.0720 1817.9359 17.2523 6447 3 606.6501 0.8111
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1431.7438 NSIDDVVLVGGSTR 667.6799 1431.7497 32.9025 3011 2 716.3785 3.94
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1046.5840 NKITITNDK 490.1514 1046.5890 16.5548 2114 2 523.7981 3.67
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1503.6459 AGDTHLGGEDFDNR 56031.2100 1503.6468 18.5193 6578 2 752.3270 0.2785
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1341.6321 SINPDEAVAYGAAV 198.0592 1341.6369 22.0951 5419 2 671.3221 2.71
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 rbamidomethyl+C 1243.5637 SCVGVWQHDR 1418.1950 1243.5632 18.8429 3612 2 622.2852 ‐1.3002
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 649.3192 TTPSYV 898.2638 649.3157 22.8277 3022 1 649.3157 ‐5.5778
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 752.3573 VYEGER 114.2085 752.3595 35.2506 2597 1 752.3595 2.54
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1604.6936 TAGDTHLGGEDFDNR 1360.9410 1604.6975 18.5217 2101 2 802.8524 2.07
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 590.3144 QSDIK 214.0200 590.3149 17.8217 1977 1 590.3149 0.2993
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1432.6088 GDTHLGGEDFDNR 1635.3440 1432.6106 18.5217 1962 2 716.8089 0.7771
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 825.3737 AFTDSER 208.6965 825.3743 23.0581 1805 1 825.3743 0.9733
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1083.5252 NQVAMNPINT 193.5412 1083.5180 18.2776 1657 1 1083.5180 ‐5.3352
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1060.4517 ENYAYNMR 241.0213 1060.4501 24.8512 1189 1 1060.4501 ‐0.2683
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1253.5797 PSYVAFTDSER 281.6674 1253.5855 22.2394 1177 2 627.2964 3.25
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1174.5375 SYVAFTDSER 204.4390 1174.5368 23.6477 921 1 1174.5368 0.9600
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1118.5840 NPINTVFDAK 415.9876 1118.5857 18.9809 851 2 559.7965 0.2976



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1196.5695 VPAYFNDSQR 174.3503 1196.5614 27.2582 828 1 1196.5614 ‐5.0674
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12628.7300 71603.9617 59 36.98 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1787.9902 IINEPTAAAIAYGLDKK 64667.9200 1787.9916 17.1797 129459 3 596.6687 ‐0.0234
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1278.6300 MVNHFVQEFK 56823.4500 1278.6300 15.2981 30702 2 639.8186 ‐0.7169
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 1277.9090 2574.2738 20.9774 18560 3 858.7628 2.99
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1661.8316 NQVAMNPINTVFDAK 2077.5760 1661.8324 18.6913 16469 2 831.4199 0.7480
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1817.9327 NQVAMNPINTVFDAKR 957.4232 1817.9359 17.2523 6447 3 606.6501 0.9716
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1473.6856 TTPSYVAFTDSER 9003.0110 1473.6872 15.5109 3679 2 737.3472 0.8371
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1643.8898 QATKDAGVIAGLNVMR 298.2590 1643.9014 18.6888 4096 3 548.6387 6.1024
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1358.6158 NALENYAYNMR 502.3943 1358.6182 15.9998 1582 2 679.8127 1.60
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1228.6280 VEIIANDQGNR 203.6169 1228.6354 18.9069 1440 2 614.8214 5.1622
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1680.8340 NAVVTVPAYFNDSQR 836.5628 1680.8330 17.0858 1385 2 840.9202 ‐0.3124
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 Oxidation+M(8) 1548.8090 SGPAEKPMIVVNYK 921.8697 1548.8118 22.5427 34250 2 774.9095 1.17
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 995.5156 QATKDAGVIAG 288.3655 995.5129 17.6925 2313 1 995.5129 ‐2.1018
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 Oxidation+M(8) 1008.5183 SGPAEKPMIV 83.7179 1008.5147 24.0579 1770 1 1008.5147 ‐2.8983
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 794.4407 AYGLDKK 17375.8400 794.4404 17.1541 1763 1 794.4404 ‐0.4485
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1048.5211 NHFVQEFK 7961.1750 1048.5186 15.2868 1658 2 524.7630 ‐3.6076
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1118.5840 NPINTVFDAK 202.5881 1118.5857 18.9809 851 2 559.7965 0.3659
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 907.5247 IAYGLDKK 259.6123 907.5245 17.1661 762 1 907.5245 0.0486
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1643.8210 NQVAMNPINTVFDAK 543.3881 1643.8214 17.5595 1444 2 822.4143 0.4198
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3599.9910 71603.9617 59 36.98 None 1211.6015 VEIIANDQGNR 91.7833 1211.5968 19.4511 1599 1 1211.5968 ‐2.5067
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1056.6048 AIALTVDTPR 9016.1870 1056.6015 23.2093 33630 2 528.8044 ‐4.4681
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 2011.9026 MDEANDSGLASYVAGQIDR 19280.0400 2011.9011 30.4142 29573 2 1006.4542 0.0934
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 15644.7800 2908.4353 24.7334 24362 3 970.1500 0.4934
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1143.6772 FTLPPNLTLK 17884.0800 1143.6786 18.5069 20406 2 572.3429 0.0712
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1875.0110 QLDYVPATISALEEVVK 8335.6210 1875.0108 22.3312 19318 2 938.0091 0.4393
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 992.5047 NFEGLDLGK 3860.0680 992.5051 25.4652 18451 2 496.7562 ‐1.0875
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 2439.0558 MVYDYYASGAEDQWTLQENR 2615.0550 2439.0479 29.6535 15641 2 1220.0276 ‐1.4438
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1058.5993 VPVFLDGGVR 10962.1600 1058.6001 17.0882 14298 2 529.8037 ‐0.5671
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1533.8168 ISMPIMVAPTAFQK 2671.3830 1533.8155 19.6146 12945 2 767.4114 ‐1.0553
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1718.9660 IAIQAGAAGIIVSNHGAR 3117.8450 1718.9687 16.2987 10235 3 573.6611 0.4534
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1318.5845 MAHPDGEYATAR 25924.4200 1318.5831 14.4666 8300 3 440.1992 ‐2.6544
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1913.0565 DIQWLQTITNMPILVK 1092.1610 1913.0550 23.5256 7621 2 957.0312 ‐0.1586
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 842.5094 VVEQLVR 3889.1120 842.5071 17.9409 2535 2 421.7572 ‐4.5272
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 rbamidomethyl+C( 2269.1138 VLQMLRDEFELTMALSGCR 392.9282 2269.1279 30.3780 2238 3 757.0475 5.68
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1466.7373 EITNVTEYDAIAK 431.7468 1466.7484 24.3910 1145 2 733.8778 7.1269
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1451.7125 DSGLASYVAGQIDR 276.2933 1451.7201 29.0446 3806 2 726.3637 4.53
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 644.3726 EQLVR 166.0906 644.3728 17.6248 1741 1 644.3728 0.0410
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 756.3709 AASAAGTIM 707.3151 756.3705 25.3804 1307 1 756.3705 ‐0.3853
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 824.4989 VVEQLVR 306.9958 824.5011 20.4752 3979 2 412.7542 0.7956
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 974.4942 NFEGLDLGK 245.1806 974.4901 24.2563 1771 1 974.4901 ‐3.2773
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 1125.6667 FTLPPNLTLK 169.3334 1125.6634 16.2959 1687 2 563.3354 ‐4.0290
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5450.0560 40363.6259 34 61.04 None 975.4782 NFEGLDLGK 385.8986 975.4816 23.6300 2779 1 975.4816 4.34
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 10399.3100 2908.4353 24.7334 24362 3 970.1500 0.4124
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1143.6772 FTLPPNLTLK 29607.1600 1143.6786 18.5069 20406 2 572.3429 0.1452
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1875.0110 QLDYVPATISALEEVVK 7240.4490 1875.0108 22.3312 19318 2 938.0091 0.6816
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1058.5993 VPVFLDGGVR 7572.5910 1058.6001 17.0882 14298 2 529.8037 ‐0.5127
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1533.8168 ISMPIMVAPTAFQK 5310.1440 1533.8155 19.6146 12945 2 767.4114 ‐0.8916
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1718.9660 IAIQAGAAGIIVSNHGAR 2139.4080 1718.9687 16.2987 10235 3 573.6611 0.6358
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1913.0565 DIQWLQTITNMPILVK 1556.1990 1913.0550 23.5256 7621 2 957.0312 0.0924
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1195.6391 IDMATTVLGFK 758.3871 1195.6360 18.1535 8204 2 598.3216 ‐3.5611
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1367.6702 NHIVTEWDTPR 230.5665 1367.6814 18.4330 6134 2 684.3443 7.76
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1597.7778 MEITNVTEYDAIAK 143.0310 1597.7760 25.5556 1203 1 1597.7760 1.67
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1333.7007 MPIMVAPTAFQK 364.6945 1333.7018 19.4161 5277 2 667.3545 0.2217
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 2723.4790 40363.6259 34 61.04 None 1125.6667 FTLPPNLTLK 93.4601 1125.6634 16.2959 1687 2 563.3354 ‐3.9591
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 272.8939 32147.1196 3 15.82 None 1607.8104 IVGFYGQAGEYLYK 1057.7220 1607.8174 18.1820 21797 2 804.4123 4.46
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 272.8939 32147.1196 3 15.82 None 1469.7635 VYVGQGDSGVVYVK 3788.4010 1469.7622 14.9780 1716 2 735.3847 ‐1.1195
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 272.8939 32147.1196 3 15.82 None 1864.8923 TSQPFGLTSGEEAELGGGK 694.9360 1864.8875 16.7768 1398 2 932.9474 ‐1.8322
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 672.7491 21545.0741 4 11.5 None 969.6091 ALLDVGLIR 8450.5270 969.6129 18.9077 11313 2 485.3101 2.16
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 672.7491 21545.0741 4 11.5 None 1366.6737 GVEAESIEELYK 4313.9660 1366.6764 26.7505 3892 2 683.8418 1.69
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 672.7491 21545.0741 4 11.5 None 1494.7686 KGVEAESIEELYK 249.0811 1494.7598 16.6209 2101 3 498.9248 ‐7.3151
NP_001189970.1 60S ribosomal protein L5 1 Arabidopsis thaliana 672.7491 21545.0741 4 11.5 None 881.4615 SIEELYK 239.7667 881.4624 25.6175 888 1 881.4624 1.46
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5735.3130 2264.1494 29.0640 21192 2 1132.5783 ‐1.4669
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1159.5953 AIDLIDEAGSR 9935.2130 1159.5989 24.3401 15756 2 580.3031 2.0325
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1029.5687 TAIAEGLAQR 58346.0400 1029.5701 18.9367 15123 2 515.2887 0.0606
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1022.5339 LDEMIVFR 4530.5090 1022.5337 28.8801 9231 2 511.7705 ‐1.5245
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1157.4966 LDMSEFMER 9956.2540 1157.4978 28.9195 8457 2 579.2525 0.0669
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 2251.0990 YTDEALVAAAQLSHQYISDR 674.4335 2251.1055 34.3894 4695 2 1126.0564 4.37
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1207.6430 HIEKDPALER 415.3492 1207.6223 26.4655 20004 2 604.3148 ‐18.0031
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1050.5327 HAQLPEEAR 285.1772 1050.5474 20.6170 10016 2 525.7773 12.34
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1120.5779 SMGINLKDSR 180.1664 1120.5930 20.3979 4227 2 560.8001 12.36
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1691.8098 ALAAYYFGSEEAMIR 1083.0570 1691.8082 31.8089 2495 2 846.4077 ‐0.7975
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1985.9572 AHPDVFNMMLQILEDGR 1027.5170 1985.9732 33.4077 863 2 993.4903 8.40
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1777.8868 VVDEGFDPSYGARPLR 402.4063 1777.9117 37.1753 852 2 889.4595 14.3035
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1382.7638 LAEEGKLDPVVGR 2436.7930 1382.7673 20.4714 5527 3 461.5940 0.7581
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 rbamidomethyl+C 1583.8210 TKNNPCLIGEPGVGK 1306.9020 1583.8231 19.5355 3875 3 528.6125 ‐0.1930
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 Oxidation+M(1) 1996.8876 MVGENNEVTASVGGGSSGNSK 408.3346 1996.8800 27.1801 1041 2 998.9436 ‐3.0483
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 601.3126 EAMIR 85.4094 601.3144 29.9275 2222 1 601.3144 2.01



NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1375.6277 VVDEGFDPSYGAR 123.2289 1375.6235 35.8887 1934 2 688.3154 ‐3.6192
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 1269.6797 AEEGKLDPVVGR 361.6086 1269.6810 20.4674 1077 2 635.3441 0.2276
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1093.3090 102413.5602 19 21.28 None 744.3999 AEGLAQR 1000.3480 744.3964 17.9389 974 1 744.3964 ‐4.3750
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 1118.5688 NTDVTEAIQK 7087.8480 1118.5697 17.2055 4924 2 559.7885 ‐0.3899
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 1222.7154 IVEGVLSHQLK 14765.0100 1222.7170 14.5172 4602 2 611.8621 0.3252
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 849.5080 FIISEIK 2952.2690 849.5078 16.7428 2777 2 425.2575 ‐2.0838
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 944.4935 TIEDPEIK 1138.5040 944.4887 17.7683 4671 2 472.7480 ‐6.6679
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 rbamidomethyl+C 1355.7716 ALQVVLAECKPK 245.1535 1355.8069 16.8227 4658 2 678.4071 25.3717
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 881.5091 QTTIYKK 80.5979 881.5193 16.2276 1839 1 881.5193 12.1594
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 1095.5317 DESVNYQLK 1054.1380 1095.5298 27.9449 1598 1 1095.5298 ‐0.4201
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 1669.9232 KADVIAAANTAADVALR 1297.6810 1669.9275 27.1770 3074 3 557.3140 1.92
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 rbamidomethyl+C( 2459.3691 YKSAAEIVNKALQVVLAECKPK 1614.2200 2459.3700 24.7278 1815 3 820.4615 0.3405
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 511.3239 ALQVV 1324.7110 511.3237 16.0685 7786 1 511.3237 ‐1.1475
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 717.3930 QTTIYK 53.6373 717.3964 17.9094 4171 1 717.3964 4.96
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 862.4669 YKSAAEIV 146.2298 862.4640 25.5893 1180 1 862.4640 ‐2.9270
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 rbamidomethyl+C 845.4550 LAECKPK 121.2616 845.4531 24.0117 1087 2 423.2302 ‐4.0288
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 717.0410 42637.5607 14 21.82 None 863.4985 QTTIYKK 197.8468 863.4995 18.3934 1616 2 432.2534 ‐0.6614
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 1645.8003 EGLPAFPMGNIDQTR 8698.7600 1645.8007 30.8541 22551 2 823.4040 0.2363
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 rbamidomethyl+C 1086.5976 NISVVAVCPK 3691.0950 1086.5993 21.9057 13780 2 543.8033 0.2634
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 rbamidomethyl+C 1350.6682 NTVECITGTISR 8732.4100 1350.6703 23.1640 13050 2 675.8388 0.8362
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 1398.7264 VSLAGYEEYIVR 2063.7110 1398.7286 30.4582 11987 2 699.8680 1.0658
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 823.3945 SDIFGER 18401.6400 823.3954 19.4979 8856 2 412.2013 ‐0.6985
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 rbamidomethyl+C 1544.6832 GVSFMVDNCSTTAR 2080.1040 1544.6886 23.4066 6601 2 772.8480 3.75
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 1439.7417 APVSLDFETSVFK 880.1605 1439.7403 23.8816 5257 2 720.3738 ‐1.4010
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 1704.8875 SLTATVAGNGATGSSLAAR 658.6565 1704.8757 17.7372 3027 2 852.9415 ‐6.7745
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 None 1031.4939 PMGNIDQTR 270.1643 1031.4940 30.8847 1933 1 1031.4940 1.1625
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 810.2120 64211.7382 10 14.4 rbamidomethyl+C 1069.5711 NISVVAVCPK 151.5820 1069.5687 22.7741 3847 2 535.2880 ‐3.5339
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1237.6423 VTTTIGYGSPNK 29527.3900 1237.6439 17.7501 53468 2 619.3256 0.3884
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1575.7649 ALPTYTPESPGDATR 59038.4900 1575.7663 21.5926 52762 2 788.3868 0.7028
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1805.9796 SIGINSFGASAPAPLLYK 9806.0420 1805.9810 19.3500 43283 2 903.4941 1.1326
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 2017.9654 NNLGWPYEPFQVPDDVK 17601.1300 2017.9635 34.5524 39205 2 1009.4854 ‐0.1252
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1400.7420 SIITGELPAGWEK 27251.6700 1400.7422 29.4495 38045 2 700.8747 ‐0.4347
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLALAE 4798.6700 3485.7778 23.0859 32837 3 1162.5974 ‐2.3979
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1005.5615 FLAIDAVEK 12246.4400 1005.5621 25.8134 31801 2 503.2847 ‐0.9199
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 2255.0584 AMPNTLMFRPADGNETAGAYK 19125.6800 2255.0584 16.7670 31325 3 752.3576 ‐0.3049
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1628.7551 HTPEGATLESDWSAK 15730.1700 1628.7570 21.6027 21085 3 543.5905 ‐0.0548
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1403.6914 ANSYSVHGAALGEK 11015.0800 1403.6915 17.1883 19786 3 468.5687 ‐1.4434
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 957.5728 TPSILALSR 4828.5820 957.5728 16.7063 16624 2 479.2900 ‐1.5333
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 rbamidomethyl+C 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSAR 6197.2270 3420.5923 21.2612 13078 3 1140.8690 0.8240
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 2522.4830 3646.8366 40.4639 10556 3 1216.2837 ‐0.5397
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1115.6671 TVTDKPTLIK 9722.3120 1115.6675 17.6671 9245 2 558.3374 ‐0.7938
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 814.5033 DKPTLIK 3665.9220 814.5029 22.8939 8595 1 814.5029 ‐0.1175
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1159.5953 ESVLPSDVSAR 3699.1920 1159.5990 20.7897 4863 2 580.3032 2.0897
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1832.9124 AAAVETVEPTTDSSIVDK 1040.2880 1832.9137 22.2513 1213 2 916.9605 1.1245
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1476.8057 LPHLPGTSIEGVEK 1787.5820 1476.7952 25.2772 20032 3 492.9366 ‐8.5230
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 702.3417 ATPEER 1224.6680 702.3464 24.9224 3708 1 702.3464 6.51
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1193.6048 KYPEEASELK 20758.0400 1193.6077 16.3202 16963 2 597.3075 1.25
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 2622.3158 VTTTIGYGSPNKANSYSVHGAALGEK 960.2151 2622.3298 19.6138 3833 3 874.7815 5.66
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1085.6677 KTPSILALSR 3013.0030 1085.6688 15.4981 2502 2 543.3380 ‐0.2954
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1204.6579 RIAQSMTKNR 1127.5370 1204.6553 17.7544 1132 1 1204.6553 ‐0.4889
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 880.4411 VTTTIGYGS 121.0377 880.4385 19.6340 4416 1 880.4385 ‐2.4435
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1031.5302 IAQSMTKNR 187.7490 1031.5313 17.8148 2963 2 516.2693 ‐0.3459
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1065.5099 YPEEASELK 132.6188 1065.5170 17.8109 2774 2 533.2621 5.84
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 783.3883 QVPDDVK 69.6123 783.3924 36.2218 2730 1 783.3924 5.60
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1676.7955 GWPYEPFQVPDDVK 206.5584 1676.7894 33.9402 2400 2 838.8983 ‐3.5659
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 761.4040 SIEGVEK 110.9585 761.4042 24.1314 2223 1 761.4042 0.3578
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 693.3202 SDWSAK 550.9973 693.3230 21.6696 1659 1 693.3230 3.46
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1014.6194 VTDKPTLIK 165.7518 1014.6166 18.2656 1511 2 507.8119 ‐4.1644
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1016.5259 PGTSIEGVEK 164.1964 1016.5316 24.3734 1478 2 508.7694 4.1833
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1037.5262 TTIGYGSPNK 1883.1060 1037.5249 17.7480 874 1 1037.5249 ‐0.1283
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1030.5462 RIAQSMTKN 321.0593 1030.5469 16.6929 794 2 515.7771 ‐0.7397
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 1219.6317 VTTTIGYGSPNK 202.0489 1219.6351 18.7696 1637 2 610.3212 1.94
NP_001190145.1 transketolase Arabidopsis thaliana 4958.9890 80295.5034 68 42.16 None 3468.7645 TPGHPENFETPGIEVTTGPLGQGIANAVGLALAE 481.4173 3468.7699 24.5747 3757 4 867.9479 1.1625
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1575.7649 ALPTYTPESPGDATR 73461.1600 1575.7663 21.5926 52762 2 788.3868 0.7457
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1237.6423 VTTTIGYGSPNK 50063.2100 1237.6434 17.7472 50159 2 619.3254 0.0857
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 2017.9654 NNLGWPYEPFQVPDDVK 31457.8200 2017.9635 34.5524 39205 2 1009.4854 ‐0.1401
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1400.7420 SIITGELPAGWEK 38163.3500 1400.7422 29.4495 38045 2 700.8747 ‐0.3690
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1005.5615 FLAIDAVEK 14826.3400 1005.5621 25.8134 31801 2 503.2847 ‐0.8027
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1403.6914 ANSYSVHGAALGEK 13217.0900 1403.6915 17.1883 19786 3 468.5687 ‐1.6729
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1115.6671 TVTDKPTLIK 12734.8700 1115.6675 17.6671 9245 2 558.3374 ‐0.6910
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 1507.5630 3646.8348 40.4513 8232 3 1216.2831 ‐0.7589
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1352.6845 VSIEAASTFGWGK 285.0373 1352.6790 32.2983 3169 2 676.8431 ‐4.6710
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1476.8057 LPHLPGTSIEGVEK 2114.3350 1476.7952 25.2772 20032 3 492.9366 ‐8.7360
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1832.9124 AAAVETVEPTTDSSIVDK 651.8652 1832.8946 25.3969 3850 2 916.9509 ‐9.2731
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1732.9592 QKLPHLPGTSIEGVEK 664.5532 1732.9635 23.6172 9335 3 578.3260 1.92
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 255.9828 2604.2739 34.6730 2503 3 868.7628 ‐9.5750
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1193.5433 YTPESPGDATR 218.3172 1193.5344 22.3122 41448 1 1193.5344 ‐5.4413
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1016.5259 PGTSIEGVEK 407.0052 1016.5297 23.3539 9860 2 508.7685 2.01
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 915.5510 TDKPTLIK 1939.0350 915.5490 17.6725 2157 2 458.2781 ‐3.6859



NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1391.6437 PTYTPESPGDATR 965.3986 1391.6495 21.6039 1509 2 696.3284 3.53
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 858.4931 LAIDAVEK 822.3868 858.4905 25.8107 1285 1 858.4905 ‐2.3059
NP_001190145.1 transketolase Arabidopsis thaliana 4430.7020 80295.5034 68 42.16 None 1037.5262 TTIGYGSPNK 1825.2240 1037.5249 17.7480 874 1 1037.5249 0.2017
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1805.9796 SIGINSFGASAPAPLLYK 4960.2180 1805.9810 19.3500 43283 2 903.4941 1.90
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLALAE 2218.3140 3485.7778 23.0859 32837 3 1162.5974 ‐2.6068
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 2255.0584 AMPNTLMFRPADGNETAGAYK 27850.9800 2255.0584 16.7670 31325 3 752.3576 ‐0.2412
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 957.5728 TPSILALSR 7844.3910 957.5728 16.7063 16624 2 479.2900 ‐1.5021
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 rbamidomethyl+C 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSAR 6018.1560 3420.5923 21.2612 13078 3 1140.8690 0.6296
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1400.7420 SIITGELPAGWEK 105.1189 1400.7355 22.3594 3102 1 1400.7355 ‐2.6192
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1237.6423 VTTTIGYGSPNK 98.9395 1237.6512 17.7934 3309 2 619.3293 6.13
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1448.7631 EFGITVEAVVDAAK 329.9290 1448.7565 16.6890 2185 2 724.8819 ‐4.9000
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 3111.4542 LIAFYDDNHISIDGDTEIAFTENVDQR 775.4041 3111.5048 23.2267 1530 3 1037.8398 17.0489
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1991.0960 GKSIGINSFGASAPAPLLYK 347.8140 1991.0942 23.3996 3640 2 996.0508 0.1382
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1085.6677 KTPSILALSR 3381.0890 1085.6688 15.4981 2502 2 543.3380 ‐0.2348
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1641.8635 SIGINSFGASAPAPLLY 143.0879 1641.8554 18.6570 5808 2 821.4313 ‐4.7651
NP_001190145.1 transketolase Arabidopsis thaliana 1385.1760 80295.5034 68 42.16 None 1788.9531 SIGINSFGASAPAPLLYK 159.0865 1788.9609 20.5035 2189 2 894.9841 4.42
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3596.4540 26631.8014 2 5.26 None 1347.7155 SFGAELVLTDPAK 68332.6300 1347.7169 29.0692 24727 2 674.3621 0.4576
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3596.4540 26631.8014 2 5.26 None 1329.7049 SFGAELVLTDPAK 282.4968 1329.7032 27.2387 1644 2 665.3553 ‐1.8808
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1288.7334 IVMGLFGEVVPK 5078.1100 1288.7340 20.3360 46064 2 644.8707 ‐0.2914
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1343.7140 HVVFGQVIEGMK 26280.1200 1343.7139 16.9213 41227 2 672.3606 ‐0.7752
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 rbamidomethyl+C 1221.5820 IYACGELPLDA 22108.6700 1221.5792 29.1543 39663 1 1221.5792 ‐0.6114
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 874.4741 SQLVSANR 1246.0260 874.4712 26.7086 1792 1 874.4712 ‐2.8278
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1510.7536 VYFDVEIGGEVAGR 266.7028 1510.7492 33.5510 1789 2 755.8782 ‐3.2332
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1953.0076 VTNKVYFDVEIGGEVAGR 922.6483 1953.0074 33.7933 15759 2 977.0073 0.5711
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1076.5809 MGLFGEVVPK 2275.0290 1076.5825 20.3426 3665 1 1076.5825 2.70
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2444.7720 28421.2958 8 23.55 None 1934.9971 VTNKVYFDVEIGGEVAGR 183.1189 1934.9879 36.0936 1128 2 967.9976 ‐4.0815
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 None 1040.6463 LVTPLTLQR 25159.8100 1040.6468 16.6453 18373 2 520.8270 ‐0.8740
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 None 1608.7752 LSQEVSGDALGEEFK 8876.5700 1608.7752 25.2759 14757 2 804.8912 ‐0.0468
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 rbamidomethyl+C( 1336.6314 FNVANPTTGCQK 12705.3500 1336.6316 18.9041 13302 2 668.8194 ‐0.5848
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 rbamidomethyl+C 1826.0456 GCIVSPDLSVLNLVIVK 9070.6110 1826.0438 22.6667 9239 2 913.5256 ‐0.5726
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 None 1372.7431 KLEIDDDQKLR 4133.2310 1372.7447 18.2774 4428 3 458.2531 ‐0.3593
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 None 1131.5640 EIDDDQKLR 145.4125 1131.5615 16.7536 2127 2 566.2844 ‐3.4266
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3381.9870 22325.0810 7 32.49 None 828.4938 TPLTLQR 253.1769 828.4940 16.6393 1610 1 828.4940 0.5615
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3427.1230 2192.1290 35.4314 17260 2 1096.5681 ‐0.7125
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 2008.0709 ENAITVGTQHALDPLTTVK 7961.5970 2008.0723 28.4461 17010 3 670.0290 0.0118
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 941.6234 2826.4261 20.0111 12816 3 942.8135 ‐1.2077
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 1334.7314 GSLFLGDVATQVK 5254.1660 1334.7311 29.3641 9768 2 667.8692 ‐0.9805
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 881.5819 VGIALALKP 37619.1300 881.5825 17.9007 6472 2 441.2949 ‐0.9593
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 2017.0726 VNNAGVANALIQHEWRPK 2546.4560 2017.0720 16.4604 6323 4 505.0235 ‐1.7969
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 1162.6467 GPGLYTEIGKK 448.1728 1162.6210 17.7903 1403 2 581.8141 ‐23.1735
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 2338.2037 GSLFLGDVATQVKNNNFTADVK 505.1064 2338.2198 23.5880 2795 2 1169.6135 8.65
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 13 50.36 None 3300.6760 VNNAGVANALIQHEWRPKSFFTVSGEVDSK 507.5814 3300.6866 22.2147 1572 3 1100.9004 4.68
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1645.9530 29210.8248 13 50.36 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 7340.1770 2192.1290 35.4314 17260 2 1096.5681 ‐0.7500
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1645.9530 29210.8248 13 50.36 None 2008.0709 ENAITVGTQHALDPLTTVK 7335.8820 2008.0723 28.4461 17010 3 670.0290 ‐0.0812
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1645.9530 29210.8248 13 50.36 None 1334.7314 GSLFLGDVATQVK 11546.7000 1334.7311 29.3641 9768 2 667.8692 ‐0.9062
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1645.9530 29210.8248 13 50.36 None 1162.6467 GPGLYTEIGKK 668.9663 1162.6210 17.7903 1403 2 581.8141 ‐23.0767
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 13319.9400 2621.4261 17.7164 62856 3 874.4802 0.3518
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1204.6783 TAGGLLLTETTK 39697.7100 1204.6799 23.9102 58121 2 602.8436 0.2527
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1371.6427 YAGTEVEFNDVK 148134.5000 1371.6434 22.5666 51784 2 686.3253 ‐0.1246
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1662.9313 ITPLPVSTGSTVLYSK 29785.8700 1662.9326 17.4204 45667 2 831.9699 0.8150
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 906.4601 ASDVMAILS 4917.7610 906.4604 30.7972 33665 1 906.4604 0.9083
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 8288.5080 2083.0939 27.7742 22616 3 695.0361 0.4642
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 9151.3790 2540.3130 34.4322 18423 4 635.8337 0.4930
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1618.9050 IDITVPTGAQIIYSK 9212.5480 1618.9053 18.5337 15380 2 809.9563 0.1167
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1588.7952 EDDIVGILETEDIK 20953.1900 1588.7972 33.4410 10995 2 794.9023 1.1278
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1351.7468 LPVSTGSTVLYSK 343.3609 1351.7511 17.4226 4632 2 676.3792 2.79
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 979.4731 EVEFNDVK 160.7845 979.4773 24.7106 2897 1 979.4773 5.1119
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1091.6095 IDITVPTGAQI 206.7774 1091.6055 18.4863 2229 2 546.3064 ‐4.9489
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1077.5939 PTGAQIIYSK 1538.0050 1077.5994 17.5004 2152 2 539.3033 3.42
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1029.5324 GGEVVAVGEGR 348.4482 1029.5338 16.2285 1924 2 515.2705 0.0226
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1208.5794 AGTEVEFNDVK 279.5085 1208.5756 21.2987 1886 2 604.7914 ‐4.0908
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 733.3515 EFNDVK 222.7264 733.3526 21.4340 1800 1 733.3526 1.61
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1119.5317 GTEVEFNDVK 384.1711 1119.5322 22.7828 1766 2 560.2698 ‐0.6866
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 931.4367 PGSLDEEGK 205.5170 931.4410 27.4883 1722 1 931.4410 5.45
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 1238.6627 PVSTGSTVLYSK 343.5817 1238.6664 18.4410 1627 2 619.8368 2.0488
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 15578.5800 26801.9082 20 52.96 None 970.4476 GPGSLDEEGK 231.9155 970.4450 29.2935 888 1 970.4450 ‐1.8652
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1969.0171 MGLDDKDIVALSGAHTLGR 2770.3870 1969.0192 28.1913 8215 3 657.0112 0.3045
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1796.8602 EGPGAPGGQSWTPEWLK 2239.9100 1796.8577 31.3588 7486 2 898.9325 ‐1.0866
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 1282.8500 2559.2698 23.1392 7421 3 853.7614 3.50
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1669.8796 LSNLGAEFNPPEGIVI 1405.3790 1669.8791 36.6823 6940 2 835.4432 ‐0.2194
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1261.5960 LGWHDAGTYNK 670.2559 1261.6325 22.9038 8033 2 631.3199 28.0190
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 989.5051 SGWGKPETK 250.7920 989.5001 19.9903 5064 2 495.2537 ‐6.4866
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1518.8751 HAANAGLVNALNLIK 862.9665 1518.8676 18.8267 4305 3 506.9607 ‐6.2854
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1667.8711 IASVNRSFNSTTAATK 230.5827 1667.8672 21.1246 6155 2 834.4372 ‐2.3338
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 3159.5534 SGWGKPETKYTKEGPGAPGGQSWTPEWLK 327.1087 3159.5475 24.2506 2797 3 1053.8540 ‐0.9051
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 793.4050 NSTTAATK 200.6996 793.4088 22.5704 3244 1 793.4088 5.0058
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1367.6743 PGGQSWTPEWLK 149.0259 1367.6787 23.9131 803 2 684.3430 2.75
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1243.5854 LGWHDAGTYNK 100.9490 1243.5920 21.0983 3436 2 622.2996 4.62
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 485.1086 37530.0682 17 22.25 None 1779.8337 EGPGAPGGQSWTPEWLK 207.6222 1779.8266 30.3473 2396 2 890.4170 ‐3.6634



NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 334.3389 37530.0682 17 22.25 None 1969.0171 MGLDDKDIVALSGAHTLGR 3340.2920 1969.0192 28.1913 8215 3 657.0112 0.2026
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 334.3389 37530.0682 17 22.25 None 1796.8602 EGPGAPGGQSWTPEWLK 1516.4040 1796.8577 31.3588 7486 2 898.9325 ‐1.0725
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 334.3389 37530.0682 17 22.25 None 1669.8796 LSNLGAEFNPPEGIVI 1592.5220 1669.8791 36.6823 6940 2 835.4432 ‐0.1888
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 334.3389 37530.0682 17 22.25 None 989.5051 SGWGKPETK 106.2774 989.5001 19.9903 5064 2 495.2537 ‐6.3673
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 2135.1495 LYGVEPVESAILSGGKPGPHK 5799.1340 2135.1515 17.4966 20220 4 534.5433 ‐0.4668
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1449.7440 LIITMPASMSTER 14220.4700 1449.7464 17.8981 17886 2 725.3768 1.00
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 rbamidomethyl+C 1310.5789 LEMMEPCSSVK 8101.5400 1310.5812 22.3593 12405 2 655.7942 0.9727
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1382.7467 LFVAIFPSFGER 18718.8300 1382.7481 21.7750 9816 2 691.8777 0.4134
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1285.6787 YLSTVLFDATR 3215.5760 1285.6800 18.6834 9114 2 643.3436 0.1984
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1325.6770 IGFSMISDAEKK 5810.0160 1325.6788 16.2275 6199 2 663.3430 0.6729
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1413.7736 YLSTVLFDATRK 1190.6930 1413.7776 17.4322 5999 3 471.9307 1.88
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 992.5088 YLSTVLFDA 238.5334 992.5070 17.8291 2259 2 496.7572 ‐3.2069
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2297.4240 33919.2387 9 25.16 None 1008.5030 SMISDAEKK 196.7919 1008.4969 17.0247 1128 1 1008.4969 ‐5.0895
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2427.6210 2135.1517 17.4878 19844 4 534.5434 1.0282
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1449.7440 LIITMPASMSTER 9269.2250 1449.7464 17.8981 17886 2 725.3768 1.44
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1382.7467 LFVAIFPSFGER 17734.0400 1382.7481 21.7750 9816 2 691.8777 0.5424
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1285.6787 YLSTVLFDATR 2793.5960 1285.6800 18.6834 9114 2 643.3436 0.3051
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 1219.1180 3586.8214 25.5463 7789 3 1196.2786 ‐1.3158
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1325.6770 IGFSMISDAEKK 5528.7160 1325.6788 16.2275 6199 2 663.3430 0.7888
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1413.7736 YLSTVLFDATRK 1215.7040 1413.7776 17.4322 5999 3 471.9307 1.88
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1948.9222 TPNGYMLQQFENPANPK 192.2361 1948.9360 16.7079 810 3 650.3168 6.74
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1008.5030 SMISDAEKK 138.6371 1008.4969 17.0247 1128 1 1008.4969 ‐5.3942
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1267.6681 YLSTVLFDATR 233.3165 1267.6701 18.0399 1294 2 634.3387 0.8398
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 3569.8044 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 316.2252 3569.7843 25.5313 916 3 1190.5996 ‐4.2975
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2477.4750 18988.9907 9 24.55 None 1146.6405 VSVFLPEEVK 24248.6400 1146.6412 27.6713 18939 2 573.8243 ‐0.4842
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2477.4750 18988.9907 9 24.55 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 7135.4930 2421.1940 21.7582 14289 2 1211.1006 0.3855
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2477.4750 18988.9907 9 24.55 None 3179.5936 IEFPGSKAVSEASSSFGAGYVAGPVTFIFEK 783.0501 3179.5693 24.4349 1317 3 1060.5280 ‐6.6368
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2477.4750 18988.9907 9 24.55 None 861.4716 FLPEEVK 125.6167 861.4686 27.0465 2034 1 861.4686 ‐3.0304
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2477.4750 18988.9907 9 24.55 None 1128.6299 VSVFLPEEVK 144.6777 1128.6280 28.7374 1525 2 564.8176 ‐2.8934
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2384.1470 18988.9907 9 24.55 None 1146.6405 VSVFLPEEVK 39635.6400 1146.6412 27.6713 18939 2 573.8243 ‐0.3854
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2384.1470 18988.9907 9 24.55 None 1311.6427 TFDESKETINK 163.2903 1311.6151 27.2391 1603 2 656.3112 ‐21.7181
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2384.1470 18988.9907 9 24.55 None 861.4716 FLPEEVK 203.7993 861.4686 27.0465 2034 1 861.4686 ‐2.7495
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2384.1470 18988.9907 9 24.55 None 1128.6299 VSVFLPEEVK 126.9204 1128.6280 28.7374 1525 2 564.8176 ‐2.7922
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 1359.7591 VATIQGLSGTGSLR 2881.6260 1359.7607 24.2090 10296 2 680.3840 0.6594
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 1531.8366 TEELQPYVLNVVK 9831.6130 1531.8338 30.2560 8789 2 766.4205 ‐2.0572
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 1878.9596 GDNKEYLPIEGLAAFNK 2418.3800 1878.9642 32.2889 4863 3 626.9929 1.54
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 rbamidomethyl+C 1604.8061 IGAINVVCSSADAATR 4073.5370 1604.8138 24.4214 4779 3 535.6094 3.13
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 856.5251 LAAALIER 4358.3240 856.5281 21.2948 4322 2 428.7677 1.90
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 935.4945 NLGLYAER 680.4289 935.4931 31.0253 1232 2 468.2502 ‐3.0083
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 None 520.2514 YAER 39.2809 520.2504 30.0086 1692 1 520.2504 ‐2.5879
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 rbamidomethyl+C 938.3997 CSSADAATR 141.2775 938.3966 21.7319 1491 1 938.3966 ‐2.2530
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 702.5732 49495.9061 16 18.97 rbamidomethyl+C 1587.7796 IGAINVVCSSADAATR 299.6929 1587.7838 27.3248 1903 2 794.3956 2.45
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 2119.0780 FEGITMAPPDPILGVSEAFK 15453.1200 2119.0763 21.9591 10487 2 1060.0418 0.5364
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 1523.8580 ATAELLFGAGHPVIK 1032.5630 1523.8599 17.5576 8895 3 508.6248 0.0661
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 1522.7822 TIGLDFEGMIADIK 1057.5680 1522.7895 21.9150 4109 2 761.8984 4.95
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 962.5418 LNLGVGAYR 4541.4590 962.5408 15.5436 3249 2 481.7741 ‐2.4976
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 975.4928 AENLMLER 250.6898 975.4816 23.6300 2779 1 975.4816 ‐10.9213
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 3042.4920 IVANVVGDVTMFSEWKAEMEMMAGRIK 648.5313 3042.4965 24.5120 4406 3 1014.8370 2.33
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 853.2042 49495.9061 16 18.97 None 1505.8475 ATAELLFGAGHPVIK 897.2560 1505.8449 18.7013 1850 2 753.4261 ‐1.8780
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1252.7008 VINALANPIDGR 48539.1800 1252.6999 16.1024 102802 2 626.8536 ‐1.6237
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1252.7260 LIESPAPGIISR 68786.1000 1252.7258 24.6381 98298 2 626.8666 ‐0.9956
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1416.7845 IAQIPVSEAYLGR 41067.4700 1416.7832 27.1348 93970 2 708.8953 ‐1.4514
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 83645.4400 2273.2134 24.5352 69654 2 1137.1103 ‐1.9181
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1604.8642 TNKPQFQEIIASTK 14601.1600 1604.8676 23.6592 67383 3 535.6274 0.8742
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1209.6361 TLTAEAESFLK 24469.3200 1209.6356 30.0024 62891 2 605.3215 ‐1.4174
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1474.7860 ASSVAQVVTSLQER 35905.1100 1474.7861 27.5943 61226 2 737.8967 ‐0.2891
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1101.5535 EGIQEQLER 86549.0200 1101.5532 19.1511 59465 2 551.2803 ‐1.4621
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1942.0604 EVTIVNTGTVLQVGDGIAR 55455.7200 1942.0576 31.2601 58374 2 971.5325 ‐0.7440
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1030.5527 ADEISNIIR 36201.5400 1030.5553 24.2349 50753 2 515.7813 1.0454
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1574.8061 EQHTLIIYDDLSK 32814.4000 1574.8087 26.8146 43969 3 525.6077 0.3618
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1553.7383 EAYPGDVFYLHSR 17179.2700 1553.7403 26.5991 37547 3 518.5849 ‐0.0711
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 815.4621 ELIIGDR 16336.8400 815.4621 20.5544 14961 2 408.2347 ‐1.8897
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 2292.1718 TLTAEAESFLKEGIQEQLER 1601.2710 2292.1685 32.3398 5908 2 1146.5879 0.0355
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 775.4825 FLVQLR 5518.9390 775.4817 16.6917 4843 1 775.4817 ‐0.9103
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 2119.0891 ADEISNIIRERIEQYNR 1788.3320 2119.0887 30.4460 17887 2 1060.0480 0.9197
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1229.6848 ELIIGDRQTGK 2535.5290 1229.6952 24.2903 1315 2 615.3513 7.49
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 2168.1782 VINALANPIDGRGKISASESR 672.4078 2168.1824 21.3462 753 3 723.3990 1.05
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 740.3461 YDDLSK 1323.1920 740.3443 24.4170 4355 1 740.3443 ‐2.4679
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1153.6324 INALANPIDGR 263.7686 1153.6366 17.3232 3903 2 577.3219 2.27
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 545.3042 QLER 83.8257 545.3031 16.9339 3897 1 545.3031 ‐2.6764
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1190.5953 PGDVFYLHSR 138.5441 1190.5993 26.2319 3673 2 595.8033 2.54
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 918.4567 SVYEPLQT 135.0797 918.4599 24.8272 3647 1 918.4599 4.1031
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1303.7005 AQIPVSEAYLGR 1659.5460 1303.6978 27.1626 3032 2 652.3525 ‐2.8477
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 628.4141 LVQLR 1515.1060 628.4137 16.6925 2458 1 628.4137 ‐0.9977
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 674.3468 EQLER 104.3444 674.3439 18.7040 2223 1 674.3439 ‐4.4317
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 894.4567 AEAESFLK 2371.6450 894.4529 30.0077 2044 1 894.4529 ‐3.7213
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 653.3365 NPIDGR 127.5124 653.3356 16.6104 1916 1 653.3356 ‐1.7754
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 855.4683 LANPIDGR 1463.1100 855.4684 16.1120 1885 1 855.4684 0.5187
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 888.4608 DSMIPIGR 305.1107 888.4644 24.5526 1749 1 888.4644 4.39



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 715.4461 ISNIIR 1412.1630 715.4471 24.2426 1672 1 715.4471 1.01
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 844.4887 EISNIIR 1354.2140 844.4869 24.2318 1546 1 844.4869 ‐1.6696
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 795.3995 SEAYLGR 137.7571 795.3958 25.4891 1289 1 795.3958 ‐4.4447
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 973.4738 TNKPQFQE 647.0915 973.4767 23.2971 1078 2 487.2420 1.59
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 959.5156 DEISNIIR 3037.8670 959.5150 24.2275 1049 1 959.5150 0.1231
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 926.5054 ALANPIDGR 1740.1870 926.5066 16.1050 936 1 926.5066 1.02
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1535.7278 EAYPGDVFYLHSR 201.4901 1535.7327 26.6010 3829 3 512.5824 1.56
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1191.6256 TLTAEAESFLK 272.0431 1191.6291 27.8244 2372 2 596.3182 1.31
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1586.8537 TNKPQFQEIIASTK 246.4298 1586.8589 21.2008 1298 2 793.9331 3.1283
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1556.7955 EQHTLIIYDDLSK 252.0975 1556.8024 27.8301 1004 2 778.9049 4.10
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 15113.2400 55385.3855 64 38.26 None 1013.5262 ADEISNIIR 217.5813 1013.5327 22.5508 2160 2 507.2700 5.0079
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1252.7260 LIESPAPGIISR 52935.1000 1252.7258 24.6381 98298 2 626.8666 ‐0.9107
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1416.7845 IAQIPVSEAYLGR 74869.4000 1416.7832 27.1348 93970 2 708.8953 ‐1.3878
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1604.8642 TNKPQFQEIIASTK 20429.6500 1604.8676 23.6592 67383 3 535.6274 0.6901
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1209.6361 TLTAEAESFLK 20639.8100 1209.6356 30.0024 62891 2 605.3215 ‐1.3268
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1474.7860 ASSVAQVVTSLQER 25512.7900 1474.7861 27.5943 61226 2 737.8967 ‐0.2331
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1942.0604 EVTIVNTGTVLQVGDGIAR 49763.1100 1942.0573 31.2560 56048 2 971.5323 ‐0.9209
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1030.5527 ADEISNIIR 26737.5100 1030.5553 24.2349 50753 2 515.7813 1.1593
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1574.8061 EQHTLIIYDDLSK 41843.7000 1574.8087 26.8146 43969 3 525.6077 0.1709
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1553.7383 EAYPGDVFYLHSR 18950.7900 1553.7403 26.5991 37547 3 518.5849 ‐0.2667
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 2292.1718 TLTAEAESFLKEGIQEQLER 1262.3980 2292.1685 32.3398 5908 2 1146.5879 ‐0.0151
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 991.5207 PVSEAYLGR 8022.9220 991.5207 27.1342 7839 1 991.5207 1.77
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 966.5142 IIYDDLSK 297.9597 966.5143 25.5178 7838 2 483.7608 ‐1.3765
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 740.3461 YDDLSK 1055.6860 740.3443 24.4170 4355 1 740.3443 ‐2.2208
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 715.4461 ISNIIR 1037.9100 715.4471 24.2426 1672 1 715.4471 1.02
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 698.3355 TLTAEAE 101.9361 698.3380 29.4155 1634 1 698.3380 3.51
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 973.4738 TNKPQFQE 770.7038 973.4767 23.2971 1078 2 487.2420 1.73
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 959.5156 DEISNIIR 2163.1200 959.5150 24.2275 1049 1 959.5150 0.4313
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1482.7911 VNTGTVLQVGDGIAR 371.5521 1482.7982 32.1075 760 2 741.9028 4.15
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1232.6634 QIPVSEAYLGR 574.9199 1232.6650 27.1196 758 1 1232.6650 3.63
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1535.7278 EAYPGDVFYLHSR 233.0674 1535.7327 26.6010 3829 3 512.5824 1.59
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1191.6256 TLTAEAESFLK 317.3430 1191.6291 27.8244 2372 2 596.3182 2.0460
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1556.7955 EQHTLIIYDDLSK 238.9098 1556.8024 27.8301 1004 2 778.9049 4.63
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 8837.2160 55385.3855 64 38.26 None 1013.5262 ADEISNIIR 194.0782 1013.5327 22.5508 2160 2 507.2700 5.1241
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1955.0233 IFNVLGEPVDNLGPVDTR 36962.1600 1955.0227 19.7463 124047 2 978.0150 0.3817
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2061.0321 GIYPAVDPLDSTSTMLQPR 56614.4600 2061.0304 32.8312 118063 2 1031.0188 0.0822
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1517.7442 ESGVINEQNLAESK 159908.2000 1517.7441 20.0224 114624 2 759.3757 ‐0.3487
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1415.7125 TNPTTSNPEVSIR 56366.3100 1415.7133 18.8735 107154 2 708.3603 0.0130
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 13317.4500 2296.1013 29.5081 104227 2 1148.5543 4.57
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1601.8104 VALVYGQMNEPPGAR 66501.5200 1601.8113 24.1812 103884 2 801.4093 0.4074
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 975.5622 IGLFGGAGVGK 60203.2100 975.5620 16.9409 93156 2 488.2847 ‐1.6721
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 26645.9400 2142.0657 19.8612 92392 2 1071.5365 ‐0.0405
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1433.7747 FVQAGSEVSALLGR 88246.7300 1433.7738 18.4202 88578 2 717.3905 ‐1.1311
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1471.7614 VGLTALTMAEYFR 53856.5300 1471.7625 21.0032 80784 2 736.3849 0.3962
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1630.8071 IVGEEHYETAQQVK 98094.4900 1630.8084 16.9904 79344 3 544.2743 ‐0.4106
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1735.0153 IAQIIGPVLDVAFPPGK 68656.5000 1735.0158 21.1909 75006 2 868.0115 0.4836
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1191.6256 SAPAFIELDTK 38468.8500 1191.6270 26.9169 70281 2 596.3171 0.1313
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1007.5772 LSIFETGIK 45846.3600 1007.5763 17.8376 67986 2 504.2918 ‐2.3072
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 rbamidomethyl+C( 2401.1776 DTLGQEINVTCEVQQLLGNNR 18476.7900 2401.1839 37.9720 57553 2 1201.0956 4.73
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1261.6973 MPNIYNALVVK 32265.9800 1261.7003 18.8496 51579 2 631.3538 1.93
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1471.8553 TVLIMELINNIAK 99897.6000 1471.8550 24.1743 49769 2 736.4311 ‐0.5775
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1045.6041 VVDLLAPYR 37262.9900 1045.6046 17.9536 49429 2 523.3059 ‐0.8732
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1077.5609 AVAMSATEGLK 45923.9300 1077.5622 19.4651 36000 2 539.2848 ‐0.0292
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 3714.8861 GSITSIQAVYVPADDLTDPAPATTFAHLDATTVLS 1199.8640 3714.8773 21.0136 31602 3 1238.9640 ‐0.6205
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1949.9967 DVNEQDVLLFIDNIFR 50332.1600 1949.9945 25.5757 31166 2 975.5009 ‐0.4729
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1233.6620 AVAMSATEGLKR 34749.0900 1233.6621 17.7680 24796 2 617.3347 ‐0.8476
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1229.5177 EGNDLYMEMK 63346.3100 1229.5196 23.1442 23655 2 615.2635 0.6517
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1486.6665 TREGNDLYMEMK 17443.8100 1486.6674 21.1734 19920 3 496.2273 ‐0.8054
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 rbamidomethyl+C( 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 1426.4380 2614.3025 20.4977 14145 3 872.1057 1.0623
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1328.6706 AHGGVSVFGGVGER 2142.8080 1328.6685 14.7064 3884 2 664.8379 ‐2.2661
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2171.1078 ELQDIIAILGLDELSEEDR 723.9656 2171.1026 23.9904 6653 2 1086.0549 ‐1.2187
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVL 11993.8500 3842.9808 20.3282 31304 4 961.5006 ‐0.1875
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2796.3192 AHGGVSVFGGVGERTREGNDLYMEMK 1748.9880 2796.3227 20.1649 5903 3 932.7791 1.55
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 4502.7660 2711.4506 42.7623 1901 3 904.4884 1.65
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1263.6613 ATNLEMESKLK 1595.7090 1263.6541 17.9891 1795 2 632.3307 ‐6.6040
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1309.7515 IGPVLDVAFPPGK 269.4170 1309.7593 19.1375 31017 2 655.3833 5.01
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1013.5738 SVPVGGATLGR 359.0571 1013.5758 20.2014 12508 2 507.2915 0.4787
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1170.6113 QAGSEVSALLGR 342.7351 1170.6082 17.0663 11744 2 585.8077 ‐3.7621
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1563.8013 VLGEPVDNLGPVDTR 216.0970 1563.8068 18.8410 6033 3 521.9404 2.87
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 907.4553 AMSATEGLK 2641.6230 907.4563 19.4589 4780 1 907.4563 1.82
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1184.5769 VALVYGQMNEP 251.3742 1184.5822 19.9450 3631 2 592.7948 3.74
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1088.5081 VALVYGQMNE 187.6609 1088.5104 25.0163 3012 1 1088.5104 3.36
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1067.5004 ESGVINEQNL 326.9557 1067.5007 17.5876 2893 2 534.2540 ‐1.0290
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 861.4789 SATEGLKR 7230.5140 861.4789 17.7705 2407 1 861.4789 0.4955
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 602.3620 EGLKR 157.3394 602.3627 17.8947 2121 1 602.3627 0.6447
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 865.4666 FIELDTK 2039.4200 865.4673 26.9017 1902 1 865.4673 1.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 701.2997 YMEMK 416.8579 701.3026 21.1799 1544 1 701.3026 4.0537
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 673.2900 TREGND 403.8931 673.2920 21.1749 1404 1 673.2920 2.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 800.3937 FVQAGSEV 186.3610 800.3965 16.9902 1264 1 800.3965 3.17



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 918.4527 EQNLAESK 192.8041 918.4569 20.0210 1251 1 918.4569 5.05
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1368.6754 GEPVDNLGPVDTR 205.6319 1368.6756 19.7447 1244 1 1368.6756 2.61
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1033.6041 NIYNALVVK 183.7970 1033.6009 17.9803 1186 2 517.3041 ‐4.4644
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1137.5535 ESGVINEQNLA 327.0253 1137.5558 18.9179 1152 2 569.2816 0.9244
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1056.4891 GQMNEPPGAR 440.6069 1056.4874 24.2019 982 1 1056.4874 ‐0.4348
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1345.6780 PLDSTSTMLQPR 231.2046 1345.6772 32.8599 927 1 1345.6772 1.50
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1215.6514 AVAMSATEGLKR 436.7036 1215.6551 17.9495 2649 2 608.3312 2.0667
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 2124.0576 GMDVVDMGNPLSVPVGGATLGR 253.0562 2124.0702 19.7105 1629 3 708.6949 5.35
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 rbamidomethyl+C( 2383.1671 DTLGQEINVTCEVQQLLGNNR 301.1078 2383.1732 40.7977 1266 2 1192.0902 4.61
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 35375.3800 53990.9783 118 78.92 None 1717.9887 IAQIIGPVLDVAFPPGK 195.0518 1717.9968 18.9377 1896 3 573.3371 3.07
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 2061.0321 GIYPAVDPLDSTSTMLQPR 105242.2000 2061.0304 32.8312 118063 2 1031.0188 0.0618
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 30490.6600 2296.1013 29.5081 104227 2 1148.5543 4.46
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1601.8104 VALVYGQMNEPPGAR 56395.8900 1601.8113 24.1812 103884 2 801.4093 0.4469
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1191.6256 SAPAFIELDTK 56441.0100 1191.6270 26.9169 70281 2 596.3171 0.2243
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 rbamidomethyl+C( 2401.1776 DTLGQEINVTCEVQQLLGNNR 11756.6500 2401.1839 37.9720 57553 2 1201.0956 4.25
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1077.5609 AVAMSATEGLK 45895.3900 1077.5622 19.4651 36000 2 539.2848 0.0786
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1233.6620 AVAMSATEGLKR 37330.0700 1233.6621 17.7680 24796 2 617.3347 ‐0.7601
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1630.8071 IVGEEHYETAQQVK 4303.9920 1630.8112 16.9347 5431 3 544.2752 1.1023
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1415.7125 TNPTTSNPEVSIR 5082.0670 1415.7134 18.8130 3908 2 708.3603 0.1859
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1328.6706 AHGGVSVFGGVGER 1309.4550 1328.6696 21.6562 2507 3 443.5614 ‐2.6310
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1955.0233 IFNVLGEPVDNLGPVDTR 1460.7880 1955.0429 35.1833 3293 2 978.0251 10.84
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1263.6613 ATNLEMESKLK 1176.7190 1263.6541 17.9891 1795 2 632.3307 ‐6.5204
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1063.5565 AMSATEGLKR 7336.8350 1063.5573 17.7650 7514 2 532.2823 ‐0.3900
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1264.6202 LSTEMGTLQER 200.3169 1264.6190 28.9991 6485 2 632.8131 ‐1.7068
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1318.6208 VYGQMNEPPGAR 472.2057 1318.6269 25.5281 2424 2 659.8171 3.91
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 861.4789 SATEGLKR 11895.9700 861.4789 17.7705 2407 1 861.4789 0.7764
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 865.4666 FIELDTK 2858.6800 865.4673 26.9017 1902 1 865.4673 1.84
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1431.7049 LVYGQMNEPPGAR 184.2649 1431.7090 21.5929 1622 2 716.3581 2.67
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1338.6511 VALVYGQMNEPPG 347.5375 1338.6518 22.7934 1540 2 669.8295 ‐0.0992
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 731.4087 VALVYGQ 52.8836 731.4113 21.5851 992 1 731.4113 3.30
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 None 1056.4891 GQMNEPPGAR 438.0736 1056.4874 24.2019 982 1 1056.4874 ‐0.0995
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 10998.6800 53990.9783 118 78.92 rbamidomethyl+C( 2383.1671 DTLGQEINVTCEVQQLLGNNR 182.2372 2383.1732 40.7977 1266 2 1192.0902 4.1536
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1955.0233 IFNVLGEPVDNLGPVDTR 63209.6600 1955.0227 19.7463 124047 2 978.0150 0.6423
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 975.5622 IGLFGGAGVGK 54817.0700 975.5620 16.9409 93156 2 488.2847 ‐1.6367
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 36522.7500 2142.0657 19.8612 92392 2 1071.5365 0.2632
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1433.7747 FVQAGSEVSALLGR 85746.2900 1433.7738 18.4202 88578 2 717.3905 ‐0.9904
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1471.7614 VGLTALTMAEYFR 45120.0400 1471.7625 21.0032 80784 2 736.3849 0.5457
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1735.0153 IAQIIGPVLDVAFPPGK 83480.0100 1735.0158 21.1909 75006 2 868.0115 0.6936
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1007.5772 LSIFETGIK 69755.5200 1007.5763 17.8376 67986 2 504.2918 ‐2.2645
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1261.6973 MPNIYNALVVK 15634.7900 1261.7003 18.8496 51579 2 631.3538 1.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1471.8553 TVLIMELINNIAK 72971.0000 1471.8550 24.1743 49769 2 736.4311 ‐0.4280
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1045.6041 VVDLLAPYR 29157.1100 1045.6046 17.9536 49429 2 523.3059 ‐0.8217
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1949.9967 DVNEQDVLLFIDNIFR 77814.1200 1949.9945 25.5757 31166 2 975.5009 ‐0.2134
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATAK 909.6388 3258.6064 25.4934 17104 3 1086.8736 ‐3.3904
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2061.0321 GIYPAVDPLDSTSTMLQPR 2066.9860 2061.0271 19.4440 15331 2 1031.0172 ‐1.1979
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2171.1078 ELQDIIAILGLDELSEEDR 4245.9340 2171.1026 23.9904 6653 2 1086.0549 ‐0.9084
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2462.2661 YKELQDIIAILGLDELSEEDR 1318.0970 2462.2642 23.7671 4984 3 821.4263 ‐0.7553
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1601.8104 VALVYGQMNEPPGAR 5663.4930 1601.8141 15.7311 4866 2 801.4107 2.80
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1328.6706 AHGGVSVFGGVGER 1370.6320 1328.6685 14.7064 3884 2 664.8379 ‐2.1495
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1233.6620 AVAMSATEGLKR 434.2561 1233.6693 15.8185 1800 2 617.3383 5.1150
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 rbamidomethyl+C( 2401.1776 DTLGQEINVTCEVQQLLGNNR 501.0777 2401.1941 18.4341 870 4 601.0540 6.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVL 6861.5000 3842.9808 20.3282 31304 4 961.5006 ‐0.0800
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2826.4012 MPSAVGYQPTLSTEMGTLQERITSTK 309.8917 2826.4261 20.0111 12816 3 942.8135 9.77
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 1757.2970 3002.5838 23.3206 3308 3 1001.5328 ‐6.2345
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 rbamidomethyl+C( 3714.8902 DTLGQEINVTCEVQQLLGNNRVRAVAMSATEGL 171.6868 3714.8504 25.5807 1840 3 1238.9550 ‐9.2255
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1309.7515 IGPVLDVAFPPGK 174.7274 1309.7593 19.1375 31017 2 655.3833 5.24
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 862.4781 GLFGGAGVGK 4328.1970 862.4770 16.9397 11780 1 862.4770 ‐1.1535
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1563.8013 VLGEPVDNLGPVDTR 527.8146 1563.8068 18.8410 6033 3 521.9404 2.55
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 715.4461 VSALLGR 447.1476 715.4463 17.8957 4490 1 715.4463 ‐0.1238
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 545.3042 GGAGVGK 8934.0600 545.3031 16.9339 3897 1 545.3031 ‐2.9709
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1184.5769 TALTMAEYFR 218.9767 1184.5822 19.9450 3631 2 592.7948 3.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1739.9109 VDMGNPLSVPVGGATLGR 186.9842 1739.9071 18.4842 2246 2 870.4572 ‐1.7700
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 805.4567 LFGGAGVGK 610.8737 805.4547 16.9390 2161 1 805.4547 ‐2.4596
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 988.5422 GSEVSALLGR 1011.1390 988.5416 18.4339 2061 1 988.5416 0.0297
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 732.4403 LLAPYR 119.7863 732.4400 18.0236 1876 1 732.4400 ‐0.7460
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1459.7275 AILGLDELSEEDR 233.9159 1459.7162 25.5580 1854 1 1459.7162 ‐5.4950
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1368.6754 GEPVDNLGPVDTR 451.7146 1368.6756 19.7447 1244 1 1368.6756 2.0707
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1033.6041 NIYNALVVK 155.0600 1033.6009 17.9803 1186 2 517.3041 ‐4.4157
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2391.1683 MPSAVGYQPTLSTEMGTLQERI 147.8118 2391.1558 21.7272 865 3 797.7234 ‐5.3279
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 2124.0576 GMDVVDMGNPLSVPVGGATLGR 559.3024 2124.0586 20.4045 12938 2 1062.5329 1.15
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1937.0127 IFNVLGEPVDNLGPVDTR 244.9978 1937.0008 18.5701 1398 2 969.0040 ‐5.2412
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1717.0047 IAQIIGPVLDVAFPPGK 313.9538 1717.0005 20.4264 903 3 573.0050 ‐3.3698
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18676.8400 53990.9783 118 78.92 None 1717.9887 IAQIIGPVLDVAFPPGK 116.2018 1717.9968 18.9377 1896 3 573.3371 3.33
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1407.6678 LTYYTPEYETK 161913.0000 1407.6675 22.3137 2331170 2 704.3374 ‐0.7650
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1228.6532 DLAVEGNEIIR 238430.5000 1228.6532 25.4696 2278165 2 614.8302 ‐0.9363
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1465.7546 TFQGPPHGIQVER 85355.7400 1465.7549 20.6189 1977629 3 489.2565 ‐1.2764
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1546.7359 WSPELAAACEVWK 250734.3000 1546.7346 31.5150 1630139 2 773.8709 ‐1.0632
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 2169.9870 GGLDFTKDDENVNSQPFMR 281929.3000 2169.9828 27.1712 1460076 3 723.9991 ‐2.3688
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1021.5313 DTDILAAFR 80272.7900 1021.5310 31.3489 1440510 2 511.2692 ‐1.6577



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 252985.8000 3854.8559 39.6108 1037809 3 1285.6235 ‐2.1966
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 2270.1299 ESTLGFVDLLRDDYVEKDR 287179.7000 2270.1308 33.7931 1033664 3 757.3818 0.0960
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 910.4452 AVYECLR 64777.2000 910.4456 17.9791 763310 2 455.7265 ‐1.1392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1249.6787 ESTLGFVDLLR 227864.9000 1249.6804 20.6460 736021 2 625.3438 0.4733
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1447.7652 LSGGDHIHAGTVVGK 94082.3400 1447.7644 16.2278 698216 3 483.2596 ‐2.0425
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1116.5830 VALEACVQAR 89993.3000 1116.5829 19.9282 594155 2 558.7951 ‐1.3408
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 1950.9161 GHYLNATAGTCEEMIKR 191742.5000 1950.9187 20.3906 507239 3 650.9778 0.5904
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1261.6286 FLFCAEAIYK 199646.0000 1261.6299 19.0398 436416 2 631.3186 0.1251
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 106891.3000 3038.4472 20.1677 393733 4 760.3672 ‐1.6259
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1999.0019 ESTLGFVDLLRDDYVEK 53931.0400 1998.9987 35.2000 223470 3 667.0044 ‐2.2875
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1451.6220 DDENVNSQPFMR 200207.7000 1451.6213 21.3355 154078 2 726.3143 ‐0.8825
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 1794.8150 GHYLNATAGTCEEMIK 140688.6000 1794.8162 21.7912 139392 3 598.9436 ‐0.2791
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1502.8512 YGRPLLGCTIKPK 111592.6000 1502.8507 13.9270 99879 3 501.6218 ‐1.7084
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1187.6644 DNGLLLHIHR 70548.5800 1187.6657 22.6679 97068 3 396.5601 ‐0.6868
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1324.6783 EITFNFPTIDK 21829.6200 1324.6822 19.3205 84403 2 662.8447 2.1504
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1819.9549 LEGDRESTLGFVDLLR 20030.7400 1819.9582 19.9048 68714 3 607.3243 0.9172
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 12806.3400 2840.4089 33.1084 41442 4 710.8577 0.1107
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 3179.9520 2569.2848 34.2916 12560 4 643.0767 1.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 912.4720 AMHAVIDR 5527.2510 912.4714 14.7805 2490 2 456.7393 ‐2.3321
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1684.8613 NEGRDLAVEGNEIIR 1327.5770 1684.8649 23.2606 2151 3 562.2932 1.0309
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 2852.3964 WSPELAAACEVWKEITFNFPTIDK 673.5738 2852.3437 33.2802 5958 3 951.4528 ‐17.9555
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 2173.0666 NEGRDLAVEGNEIIREACK 445.5333 2173.0952 39.2667 5664 2 1087.0512 14.3213
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1866.9120 EITFNFPTIDKLDGQE 366508.0000 1866.9091 35.2747 2885183 2 933.9582 ‐1.0507
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1532.7566 DRFLFCAEAIYK 3817.9410 1532.7539 18.3448 7779 2 766.8806 ‐2.0283
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1383.7631 ASVGFKAGVKEYK 272.7729 1383.7548 25.4813 1147 2 692.3810 ‐6.5642
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 577.3457 LAAFR 1265.0960 577.3452 31.3472 74173 1 577.3452 ‐1.3031
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1036.5310 DLAVEGNEII 405.0341 1036.5365 23.6522 16404 2 518.7719 3.11
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 958.5945 GLLLHIHR 7768.3870 958.5955 22.6642 10598 2 479.8014 ‐0.4818
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 1404.5849 GHYLNATAGTCEE 284.5957 1404.5904 23.5593 10350 2 702.7988 3.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 704.3509 ACVQAR 5921.8620 704.3515 19.9044 10086 1 704.3515 0.8035
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 550.2806 PFMR 105.9047 550.2791 21.0242 6915 1 550.2791 ‐3.3286
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 762.4509 FVDLLR 446.1559 762.4520 20.6495 6862 1 762.4520 1.30
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 788.4890 LLHIHR 2965.7710 788.4888 23.4693 6033 1 788.4888 0.0151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1339.7879 GRPLLGCTIKPK 21626.0600 1339.7885 13.9315 5603 3 447.2677 ‐1.1710
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1262.6263 FPTIDKLDGQE 316.3206 1262.6301 32.6899 5457 2 631.8187 2.1520
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 867.4094 TPEYETK 84.0870 867.4050 20.6430 5258 1 867.4050 ‐4.5990
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 700.3512 DTDILAA 1183.6160 700.3504 31.3543 5075 1 700.3504 ‐1.3117
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 838.4530 HGIQVER 93.6825 838.4527 21.0998 4881 1 838.4527 0.0150
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 965.4543 CEEMIKR 9790.5620 965.4557 20.3912 4449 1 965.4557 2.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 448.2337 CLR 107.3564 448.2343 17.9772 4019 1 448.2343 0.3413
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1334.6811 SGGDHIHAGTVVGK 463.7201 1334.6810 17.0413 4009 2 667.8441 ‐0.8425
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 679.3562 DRFLF 168.8183 679.3575 19.6579 3967 1 679.3575 1.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1366.6454 ATAGTCEEMIKR 564.6105 1366.6541 23.6341 3872 3 456.2229 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1600.7346 YLNATAGTCEEMIK 796.0206 1600.7382 22.8518 3780 2 800.8727 2.1343
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1018.5792 HIHAGTVVGK 266.4188 1018.5769 18.2161 3675 2 509.7921 ‐3.6785
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 694.3770 AEAIYK 315.0523 694.3754 20.6226 3612 1 694.3754 ‐2.5210
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1133.6062 DHIHAGTVVGK 159.7422 1133.6139 17.4149 3597 2 567.3106 5.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1126.6653 PLLGCTIKPK 2415.6260 1126.6674 13.9744 3057 2 563.8373 0.6855
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1066.5020 TCEEMIKR 158.6753 1066.5078 21.0960 2875 2 533.7576 4.1552
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1012.4622 YTPEYETK 1081.3470 1012.4595 22.2682 2844 1 1012.4595 ‐1.6314
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1113.6262 LAVEGNEIIR 951.8480 1113.6299 23.2326 2603 2 557.3186 2.0374
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1123.5235 GTCEEMIKR 5568.9630 1123.5259 20.9374 2585 2 562.2666 0.9538
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 847.4196 DTDILAAF 66.0405 847.4219 31.3489 2511 1 847.4219 3.0983
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 445.1929 DTDI 62.7436 445.1922 31.3500 2492 1 445.1922 ‐2.5741
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1568.7955 GFVDLLRDDYVEK 232.6090 1568.8042 33.6777 2475 2 784.9057 5.50
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1810.8065 FTKDDENVNSQPFMR 473.7545 1810.7987 27.1710 2006 2 905.9030 ‐3.9222
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 901.5730 LLLHIHR 110.2921 901.5722 23.4619 1998 2 451.2897 ‐2.5908
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 684.3675 GNEIIR 190.4348 684.3655 27.0103 1961 1 684.3655 ‐3.1476
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1120.6361 STLGFVDLLR 922.6620 1120.6324 20.6495 1946 1 1120.6324 ‐1.8849
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 586.3923 TIKPK 854.1680 586.3919 13.9259 1870 1 586.3919 ‐1.1793
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 821.4264 HGIQVER 191.3007 821.4258 22.4562 1853 1 821.4258 ‐0.4596
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 3158.4913 PPEEAGAAVAAESSTGTWTTVWTDGLTSLDR 505.9762 3158.4801 41.0818 1791 3 1053.4982 ‐2.5671
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1236.6082 ELGVPIVMHDY 288.0765 1236.6139 19.3127 1728 2 618.8106 3.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 567.2522 LSGGDH 1803.9660 567.2523 16.2213 1726 1 567.2523 ‐0.2903
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1255.6140 PELAAACEVWK 169.7156 1255.6106 32.5054 1645 2 628.3089 ‐3.6086
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 876.4421 DGLTSLDR 239.4309 876.4394 39.6106 1564 1 876.4394 ‐2.5687
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1071.5694 GPPHGIQVER 241.7031 1071.5714 19.6171 1515 2 536.2893 0.5225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 1876.8681 HYLNATAGTCEEMIKR 312.4144 1876.8771 19.0386 1507 2 938.9422 5.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1075.5670 ESTLGFVDLL 396.6411 1075.5701 20.6448 1499 1 1075.5701 4.0593
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1017.5146 ALEACVQAR 324.0826 1017.5133 21.3558 1442 1 1017.5133 ‐0.2677
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 950.4618 EITFNFPT 192.9846 950.4649 32.8172 1439 1 950.4649 3.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 547.2835 EKDR 1190.8890 547.2831 33.7994 1395 1 547.2831 ‐1.3220
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1451.6220 DDENVNSQPFMR 412.2749 1451.6227 28.0415 1270 2 726.3150 0.0365
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1849.9039 NEGRDLAVEGNEIIREA 435.2443 1849.9042 37.4017 1248 2 925.4557 0.6303
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 809.3532 CEEMIK 1178.8460 809.3533 21.7879 1235 1 809.3533 0.4029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 746.4230 CTIKPK 500.1967 746.4196 13.9295 1150 1 746.4196 ‐4.4046
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 968.4585 GHYLNATAGT 174.3882 968.4527 22.4407 1102 1 968.4527 ‐5.0758
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 978.4826 VNSQPFMR 478.5129 978.4816 21.3366 1070 1 978.4816 ‐0.0745
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 425.2619 IHR 31.1626 425.2609 23.4991 1059 1 425.2609 ‐3.4035



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1115.5579 PTIDKLDGQE 253.9587 1115.5519 34.5702 1020 1 1115.5519 ‐4.0364
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 932.4512 EITFNFPT 167.2403 932.4552 33.8581 1008 1 932.4552 4.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 736.3335 AVYECL 153.3370 736.3372 17.9599 1001 1 736.3372 5.1057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 854.4077 CAEAIYK 133.4885 854.4114 22.3171 997 1 854.4114 4.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 885.4213 GHYLNATAG 309.9500 885.4213 21.8318 963 1 885.4213 0.4687
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1291.6430 TFQGPPHGIQVE 203.3439 1291.6342 20.3972 952 1 1291.6342 ‐4.7705
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 1139.5072 TAGTCEEMIK 1907.3930 1139.5084 20.2584 900 2 570.2579 ‐0.0325
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 678.3392 QPFMR 109.5043 678.3367 19.3625 896 1 678.3367 ‐3.8280
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C 922.4200 SLSHYCR 238.2075 922.4211 18.5981 893 1 922.4211 1.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 902.3486 DDENVNSQ 1524.9470 902.3489 21.3373 852 1 902.3489 0.8686
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1620.7136 GGLDFTKDDENVNSQ 401.9504 1620.7040 28.2348 839 1 1620.7040 ‐2.7828
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 540.2664 DTDIL 117.7847 540.2665 31.3590 813 1 540.2665 ‐0.4774
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 912.4785 VEGNEIIR 257.9537 912.4814 25.1517 807 2 456.7444 1.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1262.6375 VWTDGLTSLDR 206.5056 1262.6334 38.8339 771 2 631.8203 ‐4.1512
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1003.5207 DTDILAAFR 181.5058 1003.5209 31.3495 6845 2 502.2641 ‐1.3011
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1429.7546 LSGGDHIHAGTVVGK 379.0596 1429.7606 14.8873 869 3 477.2584 2.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1448.7281 TFQGPPHGIQVER 179.6638 1448.7339 22.1887 2793 2 724.8706 3.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1170.6378 DNGLLLHIHR 253.8233 1170.6426 23.4763 2113 3 390.8857 2.10
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1307.6518 EITFNFPTIDK 214.5130 1307.6491 19.0810 2023 2 654.3282 ‐2.8292
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 None 1434.5954 DDENVNSQPFMR 519.8636 1434.5968 21.3445 1332 2 717.8021 0.4987
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 108744.1000 53468.3747 276 61.38 rbamidomethyl+C( 2156.0401 NEGRDLAVEGNEIIREACK 592.4305 2156.0445 38.8750 834 2 1078.5259 3.04
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1407.6678 LTYYTPEYETK 240891.9000 1407.6675 22.3134 2328351 2 704.3374 ‐0.7029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1465.7546 TFQGPPHGIQVER 123799.9000 1465.7549 20.6187 1976157 3 489.2565 ‐1.4924
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1546.7359 WSPELAAACEVWK 337665.8000 1546.7346 31.5150 1630139 2 773.8709 ‐1.0165
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 2169.9870 GGLDFTKDDENVNSQPFMR 253559.2000 2169.9828 27.1710 1458538 3 723.9991 ‐2.4303
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1021.5313 DTDILAAFR 58658.4900 1021.5310 31.3488 1439559 2 511.2692 ‐1.5426
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 2270.1299 ESTLGFVDLLRDDYVEKDR 289332.5000 2270.1308 33.7927 1030699 3 757.3818 0.0502
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 421083.4000 3854.8555 39.6072 996358 3 1285.6234 ‐1.9740
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 910.4452 AVYECLR 76318.1100 910.4456 17.9787 762320 2 455.7265 ‐1.0115
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1447.7652 LSGGDHIHAGTVVGK 133281.3000 1447.7644 16.2275 697343 3 483.2596 ‐2.2643
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1116.5830 VALEACVQAR 86132.0200 1116.5827 19.9290 572064 2 558.7950 ‐1.3760
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 1950.9161 GHYLNATAGTCEEMIKR 205627.8000 1950.9187 20.3849 498443 3 650.9777 0.4722
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1999.0019 ESTLGFVDLLRDDYVEK 69809.1600 1998.9987 35.2000 223470 3 667.0044 ‐2.3826
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 1794.8150 GHYLNATAGTCEEMIK 128774.8000 1794.8162 21.7873 136850 3 598.9436 ‐0.4421
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1187.6644 DNGLLLHIHR 61823.2900 1187.6657 22.6679 97068 3 396.5601 ‐0.9652
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1228.6532 DLAVEGNEIIR 38021.0200 1228.6528 25.3961 66459 2 614.8300 ‐1.1668
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 10848.5900 3038.4512 34.8561 64762 4 760.3682 ‐0.6687
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1502.8512 YGRPLLGCTIKPK 44020.8000 1502.8531 20.2999 54435 3 501.6225 ‐0.3611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 12498.9300 2840.4089 33.1084 41442 4 710.8577 ‐0.2498
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 2755.1760 2569.2848 34.2916 12560 4 643.0767 1.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 912.4720 AMHAVIDR 3159.2330 912.4714 14.7805 2490 2 456.7393 ‐2.2027
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 2173.0666 NEGRDLAVEGNEIIREACK 248.4688 2173.0952 39.2667 5664 2 1087.0512 14.2862
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1866.9120 EITFNFPTIDKLDGQE 520578.4000 1866.9091 35.2746 2880839 2 933.9582 ‐1.0484
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 3061.4143 AVYECLRGGLDFTKDDENVNSQPFMR 989.5845 3061.4206 33.4525 2103 3 1021.1451 3.0415
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 740.3396 YECLR 28587.5100 740.3397 17.9744 242943 1 740.3397 0.3284
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 577.3457 LAAFR 2454.9110 577.3452 31.3472 74173 1 577.3452 ‐1.1015
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 577.2763 ECLR 3307.6610 577.2770 17.9743 42218 1 577.2770 0.9433
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1115.5579 PTIDKLDGQE 64121.4600 1115.5559 35.2722 25740 1 1115.5559 ‐0.0670
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 701.3941 GIQVER 3028.5040 701.3929 20.6218 23171 1 701.3929 ‐1.4813
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 690.4297 ILAAFR 981.0934 690.4296 31.3487 19452 1 690.4296 ‐0.0592
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 839.4080 VYECLR 756.1260 839.4089 17.9719 18729 1 839.4089 1.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 838.4530 HGIQVER 6142.1650 838.4542 20.6127 18022 1 838.4542 2.1000
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1123.5235 GTCEEMIKR 14045.7200 1123.5259 20.3901 11939 2 562.2666 1.0339
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 958.5945 GLLLHIHR 10096.2800 958.5955 22.6642 10598 2 479.8014 ‐0.3585
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 704.3509 ACVQAR 2842.9300 704.3515 19.9044 10086 1 704.3515 1.0405
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1756.8357 YLNATAGTCEEMIKR 484.5387 1756.8366 21.0883 9540 3 586.2837 ‐0.6451
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 550.2806 PFMR 4598.0080 550.2803 27.1746 8196 1 550.2803 ‐0.9975
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 675.4049 LHIHR 2796.3180 675.4056 23.4618 8163 1 675.4056 1.0050
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 562.3208 HIHR 139.8900 562.3211 22.6642 5449 1 562.3211 0.0695
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 867.4094 TPEYETK 94.0039 867.4050 20.6430 5258 1 867.4050 ‐4.3165
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 700.3512 DTDILAA 602.6897 700.3504 31.3543 5075 1 700.3504 ‐1.0757
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 768.4363 HAGTVVGK 49625.3800 768.4354 16.2229 4720 1 768.4354 ‐0.7473
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 965.4543 CEEMIKR 12541.1500 965.4557 20.3912 4449 1 965.4557 2.46
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 448.2337 CLR 155.8401 448.2343 17.9772 4019 1 448.2343 0.5069
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1600.7346 YLNATAGTCEEMIK 418.2047 1600.7382 22.8518 3780 2 800.8727 2.1739
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1681.8796 LGFVDLLRDDYVEK 2374.5240 1681.8775 35.1994 3521 2 841.4424 ‐1.1487
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 803.4444 GCTIKPK 4007.1320 803.4442 20.2949 3516 1 803.4442 0.1996
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 788.4890 LLHIHR 305.7292 788.4919 22.6605 3514 1 788.4919 4.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1072.6374 NGLLLHIHR 1232.0350 1072.6399 22.6594 3045 2 536.8236 1.1068
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1405.6230 GGLDFTKDDENVN 187.1787 1405.6186 27.1600 3004 2 703.3130 ‐3.6005
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1308.6543 LRDDYVEKDR 2544.4380 1308.6551 33.8443 2836 2 654.8312 ‐0.0737
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1339.7879 GRPLLGCTIKPK 4069.1830 1339.7905 20.3044 2685 3 447.2684 0.0852
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 834.3992 GGLDFTKD 224.8937 834.3941 27.8569 2665 1 834.3941 ‐5.5276
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 833.3934 EACVQAR 122.2750 833.3893 21.9129 2611 1 833.3893 ‐4.3577
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 847.4196 DTDILAAF 41.8705 847.4219 31.3489 2511 1 847.4219 3.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 721.3338 CEVWK 1178.1640 721.3342 31.5180 2487 1 721.3342 0.7849
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1014.5479 PPHGIQVER 180.7132 1014.5435 21.6971 2486 2 507.7754 ‐5.6574
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1568.7955 GFVDLLRDDYVEK 182.3900 1568.8042 33.6777 2475 2 784.9057 5.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1364.7056 VDLLRDDYVEK 367.3362 1364.7070 35.1748 2144 2 682.8571 0.4361



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 393.2245 AFR 37.5933 393.2249 31.3506 2013 1 393.2249 ‐0.0075
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1810.8065 FTKDDENVNSQPFMR 233.7353 1810.7987 27.1710 2006 2 905.9030 ‐3.9100
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1363.6852 TVWTDGLTSLDR 373.4323 1363.6773 39.6092 2004 1 1363.6773 ‐3.1873
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 901.5730 LLLHIHR 231.0285 901.5722 23.4619 1998 2 451.2897 ‐2.4600
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 960.4720 VNSQPFMR 186.2884 960.4762 32.8622 1986 1 960.4762 5.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 929.5051 VEGNEIIR 1598.2030 929.5074 25.4020 1943 1 929.5074 3.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1262.6263 FPTIDKLDGQE 312.7774 1262.6285 32.8430 1916 2 631.8179 0.9313
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 881.5203 IHAGTVVGK 9748.6500 881.5193 16.2276 1839 1 881.5193 ‐0.2993
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1593.7724 LNATAGTCEEMIKR 700.1658 1593.7670 20.4242 1815 2 797.3871 ‐3.4378
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 966.4639 NEGRDLAVE 83.4022 966.4597 38.1196 1764 1 966.4597 ‐3.2531
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1000.5422 AVEGNEIIR 1329.0020 1000.5386 25.4132 1763 1 1000.5386 ‐2.2912
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 567.2522 LSGGDH 1634.6900 567.2523 16.2213 1726 1 567.2523 ‐0.0915
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1255.6140 PELAAACEVWK 600.3517 1255.6106 32.5054 1645 2 628.3089 ‐3.5240
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 861.4036 NSQPFMR 130.3393 861.4035 27.9825 1538 1 861.4035 0.5980
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 950.4618 EITFNFPT 137.1077 950.4649 32.8172 1439 1 950.4649 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 547.2835 EKDR 1327.0960 547.2831 33.7994 1395 1 547.2831 ‐1.1288
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1066.5020 TCEEMIKR 828.5582 1066.5030 20.3860 1355 1 1066.5030 2.85
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 828.3999 GHYLNATA 184.2686 828.3978 20.3773 1345 1 828.3978 ‐1.9163
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 885.4213 GHYLNATAG 203.6784 885.4211 20.3783 1336 1 885.4211 0.5640
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1192.5117 GGLDFTKDDEN 167.0612 1192.5064 24.9898 1326 1 1192.5064 ‐2.4148
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 748.3512 PEYETK 205.2649 748.3521 21.9332 1302 1 748.3521 1.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 680.3362 LSGGDHI 361.4366 680.3389 16.2059 1251 1 680.3389 3.03
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1849.9039 NEGRDLAVEGNEIIREA 217.1807 1849.9042 37.4017 1248 2 925.4557 0.6374
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 809.3532 CEEMIK 1681.0420 809.3533 21.7879 1235 1 809.3533 0.6693
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1160.5146 LTYYTPEYE 553.2751 1160.5108 22.3041 1208 1 1160.5108 ‐1.4547
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1000.5033 YGRPLLGCT 207.8547 1000.5098 19.8741 1181 2 500.7585 5.1029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 918.4792 PHGIQVER 187.0797 918.4761 18.9540 1154 2 459.7417 ‐4.9130
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 968.4585 GHYLNATAGT 269.6970 968.4527 22.4407 1102 1 968.4527 ‐4.7651
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1620.7136 GGLDFTKDDENVNSQ 238.3537 1620.7102 24.9951 1099 2 810.8588 ‐2.1131
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 633.3137 CVQAR 55.2085 633.3103 17.6730 1090 1 633.3103 ‐5.5356
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 425.2619 IHR 27.2193 425.2609 23.4991 1059 1 425.2609 ‐3.2444
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 932.4512 EITFNFPT 550.1499 932.4552 33.8581 1008 1 932.4552 5.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 736.3335 AVYECL 223.4609 736.3372 17.9599 1001 1 736.3372 5.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1078.4687 GGLDFTKDDE 256.3348 1078.4718 24.9951 905 1 1078.4718 4.27
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 540.2664 DTDIL 80.7625 540.2665 31.3590 813 1 540.2665 ‐0.2861
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1273.5695 GGLDFTKDDENV 143.2282 1273.5775 25.1848 753 2 637.2924 5.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 1776.8044 GHYLNATAGTCEEMIK 437.9118 1776.8107 21.7864 4817 3 592.9417 2.57
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1429.7546 LSGGDHIHAGTVVGK 484.3831 1429.7557 16.2361 1339 3 477.2568 ‐0.9723
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 None 1170.6378 DNGLLLHIHR 605.8904 1170.6438 22.6653 2510 3 390.8861 2.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C 1099.5565 VALEACVQAR 172.2142 1099.5542 24.2768 856 2 550.2808 ‐3.1781
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 100047.4000 53468.3747 276 61.38 rbamidomethyl+C( 2156.0401 NEGRDLAVEGNEIIREACK 297.2333 2156.0445 38.8750 834 2 1078.5259 3.1676
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1249.6787 ESTLGFVDLLR 183628.5000 1249.6804 20.6460 736021 2 625.3438 0.5717
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1261.6286 FLFCAEAIYK 179843.5000 1261.6299 19.0398 436416 2 631.3186 0.2263
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 124868.2000 3038.4472 20.1677 393733 4 760.3672 ‐0.9100
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1502.8512 YGRPLLGCTIKPK 150832.3000 1502.8507 13.9270 99879 3 501.6218 ‐1.4782
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 1950.9161 GHYLNATAGTCEEMIKR 166725.3000 1950.9168 13.8064 98196 3 650.9771 ‐0.2704
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1324.6783 EITFNFPTIDK 20513.3200 1324.6822 19.3205 84403 2 662.8447 2.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1116.5830 VALEACVQAR 57435.0900 1116.5835 13.7095 83664 2 558.7954 ‐0.7022
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1819.9549 LEGDRESTLGFVDLLR 30502.3400 1819.9582 19.9048 68714 3 607.3243 1.0772
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1407.6678 LTYYTPEYETK 103149.8000 1407.6680 14.8671 67961 2 704.3376 ‐0.2775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1546.7359 WSPELAAACEVWK 63917.8400 1546.7356 18.9207 38915 2 773.8714 ‐0.2732
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 2169.9870 GGLDFTKDDENVNSQPFMR 26027.3400 2169.9879 16.9292 36341 3 724.0008 0.0782
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 1794.8150 GHYLNATAGTCEEMIK 137867.5000 1794.8162 14.5163 32297 3 598.9436 ‐0.0987
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1465.7546 TFQGPPHGIQVER 42004.5700 1465.7540 14.0427 31836 3 489.2562 ‐1.6256
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 2270.1299 ESTLGFVDLLRDDYVEKDR 5106.2170 2270.1393 19.8224 22308 3 757.3846 3.03
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1187.6644 DNGLLLHIHR 70414.0900 1187.6659 15.1547 15904 3 396.5601 ‐0.2566
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1228.6532 DLAVEGNEIIR 10924.0900 1228.6528 16.2880 14914 2 614.8300 ‐1.2035
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1021.5313 DTDILAAFR 20740.2100 1021.5332 19.0797 13596 2 511.2702 0.5060
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1447.7652 LSGGDHIHAGTVVGK 3545.0850 1447.7674 11.10 7394 3 483.2606 0.2766
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 2045.9290 3854.8682 24.5765 2873 3 1285.6276 0.7012
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1684.8613 NEGRDLAVEGNEIIR 214.1631 1684.8987 18.4558 3669 2 842.9530 22.4953
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 2410.1813 LTYYTPEYETKDTDILAAFR 247.5845 2410.2062 19.0718 1102 3 804.0736 10.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1532.7566 DRFLFCAEAIYK 5092.3190 1532.7539 18.3448 7779 2 766.8806 ‐1.8648
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C(3)
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 324.5204 4146.0041 22.2364 2838 3 1382.6729 ‐4.2802
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 3061.4143 AVYECLRGGLDFTKDDENVNSQPFMR 325.6121 3061.4227 20.1852 1311 3 1021.1457 3.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 958.5945 GLLLHIHR 3480.0200 958.5927 15.5631 7122 2 479.8000 ‐3.4500
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 762.4509 FVDLLR 125.2272 762.4520 20.6495 6862 1 762.4520 1.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 2796.3233 GVPIVMHDYLTGGFTANTSLSHYCR 38729.7800 2796.3227 20.1649 5903 3 932.7791 0.1785
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1339.7879 GRPLLGCTIKPK 34551.4100 1339.7885 13.9315 5603 3 447.2677 ‐0.9047
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1082.5517 TFNFPTIDK 272.6922 1082.5494 19.3261 4836 1 1082.5494 ‐1.1503
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 803.4444 GCTIKPK 19828.7000 803.4449 13.9393 4507 1 803.4449 0.4977
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 679.3562 DRFLF 101.6948 679.3575 19.6579 3967 1 679.3575 1.46
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 562.3208 HIHR 330.0890 562.3216 15.5627 3401 1 562.3216 0.3960
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1126.6653 PLLGCTIKPK 2769.5000 1126.6674 13.9744 3057 2 563.8373 0.7556
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1194.5606 AGTCEEMIKR 4638.8160 1194.5610 13.8062 2915 2 597.7841 ‐0.6145
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1273.6246 PELAAACEVWK 266.0976 1273.6305 19.3327 2846 2 637.3189 3.19
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 833.3934 EACVQAR 3745.2050 833.3940 13.7079 2776 1 833.3940 0.6627
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 675.4049 LHIHR 759.5266 675.4035 15.5550 2743 1 675.4035 ‐2.5644



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 3347.6066 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDG 281.1274 3347.5934 22.2118 2673 3 1116.5360 ‐2.8914
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1217.6385 QGPPHGIQVER 21770.6900 1217.6408 14.0370 2393 2 609.3240 0.9542
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 788.4890 LLHIHR 189.6894 788.4882 15.5596 2059 1 788.4882 ‐1.1101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 704.3509 ACVQAR 4431.3190 704.3501 13.7043 1965 1 704.3501 ‐1.5151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1120.6361 STLGFVDLLR 856.9149 1120.6324 20.6495 1946 1 1120.6324 ‐2.1929
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 587.3300 YGRPL 304.8613 587.3283 13.9270 1880 1 587.3283 ‐3.6494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 586.3923 TIKPK 883.0922 586.3919 13.9259 1870 1 586.3919 ‐1.4714
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1123.5235 GTCEEMIKR 2626.0710 1123.5252 13.8061 1770 2 562.2663 0.4589
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1021.5313 DTDILAAFR 114.7660 1021.5365 18.8081 1717 2 511.2719 3.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1525.7719 ELGVPIVMHDYLTG 250.6938 1525.7691 21.5871 1590 2 763.3882 ‐1.9472
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 946.4775 LEACVQAR 2832.2860 946.4753 13.7161 1568 1 946.4753 ‐1.8766
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1075.5670 ESTLGFVDLL 427.9154 1075.5701 20.6448 1499 1 1075.5701 3.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1017.5146 ALEACVQAR 3383.9530 1017.5144 13.7066 1379 1 1017.5144 0.4617
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 830.4367 EGNEIIR 543.0431 830.4396 16.2847 1340 1 830.4396 3.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1193.5361 YYTPEYETK 1796.1020 1193.5335 14.8660 1332 1 1193.5335 ‐0.8556
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 656.3151 GHYLNA 97.3063 656.3123 13.8105 1302 1 656.3123 ‐4.8696
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1334.6811 SGGDHIHAGTVVGK 913.2002 1334.6814 11.65 1246 2 667.8443 ‐0.4300
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 867.4094 TPEYETK 2032.2950 867.4089 14.8765 1201 1 867.4089 ‐0.4477
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 746.4230 CTIKPK 490.6960 746.4196 13.9295 1150 1 746.4196 ‐4.7015
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1030.4728 YTPEYETK 565.5082 1030.4710 14.8660 1109 1 1030.4710 ‐0.9497
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1295.6083 TAGTCEEMIKR 4478.8700 1295.6092 13.8071 1107 2 648.3082 ‐0.0056
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 766.3618 PEYETK 1463.7940 766.3637 14.8741 1057 1 766.3637 2.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1055.6109 NGLLLHIHR 1105.8320 1055.6121 15.1456 984 2 528.3097 ‐0.1350
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1089.5800 GPPHGIQVER 2160.5460 1089.5805 14.0460 983 2 545.2939 ‐0.6834
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 2439.1721 LRGGLDFTKDDENVNSQPFMR 177.5367 2439.1778 21.1387 939 2 1220.0925 4.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 1756.8357 YLNATAGTCEEMIKR 423.3923 1756.8382 14.1666 925 3 586.2842 0.5417
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 879.4141 NSQPFMR 182.3084 879.4161 16.9243 909 1 879.4161 2.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1037.5150 DLAVEGNEII 381.6862 1037.5165 17.0325 875 2 519.2619 0.1498
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 805.4237 EEMIKR 1684.7130 805.4228 13.8137 854 1 805.4228 ‐1.0448
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C 967.4224 GTCEEMIK 3738.3660 967.4223 14.5209 764 1 967.4223 0.4964
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 None 1231.6681 ESTLGFVDLLR 234.2138 1231.6716 20.6479 4881 2 616.3394 1.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 1932.9055 GHYLNATAGTCEEMIKR 820.0381 1932.9097 13.8060 3067 4 483.9829 2.1678
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis th 76492.0500 53468.3747 276 61.38 rbamidomethyl+C( 1776.8044 GHYLNATAGTCEEMIK 539.2668 1776.8044 14.5149 1095 3 592.9397 ‐0.8259
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 1234.7518 NILVIGPVPGQK 32186.8300 1234.7528 17.4487 14140 2 617.8800 ‐0.1150
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 967.4553 VQLSEMNF 5605.9900 967.4581 29.5987 13232 1 967.4581 3.35
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 954.5619 EVIDIIPR 5235.1250 954.5615 27.4281 8716 2 477.7844 ‐1.9362
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 2248.2336 GALNVGAVLILPEGFELAPPDR 2058.4060 2248.2181 22.8535 8464 2 1124.6127 ‐5.5372
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 704.3647 ISPEMK 136.7182 704.3495 33.0383 3481 1 704.3495 ‐21.7648
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 3644.8999 SISVSLIIYIITWASISSAYPIFAQQNYENPR 328.0567 3644.8183 25.5260 935 3 1215.6110 ‐20.7310
NP_051072.1 cytochrome f Arabidopsis thaliana 1654.9190 35470.9316 7 15.63 None 613.3668 DIIPR 113.4132 613.3656 28.1064 1259 1 613.3656 ‐2.4092
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1485.7373 LAFYDYIGNNPAK 18173.1900 1485.7374 17.9708 31505 2 743.3723 ‐0.2861
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 2239.1468 MPTFFETFPVVLVDGDGIVR 6739.9660 2239.1424 24.3369 25634 2 1120.0748 ‐0.6071
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1923.8660 YQWDQGYFQQEIYR 4013.7190 1923.8692 30.8771 16951 2 962.4383 2.24
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1290.6688 AQLGEIFELDR 8313.6270 1290.6704 31.7408 13586 2 645.8388 0.3855
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 2282.0976 DVFAGIDPDLDAQVEFGAFQK 7751.2770 2282.0917 37.4211 11290 2 1141.5495 ‐1.1269
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1760.8814 VSAGLAENQSLSEAWAK 491.7262 1760.8866 34.0892 1949 2 880.9469 3.12
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 2156.0342 AGSMDNGDGIAVGWLGHPVFR 1522.2720 2156.0528 22.1030 6631 2 1078.5300 9.94
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1446.7700 RAQLGEIFELDR 1379.7010 1446.7713 29.3937 5609 3 482.9286 ‐0.5718
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1238.6793 AVGWLGHPVFR 280.6725 1238.6819 21.0382 3886 2 619.8446 1.1855
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 2386.5880 56208.3136 10 23.23 None 1272.6583 AQLGEIFELDR 283.9229 1272.6543 29.3252 1751 2 636.8308 ‐3.9784
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 1747.8133 YDDNAAVVIDQEGNPK 6628.3860 1747.8152 21.9148 8658 2 874.4112 1.96
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 1139.6055 EAIPNTPLER 17130.1200 1139.6062 21.4138 6674 2 570.3068 ‐0.5071
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 940.5714 IVSLAPEVL 1566.1110 940.5728 32.3621 6607 1 940.5728 2.46
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 1877.9174 MIQPQTYLNVADNSGAR 1133.1890 1877.9171 17.0362 6335 2 939.4622 0.3653
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 961.4625 YDDNAAVVI 185.2416 961.4598 20.5797 1667 2 481.2335 ‐4.3781
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 999.5106 VIDQEGNPK 144.0970 999.5176 21.7893 1389 2 500.2625 5.34
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 2546.8400 13695.8491 7 42.62 None 1729.8028 YDDNAAVVIDQEGNPK 390.6318 1729.8007 21.4487 1235 2 865.4040 ‐1.0251
NP_051099.1 ribosomal protein L2 Arabidopsis thaliana 563.2833 30149.8399 2 6.20 None 1669.9371 GAIIGDTIVSGTEVPIK 9078.8020 1669.9402 29.7755 5767 2 835.4737 1.49
NP_051099.1 ribosomal protein L2 Arabidopsis thaliana 563.2833 30149.8399 2 6.20 None 1313.6947 GAIIGDTIVSGTEV 652.1640 1313.7029 29.7195 1028 2 657.3551 5.41
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6283.6890 9551.7469 4 38.27 rbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6283.6890 9551.7469 4 38.27 rbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6283.6890 9551.7469 4 38.27 rbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 6283.6890 9551.7469 4 38.27 rbamidomethyl+C(2)
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C( 1950.9161 GHYLNATAGTCEEMIKR 166725.3000 1950.9168 13.8064 98196 3 650.9771 ‐0.2704
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C( 1794.8150 GHYLNATAGTCEEMIK 137867.5000 1794.8162 14.5163 32297 3 598.9436 ‐0.0987
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C 1194.5606 AGTCEEMIKR 4638.8160 1194.5610 13.8062 2915 2 597.7841 ‐0.6145
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C 1123.5235 GTCEEMIKR 2626.0710 1123.5252 13.8061 1770 2 562.2663 0.4589
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 None 656.3151 GHYLNA 97.3063 656.3123 13.8105 1302 1 656.3123 ‐4.8696
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C 1295.6083 TAGTCEEMIKR 4478.8700 1295.6092 13.8071 1107 2 648.3082 ‐0.0056
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C 1756.8357 YLNATAGTCEEMIKR 423.3923 1756.8382 14.1666 925 3 586.2842 0.5417
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 None 805.4237 EEMIKR 1684.7130 805.4228 13.8137 854 1 805.4228 ‐1.0448
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C 967.4224 GTCEEMIK 3738.3660 967.4223 14.5209 764 1 967.4223 0.4964
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C( 1932.9055 GHYLNATAGTCEEMIKR 820.0381 1932.9097 13.8060 3067 4 483.9829 2.1678
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 45820.0900 12892.6195 11 15.45 rbamidomethyl+C( 1776.8044 GHYLNATAGTCEEMIK 539.2668 1776.8044 14.5149 1095 3 592.9397 ‐0.8259
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1200.6293 VVDAMGVPIDGK 53445.3700 1200.6316 23.7547 30850 2 600.8194 0.9045
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1043.5732 TGSIVDVPAGK 40458.0500 1043.5741 19.5862 29399 2 522.2907 ‐0.4601
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1250.6375 AAELTNLFESR 14274.5100 1250.6393 29.1579 27919 2 625.8233 0.5269
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 6477.6800 2308.1578 23.9216 24360 3 770.0575 0.1958
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1330.7577 TTIAIDTILNQK 12500.9200 1330.7571 18.2833 22943 2 665.8822 ‐1.0962



NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1026.5942 AVDSLVPIGR 26038.7100 1026.5953 24.9948 19865 2 513.8013 ‐0.3082
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1283.6994 QPQYAPLPIEK 3196.5760 1283.7007 23.9807 12044 2 642.3540 0.1615
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 892.4887 LELAQYR 2720.6630 892.4890 20.6592 7922 2 446.7481 ‐1.3927
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1226.6198 SVHEPMQTGLK 9976.3210 1226.6219 16.7787 4929 3 409.5455 ‐0.0242
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1963.9906 MELSPRAAELTNLFESR 323.0684 1964.0082 20.8279 4328 2 982.5078 9.83
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 779.4046 ELAQYR 83.9860 779.4006 20.6736 1959 1 779.4006 ‐5.0304
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 885.5040 SIVDVPAGK 440.5745 885.5057 18.7146 1825 2 443.2565 0.1945
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 984.4819 DAMGVPIDGK 232.1527 984.4765 20.3730 998 1 984.4765 ‐4.5851
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1576.7278 EVAAFAQFGSDLDAAT 361.3722 1576.7296 22.0769 922 3 526.2480 ‐0.1692
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1025.5626 TGSIVDVPAGK 345.3807 1025.5632 17.6188 919 2 513.2852 ‐0.8237
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3866.3830 55256.4040 29 22.29 None 1233.6110 AAELTNLFESR 128.2107 1233.6084 27.2120 1718 2 617.3078 ‐3.0642
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1200.6293 VVDAMGVPIDGK 53688.6300 1200.6316 23.7547 30850 2 600.8194 0.9963
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1043.5732 TGSIVDVPAGK 43134.2900 1043.5741 19.5862 29399 2 522.2907 ‐0.3478
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1250.6375 AAELTNLFESR 12608.4200 1250.6393 29.1579 27919 2 625.8233 0.6121
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1026.5942 AVDSLVPIGR 38519.5400 1026.5953 24.9948 19865 2 513.8013 ‐0.1937
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1283.6994 QPQYAPLPIEK 3389.4510 1283.7007 23.9807 12044 2 642.3540 0.2425
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 892.4887 LELAQYR 2935.4490 892.4890 20.6592 7922 2 446.7481 ‐1.2608
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1226.6198 SVHEPMQTGLK 13205.7300 1226.6219 16.7787 4929 3 409.5455 ‐0.2938
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 2101.0726 RPPGREAFPGDVFYLHSR 724.1573 2101.0308 25.6905 2472 3 701.0151 ‐20.5027
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1279.6542 RPPGREAFPGDV 209.8928 1279.6540 27.3251 3180 2 640.3306 ‐0.8990
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 856.4887 DSLVPIGR 2288.3640 856.4906 24.9987 2294 1 856.4906 2.03
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 779.4046 ELAQYR 107.1744 779.4006 20.6736 1959 1 779.4006 ‐4.7724
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 984.4819 DAMGVPIDGK 112.9552 984.4765 20.3730 998 1 984.4765 ‐4.2699
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3666.1910 55256.4040 29 22.29 None 1233.6110 AAELTNLFESR 992.8024 1233.6084 27.2120 1718 2 617.3078 ‐2.9767
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 2021.0776 LVWEQVLKPLYGMTTDK 10957.0800 2021.0787 21.3273 22081 3 674.3644 ‐0.0949
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 1124.5259 VPAFEDGDFK 11415.8900 1124.5286 23.7504 13303 2 562.7680 1.18
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 1283.7990 2315.1298 37.5841 9170 3 772.3815 2.58
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 1030.5316 VLDVYEHR 26101.6600 1030.5316 17.4307 6471 2 515.7695 ‐1.3888
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 818.3791 DVYEHR 8080.3930 818.3788 17.4328 1824 1 818.3788 ‐0.1634
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 604.2838 YEHR 1115.6780 604.2874 17.4634 1577 1 604.2874 5.50
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 1605.8193 EQVLKPLYGMTTDK 289.5411 1605.8109 21.8553 1342 2 803.4091 ‐5.2800
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 2583.4190 23598.1604 8 27.27 None 851.4662 LVWEQVL 191.3578 851.4634 20.7534 1100 1 851.4634 ‐2.8111
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 2021.0776 LVWEQVLKPLYGMTTDK 10957.0800 2021.0787 21.3273 22081 3 674.3644 ‐0.0949
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 2242.4110 2389.1482 40.2407 14060 3 797.0543 2.02
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 1124.5259 VPAFEDGDFK 11415.8900 1124.5286 23.7504 13303 2 562.7680 1.18
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 1030.5316 VLDVYEHR 26101.6600 1030.5316 17.4307 6471 2 515.7695 ‐1.3888
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 2610.3423 LFDERPHVSAWVADITSRPSAQK 256.1617 2610.4041 35.7875 3241 3 870.8062 23.8724
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 818.3791 DVYEHR 8080.3930 818.3788 17.4328 1824 1 818.3788 ‐0.1634
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 604.2838 YEHR 1115.6780 604.2874 17.4634 1577 1 604.2874 5.50
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 1605.8193 EQVLKPLYGMTTDK 289.5411 1605.8109 21.8553 1342 2 803.4091 ‐5.2800
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2713.7860 23485.9666 14 38.46 None 851.4662 LVWEQVL 191.3578 851.4634 20.7534 1100 1 851.4634 ‐2.8111
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 1823.4000 23485.9666 14 38.46 None 1475.7529 NVDFEFVHVELK 2566.8800 1475.7529 31.4120 11166 2 738.3801 ‐0.3345
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 1823.4000 23485.9666 14 38.46 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 1622.9010 2389.1485 40.2181 8857 3 797.0544 2.24
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 1823.4000 23485.9666 14 38.46 None 1030.5316 VLDVYEHR 34825.8700 1030.5316 17.4307 6471 2 515.7695 ‐1.2748
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 1823.4000 23485.9666 14 38.46 None 1124.5259 VPAFEDGDFK 3415.3870 1124.5281 23.6532 5963 2 562.7677 0.9314
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 1823.4000 23485.9666 14 38.46 None 818.3791 DVYEHR 9869.1390 818.3788 17.4328 1824 1 818.3788 0.1055
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 1650.7978 EQIFEMPTGGAAIMR 59557.2300 1650.7970 31.2477 67991 2 825.9022 ‐0.4748
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 22416.4600 2936.5137 21.1410 56082 3 979.5094 0.1214
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 990.5043 ITYQFYR 11310.6200 990.5028 15.3748 27239 2 495.7551 ‐3.0154
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 875.4404 EGVGLNMR 11979.6500 875.4421 19.4830 7707 2 438.2247 0.2941
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 rbamidomethyl+C 1047.5252 EQCLALGTR 1345.4940 1047.5258 18.6104 3070 2 524.2666 ‐0.7369
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 1370.6957 ANPGREGVGLNMR 335.5757 1370.7339 29.3041 6891 2 685.8706 27.2422
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 2316.1659 VFPNGEVQYLHPKDGVYPEK 226.5143 2316.1101 24.9782 999 3 772.7082 ‐24.3299
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 776.3726 YQFYR 1445.7760 776.3712 15.3728 1967 1 776.3712 ‐1.5964
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 1345.6457 EQIFEMPTGGAAI 270.4597 1345.6530 30.0948 1537 2 673.3301 4.75
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 1133.5442 EMPTGGAAIMR 331.6874 1133.5384 32.1418 1533 1 1133.5384 ‐3.7028
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 496.2627 ANPGR 59.4875 496.2616 30.3936 1219 1 496.2616 ‐2.8827
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 8526.7150 22363.6807 34 48.53 None 1004.5016 MPTGGAAIMR 190.4685 1004.4977 33.6727 1066 1 1004.4977 ‐2.8883
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 1650.7978 EQIFEMPTGGAAIMR 71807.4800 1650.7970 31.2477 67991 2 825.9022 ‐0.4418
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 875.4404 EGVGLNMR 11137.6100 875.4421 19.4830 7707 2 438.2247 0.4282
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 1810.9010 AQVEEFYVITWNSPK 489.9727 1810.9009 27.6926 18715 3 604.3051 ‐1.1672
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 1370.6957 ANPGREGVGLNMR 336.0752 1370.7339 29.3041 6891 2 685.8706 27.3118
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 313.3339 2936.4470 35.0090 4695 3 979.4872 ‐22.4836
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 2402.2207 EQIFEMPTGGAAIMREGPNLLK 591.4075 2402.2619 36.9541 2157 3 801.4255 17.0561
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 2316.1659 VFPNGEVQYLHPKDGVYPEK 615.9604 2316.1936 22.2107 2025 4 579.8039 10.31
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 781.3879 EAPVGFTP 84.7581 781.3902 32.4088 2780 1 781.3902 3.76
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 1133.5442 EMPTGGAAIMR 397.3890 1133.5384 32.1418 1533 1 1133.5384 ‐3.3460
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 496.2627 ANPGR 224.7762 496.2616 30.3936 1219 1 496.2616 ‐2.7038
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 5942.8850 22363.6807 34 48.53 None 1004.5016 MPTGGAAIMR 214.9595 1004.4977 33.6727 1066 1 1004.4977 ‐2.5676
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 20484.0900 2936.5137 21.1410 56082 3 979.5094 0.0342
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 990.5043 ITYQFYR 18735.4300 990.5028 15.3748 27239 2 495.7551 ‐2.9766
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 1810.9010 AQVEEFYVITWNSPK 2000.9450 1810.8962 19.6287 13033 2 905.9518 ‐2.0465
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 1936.0386 ATQAAGIFSPAITTTTSAVK 162.1485 1936.0063 21.6879 8059 2 968.5068 ‐15.7584
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 1938.9960 KAQVEEFYVITWNSPK 593.7846 1938.9780 23.7328 5607 2 969.9927 ‐8.3489
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 631.3198 WNSPK 79.3731 631.3213 23.7241 8789 1 631.3213 1.97
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 1667.8751 PNTPSPIFAGSTGGLLR 6163.1160 1667.8672 21.1246 6155 2 834.4372 ‐4.5524
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 877.4203 TYQFYR 502.7772 877.4176 15.3748 2869 1 877.4176 ‐2.8337
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 776.3726 YQFYR 1269.5380 776.3712 15.3728 1967 1 776.3712 ‐1.8942
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 827.4410 ITWNSPK 385.3774 827.4384 25.5810 952 1 827.4384 ‐3.1542



NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3717.8620 22363.6807 34 48.53 None 972.4938 ITYQFYR 78.0193 972.4965 16.7044 2369 1 972.4965 3.66
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 None 1527.8530 TPLVPASVVFDLGGR 9706.6790 1527.8541 20.7734 9849 2 764.4307 0.4815
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C( 1498.7723 VASVKPFGACFSTK 1598.4160 1498.7717 15.4361 6818 3 500.2621 ‐1.7971
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C 1721.9295 IPNLIFDCGATFLLK 2975.5500 1721.9301 22.4437 5364 2 861.4687 0.5126
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C 1064.4718 ELWVDCDK 9242.9470 1064.4725 22.2058 1860 2 532.7399 ‐0.6230
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C 822.3451 WVDCDK 236.6275 822.3452 24.3325 900 1 822.3452 0.4696
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C 1703.9190 IPNLIFDCGATFLLK 292.3975 1703.9132 21.0155 2798 2 852.4602 ‐3.2455
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 661.7895 46401.7410 12 15.47 rbamidomethyl+C 1704.9030 IPNLIFDCGATFLLK 256.0319 1704.8935 21.4267 2759 2 852.9504 ‐5.4517
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 452.8580 46401.7410 12 15.47 None 1527.8530 TPLVPASVVFDLGGR 8422.0890 1527.8541 20.7734 9849 2 764.4307 0.6439
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 452.8580 46401.7410 12 15.47 rbamidomethyl+C( 1498.7723 VASVKPFGACFSTK 2545.1200 1498.7717 15.4361 6818 3 500.2621 ‐1.5660
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 452.8580 46401.7410 12 15.47 rbamidomethyl+C 1721.9295 IPNLIFDCGATFLLK 1073.0780 1721.9301 22.4437 5364 2 861.4687 0.7196
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 452.8580 46401.7410 12 15.47 None 2509.2821 TSVVIGGFQLEDNLIEFDLASNK 783.8403 2509.3001 22.2024 4716 3 837.1049 7.68
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 452.8580 46401.7410 12 15.47 rbamidomethyl+C 1703.9190 IPNLIFDCGATFLLK 228.5350 1703.9132 21.0155 2798 2 852.4602 ‐3.0427
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1649.9949 VLVVANPANTNALILK 84001.9900 1649.9927 18.4079 133716 2 825.5000 ‐1.3228
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1360.7545 MELIDAAFPLLK 56207.3100 1360.7539 22.2588 49016 2 680.8806 ‐1.1008
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1017.5251 EFAPSIPEK 30784.9600 1017.5257 21.7808 48911 2 509.2665 ‐0.9041
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 943.5459 LSVPVSDVK 23496.9500 943.5467 21.2078 48348 2 472.2770 ‐0.7506
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 7711.4250 2266.1021 23.3202 39532 3 756.0389 0.6438
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 2349.1721 ELVKDDAWLDGEFISTVQQR 14364.4700 2349.1738 32.9926 32460 3 783.7294 0.5159
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1435.6985 MDLTAEELKEEK 29363.0400 1435.6994 21.0097 24379 3 479.2380 ‐0.8317
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1884.9450 NGDWSIVQGLPIDEVSR 12161.4700 1884.9444 34.4617 17710 2 942.9759 0.2231
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 rbamidomethyl+C( 1645.7963 LSSALSAASSACDHIR 7024.5730 1645.7984 14.5215 5592 3 549.2710 0.1219
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1049.5183 MDLTAEELK 4184.9980 1049.5191 23.1748 1971 2 525.2632 ‐0.6019
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 2082.0900 DVMSKNVSIYKSQAAALEK 1440.8000 2082.0997 20.0821 3840 3 694.7047 4.1019
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 Oxidation+M(2) 1193.6082 KMDLTAEELK 405.1446 1193.6049 28.7476 4221 2 597.3061 ‐3.8330
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 rbamidomethyl+C 1016.4578 ASSACDHIR 311.8732 1016.4605 15.3182 2609 2 508.7339 1.1590
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1151.6419 NPANTNALILK 170.9980 1151.6368 17.4374 2279 2 576.3221 ‐5.5231
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 741.4141 APSIPEK 1738.5370 741.4153 21.7737 2082 1 741.4153 1.37
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1054.6255 PANTNALILK 8843.3800 1054.6228 18.4088 2021 1 1054.6228 ‐1.4708
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1304.6580 DLTAEELKEEK 13833.5300 1304.6575 21.0135 1873 2 652.8324 ‐1.1253
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 874.5033 DAAFPLLK 3608.1430 874.5002 22.2663 1448 1 874.5002 ‐3.0339
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1168.6684 NPANTNALILK 3101.3420 1168.6641 18.4104 1382 1 1168.6641 ‐2.1377
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 1189.6311 LTAEELKEEK 1519.8950 1189.6322 20.9832 920 2 595.3197 ‐0.0630
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 None 987.5873 IDAAFPLLK 240.4270 987.5898 22.2580 798 1 987.5898 3.16
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11017.2700 35913.2053 28 45.48 Oxidation+M(2) 1175.5976 KMDLTAEELK 520.3763 1175.5962 29.8531 3281 2 588.3017 ‐2.2896
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 943.5459 LSVPVSDVK 32055.9300 943.5467 21.2078 48348 2 472.2770 ‐0.6253
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 9575.5240 2266.1019 23.3149 37396 3 756.0388 0.5106
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 2349.1721 ELVKDDAWLDGEFISTVQQR 7608.5310 2349.1735 32.9888 30874 3 783.7293 0.3745
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 1884.9450 NGDWSIVQGLPIDEVSR 16063.1100 1884.9444 34.4617 17710 2 942.9759 0.2256
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 780.3999 PDVNHAK 200.4097 780.4013 20.3936 4521 1 780.4013 2.60
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2726.6780 35913.2053 28 45.48 None 830.4618 SVPVSDVK 2563.6880 830.4647 21.2078 3489 1 830.4647 4.1011
NP_172093.1 probable fructokinase 2 Arabidopsis thaliana 351.7621 36120.9762 5 10.94 None 1350.7488 APGGAPANVAIAVSR 2446.3700 1350.7505 22.1173 11043 2 675.8789 0.5963
NP_172093.1 probable fructokinase 2 Arabidopsis thaliana 351.7621 36120.9762 5 10.94 rbamidomethyl+C 1254.6147 FANACGAITTTK 1169.6630 1254.6182 18.3032 5351 2 627.8127 1.79
NP_172093.1 probable fructokinase 2 Arabidopsis thaliana 351.7621 36120.9762 5 10.94 None 991.5935 TALAFVTLR 6094.8250 991.5943 18.3053 4646 2 496.3008 ‐0.6876
NP_172093.1 probable fructokinase 2 Arabidopsis thaliana 351.7621 36120.9762 5 10.94 None 1418.7274 EAGALLSYDPNLR 672.1354 1418.7616 31.5576 16717 2 709.8845 23.6040
NP_172093.1 probable fructokinase 2 Arabidopsis thaliana 351.7621 36120.9762 5 10.94 None 1332.7383 APGGAPANVAIAVSR 386.7536 1332.7430 21.9451 2498 2 666.8751 2.41
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1654.8224 AGGFPEPEIVHYNPK 6538.4010 1654.8260 25.7356 22195 3 552.2802 1.0329
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1566.8261 EAEEVEPILEALPK 20928.3700 1566.8283 32.4559 21599 2 783.9178 1.67
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 rbamidomethyl+C 1724.7796 SDILPHCEEDAVDPK 6370.9980 1724.7839 21.4434 18339 3 575.5995 1.09
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1485.6778 EADFTTDDMILSK 29468.0100 1485.6792 27.3577 15164 2 743.3432 0.6059
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1504.8006 DLATAFLNVLGNEK 16397.7900 1504.7993 22.6551 14934 2 752.9033 ‐1.2082
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 8875.0470 2168.2335 16.6461 9792 4 542.8138 0.2981
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1828.8712 SSLSAEGFDVVYDINGR 311.8644 1828.8801 32.0586 816 3 610.2982 3.31
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1111.5630 GALYVSASSEK 402.6552 1111.5559 29.5202 15696 2 556.2816 ‐7.6037
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 rbamidomethyl+C( 1443.7301 YVTFDGLAKACAK 1262.1670 1443.7309 19.9326 8074 2 722.3691 0.0716
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 1332.7369 GKLETESLLQSK 1361.0020 1332.7393 20.8256 4812 2 666.8733 1.0465
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 rbamidomethyl+C 1062.4409 CEEDAVDPK 325.5678 1062.4435 20.4563 21813 2 531.7254 1.69
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 683.3035 YVTFDG 227.6435 683.3045 22.8274 15180 1 683.3045 1.33
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 922.4550 TDDMILSK 211.0291 922.4565 28.6520 3412 1 922.4565 2.64
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 836.4149 GALYVSASS 184.0542 836.4148 26.3568 2086 1 836.4148 0.3224
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 None 947.4469 GALYVSASSE 100.4869 947.4515 27.7982 1081 1 947.4515 5.51
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 3426.9790 42790.9320 31 38.36 rbamidomethyl+C( 1425.7195 YVTFDGLAKACAK 231.5792 1425.7252 21.3004 929 2 713.3662 3.76
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1654.8224 AGGFPEPEIVHYNPK 8562.5560 1654.8260 25.7356 22195 3 552.2802 0.8600
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1566.8261 EAEEVEPILEALPK 22176.8800 1566.8283 32.4559 21599 2 783.9178 1.07
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1013.5302 YVTFDGLAK 4228.6580 1013.5324 24.9132 12212 2 507.2698 0.8433
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 2798.3310 MMMLQQHQPSFSLLTSSLSDFNGAK 1216.0280 2798.3236 36.3233 1200 3 933.4460 ‐2.1255
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1828.8712 SSLSAEGFDVVYDINGR 342.2815 1828.8801 32.0586 816 3 610.2982 3.96
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1504.8006 DLATAFLNVLGNEK 338.7538 1504.7739 28.8799 8572 2 752.8906 ‐18.0066
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1350.7012 ASREIFNISGEK 582.5673 1350.6815 27.4594 3153 2 675.8444 ‐15.1968
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 1332.7369 GKLETESLLQSK 2465.7560 1332.7393 20.8256 4812 2 666.8733 1.1211
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1388.6920 42790.9320 31 38.36 None 777.3777 FNISGEK 84.6157 777.3754 26.6026 16461 1 777.3754 ‐2.5516
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 1504.8006 DLATAFLNVLGNEK 4488.4650 1504.7993 22.6551 14934 2 752.9033 ‐1.0512
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 4918.6630 2168.2335 16.6461 9792 4 542.8138 1.22
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 952.5615 FIGLFLSR 1429.7900 952.5644 19.8573 4021 2 476.7858 1.99
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 1036.5310 EIFNISGEK 315.1053 1036.5283 24.8575 1294 1 1036.5283 ‐1.7851
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 1276.6896 ATAFLNVLGNEK 322.5988 1276.6913 21.5883 2168 2 638.8493 0.6034
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 477.2611 42790.9320 31 38.36 None 1018.5204 EIFNISGEK 80.3602 1018.5244 25.5438 2224 1 1018.5244 4.64
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10307.5000 16181.9493 6 64.86 rbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10307.5000 16181.9493 6 64.86 rbamidomethyl+C( 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 1885.5080 5122.3252 38.1820 10351 4 1281.3368 ‐1.5957



NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10307.5000 16181.9493 6 64.86 None 884.4546 VTAMATYK 228.6607 884.4556 25.5366 1848 1 884.4556 1.47
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 16975.0600 16181.9493 6 64.86 rbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 16975.0600 16181.9493 6 64.86 rbamidomethyl+C( 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAYPTSD 1841.1780 5122.3252 38.1820 10351 4 1281.3368 ‐1.9150
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 16975.0600 16181.9493 6 64.86 None 1610.8748 ASTALSSAIVSTSFLR 141.9410 1610.8320 24.8017 1281 3 537.6155 ‐27.9917
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 1071.6830 62143.7425 5 6.28 None 1643.7984 TVNEAVAAAPENSNTR 23867.3700 1643.7984 16.4594 7107 2 822.4028 0.0042
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 1071.6830 62143.7425 5 6.28 None 1102.5851 VSADQTVINR 16861.7500 1102.5864 16.5841 4565 2 551.7968 ‐0.0440
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 1071.6830 62143.7425 5 6.28 None 1022.5153 EAEQFTVAK 5159.1440 1022.5173 17.2434 4384 2 511.7623 0.5646
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 1071.6830 62143.7425 5 6.28 None 676.3665 QFTVAK 166.5808 676.3684 16.9305 2422 1 676.3684 2.25
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 1071.6830 62143.7425 5 6.28 None 1003.5167 SADQTVINR 189.5877 1003.5232 17.2227 759 2 502.2652 5.0280
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1075.5630 GGAIDDSVITK 5698.7750 1075.5619 19.7117 27571 2 538.2846 ‐2.2553
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1121.5738 VGFFSSGPPAR 13188.7800 1121.5747 16.1461 24114 2 561.2910 ‐0.3827
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1970.1797 SLLALQGPLAAPVLQHLTK 6542.1560 1970.1836 20.8809 23761 3 657.3994 1.15
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 rbamidomethyl+C( 1297.5511 DSIMDSTVNCR 31329.9000 1297.5515 20.1083 16875 2 649.2794 ‐0.4984
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1658.9112 AEGGFLGADVILQQLK 4359.1400 1658.9091 21.3665 14552 2 829.9582 ‐1.2318
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1415.7066 TALYDFHVAHGGK 2145.0080 1415.7085 21.2586 12082 3 472.5744 ‐0.1894
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 rbamidomethyl+C 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 3208.1650 3405.7483 24.2399 7976 3 1135.9209 ‐2.4450
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 rbamidomethyl+C( 1745.8640 VTDEHIYLVVNAGCR 389.5712 1745.8897 25.1620 8815 2 873.4485 14.9786
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 777.3989 DDSVITK 1637.8120 777.3972 20.7188 2594 1 777.3972 ‐1.9907
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 2171.6600 44787.0270 10 31.62 None 1022.5054 GFFSSGPPAR 539.3250 1022.5112 16.7982 2416 2 511.7593 4.96
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 2361.2548 TVVDQYGQTILDLLLSETQPK 1778.5420 2361.2559 24.8537 10367 2 1181.1316 2.72
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 1970.9858 FTVVFDTGSSNLWVPSSK 1912.4400 1970.9822 20.1413 4187 2 985.9947 ‐0.8317
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 1192.6183 AAPVWYNMLK 943.0360 1192.6209 16.3242 1273 2 596.8141 1.57
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 1432.7657 GPLWILGDVFMGK 1571.5030 1432.7708 23.9310 3302 2 716.8890 3.29
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 rbamidomethyl+C 2253.1697 VGEGPVAQCISGFIALDVAPPR 764.5894 2253.1239 21.2313 1626 3 751.7128 ‐20.5793
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 1454.6951 FTVVFDTGSSNLW 132.8290 1454.6958 18.4744 1376 2 727.8515 0.2335
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 234.0992 55354.9454 7 12.25 None 1953.9593 FTVVFDTGSSNLWVPSSK 177.6525 1953.9609 18.4985 1481 2 977.4841 1.37
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1434.7587 AASFNIIPSSTGAAK 58787.4500 1434.7572 16.6658 333994 2 717.8822 ‐1.5345
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 2172.0091 GILGYTEDDVVSTDFVGDNR 153410.8000 2172.0043 31.8938 263493 2 1086.5058 ‐1.0378
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1676.9734 TLLFGEKPVTVFGIR 45570.4100 1676.9735 19.9923 194181 3 559.6627 ‐1.0696
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 rbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1498.8475 VPTVDVSVVDLTVR 85851.5600 1498.8473 31.6383 162786 2 749.9273 ‐0.4747
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1734.8156 DAPMFVVGVNEHEYK 92059.2000 1734.8167 26.7167 142272 3 578.9438 ‐0.4037
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1761.7867 LVSWYDNEWGYSSR 146283.1000 1761.7871 18.4473 137653 2 881.3972 0.4647
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 2033.0736 FGIVEGLMTTVHSITATQK 97005.8500 2033.0723 22.1492 101085 3 678.3623 ‐1.2758
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 35566.6300 2923.3602 38.1555 96027 3 975.1249 ‐0.4234
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 54168.6800 2741.2661 23.9434 88815 2 1371.1367 0.1468
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1140.6445 VVDLIVHMSK 75701.1700 1140.6444 16.0861 63728 2 570.8258 ‐1.2955
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 811.4131 LTGMSFR 5319.5300 811.4134 21.1393 16625 2 406.2103 ‐1.5592
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 588.2850 YMFK 124.6779 588.2865 24.2882 132631 1 588.2865 2.0652
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 760.3698 DAPMFVV 215.1213 760.3707 25.3351 3765 1 760.3707 1.05
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 975.4530 GVNEHEYK 4143.4830 975.4519 26.7243 2629 1 975.4519 ‐0.3360
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1113.4596 DNEWGYSSR 295.3571 1113.4592 17.7084 1798 1 1113.4592 1.0363
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 827.4808 LIVHMSK 830.8916 827.4812 16.0903 1628 1 827.4812 0.8679
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1102.6103 DVSVVDLTVR 681.2162 1102.6072 31.6441 1386 1 1102.6072 ‐1.4373
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1205.6525 FNIIPSSTGAAK 293.9651 1205.6500 16.9309 1157 2 603.3287 ‐3.0095
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1302.7264 TVDVSVVDLTVR 527.2419 1302.7228 31.6488 974 1 1302.7228 ‐0.6942
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 671.3246 DDVELV 66.8514 671.3278 22.9232 928 1 671.3278 4.12
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1276.5229 YDNEWGYSSR 283.4924 1276.5213 18.4459 895 1 1276.5213 0.6956
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1743.7762 LVSWYDNEWGYSSR 513.3694 1743.7809 18.0399 5761 3 581.9318 1.48
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 51593.2700 37027.3918 64 59.47 None 1417.7322 AASFNIIPSSTGAAK 297.2516 1417.7266 15.8941 1274 2 709.3669 ‐4.4693
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 2172.0091 GILGYTEDDVVSTDFVGDNR 128785.0000 2172.0043 31.8933 261905 2 1086.5058 ‐1.0752
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 rbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 1498.8475 VPTVDVSVVDLTVR 125013.6000 1498.8473 31.6375 161235 2 749.9273 ‐0.4154
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 1734.8156 DAPMFVVGVNEHEYK 89186.9700 1734.8167 26.7167 142272 3 578.9438 ‐0.5584
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 33237.9600 2923.3601 38.1537 91985 3 975.1249 ‐0.3332
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 811.4131 LTGMSFR 5556.4910 811.4134 21.1393 16625 2 406.2103 ‐1.4167
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 698.3290 TGMSFR 1628.6890 698.3305 21.1285 8145 1 698.3305 2.28
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 1883.8545 GILGYTEDDVVSTDFVGD 291.3185 1883.8535 29.8032 3259 2 942.4304 ‐0.0168
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 707.3471 FVGDNR 43.8011 707.3498 27.6241 2827 1 707.3498 3.94
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 975.4530 GVNEHEYK 1230.3480 975.4519 26.7243 2629 1 975.4519 ‐0.0233
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 rbamidomethyl+C(2)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 1102.6103 DVSVVDLTVR 808.6327 1102.6072 31.6441 1386 1 1102.6072 ‐1.0891
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 rbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 1302.7264 TVDVSVVDLTVR 697.0504 1302.7228 31.6488 974 1 1302.7228 ‐0.2902
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27682.3500 37027.3918 64 59.47 None 2153.9986 GILGYTEDDVVSTDFVGDNR 171.2708 2154.0027 27.6183 1239 3 718.6724 1.96
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1434.7587 AASFNIIPSSTGAAK 58870.2700 1434.7572 16.6658 333994 2 717.8822 ‐1.3935
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1676.9734 TLLFGEKPVTVFGIR 43622.4800 1676.9735 19.9923 194181 3 559.6627 ‐0.8779
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1761.7867 LVSWYDNEWGYSSR 114444.9000 1761.7871 18.4473 137653 2 881.3972 0.6809
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 2033.0736 FGIVEGLMTTVHSITATQK 38850.2600 2033.0723 22.1492 101085 3 678.3623 ‐1.1630
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 80360.2300 2741.2661 23.9434 88815 2 1371.1367 0.5883
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1140.6445 VVDLIVHMSK 55473.5500 1140.6444 16.0861 63728 2 570.8258 ‐1.2222
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1498.8475 VPTVDVSVVDLTVR 19378.1300 1498.8477 18.9593 24618 2 749.9275 ‐0.0595
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 2172.0091 GILGYTEDDVVSTDFVGDNR 7183.2060 2172.0046 18.9706 21993 2 1086.5059 ‐0.6041
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 2522.0060 2923.3638 21.6838 17907 3 975.1261 0.7473
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1734.8156 DAPMFVVGVNEHEYK 10220.4200 1734.8182 16.8876 9420 3 578.9443 0.6421
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 rbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 rbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 Oxidation+M(8) 2864.4532 FGIVEGLMTTVHSITATQKTVDGPSMK 1049.7270 2864.4592 19.5734 10993 4 716.8703 2.0754
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1349.7576 FGEKPVTVFGIR 2305.1970 1349.7568 19.9919 7510 2 675.3821 ‐1.1193



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 831.4571 IPSSTGAAK 5149.5850 831.4573 16.6617 6458 1 831.4573 0.3222
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1217.6161 AASFNIIPSSTGA 213.5193 1217.6117 16.8796 5813 2 609.3095 ‐4.4467
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1262.6409 ATQKTVDGPSMK 159.5885 1262.6352 20.9878 4991 2 631.8212 ‐5.2806
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 717.3930 AASFNII 118.4776 717.3964 17.9094 4171 1 717.3964 4.26
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 714.3967 IVHMSK 7812.7360 714.3954 16.0864 3620 1 714.3954 ‐2.1629
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 604.3089 AASFNI 3129.3720 604.3101 16.6890 2874 1 604.3101 1.1762
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1548.7515 PMFVVGVNEHEYK 1429.9380 1548.7446 16.8689 1486 2 774.8759 ‐4.5315
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1205.6525 FNIIPSSTGAAK 206.2633 1205.6500 16.9309 1157 2 603.3287 ‐2.9213
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1276.5229 YDNEWGYSSR 180.9358 1276.5213 18.4459 895 1 1276.5213 0.3829
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1743.7762 LVSWYDNEWGYSSR 277.5346 1743.7809 18.0399 5761 3 581.9318 1.17
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 20714.6900 37027.3918 64 59.47 None 1716.8050 DAPMFVVGVNEHEYK 411.8277 1716.8068 16.7688 1003 3 572.9404 0.1172
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 390.3863 41030.9019 13 11.47 None 1938.0075 MVDGVPLVIPEVNPEAMK 2140.2940 1938.0012 20.4712 11681 2 969.5042 ‐2.6022
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 390.3863 41030.9019 13 11.47 None 1265.6484 GTIVVDNSSAFR 6028.0320 1265.6480 22.4101 6274 2 633.3276 ‐1.2304
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 390.3863 41030.9019 13 11.47 None 1118.5841 APGVYIIDDR 1701.9770 1118.5853 22.4706 3865 2 559.7963 ‐0.0587
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 390.3863 41030.9019 13 11.47 None 2255.0687 AHAESVNLQFENPLDENTAR 925.6708 2255.0537 21.2597 2616 2 1128.0305 ‐5.3010
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 390.3863 41030.9019 13 11.47 None 1247.6379 GTIVVDNSSAFR 228.0422 1247.6438 22.1070 828 2 624.3255 3.68
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 269.1866 41030.9019 13 11.47 None 1265.6484 GTIVVDNSSAFR 6912.6450 1265.6480 22.4101 6274 2 633.3276 ‐1.1471
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 269.1866 41030.9019 13 11.47 None 2255.0687 AHAESVNLQFENPLDENTAR 899.6619 2255.0636 28.2458 10758 3 752.3594 ‐2.6365
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 None 1938.0075 MVDGVPLVIPEVNPEAMK 5013.5100 1938.0012 20.4712 11681 2 969.5042 ‐2.3455
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 None 2569.2385 MVVSTYQAASGAGAAAMEELVQQTR 610.9882 2569.2413 20.1798 8284 3 857.0853 1.23
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 rbamidomethyl+C( 2383.1347 DVSQDGNFGLDIFVCGDQIRK 417.9870 2383.1116 21.3012 2586 2 1192.0594 ‐7.6950
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 None 2738.3744 AHAESVNLQFENPLDENTAREILK 206.9691 2738.3450 23.6629 2192 3 913.4532 ‐10.4270
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 None 1413.7770 GAALNAVQIAEMLL 491.8532 1413.7747 25.4847 1548 2 707.3910 ‐2.0556
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 336.3969 41030.9019 13 11.47 None 1920.9809 MVDGVPLVIPEVNPEAMK 665.2708 1920.9701 19.8304 3382 2 960.9887 ‐4.7722
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1680.8340 NAVVTVPAYFNDSQR 58456.9500 1680.8330 27.2761 63589 2 840.9202 ‐0.4791
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1659.8952 IINEPTAAAIAYGLDK 24142.0400 1659.8959 29.6554 27277 2 830.4516 0.4773
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 2969.4738 TLSSTAQTTIEIDSLHEGIDFYATISR 2815.7080 2969.4684 36.3514 1950 3 990.4943 ‐1.0231
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1450.7689 IQQLLQDFFNGK 193.4500 1450.7304 21.3008 7821 3 484.2483 ‐28.1838
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1689.9244 VVSGPGEKPMIVVSYK 869.0181 1689.9245 27.4413 2428 3 563.9797 ‐1.2459
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1254.6437 VEIIPNDQGNR 651.8243 1254.6764 21.1766 1545 2 627.8418 25.2341
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1768.9552 LDKSSVHDVVLVGGSTR 319.7492 1768.9655 27.8959 2312 3 590.3267 4.31
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 839.4621 IQQLLQD 121.6113 839.4593 21.3550 2597 1 839.4593 ‐2.7460
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 595.3086 YGLDK 61.4650 595.3115 28.2694 2480 1 595.3115 4.22
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 666.3457 AYGLDK 226.8055 666.3465 31.6973 1834 1 666.3465 1.1113
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1097.5010 PAYFNDSQR 173.3185 1097.5036 29.5540 815 2 549.2554 1.29
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2578.3290 71313.8321 12 17.65 None 1641.8846 IINEPTAAAIAYGLDK 617.5062 1641.8860 28.8487 12736 2 821.4467 0.8730
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 None 2207.1415 ALAVINPGNPTGQVLSEENQR 7070.0100 2207.1360 27.4997 12240 2 1104.0716 ‐1.2212
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 rbamidomethyl+C( 1874.9292 AEGAMYLFPCLHLPQK 1185.1560 1874.9344 20.0671 4820 3 625.6497 1.41
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 rbamidomethyl+C( 3303.5780 DAYPFDEIIYCNIGNPQSLGQQPITFFR 2405.5120 3303.5561 23.2358 3147 3 1101.8569 ‐5.4397
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 None 1030.5164 DAIADGIEAR 550.7114 1030.5053 15.1554 4647 2 515.7563 ‐12.1089
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 rbamidomethyl+C 1103.5402 CTILPQEDK 643.4751 1103.5474 18.5292 2175 1 1103.5474 7.59
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 None 873.4676 AIAAAEAEK 302.2020 873.4505 22.8875 1438 1 873.4505 ‐19.1586
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 458.5271 60448.4559 7 11.97 rbamidomethyl+C( 1614.7145 DAYPFDEIIYCNI 252.1167 1614.7175 22.5278 2827 2 807.8624 1.74
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 rbamidomethyl+C 1448.6991 YWLCAATEHGIK 17358.9200 1448.7001 16.1514 12854 3 483.5715 ‐0.8147
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 1188.6371 LWDLAAGVSTR 3141.3650 1188.6385 17.8646 11629 2 594.8229 0.0927
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 1414.7577 DGVVLLWDLAEGK 5300.2400 1414.7564 38.8712 4097 2 707.8818 ‐1.4015
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 803.4509 SIVEDLK 4328.5740 803.4520 20.7097 3555 1 803.4520 1.94
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 1031.5592 QIVSASRDR 160.5663 1031.5731 23.3523 1357 2 516.2902 12.0636
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 1258.7253 SIVEDLKVDLK 935.1499 1258.7259 28.1878 4412 2 629.8666 ‐0.4221
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 1050.4900 36146.7965 14 18.4 None 2348.2317 DVLSVAFSLDNRQIVSASRDR 443.1417 2348.2152 25.0481 2439 3 783.4099 ‐7.2236
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 None 1890.9596 FSPNTLQPTIVSASWDK 563.6133 1890.9590 18.5191 21753 2 945.9831 0.4508
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 rbamidomethyl+C( 2191.0965 LYSLEANSVIHALCFSPNR 445.5269 2191.0999 23.8592 21478 2 1096.0536 3.1047
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 rbamidomethyl+C 1448.6991 YWLCAATEHGIK 10458.5400 1448.7001 16.1514 12854 3 483.5715 ‐0.5725
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 None 1188.6371 LWDLAAGVSTR 2188.0510 1188.6385 17.8646 11629 2 594.8229 0.1771
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 None 1335.6903 DVLSVAFSLDNR 112.3130 1335.7105 16.9612 3001 2 668.3589 14.5323
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 None 2005.0502 FVGHTKDVLSVAFSLDNR 230.7488 2005.0614 23.8596 2593 2 1003.0343 6.40
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 529.4151 36146.7965 14 18.4 None 921.4789 VAFSLDNR 140.2887 921.4818 23.3894 2668 1 921.4818 3.55
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1280.6845 VNQAYVIGTSTK 6651.2640 1280.6859 19.1872 17733 2 640.8466 0.3025
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 985.5564 SIEAVPELK 8317.8900 985.5561 22.8655 7680 2 493.2817 ‐1.8298
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 968.4724 FYPAEDVK 10713.2300 968.4738 19.1982 6834 2 484.7405 ‐0.0625
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1481.9050 ASITPGTVLIILAGR 10127.1300 1481.9069 22.3866 6266 2 741.4571 0.8918
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1572.7064 TEGEFFEAEKEEK 4770.1670 1572.7093 20.4542 4674 3 524.9079 0.5201
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1068.6160 NPDLIRGVGK 2066.0440 1068.6187 16.4970 4445 2 534.8130 1.1667
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1314.6212 KTEGEFFEAEK 608.6594 1314.6340 23.0390 2449 2 657.8206 8.45
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 954.5731 PDLIRGVGK 228.5028 954.5713 16.5148 1656 2 477.7893 ‐3.4269
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1009.4837 FEAEKEEK 194.5395 1009.4815 20.2183 1484 1 1009.4815 ‐1.2161
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1949.7900 26152.7371 19 29.18 None 1342.6161 GEFFEAEKEEK 297.5388 1342.6137 20.0329 1289 2 671.8105 ‐2.5380
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 1280.6845 VNQAYVIGTSTK 10126.7200 1280.6859 19.1872 17733 2 640.8466 0.3838
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 985.5564 SIEAVPELK 6768.4970 985.5561 22.8655 7680 2 493.2817 ‐1.7100
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 968.4724 FYPAEDVK 15516.8100 968.4738 19.1982 6834 2 484.7405 0.0595
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 1075.5630 IDISGVNTEK 585.6191 1075.5572 19.9579 2781 2 538.2823 ‐6.5339
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 1619.8250 FSLSQGMKPHELVF 284.1024 1619.7923 31.9344 1637 2 810.3998 ‐20.2451
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 1314.6212 KTEGEFFEAEK 592.7519 1314.6340 23.0390 2449 2 657.8206 9.0614
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 785.4403 EAVPELK 4924.7740 785.4370 22.9043 2392 1 785.4370 ‐3.8458
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 658.3406 PAEDVK 1475.7930 658.3385 19.2441 2376 1 658.3385 ‐3.2965
NP_173289.1 60S ribosomal protein L6 1 Arabidopsis thaliana 1357.9620 26152.7371 19 29.18 None 1263.6579 VNQAYVIGTSTK 520.8569 1263.6648 19.4912 1836 2 632.3360 4.62
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 5801.1850 17041.3670 6 44.91 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 32466.6400 2586.2110 28.5140 58473 3 862.7418 0.2534
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 5801.1850 17041.3670 6 44.91 rbamidomethyl+C( 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSFYCAPHQ 4474.8420 4406.9726 36.4431 9381 3 1469.6624 ‐1.0020
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 5801.1850 17041.3670 6 44.91 None 985.5677 IQTAAVASPK 612.9827 985.5825 21.1648 3862 2 493.2949 13.5543



NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 5801.1850 17041.3670 6 44.91 None 872.4836 QTAAVASPK 220.5972 872.4841 23.2230 5080 1 872.4841 1.1048
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 6772.7360 17041.3670 6 44.91 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 37165.4100 2586.2110 28.5140 58473 3 862.7418 0.2911
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 6772.7360 17041.3670 6 44.91 rbamidomethyl+C( 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSFYCAPHQ 5831.1460 4406.9726 36.4431 9381 3 1469.6624 ‐0.5530
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 3564.7592 AEDSPAVTSTPLVVTEHPVEPTTELPVEHPEEK 3120.9330 3564.7508 28.4675 14651 4 891.9432 ‐2.6598
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPEEEKK 5964.3910 3399.6562 26.9113 6426 4 850.6695 3.26
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 1779.8759 AQISEPELAAEHEEVK 845.1122 1779.8782 21.2744 5072 3 593.9642 0.2646
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 2825.3072 NNVPEHETPTVATEESPATTTEVTDR 6027.8670 2825.3056 20.8940 3097 3 942.4401 ‐0.0564
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 2151.0564 AQISEPELAAEHEEVKENK 7631.3210 2151.0588 19.8259 2918 3 717.6911 0.6587
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 2843.4408 ITLLEELQEKTEEDEENKPSVIEK 3342.0630 2843.4416 31.5544 12431 4 711.6159 ‐0.5858
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 1090.5375 PATTTEVTDR 128.3078 1090.5445 21.1714 1400 2 545.7759 5.1786
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 2275.9560 29896.8514 8 50.19 None 1177.5695 SPATTTEVTDR 237.6720 1177.5649 20.5377 1080 1 1177.5649 ‐2.3747
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1855.8973 QGHVVIYSSYGEFQNK 1474.8750 1855.8955 20.3388 7253 2 928.4514 ‐0.5402
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1078.5891 TFGSIITSPR 3053.6180 1078.5900 15.9503 6670 2 539.7986 ‐0.5128
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 2255.1653 VVPVETTPAAPVTTETKEEEK 9364.8390 2255.1681 20.6257 5897 3 752.3942 0.9210
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1824.8385 IDDLVSEDLEGSEFEK 3209.8220 1824.8347 29.1698 4631 2 912.9210 ‐1.7185
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1190.5840 SSFVFVSDFR 674.5229 1190.5837 18.9264 3837 2 595.7955 ‐1.2884
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1102.6103 SAAPATVETKK 332.5866 1102.6077 24.0612 3605 2 551.8075 ‐3.5783
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1283.6478 AVAAPAPEATEEK 3735.9940 1283.6502 15.7439 2758 2 642.3287 1.0370
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 2031.0415 ELFINVPWWYIPYYK 1819.9320 2031.0373 24.1748 1817 2 1016.0223 ‐1.1818
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1486.6849 QFEDNYPEFVAK 3937.1050 1486.6719 18.7297 9529 3 496.2288 ‐10.1391
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 812.4373 NAPGLGQR 65.5581 812.4232 25.4746 4832 1 812.4232 ‐17.0895
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1353.7260 DIFVSVTTSEKK 562.3698 1353.6902 16.5778 3741 2 677.3487 ‐27.1521
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 974.5153 SAAPATVETK 235.1330 974.5109 22.5314 1770 1 974.5109 ‐3.6248
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 2657.2828 EILQSESFKEEGYLASELQEAEK 979.4592 2657.2522 36.4725 1155 3 886.4222 ‐11.3026
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1499.8316 KEEEKPAVVTIEK 524.3159 1499.8310 23.6493 797 2 750.4191 ‐0.7138
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1784.8854 AVKQFEDNYPEFVAK 1603.1920 1784.8867 16.7791 4843 3 595.6337 ‐0.2566
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1316.6692 EEEKAAPGETKK 2521.3600 1316.6734 16.2196 4450 2 658.8403 2.77
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1264.6267 TEEKSLEAETK 647.9898 1264.6201 30.3350 2523 2 632.8137 ‐6.1215
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 2821.3778 IDDLVSEDLEGSEFEKLVFTHGVDK 538.6827 2821.3900 37.2540 1023 3 941.1348 4.20
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 686.4196 IITSPR 163.0184 686.4218 16.8264 1925 1 686.4218 3.1660
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1290.6424 PVTTETKEEEK 355.9566 1290.6450 21.1756 1192 1 1290.6450 3.82
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 690.3821 PEFVAK 142.9164 690.3851 18.3446 1190 1 690.3851 4.08
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 971.4680 PAPEATEEK 230.3787 971.4707 15.1778 1000 2 486.2390 1.1848
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1335.7155 DIFVSVTTSEKK 267.4102 1335.7105 16.9612 3001 2 668.3589 ‐4.4160
NP_173669.1 patellin 2 Arabidopsis thaliana 713.0810 76065.1349 24 23.72 None 1469.6583 QFEDNYPEFVAK 151.6287 1469.6515 17.6820 2288 2 735.3294 ‐5.0758
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1717.7816 EDFGGGHPDPNLTYAK 2525.0410 1717.7842 21.2497 9793 3 573.2663 0.4189
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 2301.1510 ATGAFILTASHNPGGPTEDFGIK 2862.8900 2301.1498 18.1911 7943 3 767.7214 ‐0.7772
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1612.8792 ESQEALSPLVDLALK 3547.8350 1612.8793 34.7290 7173 2 806.9433 ‐0.0497
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 rbamidomethyl+C( 2119.0740 IFVEELGAQESALLNCTPK 2306.9850 2119.0718 33.6387 6367 2 1060.0395 0.0150
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 3748.5750 2516.1733 26.9722 6132 3 839.3959 2.86
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1441.8373 NTLLSTPAVSAVIR 4576.9130 1441.8357 18.3233 5493 2 721.4215 ‐1.5983
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1148.5906 LSGTGSEGATIR 12442.1300 1148.5907 15.3295 5422 2 574.7990 ‐1.0060
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 1022.6400 2832.4068 35.9455 1591 3 944.8071 5.0780
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1658.7584 FDVEVFDPADDYVK 1184.9100 1658.7714 37.4878 914 2 829.8893 7.58
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 2591.1678 SDTGGEPPEFGAAADGDADRNMILGK 899.6148 2591.1758 35.2697 18670 2 1296.0915 5.1897
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1372.6379 YDYENVDAGKAK 545.5344 1372.6336 23.3489 3241 2 686.8204 ‐3.7725
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1251.6117 GGHPDPNLTYAK 299.3297 1251.6101 20.4670 919 2 626.3087 ‐2.1633
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 944.8464 63398.7992 13 32.59 None 1700.7551 EDFGGGHPDPNLTYAK 439.4452 1700.7590 20.5115 3649 3 567.5912 1.1714
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 rbamidomethyl+C(2)
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 None 1353.6434 AADLTYWESAAR 2591.5250 1353.6460 26.7619 10121 2 677.3266 1.95
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 None 1074.6055 LAANAFLAQR 4249.7820 1074.6055 15.8378 6517 2 537.8064 ‐1.2789
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 None 2009.9662 AEGISEQVNVVSDAYEATK 664.2229 2009.9191 20.2501 8436 3 670.6446 ‐24.0904
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 None 1918.9909 HVFESDIVFVSVNTPTK 587.2899 1919.0115 18.0590 1076 2 960.0094 11.51
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 rbamidomethyl+C(5)
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 rbamidomethyl+C(1)
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 474.9059 53599.3082 8 9.36 None 1900.9803 HVFESDIVFVSVNTPTK 398.1714 1900.9808 17.1161 1948 3 634.3318 ‐0.5898
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1991.9630 SSVLIDIKPWDDETDMK 6452.0930 1991.9641 31.2724 18230 3 664.6595 ‐0.1840
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPAADSK 2171.8350 3096.5492 28.6889 12933 3 1032.8546 ‐2.0639
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1453.7144 SIQMEGLFWGASK 3649.6390 1453.7202 19.7904 10208 2 727.3638 3.23
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 945.5768 LVPVGYGIK 6640.3960 945.5753 15.4034 9330 2 473.2913 ‐3.1873
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1300.6797 WYNHIDALLR 4014.5370 1300.6891 17.6704 12114 2 650.8482 6.06
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 2714.0959 DAAADEEDDDDVDLFGEETEEEKK 1321.1130 2714.1037 25.9377 8316 3 905.3728 3.61
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1317.6797 AAFPNLNSDAGLK 948.4678 1317.6809 29.0664 5395 2 659.3441 0.1669
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1448.7202 MAAFPNLNSDAGLK 2000.8470 1448.7335 24.0701 5236 2 724.8704 8.64
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 2586.0009 DAAADEEDDDDVDLFGEETEEEK 898.4763 2585.9959 27.7389 4323 2 1293.5016 0.1921
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 1317.6797 AAFPNLNSDAGLK 259.3506 1317.6863 22.0033 3652 2 659.3468 4.52
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1832.4310 25246.3106 16 51.95 None 733.4243 PVGYGIK 346.6707 733.4249 15.4011 1913 1 733.4249 0.7732
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 618.0026 25246.3106 16 51.95 None 1991.9630 SSVLIDIKPWDDETDMK 3866.4020 1991.9641 31.2724 18230 3 664.6595 ‐0.2807
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 618.0026 25246.3106 16 51.95 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPAADSK 1512.6550 3096.5492 28.6889 12933 3 1032.8546 ‐1.9110
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 618.0026 25246.3106 16 51.95 None 1317.6797 AAFPNLNSDAGLK 711.0428 1317.6809 29.0664 5395 2 659.3441 0.2434
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 618.0026 25246.3106 16 51.95 None 1448.7202 MAAFPNLNSDAGLK 1276.3280 1448.7335 24.0701 5236 2 724.8704 8.58
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 618.0026 25246.3106 16 51.95 None 1359.6249 IKPWDDETDMK 154.5432 1359.6223 29.4478 883 2 680.3148 ‐2.5184
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 3238.6114 AFEDADIIHVDDIVDPVRDLETITEELR 2148.7250 3238.6110 44.7588 4317 4 810.4082 ‐0.6888
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1218.5671 SLADMAPDEAAK 1446.8020 1218.5694 20.7005 3850 2 609.7883 0.9367
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1024.5673 STLFNTLTK 664.2291 1024.5677 16.7710 2870 2 512.7875 ‐1.0656
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1880.0276 SEIPAFLEIHDIAGLVR 633.1444 1880.0325 21.6982 4084 3 627.3490 1.38
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 985.5928 IELELLQK 2861.5790 985.5960 28.1640 1575 2 493.3016 1.71
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1483.7288 APQAAGAIHTDFER 527.0882 1483.7238 20.9637 1295 3 495.2461 ‐4.8030
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 807.4247 DIEFVGK 168.3498 807.4185 24.9415 1100 2 404.2129 ‐9.5898



NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1459.8002 DLETITEELRLK 1100.8600 1459.7955 20.4737 8225 2 730.4014 ‐3.6713
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 872.5088 ELELLQK 187.5036 872.5092 27.4188 771 2 436.7582 ‐1.2873
NP_174346.1 GTP binding protein Arabidopsis thaliana 319.0806 44756.2702 10 14.47 None 1441.7897 DLETITEELRLK 202.9561 1441.7959 19.2697 1115 3 481.2702 2.71
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 rbamidomethyl+C( 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 4169.8640 2979.3578 33.3573 23034 3 993.7908 ‐1.1250
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 1472.6726 ANDFDLMYEQVK 57763.2100 1472.6728 28.6865 22382 2 736.8400 ‐0.1960
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 14798.2200 2401.2045 36.5949 19700 2 1201.1059 ‐2.0366
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 1961.0226 LDELIYVESHLSNLSTK 1478.7290 1961.0221 33.2011 5403 3 654.3456 ‐1.0799
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 2648.2872 MAVSTIYSTQALNSTHFLTSSSSSK 520.5051 2648.3204 36.2075 8366 4 662.8356 11.1573
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 1172.5656 FDLMYEQVK 209.6967 1172.5638 27.3312 1842 2 586.7856 ‐2.4931
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 2960.6500 44748.8005 21 46.58 None 1135.5452 MAVSTIYSTQA 131.4489 1135.5412 36.4922 939 1 1135.5412 ‐1.7223
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 1343.6664 FYGEVTQQMLK 29531.9600 1343.6690 16.4017 42743 2 672.3381 1.76
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 1668.8778 ILVIEGLHPMFDER 2902.3000 1668.8786 19.4850 29079 3 556.9644 ‐0.4805
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 1475.8217 IRDLYEQLIANK 11596.4200 1475.8226 17.3976 26969 2 738.4149 0.3819
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 rbamidomethyl+C( 2494.1748 YFSPVYLFDEGSTISWIPCGR 5596.6930 2494.1668 23.3114 17342 2 1247.5870 ‐0.9180
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 1883.9637 DLLDFSIYLDISNEVK 789.3224 1883.9655 22.7073 2240 2 942.4864 1.66
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 2517.2467 AVSTIYSTQALNSTHFLTSSSSSK 1448.6330 2517.2191 19.5468 2540 2 1259.1132 ‐8.6110
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 2139.1332 VRDLLDFSIYLDISNEVK 221.7365 2139.1529 20.0610 2011 2 1070.0801 10.83
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 3802.9062 KPDFDAFIDPQKQYADAVIEVLPTTLIPDDNEGK 181.8250 3802.8867 18.9576 4760 4 951.4771 ‐5.1204
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 2225.0907 VTALDPRANDFDLMYEQVK 2142.1540 2225.0884 19.0682 3020 3 742.3677 ‐1.3254
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 rbamidomethyl+C(8)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 rbamidomethyl+C(7)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 870.4396 YFSPVYL 113.3888 870.4422 21.6968 4264 1 870.4422 3.1702
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 2499.2362 AVSTIYSTQALNSTHFLTSSSSSK 592.1116 2499.2327 19.6759 916 3 833.7491 ‐1.3699
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1705.2130 44748.8005 21 46.58 None 2208.0641 VTALDPRANDFDLMYEQVK 631.5118 2208.0605 19.2878 3013 3 736.6917 ‐1.9693
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3324.6920 18011.2367 11 34.94 None 2237.0795 LTESPGLINSSPYEDGWMIK 23770.1600 2237.0734 32.9963 71957 2 1119.0403 ‐1.3701
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3324.6920 18011.2367 11 34.94 None 1653.8880 VKPSSPAELEALMGPK 3858.2290 1653.8883 27.5462 33958 3 551.9676 ‐0.9872
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3324.6920 18011.2367 11 34.94 None 1040.5445 AELEALMGPK 333.1323 1040.5434 28.4343 3320 1 1040.5434 0.0252
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 3324.6920 18011.2367 11 34.94 None 2219.0689 LTESPGLINSSPYEDGWMIK 378.0589 2219.0757 31.5665 4260 2 1110.0415 4.42
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 2237.0795 LTESPGLINSSPYEDGWMIK 18084.8300 2237.0734 32.9963 71957 2 1119.0403 ‐1.4135
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1653.8880 VKPSSPAELEALMGPK 4488.5110 1653.8883 27.5462 33958 3 551.9676 ‐1.1602
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1650.8454 MALRMWASSTANALK 219.3994 1650.8599 24.5659 5952 2 825.9336 8.77
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1839.9269 MWASSTANALKLSSSASK 721.0298 1839.9290 20.7593 2409 3 613.9812 0.0717
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1318.6572 RMWASSTANALK 124.9656 1318.6650 23.8475 5887 2 659.8362 5.25
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1040.5445 AELEALMGPK 232.5693 1040.5434 28.4343 3320 1 1040.5434 0.3561
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2679.1910 18011.2367 11 34.94 None 1633.8189 MALRMWASSTANALK 135.2994 1633.8128 24.5602 1083 3 545.2758 ‐5.1373
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1132.4440 24209.5968 3 14.9 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 10832.0700 2393.1771 34.0850 8301 2 1197.0922 ‐2.4956
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1263.7180 24209.5968 3 14.9 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 11954.3600 2393.1771 34.0850 8301 2 1197.0922 ‐2.5594
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1263.7180 24209.5968 3 14.9 None 979.5360 QYIVFPGR 383.4465 979.5590 22.9504 7431 2 490.2832 22.1456
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 1146.5711 MLVALLGEDDA 39505.5500 1146.5685 33.7029 32026 1 1146.5685 ‐0.4142
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 1034.5378 AQINATFNR 30444.2800 1034.5388 18.3805 28262 2 517.7730 ‐0.2527
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 1566.7435 QAYHETYGEDLLK 4513.8440 1566.7466 22.6612 16607 3 522.9204 0.5394
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 1841.8777 SLEEDVAHHTTGDFRK 888.0246 1841.8818 20.4613 8953 3 614.6321 1.88
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 705.3315 NATFNR 84.7057 705.3351 21.0152 3732 1 705.3351 5.42
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 608.3151 ATFNR 180.1820 608.3172 18.3407 1432 1 608.3172 3.34
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 938.4829 TYGEDLLK 215.3791 938.4824 23.9586 1206 1 938.4824 0.4990
NP_174810.1 annexin 1 Arabidopsis thaliana 2465.1360 36317.7340 16 20.19 None 1017.5112 AQINATFNR 165.0168 1017.5130 20.5894 1705 1 1017.5130 3.0699
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 rbamidomethyl+C( 1781.8309 WTSSNQVLMEVACTR 9239.9760 1781.8308 17.8898 20914 2 891.4191 0.4635
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 None 2424.3133 AILLWTLEPGERDALLANEATK 238.5155 2424.3069 20.5353 2615 3 808.7738 ‐2.6895
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 rbamidomethyl+C 2210.1638 STIQCLTRPELYFVDVLR 611.7113 2210.1545 20.0685 2645 3 737.3897 ‐4.5289
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 None 1146.5711 MLVALLGEDDA 411.0558 1146.5628 22.0140 2510 1 1146.5628 ‐6.0678
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 None 1685.7977 VSDSVPAPSDDAEQLR 98.1968 1685.8133 21.0267 1798 2 843.4103 9.98
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 rbamidomethyl+C( 2789.3822 WTSSNQVLMEVACTRTSTQLLHAR 1067.8020 2789.3819 20.5247 823 3 930.4655 0.2835
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 rbamidomethyl+C 1078.5384 VLMEVACTR 146.7752 1078.5325 18.8676 2173 1 1078.5325 ‐4.5330
NP_174810.1 annexin 1 Arabidopsis thaliana 507.7304 36317.7340 16 20.19 None 884.4360 VALLGEDDA 109.4047 884.4401 22.1959 1335 1 884.4401 4.68
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1384.7795 AAALNIVPTSTGAAK 103850.2000 1384.7800 23.4313 169999 2 692.8937 ‐0.1754
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C( 1934.8589 WPGAEAVGSGDPLEDFCK 5462.4430 1934.8594 32.0733 48561 2 967.9333 0.8982
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1148.6198 VLDEEFGIVK 10946.7800 1148.6217 26.9304 47557 2 574.8145 0.5716
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1555.6805 GTMTTTHSYTGDQR 38517.7100 1555.6803 13.5077 40581 3 519.2316 ‐1.4780
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1627.8537 DSPLEVVVLNDSGGVK 18696.9600 1627.8518 31.0674 39677 2 814.4295 ‐1.2544
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C 1775.8997 GILDVCDAPLVSVDFR 2640.9110 1775.9023 20.8823 35481 2 888.4548 1.52
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1289.6583 IVDNETISVDGK 5811.7430 1289.6594 19.8410 31528 2 645.3334 0.0541
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1067.6823 AVSLVLPQLK 18839.7900 1067.6831 18.5643 30499 2 534.3452 ‐0.6016
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1822.0320 VPTPNVSVVDLVINVEK 2674.0990 1822.0317 21.2308 26250 2 911.5195 0.2127
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1151.6783 VVDLAHLVASK 44303.2700 1151.6787 16.7758 25604 2 576.3430 ‐0.7588
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1772.8027 VVAWYDNEWGYSQR 21682.9700 1772.8048 18.1169 22422 2 886.9061 1.68
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1321.6383 GLTAEDVNEAFR 3266.6980 1321.6405 25.4260 17318 2 661.3239 0.9654
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 812.5240 VIITAPAK 17111.6600 812.5249 17.7973 14464 2 406.7661 ‐0.7456
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1950.1270 VPTPNVSVVDLVINVEKK 2862.2480 1950.1300 20.3411 9728 3 650.7149 0.7900
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 2378.9630 2392.0266 36.8403 4601 2 1196.5170 ‐3.3622
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C( 1575.7697 SAIHSFPAQCSSKR 378.8288 1575.7690 19.9575 2564 2 788.3882 ‐0.5594
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C 1440.5948 TNPADEECKVYD 30733.0700 1440.5969 17.3056 27581 2 720.8021 1.0034
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 rbamidomethyl+C( 2445.2265 AANGPMKGILDVCDAPLVSVDFR 857.9089 2445.2295 20.3100 9489 3 815.7480 1.1616
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1577.8282 KGLTAEDVNEAFRK 775.2210 1577.8322 21.5875 5679 3 526.6156 1.81
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 2759.3808 YDSMLGTFKAEVKIVDNETISVDGK 1037.9400 2759.3737 34.1903 1357 4 690.5989 ‐3.5135
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 600.3715 ITAPAK 11448.6500 600.3714 17.7954 5855 1 600.3714 ‐0.7138
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 929.5302 DLVINVEK 238.2425 929.5300 22.3916 4342 2 465.2687 ‐1.8262
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1052.6099 VDLAHLVASK 4701.7080 1052.6148 16.7840 4288 2 526.8111 3.37
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 829.5142 VINVEKK 377.6279 829.5137 21.5095 4159 2 415.2605 ‐2.4674
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1397.6114 MTTTHSYTGDQR 14559.0700 1397.6110 13.5080 3259 2 699.3091 ‐0.8746



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1266.5709 TTTHSYTGDQR 6655.0660 1266.5697 13.5051 2317 2 633.7885 ‐1.8054
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 897.5768 SLVLPQLK 296.0842 897.5781 18.5647 2176 1 897.5781 2.0484
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 713.4556 IITAPAK 1050.6510 713.4556 17.7933 1582 1 713.4556 ‐0.0024
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 944.5411 IVPTSTGAAK 404.3242 944.5428 23.4344 1411 1 944.5428 2.35
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 697.4607 VLPQLK 149.5321 697.4596 18.5646 1011 1 697.4596 ‐1.6127
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1271.6478 IVDNETISVDGK 576.4161 1271.6511 20.6079 12990 2 636.3292 1.66
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 10306.7600 48115.8491 60 54.36 None 1537.6700 GTMTTTHSYTGDQR 673.8492 1537.6710 13.5099 1026 3 513.2285 ‐0.6778
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1384.7795 AAALNIVPTSTGAAK 158331.5000 1384.7800 23.4313 169999 2 692.8937 ‐0.1076
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 rbamidomethyl+C( 1934.8589 WPGAEAVGSGDPLEDFCK 6663.2080 1934.8594 32.0733 48561 2 967.9333 0.8942
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1148.6198 VLDEEFGIVK 9634.8210 1148.6217 26.9304 47557 2 574.8145 0.6701
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1627.8537 DSPLEVVVLNDSGGVK 18263.0400 1627.8518 31.0674 39677 2 814.4295 ‐1.2184
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1289.6583 IVDNETISVDGK 1767.1580 1289.6599 19.7977 18729 2 645.3336 0.4479
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1321.6383 GLTAEDVNEAFR 2817.4250 1321.6405 25.4260 17318 2 661.3239 1.0414
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 812.5240 VIITAPAK 29890.8800 812.5249 17.7973 14464 2 406.7661 ‐0.6032
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1755.9487 KDSPLEVVVLNDSGGVK 1415.5300 1755.9494 27.8527 9465 3 585.9880 ‐0.7946
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 rbamidomethyl+C 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 1397.2890 2392.0266 36.8403 4601 2 1196.5170 ‐3.4258
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 1577.8282 KGLTAEDVNEAFRK 1502.5700 1577.8322 21.5875 5679 3 526.6156 1.0679
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 2759.3808 YDSMLGTFKAEVKIVDNETISVDGK 1224.5300 2759.3737 34.1903 1357 4 690.5989 ‐3.8756
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 732.3886 PTSTGAAK 5641.8620 732.3889 23.4404 7394 1 732.3889 0.5571
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 600.3715 ITAPAK 19831.0500 600.3714 17.7954 5855 1 600.3714 ‐0.5058
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 8703.8490 48115.8491 60 54.36 None 713.4556 IITAPAK 1646.1750 713.4556 17.7933 1582 1 713.4556 0.2372
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 rbamidomethyl+C 1775.8997 GILDVCDAPLVSVDFR 4254.6210 1775.9023 20.8823 35481 2 888.4548 1.47
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1067.6823 AVSLVLPQLK 23134.6200 1067.6831 18.5643 30499 2 534.3452 ‐0.5451
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1822.0320 VPTPNVSVVDLVINVEK 1919.2950 1822.0317 21.2308 26250 2 911.5195 0.4428
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1151.6783 VVDLAHLVASK 44869.6700 1151.6787 16.7758 25604 2 576.3430 ‐0.6830
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1772.8027 VVAWYDNEWGYSQR 35373.7100 1772.8048 18.1169 22422 2 886.9061 1.56
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1384.7795 AAALNIVPTSTGAAK 5482.0270 1384.7784 15.4940 5115 2 692.8928 ‐1.2587
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 2139.0791 MSSIGGEASFFDAVAAQIIPK 215.1762 2139.0334 20.8776 2551 3 713.6826 ‐21.7542
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1195.6542 LLDASHRDLR 129.6671 1195.6811 16.5001 2044 2 598.3442 21.5813
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1449.7332 GLTAEDVNEAFRK 618.1906 1449.7183 25.5083 1533 1 1449.7183 ‐8.0981
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1052.6099 VDLAHLVASK 7427.5110 1052.6148 16.7840 4288 2 526.8111 3.68
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 897.5768 SLVLPQLK 344.4291 897.5781 18.5647 2176 1 897.5781 1.70
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 697.4607 VLPQLK 146.0452 697.4596 18.5646 1011 1 697.4596 ‐1.9081
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 1177.6436 LLDASHRDLR 93.7653 1177.6412 17.2493 1710 2 589.3243 ‐3.0223
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3246.4940 48115.8491 60 54.36 None 2122.0525 MSSIGGEASFFDAVAAQIIPK 156.5182 2122.0422 20.3755 1024 3 708.0189 ‐5.2603
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 rbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1586.8458 VSSVEVDLPAMLAQK 2239.0320 1586.8447 19.2486 16429 2 793.9260 ‐0.8124
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1139.6419 HIIVATGSDVK 38759.1400 1139.6422 16.5336 9649 2 570.3247 ‐0.8698
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1178.5899 VVSVDSSSDGVK 26780.5700 1178.5909 15.6472 8412 2 589.7991 ‐0.2311
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1029.5575 AIDNAEGLVK 19168.0400 1029.5566 20.4032 8071 2 515.2819 ‐2.2537
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 4540.0050 2420.1924 38.4609 5531 2 1210.5998 ‐1.9638
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1667.1270 2548.2984 36.4185 5087 3 850.1043 0.9159
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1615.9265 IVSSTGALSLSEVPKK 2876.6740 1615.9262 15.2135 3230 3 539.3136 ‐1.4143
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1502.8424 VSSTGALSLSEVPKK 204.2012 1502.8516 16.5036 2812 3 501.6221 4.41
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1833.9051 VVEFAGDIVPSMDGEIR 446.6347 1833.9031 38.2405 946 2 917.4552 ‐0.7038
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2522.0590 54273.2910 11 20.51 None 1160.5794 VVSVDSSSDGVK 429.1556 1160.5791 16.2490 9963 2 580.7932 ‐1.3179
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2250.3000 21922.4723 4 25.13 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 7811.2560 2966.4247 44.4224 10370 3 989.4797 0.0530
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2250.3000 21922.4723 4 25.13 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 10305.2100 2319.2833 36.7194 10001 3 773.7659 0.9142
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2250.3000 21922.4723 4 25.13 None 839.4258 TLTSVHEA 210.6299 839.4256 37.6379 2004 1 839.4256 0.2139
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2250.3000 21922.4723 4 25.13 None 1493.7846 TLTSVHEAILDDVV 284.9276 1493.7773 38.3549 830 2 747.3923 ‐5.2353
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 1701.9058 AVFVDLEPTVIDEVR 94106.9400 1701.9060 34.1420 38387 2 851.4566 0.2436
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 1977.8825 TVGGGDDAFNTFFSETGAGK 3605.4460 1977.8830 32.1776 18316 2 989.4451 0.9880
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 987.5469 DVNAAVGTIK 9058.6160 987.5472 18.9274 18092 2 494.2772 ‐1.2040
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C 1132.5667 EIVDLCLDR 30744.0400 1132.5671 26.7040 15110 2 566.7872 ‐0.8378
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C(4)
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C 1885.9477 CGINYQPPTVVPGGDLAK 5932.7750 1885.9464 27.1735 10845 2 943.4768 ‐0.1450
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C 1598.7672 TIQFVDWCPTGFK 2456.0670 1598.7721 19.8533 10744 2 799.8897 2.68
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 1396.7583 QLFHPEQLISGK 1418.3680 1396.7589 16.8849 7823 3 466.2578 ‐1.1342
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C 1857.8834 AVCMISNSTSVAEVFSR 2423.1160 1857.8821 18.4383 6692 2 929.4447 ‐0.2147
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 887.4332 FDLMYAK 936.6752 887.4330 25.3565 6667 2 444.2201 ‐1.8938
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 888.4673 EDLAALEK 8654.7400 888.4679 19.7130 5796 2 444.7376 ‐1.0518
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 1473.8635 LVSQVISSLTASLR 2225.6010 1473.8592 22.0145 3918 2 737.4332 ‐3.3422
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 2330.0183 AFVHWYVGEGMEEGEFSEAR 1910.6720 2330.0187 31.3773 3849 3 777.3444 ‐0.0158
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 rbamidomethyl+C(4)
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 644.3978 LAALEK 171.0731 644.3962 20.8380 17746 1 644.3962 ‐2.7389
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 977.5051 TSVAEVFSR 292.8860 977.5036 17.7055 3046 1 977.5036 ‐0.6016
NP_175423.1 tubulin alpha 2 chain Arabidopsis thaliana 8402.2740 50225.2812 17 47.11 None 1158.5426 NTFFSETGAGK 812.5383 1158.5399 32.6554 1157 1 1158.5399 ‐0.8327
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1749.9091 TYVPEMVEVLIDSVR 8307.4370 1749.9086 24.3877 8224 2 875.4579 ‐0.1079
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1462.7132 EIEAIGGNTSASASR 3606.2440 1462.7156 17.6018 8094 2 731.8614 1.91
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 979.5207 QILTYGER 8453.1870 979.5209 19.1553 7638 2 490.2641 ‐1.3139
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1028.4796 SQYVGGDFR 1386.5160 1028.4815 18.6481 5069 2 514.7444 0.4250
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1731.8337 NPAFLDWEVNEELR 1429.3030 1731.8394 33.8012 3505 2 866.4233 3.11
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 896.4360 DIADFTSK 4263.5260 896.4362 20.6302 2988 2 448.7217 ‐1.4796
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1298.6297 EQMSYTIDALK 1761.0360 1298.6396 25.8027 8467 2 649.8234 6.17
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1859.9286 NPAFLDWEVNEELRK 1214.1160 1859.9341 31.0186 4040 3 620.6495 2.0447
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 rbamidomethyl+C(11)
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 1689.9316 AKAATKSAVLMNLESR 134.3813 1689.9245 27.4413 2428 3 563.9797 ‐5.3468
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thal 772.6940 54573.1929 11 23.46 None 650.3144 ADFTSK 92.0853 650.3181 22.7135 945 1 650.3181 5.80
NP_175649.1 beta glucosidase 18 Arabidopsis thaliana 127.9596 60915.5837 3 1.70 None 1167.6078 YKEDIQLMK 5466.6250 1167.6090 20.6376 51309 2 584.3081 ‐0.1121



NP_175649.1 beta glucosidase 18 Arabidopsis thaliana 127.9596 60915.5837 3 1.70 None 1405.7362 FYHDLIDELLK 1605.6990 1405.7324 30.2871 3249 2 703.3698 ‐3.2372
NP_175649.1 beta glucosidase 18 Arabidopsis thaliana 127.9596 60915.5837 3 1.70 None 536.2351 YKED 3103.2730 536.2354 20.6348 1830 1 536.2354 ‐0.1759
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 rbamidomethyl+C( 1797.0456 FVIQTLAPLGCLPIVR 20510.7700 1797.0454 22.2584 25958 2 899.0264 0.2645
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 1423.7468 FSDGLITPDFLAK 716.2278 1423.7487 19.8983 12073 2 712.3780 0.8774
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 1448.7090 ELTVYPVDEPMR 11702.6200 1448.7108 26.3854 11612 2 724.8591 0.8153
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 1131.5649 IGPMLNEMAR 1827.5210 1131.5676 24.4414 11315 2 566.2874 1.1875
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 1366.7154 TLVAQGFWPYGK 4392.4670 1366.7163 18.8793 10970 2 683.8618 0.0496
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 988.4887 SFLFFDGR 7008.9800 988.4911 19.8226 9725 2 494.7492 0.9269
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 2063.9992 NNPTADASAQQAFVTSVTNK 1659.1470 2064.0002 24.8567 9499 2 1032.5037 1.74
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 2877.4319 NSPASAPFQFTVFDFYNAVLTRTQR 1875.0340 2877.4266 19.7344 6049 3 959.8137 ‐1.2463
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 3394.7498 GASFAVEGATLLGAPVESMTLNQQVKKFNQMK 3270.0410 3394.7756 21.3505 4667 4 849.4494 7.1630
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 1348.7048 TLVAQGFWPYGK 288.3363 1348.7045 19.0974 1538 2 674.8559 ‐0.8904
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1642.9800 43650.3196 28 37.85 None 2046.9727 NNPTADASAQQAFVTSVTNK 218.4071 2046.9604 23.2678 2354 2 1023.9838 ‐5.0924
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 1448.7090 ELTVYPVDEPMR 7956.5940 1448.7108 26.3854 11612 2 724.8591 0.8747
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 1131.5649 IGPMLNEMAR 3374.0410 1131.5676 24.4414 11315 2 566.2874 1.83
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 2063.9992 NNPTADASAQQAFVTSVTNK 1094.8910 2064.0002 24.8567 9499 2 1032.5037 1.66
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 2346.0997 EFWVPPTPATVHASDSSSSTSR 874.4296 2346.0935 29.5007 9184 3 782.7027 ‐2.8494
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 1423.7468 FSDGLITPDFLAK 204.6564 1423.7088 24.8584 3834 2 712.3580 ‐27.0975
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 1938.0484 QTLTKTLVAQGFWPYGK 179.5571 1938.0631 24.3953 1133 3 646.6926 6.71
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 1141.6575 QTLTKTLVAQG 136.2454 1141.6523 23.1703 2168 2 571.3298 ‐5.6322
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 537.2627 SSTSR 73.2932 537.2647 27.0452 1619 1 537.2647 3.80
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 442.4945 43650.3196 28 37.85 None 864.4066 MLNEMAR 149.0217 864.4014 25.9200 1425 1 864.4014 ‐5.3211
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 rbamidomethyl+C( 1797.0456 FVIQTLAPLGCLPIVR 22128.5800 1797.0454 22.2584 25958 2 899.0264 0.4888
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 1423.7468 FSDGLITPDFLAK 470.5715 1423.7487 19.8983 12073 2 712.3780 1.0159
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 1366.7154 TLVAQGFWPYGK 5332.6070 1366.7163 18.8793 10970 2 683.8618 0.1749
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 988.4887 SFLFFDGR 8797.2910 988.4911 19.8226 9725 2 494.7492 0.9652
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 2877.4319 NSPASAPFQFTVFDFYNAVLTRTQR 1048.4640 2877.4266 19.7344 6049 3 959.8137 ‐1.3204
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 3394.7498 GASFAVEGATLLGAPVESMTLNQQVKKFNQMK 3891.7250 3394.7756 21.3505 4667 4 849.4494 7.95
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 970.4781 SFLFFDGR 270.9797 970.4728 18.5882 13070 1 970.4728 ‐4.9913
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1284.3090 43650.3196 28 37.85 None 1348.7048 TLVAQGFWPYGK 296.0564 1348.7045 19.0974 1538 2 674.8559 ‐0.7693
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1109.5950 LGEEGAPAIPR 89547.8600 1109.5957 20.7418 41022 2 555.3015 ‐0.5266
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1194.6001 TIEAYNIADGK 21019.8800 1194.6021 21.2941 39731 2 597.8047 0.6452
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 rbamidomethyl+C 1231.6100 GDAPTVSCLGVR 33939.2300 1231.6111 21.9212 34924 2 616.3092 ‐0.0165
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1516.7067 WAQLPDPGDNFEK 23129.8500 1516.7070 27.5169 31541 2 758.8571 ‐0.0953
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1325.6736 LYSFGGELTPNK 13264.8400 1325.6754 16.6096 31395 2 663.3414 0.6544
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1141.6364 APTLQGQWIK 5589.5660 1141.6377 24.9539 29204 2 571.3225 ‐0.0580
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1532.7703 WTEVETTGAKPSAR 29393.1600 1532.7712 16.9622 21574 3 511.5952 ‐0.8202
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1042.5164 LDEVGGPEAR 64796.2400 1042.5163 15.4417 20735 2 521.7618 ‐1.4403
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1378.6161 TDDLYFYAVNSA 629.8597 1378.6166 31.5856 14308 2 689.8120 ‐0.2526
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1014.5731 SVFAHAVVGK 3953.2980 1014.5743 19.0101 13171 2 507.7908 ‐0.1979
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1677.8006 SYDTVTSEWTFLTK 845.4716 1677.8024 33.5196 13002 2 839.4048 1.1280
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 990.5367 GGAGFAVVQGK 9625.2210 990.5369 19.2883 11253 2 495.7721 ‐1.2429
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 825.4618 IYIFGGR 8243.7780 825.4618 16.5412 3107 2 413.2345 ‐1.8272
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 2996.4571 NGLLMHGGKLPTNERTDDLYFYAVNSA 1263.4790 2996.4465 22.3753 9533 3 999.4870 ‐2.7879
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1146.6378 RGGAGFAVVQGK 741.3912 1146.6413 17.4062 5044 2 573.8243 1.48
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1259.5903 QLPDPGDNFEK 468.3539 1259.5920 27.8104 15364 2 630.2996 0.4896
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 530.3297 VVQGK 287.6035 530.3301 18.2494 4956 1 530.3301 0.1645
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 rbamidomethyl+C 988.5245 PTVSCLGVR 968.9617 988.5220 20.9004 4806 2 494.7646 ‐4.0251
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 601.3668 AVVQGK 85.3854 601.3687 20.8509 3458 1 601.3687 2.61
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1212.5895 YSFGGELTPNK 242.1371 1212.5875 18.1319 2213 2 606.7974 ‐2.6174
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 2373.1656 NGLLMHGGKLPTNERTDDLYF 666.9503 2373.1680 21.2030 1763 3 791.7275 0.8502
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 929.4323 DEVGGPEAR 400.9464 929.4341 15.4461 903 1 929.4341 2.08
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 916.4887 GAGFAVVQGK 143.1619 916.4874 16.5820 784 2 458.7474 ‐3.0314
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 973.5102 GGAGFAVVQGK 120.0835 973.5147 21.0034 6952 1 973.5147 5.70
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 12548.8600 37065.3696 55 49.56 None 1499.6801 WAQLPDPGDNFEK 255.5640 1499.6726 25.8475 5191 2 750.3399 ‐5.3769
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1194.6001 TIEAYNIADGK 11566.6400 1194.6021 21.2941 39731 2 597.8047 0.7377
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 rbamidomethyl+C 1231.6100 GDAPTVSCLGVR 42897.0000 1231.6111 21.9212 34924 2 616.3092 0.0712
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1516.7067 WAQLPDPGDNFEK 25994.0900 1516.7070 27.5169 31541 2 758.8571 ‐0.0447
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1141.6364 APTLQGQWIK 7074.2310 1141.6377 24.9539 29204 2 571.3225 0.0415
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1532.7703 WTEVETTGAKPSAR 22757.5100 1532.7712 16.9622 21574 3 511.5952 ‐1.0206
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1340.6481 GWTAYTAATVDGK 2188.8700 1340.6511 23.8139 15095 2 670.8292 1.23
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1378.6161 TDDLYFYAVNSA 1102.3160 1378.6166 31.5856 14308 2 689.8120 ‐0.1841
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1014.5731 SVFAHAVVGK 10186.6900 1014.5743 19.0101 13171 2 507.7908 ‐0.0818
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1325.6736 LYSFGGELTPNK 5774.0220 1325.6734 26.0664 12861 2 663.3403 ‐0.8229
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1677.8006 SYDTVTSEWTFLTK 1990.5100 1677.8024 33.5151 11999 2 839.4048 1.1464
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 990.5367 GGAGFAVVQGK 9610.6910 990.5369 19.2883 11253 2 495.7721 ‐1.1237
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 2173.0600 DLYVFDFNTQTWSIAQPK 676.6566 2173.0554 34.7035 6124 2 1087.0313 ‐0.9924
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 2701.2992 SYDTVTSEWTFLTKLDEVGGPEAR 1855.5860 2701.3058 35.9314 1083 3 901.1068 2.88
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 Oxidation+M(18) 2264.1128 GWTAYTAATVDGKNGLLMHGGK 553.8730 2264.1056 35.1900 1967 2 1132.5564 ‐1.8434
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 rbamidomethyl+C 1059.5616 APTVSCLGVR 375.1862 1059.5635 20.1682 4502 2 530.2854 0.6265
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 601.3668 AVVQGK 83.4924 601.3687 20.8509 3458 1 601.3687 2.44
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1116.6008 VETTGAKPSAR 215.5894 1116.6019 15.9608 3225 2 558.8046 ‐0.0997
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 923.4258 GWTAYTAAT 181.1463 923.4276 33.0787 1140 1 923.4276 2.49
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 599.3148 NIADGK 111.6365 599.3128 19.4379 1074 1 599.3128 ‐3.4503
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1176.5895 TIEAYNIADGK 233.0618 1176.5917 22.8424 7319 2 588.7995 0.8611
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1498.6961 WAQLPDPGDNFEK 249.3553 1498.7032 26.9060 2127 2 749.8553 4.60
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 5067.0690 37065.3696 55 49.56 None 1499.6801 WAQLPDPGDNFEK 201.3783 1499.6741 25.8135 2758 2 750.3407 ‐4.2783
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 1325.6736 LYSFGGELTPNK 29263.0900 1325.6754 16.6096 31395 2 663.3414 0.7703
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 1677.8006 SYDTVTSEWTFLTK 6604.1450 1677.8038 19.8231 17902 2 839.4055 2.1325



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 825.4618 IYIFGGR 8981.0630 825.4618 16.5412 3107 2 413.2345 ‐1.8263
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 1141.6364 APTLQGQWIK 938.0989 1141.6223 16.8175 13571 2 571.3148 ‐13.4035
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 1339.6753 IYIFGGRDENR 170.9851 1339.6823 18.9384 11294 2 670.3448 4.46
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 2666.3249 HIDKDLYVFDFNTQTWSIAQPK 523.4956 2666.3234 18.4172 3039 3 889.4460 ‐0.3196
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 829.7213 2348.1672 19.0612 4303 3 783.3939 ‐9.0422
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1552.0860 37065.3696 55 49.56 None 1049.5262 SFGGELTPNK 2717.4110 1049.5252 16.6032 1657 1 1049.5252 ‐0.1304
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 2080.0532 MGYAPFSAPAEEAAISALKR 6196.6970 2080.0515 19.1819 8968 3 694.0220 ‐1.2769
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 2106.1052 NPLDLLPPSPMVLDDWKR 2171.6640 2106.1072 21.2696 4407 3 702.7073 0.5226
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 1589.7457 YFWTMVNQPEFK 654.4998 1589.7487 19.8317 3544 2 795.3780 1.12
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 2039.0808 VPVLETPEGPIFESNAIAR 277.1847 2039.0619 23.0245 1483 2 1020.0346 ‐8.0977
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 2305.2373 AKNPLDLLPPSPMVLDDWKR 945.2518 2305.2336 20.5551 4353 3 769.0827 ‐1.7988
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 1657.8908 PFSAPAEEAAISALKR 169.5250 1657.8842 20.8161 12965 2 829.4457 ‐3.7608
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 1343.6776 PSPMVLDDWKR 343.1772 1343.6794 21.3602 1539 2 672.3433 0.7116
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 426.4998 46628.5595 8 12.59 None 1159.5928 PMVLDDWKR 195.0477 1159.5874 20.9680 1092 1 1159.5874 ‐3.5170
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 rbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 rbamidomethyl+C( 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAYPTSD 2367.2730 5030.3274 37.0148 35017 4 1258.3373 1.0787
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 None 884.4546 VTAMATYK 228.6607 884.4556 25.5366 1848 1 884.4556 1.47
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 None 1462.7900 SLPSANTQSLFGLK 380.0936 1462.7570 30.9099 1667 2 731.8821 ‐22.9847
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 None 1115.5619 FITPEGELEV 250.8064 1115.5603 38.1553 1921 1 1115.5603 ‐0.1065
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 6244.9470 15824.4513 11 68.92 rbamidomethyl+C( 1409.6366 EEAGIDLPYSCR 107.3742 1409.6298 39.3609 1343 2 705.3185 ‐5.3909
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 8548.2590 15824.4513 11 68.92 rbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 8548.2590 15824.4513 11 68.92 rbamidomethyl+C( 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAYPTSD 4018.0420 5030.3274 37.0148 35017 4 1258.3373 0.7578
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 8548.2590 15824.4513 11 68.92 None 1462.7900 SLPSANTQSLFGLK 232.7226 1462.7570 30.9099 1667 2 731.8821 ‐22.9271
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 8548.2590 15824.4513 11 68.92 None 1115.5619 FITPEGELEV 267.2181 1115.5603 38.1553 1921 1 1115.5603 0.2453
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 8548.2590 15824.4513 11 68.92 rbamidomethyl+C( 1409.6366 EEAGIDLPYSCR 119.0274 1409.6298 39.3609 1343 2 705.3185 ‐5.3264
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1676.7618 VANPIVEMDGDEMTR 20492.7300 1676.7652 26.9210 36201 2 838.8863 2.0989
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 2041.9964 DTYLNTEEFIDAVAAELK 128356.8000 2041.9920 43.5492 30859 2 1021.4996 ‐1.2891
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C 1320.6464 LEAACVGTVESGK 59469.8500 1320.6503 18.5844 30531 2 660.8288 2.1667
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1797.8766 GGETSTNSIASIFAWTR 5903.7020 1797.8755 21.1577 20876 2 899.4414 ‐0.2840
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1251.6653 LIDDMVAYALK 5280.4150 1251.6665 19.2620 17944 2 626.3369 0.0624
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1287.7559 LITPFVELDIK 17390.5600 1287.7580 20.8840 17242 2 644.3826 0.8536
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C 1156.5092 SEGGYVWACK 14996.3400 1156.5115 21.2021 16248 2 578.7594 0.8695
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1418.6257 AFADASMNTAYEK 22089.2500 1418.6281 20.9272 16150 2 709.8177 1.98
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1355.6914 TIEAEAAHGTVTR 49456.2400 1355.6922 15.9979 15737 3 452.5689 ‐0.9737
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1117.5789 YFDLGLPHR 2427.3650 1117.5820 17.0030 14723 2 559.2946 1.47
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 2327.1401 DTYLNTEEFIDAVAAELKER 2875.7720 2327.1455 41.3493 6584 3 776.3867 2.0646
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1514.7162 DIFQEVYEASWK 1258.2840 1514.7359 36.2195 15257 2 757.8716 12.29
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 865.4666 LLDFTEK 1624.9120 865.4419 19.4429 10268 1 865.4419 ‐28.0243
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 793.4454 VTEFGLK 1899.6950 793.4382 20.6379 6710 2 397.2227 ‐11.0267
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1380.6331 YDAAGIWYEHR 2510.8330 1380.6449 23.9642 5990 2 690.8261 7.96
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C 1119.5099 CATITPDEGR 584.7782 1119.5054 21.5861 3061 2 560.2564 ‐5.2081
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1821.9076 DATDDKVTIESAEATKK 6320.4950 1821.9120 17.2608 13850 3 607.9755 1.48
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1693.8127 DATDDKVTIESAEATK 2768.4040 1693.8134 18.7748 6644 3 565.2760 ‐0.6577
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1720.9116 AKLDDNAKLLDFTEK 918.0738 1720.9049 18.5162 2851 2 860.9561 ‐3.7044
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 2531.2996 VANPIVEMDGDEMTRVIWKSIK 462.8132 2531.3086 30.1116 2030 3 844.4410 3.70
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 2360.2404 QMWRSPNGTIRNILNGTVFR 184.7600 2360.2216 30.9570 1042 2 1180.6145 ‐6.3460
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C( 2389.1567 LIDDMVAYALKSEGGYVWACK 493.0070 2389.1535 41.8758 998 3 797.0560 ‐1.4868
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 None 1635.8436 TDDKVTIESAEATKK 231.8273 1635.8513 18.8698 4545 2 818.4293 4.14
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C 940.4346 GGYVWACK 472.8246 940.4314 21.2048 1322 1 940.4314 ‐2.6990
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12130.0500 46088.4641 35 56.34 rbamidomethyl+C 936.4455 CVGTVESGK 177.0246 936.4405 18.9351 1199 1 936.4405 ‐4.6786
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 1676.7618 VANPIVEMDGDEMTR 17384.8900 1676.7652 26.9210 36201 2 838.8863 2.1286
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 2041.9964 DTYLNTEEFIDAVAAELK 77061.0800 2041.9920 43.5492 30859 2 1021.4996 ‐1.3071
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 rbamidomethyl+C 1156.5092 SEGGYVWACK 16708.8900 1156.5115 21.2021 16248 2 578.7594 0.9670
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 1418.6257 AFADASMNTAYEK 7596.7650 1418.6281 20.9272 16150 2 709.8177 1.32
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 2327.1401 DTYLNTEEFIDAVAAELKER 1656.9040 2327.1455 41.3493 6584 3 776.3867 2.0437
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 1514.7162 DIFQEVYEASWK 1515.7290 1514.7359 36.2195 15257 2 757.8716 12.37
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 793.4454 VTEFGLK 2582.2880 793.4382 20.6379 6710 2 397.2227 ‐10.8818
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 717.4141 ATDAVIK 110.6800 717.4104 20.2921 1442 1 717.4104 ‐5.0219
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 None 694.3770 TEFGLK 1319.6850 694.3754 20.6226 3612 1 694.3754 ‐2.2853
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4838.7740 46088.4641 35 56.34 rbamidomethyl+C 940.4346 GGYVWACK 535.5696 940.4314 21.2048 1322 1 940.4314 ‐2.3961
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3784.1710 17542.0704 5 51.23 rbamidomethyl+C( 1824.9387 VILFGVPGAFTPTCSMK 23305.6500 1824.9364 20.7476 24184 2 912.9718 ‐0.6272
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3784.1710 17542.0704 5 51.23 None 3569.7758 APIAVGDVVPDGTISFFDENDQLQTASVHSLAAG 940.9215 3569.7660 20.7778 11643 3 1190.5935 ‐1.4388
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3784.1710 17542.0704 5 51.23 None 2420.2344 FVADGSGEYTHLLGLELDLKDK 1116.1740 2420.2212 19.4240 10711 3 807.4119 ‐5.4869
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3784.1710 17542.0704 5 51.23 None 1047.6085 FALLLDDLK 16544.8800 1047.6095 20.3432 8965 2 524.3084 ‐0.3053
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3784.1710 17542.0704 5 51.23 None 2177.1125 FVADGSGEYTHLLGLELDLK 522.3844 2177.0576 21.7087 1806 2 1089.0324 ‐23.6976
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 950.4690 NLNTDAFR 16437.6700 950.4689 19.7536 91749 2 475.7381 ‐1.7382
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 1151.5772 FGLYYVDFK 51978.5500 1151.5789 19.4073 84134 2 576.2931 0.4007
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 1167.6078 YKEDIQLMK 5466.6250 1167.6090 20.6376 51309 2 584.3081 ‐0.1121
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 1541.6795 EYADYVFTEYGGK 5848.3450 1541.6783 27.4495 19796 2 771.3428 ‐1.0181
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 832.4676 LSIAWSR 5288.0170 832.4693 16.0362 2459 2 416.7383 0.2249
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 rbamidomethyl+C 1206.5976 GPALWDIFCK 877.1489 1206.5989 19.0727 1370 1 1206.5989 2.94
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 2152.1397 NVDHSAIGSQPLTAALPVYAK 1606.7030 2152.1412 17.6678 7816 3 718.0519 0.2547
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 1405.7362 FYHDLIDELLK 1605.6990 1405.7324 30.2871 3249 2 703.3698 ‐3.2372
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 2953.6258 NVDHSAIGSQPLTAALPVYAKGFRSLLK 567.1078 2953.5959 20.2904 18950 3 985.2035 ‐9.4549
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 2099.0590 YKEDIQLMKNLNTDAFR 2071.2890 2099.0594 18.9870 4420 3 700.3580 ‐0.3614
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 2329.1203 DKYANPEIMIMENGYGDKLK 773.8229 2329.0959 27.9094 1475 2 1165.0516 ‐8.9105
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 723.3420 NTDAFR 12971.2900 723.3425 19.7624 10992 1 723.3425 0.6588
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 1004.5088 GLYYVDFK 1138.1690 1004.5120 19.4179 6850 1 1004.5120 4.1888
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 2052.9041 DKYANPEIMIMENGYGDK 417.2817 2052.8977 29.3320 6527 2 1026.9525 ‐2.2448



NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 536.2351 YKED 3103.2730 536.2354 20.6348 1830 1 536.2354 ‐0.1759
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1573.7510 60180.0062 16 21.95 None 706.3155 NTDAFR 311.3643 706.3174 18.7417 1589 1 706.3174 2.76
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 rbamidomethyl+C( 1903.8743 EAFSLFDKDGDGCITTK 39772.5200 1903.8774 27.5617 35581 3 635.2973 0.8470
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1927.8556 EADVDGDGQINYEEFVK 47322.1100 1927.8568 28.0575 28869 2 964.4320 1.51
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1568.7075 DTDSEEELKEAFR 26211.6600 1568.7102 24.1119 20847 3 523.5749 0.4471
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1827.8429 MKDTDSEEELKEAFR 3021.7590 1827.8444 22.9248 13545 3 609.9530 ‐0.1065
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1352.6329 DSEEELKEAFR 13550.1100 1352.6356 24.1068 2032 2 676.8214 1.06
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1226.6052 GQINYEEFVK 119.7903 1226.6074 25.5501 1990 1 1226.6074 3.12
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 1398.6536 GDGQINYEEFVK 320.7969 1398.6500 28.2819 1107 2 699.8286 ‐3.1483
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 rbamidomethyl+C( 1556.7261 SLFDKDGDGCITTK 757.9623 1556.7265 25.8324 1039 2 778.8669 0.0406
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 874.4781 ELKEAFR 263.5403 874.4810 22.8598 875 2 437.7441 1.31
NP_176814.1 calmodulin 4 Arabidopsis thaliana 12528.1000 16918.8230 10 32.89 None 892.4887 ELKEAFR 150.2024 892.4871 24.3087 853 2 446.7472 ‐3.4884
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 391359.5000 1548.8085 18.5409 3139108 2 774.9079 ‐0.6240
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 935.4945 IIGFDNTR 77228.3600 935.4940 21.7543 1086358 2 468.2506 ‐2.1931
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 152535.2000 2080.9954 20.8599 689968 3 694.3367 ‐0.3509
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 907.4884 EVDYLIR 62400.9100 907.4887 23.7892 406612 2 454.2480 ‐1.3496
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 914.4229 YWTMWK 12633.9700 914.4226 17.9314 393277 2 457.7149 ‐1.9961
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1009.5102 EYPNAFIR 71447.8600 1009.5115 23.3567 355932 2 505.2594 ‐0.1243
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1941.9692 FETLSYLPDLTDSELAK 163436.5000 1941.9664 34.8568 298135 2 971.4868 ‐0.7661
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 1942.9732 QVQCISFIAYKPPSFTG 64314.0400 1942.9694 19.4590 276997 2 971.9884 ‐1.2578
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1351.5662 EHGNSPGYYDGR 39545.9900 1351.5683 13.3428 16315 3 451.1943 ‐0.0436
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 924.5666 VWPPIGKK 4219.2610 924.5662 16.0769 6000 1 924.5662 0.3192
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 796.4716 VWPPIGK 1576.4950 796.4715 15.4885 2452 2 398.7394 ‐2.0624
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 2070.0641 KFETLSYLPDLTDSELAK 159239.8000 2070.0621 33.0039 457010 3 690.6922 ‐1.5558
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 2198.1591 KKFETLSYLPDLTDSELAK 27279.2600 2198.1601 30.9066 49072 3 733.3916 0.0626
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 1781.8316 PCVEFELEHGFVYR 1291.1550 1781.8308 17.8898 20914 2 891.4191 ‐0.1249
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 652.3049 FDNTR 4305.7580 652.3043 21.7690 13275 1 652.3043 ‐1.1966
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 730.3155 GYYDGR 184.1870 730.3157 13.8783 6688 1 730.3157 0.3616
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1296.6371 FELEHGFVYR 209.8022 1296.6411 19.9028 5675 2 648.8242 2.72
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 414.2711 PIGK 4920.3420 414.2704 15.8680 5495 1 414.2704 ‐2.8058
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 778.3995 HGFVYR 158.1907 778.3995 18.1284 5286 1 778.3995 0.2449
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 510.2307 YDGR 86.7049 510.2297 13.8733 5210 1 510.2297 ‐2.7732
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 505.2365 DNTR 532.7711 505.2353 21.7594 3929 1 505.2353 ‐3.1634
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 1004.4718 CTDSAQVLK 195.0811 1004.4680 18.0593 3436 2 502.7377 ‐5.1505
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 673.2940 YYDGR 106.7284 673.2925 13.8701 2633 1 673.2925 ‐2.4705
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 822.4104 IGFDNTR 218.7523 822.4082 20.8848 2387 1 822.4082 ‐2.3771
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 rbamidomethyl+C 656.3225 WIPCV 97.3947 656.3216 17.5606 1826 1 656.3216 ‐1.6585
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1201.6311 LPDLTDSELAK 522.0417 1201.6264 34.8528 1287 1 1201.6264 ‐2.1928
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 751.3596 WTMWK 102.1427 751.3605 17.1013 1035 1 751.3605 1.02
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 489.1980 EVDY 77.7423 489.1968 23.0602 999 1 489.1968 ‐3.2110
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1364.6944 YLPDLTDSELAK 326.3580 1364.6851 34.8548 943 1 1364.6851 ‐4.5685
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1333.5556 EHGNSPGYYDGR 817.7647 1333.5588 15.0532 4984 2 667.2831 1.55
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 77848.4200 20501.3116 77 63.33 None 1923.9586 FETLSYLPDLTDSELAK 330.1277 1923.9535 33.0290 1892 2 962.4804 ‐2.0196
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 935.4945 IIGFDNTR 105488.0000 935.4940 21.7541 1085331 2 468.2506 ‐2.0676
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1009.5102 EYPNAFIR 81158.8500 1009.5115 23.3567 355932 2 505.2594 ‐0.0076
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1941.9692 FETLSYLPDLTDSELAK 156226.2000 1941.9664 34.8567 297664 2 971.4868 ‐0.7667
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 907.4884 EVDYLIR 66362.7300 907.4887 23.0598 272819 2 454.2480 ‐1.1868
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 2070.0641 KFETLSYLPDLTDSELAK 184867.3000 2070.0621 33.0038 456432 3 690.6922 ‐1.6364
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 2198.1591 KKFETLSYLPDLTDSELAK 34500.0500 2198.1601 30.9027 48489 3 733.3915 ‐0.0094
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1925.9868 EYPNAFIRIIGFDNTR 274.1944 1925.9998 26.3302 5580 3 642.6715 5.53
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 rbamidomethyl+C 2323.1329 NKWIPCVEFELEHGFVYR 532.0156 2323.1463 35.8402 942 2 1162.0768 7.02
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 709.3264 GFDNTR 17086.4600 709.3260 21.7516 226832 1 709.3260 ‐0.3489
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 679.3774 DYLIR 4472.0420 679.3780 23.7861 77735 1 679.3780 1.0602
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 652.3049 FDNTR 10287.5500 652.3043 21.7690 13275 1 652.3043 ‐0.9740
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 982.5244 KFETLSYL 10737.3700 982.5236 33.0046 12712 1 982.5236 0.4067
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 564.3504 YLIR 102.5698 564.3514 23.7858 11886 1 564.3514 1.08
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 778.4458 VDYLIR 261.5953 778.4465 23.7846 10712 1 778.4465 1.39
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1088.5470 PDLTDSELAK 1311.8930 1088.5420 34.8542 7077 1 1088.5420 ‐2.9787
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 763.3832 TDSELAK 2465.6640 763.3818 33.0165 5803 1 763.3818 ‐1.5427
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 505.2365 DNTR 1075.7570 505.2353 21.7594 3929 1 505.2353 ‐2.9820
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1201.6311 LPDLTDSELAK 120.4529 1201.6374 32.9815 2699 2 601.3223 4.39
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 706.3770 KFETLS 771.5873 706.3759 33.0030 2421 1 706.3759 ‐1.4313
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 880.4676 YPNAFIR 82.1833 880.4714 23.3627 1272 1 880.4714 5.02
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1289.6776 KFETLSYLPDL 218.0065 1289.6730 33.2812 969 2 645.3401 ‐4.3243
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 889.4778 EVDYLIR 929.0687 889.4790 23.0585 11184 2 445.2431 ‐0.2594
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1923.9586 FETLSYLPDLTDSELAK 164.0677 1923.9535 33.0290 1892 2 962.4804 ‐2.0222
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 31401.0800 20501.3116 77 63.33 None 1907.9763 EYPNAFIRIIGFDNTR 240.6345 1907.9792 27.2500 1252 3 636.6646 0.5955
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 386910.9000 1548.8085 18.5409 3139108 2 774.9079 ‐0.4568
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 283861.1000 2080.9954 20.8599 689968 3 694.3367 ‐0.2487
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 914.4229 YWTMWK 19711.7200 914.4226 17.9314 393277 2 457.7149 ‐1.9748
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1942.9732 QVQCISFIAYKPPSFTG 102151.1000 1942.9694 19.4590 276997 2 971.9884 ‐0.9999
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 935.4945 IIGFDNTR 26714.4800 935.4949 14.9273 17774 2 468.2511 ‐1.1929
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 924.5666 VWPPIGKK 4346.0820 924.5662 16.0769 6000 1 924.5662 0.0170
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 796.4716 VWPPIGK 1237.5150 796.4715 15.4885 2452 2 398.7394 ‐2.0682
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 751.3596 WTMWK 6292.4200 751.3582 17.9352 33839 1 751.3582 ‐2.0584
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 565.2803 TMWK 1933.4800 565.2805 17.9291 18454 1 565.2805 ‐0.5772
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1078.5198 GCTDSAQVLK 23085.3700 1078.5179 18.5414 16531 1 1078.5179 ‐0.8021
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 414.2711 PIGK 4567.5790 414.2704 15.8680 5495 1 414.2704 ‐3.0928
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 778.3995 HGFVYR 85.0873 778.3995 18.1284 5286 1 778.3995 ‐0.0530



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1190.5511 LPLFGCTDSAQ 1576.3180 1190.5488 18.5403 4807 1 1190.5488 ‐0.5907
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 709.3264 GFDNTR 5780.8910 709.3269 14.9209 4130 1 709.3269 0.3055
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 1409.7464 ISFIAYKPPSFTG 238.9837 1409.7408 18.7564 4071 2 705.3740 ‐4.3361
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1062.4925 LPLFGCTDSA 1332.1910 1062.4935 18.5163 3859 1 1062.4935 1.92
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1402.7035 LPLFGCTDSAQVL 617.0767 1402.6953 18.5399 1871 1 1402.6953 ‐3.8623
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 1314.6729 SFIAYKPPSFTG 228.4618 1314.6634 19.4934 1867 1 1314.6634 ‐5.4850
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 656.3225 WIPCV 50.4513 656.3216 17.5606 1826 1 656.3216 ‐1.9527
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 None 822.4104 IGFDNTR 8417.2760 822.4096 14.9263 1662 1 822.4096 ‐1.0428
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1338.6722 LFGCTDSAQVLK 136.7962 1338.6699 17.2752 1439 2 669.8386 ‐2.3046
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 67058.4200 20501.3116 77 63.33 rbamidomethyl+C 1225.5882 FGCTDSAQVLK 343.2002 1225.5880 19.0661 916 1 1225.5880 1.76
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 2222.1049 VGLDVFEEEPFMKPGLADTK 4321.7060 2222.1045 34.2830 15176 3 741.3730 ‐0.5653
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 1449.7948 EADLISLHPVLDK 9541.5520 1449.7935 28.2154 9243 2 725.4004 ‐1.2978
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 1021.4983 ASSMEEVLR 3453.8400 1021.5032 21.1256 8899 2 511.2552 3.03
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 1415.7675 EGMATLAALNVLGR 1696.6650 1415.7737 20.1140 8780 2 708.3905 3.36
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 2209.3470 2817.5043 24.3877 8173 3 939.8396 2.87
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 rbamidomethyl+C( 1373.6995 WINLLVDQGCR 1621.7010 1373.7005 18.9938 6943 2 687.3539 0.1429
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 2013.9335 AFSNMAVGYNNVDVEAANK 2017.9730 2013.9317 25.8567 6005 2 1007.4695 ‐0.0257
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 1014.5691 GQTVGVIGAGR 14462.3200 1014.5691 17.4988 4700 2 507.7882 ‐1.3794
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 2996.4532 ENPMFRVGLDVFEEEPFMKPGLADTK 751.0746 2996.4368 39.6699 9545 3 999.4838 ‐4.7725
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 None 1006.5536 ERLAMMKK 528.9763 1006.5555 24.8855 3415 2 503.7814 0.3854
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1411.0070 42476.0530 19 36.27 rbamidomethyl+C 1170.5936 INLLVDQGCR 208.4665 1170.5861 19.9058 790 1 1170.5861 ‐4.8545
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 2222.1049 VGLDVFEEEPFMKPGLADTK 3930.8050 2222.1045 34.2830 15176 3 741.3730 ‐0.6100
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1449.7948 EADLISLHPVLDK 9610.1180 1449.7935 28.2154 9243 2 725.4004 ‐1.2385
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1021.4983 ASSMEEVLR 3398.5900 1021.5032 21.1256 8899 2 511.2552 3.54
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1490.8213 GPVIDEAALVEHLK 2757.5470 1490.8227 29.2747 8203 3 497.6124 ‐0.6929
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 2013.9335 AFSNMAVGYNNVDVEAANK 646.1248 2013.9317 25.8567 6005 2 1007.4695 ‐0.0400
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1014.5691 GQTVGVIGAGR 18175.6700 1014.5691 17.4988 4700 2 507.7882 ‐1.2633
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1515.8166 AKPVSIEVYNPNGK 553.5029 1515.8162 21.2506 6277 3 505.9436 ‐1.8455
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1285.9420 42476.0530 19 36.27 None 1172.6456 VVSTKPMPGTR 334.1091 1172.6234 16.2122 805 2 586.8153 ‐19.9374
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 1215.9450 18003.4241 4 24.68 None 1197.5634 EIDEHLLAEE 15675.8300 1197.5649 24.1560 12631 2 599.2861 0.2473
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 1215.9450 18003.4241 4 24.68 None 1310.6297 VLEGDLMNEYK 3214.6400 1310.6284 25.0385 7503 2 655.8178 ‐1.7616
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 1215.9450 18003.4241 4 24.68 rbamidomethyl+C 2049.9447 ATPDKIHGCELHEGDWGK 623.2455 2049.9433 29.6124 1678 3 683.9860 ‐1.3080
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 1215.9450 18003.4241 4 24.68 None 850.4305 EIDEHLL 138.9523 850.4280 23.4903 2063 1 850.4280 ‐2.5207
NP_177360.1 patellin 1 Arabidopsis thaliana 112.7057 64160.4569 4 6.11 None 1078.5891 TFGSIITSPR 3053.6180 1078.5900 15.9503 6670 2 539.7986 ‐0.5128
NP_177360.1 patellin 1 Arabidopsis thaliana 112.7057 64160.4569 4 6.11 None 1190.5840 SSFVFVSDFR 674.5229 1190.5837 18.9264 3837 2 595.7955 ‐1.2884
NP_177360.1 patellin 1 Arabidopsis thaliana 112.7057 64160.4569 4 6.11 None 2031.0415 ELFINVPWWYIPYYK 1819.9320 2031.0373 24.1748 1817 2 1016.0223 ‐1.1818
NP_177360.1 patellin 1 Arabidopsis thaliana 112.7057 64160.4569 4 6.11 None 686.4196 IITSPR 163.0184 686.4218 16.8264 1925 1 686.4218 3.1660
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 1142.6892 LAVNTIGSLVR 8502.5330 1142.6904 17.5152 7874 2 571.8489 ‐0.0355
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 1833.8290 SIDAGDYDYAIAFQER 1787.4360 1833.8314 29.6353 7540 2 917.4193 1.42
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 2585.3066 QSSTEQTNFVSHVPSSLSLPQRR 676.1440 2585.3089 20.0423 1042 3 862.4411 1.0042
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 1475.7675 TLKEHEYIGMVR 296.1097 1475.7846 21.9009 18474 2 738.3959 11.40
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 2132.0295 VAKSIDAGDYDYAIAFQER 403.6272 2132.0468 45.5489 2861 2 1066.5270 9.66
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 rbamidomethyl+C(5)
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 302.4228 52236.8056 11 10.71 None 1729.7704 IDAGDYDYAIAFQER 238.6938 1729.7635 28.8305 1478 2 865.3854 ‐3.7905
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 167.7480 52236.8056 11 10.71 None 1263.6943 VALVGDAAGYVTK 3958.1250 1263.6923 24.8817 9949 2 632.3498 ‐2.3965
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 167.7480 52236.8056 11 10.71 None 1833.8290 SIDAGDYDYAIAFQER 1459.8530 1833.8314 29.6353 7540 2 917.4193 1.34
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 167.7480 52236.8056 11 10.71 None 1605.7537 TMEVDAVIGADGANSR 220.3152 1605.7500 21.0555 995 2 803.3786 ‐2.3716
NP_177587.1 geranylgeranyl diphosphate reductase Arabidopsis thaliana 167.7480 52236.8056 11 10.71 None 1729.7704 IDAGDYDYAIAFQER 203.1109 1729.7635 28.8305 1478 2 865.3854 ‐3.7678
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 1342.6386 INVYYNEASGGR 2993.1450 1342.6438 19.8345 4151 2 671.8256 3.63
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 2061.9845 MASTFVGNSTSIQEMFRR 849.8383 2061.9853 31.8417 3597 3 687.9999 ‐0.2776
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 1905.8833 MASTFVGNSTSIQEMFR 566.3105 1905.8897 27.9165 3168 3 635.9681 2.59
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 1957.0025 GHYTEGAELIDAVLDVVR 691.1946 1957.0520 28.3451 1156 2 979.0296 25.9618
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 1384.7003 MMLTFSVFPSPK 620.1127 1384.6881 22.1832 1124 2 692.8477 ‐9.3991
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 rbamidomethyl+C(4)
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 rbamidomethyl+C 1127.5402 SSVCDIPPTGI 343.1070 1127.5386 38.1643 1775 1 1127.5386 0.3826
NP_177706.1 tubulin beta 1 chain Arabidopsis thaliana 180.8102 50787.7601 8 6.71 None 1714.7451 MASTFVGNSTSIQEMF 384.7993 1714.7410 27.9276 1751 3 572.2518 ‐3.6586
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1563.8013 AVVQVFEGTSGIDNK 8244.6220 1563.8026 25.7286 23237 2 782.4050 0.7015
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1912.8786 GYPGYMYTDLATIYER 6942.8710 1912.8770 33.5057 15629 2 956.9422 ‐0.2087
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1088.5769 TPVSLDMLGR 3124.5540 1088.5762 27.3070 15075 2 544.7917 ‐1.7646
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1034.5629 YQEIVNIR 11054.1800 1034.5629 22.3846 12901 2 517.7851 ‐1.2503
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1029.5000 TLDQFYSR 8741.5080 1029.5000 21.4061 8595 2 515.2536 ‐1.2480
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1187.5514 FVMQGAYDTR 2399.3910 1187.5543 21.2862 4300 2 594.2808 1.08
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1368.8097 TVSGVAGPLVILDK 3828.5600 1368.8096 31.5315 3539 2 684.9085 ‐0.6038
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 2567.2195 DHSDVSNQLYANYAIGKDVQAMK 252.4556 2567.2630 36.8747 3463 3 856.4259 17.1087
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1315.6463 KFVMQGAYDTR 927.0620 1315.6510 19.7971 2610 2 658.3291 2.23
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 743.4410 EIVNIR 332.0622 743.4415 20.7864 9807 1 743.4415 1.0013
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1044.7870 54221.7466 24 32.51 None 1070.5663 TPVSLDMLGR 89.4747 1070.5729 28.3690 3109 2 535.7901 4.60
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 rbamidomethyl+C( 2178.1489 IPLFSAAGLPHNEIAAQICR 5573.2620 2178.1489 19.1295 19592 3 726.7212 ‐0.3254
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1596.9108 QIYPPINVLPSLSR 2622.1960 1596.9120 19.9537 12218 2 798.9596 0.7861
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1715.9327 VTLFLNLANDPTIER 2874.7430 1715.9323 20.1246 10865 2 858.4698 0.1287
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1369.7362 FTTVQFTGEVLK 1819.4850 1369.7324 17.9386 8751 2 685.3698 ‐3.2898
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1689.9323 NIFQSLDLAWTLLR 2485.8070 1689.9293 25.5624 3796 2 845.4683 ‐1.4543
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2568.4970 2469.2009 22.7812 14479 3 823.7385 0.3702
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1368.8097 TVSGVAGPLVILDK 2242.6660 1368.8183 19.0696 8105 2 684.9128 5.15
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 3184.6419 HVLVILTDMSSYADALREVSAAREEVPGR 272.4240 3184.6188 23.1288 985 3 1062.2111 ‐6.4123
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 4127.1005 KGSITQIPILTMPNDDITHPTPDLTGYITEGQIYIDR 654.5413 4127.0765 21.3384 5833 4 1032.5246 ‐5.8318
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 2439.2952 FTTVQFTGEVLKTPVSLDMLGR 511.8673 2439.2850 23.9231 3638 2 1220.1461 ‐2.0203
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1623.8377 LTGYITEGQIYIDR 486.1182 1623.8299 21.3758 10312 2 812.4186 ‐4.6976
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 1124.5695 NLANDPTIER 166.3142 1124.5658 20.1134 1378 1 1124.5658 ‐2.1568



NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 707.2773 54221.7466 24 32.51 None 2201.1271 HVLVILTDMSSYADALREVS 309.4038 2201.1252 22.2151 1041 3 734.3799 ‐1.1593
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 None 1532.8108 FITHTVPFSEINK 8260.2590 1532.8133 16.2448 12098 3 511.6093 0.3014
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 rbamidomethyl+C 1279.5987 EFGVTECVNPK 5570.7800 1279.5995 21.3231 7093 2 640.3034 ‐0.2396
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 None 2224.0663 DHDKPIQQVIAEMTDGGVDR 1664.4310 2224.0685 33.0170 5454 3 742.0277 0.6506
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 None 957.5251 TDIPGVVEK 10321.6200 957.5268 19.9903 4851 2 479.2671 0.2157
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 None 992.5411 IIGVDFNSK 5255.1740 992.5408 15.7500 3501 2 496.7741 ‐1.7607
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 None 2431.3231 AAVAWEAGKPLVIEEVEVAPPQK 7017.9790 2431.3248 31.2245 3042 3 811.1131 0.5958
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 rbamidomethyl+C 1003.4877 GVTECVNPK 197.2037 1003.4836 20.4712 1757 1 1003.4836 ‐3.1842
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1328.6420 41862.5280 8 22.43 rbamidomethyl+C 847.3979 TECVNPK 181.8470 847.3989 22.2408 1398 1 847.3989 1.38
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1352.6441 SASGNVVVYEGDR 13978.1400 1352.6446 18.3885 11063 2 676.8259 ‐0.2884
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1422.7223 SQPIPAENNEPVK 14897.4200 1422.7245 17.5032 8146 2 711.8659 1.0356
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1122.6041 EAEGIVTYLK 1376.5230 1122.6059 26.0130 6593 2 561.8066 0.4207
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1857.8501 IDASEEANKEFANEYK 2069.0650 1857.8510 21.2122 3255 3 619.9552 ‐0.4251
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1015.5419 QSGPASVEIK 290.5847 1015.5506 20.7976 1437 2 508.2789 7.00
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 2283.0928 VNVEVDQIESWFKDFQDGK 455.7836 2283.0927 25.4495 1426 3 761.7024 ‐0.3235
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1635.8125 LRADYDFAHTLDAK 968.5200 1635.8263 19.3709 8193 3 545.9469 7.47
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 2837.4931 SQPIPAENNEPVKVVVAESLDDIVFK 635.4441 2837.4768 37.5863 1418 3 946.4971 ‐5.2443
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 887.0739 56649.6896 9 15.35 None 1396.7107 DFNGEALEKFVK 929.9160 1396.7129 16.3353 1004 2 698.8601 1.0164
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 1341.6321 FGNFSIESESPK 17860.5600 1341.6348 24.8636 35206 2 671.3210 1.88
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 1346.7791 SPLLLQSNPIHK 10655.5000 1346.7777 15.7346 21124 2 673.8925 ‐1.6789
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 1748.7762 GVEFEYREEDFSNK 7291.0100 1748.7787 23.5365 10120 3 583.5978 0.3867
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 835.4560 EFIEAVK 30207.6700 835.4573 20.6112 9737 2 418.2323 ‐0.2776
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 899.4258 GVEFEYR 10339.1000 899.4273 20.8057 7950 2 450.2173 0.0310
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 1811.9174 SLPDSEKIVAYAAEYR 422.4478 1811.9290 38.5535 1236 2 906.4681 6.62
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 789.3989 IESESPK 284.8158 789.3977 24.1160 4396 1 789.3977 ‐1.2334
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 706.4134 FIEAVK 883.5796 706.4158 20.7455 1817 1 706.4158 3.50
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 3355.2730 25120.5464 15 28.11 None 1592.6863 EFEYREEDFSNK 1832.7470 1592.6860 23.5341 1291 2 796.8466 ‐0.3681
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1661.0990 25120.5464 15 28.11 None 1341.6321 FGNFSIESESPK 30038.2100 1341.6348 24.8636 35206 2 671.3210 1.22
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1661.0990 25120.5464 15 28.11 None 789.3989 IESESPK 465.7933 789.3995 24.3193 2493 1 789.3995 1.88
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 871.3015 25120.5464 15 28.11 None 1346.7791 SPLLLQSNPIHK 15756.0300 1346.7777 15.7346 21124 2 673.8925 ‐1.5582
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 871.3015 25120.5464 15 28.11 None 1453.7223 AQARFWADFVDK 272.2440 1453.7197 15.7692 6133 3 485.2448 ‐2.9646
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 871.3015 25120.5464 15 28.11 None 2180.1499 FGNFSIESESPKLIAWAKR 1160.6160 2180.1488 20.7125 2786 3 727.3878 ‐0.8245
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 871.3015 25120.5464 15 28.11 None 1076.4948 AQARFWADF 228.6970 1076.4948 17.5903 925 2 538.7511 ‐1.2426
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 951.5258 GTVTFAVTR 5563.0690 951.5263 21.1481 9177 2 476.2668 ‐1.0291
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 rbamidomethyl+C( 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 5312.9570 2690.2526 16.2865 6253 3 897.4224 0.6764
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 rbamidomethyl+C 1311.8069 CLLAPLLGTLIK 2164.3060 1311.8106 22.9843 2903 2 656.4089 2.0375
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 1168.5844 DANTSSVAYIK 1174.5120 1168.5999 20.5142 3547 1 1168.5999 14.7387
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 3960.8796 LGSDGSLKAFSYFPAATYLEWEETFAFFSNYFVR 678.3927 3960.8574 21.2694 5950 3 1320.9573 ‐3.4994
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 593.3406 FAVTR 80.9058 593.3399 21.4789 1744 1 593.3399 ‐1.6688
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 1150.5739 DANTSSVAYIK 331.0160 1150.5726 21.1550 3536 1 1150.5726 0.3581
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding doma 487.4348 51278.9025 8 10.11 None 933.5152 GTVTFAVTR 157.4281 933.5156 21.5947 1046 1 933.5156 1.1210
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 1788.7690 2287.0428 27.1099 13118 2 1144.0250 ‐2.2910
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 1098.5136 IEGADSFMTK 3850.3920 1098.5180 21.3508 11508 2 549.7626 2.08
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 1185.5687 GFVPFSDNFR 1700.4950 1185.5699 18.4785 8554 2 593.2886 ‐0.0484
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 2268.1547 FVWQSFDSPTDTLLVGQSLK 4093.6800 2268.1477 21.3229 7310 2 1134.5775 ‐1.6923
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 2922.4996 FVWQSFDSPTDTLLVGQSLKLNGQNK 763.4146 2922.4939 22.7729 755 3 974.8362 ‐1.3153
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 392.6482 49935.8041 6 13.54 None 910.4094 FVWQSFD 380.5190 910.4092 21.7910 1273 1 910.4092 0.4124
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1795.8683 LAEMPADSGYPAYLAAR 9530.1690 1795.8688 27.7682 22062 2 898.4381 0.6118
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1578.7170 FEDPAEGEDTLVEK 6998.4500 1578.7191 23.5180 15575 2 789.8632 1.13
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1545.8054 TTLVANTSNMPVAAR 5113.9220 1545.8059 22.4829 13714 2 773.4066 0.1019
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1801.9344 NIIHFYNLANQAVER 2310.9950 1801.9371 17.7865 12998 3 601.3172 0.5414
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1019.5520 ISGDVYIPR 4433.4670 1019.5520 22.3281 10822 2 510.2796 ‐1.4260
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1471.7639 EDDLNEIVQLVGK 6087.8530 1471.7631 34.1853 10246 2 736.3852 ‐0.9398
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAM 4777.4740 3736.8157 24.0932 10064 3 1246.2768 ‐0.3557
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1255.7005 LAADTPLLTGQR 9041.4700 1255.7025 23.4547 9609 2 628.3549 0.7124
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 rbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 8893.1470 2690.3499 34.7510 8914 3 897.4548 ‐0.4733
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2080.9346 LTTFEDDEKESEYGYVR 3395.0210 2080.9380 23.5812 8526 3 694.3175 1.0885
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1337.6260 YSTALESFYEK 797.0046 1337.6316 26.4143 8483 2 669.3195 3.94
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 rbamidomethyl+C( 1675.7381 YSNSDAVVYVGCGER 6636.5090 1675.7418 21.3723 6514 2 838.3745 2.36
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1391.7417 DTVIELEFQGIK 1668.3260 1391.7391 27.4791 5357 2 696.3732 ‐2.4487
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1674.7646 EDYLAQNAFTPYDK 1627.0930 1674.7714 27.3858 4447 2 837.8893 4.1033
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1335.7379 VGHDNLIGEIIR 1478.9330 1335.7392 28.5770 2895 3 445.9179 ‐0.6764
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1287.6804 WAEALREISGR 507.3623 1287.7118 23.5865 19882 2 644.3595 23.5508
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1966.2270 2465.1434 23.6385 5577 2 1233.0753 ‐1.2160
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1574.8272 DALAEGDKITLETAK 5747.4670 1574.8280 23.2230 9141 3 525.6142 ‐0.7848
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1495.7726 KSYTMLQSWPVR 1381.3070 1495.7602 26.1494 7527 2 748.3837 ‐8.6403
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 2409.2184 LVSQKFEDPAEGEDTLVEKFK 2462.9830 2409.2015 21.3112 4529 2 1205.1044 ‐5.3073
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 3350.6344 SVWMMRNIIHFYNLANQAVERAAGMDGQK 1235.0110 3350.6093 29.5124 3520 3 1117.5413 ‐6.2496
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1853.8804 FEDPAEGEDTLVEKFK 1492.7820 1853.8674 34.8730 1885 2 927.4373 ‐6.5231
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 561.2991 EISGR 91.3592 561.3021 24.9354 15172 1 561.3021 4.98
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1351.6641 PADSGYPAYLAAR 341.8898 1351.6625 28.2864 2567 2 676.3349 ‐1.8359
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 756.4291 VLDALFP 185.1283 756.4273 22.3445 2486 1 756.4273 ‐2.2593
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 810.4178 LPPDAMGK 98.7965 810.4202 22.8583 1812 1 810.4202 3.98
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 647.3875 VYIPR 516.5935 647.3872 20.7594 1806 1 647.3872 ‐0.7470
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1125.5397 KSYTMLQSW 146.6175 1125.5427 27.0018 1448 2 563.2750 1.30
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1200.6160 NIIHFYNLAN 301.7791 1200.6176 18.8749 1314 1 1200.6176 2.66
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1866.8028 TFEDDEKESEYGYVR 478.6321 1866.8042 22.6545 1236 2 933.9057 1.45
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 890.4466 GEDTLVEK 115.0063 890.4424 23.0401 761 1 890.4424 ‐4.1459



NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1412.6692 LVSQKFEDPAEGE 277.9711 1412.6738 22.3548 753 1 1412.6738 5.50
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1477.7620 KSYTMLQSWPVR 143.9626 1477.7677 24.5995 4621 2 739.3875 3.41
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1317.7274 VGHDNLIGEIIR 457.1178 1317.7270 30.3462 2529 2 659.3671 ‐1.0041
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2259.9540 69154.7867 60 54.74 None 1784.9078 NIIHFYNLANQAVER 496.5480 1784.9115 17.5892 3893 3 595.6420 1.0407
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1795.8683 LAEMPADSGYPAYLAAR 7659.3030 1795.8688 27.7682 22062 2 898.4381 0.6259
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1545.8054 TTLVANTSNMPVAAR 6434.9960 1545.8059 22.4829 13714 2 773.4066 0.1487
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1019.5520 ISGDVYIPR 4268.4970 1019.5520 22.3281 10822 2 510.2796 ‐1.3106
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1471.7639 EDDLNEIVQLVGK 3247.0720 1471.7631 34.1853 10246 2 736.3852 ‐0.8834
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1255.7005 LAADTPLLTGQR 10442.5300 1255.7025 23.4547 9609 2 628.3549 0.7970
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 4109.3390 2690.3499 34.7510 8914 3 897.4548 ‐0.4122
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1337.6260 YSTALESFYEK 1778.4220 1337.6316 26.4143 8483 2 669.3195 3.33
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 rbamidomethyl+C( 1675.7381 YSNSDAVVYVGCGER 7088.4120 1675.7418 21.3723 6514 2 838.3745 2.34
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1391.7417 DTVIELEFQGIK 965.1136 1391.7391 27.4791 5357 2 696.3732 ‐2.3818
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1674.7646 EDYLAQNAFTPYDK 2050.3070 1674.7714 27.3858 4447 2 837.8893 4.1333
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1733.8745 EASIYTGITIAEYFR 503.9994 1733.8780 35.1451 1687 2 867.4426 2.53
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1287.6804 WAEALREISGR 533.0264 1287.7118 23.5865 19882 2 644.3595 23.6312
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1367.6776 SYTMLQSWPVR 242.3651 1367.6731 21.0867 5957 2 684.3402 ‐3.8449
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 389.2327 2271.1116 26.7300 2173 2 1136.0594 ‐8.9765
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1495.7726 KSYTMLQSWPVR 1277.1520 1495.7602 26.1494 7527 2 748.3837 ‐8.5870
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1574.8272 DALAEGDKITLETAK 552.0449 1574.8310 27.6527 2435 3 525.6152 0.9105
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1853.8804 FEDPAEGEDTLVEKFK 875.7701 1853.8674 34.8730 1885 2 927.4373 ‐6.5165
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1058.5881 IELEFQGIK 98.8826 1058.5815 26.7905 3175 1 1058.5815 ‐4.7647
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1125.5397 KSYTMLQSW 164.3575 1125.5427 27.0018 1448 2 563.2750 1.45
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 946.4775 TSNMPVAAR 154.3711 946.4738 21.8827 1077 1 946.4738 ‐2.8191
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1071.5793 ADTPLLTGQR 264.2928 1071.5759 23.4371 921 1 1071.5759 ‐1.5948
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1477.7620 KSYTMLQSWPVR 317.1790 1477.7677 24.5995 4621 2 739.3875 3.97
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1349.6671 SYTMLQSWPVR 171.5701 1349.6693 22.5948 1750 2 675.3383 1.0236
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1165.0770 69154.7867 60 54.74 None 1374.7151 DTVIELEFQGIK 114.1782 1374.7081 26.0665 3460 2 687.8577 ‐5.6281
NP_178042.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 977.3472 25733.2895 5 27.23 None 1555.9206 LYKEPIPVTQLVR 12154.8800 1555.9222 17.0729 8970 3 519.3123 ‐0.2840
NP_178042.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 977.3472 25733.2895 5 27.23 None 2122.1866 LVQIEHALTAVGSGQTSLGIK 993.9249 2122.1822 18.1739 4800 3 708.0656 ‐2.5913
NP_178042.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 977.3472 25733.2895 5 27.23 None 1082.5000 EGFEGEISSK 2670.3710 1082.5023 19.1009 4715 2 541.7548 0.7635
NP_178042.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 977.3472 25733.2895 5 27.23 None 2203.0964 IQHLTPNIGTVYSGMGPDFR 1204.3490 2203.0985 18.0407 2483 3 735.0377 0.5452
NP_178042.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 977.3472 25733.2895 5 27.23 None 1881.9164 IQHLTPNIGTVYSGMGPD 604.6837 1881.9104 16.8898 1398 3 627.9750 ‐4.0038
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 20439.2300 2266.1732 21.7550 36000 2 1133.5902 ‐0.7305
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1749.0269 LVAGLPEGGVLLLENVR 38338.1800 1749.0260 21.2928 34797 2 875.0166 ‐0.0653
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1539.8992 GVSLLLPTDVVIADK 29481.9800 1539.9005 20.4089 23921 2 770.4539 0.7512
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1573.8432 GVTTIIGGGDSVAAVEK 34228.4000 1573.8443 16.3206 17537 2 787.4258 0.6975
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1465.8236 FLKPSVAGFLMQK 799.7430 1465.8209 18.4573 10606 3 489.2785 ‐3.0452
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1074.6306 KPFAAIVGGSK 2698.1320 1074.6315 13.9705 5509 2 537.8194 ‐0.4064
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1072.6513 YSLKPLVPR 1564.3850 1072.6526 15.1951 3980 2 536.8299 ‐0.0722
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 9096.8540 2370.2904 20.7486 12088 3 790.7683 ‐0.5918
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1215.6579 IIGGGDSVAAVEK 207.1357 1215.6551 17.9495 2649 2 608.3312 ‐3.2108
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1837.0470 GVSLLLPTDVVIADKFAP 253.1058 1837.0537 20.7140 1490 2 919.0305 4.39
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 581.3770 PLVPR 284.4703 581.3754 15.2044 1285 1 581.3754 ‐3.5563
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 446.2609 AVEK 51.6254 446.2593 15.7335 865 1 446.2593 ‐4.8342
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 1732.0003 LVAGLPEGGVLLLENVR 766.4413 1731.9917 22.8828 5467 2 866.4995 ‐4.6084
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5435.6120 42188.8769 14 27.93 None 2353.2650 GVSLLLPTDVVIADKFAPDANSK 484.2574 2353.2707 20.3530 1256 3 785.0951 2.12
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1496.7236 FIGTAGAASTMMNPK 15785.4100 1496.7244 15.7904 10632 2 748.8658 0.1942
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1428.7369 ISTYTIGPFQSSK 5387.9550 1428.7344 16.7839 9900 2 714.8708 ‐2.2815
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 954.5295 ILTEFFGK 259.6151 954.5238 27.2490 8666 1 954.5238 ‐5.1323
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1759.9225 REEFEEISIPILER 3661.1710 1759.9261 33.4263 5699 3 587.3136 1.0381
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 rbamidomethyl+C( 1744.8323 GSVIDQLGYCINSYR 2775.3820 1744.8323 18.8553 5268 2 872.9198 0.1963
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1768.8794 AFTPTQVMGMMLSNLK 1101.6440 1768.8806 23.6651 4465 2 884.9440 0.9544
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1346.6045 NAVESYVYDMR 2466.2090 1346.6039 26.2270 4365 2 673.8056 ‐1.1243
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1138.5197 EFEMALQDR 4591.0160 1138.5233 24.0144 3737 2 569.7653 1.90
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1603.8214 EEFEEISIPILER 3935.7610 1603.8192 35.4357 3523 2 802.4133 ‐1.4297
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 1934.8396 ASAEAAPASGDSDVNMQDAK 824.8112 1934.8431 17.3207 2426 2 967.9252 2.58
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 870.4680 VGDPVEVR 7001.2530 870.4691 16.8220 1728 2 435.7382 ‐0.4801
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 187.7471 1953.9837 34.4943 7523 2 977.4955 18.5711
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 2307.1921 VREFQVHESFPFSISLAWK 145.4181 2307.1474 36.8083 2579 3 769.7206 ‐19.6180
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 rbamidomethyl+C(2)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 rbamidomethyl+C( 1866.9167 VVGFDFGNENCLVAVAR 614.8212 1866.9122 34.5729 27226 2 933.9597 ‐1.9228
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 710.3508 TEFFGK 75.2433 710.3532 29.4633 1190 1 710.3532 3.62
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 781.8026 92421.4254 17 15.52 None 928.4007 ASAEAAPASGD 122.0633 928.4071 17.2873 1178 2 464.7072 5.77
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 873.4577 EAAWGLAR 17413.7300 873.4586 21.6782 29250 2 437.2329 ‐0.7717
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C 1484.8142 TVVSVPCGPSALAVK 7828.8460 1484.8171 26.1876 13427 2 742.9122 1.14
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C( 2404.1198 GLSPLAGSNEESWCQGLDGLASR 1939.4260 2404.1104 32.5436 12469 2 1202.5588 ‐2.2160
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 1623.8298 ASPETVADFTLTMLK 4168.5470 1623.8299 21.3758 10312 2 812.4186 ‐0.0396
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C 910.4451 TFVDCLR 6107.0850 910.4478 22.6316 5508 2 455.7275 1.88
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C( 1604.8061 GILAIDESNATCGKR 1904.0840 1604.8141 21.5642 4466 3 535.6096 3.50
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 1417.6918 LASIGLDNTEDNR 3679.7040 1417.7051 21.4749 10115 2 709.3562 8.21
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 901.5102 ANSLAQLGK 376.0428 901.5004 23.5376 2478 1 901.5004 ‐10.2774
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C( 1448.7050 GILAIDESNATCGK 203.0970 1448.7369 35.0213 904 2 724.8721 21.6004
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 1935.9519 LASIGLDNTEDNRQAYR 488.3242 1935.9409 36.7170 2823 2 968.4741 ‐5.0410
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 673.3780 AWGLAR 152.8798 673.3776 21.6829 4875 1 673.3776 ‐0.7586
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C 662.3291 VDCLR 810.4655 662.3282 24.0585 2379 1 662.3282 ‐1.5796
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C 1185.6297 SVPCGPSALAVK 216.0948 1185.6282 24.6085 1789 2 593.3177 ‐2.3113
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 rbamidomethyl+C 1321.6165 AIDESNATCGKR 287.6288 1321.6235 21.8207 1216 2 661.3154 4.46
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1342.9790 42555.2237 29 29.41 None 855.4472 EAAWGLAR 228.9559 855.4487 21.6805 1117 2 428.2280 0.0012



NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 873.4577 EAAWGLAR 21872.5000 873.4586 21.6782 29250 2 437.2329 ‐0.6373
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C 1484.8142 TVVSVPCGPSALAVK 10864.4700 1484.8171 26.1876 13427 2 742.9122 1.61
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C( 2404.1198 GLSPLAGSNEESWCQGLDGLASR 2672.8470 2404.1104 32.5436 12469 2 1202.5588 ‐2.2812
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C 910.4451 TFVDCLR 8964.3920 910.4478 22.6316 5508 2 455.7275 1.84
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C( 1604.8061 GILAIDESNATCGKR 1846.6120 1604.8141 21.5642 4466 3 535.6096 3.08
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 1417.6918 LASIGLDNTEDNR 1934.2150 1417.7051 21.4749 10115 2 709.3562 8.55
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 1935.9519 LASIGLDNTEDNRQAYR 346.2840 1935.9422 26.9257 4940 3 645.9856 ‐5.8869
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 1725.9170 VSFAIRAGAYSDELVK 476.9552 1725.9293 32.5166 3787 2 863.4683 7.90
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 1629.8595 TWQGKPEKIEASQK 434.6158 1629.8475 22.1792 1060 2 815.4274 ‐7.3813
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 673.3780 AWGLAR 189.5536 673.3776 21.6829 4875 1 673.3776 ‐0.5302
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C 662.3291 VDCLR 778.4186 662.3282 24.0585 2379 1 662.3282 ‐1.3543
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 rbamidomethyl+C 1321.6165 AIDESNATCGKR 270.2899 1321.6235 21.8207 1216 2 661.3154 4.06
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 855.4472 EAAWGLAR 267.1975 855.4487 21.6805 1117 2 428.2280 0.1380
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1432.2970 42555.2237 29 29.41 None 1918.9253 LASIGLDNTEDNRQAYR 108.8144 1918.9134 28.6003 3692 2 959.9604 ‐5.5938
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 2548.2388 SMKPSFDADNEFITLLHGSDPVK 1411.7670 2548.2346 30.6462 1975 3 850.0831 ‐1.5221
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1618.8071 VATVVANEWKDGSDK 509.5889 1618.7690 30.0154 77099 2 809.8882 ‐23.5572
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1116.6048 VATVVANEWK 356.7396 1116.5852 22.7565 21589 2 558.7962 ‐18.6187
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1217.6260 AVEELTEELGK 246.1638 1217.6161 21.2377 18953 2 609.3117 ‐8.9828
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 987.5106 EAALLDAER 219.0214 987.5283 27.0980 7400 1 987.5283 19.1939
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 2691.2104 MEEGGYAFEVNNGRPTASEFGTTAR 1420.7860 2691.2341 26.2021 3144 3 897.7495 9.1733
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1647.8184 DKDRELSESQAEIK 129.6238 1647.8304 24.8936 2043 2 824.4189 7.39
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1670.8708 ELEEAVLAGGTAANAVR 224.4478 1670.8403 35.9383 1750 2 835.9238 ‐18.1436
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 777.3811 AMEVEAK 74.5987 777.3705 21.3450 1711 1 777.3705 ‐13.2992
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1202.6375 SKEAALLDAER 800.6484 1202.6123 19.2787 1321 3 401.5423 ‐23.0857
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1861.9324 DQSLRDKDEAIEMLAK 393.7900 1861.8832 31.8367 1185 2 931.4452 ‐25.9574
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1437.7155 ASMAAQFAAEATLR 1156.1380 1437.7222 29.1399 1067 2 719.3647 4.19
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1692.8360 AVEELTEELGKMSEK 742.4570 1692.8223 26.7722 2898 2 846.9148 ‐7.9802
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1448.7665 VETLTKAMEVEAK 177.4071 1448.7536 29.1538 2377 2 724.8804 ‐9.3029
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 557.2930 EELGK 108.1137 557.2946 22.9255 3310 1 557.2946 2.99
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 706.3440 MEVEAK 76.2863 706.3461 28.4548 2317 1 706.3461 3.1367
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1578.7619 NNGRPTASEFGTTAR 426.2128 1578.7587 28.0811 1878 2 789.8830 ‐2.1145
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1629.8079 DKDRELSESQAEIK 193.5001 1629.8066 26.6535 7520 2 815.4069 ‐0.7750
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1098.5942 VATVVANEWK 261.8752 1098.5999 22.3801 3764 2 549.8036 4.0498
NP_178284.1 microtubule associated protein 70 3 Arabidopsis thaliana 192.8883 69829.6684 20 3.66 None 1674.8255 AVEELTEELGKMSEK 303.3978 1674.8179 25.5061 2334 2 837.9126 ‐4.4315
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1292.6634 FYSLPALNDPR 8611.0360 1292.6632 17.7754 16499 2 646.8353 ‐0.9036
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 rbamidomethyl+C( 2104.0930 VLLQDFTGVPAVVDLACMR 5479.2800 2104.0854 22.4237 13969 2 1052.5464 ‐2.5535
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1116.6259 TSLAPGSGVVTK 14718.4300 1116.6274 18.4134 12871 2 558.8173 0.1118
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1550.7849 VVNFSFDGQPAELK 3866.1310 1550.7848 17.7447 10912 2 775.8960 ‐0.3005
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 rbamidomethyl+C( 1548.8277 SNLVGMGIIPLCFK 8513.0190 1548.8260 21.4817 10327 2 774.9166 ‐1.3141
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 914.5669 ILLESAIR 12995.7800 914.5665 16.3426 9197 2 457.7869 ‐2.1072
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 rbamidomethyl+C( 2398.1483 VYSSYLELNLDDVEPCISGPK 1547.3110 2398.1405 34.6721 9010 2 1199.5739 ‐1.5537
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 5049.2790 2997.4299 19.9816 8313 3 999.8148 0.5193
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1557.7140 SGEDADTLGLTGHER 5037.6070 1557.7152 19.2806 7733 3 519.9099 ‐0.5170
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1009.5135 LSVFDAAMR 10508.5400 1009.5173 17.2707 6166 2 505.2623 2.77
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1497.7254 SDETVAMIEAYLR 7885.9390 1497.7248 35.6334 3832 2 749.3660 ‐0.7213
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1774.9545 SVLSPSVSSTSPSSLLAR 909.0307 1774.9552 19.0273 2798 3 592.3232 ‐0.6377
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1573.7890 MYLTASSSASSSIIR 327.1883 1573.7768 32.9187 15887 2 787.3921 ‐7.9143
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1596.7864 DTIILAGAEYGSGSSR 644.2847 1596.7568 26.2392 2306 3 532.9238 ‐19.7733
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 3352.7147 LQRTFSSMASEHPFKGIFTTLPKPGGGEFGK 128.4919 3352.6878 22.0806 1605 3 1118.2341 ‐6.7904
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 Oxidation+M(17) 2263.2261 MRNGVTATDLVLTVTQMLRK 559.5588 2263.2362 18.7959 2579 4 566.5645 3.1690
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 Oxidation+M(6) 1414.7722 IVNKLMNGEVGPK 274.6772 1414.7770 21.2348 1611 2 707.8921 2.41
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 744.4250 PGSGVVTK 167.3832 744.4248 19.7319 8816 1 744.4248 ‐0.2939
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 688.3988 LESAIR 3430.5340 688.3970 16.3488 3206 1 688.3970 ‐2.7341
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 rbamidomethyl+C 765.3382 DLACMR 109.2902 765.3406 23.4568 2188 1 765.3406 3.1806
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 679.3450 FYSLPA 107.7384 679.3481 19.1564 1699 1 679.3481 4.57
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1381.6787 STYIHEPPYFK 264.4751 1381.6740 18.6525 1588 2 691.3407 ‐3.9620
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1190.8860 108828.8021 60 22.42 None 1362.7012 IILAGAEYGSGSSR 565.9528 1362.7018 25.1447 1368 2 681.8545 ‐0.2030
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1116.6259 TSLAPGSGVVTK 31515.5500 1116.6274 18.4134 12871 2 558.8173 0.2146
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 rbamidomethyl+C( 2398.1483 VYSSYLELNLDDVEPCISGPK 855.9827 2398.1405 34.6721 9010 2 1199.5739 ‐1.6181
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1497.7254 SDETVAMIEAYLR 4810.0430 1497.7248 35.6334 3832 2 749.3660 ‐0.6683
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1217.6525 GFAIPKEAQEK 213.5729 1217.6394 20.6169 116874 2 609.3233 ‐11.6098
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1557.7140 SGEDADTLGLTGHER 965.0374 1557.7427 23.7043 2015 2 779.3750 18.2772
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1765.8174 SENAVQANMELEFQR 1045.9050 1765.8521 29.8584 1383 2 883.4297 19.9283
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 Oxidation+M(9) 2309.0939 SENAVQANMELEFQRNKER 896.0209 2309.0959 29.4979 5787 3 770.3701 0.6043
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 rbamidomethyl+C(12)
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 744.4250 PGSGVVTK 4133.6660 744.4220 18.4052 1456 1 744.4220 ‐3.8075
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 None 1331.6702 ELEFQRNKER 102.4885 1331.6664 30.4689 1066 2 666.3368 ‐3.5506
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 593.7547 108828.8021 60 22.42 rbamidomethyl+C( 2381.1218 VYSSYLELNLDDVEPCISGPK 490.2778 2381.1199 36.5486 1981 2 1191.0636 0.8213
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1292.6634 FYSLPALNDPR 9194.3800 1292.6632 17.7754 16499 2 646.8353 ‐0.7953
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C( 2104.0930 VLLQDFTGVPAVVDLACMR 10105.8100 2104.0854 22.4237 13969 2 1052.5464 ‐2.2586
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1550.7849 VVNFSFDGQPAELK 3714.1140 1550.7848 17.7447 10912 2 775.8960 ‐0.1328
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C( 1548.8277 SNLVGMGIIPLCFK 8866.5870 1548.8260 21.4817 10327 2 774.9166 ‐1.1469
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 914.5669 ILLESAIR 5685.0770 914.5665 16.3426 9197 2 457.7869 ‐2.0859
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 3291.4750 2298.2814 21.4829 8634 3 766.7653 ‐0.2807
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 3115.4120 2997.4299 19.9816 8313 3 999.8148 0.4186
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2662.3069 DIWPTTEEIAEVVQSSVLPDMFR 548.1616 2662.3140 25.5607 6703 3 888.1095 2.87
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1009.5135 LSVFDAAMR 8530.8500 1009.5173 17.2707 6166 2 505.2623 2.09
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C 2750.3091 DAYCLLNFGDSITTDHISPAGNIQK 1154.3800 2750.3139 19.8599 4090 3 917.4428 2.0890
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1774.9545 SVLSPSVSSTSPSSLLAR 1390.8660 1774.9552 19.0273 2798 3 592.3232 ‐0.4678



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C 3319.5900 DAYCLLNFGDSITTDHISPAGNIQKDSPAAK 132.1745 3319.6733 23.7368 4059 3 1107.2293 26.1268
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2528.1900 SSGEDTIILAGAEYGSGSSRDWAAK 228.0001 2528.2221 22.4844 2100 2 1264.6147 15.1130
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C( 2983.5704 HGSVVIAAITSCTNTSNPSVMLGAGLVAKK 248.0920 2983.6444 17.7136 1428 3 995.2197 25.4325
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1862.8742 FVEFYGNGMSGLSLADR 151.6368 1862.9209 25.6107 1399 2 931.9641 25.8390
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1596.7864 DTIILAGAEYGSGSSR 524.9676 1596.8206 17.6146 1332 2 798.9139 21.4741
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 3338.6321 SSGEDTIILAGAEYGSGSSRDWAAKGPMLQGVK 201.6914 3338.6165 21.9100 2149 3 1113.5437 ‐3.6488
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2119.1362 MRNGVTATDLVLTVTQMLR 281.1514 2119.1323 22.8580 1181 3 707.0490 ‐2.2569
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 2046.0284 MYLTASSSASSSIIRAASSR 216.6137 2046.0230 25.5741 828 2 1023.5151 ‐1.4925
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 668.3362 ALNDPR 78.3766 668.3394 18.4646 10675 1 668.3394 4.1770
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1261.6245 VQSSVLPDMFR 358.0703 1261.6310 24.6358 4349 2 631.3191 4.66
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 688.3988 LESAIR 800.4022 688.3970 16.3488 3206 1 688.3970 ‐3.0293
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 679.3450 FYSLPA 67.8248 679.3481 19.1564 1699 1 679.3481 4.0708
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 801.4829 LLESAIR 135.8545 801.4825 16.3429 1267 1 801.4825 ‐0.4854
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 rbamidomethyl+C 1131.5649 PAVVDLACMR 1822.5140 1131.5691 22.4189 1064 1 1131.5691 4.06
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 887.1246 108828.8021 60 22.42 None 1381.6787 STYIHEPPYFK 230.2707 1381.6820 20.7557 844 1 1381.6820 4.52
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1181.5797 LADTYGSGELR 8479.6930 1181.5799 19.2972 6761 2 591.2936 ‐0.8376
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1718.8344 GEEGKPVEGADVYVGGR 3535.0880 1718.8363 19.1279 6505 3 573.6169 ‐0.0030
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1276.5838 LQADDMDELAR 2194.7660 1276.5889 22.7429 6179 2 638.7981 3.1569
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1536.9611 VTELVPLVAEILIK 5202.7610 1536.9622 24.1574 5211 2 768.9847 0.4343
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1278.7668 GVVLPDVPEILK 1147.3370 1278.7696 20.1584 4727 2 639.8884 1.47
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1529.8151 FGFNLLVGGFFSPK 811.1055 1529.8076 17.5016 2456 2 765.4074 ‐5.1968
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 rbamidomethyl+C(1)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 902.4764 IEREPMK 1732.9400 902.4701 18.5516 12893 1 902.4701 ‐6.4176
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 rbamidomethyl+C 3193.4983 WNVCVVGTHDLYEHPHINDLAYMPANK 264.8719 3193.5478 42.3111 4545 3 1065.1875 16.5284
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 rbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 578.0699 66018.3175 13 18.43 None 1512.7886 FGFNLLVGGFFSPK 360.6016 1512.7889 16.8171 987 3 504.9345 ‐1.1358
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 202.1954 66018.3175 13 18.43 None 1536.9611 VTELVPLVAEILIK 7858.9520 1536.9622 24.1574 5211 2 768.9847 0.5987
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 202.1954 66018.3175 13 18.43 None 1278.7668 GVVLPDVPEILK 705.0983 1278.7696 20.1584 4727 2 639.8884 1.98
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 rbamidomethyl+C( 1474.7570 TSKPVVIADCGQIS 9670.1580 1474.7585 21.3480 42460 2 737.8829 0.6246
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 2099.9954 IVMELYADTTPETAENFR 7447.6690 2099.9948 30.4777 41705 2 1050.5011 0.7254
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 1040.5411 FKDENFIK 2646.7590 1040.5450 19.6662 4413 2 520.7761 2.82
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 1168.6361 FKDENFIKK 7335.0830 1168.6382 17.1430 12087 3 390.2176 ‐0.3606
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 893.4727 KDENFIK 274.4347 893.4774 20.4266 3437 2 447.2423 3.08
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 848.3897 ETAENFR 53.5617 848.3872 27.1674 1462 1 848.3872 ‐2.2514
NP_179251.1 cyclophilin ROC3 Arabidopsis thaliana 1924.5980 18720.0882 7 23.70 None 2081.9848 IVMELYADTTPETAENFR 190.3593 2081.9916 30.5865 1953 2 1041.4994 4.1855
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 rbamidomethyl+C 1900.9698 VCIVGSGPAAHTAAIYASR 5099.1200 1900.9708 15.4578 6927 3 634.3284 ‐0.1852
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 None 2425.2133 FLDGQLELDEDGYVVTKPGTTK 514.9211 2425.2009 20.8437 5965 3 809.0718 ‐5.1524
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 None 2290.1748 NKPLVVIGGGDSAMEEANFLTK 180.5893 2290.1894 21.5325 1919 2 1145.5983 8.1834
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 rbamidomethyl+C(5)
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 None 1528.7867 VGSGPAAHTAAIYASR 339.0312 1528.7931 15.9179 2087 3 510.2692 3.0638
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 296.7844 40242.4443 6 10.85 None 2407.2027 FLDGQLELDEDGYVVTKPGTTK 189.7397 2407.2052 22.2652 9134 2 1204.1063 3.1170
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 2002.9465 ASGDYAIVIAHNPDSDTTR 14881.0800 2002.9514 22.5289 22320 3 668.3220 1.63
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 1016.5306 AMIGQVAGGGR 27739.0600 1016.5318 17.5583 16397 2 508.7695 ‐0.2411
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 1292.6957 GVVTEIIHDPGR 8146.2870 1292.6944 23.2523 16381 2 646.8508 ‐1.8137
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 rbamidomethyl+C 1974.9451 SIPEGAVVCNVEHHVGDR 2350.5970 1974.9476 24.0455 15985 3 658.9874 0.5443
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 1251.7783 ATLVVGNVLPLR 12180.1900 1251.7804 19.0810 10460 2 626.3938 0.7292
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 rbamidomethyl+C 1785.9211 IVPSGCRAMIGQVAGGGR 459.3047 1785.9358 24.7097 3236 3 595.9835 7.09
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 701.3689 GQVAGGGR 11282.3000 701.3690 17.5612 1629 1 701.3690 0.0334
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 928.4669 MIGQVAGGGR 270.5822 928.4655 24.6127 1510 1 928.4655 ‐0.7838
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 None 1509.7656 AIVIAHNPDSDTTR 2478.4750 1509.7688 22.5406 760 2 755.3881 1.83
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 rbamidomethyl+C 1767.9105 IVPSGCRAMIGQVAGGGR 404.0020 1767.9156 25.2199 11309 2 884.4614 3.1468
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3387.9790 28030.2598 20 30.62 rbamidomethyl+C 1768.8946 IVPSGCRAMIGQVAGGGR 567.0869 1768.8915 25.0603 1931 2 884.9494 ‐1.4595
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 2002.9465 ASGDYAIVIAHNPDSDTTR 11793.4200 2002.9514 22.5289 22320 3 668.3220 1.21
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 1016.5306 AMIGQVAGGGR 39799.6400 1016.5318 17.5583 16397 2 508.7695 ‐0.1253
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 1292.6957 GVVTEIIHDPGR 5983.9970 1292.6944 23.2523 16381 2 646.8508 ‐1.7339
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 rbamidomethyl+C( 2312.1090 ELFVAAEGMYTGQFLYCGKK 461.0549 2312.1062 28.0916 13385 3 771.3736 ‐1.4828
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 rbamidomethyl+C( 2440.1676 QKELFVAAEGMYTGQFLYCGK 1559.8270 2440.1930 35.5874 2612 3 814.0692 10.47
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 rbamidomethyl+C 1785.9211 IVPSGCRAMIGQVAGGGR 531.4006 1785.9358 24.7097 3236 3 595.9835 7.1177
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 1136.6058 VTEIIHDPGR 376.0652 1136.6077 21.2047 15412 2 568.8075 0.5645
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 701.3689 GQVAGGGR 13467.1000 701.3690 17.5612 1629 1 701.3690 0.2696
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 3006.4210 28030.2598 20 30.62 None 1509.7656 AIVIAHNPDSDTTR 2516.4690 1509.7688 22.5406 760 2 755.3881 1.98
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 1327.6852 NVGSVVAVDQDPK 148855.9000 1327.6850 19.4533 73167 2 664.3461 ‐0.8720
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 2285.0932 VNYANISTNNYALDEVEEVK 4916.9680 2285.0844 29.8524 16120 2 1143.0458 ‐2.4137
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 2276.0525 AAEDTPPATASSDSSSTTAAAAPAK 2110.5940 2276.0587 16.3050 5991 2 1138.5330 4.1562
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 989.5891 TRYPVVVR 3981.1400 989.5893 17.5251 11573 2 495.2983 ‐1.2220
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 3277.6295 SFGSRLVVRAAEDTPPATASSDSSSTTAAAAPAK 1021.6570 3277.6571 22.1883 4346 3 1093.2239 9.59
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 1584.8340 NVGSVVAVDQDPKTR 596.2062 1584.8399 18.2221 1764 2 792.9236 3.34
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 1213.6423 VGSVVAVDQDPK 409.8731 1213.6418 17.6659 1605 2 607.3246 ‐1.3672
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 14574.4500 15189.4225 8 51.72 None 971.5785 TRYPVVVR 162.7898 971.5826 17.0077 839 2 486.2949 2.89
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1089.5786 GVAASSLEEVK 4216.0610 1089.5815 20.6127 58181 2 545.2944 1.57
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1389.6744 LITADDLDDAAEK 9464.5270 1389.6753 23.4048 18225 2 695.3413 0.1089
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1687.8901 AIQDVFPNESELVVK 8602.8240 1687.8855 30.8329 17245 2 844.4464 ‐2.6560
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1660.8428 VPIDVFAGITDEDAAK 6244.7020 1660.8443 32.5650 16611 2 830.9258 0.8914
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 2694.3271 LHGGTPANFLDVGGNASEHQVVEAFK 4546.4830 2694.3305 18.0887 8948 4 674.3381 0.2906
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1217.6736 GVAASSLEEVKK 5047.2730 1217.6731 17.5644 3460 2 609.3402 ‐1.3448
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1182.5538 LNFDDNAAFR 881.2412 1182.5623 25.1635 16571 2 591.7848 6.1572
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1946.9389 QKEVFAMRDPTQEDPR 903.7408 1946.9676 18.0513 6082 3 649.6607 14.0111
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 3430.7675 LNIHEYQGAELMGKYGVNVPKGVAASSLEEVK 1714.6300 3430.7625 22.8010 1825 3 1144.2590 ‐0.1200
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1357.6998 DVFPNESELVVK 675.6910 1357.7029 28.3778 3910 2 679.3551 1.22



NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 704.3825 SLEEVK 266.1459 704.3805 21.9083 2576 1 704.3805 ‐2.9442
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1397.6808 GNASEHQVVEAFK 268.5107 1397.6866 17.4219 1429 2 699.3469 3.54
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 418.2296 AAEK 34.0249 418.2317 21.0870 1128 1 418.2317 3.28
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1554.7547 VGGNASEHQVVEAFK 386.2401 1554.7585 19.0948 868 2 777.8829 2.25
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1929.9123 QKEVFAMRDPTQEDPR 382.8854 1929.9182 18.8638 1356 2 965.4627 3.39
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1426.1790 45630.7876 23 30.64 None 1670.8636 AIQDVFPNESELVVK 530.4406 1670.8642 31.6642 1236 2 835.9357 0.3958
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 1089.5786 GVAASSLEEVK 5886.7800 1089.5815 20.6127 58181 2 545.2944 1.20
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 1687.8901 AIQDVFPNESELVVK 7641.0550 1687.8855 30.8329 17245 2 844.4464 ‐2.6278
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 1660.8428 VPIDVFAGITDEDAAK 12331.4200 1660.8443 32.5650 16611 2 830.9258 0.9232
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 1182.5538 LNFDDNAAFR 939.9843 1182.5623 25.1635 16571 2 591.7848 6.13
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 1217.6736 GVAASSLEEVKK 137.9247 1217.6476 23.7504 2506 2 609.3275 ‐22.1912
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 rbamidomethyl+C 2706.2961 TDCTMLEINPLAETSTNQLVAADAK 1130.7960 2706.2941 33.7215 2242 3 902.7696 ‐0.3439
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 988.1189 45630.7876 23 30.64 None 990.4738 AGITDEDAAK 332.0934 990.4737 33.7886 1664 1 990.4737 1.1189
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1624.9057 HVVFGQVVEGLDVVK 3238.2960 1624.9139 18.6873 36749 3 542.3095 3.08
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1111.5704 IVMELYTDK 4924.9710 1111.5714 24.8280 27416 2 556.2893 ‐0.2732
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1085.4534 FEDENFER 26830.7900 1085.4551 18.7193 22651 2 543.2312 0.2327
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 834.3992 TDWLDGK 4881.9380 834.3998 21.4447 9411 1 834.3998 1.0891
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1410.7086 VFFDMTIGGAPAGK 700.6154 1410.7080 25.5777 2368 1 1410.7080 1.13
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1153.5484 NGTGGESIYGAK 273.4095 1153.5448 38.8784 1201 1 1153.5448 ‐1.6434
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1063.5531 TPKTAENFR 324.4637 1063.5573 17.7650 7514 2 532.2823 2.08
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 rbamidomethyl+C 1865.9287 TAENFRALCTGEKGVGR 862.8098 1865.9277 24.7402 1923 2 933.4675 ‐0.0617
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 899.4179 MELYTDK 639.4299 899.4134 23.7378 4215 1 899.4134 ‐4.3885
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 809.3424 DENFER 2760.9660 809.3401 18.6700 2627 1 809.3401 ‐2.6518
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 938.3850 EDENFER 3780.0890 938.3846 18.7064 1228 1 938.3846 0.2778
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1135.5378 NGTGGESIYGAK 100.3011 1135.5412 36.4922 939 1 1135.5412 4.03
NP_179709.1 peptidyl prolyl cis trans isomerase CYP19 2 Arabidopsis thaliana 2062.1850 18692.1609 13 41.95 None 1046.5265 TPKTAENFR 257.3693 1046.5263 17.9029 1431 2 523.7668 ‐1.5575
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 954.4832 FFVGGNWK 12050.1600 954.4840 17.0806 23746 2 477.7456 ‐0.7062
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 1449.7584 GPEFATIVNSVTSK 2032.1640 1449.7563 18.3920 20700 2 725.3818 ‐1.7130
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 8617.3420 2776.3987 23.6011 18143 3 926.1378 0.5838
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 rbamidomethyl+C 1228.6031 TFDVCFAQLK 2577.3300 1228.6051 18.2690 15896 2 614.8062 0.7745
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 1096.5898 WVILGHSER 12474.1900 1096.5913 15.4598 3253 2 548.7993 0.1456
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 1303.6641 IDISGQNSWVGK 99.6085 1303.6803 19.9884 19514 2 652.3438 11.70
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 1435.7427 GGAFTGEISVEQLK 1066.0450 1435.7570 17.1654 8978 2 718.3821 9.82
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 1962.9879 SSLTDRIDISGQNSWVGK 1431.5380 1963.0026 19.5954 4975 2 982.0049 8.98
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 561.2780 GGNWK 920.7681 561.2808 17.0665 1984 1 561.2808 4.0825
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1756.1170 33573.8825 10 31.43 None 2202.1230 PSWDNIVVAYEPVWAIGTGK 479.6738 2202.1222 23.1217 919 2 1101.5647 1.77
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 2150.1703 ELINSPANVLTPAVLAEEAAK 13628.4400 2150.1674 35.0124 18595 2 1075.5873 ‐0.2365
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 rbamidomethyl+C( 1850.9317 LTLADALVYACNQGVDK 3305.3230 1850.9350 19.7316 11630 2 925.9711 2.14
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 1318.6233 TIEVNNTDAEGR 15641.2000 1318.6287 15.5649 9782 2 659.8180 3.42
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 1163.5473 SGVADMVNTGGR 2715.8360 1163.5525 19.5698 6988 2 582.2799 3.16
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 1991.0808 LSSVSALASGIVLGLFEDGR 3208.7090 1991.0780 24.9709 4979 2 996.0426 ‐0.6216
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 rbamidomethyl+C 1192.5701 TGPGCSIELMK 2206.8590 1192.5423 23.8970 11695 2 596.7748 ‐24.3097
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 1937.9662 ASQSTSAAIVLASSVSDESK 568.7516 1937.9991 19.7284 7729 2 969.5032 17.6551
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 rbamidomethyl+C 1249.5882 LVYACNQGVDK 405.8645 1249.5958 19.9706 5458 2 625.3015 5.08
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1274.0320 54794.5679 17 21.73 None 734.3614 MVNTGGR 168.3171 734.3602 20.6321 2535 1 734.3602 ‐1.5525
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 None 2150.1703 ELINSPANVLTPAVLAEEAAK 15084.2600 2150.1674 35.0124 18595 2 1075.5873 ‐0.2686
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 None 1163.5473 SGVADMVNTGGR 1783.3350 1163.5525 19.5698 6988 2 582.2799 3.82
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 rbamidomethyl+C( 2659.2920 VASTYSDVFTANILNEEQCKELK 908.0363 2659.2769 34.0726 1239 3 887.0972 ‐5.3744
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 None 1271.6266 GLTFDSGGYNIK 1633.1090 1271.6253 25.6099 13444 2 636.3163 ‐1.7926
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 rbamidomethyl+C 1192.5701 TGPGCSIELMK 481.7440 1192.5423 23.8970 11695 2 596.7748 ‐24.2168
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 None 1031.5408 EIDVIEWK 3111.7660 1031.5422 28.3319 6267 2 516.2748 0.1174
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 rbamidomethyl+C( 2289.0704 VASTYSDVFTANILNEEQCK 361.5969 2289.0369 24.7728 4507 3 763.6838 ‐14.9511
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 811.7397 54794.5679 17 21.73 rbamidomethyl+C( 1850.9317 LTLADALVYACNQGVDK 354.5681 1850.9666 31.9423 4444 2 925.9869 19.3164
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 1646.7756 NEEDVSPSLEGLTEK 31945.8900 1646.7789 25.0274 13732 2 823.8931 2.0507
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 1573.6628 SFYGSGGDYSMFAGK 5239.4290 1573.6632 27.7367 7949 2 787.3353 0.1202
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 2509.2722 EINTLNDWETKFEAKYPVVGR 423.5538 2509.2663 18.3491 1446 4 628.0720 ‐3.4561
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 973.5201 PSLEGLTEK 171.9495 973.5225 23.5609 3376 2 487.2649 1.0199
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 2250.1190 NTLNDWETKFEAKYPVVGR 311.8208 2250.1225 18.3143 1758 2 1125.5649 2.39
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 5577.7990 11031.2792 6 51.00 None 1628.7650 NEEDVSPSLEGLTEK 217.1548 1628.7563 27.9517 1878 2 814.8818 ‐5.3555
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1620.8203 GAPHPPSLLMADTWK 3622.0400 1620.8209 18.0282 25263 2 810.9141 0.3362
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1340.6553 RDVSGSAFTTSGR 134.1879 1340.6511 23.8139 15095 2 670.8292 ‐3.8385
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1221.6660 IAILNANYMAK 8598.3700 1221.6665 17.0700 14671 2 611.3369 ‐0.5228
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1320.6735 EYAAFPAPWLR 16162.9900 1320.6767 20.0049 10780 2 660.8420 1.80
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C(3)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C 1838.9041 TFCIPHGGGGPGMGPIGVK 5310.3820 1838.9070 16.9018 9907 3 613.6405 0.6887
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 7276.7590 2760.2733 19.2799 9892 3 920.7626 0.7678
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C(5)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1243.6165 NTAGIEPEDVAK 6159.3130 1243.6188 18.7178 7495 2 622.3130 0.9315
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 3204.3500 3237.4824 21.5726 6736 3 1079.8323 ‐2.5326
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1778.9323 LGTAQVQDLPFFDTVK 2374.9380 1778.9311 20.3935 5977 2 889.9692 ‐0.3821
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1399.7176 NTAGIEPEDVAKR 7757.5770 1399.7204 17.6642 5567 3 467.2450 0.4573
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C(8)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C(9)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C 1568.7625 VTCSDATAIFDVAAK 573.7135 1568.7525 27.4637 4035 2 784.8799 ‐6.5843
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 873.5040 IVAVGTDAK 311.8348 873.4967 29.0472 2299 1 873.4967 ‐7.8802
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1755.8984 GNINIEELRNAAEANK 1523.1190 1755.8932 23.5713 1197 2 878.4503 ‐2.6940
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 620.3039 ADTWK 381.3272 620.3015 16.6799 4521 1 620.3015 ‐4.1088
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1258.6500 PPSLLMADTWK 865.0156 1258.6489 18.9112 1792 2 629.8281 ‐1.7891
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1518.7356 PGTLMIEPTESESK 191.3931 1518.7390 20.9510 1485 2 759.8731 1.90



NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C 1119.5360 MIPLGSCTMK 103.2377 1119.5373 37.3190 1276 1 1119.5373 2.45
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1148.5331 RDVSGSAFTTSG 192.2908 1148.5365 21.1506 1140 2 574.7719 1.93
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1719.7658 LMDYGFHGPTMSWPV 214.2879 1719.7564 20.3766 1024 2 860.3818 ‐5.2940
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 rbamidomethyl+C 1550.7520 VTCSDATAIFDVAAK 352.8104 1550.7576 29.6774 2299 2 775.8824 3.14
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1225.6059 NTAGIEPEDVAK 293.7430 1225.6125 19.7846 1042 2 613.3099 4.69
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 1315.4350 114745.4348 26 23.18 None 1761.9058 LGTAQVQDLPFFDTVK 281.1908 1761.9002 19.1038 17893 3 587.9716 ‐4.2032
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAES 2178.2270 2598.2791 21.1396 18323 3 866.7646 1.20
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 1213.6899 GKDLAELIAAGR 25504.4000 1213.6905 26.1416 16663 2 607.3489 ‐0.5117
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 1028.5735 DLAELIAAGR 23600.9200 1028.5734 30.0273 14378 2 514.7903 ‐1.4813
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 2130.1176 DILGSVGAETEDSQIELLLK 6741.5210 2130.1180 37.5262 10586 2 1065.5626 1.35
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 2726.3704 LASVPSGGGGGVAVASATSGGGGGGGAPAAES 818.1826 2726.3662 20.0759 1301 3 909.4603 ‐1.1754
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 727.3985 GKDLAEL 1860.4860 727.3994 26.1486 2374 1 727.3994 1.64
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 7570.6380 11451.8423 12 57.39 None 954.5003 GGGAPAAESKK 210.5314 954.4972 18.5673 1944 1 954.4972 ‐2.4990
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5399.1150 11451.8423 12 57.39 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAES 2539.0100 2598.2791 21.1396 18323 3 866.7646 1.24
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5399.1150 11451.8423 12 57.39 None 1213.6899 GKDLAELIAAGR 19610.9800 1213.6905 26.1416 16663 2 607.3489 ‐0.4216
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5399.1150 11451.8423 12 57.39 None 1028.5735 DLAELIAAGR 12175.0400 1028.5734 30.0273 14378 2 514.7903 ‐1.3671
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5399.1150 11451.8423 12 57.39 None 2130.1176 DILGSVGAETEDSQIELLLK 5904.2940 2130.1180 37.5262 10586 2 1065.5626 1.40
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5399.1150 11451.8423 12 57.39 None 727.3985 GKDLAEL 1830.0690 727.3994 26.1486 2374 1 727.3994 1.99
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1290.6172 VGAATETELEDR 31103.5200 1290.6178 17.7390 38307 2 645.8125 ‐0.3542
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 37366.5200 2247.1102 39.9999 37380 2 1124.0587 ‐1.8203
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1204.6208 NVVLDEFGSPK 10212.5300 1204.6236 25.8367 36483 2 602.8155 1.47
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1561.6904 ELFETDSVYDSEK 67016.5200 1561.6922 25.1366 35445 2 781.3497 0.9346
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1479.7478 GYISPQFVTNPEK 16262.2000 1479.7480 25.1995 35046 2 740.3776 ‐0.2709
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1904.9560 DSTTLIADAASKDELQAR 31717.0000 1904.9591 25.2646 32286 3 635.6579 0.7994
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1753.9265 AIELPNAMENAGAALIR 8176.7320 1753.9291 19.8286 31817 2 877.4682 1.88
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1062.5578 LLAEFENAR 6308.0410 1062.5587 23.4014 31786 2 531.7830 ‐0.5226
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 rbamidomethyl+C 1271.6777 LADCVGLTLGPR 42247.3200 1271.6768 16.7198 27364 2 636.3420 ‐1.5578
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1043.5844 VVNDGVTIAR 36819.5000 1043.5855 17.9341 26621 2 522.2964 ‐0.2592
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1650.7929 TNDSAGDGTTTASILAR 3186.0440 1650.7946 21.2290 24342 2 825.9009 1.0204
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1257.7049 TVQGLIEELQK 15035.1100 1257.7058 30.7432 21442 2 629.3565 ‐0.1531
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 6900.7110 2916.6201 22.7886 19065 3 972.8782 0.8882
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 2250.2955 APLLIIAEDVTGEALATLVVNK 1950.0050 2250.2964 25.6862 17566 2 1125.6518 1.49
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1097.5660 APAAAAPEGLMV 7879.6170 1097.5674 27.7410 16897 2 549.2873 0.0593
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1466.9192 ITAIKDIIPILEK 2274.7190 1466.9223 19.6744 9224 3 489.6456 0.6118
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 898.5720 GVLNVVAVK 2826.4560 898.5716 24.7400 9069 2 449.7894 ‐2.2122
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 843.4934 LGADIVQK 18924.7200 843.4939 17.5953 8322 2 422.2506 ‐1.3032
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 rbamidomethyl+C 2810.5267 CALQNAASVAGMVLTTQAIVVDKPKPK 1487.8010 2810.5282 20.1388 6063 4 703.3875 ‐0.3634
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1735.9813 HGLLSVTSGANPVSLKR 789.8394 1735.9859 15.6658 5347 3 579.3335 1.27
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1519.9206 LTTQAIVVDKPKPK 341.0079 1519.9150 20.1334 36474 2 760.4611 ‐3.9877
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1259.6630 ISPQFVTNPEK 239.2182 1259.6627 26.1407 13411 2 630.3350 ‐1.1410
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1116.5830 AMENAGAALIR 168.0951 1116.5866 19.1673 4376 2 558.7969 2.0317
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 646.3406 EELQK 138.3594 646.3412 30.1610 3583 1 646.3412 0.5522
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1059.5469 PQFVTNPEK 152.9658 1059.5481 25.3703 3205 1 1059.5481 2.58
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 717.3090 ELFETD 146.3557 717.3064 25.8597 2473 1 717.3064 ‐3.7054
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 742.4822 LNVVAVK 614.1331 742.4820 24.7346 2172 1 742.4820 ‐0.1863
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 rbamidomethyl+C 972.5295 CVGLTLGPR 114.5239 972.5237 15.9193 1867 1 972.5237 ‐5.2144
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 713.4305 GLTLGPR 4965.8370 713.4331 16.7147 1687 1 713.4331 3.08
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1063.4902 ATETELEDR 186.5806 1063.4925 16.6028 1545 2 532.2499 0.7886
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1601.8493 TLIADAASKDELQAR 449.2807 1601.8473 25.3885 1514 2 801.4273 ‐1.3933
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1134.5273 AATETELEDR 221.2924 1134.5225 17.5357 1472 2 567.7649 ‐5.3966
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 859.4632 KDELQAR 142.8329 859.4593 24.4050 1380 1 859.4593 ‐4.0830
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1020.5030 GSMIADAIDK 3538.7610 1020.4981 39.9896 907 1 1020.4981 ‐3.8117
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1500.8016 LIADAASKDELQAR 1058.2810 1500.7944 25.2976 877 2 750.9009 ‐5.1392
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 992.4531 TETELEDR 793.6382 992.4536 17.7443 820 1 992.4536 1.21
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1735.9160 AIELPNAMENAGAALIR 199.7911 1735.9190 18.6022 1767 3 579.3112 0.7031
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 8350.7000 62243.1879 75 51.88 None 1079.5554 APAAAAPEGLMV 240.0987 1079.5536 27.3883 940 2 540.2805 ‐2.9182
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 30596.2900 2247.1102 39.9999 37380 2 1124.0587 ‐1.8650
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1204.6208 NVVLDEFGSPK 12087.2100 1204.6236 25.8367 36483 2 602.8155 1.60
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1479.7478 GYISPQFVTNPEK 23951.0500 1479.7480 25.1995 35046 2 740.3776 ‐0.2155
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1062.5578 LLAEFENAR 6797.5190 1062.5587 23.4014 31786 2 531.7830 ‐0.4128
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1043.5844 VVNDGVTIAR 26017.4400 1043.5855 17.9341 26621 2 522.2964 ‐0.1470
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1257.7049 TVQGLIEELQK 11916.1900 1257.7058 30.7432 21442 2 629.3565 ‐0.0688
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1650.7929 TNDSAGDGTTTASILAR 2536.9620 1650.7944 21.2077 20492 2 825.9008 0.9101
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1097.5660 APAAAAPEGLMV 10912.7500 1097.5674 27.7410 16897 2 549.2873 0.1645
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 898.5720 GVLNVVAVK 3207.7890 898.5716 24.7400 9069 2 449.7894 ‐2.0810
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 843.4934 LGADIVQK 24999.0900 843.4939 17.5953 8322 2 422.2506 ‐1.1648
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 Oxidation+M(8) 1769.9214 AIELPNAMENAGAALIR 1122.5580 1769.9246 28.6023 3582 2 885.4659 2.0800
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 646.3406 EELQK 126.1834 646.3412 30.1610 3583 1 646.3412 0.7730
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 892.4411 LDEFGSPK 1356.5010 892.4427 25.8525 3024 1 892.4427 2.01
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 742.4822 LNVVAVK 585.9570 742.4820 24.7346 2172 1 742.4820 0.0614
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 Oxidation+M(3) 1228.6103 NAMENAGAALIR 150.9072 1228.6048 29.9023 2083 2 614.8061 ‐5.2816
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 845.4476 NDGVTIAR 503.7720 845.4474 17.3323 1320 1 845.4474 0.5104
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 629.3981 NVVAVK 725.6845 629.3970 24.7378 1206 1 629.3970 ‐1.9227
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1059.5469 PQFVTNPEK 292.8075 1059.5451 25.2067 1063 1 1059.5451 ‐0.1994
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 836.3897 AEFENAR 69.0300 836.3870 21.3141 986 1 836.3870 ‐2.5400
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1146.5790 SPQFVTNPEK 214.0135 1146.5779 25.2004 969 1 1146.5779 0.9097
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1020.5030 GSMIADAIDK 3247.2890 1020.4981 39.9896 907 1 1020.4981 ‐3.4864
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 3418.7920 62243.1879 75 51.88 None 1461.7373 GYISPQFVTNPEK 241.7592 1461.7378 24.1606 3506 3 487.9175 ‐1.2693
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1753.9265 AIELPNAMENAGAALIR 15483.2400 1753.9291 19.8286 31817 2 877.4682 1.32



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 rbamidomethyl+C 1271.6777 LADCVGLTLGPR 50697.2600 1271.6768 16.7198 27364 2 636.3420 ‐1.4543
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 12304.4800 2916.6201 22.7886 19065 3 972.8782 0.8054
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 2250.2955 APLLIIAEDVTGEALATLVVNK 4570.9360 2250.2964 25.6862 17566 2 1125.6518 2.0834
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1466.9192 ITAIKDIIPILEK 3683.8090 1466.9223 19.6744 9224 3 489.6456 0.8500
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 rbamidomethyl+C 2810.5267 CALQNAASVAGMVLTTQAIVVDKPKPK 528.7748 2810.5282 20.1388 6063 4 703.3875 0.5249
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1735.9813 HGLLSVTSGANPVSLKR 1161.8820 1735.9859 15.6658 5347 3 579.3335 1.13
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1257.7049 TVQGLIEELQK 343.7812 1257.6738 17.2046 10904 2 629.3406 ‐25.4715
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 2278.2653 ALLSPAALIAQNAGVEGEVVVEK 681.6020 2278.2778 20.6972 9618 2 1139.6425 7.97
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 3441.5290 IMFSDWENGYNAMTDTYENLFEAGVIDPAK 1014.6350 3441.5189 23.9306 2459 3 1147.8445 ‐1.7703
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 843.4934 LGADIVQK 207.5546 843.5093 17.8386 2126 2 422.2583 17.0143
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1519.9206 LTTQAIVVDKPKPK 140.6791 1519.9150 20.1334 36474 2 760.4611 ‐3.8271
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 1116.5830 AMENAGAALIR 237.1944 1116.5866 19.2752 2855 2 558.7969 2.0451
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 rbamidomethyl+C 972.5295 CVGLTLGPR 84.0254 972.5237 15.9193 1867 1 972.5237 ‐5.5181
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2516.6440 62243.1879 75 51.88 None 713.4305 GLTLGPR 5480.8540 713.4331 16.7147 1687 1 713.4331 3.49
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1514.8213 LAGVLDVYEAHLSK 53816.9300 1514.8213 17.5386 87013 3 505.6119 ‐1.4143
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 30820.8100 2892.5159 25.2279 58616 3 964.8435 ‐0.2118
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 584.2715 YSFPA 3107.2110 584.2720 22.9300 35063 1 584.2720 0.3303
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 14098.5400 2349.2067 20.9423 34813 2 1175.1070 ‐0.8841
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 886.5608 ALVTLIEK 28622.0400 886.5610 25.4296 23001 2 443.7841 ‐1.5262
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1102.5680 VYGPHFASPK 3358.8280 1102.5702 18.8161 18885 2 551.7887 0.7653
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1419.7552 GVAFETIPVDLMK 4420.8730 1419.7485 26.0370 10078 2 710.3779 ‐5.2745
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1729.9483 LAGVLDVYEAHLSKSK 1774.6570 1729.9401 23.3950 7128 3 577.3182 ‐5.8304
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 702.4396 VTLIEK 6976.9440 702.4399 25.4253 4899 1 702.4399 0.2849
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1174.6103 LDVYEAHLSK 323.5163 1174.6134 17.3867 4007 2 587.8104 1.29
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 840.4363 GPHFASPK 366.2774 840.4334 18.8027 1331 1 840.4334 ‐3.0363
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 1306.7042 PFTDYLVGPIGK 458.3000 1306.7063 24.2190 1294 2 653.8568 0.8476
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10378.3200 24145.9233 22 46.98 None 2616.3708 AGDFVSLADLAHLPFTDYLVGPIGK 994.5576 2616.3524 25.2237 1166 2 1308.6798 ‐4.8479
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 1514.8213 LAGVLDVYEAHLSK 68267.0100 1514.8213 17.5386 87013 3 505.6119 ‐1.1868
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 30241.9100 2892.5159 25.2279 58616 3 964.8435 ‐0.2892
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 15216.9800 2349.2067 20.9423 34813 2 1175.1070 ‐0.5328
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 1592.7955 QPFGTVPAVVDGDYK 1576.6470 1592.7879 20.9079 4008 2 796.8976 ‐4.7174
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 1401.7373 AGVLDVYEAHLSK 5925.4110 1401.7360 17.5405 3758 2 701.3716 ‐1.3186
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 1061.5262 DVYEAHLSK 1989.9530 1061.5252 17.5386 2328 1 1061.5252 ‐0.0920
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 847.4308 YEAHLSK 3738.2740 847.4284 17.5405 1684 1 847.4284 ‐2.8261
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 2616.3708 AGDFVSLADLAHLPFTDYLVGPIGK 907.2885 2616.3524 25.2237 1166 2 1308.6798 ‐4.4352
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9800.2010 24145.9233 22 46.98 None 1496.8108 LAGVLDVYEAHLSK 1241.9910 1496.8046 18.1571 1327 2 748.9059 ‐4.2860
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1118.6092 IPVLVDGDYK 7687.5380 1118.6093 24.8739 33092 2 559.8083 ‐1.1513
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1577.8421 LAEVLDVYEAQLSK 16092.2800 1577.8424 31.0816 25328 2 789.4249 0.0419
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1409.8039 VLTIYAPLFASSK 18064.7200 1409.8051 20.3243 19276 2 705.4062 0.2992
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1438.7246 GVSFETVNVDLMK 9516.7810 1438.7245 30.9101 19045 2 719.8659 ‐0.5816
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 3240.4430 3149.6123 25.4072 17213 3 1050.5423 ‐1.3106
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1390.7365 QPEYLAIQPFGK 1075.9680 1390.7359 29.6382 7771 2 695.8716 ‐1.0326
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 858.5295 AVVTLVEK 6188.6690 858.5304 20.0493 6570 2 429.7689 ‐0.6811
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1018.5972 VLTIYAPLF 199.4311 1018.5995 19.0241 2889 1 1018.5995 3.58
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 688.4240 VTLVEK 3453.0330 688.4241 20.0391 2011 1 688.4241 0.0665
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1197.6514 TIYAPLFASSK 433.6566 1197.6467 20.3248 970 1 1197.6467 ‐2.2426
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 3800.5610 24230.0320 28 46.05 None 1421.6981 GVSFETVNVDLMK 228.5394 1421.6994 29.5538 1060 2 711.3533 0.4074
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1118.6092 IPVLVDGDYK 7309.1870 1118.6093 24.8739 33092 2 559.8083 ‐1.0488
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1577.8421 LAEVLDVYEAQLSK 14898.8700 1577.8424 31.0816 25328 2 789.4249 0.0845
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1438.7246 GVSFETVNVDLMK 18149.2700 1438.7245 30.9101 19045 2 719.8659 ‐0.5209
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1390.7365 QPEYLAIQPFGK 2154.1200 1390.7359 29.6382 7771 2 695.8716 ‐0.9657
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 858.5295 AVVTLVEK 8685.5980 858.5304 20.0493 6570 2 429.7689 ‐0.5447
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 809.4040 LVDGDYK 170.4463 809.4024 22.6252 2833 1 809.4024 ‐1.4278
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 688.4240 VTLVEK 4641.9480 688.4241 20.0391 2011 1 688.4241 0.2991
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 589.3556 TLVEK 584.4287 589.3563 20.0173 1452 1 589.3563 0.8883
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1052.5259 DVYEAQLSK 135.5833 1052.5194 31.0161 1353 1 1052.5194 ‐4.6517
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2850.9340 24230.0320 28 46.05 None 1421.6981 GVSFETVNVDLMK 422.1074 1421.6994 29.5538 1060 2 711.3533 0.4704
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1409.8039 VLTIYAPLFASSK 21229.9700 1409.8051 20.3243 19276 2 705.4062 0.4344
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 3937.4170 3149.6123 25.4072 17213 3 1050.5423 ‐1.4450
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1390.7365 QPEYLAIQPFGK 239.2804 1390.7367 18.1673 5998 2 695.8720 ‐0.3256
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1577.8421 LAEVLDVYEAQLSK 384.3923 1577.8201 18.6942 3182 2 789.4137 ‐13.9518
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1438.7246 GVSFETVNVDLMK 424.5481 1438.7474 22.8002 961 2 719.8773 15.4716
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1018.5972 VLTIYAPLF 111.4427 1018.5995 19.0241 2889 1 1018.5995 2.08
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1878.8220 24230.0320 28 46.05 None 1197.6514 TIYAPLFASSK 444.9528 1197.6467 20.3248 970 1 1197.6467 ‐2.5529
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 4857.4830 2607.3572 36.5867 13190 3 869.7906 0.9278
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1310.6297 GLDFSALMDDVK 2459.9810 1310.6317 34.9404 9361 2 655.8195 0.7801
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 rbamidomethyl+C( 1404.7264 IAAVQTLSGTGACR 4765.4600 1404.7275 20.4316 8666 2 702.8674 0.2335
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1898.9746 DPILGVTEAFLADPSPEK 1239.7450 1898.9711 36.1721 6113 2 949.9892 ‐1.2901
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 1145.1040 2346.2249 20.7316 5247 3 782.7465 5.65
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 934.5105 VNVGVGAYR 1534.8550 934.5094 18.8996 4411 2 467.7584 ‐2.7430
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 864.4825 EISQLFK 553.6013 864.4812 24.3528 3280 2 432.7442 ‐3.3710
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1329.6732 GMTPISGHFGGLR 260.5040 1329.6815 23.7734 4972 2 665.3444 5.64
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1759.8394 LAGSTFMEYLPMGGSAK 394.2423 1759.8734 32.4595 4172 2 880.4403 19.5827
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1957.0185 NAASKRGMTPISGHFGGLR 295.8122 1957.0277 17.1545 4649 3 653.0141 3.72
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1407.7269 MALAMMIRNAASK 697.2115 1407.7243 23.3374 1786 2 704.3658 ‐2.4175
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 2560.2860 LAGSTFMEYLPMGGSAKMVDLTLK 1276.3960 2560.2683 19.4612 1643 3 854.0943 ‐6.7896
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1408.7114 NAASKRGMTPISGH 141.2646 1408.7187 17.5616 3312 2 704.8630 4.61
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 490.2620 NAASK 128.4942 490.2616 23.3980 1795 1 490.2616 ‐1.6683
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1007.4866 FSALMDDVK 219.3761 1007.4898 33.1469 1387 1 1007.4898 4.0990



NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 721.3992 VGVGAYR 104.2506 721.4009 19.2786 934 1 721.4009 2.68
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 683.9620 48099.9890 31 26.51 None 1939.9919 NAASKRGMTPISGHFGGLR 208.9640 1939.9885 17.2828 1139 3 647.3344 ‐2.5189
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 5935.1430 2607.3572 36.5867 13190 3 869.7906 0.9702
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1310.6297 GLDFSALMDDVK 2615.4540 1310.6317 34.9404 9361 2 655.8195 0.8576
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 rbamidomethyl+C( 1404.7264 IAAVQTLSGTGACR 4325.7340 1404.7275 20.4316 8666 2 702.8674 0.2986
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1353.7161 LGSPLSWEHVTK 764.3632 1353.7123 25.8791 7007 2 677.3598 ‐3.4130
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1898.9746 DPILGVTEAFLADPSPEK 1210.5640 1898.9711 36.1721 6113 2 949.9892 ‐1.2894
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 934.5105 VNVGVGAYR 2639.6300 934.5094 18.8996 4411 2 467.7584 ‐2.6166
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 864.4825 EISQLFK 482.2444 864.4812 24.3528 3280 2 432.7442 ‐3.2354
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1759.8394 LAGSTFMEYLPMGGSAK 919.0123 1759.8734 32.4595 4172 2 880.4403 19.6015
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 289.6414 2346.2284 25.3266 1030 3 782.7477 6.06
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1407.7269 MALAMMIRNAASK 817.9214 1407.7369 26.9350 94477 2 704.3721 6.65
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 835.4421 NVGVGAYR 354.1568 835.4417 18.3918 2607 1 835.4417 0.2458
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1025.4972 FSALMDDVK 286.1201 1025.4959 32.9026 1440 1 1025.4959 0.1345
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 1007.4866 FSALMDDVK 243.3375 1007.4898 33.1469 1387 1 1007.4898 4.06
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 745.8235 48099.9890 31 26.51 None 721.3992 VGVGAYR 111.4130 721.4009 19.2786 934 1 721.4009 2.86
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 1350.7488 APGGAPANVAIAVSR 2446.3700 1350.7505 22.1173 11043 2 675.8789 0.5963
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 3270.6026 GAVDPFHVNAVDTTGAGDSFVGALLNQIVDDR 2280.7250 3270.6041 24.4403 7100 3 1090.8729 1.20
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 rbamidomethyl+C 1254.6147 FANACGAITTTK 1169.6630 1254.6182 18.3032 5351 2 627.8127 1.79
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 991.5935 TALAFVTLR 6094.8250 991.5943 18.3053 4646 2 496.3008 ‐0.6876
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 1418.7274 EAGALLSYDPNLR 672.1354 1418.7616 31.5576 16717 2 709.8845 23.6040
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 4228.0429 GAVDPFHVNAVDTTGAGDSFVGALLNQIVDDRS 819.7430 4228.0339 30.2009 1728 4 1057.7639 ‐1.9562
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 2114.9778 GAVDPFHVNAVDTTGAGDSFVG 204.2743 2114.9662 28.2978 5024 2 1057.9867 ‐4.4371
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 2057.9563 GAVDPFHVNAVDTTGAGDSFV 359.9147 2057.9521 23.6766 1880 2 1029.4797 ‐1.1346
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 576.3259 35446.4952 16 20.92 None 1332.7383 APGGAPANVAIAVSR 386.7536 1332.7430 21.9451 2498 2 666.8751 2.41
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 2195.1489 NPSADMLLRPDELNLDLIR 1060.6660 2195.1532 20.7612 10120 3 732.3892 1.22
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 3270.6026 GAVDPFHVNAVDTTGAGDSFVGALLNQIVDDR 1498.6860 3270.6041 24.4403 7100 3 1090.8729 1.09
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 991.5935 TALAFVTLR 9895.6870 991.5943 18.3053 4646 2 496.3008 ‐0.6485
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 2713.3832 EAGALLSYDPNLREPLWPSKEEAK 222.7869 2713.3742 22.6999 3604 3 905.1296 ‐3.0178
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 1008.4898 GAVDPFHVNA 210.6763 1008.4926 22.5152 2016 1 1008.4926 3.07
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 1078.5350 NPSADMLLRP 112.3787 1078.5397 20.6803 1886 1 1078.5397 5.82
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 500.0574 35446.4952 16 20.92 None 973.5829 TALAFVTLR 302.5368 973.5879 18.7373 1797 2 487.2976 3.43
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1014.5578 GGAGLEVVQGK 8510.4610 1014.5592 18.4754 9124 2 507.7833 ‐0.0614
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1259.6114 LGEEEETPSIR 265.8695 1259.6184 18.7346 2418 2 630.3128 4.61
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1481.7635 VYVGQGEDGIAFVK 910.5388 1481.7633 19.4540 830 3 494.5926 ‐1.5295
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1780.7773 GGEIGDVWDDGAYDGVR 324.6412 1780.8055 36.2482 3364 2 890.9064 16.1491
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 2129.0509 AHEGPGQLSGGTFALDTETLK 161.3820 2129.0400 41.9075 1675 2 1065.0237 ‐4.0287
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1727.7871 FEYVNGSQEVVGDER 1748.2620 1727.7878 26.5946 1303 2 864.3975 0.5754
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 1153.5960 VEQKGEGPGPR 377.0823 1153.5929 25.5384 4322 1 1153.5929 ‐1.1889
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 2040.9985 FEYVNGSQEVVGDERGKK 577.1694 2041.0178 33.1988 891 3 681.0108 8.13
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 829.4778 GLEVVQGK 1130.1560 829.4808 19.0567 3788 2 415.2440 1.08
NP_180866.1 Nitrile specifier protein 2 Arabidopsis thaliana 307.0450 51613.8002 10 7.64 None 825.4101 VEQKGEGP 109.9977 825.4113 27.2536 2941 1 825.4113 1.42
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 3993.2410 2323.2252 21.1232 16390 3 775.0799 ‐0.2148
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 2671.4149 TGDEKPITVSVDDGIRPTTTLASLGK 1221.8620 2671.4243 28.5222 13524 4 668.6115 2.08
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 rbamidomethyl+C 2334.1329 FAQAQNCLLPMGVTSENVAQR 4684.7000 2334.1349 17.8066 10093 2 1167.5711 2.30
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 1629.8094 MAAFYAGFPETVAVR 1638.2970 1629.8183 19.3188 10085 2 815.4128 5.55
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 4406.8920 2336.2968 21.6128 9342 2 1168.6520 ‐1.8165
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 1487.7740 DTYPDDLLAPVLR 6959.0490 1487.7773 34.3467 6946 2 744.3923 1.26
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1105.6080 49091.9856 15 27.49 None 1934.0018 GNFKDTYPDDLLAPVLR 3740.2750 1934.0021 32.8456 6364 3 645.3389 ‐0.6176
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 573.3465 49091.9856 15 27.49 None 2671.4149 TGDEKPITVSVDDGIRPTTTLASLGK 1682.7400 2671.4243 28.5222 13524 4 668.6115 2.1771
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 573.3465 49091.9856 15 27.49 None 1487.7740 DTYPDDLLAPVLR 7348.9090 1487.7773 34.3467 6946 2 744.3923 1.69
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 573.3465 49091.9856 15 27.49 None 1934.0018 GNFKDTYPDDLLAPVLR 6833.2090 1934.0021 32.8456 6364 3 645.3389 ‐0.7273
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 573.3465 49091.9856 15 27.49 None 1629.8094 MAAFYAGFPETVAVR 628.9628 1629.8099 35.0808 2051 2 815.4086 0.3356
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 490.8077 49091.9856 15 27.49 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 1718.3450 2323.2252 21.1232 16390 3 775.0799 ‐0.1662
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 490.8077 49091.9856 15 27.49 rbamidomethyl+C 2334.1329 FAQAQNCLLPMGVTSENVAQR 3899.3950 2334.1349 17.8066 10093 2 1167.5711 2.08
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 490.8077 49091.9856 15 27.49 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 3051.9050 2336.2968 21.6128 9342 2 1168.6520 ‐1.4681
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 490.8077 49091.9856 15 27.49 None 1629.8094 MAAFYAGFPETVAVR 1936.4210 1629.8183 19.3188 10085 2 815.4128 5.13
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 1193.8750 32702.2169 8 10.89 None 1809.0164 VMLRPASPGTGVIAGGAVR 18588.3700 1809.0175 15.5513 11755 3 603.6774 ‐0.3061
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 1193.8750 32702.2169 8 10.89 None 1102.5601 GIPMEELWK 539.1028 1102.5608 31.1980 4869 2 551.7840 ‐0.6262
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 1193.8750 32702.2169 8 10.89 None 1148.5807 QFRDVAQER 412.5755 1148.5860 30.7439 3730 2 574.7966 3.12
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 1193.8750 32702.2169 8 10.89 None 700.3260 DVAQER 70.0099 700.3292 28.3981 4406 1 700.3292 4.42
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 1193.8750 32702.2169 8 10.89 None 817.3913 MEELWK 100.0867 817.3932 31.1401 3599 1 817.3932 2.39
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 935.1241 32702.2169 8 10.89 None 1809.0164 VMLRPASPGTGVIAGGAVR 13220.8900 1809.0175 15.5513 11755 3 603.6774 ‐0.1436
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 935.1241 32702.2169 8 10.89 None 1443.7876 IVLEMAGVENALGK 2296.1250 1443.7902 18.8138 9158 2 722.3987 1.30
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 935.1241 32702.2169 8 10.89 None 1425.7770 IVLEMAGVENALGK 554.5405 1425.7774 19.1155 2889 2 713.3924 ‐0.0572
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 812.7146 17214.1084 2 24.36 None 3016.5150 VVEVNEELTESPGLVNSSPYEQGWIIK 1767.3190 3016.5051 34.5796 6045 3 1006.1732 ‐2.5080
NP_181057.1 glycine decarboxylase complex protein H2 Arabidopsis thaliana 812.7146 17214.1084 2 24.36 None 1147.5477 VELSDAGEAEK 7187.8060 1147.5506 16.3407 5222 2 574.2789 1.91
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1562.1040 16313.8401 4 30.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 5499.1250 2265.0617 27.8080 17324 3 755.6921 1.27
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1562.1040 16313.8401 4 30.67 None 1141.6575 VDVVTLGPSVR 8758.2100 1141.6604 24.4062 9866 2 571.3338 1.26
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1562.1040 16313.8401 4 30.67 None 1922.8913 DESSPYAAMLAAQDVAQR 743.3817 1922.8993 30.1266 4561 2 961.9533 4.31
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1562.1040 16313.8401 4 30.67 None 1599.8337 IEDVTPIPTDSTRR 650.9164 1599.8355 20.3959 5850 3 533.9500 ‐0.2981
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 29760.6800 2329.1973 20.7307 91118 2 1165.1023 ‐1.0699
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1750.9010 FADELIANAAYIGTPGK 35668.3600 1750.9022 18.7154 51450 2 875.9547 0.8847
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1045.5459 NLNAMNQLK 6063.3050 1045.5464 20.3400 37185 2 523.2768 ‐0.8583
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1332.7005 GILAADESTGTIGK 36738.4100 1332.6997 22.0221 35564 2 666.8535 ‐1.3175
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1488.8016 GILAADESTGTIGKR 10885.3900 1488.8036 20.3153 26748 3 496.9394 ‐0.0846
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 2152.1145 IGVNEPSQLAIHENAYGLAR 6732.7630 2152.1176 26.5914 12662 3 718.0441 0.9709
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1320.7270 VAPEVIAEHTVR 7812.8360 1320.7298 20.5086 7927 3 440.9148 0.4742
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1296.6140 SSDGTPFVDMLK 7167.9050 1296.6166 30.4505 7285 2 648.8119 1.1871



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1210.6426 LGEGAAESLHVK 5760.9120 1210.6435 19.0473 4694 2 605.8254 ‐0.2263
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1311.6844 KPWSLSFSFGR 406.9631 1311.6774 22.0041 8465 2 656.3423 ‐6.1271
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1147.5742 TWGGKEENVK 715.5536 1147.5560 25.2884 4407 2 574.2817 ‐16.9574
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 842.4367 GGKEENVK 122.5847 842.4383 25.4472 3864 1 842.4383 2.10
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1349.6736 FADELIANAAYIG 186.2109 1349.6818 18.6326 2239 2 675.3446 5.53
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 732.4363 TGTIGKR 104.2953 732.4402 21.3445 1919 1 732.4402 5.70
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 783.4359 AESLHVK 225.7994 783.4345 18.5496 1738 1 783.4345 ‐1.6980
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1097.5586 GEGAAESLHVK 350.8137 1097.5614 18.5424 754 2 549.2844 1.31
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6754.8410 38729.0214 30 39.39 None 1293.6739 KPWSLSFSFGR 105.9573 1293.6680 20.7036 1015 2 647.3377 ‐5.3069
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1332.7005 GILAADESTGTIGK 35772.3300 1332.6997 22.0221 35564 2 666.8535 ‐1.2430
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1488.8016 GILAADESTGTIGKR 8176.6740 1488.8036 20.3153 26748 3 496.9394 ‐0.2950
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 2152.1145 IGVNEPSQLAIHENAYGLAR 5306.1400 2152.1176 26.5914 12662 3 718.0441 0.9105
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1320.7270 VAPEVIAEHTVR 8660.3960 1320.7298 20.5086 7927 3 440.9148 0.2259
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1296.6140 SSDGTPFVDMLK 6732.6070 1296.6166 30.4505 7285 2 648.8119 1.63
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1210.6426 LGEGAAESLHVK 7140.3860 1210.6435 19.0473 4694 2 605.8254 ‐0.1359
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1311.6844 KPWSLSFSFGR 471.2162 1311.6774 22.0041 8465 2 656.3423 ‐6.0499
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 897.4312 GILAADESTG 689.2457 897.4332 20.3101 3716 2 449.2202 0.5827
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 783.4359 AESLHVK 239.2678 783.4345 18.5496 1738 1 783.4345 ‐1.4389
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1111.5630 GILAADESTGTI 235.2086 1111.5682 21.9505 1531 2 556.2878 3.84
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1639.8551 PSQLAIHENAYGLAR 354.4034 1639.8473 26.5354 1434 2 820.4273 ‐4.7579
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1049.5109 AADESTGTIGK 3399.2770 1049.5117 22.0099 1352 1 1049.5117 2.82
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2807.7370 38729.0214 30 39.39 None 1293.6739 KPWSLSFSFGR 303.8714 1293.6715 23.7364 7925 2 647.3394 ‐2.5273
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2005.0600 VTAAVPSGASTGIYEALELR 16190.2700 2005.0564 32.9925 80412 2 1003.0318 ‐1.0139
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 68283.1800 3000.3528 38.0188 61199 3 1000.7891 ‐0.8111
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1573.8432 VNQIGSVTESIEAVK 55924.5400 1573.8424 27.1084 61148 2 787.4248 ‐0.6715
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1852.9700 LAMQEFMILPVGAASFK 26544.6200 1852.9677 22.4551 47479 2 926.9875 ‐0.7597
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1174.6830 AGAVVSGIPLYK 46212.3000 1174.6839 26.3815 39922 2 587.8456 ‐0.3008
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 rbamidomethyl+C( 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 4538.3620 3220.4034 37.3218 32602 3 1074.1393 ‐0.9832
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1896.9338 IEEELGSEAIYAGVNFR 11597.6600 1896.9339 31.1223 31783 2 948.9706 0.6388
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 22007.2000 2324.0417 23.8479 29705 2 1162.5245 1.1690
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 rbamidomethyl+C 2420.1684 MTTECGTEVQIVGDDLLVTNPK 10952.9700 2420.1618 31.4221 21080 2 1210.5845 ‐0.9771
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 6334.5120 2252.1229 22.6972 20440 2 1126.5651 ‐1.4310
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 rbamidomethyl+C 918.5077 SCNALLLK 25339.9500 918.5092 21.2420 18989 2 459.7582 ‐0.0827
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1212.6194 MGVEVYHHLK 16484.9500 1212.6232 18.3208 12679 3 404.8793 1.09
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 801.4716 EGLELLK 4655.7080 801.4712 24.9968 7115 2 401.2393 ‐2.4070
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 rbamidomethyl+C( 1499.8614 LGANAILAVSLAVCK 289.0504 1499.8574 34.3121 1181 2 750.4323 ‐3.0617
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1680.8551 GNPTVEVDIHTSNGIK 303.1411 1680.8760 28.2643 5428 3 560.9635 11.69
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2452.1375 KYGQDATNVGDEGGFAPNIQENK 4062.5430 2452.1451 22.5111 4794 3 818.0532 3.0526
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2427.2263 QIFDSRGNPTVEVDIHTSNGIK 814.0313 2427.2015 25.5148 2350 2 1214.1044 ‐8.4258
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2741.3015 VVIGMDVAASEFYSEDKTYDLNFK 721.0823 2741.2785 24.7091 2067 2 1371.1429 ‐5.9113
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1409.7497 EFMILPVGAASFK 502.6453 1409.7519 21.9039 3443 2 705.3796 0.9894
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 2304.0455 PIVSIEDPFDQDDWEHYAK 21978.9700 2304.0442 38.0321 2081 2 1152.5257 0.8944
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1119.5892 GSVTESIEAVK 1850.7720 1119.5840 27.1119 1608 1 1119.5840 ‐3.3006
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 777.4505 SGIPLYK 354.8352 777.4546 26.3741 1499 1 777.4546 5.89
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1563.8013 PSGASTGIYEALELR 254.8920 1563.8060 34.0181 1457 2 782.4066 2.19
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1117.5636 GFAPNIQENK 405.6355 1117.5639 23.0174 1358 1 1117.5639 1.51
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1475.6761 GDEGGFAPNIQENK 350.6911 1475.6818 24.7468 1355 2 738.3446 3.62
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 None 1194.6088 MGVEVYHHLK 91.6459 1194.6037 19.5139 3354 2 597.8055 ‐5.2870
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12317.7600 48004.5112 64 64.41 rbamidomethyl+C 901.4812 SCNALLLK 105.4234 901.4757 19.1563 3373 1 901.4757 ‐5.5426
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 2005.0600 VTAAVPSGASTGIYEALELR 26503.2100 2005.0564 32.9919 79656 2 1003.0318 ‐1.0161
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 52596.1300 3000.3528 38.0188 61199 3 1000.7891 ‐0.6799
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1573.8432 VNQIGSVTESIEAVK 22832.3300 1573.8424 27.1084 61148 2 787.4248 ‐0.6284
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1174.6830 AGAVVSGIPLYK 54192.6100 1174.6839 26.3815 39922 2 587.8456 ‐0.2056
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 rbamidomethyl+C( 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 3489.6580 3220.4034 37.3218 32602 3 1074.1393 ‐0.8023
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1896.9338 IEEELGSEAIYAGVNFR 7052.7460 1896.9342 31.1191 30881 2 948.9707 0.7717
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 rbamidomethyl+C 2420.1684 MTTECGTEVQIVGDDLLVTNPK 6532.2400 2420.1618 31.4221 21080 2 1210.5845 ‐1.0444
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 rbamidomethyl+C 918.5077 SCNALLLK 56416.7400 918.5092 21.2420 18989 2 459.7582 0.0458
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 3106.4964 YGQDATNVGDEGGFAPNIQENKEGLELLK 714.9938 3106.4886 30.3790 14149 3 1036.1677 ‐1.4512
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1212.6194 MGVEVYHHLK 31150.5100 1212.6232 18.3208 12679 3 404.8793 1.0981
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 801.4716 EGLELLK 4106.1560 801.4712 24.9968 7115 2 401.2393 ‐2.2632
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1859.8732 VVIGMDVAASEFYSEDK 386.3882 1859.8763 31.6296 5207 2 930.4418 2.1775
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1680.8551 GNPTVEVDIHTSNGIK 303.0186 1680.8273 21.9899 1578 2 840.9173 ‐16.4578
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1703.8195 EENNNGSQKISGDALK 274.8924 1703.8072 23.0462 2310 2 852.4073 ‐7.0347
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1081.5789 GVEVYHHLK 12565.9000 1081.5774 18.3316 3556 2 541.2923 ‐2.5939
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 671.4087 LVTNPK 150.0846 671.4115 33.1698 2866 1 671.4115 4.23
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1695.7571 VVIGMDVAASEFYSED 368.9831 1695.7597 32.0747 2478 2 848.3835 1.93
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 2304.0455 PIVSIEDPFDQDDWEHYAK 19953.5000 2304.0442 38.0321 2081 2 1152.5257 0.8423
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 495.2562 VNQIG 127.8718 495.2584 25.9384 1704 1 495.2584 3.74
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1563.8013 PSGASTGIYEALELR 334.7305 1563.8060 34.0181 1457 2 782.4066 2.63
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1194.6088 MGVEVYHHLK 112.8769 1194.6037 19.5139 3354 2 597.8055 ‐5.1945
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1841.8626 VVIGMDVAASEFYSEDK 180.0621 1841.8524 29.7480 2359 2 921.4298 ‐5.0839
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1879.9072 IEEELGSEAIYAGVNFR 844.0562 1879.9046 35.5565 3201 2 940.4559 ‐0.8949
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 rbamidomethyl+C 901.4812 SCNALLLK 143.7533 901.4753 19.3115 2112 1 901.4753 ‐5.6305
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9052.5310 48004.5112 64 64.41 None 1686.7929 EENNNGSQKISGDALK 160.0869 1686.7912 25.2375 853 3 562.9353 ‐2.3187
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1852.9700 LAMQEFMILPVGAASFK 18627.2800 1852.9677 22.4551 47479 2 926.9875 ‐0.5225
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 11585.3100 2252.1229 22.6972 20440 2 1126.5651 ‐1.1021
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1174.6830 AGAVVSGIPLYK 24187.9300 1174.6833 16.7710 13778 2 587.8453 ‐0.7745
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 2005.0600 VTAAVPSGASTGIYEALELR 556.8399 2005.0557 19.5042 7509 2 1003.0315 ‐1.0848
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1573.8432 VNQIGSVTESIEAVK 518.8080 1573.8370 16.9518 6739 2 787.4222 ‐3.8993



NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 701.9456 3000.3718 21.6741 3975 3 1000.7954 5.72
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1549.9061 AVGNVNNIIGPALIGK 530.5479 1549.9147 18.6535 766 3 517.3097 4.83
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1896.9338 IEEELGSEAIYAGVNFR 770.3779 1896.9314 18.6302 9383 2 948.9694 ‐0.4308
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 rbamidomethyl+C 2420.1684 MTTECGTEVQIVGDDLLVTNPK 298.4946 2420.1518 22.2435 791 2 1210.5795 ‐4.7425
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 876.5189 VSGIPLYK 185.4597 876.5167 17.3872 1332 2 438.7620 ‐4.2207
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1328.6692 VNQIGSVTESIEA 140.4082 1328.6632 15.4334 894 2 664.8353 ‐5.1118
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2086.5210 48004.5112 64 64.41 None 1878.9232 IEEELGSEAIYAGVNFR 293.2859 1878.9210 18.4336 1804 2 939.9641 ‐0.4109
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1453.7546 FVIGGPHGDAGLTGR 31679.1600 1453.7542 15.2204 69563 3 485.2562 ‐1.7653
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 rbamidomethyl+C(2)
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 22614.9500 2383.2774 25.5775 22716 4 596.5748 0.7238
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1761.8555 YLDDNTIFHLNPSGR 5347.7340 1761.8584 17.8528 21524 3 587.9576 0.6227
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1525.9200 TGTIPDKDILVLIK 7999.5080 1525.9230 18.8223 17441 3 509.3125 0.6474
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 967.5095 TQVTVEYK 5989.2770 967.5102 16.5416 7742 2 484.2587 ‐0.7791
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 2615.0570 2405.1925 16.8802 4431 4 602.0536 0.4901
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1141.6113 TIFHLNPSGR 2530.0210 1141.6126 15.0408 2814 2 571.3099 0.0412
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1963.9661 IIIDTYGGWGAHGGGAFSGK 1114.2710 1963.9606 21.6303 2881 2 982.4839 ‐2.0795
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1094.5337 GGPHGDAGLTGR 15079.2600 1094.5349 15.2183 2671 2 547.7711 ‐0.1820
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1266.6266 IIIDTYGGWGAH 355.2770 1266.6305 16.8753 1824 2 633.8189 2.01
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 1258.6539 DIAQGVHGHLTK 155.0072 1258.6484 26.7650 1729 2 629.8278 ‐5.2137
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 746.3791 GDAGLTGR 5593.3140 746.3779 15.2200 1349 1 746.3779 ‐1.6587
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 3591.4030 42953.7605 22 30.51 None 639.3348 TVEYK 159.5580 639.3326 17.8559 897 1 639.3326 ‐3.7649
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1453.7546 FVIGGPHGDAGLTGR 30782.2500 1453.7542 15.2204 69563 3 485.2562 ‐1.5242
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1761.8555 YLDDNTIFHLNPSGR 3957.9400 1761.8584 17.8528 21524 3 587.9576 0.7956
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1525.9200 TGTIPDKDILVLIK 11210.6600 1525.9230 18.8223 17441 3 509.3125 0.8725
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 1569.7950 2405.1925 16.8802 4431 4 602.0536 1.50
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1141.6113 TIFHLNPSGR 3803.5980 1141.6126 15.0408 2814 2 571.3099 0.1148
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1094.5337 GGPHGDAGLTGR 12938.4600 1094.5349 15.2183 2671 2 547.7711 ‐0.1193
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 1266.6266 IIIDTYGGWGAH 254.1842 1266.6305 16.8753 1824 2 633.8189 2.24
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1976.4740 42953.7605 22 30.51 None 746.3791 GDAGLTGR 5112.6270 746.3779 15.2200 1349 1 746.3779 ‐1.9556
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1343.7165 VTGGEVGAASSLAPK 23964.7700 1343.7189 20.3627 41630 2 672.3631 1.0702
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1267.7984 VTVVPSAAALVIK 34175.2900 1267.7983 18.3200 40298 2 634.4028 ‐0.9690
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1855.8556 DIQQEIQDGEVEIPEN 8877.2120 1855.8588 29.7060 7959 2 928.4330 2.48
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 865.5506 IGPLGLAPK 11094.7300 865.5513 15.9494 7340 2 433.2793 ‐0.8756
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1687.8034 HNGNISFDDVTEIAR 2287.0330 1687.8026 32.8418 7006 2 844.4049 ‐0.3917
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 rbamidomethyl+C(6)
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 2196.0303 DPKDIQQEIQDGEVEIPEN 274.3501 2196.0431 24.2151 950 2 1098.5252 7.0759
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 869.5455 PSAAALVIK 5826.8130 869.5455 18.3198 4160 1 869.5455 0.5405
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 752.4665 GPLGLAPK 5566.0270 752.4657 15.9441 1570 1 752.4657 ‐0.9692
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1384.6227 DIQQEIQDGEVE 259.0917 1384.6311 31.8963 1201 2 692.8192 5.90
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1086.5790 GEVGAASSLAPK 557.8148 1086.5787 19.4956 1066 2 543.7930 ‐1.4669
NP_181256.1 ribosomal protein L11 family protein Arabidopsis thaliana 6661.4730 18055.8710 12 52.41 None 1293.5957 DPKDIQQEIQD 128.8084 1293.6015 26.6897 947 2 647.3044 3.34
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 1989.9552 GFGFVTYDSSQEVQNAIK 15246.7500 1989.9548 30.6905 25732 2 995.4810 0.5432
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 1018.4800 SLDGADLDGR 10647.3300 1018.4816 18.1360 13610 2 509.7444 0.1845
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 2644.2599 VYVGNLSWGVDDMALESLFSEQGK 1371.5260 2644.2565 23.0594 13241 2 1322.6319 0.9313
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 2137.0673 LNSDSVSFSIAAKWNSPASR 1591.1920 2137.0757 19.5743 8254 2 1069.0415 5.0559
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 818.3639 DGADLDGR 1052.6640 818.3680 18.1443 2220 1 818.3680 5.09
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 1786.8759 LNSDSVSFSIAAKWNSP 374.0041 1786.8810 21.1035 2056 2 893.9441 3.1589
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 1431.9430 30717.9789 7 24.91 None 1708.7734 GVDDMALESLFSEQGK 229.2804 1708.7661 22.1556 1040 3 570.2602 ‐5.3948
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 336.3492 33147.1498 3 4.53 None 1458.7369 GGVIMDVVNAEQAR 6672.9290 1458.7372 27.6416 15822 2 729.8722 ‐0.1833
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 336.3492 33147.1498 3 4.53 None 1871.8878 MAGTGVVAVYGEGAMTETK 553.2057 1871.9091 34.8362 3510 2 936.4582 11.44
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 336.3492 33147.1498 3 4.53 None 956.4870 GGVIMDVVNA 126.0093 956.4849 30.0872 1000 2 478.7461 ‐3.6480
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 4739.8090 12325.1889 4 17.80 rbamidomethyl+C 1021.5136 ACGVNIPYK 6746.6290 1021.5139 20.6524 38534 2 511.2606 ‐1.0498
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 4739.8090 12325.1889 4 17.80 rbamidomethyl+C(4)
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 4739.8090 12325.1889 4 17.80 None 634.3559 NIPYK 748.6012 634.3541 19.0598 1397 1 634.3541 ‐3.1146
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 4739.8090 12325.1889 4 17.80 rbamidomethyl+C 1004.4870 ACGVNIPYK 181.2260 1004.4889 22.0846 965 2 502.7481 0.4624
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 2049.4460 31106.7657 5 13.33 None 1556.7802 ALSTSKPDPVVEDQA 17824.1200 1556.7825 19.4925 20434 2 778.8949 1.71
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 2049.4460 31106.7657 5 13.33 None 1654.8435 VLQFAGIDDVFTSSR 18824.5900 1654.8441 20.2360 17709 2 827.9257 0.3434
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 2049.4460 31106.7657 5 13.33 rbamidomethyl+C 982.4663 ATFDCLQK 4295.1680 982.4688 18.7338 13429 2 491.7380 1.0174
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 2049.4460 31106.7657 5 13.33 None 1039.5055 IDDVFTSSR 206.1188 1039.5111 21.9337 12677 2 520.2592 4.0049
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 2049.4460 31106.7657 5 13.33 None 1096.5269 GIDDVFTSSR 155.8584 1096.5316 18.5675 2773 1 1096.5316 5.59
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 341.3440 42402.4191 9 12.70 None 1918.8640 YPIEHGVVSNWDDMEK 2902.2920 1918.8665 26.3921 14468 3 640.2937 0.5219
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 341.3440 42402.4191 9 12.70 None 1515.7492 IWHHTFYNELR 2053.5950 1515.7486 15.7545 9219 3 505.9210 ‐1.7531
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 341.3440 42402.4191 9 12.70 None 1184.6899 AVFPSVVGRPR 3188.8880 1184.6902 15.0482 4013 2 592.8487 ‐0.7739
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 341.3440 42402.4191 9 12.70 None 976.4483 AGFAGDDAPR 2458.2710 976.4489 15.4798 3124 2 488.7281 ‐0.9163
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 203.3333 42402.4191 9 12.70 None 1515.7492 IWHHTFYNELR 2309.3290 1515.7486 15.7545 9219 3 505.9210 ‐1.5257
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 203.3333 42402.4191 9 12.70 None 1184.6899 AVFPSVVGRPR 3719.7610 1184.6902 15.0482 4013 2 592.8487 ‐0.6904
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 203.3333 42402.4191 9 12.70 None 1761.9018 TYELPDGQVITIGAER 654.5382 1761.8890 16.6796 8739 2 881.4481 ‐6.7915
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 203.3333 42402.4191 9 12.70 rbamidomethyl+C 3083.5289 CDVDIRKDLYGNIVLSGGTTMFPGIADR 527.6714 3083.5430 25.4517 3669 3 1028.5192 5.08
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 203.3333 42402.4191 9 12.70 None 1497.7907 ELPDGQVITIGAER 882.6892 1497.7925 16.6245 1931 2 749.3999 0.9859
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 1374.7111 EGDLVDVAGTTIGK 4538.0100 1374.7115 35.0079 23060 2 687.8594 ‐0.3090
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 1798.9082 TLATDGYDAVQIGYRR 1792.8630 1798.9070 17.5480 9765 3 600.3072 ‐1.6623
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 2366.2490 LVFDEIFKEGDLVDVAGTTIGK 1771.9180 2366.2507 21.7889 8192 3 789.4218 0.5734
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 1642.8071 TLATDGYDAVQIGYR 2838.0150 1642.8053 26.7618 7195 2 821.9063 ‐1.1103
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 2417.1880 LGMMSFFEEDGTVVPVTVVGFR 3319.7710 2417.1873 23.4749 7097 2 1209.0973 1.09
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 862.4894 GFQGGIKR 238.8941 862.4770 16.9397 11780 1 862.4770 ‐13.8759
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 917.7729 29363.6009 15 36.16 None 1555.8162 AGTIPMRHLQEFR 350.9609 1555.8312 17.3614 2590 3 519.2819 8.75
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 1798.9082 TLATDGYDAVQIGYRR 514.2371 1798.9070 17.5480 9765 3 600.3072 ‐1.4976
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 2366.2490 LVFDEIFKEGDLVDVAGTTIGK 3044.1770 2366.2507 21.7889 8192 3 789.4218 0.6125
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 2417.1880 LGMMSFFEEDGTVVPVTVVGFR 2943.6570 2417.1873 23.4749 7097 2 1209.0973 1.79



NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 1710.9313 TTLSSSLFTPTFLPAK 363.9916 1710.9348 19.3124 5268 2 855.9710 2.77
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 1389.7009 LTNIEGFEPNQK 542.8533 1389.7058 15.3766 1882 2 695.3566 3.1176
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 1555.8162 AGTIPMRHLQEFR 170.4492 1555.8312 17.3614 2590 3 519.2819 8.60
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 None 1942.9725 TRFVVSSSMEAGIGVMGSK 319.7813 1942.9762 24.9054 1574 2 971.9917 2.69
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 561.9861 29363.6009 15 36.16 Oxidation+M(2) 1106.5557 KMPGRMGGTR 812.4434 1106.5574 25.5227 6109 1 1106.5574 2.70
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 1438.7940 LGSYALVGLPASYK 2008.5290 1438.7933 18.1799 7781 2 719.9003 ‐1.0007
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 rbamidomethyl+C( 1716.8010 YSIIIGGENFGCGSSR 3126.1770 1716.8016 17.7668 6105 2 858.9044 0.4790
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 1735.8497 NSVATGEVYPLDSEVR 7074.2090 1735.8525 25.2998 5661 2 868.4299 1.06
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 rbamidomethyl+C 1280.6416 EHAPVCLGAAGAK 10412.4200 1280.6422 17.2070 3455 2 640.8247 ‐0.4138
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 964.5211 AVVAQSYAR 337.8747 964.4980 16.8473 5107 2 482.7526 ‐25.4301
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 2101.1441 LKPIGDAGPVIDAGGIFAYAR 808.7129 2101.1494 19.7369 4275 3 701.0546 1.73
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 1315.6965 AASLQSANPTLSR 421.9097 1315.6860 23.8349 2119 2 658.3466 ‐8.6998
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 1477.7798 AGPVIDAGGIFAYAR 332.6718 1477.7771 19.2928 1724 3 493.2639 ‐3.2219
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 None 924.4421 AASLQSANPT 210.6590 924.4409 23.6111 1302 1 924.4409 ‐0.6299
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1403.1700 27075.4396 10 37.05 rbamidomethyl+C 1262.6311 EHAPVCLGAAGAK 274.8490 1262.6360 16.8562 1623 2 631.8216 3.0489
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 554.2376 23735.2535 4 13.45 None 3092.5397 GPSPPVGFQVAANYVAMVPSGQIFDSSLEK 3687.5740 3092.5199 22.4830 13632 3 1031.5115 ‐5.5615
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 554.2376 23735.2535 4 13.45 rbamidomethyl+C( 1407.6897 VIASETREQSCK 714.5144 1407.6769 23.6646 20109 2 704.3421 ‐9.6250
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 554.2376 23735.2535 4 13.45 None 2294.1584 ELENVPMVTTESGLQYKDIK 219.6795 2294.1463 17.8153 3885 3 765.3869 ‐5.5661
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 554.2376 23735.2535 4 13.45 None 1595.7985 MVTTESGLQYKDIK 176.8553 1595.8075 18.6749 1313 2 798.4074 5.94
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1334.7467 LIAVVFPSFGER 3113.3730 1334.7489 20.5558 10907 2 667.8781 0.9058
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1356.6352 IGYSMITDAEEK 2002.3220 1356.6355 24.4630 9455 2 678.8214 ‐0.3835
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1086.6306 IQGIGAGFVPK 3020.1670 1086.6314 16.4634 8535 2 543.8194 ‐0.5003
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 rbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 2342.7400 2523.2586 42.1679 4515 2 1262.1330 ‐3.0047
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1345.7362 AFGAELVLTEPAK 1479.6810 1345.7293 28.8273 6865 2 673.3683 ‐5.7991
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1766.9105 MAATSSSAFLLNPLTSR 246.6467 1766.8762 21.3278 3484 2 883.9418 ‐19.1443
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 655.2184 41941.3524 8 20.92 None 1327.7256 AFGAELVLTEPAK 334.3529 1327.7277 30.1650 2607 2 664.3675 0.8388
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 831.4822 EVITELK 32484.5300 831.4826 19.4673 17207 2 416.2449 ‐1.3853
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 903.4530 SNGLEQQK 530.2917 903.4547 29.6098 1244 1 903.4547 2.73
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 1358.7063 HLTTTTPPPHEK 173.0128 1358.7298 16.8817 3739 2 679.8685 16.6393
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 1160.5542 VSDVDQIDNR 289.8788 1160.5849 31.3891 2008 2 580.7961 25.3757
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 1531.7434 MNIGTNRGDAHAFK 3862.0050 1531.7464 16.8053 2348 3 511.2537 0.6207
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 1958.9674 EITELQSHGDNVMKMVK 379.3580 1958.9576 33.6894 2153 3 653.6574 ‐5.7450
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 1900.9134 ELKDDDDGSPSKIGPAEK 547.2183 1900.9116 26.0721 1323 3 634.3087 ‐1.7673
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 603.3712 ITELK 1155.8570 603.3717 19.6352 5334 1 603.3717 0.3204
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 490.2871 TELK 2511.8760 490.2872 19.4662 1568 1 490.2872 ‐0.7667
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 589.3093 PPHEK 80.8958 589.3099 17.2133 902 1 589.3099 0.4786
NP_181908.1 formin like protein 2 Arabidopsis thaliana 307.5542 98662.4666 11 3.24 None 813.4716 EVITELK 255.0841 813.4733 19.4642 940 2 407.2403 0.1471
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 1889.0855 ATPLIVHLVDTSSLPLGR 10414.3900 1889.0894 20.4248 16683 3 630.3680 1.10
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 rbamidomethyl+C 1979.9426 ALVPGCGGGHDVVAMASPER 7091.1490 1979.9469 24.0350 14046 3 660.6538 1.67
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 1778.9575 VDVSTFEEVLVPIGFK 7128.0930 1778.9592 22.6273 10237 2 889.9832 1.02
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 1519.7863 AVSVEENPHAIPTR 5633.3880 1519.7921 18.6275 6734 3 507.2689 2.57
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 1647.8813 AVSVEENPHAIPTRK 1781.2140 1647.8861 16.8618 2622 3 549.9669 1.40
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 2483.2664 FVVGLDISESALAKANETYGSSPK 1382.2700 2483.2664 19.6991 3541 3 828.4270 ‐0.0095
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 rbamidomethyl+C 712.3447 ALVPGCGG 195.9047 712.3427 23.8988 2854 1 712.3427 ‐2.9305
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 rbamidomethyl+C 1696.7530 PGCGGGHDVVAMASPER 453.3135 1696.7577 24.0397 1807 2 848.8825 2.34
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.1370 25459.8123 11 40.97 None 1629.8707 AVSVEENPHAIPTRK 306.6342 1629.8624 16.3734 1355 2 815.4348 ‐5.1387
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1642.7740 25459.8123 11 40.97 None 1889.0855 ATPLIVHLVDTSSLPLGR 9215.5680 1889.0894 20.4248 16683 3 630.3680 1.57
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1642.7740 25459.8123 11 40.97 None 1778.9575 VDVSTFEEVLVPIGFK 12939.3400 1778.9592 22.6273 10237 2 889.9832 1.03
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 390.1089 29482.4114 14 21.38 None 1999.0342 DSTITVGTQHSLDPLTSVK 3869.9510 1999.0347 27.0321 18490 3 667.0164 ‐0.4238
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 390.1089 29482.4114 14 21.38 None 1949.0603 VNSAGIASALIQHEWKPK 1216.2200 1949.0662 17.6588 13081 4 488.0220 1.07
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 390.1089 29482.4114 14 21.38 None 1702.8507 ARDLLYKDHNSDQK 520.2237 1702.8400 28.6114 11918 2 851.9236 ‐6.1987
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 390.1089 29482.4114 14 21.38 None 1162.6467 GPGLYTEIGKK 448.1728 1162.6210 17.7903 1403 2 581.8141 ‐23.1735
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 390.1089 29482.4114 14 21.38 None 1518.8275 KGDLLLGDVAFQSR 3349.8120 1518.8297 28.9020 12916 3 506.9481 0.1140
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1999.0342 DSTITVGTQHSLDPLTSVK 3767.7320 1999.0347 27.0321 18490 3 667.0164 ‐0.5188
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1330.6525 SFFTISGEVDTK 1241.6360 1330.6573 28.6554 5426 2 665.8323 2.40
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1317.6896 EDLIASLTVNDK 317.8338 1317.6845 24.5407 4562 2 659.3459 ‐4.5810
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1162.6467 GPGLYTEIGKK 668.9663 1162.6210 17.7903 1403 2 581.8141 ‐23.0767
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1518.8275 KGDLLLGDVAFQSR 5082.4670 1518.8297 28.9020 12916 3 506.9481 ‐0.0895
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1553.7958 SIFSFKVPDQNSGK 1727.5970 1553.7979 23.5798 3377 2 777.4026 1.06
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 812.4512 KGDLLLGD 474.3766 812.4473 30.1158 14587 1 812.4473 ‐4.2702
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1201.6575 LLLGDVAFQSR 196.1354 1201.6531 27.7228 6954 2 601.3302 ‐4.6194
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 354.0322 29482.4114 14 21.38 None 1188.6470 DLIASLTVNDK 306.6401 1188.6513 25.5707 833 3 396.8886 1.64
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2260.8020 2117.0189 32.1920 12542 3 706.3445 1.19
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 1811.8260 3313.5876 33.7988 8829 4 829.1524 1.70
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 2012.0117 SSLLLHMDGTSPIAEDIGR 3957.2000 2012.0110 30.8758 8641 3 671.3419 ‐1.0006
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 1040.6099 TILGPAQNVK 7746.6570 1040.6124 19.5607 8248 2 520.8099 1.0832
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 rbamidomethyl+C 2006.9086 ADCLDDLSYAIMYEVTK 3734.9290 2006.9051 39.6288 7474 2 1003.9562 ‐0.9173
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 2028.0107 VAINEIAESIMAFNTNYK 861.4522 2028.0161 35.2407 4438 2 1014.5117 3.88
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 1332.6906 TATVGVWIDAGSR 618.6519 1332.6886 25.6445 2229 2 666.8479 ‐2.2487
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 1943.0120 DIAISAIGPIQDLPDYNK 136.5125 1943.0291 17.7606 1424 2 972.0182 9.89
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 1173.6739 RIPTAELFAR 1701.5430 1173.6736 16.1086 8252 2 587.3404 ‐1.3193
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 3083.5531 LFTKLSSDPTTTSQLVANEPASFTGSEVR 2047.1200 3083.5430 25.4517 3669 3 1028.5192 ‐2.4215
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 2402.2827 DIAISAIGPIQDLPDYNKFRR 1128.5650 2402.2619 36.9541 2157 3 801.4255 ‐8.7517
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 635.9930 59217.0685 22 34.84 None 656.3726 PAQNVK 114.4855 656.3716 20.2625 1492 1 656.3716 ‐1.7724
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 1656.7800 2594.2525 27.2076 14001 2 1297.6299 ‐0.0727
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2839.0740 2117.0189 32.1920 12542 3 706.3445 1.35
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 1475.8230 3313.5876 33.7988 8829 4 829.1524 1.51
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 2012.0117 SSLLLHMDGTSPIAEDIGR 4853.8970 2012.0110 30.8758 8641 3 671.3419 ‐1.0928



NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 1040.6099 TILGPAQNVK 12233.3300 1040.6124 19.5607 8248 2 520.8099 1.58
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 rbamidomethyl+C 2006.9086 ADCLDDLSYAIMYEVTK 2665.9380 2006.9051 39.6288 7474 2 1003.9562 ‐0.9307
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 2028.0107 VAINEIAESIMAFNTNYK 1123.3940 2028.0161 35.2407 4438 2 1014.5117 3.26
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 1332.6906 TATVGVWIDAGSR 1320.2080 1332.6886 25.6445 2229 2 666.8479 ‐2.1741
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 1006.5792 QLLTYGRR 78.0550 1006.5555 24.8855 3415 2 503.7814 ‐24.9500
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thalia 839.9382 59217.0685 22 34.84 None 1943.0120 DIAISAIGPIQDLPDYNK 553.3251 1943.0544 31.8497 1993 2 972.0308 22.4684
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1136.6020 YVDAVMTIPK 5374.6800 1136.6031 25.2802 12655 2 568.8052 ‐0.2139
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 rbamidomethyl+C 1606.7458 YIFTIDDDCFVAK 1795.5000 1606.7483 32.4095 10958 2 803.8778 1.52
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1786.8646 TIAVPEGFDYELYNR 5680.5450 1786.8643 31.2540 9929 2 893.9358 0.0988
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 rbamidomethyl+C 1685.7874 EAVTVQQCYMELSK 7660.9610 1685.7885 25.8236 9469 2 843.3979 0.7572
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1925.9796 GIFWQEDIIPFFQSAK 1844.8610 1925.9810 23.5935 6387 2 963.4941 1.57
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1122.6266 AVNALEQHIK 1953.5380 1122.6283 18.0816 3467 2 561.8178 0.3540
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 2300.1267 LADAMVTWIEAWDELNPPTK 634.4588 2300.1334 24.0304 2439 2 1150.5704 4.42
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 rbamidomethyl+C 1729.7859 GTLFPMCGMNLAFDR 1978.9780 1729.7914 21.0724 6905 2 865.3994 3.90
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1792.9374 ERNTRYVDAVMTIPK 441.6803 1792.9336 23.8195 992 2 896.9704 ‐1.8185
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 rbamidomethyl+C 624.3174 CFVAK 220.0654 624.3176 30.9800 1731 1 624.3176 ‐0.0831
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 824.4301 PFFQSAK 435.7435 824.4325 23.5308 1431 1 824.4325 3.03
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1422.7264 QEDIIPFFQSAK 285.1406 1422.7249 21.4720 1313 2 711.8661 ‐1.5280
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1118.5914 YVDAVMTIPK 168.6256 1118.5963 26.0828 6062 2 559.8018 3.1868
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1104.6160 AVNALEQHIK 187.8096 1104.6223 17.5187 2332 2 552.8148 4.92
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 rbamidomethyl+C 1667.7768 EAVTVQQCYMELSK 244.4674 1667.7822 25.3171 1419 2 834.3948 3.12
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1105.6000 AVNALEQHIK 453.8792 1105.6032 16.3972 2607 2 553.3052 1.56
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1011.1400 41142.3624 17 31.65 None 1769.8381 TIAVPEGFDYELYNR 341.6665 1769.8324 31.4672 2076 2 885.4198 ‐2.9303
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1109.6426 LPANLVQAQR 1746.1280 1109.6445 20.4191 13090 2 555.3259 0.6524
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1948.9440 EGNLPLYGFHDPESFVK 3267.7190 1948.9491 31.0891 9751 3 650.3212 1.98
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1643.8639 NAELANLLVDPEFAK 5680.9680 1643.8626 34.4333 7757 2 822.4349 ‐0.7970
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1221.6110 AGGFGDILTDQK 166.4143 1221.5792 29.1543 39663 1 1221.5792 ‐23.9323
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1064.5735 FLSGLKDER 2244.3580 1064.5749 19.1370 1582 2 532.7911 0.1299
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 2184.0390 AVAENGFLYLGMGVSGGEEGAR 387.0561 2184.0617 32.3956 1258 2 1092.5345 11.28
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 2658.3675 EGNLPLYGFHDPESFVKSIQKPR 1378.9970 2658.3884 26.9003 4496 3 886.8010 8.61
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1535.7529 PLYGFHDPESFVK 304.6250 1535.7516 31.3731 2225 2 768.3794 ‐1.0678
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 388.7622 53862.4089 9 11.73 None 1931.9174 EGNLPLYGFHDPESFVK 359.6922 1931.9133 32.1332 905 2 966.4603 ‐1.4880
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1631.8527 IQTPTDEIVVPYEK 3959.6570 1631.8556 26.9325 13382 2 816.4314 1.74
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 2108.1022 VQLLEIAQVPDEHVNEFK 5078.9840 2108.1013 31.3235 11006 3 703.3720 ‐0.9593
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 1425.5180 2412.2685 25.4994 8988 2 1206.6379 2.14
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1348.7008 FFDNAIGVNVPR 10329.9000 1348.7021 17.6404 8896 2 674.8547 0.2666
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1305.6355 MTPVSQDVAETK 11971.8900 1305.6383 17.9289 6927 2 653.3228 1.02
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1300.7359 SIPSIVELDSLK 6287.7560 1300.7370 31.8332 6776 2 650.8721 0.0816
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 965.5415 SGFISLVSR 1854.6020 965.5430 17.4572 5653 2 483.2751 0.0128
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1373.7100 VVADEFVPWPSK 2167.9940 1373.7222 30.6401 12552 2 687.3648 8.91
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1316.6879 MAATTENLPQLK 335.7885 1316.6976 24.2196 2125 2 658.8525 6.42
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1175.6307 IQTPTDEIVVP 296.9585 1175.6288 27.4772 2178 2 588.3180 ‐2.6933
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1274.6416 VADEFVPWPSK 253.7139 1274.6423 31.1063 1272 2 637.8248 ‐0.2271
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 1176.6147 IQTPTDEIVVP 349.4456 1176.6132 25.5133 869 2 588.8103 ‐2.2889
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1348.0000 51909.5962 26 23.67 None 2394.2551 ASSDLLLVQSDLYTLVDGFVTR 405.2748 2394.2595 25.5060 1294 3 798.7580 1.98
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1631.8527 IQTPTDEIVVPYEK 8086.6880 1631.8556 26.9325 13382 2 816.4314 1.30
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 2108.1022 VQLLEIAQVPDEHVNEFK 3192.1580 2108.1013 31.3235 11006 3 703.3720 ‐1.0297
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1300.7359 SIPSIVELDSLK 8694.2640 1300.7370 31.8332 6776 2 650.8721 0.1603
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 941.5125 MEIIPNPK 4629.5500 941.5130 22.3774 4020 2 471.2602 ‐0.8560
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1767.8297 YTNSNVDIHTFNQSK 445.3733 1767.8322 22.3555 1363 2 884.4197 1.43
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1568.8353 MEIIPNPKEVDGVK 201.5958 1568.7950 35.1986 8006 2 784.9011 ‐25.8060
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 2494.2725 SGFISLVSRYLSGEAQHIEWSK 307.5763 2494.2563 30.5649 27652 3 832.0903 ‐6.4768
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1175.6307 IQTPTDEIVVP 336.8096 1175.6288 27.4772 2178 2 588.3180 ‐2.5983
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1176.6147 IQTPTDEIVVP 247.9032 1176.6132 25.5133 869 2 588.8103 ‐2.1940
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 772.6861 51909.5962 26 23.67 None 1749.8191 YTNSNVDIHTFNQSK 405.0260 1749.8266 19.1945 1236 3 583.9471 3.1119
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 422.3232 51909.5962 26 23.67 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 2416.9690 2412.2685 25.4994 8988 2 1206.6379 3.72
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 422.3232 51909.5962 26 23.67 None 1348.7008 FFDNAIGVNVPR 10071.0200 1348.7021 17.6404 8896 2 674.8547 0.3878
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 422.3232 51909.5962 26 23.67 None 965.5415 SGFISLVSR 2671.5620 965.5430 17.4572 5653 2 483.2751 0.0458
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1658.8285 YGAGIGPGVYDIHSPR 73264.2700 1658.8307 24.0822 94476 3 553.6151 0.1225
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1116.5531 IPSTDEIADR 19242.9900 1116.5537 17.6679 66550 2 558.7805 ‐0.6950
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1411.7904 GGIGVIQIDEAALR 121970.3000 1411.7896 30.8315 65903 2 706.3984 ‐1.0969
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1096.5786 YLFAGVVDGR 34223.3700 1096.5793 17.5686 58689 2 548.7933 ‐0.6069
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1235.5759 GNASVPAMEMTK 33999.8000 1235.5778 20.4447 49974 2 618.2925 0.6384
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1181.6313 GVTAFGFDLVR 40516.5900 1181.6339 19.8206 43894 2 591.3206 1.0887
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1199.5732 FALESFWDGK 40195.0600 1199.5744 20.0286 41591 2 600.2908 0.0330
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 rbamidomethyl+C 2404.1701 HETCYQIALAIKDEVEDLEK 14545.2300 2404.1752 36.1675 38355 3 802.0632 1.55
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 rbamidomethyl+C( 2213.1457 MLAVLEQNILWVNPDCGLK 21346.8400 2213.1389 22.0479 36497 2 1107.0731 ‐1.8224
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 2310.3068 LNLPILPTTTIGSFPQTVELR 14905.8100 2310.3003 22.1381 33944 2 1155.6538 ‐1.2974
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1790.9622 GMLTGPVTILNWSFVR 26875.8400 1790.9623 23.3270 22075 2 895.9848 0.3821
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 rbamidomethyl+C 1714.9309 CVKPPVIYGDVSRPK 2617.1800 1714.9331 20.9540 18698 3 572.3159 0.2075
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 rbamidomethyl+C 2300.2167 LVVSTSCSLLHTAVDLINETK 2311.4350 2300.2168 21.8981 15367 3 767.4104 ‐0.2171
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 2171.0363 ALAGQTNESFFTANADALSSR 1288.7860 2171.0274 29.3629 12853 2 1086.0173 ‐2.9458
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1021.5465 SWLAFAAQK 101.3855 1021.5337 34.0633 2050 2 511.2705 ‐13.9856
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1434.7410 SDIWKQMSAAGIK 572.3251 1434.7311 14.5252 1145 3 478.9152 ‐8.3620
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 906.4163 STDEIADR 3563.2700 906.4171 17.6674 3741 1 906.4171 1.75
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1140.5796 PGVYDIHSPR 225.8047 1140.5785 24.3119 3025 1 1140.5785 0.4582
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 981.4676 LESFWDGK 1830.3090 981.4709 20.0307 2596 1 981.4709 4.88
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 706.3883 GFDLVR 2726.0660 706.3908 19.8150 2548 1 706.3908 3.64
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 924.4938 AFGFDLVR 811.4457 924.4946 19.8181 2014 1 924.4946 1.15



NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 915.4894 QIDEAALR 2315.0080 915.4902 30.8325 1910 1 915.4902 1.52
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1032.4785 YGAGIGPGVYD 426.3607 1032.4770 21.7904 1355 2 516.7421 ‐2.8912
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 993.4744 SVPAMEMTK 443.3210 993.4779 20.4485 1321 1 993.4779 4.17
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 906.4423 VPAMEMTK 197.2230 906.4395 20.4111 973 1 906.4395 ‐2.4958
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1438.7437 AGIGPGVYDIHSPR 212.6971 1438.7474 22.8002 961 2 719.8773 2.0554
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 1043.5269 GVYDIHSPR 159.7513 1043.5247 24.0755 782 1 1043.5247 ‐0.9776
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 8137.7940 84926.1401 37 31.11 None 2292.2962 LNLPILPTTTIGSFPQTVELR 254.7903 2292.3076 22.7701 1171 3 764.7741 4.68
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 1658.8285 YGAGIGPGVYDIHSPR 65089.9000 1658.8307 24.0822 94476 3 553.6151 ‐0.0494
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 1411.7904 GGIGVIQIDEAALR 91424.7700 1411.7896 30.8315 65903 2 706.3984 ‐1.0327
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 1235.5759 GNASVPAMEMTK 40020.3600 1235.5778 20.4447 49974 2 618.2925 0.7256
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 rbamidomethyl+C 2404.1701 HETCYQIALAIKDEVEDLEK 7155.6770 2404.1752 36.1569 37512 3 802.0632 1.71
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 rbamidomethyl+C 1714.9309 CVKPPVIYGDVSRPK 3617.1210 1714.9331 20.9540 18698 3 572.3159 0.0483
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 2171.0363 ALAGQTNESFFTANADALSSR 1466.6590 2171.0274 29.3629 12853 2 1086.0173 ‐2.9806
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 915.4894 QIDEAALR 1031.6760 915.4902 30.8325 1910 1 915.4902 1.11
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 1140.5796 PGVYDIHSPR 117.5694 1140.5783 26.3072 1603 2 570.7928 ‐2.1968
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 3960.5230 84926.1401 37 31.11 None 993.4744 SVPAMEMTK 537.6541 993.4779 20.4485 1321 1 993.4779 4.94
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 691.8776 29419.8729 4 31.16 None 1791.9739 LLSSGELYDIVGIPTSK 3750.3640 1791.9715 20.1603 14491 2 896.4894 ‐0.9651
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 691.8776 29419.8729 4 31.16 None 2025.0386 IDLAIDGADEVDPNLDLVK 3008.1240 2025.0382 33.5373 13626 2 1013.0227 0.6333
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 691.8776 29419.8729 4 31.16 None 2701.4593 AVEAIKPGMVLGLGTGSTAAFAVDQIGK 2194.0610 2701.4572 20.2134 10770 3 901.1573 ‐0.4596
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 691.8776 29419.8729 4 31.16 None 2536.2242 VDGDGKPYVTDNSNYIIDLYFK 391.5446 2536.2236 20.1654 2898 3 846.0794 ‐0.1469
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 2041.9747 VDRPADEMAVEEPTEIIGA 5821.0560 2041.9769 29.6397 13272 2 1021.4921 1.15
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 1619.8904 ATQGIYPLQNVFIR 7759.6980 1619.8891 19.9977 12952 2 810.4482 ‐0.8383
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 2169.0459 VFEVSLADLQGDEDNAYRK 4307.3290 2169.0407 30.1413 11340 3 723.6851 ‐2.7968
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 763.3985 AVDPFSK 279.4563 763.3955 18.4715 5465 1 763.3955 ‐3.8322
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 rbamidomethyl+C 1213.5630 TCYAQSSQIR 12597.1300 1213.5639 14.8635 5120 2 607.2856 ‐0.2616
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 1734.8003 LMDVHGDYSAEDVGVK 1781.2150 1734.8043 22.6691 5098 3 578.9396 1.70
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 rbamidomethyl+C( 2050.0308 DIMVREASSCDLKDLVAK 1271.7360 2050.0308 26.3447 1379 3 684.0151 ‐0.6196
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 952.4847 YAQSSQIR 160.9293 952.4886 15.6026 5460 2 476.7479 2.48
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 1833.5620 30078.7563 13 39.31 None 789.4213 AQSSQIR 120.8176 789.4236 17.2770 955 1 789.4236 3.1131
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 409.6723 30078.7563 13 39.31 None 2169.0459 VFEVSLADLQGDEDNAYRK 3049.9310 2169.0407 30.1413 11340 3 723.6851 ‐2.8534
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 409.6723 30078.7563 13 39.31 None 1734.8003 LMDVHGDYSAEDVGVK 1345.1580 1734.8043 22.6691 5098 3 578.9396 1.0523
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 409.6723 30078.7563 13 39.31 rbamidomethyl+C( 2050.0308 DIMVREASSCDLKDLVAK 1095.3090 2050.0308 26.3447 1379 3 684.0151 ‐0.7031
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 409.6723 30078.7563 13 39.31 None 1438.7689 WQTLIEAHVDVK 678.9472 1438.7674 25.4183 1892 3 480.2606 ‐2.7698
NP_187143.1 40S ribosomal protein S24 1 Arabidopsis thaliana 294.2971 15372.2000 1 11.28 None 1573.7744 SSGFGLIYDTVESAK 2609.4350 1573.7768 32.9187 15887 2 787.3921 1.77
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2781.3400 14075.1760 5 29.3 None 1033.5598 IMEIASLEK 24909.6700 1033.5597 25.1919 19417 2 517.2835 ‐1.3990
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2781.3400 14075.1760 5 29.3 rbamidomethyl+C 1667.7945 GVSFTIDCSKPVDDK 7774.0800 1667.7967 22.7608 12358 3 556.6038 ‐0.0274
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2781.3400 14075.1760 5 29.3 None 1322.7063 ITVTADGQFSKR 340.6549 1322.6712 22.8913 2095 2 661.8392 ‐27.1975
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2781.3400 14075.1760 5 29.3 None 487.2585 IMEI 98.8054 487.2602 25.9042 2705 1 487.2602 2.07
NP_187207.1 60S ribosomal protein L22 2 Arabidopsis thaliana 2781.3400 14075.1760 5 29.3 None 920.4757 MEIASLEK 4828.8520 920.4788 25.1907 1909 1 920.4788 4.08
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1656.7904 VFISDDFDGELFPR 6960.9320 1656.7909 34.7729 15007 2 828.8991 0.3433
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1677.8476 ENGIITLTDSGIGMTR 1624.6380 1677.8487 30.5981 13915 2 839.4280 0.7486
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 rbamidomethyl+C 1233.6508 LSSSPCVLVSGK 2217.6890 1233.6497 21.2912 12678 2 617.3285 ‐1.6901
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1097.4833 FGWSANMER 3523.2860 1097.4868 24.2904 8037 2 549.2470 2.0708
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1529.7152 AQSTGDTISLDYMK 280.5967 1529.7138 31.5136 5249 2 765.3605 ‐1.1391
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1275.6427 ELISNASDALDK 543.9814 1275.6608 30.2343 10616 2 638.3340 13.4390
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 1017.5211 NEEKEAAVK 1170.3940 1017.5131 19.9280 8938 1 1017.5131 ‐6.5677
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 2995.3336 FFSSQSENDMISLDEYVENMKPEQK 605.4650 2995.3255 34.3781 1970 3 999.1134 ‐1.8293
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 rbamidomethyl+C(15)
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 278.2303 90795.1185 10 9.26 None 885.4676 EEKEAAVK 488.8074 885.4656 23.3127 3688 1 885.4656 ‐1.4468
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1207.6317 AVAGAGVLSGYDK 4901.4620 1207.6310 22.3016 18235 2 604.3191 ‐1.6170
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1084.4836 MMMTSGEAVK 2984.4970 1084.4848 17.8732 15355 2 542.7460 ‐0.1126
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 917.5819 LQLIVFGK 15997.1200 917.5813 18.8988 7413 2 459.2943 ‐2.3050
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1211.6055 QFDGLVDVYR 6262.7230 1211.6061 27.9417 7092 2 606.3067 ‐0.5046
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 rbamidomethyl+C 881.3934 GIGDCFGR 2930.4160 881.3944 19.4363 6765 2 441.2008 ‐0.6501
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1446.7416 YFPTQALNFAFK 3923.8940 1446.7417 20.4509 16857 2 723.8745 ‐0.3892
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 3319.6647 DEGFGSLWRGNTANVIRYFPTQALNFAFK 733.1442 3319.6283 24.9006 4984 3 1107.2143 ‐9.7630
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1604.7452 DEGFGSLWRGNTANV 524.4335 1604.7477 26.3250 3018 2 802.8775 1.01
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 rbamidomethyl+C 711.2879 GDCFGR 1913.6570 711.2863 19.4305 2181 1 711.2863 ‐2.2980
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1136.6099 PTQALNFAFK 281.4662 1136.6052 20.4158 1838 1 1136.6052 ‐2.6955
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1037.5262 AGAGVLSGYDK 209.7879 1037.5305 23.2377 1700 2 519.2689 2.44
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 930.9666 41589.6888 12 20.47 None 1066.4730 MMMTSGEAVK 401.6721 1066.4739 16.7051 921 2 533.7406 ‐0.4231
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2251.1129 LEEYVEIPSDSGISFNVQPK 11542.3000 2251.1080 31.9217 16388 2 1126.0576 ‐0.7971
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 4013.9370 2719.2475 23.5030 9733 4 680.5673 ‐1.4731
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2277.1609 DVLDGSSVGFVETLEADLAALR 11352.0900 2277.1621 47.8683 7867 2 1139.0847 1.62
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1717.9344 GTVHLIGLLSDGGVHSR 1647.3770 1717.9374 17.3379 7087 3 573.3173 0.6746
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 750.4145 IYAQGAK 1414.2800 750.4142 18.5685 1685 1 750.4142 ‐0.2672
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1069.6616 LDQVQLLLK 1232.7390 1069.6569 17.8461 1065 1 1069.6569 ‐3.1319
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 rbamidomethyl+C( 2811.3037 VNLPNGDMVGHTGDIEATVVACEAADR 399.4685 2811.3214 29.6146 1540 3 937.7786 6.99
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 737.5214 3076.4659 34.5398 3710 3 1026.1602 ‐3.2748
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1825.8975 MVMHAKALEYKDFDK 820.0533 1825.8931 31.8568 3041 2 913.4502 ‐2.0454
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 637.3304 YAQGAK 478.9255 637.3320 20.3275 5090 1 637.3320 2.1456
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1471.7427 IPSDSGISFNVQPK 244.2500 1471.7471 35.6222 941 2 736.3772 2.40
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1145.6313 GTVHLIGLLSDG 474.2836 1145.6334 15.5585 761 2 573.3203 0.6558
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2251.1129 LEEYVEIPSDSGISFNVQPK 9898.8850 2251.1080 31.9217 16388 2 1126.0576 ‐0.8424
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 2214.4940 2719.2475 23.5030 9733 4 680.5673 ‐1.8359
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2277.1609 DVLDGSSVGFVETLEADLAALR 11493.3100 2277.1621 47.8683 7867 2 1139.0847 1.75
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 930.5367 ARDAILSGK 230.9249 930.5427 20.3699 5149 2 465.7750 4.22
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2249.0721 AEPGANDQYLPSFVIVDDNGK 424.7556 2249.0804 31.1694 2780 3 750.3650 3.67
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1818.8691 GIYVVTADHGNAEDMVK 455.4817 1818.8683 23.5017 4904 3 606.9609 ‐1.5109



NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 rbamidomethyl+C( 2811.3037 VNLPNGDMVGHTGDIEATVVACEAADR 710.4154 2811.3214 29.6146 1540 3 937.7786 6.85
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1407.7015 GWDAQVLGEAPHK 364.9000 1407.7017 18.2916 1160 2 704.3545 ‐0.3439
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 1018.0880 3076.4659 34.5398 3710 3 1026.1602 ‐3.1264
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1825.8975 MVMHAKALEYKDFDK 476.4573 1825.8931 31.8568 3041 2 913.4502 ‐2.0352
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1488.7693 IPSDSGISFNVQPK 281.8655 1488.7745 31.4451 2231 2 744.8909 3.26
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1471.7427 IPSDSGISFNVQPK 394.7559 1471.7471 35.6222 941 2 736.3772 2.04
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1800.8585 GIYVVTADHGNAEDMVK 325.7508 1800.8584 21.9393 1394 3 600.9576 ‐1.1755
NP_187485.1 protein serine kinase 1 Arabidopsis thaliana 155.8021 52873.2278 3 8.17 None 1580.8795 LPQFLSNEAHAILK 247.4222 1580.8858 16.5720 5864 3 527.6335 2.04
NP_187485.1 protein serine kinase 1 Arabidopsis thaliana 155.8021 52873.2278 3 8.17 None 2736.3780 ANPFTNFTYVRPPPSFLHQSTTTL 2798.5950 2736.3811 24.7427 4889 3 912.7986 1.21
NP_187485.1 protein serine kinase 1 Arabidopsis thaliana 155.8021 52873.2278 3 8.17 None 1160.6157 LGSGLSGAEEIK 151.4813 1160.6421 16.9772 2026 2 580.8247 21.7208
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1411.8407 GTVEIITPVELIK 49245.6300 1411.8414 34.3381 29882 2 706.4243 ‐0.0144
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1045.5888 VGSSEAALLAK 2660.9830 1045.5889 20.0026 29431 2 523.2981 ‐1.3026
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLNIPTK 11896.2200 3550.9029 23.6695 23445 3 1184.3058 ‐2.0563
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 rbamidomethyl+C 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 2448.1280 3174.6462 24.6722 15604 3 1058.8869 0.9372
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1922.9260 1858.9694 26.0658 3596 2 929.9884 2.24
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1836.9493 GLRGDSVVLMGKNTMMK 441.7818 1836.9549 33.4027 5578 3 612.9898 2.1646
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 2819.4574 EYLKDPSKFAVASVAAVSADAGGGAPAAAK 895.4124 2819.4425 25.2750 1224 3 940.4857 ‐4.8058
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 715.4349 EAALLAK 214.0478 715.4338 21.4820 2788 1 715.4338 ‐1.5518
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1821.9381 DPSQTSFFQVLNIPTK 246.7104 1821.9426 23.7127 1513 2 911.4749 2.74
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1059.6197 FQVLNIPTK 186.7155 1059.6175 23.3746 1058 2 530.3124 ‐3.4526
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3702.4610 34190.1525 28 41.56 None 1135.5672 VLMGKNTMMK 397.1609 1135.5740 31.8707 922 2 568.2906 4.66
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 1411.8407 GTVEIITPVELIK 49397.6100 1411.8414 34.3381 29882 2 706.4243 0.0499
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 1045.5888 VGSSEAALLAK 4167.9300 1045.5889 20.0026 29431 2 523.2981 ‐1.1906
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 905.4761 GDSVVLMGK 4544.1270 905.4766 19.8370 13002 2 453.2419 ‐0.9875
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 2875.9410 1858.9694 26.0658 3596 2 929.9884 2.83
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 1666.8437 GDSVVLMGKNTMMKR 1570.5290 1666.8415 24.4172 7096 2 833.9244 ‐1.2927
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 1836.9493 GLRGDSVVLMGKNTMMK 523.9479 1836.9549 33.4027 5578 3 612.9898 2.0329
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 Oxidation+M(7) 1526.7375 GDSVVLMGKNTMMK 1333.1780 1526.7305 23.9451 921 2 763.8689 ‐4.8105
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 Oxidation+M(3) 1150.5781 VLMGKNTMMK 157.8327 1150.5746 22.4777 4172 2 575.7909 ‐4.1054
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2745.5270 34190.1525 28 41.56 None 702.3491 GDSVVLM 81.9030 702.3464 24.9224 3708 1 702.3464 ‐3.7064
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLNIPTK 8839.3320 3550.9029 23.6695 23445 3 1184.3058 ‐2.2795
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 rbamidomethyl+C 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 9982.8790 3174.6462 24.6722 15604 3 1058.8869 0.7973
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 597.8702 1858.9559 16.4876 5756 2 929.9816 ‐4.6009
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 4113.1067 LGIRPFSYGLVVQSVYDNGSVFSPEVLDLTEDQLV 271.5172 4113.1496 22.7640 1698 3 1371.7214 12.49
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 1821.9381 DPSQTSFFQVLNIPTK 152.2299 1821.9426 23.7127 1513 2 911.4749 3.0674
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 1059.6197 FQVLNIPTK 800.3794 1059.6175 23.3746 1058 2 530.3124 ‐3.3980
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 713.3828 DQLVEK 55.4719 713.3813 23.0037 1042 1 713.3813 ‐2.5616
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1885.1790 34190.1525 28 41.56 None 1840.9552 FAVASVAAVSADAGGGAPAAAK 201.1396 1840.9645 16.1526 1274 3 614.3264 4.75
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 44092.0300 2779.3072 28.6029 151851 4 695.5822 ‐0.8734
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 rbamidomethyl+C 1250.5987 GPALWDIYCR 106922.6000 1250.5994 18.5660 108254 2 625.8033 ‐0.3336
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 47066.1300 2251.1825 17.7745 95411 3 751.0657 ‐0.5391
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 950.4690 NLNTDAFR 16437.6700 950.4689 19.7536 91749 2 475.7381 ‐1.7382
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1552.6955 EYADFVFQEYGGK 47836.3700 1552.6951 29.8332 89614 2 776.8512 ‐0.4666
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1151.5772 FGLYYVDFK 51978.5500 1151.5789 19.4073 84134 2 576.2931 0.4007
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1523.7199 WMQDSLITWESK 10818.9100 1523.7210 19.0744 73604 2 762.3641 0.4221
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1417.7798 DFLSQGVRPSALK 22468.8300 1417.7808 25.2398 59306 3 473.2651 ‐0.8039
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1167.6078 YKEDIQLMK 5466.6250 1167.6090 20.6376 51309 2 584.3081 ‐0.1121
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 5425.4630 3169.5607 19.4077 39578 5 634.7180 0.5599
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 860.4447 MSIAWPR 34860.0700 860.4454 16.9732 32355 2 430.7264 ‐0.9344
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2132.1022 GVSQAGVQFYHDLIDELIK 11605.4300 2132.1022 22.9864 29405 3 711.3723 ‐0.5045
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1872.0014 YYKDFLSQGVRPSALK 1127.2260 1872.0041 16.1711 16801 4 468.7565 ‐0.1521
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 rbamidomethyl+C( 1543.7607 HLLSMQEAVCIDK 7089.1750 1543.7631 25.7924 9182 3 515.2592 0.2072
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2390.1353 HWITFNEPWVFSHAGYDVGK 1165.5040 2390.1454 20.0270 7513 3 797.3867 4.1151
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1970.8919 DFREYADFVFQEYGGK 260.1596 1970.9243 38.5658 2632 2 985.9658 17.1364
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2311.1394 IVKDFREYADFVFQEYGGK 711.0770 2311.0779 21.8473 814 3 771.0308 ‐26.8229
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2099.0590 YKEDIQLMKNLNTDAFR 2071.2890 2099.0594 18.9870 4420 3 700.3580 ‐0.3614
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1545.8748 KDFLSQGVRPSALK 2207.7820 1545.8777 15.0308 11998 3 515.9641 0.5779
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 729.4042 SIAWPR 6473.2960 729.4045 16.9888 11127 1 729.4045 0.3529
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 723.3420 NTDAFR 12971.2900 723.3425 19.7624 10992 1 723.3425 0.6588
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2288.0214 SPAWFEAHDLADSQDGASIDR 417.1844 2288.0264 27.6306 7916 3 763.3470 1.85
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1004.5088 GLYYVDFK 1138.1690 1004.5120 19.4179 6850 1 1004.5120 4.1888
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1417.7798 DFLSQGVRPSALK 405.4743 1417.7805 16.1828 4774 3 473.2650 ‐1.0007
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 525.2820 GPALW 119.7376 525.2851 18.2963 3744 1 525.2851 5.1550
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 rbamidomethyl+C 912.4033 WDIYCR 1845.8290 912.4005 18.5658 3436 1 912.4005 ‐2.4171
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1080.5109 FSHAGYDVGK 145.7261 1080.5141 19.8494 3223 1 1080.5141 4.1832
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1476.8169 GSKPLTAALNVYSR 701.6740 1476.8154 16.9976 2077 2 738.9113 ‐1.4049
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 638.3257 NVYSR 138.0836 638.3253 18.9163 2070 1 638.3253 ‐0.9525
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 2144.9672 IGIAHSPAWFEAHDLADSQD 514.0196 2144.9740 29.0508 2022 2 1072.9906 4.47
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 529.2881 AWPR 52.5210 529.2907 18.4152 1864 1 529.2907 4.1243
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 536.2351 YKED 3103.2730 536.2354 20.6348 1830 1 536.2354 ‐0.1759
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 706.3155 NTDAFR 311.3643 706.3174 18.7417 1589 1 706.3174 2.76
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 rbamidomethyl+C 726.3240 DIYCR 120.2620 726.3206 18.5763 1335 1 726.3206 ‐4.6588
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1337.6406 MQDSLITWESK 224.2615 1337.6375 18.8441 1157 2 669.3224 ‐3.0002
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1262.6317 IGIAHSPAWFEA 340.2102 1262.6304 30.0148 762 2 631.8188 ‐1.8718
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1399.7692 DFLSQGVRPSALK 192.5369 1399.7737 26.2926 1208 2 700.3905 2.20
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10821.5800 60233.8928 82 41.41 None 1400.7532 DFLSQGVRPSALK 236.9361 1400.7567 23.9098 1898 2 700.8820 1.07
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 27781.2300 2779.3072 28.6029 151851 4 695.5822 ‐1.2350
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 950.4690 NLNTDAFR 29997.5700 950.4691 19.7539 88867 2 475.7382 ‐1.3948
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1552.6955 EYADFVFQEYGGK 66589.4200 1552.6950 29.8315 87756 2 776.8512 ‐0.4372



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1417.7798 DFLSQGVRPSALK 37895.5500 1417.7808 25.2398 59306 3 473.2651 ‐1.0303
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1167.6078 YKEDIQLMK 7111.7260 1167.6090 20.6376 51309 2 584.3081 ‐0.0160
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 723.3420 NTDAFR 21800.5400 723.3425 19.7624 10992 1 723.3425 0.9011
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1155.6844 LSQGVRPSALK 9540.9880 1155.6843 25.2463 8120 2 578.3458 ‐1.0964
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 2288.0214 SPAWFEAHDLADSQDGASIDR 250.2527 2288.0264 27.6306 7916 3 763.3470 1.88
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1280.6422 IGIAHSPAWFEA 750.0973 1280.6444 26.1827 4754 2 640.8258 0.9251
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 618.3206 GASIDR 103.4584 618.3233 29.1360 4735 1 618.3233 4.48
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1042.6004 SQGVRPSALK 5012.9280 1042.5998 25.2369 4144 2 521.8035 ‐1.7929
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 536.2351 YKED 3863.6680 536.2354 20.6348 1830 1 536.2354 0.0142
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 706.3155 NTDAFR 877.2043 706.3174 18.7417 1589 1 706.3174 2.52
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1271.6743 DFLSQGVRPSAL 249.7799 1271.6683 24.4538 1540 2 636.3378 ‐5.4557
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1260.5895 ADFVFQEYGGK 408.9455 1260.5860 29.8357 1404 1 1260.5860 ‐0.5332
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4552.9910 60233.8928 82 41.41 None 1400.7532 DFLSQGVRPSALK 440.8652 1400.7567 23.9098 1898 2 700.8820 1.64
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 rbamidomethyl+C 1250.5987 GPALWDIYCR 50641.6800 1250.5994 18.5674 107557 2 625.8033 ‐0.2367
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 42743.0700 2251.1825 17.7745 95411 3 751.0657 ‐0.4746
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1151.5772 FGLYYVDFK 62787.9700 1151.5789 19.4073 84134 2 576.2931 0.4765
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1523.7199 WMQDSLITWESK 9625.5550 1523.7210 19.0744 73604 2 762.3641 0.5835
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 1892.6150 3169.5607 19.4077 39578 5 634.7180 0.5599
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 860.4447 MSIAWPR 22893.2100 860.4454 16.9732 32355 2 430.7264 ‐0.9255
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2132.1022 GVSQAGVQFYHDLIDELIK 10055.5200 2132.1022 22.9864 29405 3 711.3723 ‐0.4136
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 6803.9910 2706.3504 19.4254 29209 4 677.3431 ‐0.6516
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1872.0014 YYKDFLSQGVRPSALK 1407.7430 1872.0041 16.1711 16801 4 468.7565 1.61
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1552.6955 EYADFVFQEYGGK 9731.1260 1552.6960 18.1904 10942 2 776.8516 0.3174
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2390.1353 HWITFNEPWVFSHAGYDVGK 1007.5780 2390.1454 20.0270 7513 3 797.3867 4.1489
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2311.1394 IVKDFREYADFVFQEYGGK 283.8880 2311.0779 21.8473 814 3 771.0308 ‐26.7716
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2099.0590 YKEDIQLMKNLNTDAFR 1187.1890 2099.0594 18.9870 4420 3 700.3580 ‐0.2632
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1545.8748 KDFLSQGVRPSALK 2054.4360 1545.8777 15.0308 11998 3 515.9641 0.7986
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 729.4042 SIAWPR 7452.3060 729.4045 16.9888 11127 1 729.4045 0.0565
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1417.7798 DFLSQGVRPSALK 822.6586 1417.7805 16.1828 4774 3 473.2650 ‐0.7516
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 525.2820 GPALW 52.6970 525.2851 18.2963 3744 1 525.2851 4.47
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 rbamidomethyl+C 912.4033 WDIYCR 850.8505 912.4005 18.5658 3436 1 912.4005 ‐2.7190
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1476.8169 GSKPLTAALNVYSR 1347.5890 1476.8154 16.9976 2077 2 738.9113 ‐1.2542
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 638.3257 NVYSR 95.0159 638.3253 18.9163 2070 1 638.3253 ‐1.2462
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2066.1029 QNYAIGSKPLTAALNVYSR 801.9042 2066.0896 17.7661 1987 2 1033.5484 ‐5.2317
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 529.2881 AWPR 29.7895 529.2907 18.4152 1864 1 529.2907 3.39
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1760.9218 AGVQFYHDLIDELIK 290.3568 1760.9205 23.2498 1501 2 880.9639 ‐0.2221
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1206.6001 QDSLITWESK 174.3850 1206.5989 19.0727 1370 1 1206.5989 0.4167
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 rbamidomethyl+C 726.3240 DIYCR 48.0926 726.3206 18.5763 1335 1 726.3206 ‐4.9551
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 1337.6406 MQDSLITWESK 257.0917 1337.6362 19.0697 1149 1 1337.6362 ‐1.4755
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 842.4342 MSIAWPR 83.9422 842.4314 17.0926 1143 1 842.4314 ‐3.1962
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5402.4720 60233.8928 82 41.41 None 2689.3257 SGYEAYLVTHNLLISHAEAVEAYR 935.5016 2689.3307 18.6615 1213 3 897.1151 2.1516
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 1260.7158 SIAQVLTVSSQK 30983.9300 1260.7141 16.0545 9675 2 630.8607 ‐2.2499
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 785.4880 AELALLR 8004.7510 785.4891 24.8583 3397 1 785.4891 1.88
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 945.5000 SDLQNQLK 362.1612 945.5224 19.4603 5281 1 945.5224 24.5023
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 762.4356 LTVSSQK 129.0749 762.4394 16.8262 4932 1 762.4394 5.0723
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 401.2871 LLR 47.6149 401.2870 23.7896 3665 1 401.2870 ‐1.2817
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 585.4083 LALLR 450.8214 585.4112 24.8586 1354 1 585.4112 4.58
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 3501.9320 14285.1877 7 21.95 None 1060.5997 AQVLTVSSQK 241.7687 1060.6033 17.3957 787 2 530.8053 2.0809
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 819.4723 GDLFLVR 2493.8390 819.4732 20.6450 41650 1 819.4732 1.16
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1842.9848 NAPSIIFIDEIDSIAPK 16019.4000 1842.9865 39.2974 13317 2 921.9969 1.55
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1786.9222 LDQLIYIPLPDEDSR 1944.3930 1786.9193 34.8011 10325 2 893.9633 ‐1.2853
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 1670.9710 2496.2286 28.6360 10129 3 832.7477 0.0085
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1676.8346 VLNQLLTEMDGMNAK 539.7903 1676.8438 19.2858 9090 2 838.9255 5.78
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1059.5317 LAEDVDLER 18389.4700 1059.5336 20.1710 7815 2 530.2704 0.5021
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1158.6517 GILLYGPPGSGK 7765.9950 1158.6526 16.6079 7487 2 579.8300 ‐0.3362
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1312.6743 EIDIGVPDEIGR 7663.7020 1312.6787 27.8442 7122 2 656.8430 2.56
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 rbamidomethyl+C( 1845.8436 YTQGFSGADITEICQR 3066.6640 1845.8441 26.2749 6880 2 923.4257 0.7085
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 rbamidomethyl+C( 1251.6191 GVLFYGPPGCGK 2342.8990 1251.6190 16.5243 5771 2 626.3131 ‐0.9571
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 rbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1075.5378 LAGESESNLR 12781.0700 1075.5391 15.0997 3660 2 538.2732 ‐0.0994
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1430.8287 IVSQLLTLMDGLK 358.3818 1430.8256 22.6721 2523 2 715.9164 ‐2.6753
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 2132.1393 AHVIVMGATNRPNSIDPALR 1296.8870 2132.1505 15.4494 1345 4 533.7931 3.61
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 3078.3083 FENSAGSGATTGVADPFATSAAAAGDDDDLYN 1472.7480 3078.3082 31.1301 1209 3 1026.7742 0.8063
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1117.5735 ENIEKDIEK 2236.9270 1117.5756 16.2385 892 2 559.2914 0.6486
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 2288.2404 AHVIVMGATNRPNSIDPALRR 689.7123 2288.2049 21.8932 11128 3 763.4065 ‐15.7901
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 None 1935.9269 GPELLTMWFGESEANVR 629.7520 1935.9422 26.9257 4940 3 645.9856 7.1195
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1357.0710 90134.8774 37 32.51 rbamidomethyl+C 615.2919 PPGCGK 152.2747 615.2920 17.7438 1307 1 615.2920 ‐0.2599
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 1786.9222 LDQLIYIPLPDEDSR 1582.0530 1786.9193 34.8011 10325 2 893.9633 ‐1.2700
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 1363.2770 2496.2286 28.6360 10129 3 832.7477 0.0259
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 1440.7230 YQAFAQTLQQSR 1159.9300 1440.7167 24.2529 9109 2 720.8620 ‐4.8136
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 1312.6743 EIDIGVPDEIGR 7158.7310 1312.6787 27.8442 7122 2 656.8430 2.28
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 rbamidomethyl+C( 1845.8436 YTQGFSGADITEICQR 2592.8230 1845.8441 26.2749 6880 2 923.4257 0.7161
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 rbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 3078.3083 FENSAGSGATTGVADPFATSAAAAGDDDDLYN 1088.6040 3078.3082 31.1301 1209 3 1026.7742 0.9551
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 1060.5534 FAQTLQQSR 253.3144 1060.5589 23.1600 1372 2 530.7831 3.81
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 344.8225 90134.8774 37 32.51 None 1294.6638 EIDIGVPDEIGR 370.9051 1294.6676 27.2614 4892 2 647.8374 2.76
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 None 819.4723 GDLFLVR 1370.9620 819.4732 20.6450 41650 1 819.4732 1.0625
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 None 1158.6517 GILLYGPPGSGK 6751.1480 1158.6526 16.6079 7487 2 579.8300 ‐0.2587
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 rbamidomethyl+C( 1251.6191 GVLFYGPPGCGK 2156.1920 1251.6190 16.5243 5771 2 626.3131 ‐0.8583



NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 None 1430.8287 IVSQLLTLMDGLK 329.0322 1430.8256 22.6721 2523 2 715.9164 ‐2.5353
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 None 2132.1393 AHVIVMGATNRPNSIDPALR 685.7359 2132.1505 15.4494 1345 4 533.7931 5.75
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 None 1676.8346 VLNQLLTEMDGMNAK 598.1334 1676.8438 19.2858 9090 2 838.9255 5.45
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 rbamidomethyl+C( 2303.0835 AVANETGAFFFCINGPEIMSK 301.9362 2303.0913 18.7987 3743 3 768.3686 3.07
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 rbamidomethyl+C 1564.7788 AIANECQANFISVK 418.0834 1564.8013 17.8198 1898 2 782.9043 14.3521
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 192.3891 90134.8774 37 32.51 rbamidomethyl+C( 2285.0730 AVANETGAFFFCINGPEIMSK 140.9614 2285.0765 18.0146 1295 2 1143.0419 3.95
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 1443.7326 IEDVTPIPTDSTR 65334.6000 1443.7325 21.9577 24127 2 722.3699 ‐0.5322
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 8061.6020 2265.0617 27.8080 17324 3 755.6921 1.76
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 1054.5640 TPGPGAQSALR 9339.6140 1054.5645 15.7969 17261 2 527.7859 ‐0.8570
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 1157.6525 VETVTLGPSVR 15007.7500 1157.6534 21.9145 16831 2 579.3304 ‐0.2697
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 515.2936 GPSVR 74.6424 515.2916 22.5629 11401 1 515.2916 ‐4.6741
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 628.3777 LGPSVR 700.6041 628.3776 22.2074 3045 1 628.3776 ‐0.4226
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 828.4938 VTLGPSVR 217.2388 828.4937 23.0679 1401 1 828.4937 0.2345
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 8576.4300 16329.8395 14 37.33 None 856.4635 GPGAQSALR 3680.8510 856.4632 15.7993 840 1 856.4632 ‐0.0102
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 5499.1250 2265.0617 27.8080 17324 3 755.6921 1.27
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 1157.6525 VETVTLGPSVR 18724.4500 1157.6534 21.9145 16831 2 579.3304 ‐0.1723
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 1922.8913 DESSPYAAMLAAQDVAQR 743.3817 1922.8993 30.1266 4561 2 961.9533 4.31
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 1599.8337 IEDVTPIPTDSTRR 650.9164 1599.8355 20.3959 5850 3 533.9500 ‐0.2981
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 515.2936 GPSVR 105.7579 515.2916 22.5629 11401 1 515.2916 ‐4.4898
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2292.9620 16329.8395 14 37.33 None 828.4938 VTLGPSVR 333.5765 828.4937 23.0679 1401 1 828.4937 0.5062
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 1855.8749 APDFEAEAVFDQEFIK 2435.3260 1855.8771 35.0023 24757 2 928.4422 1.38
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 1525.8485 SFGVLIHDQGIALR 8319.6930 1525.8503 17.9058 20415 3 509.2883 ‐0.2237
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 1240.6532 AQADDLPLVGNK 8456.2480 1240.6584 23.4004 18256 2 620.8328 3.05
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 rbamidomethyl+C( 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 3847.9730 2871.3954 30.7137 15488 3 957.8033 ‐0.4133
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 1707.9137 EGVIQHSTINNLGIGR 2598.0430 1707.9168 24.0301 15327 3 569.9771 0.7261
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 1294.3200 2494.3787 19.0494 12683 3 832.1311 0.4436
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 805.4818 GLFIIDK 4852.9470 805.4810 17.5431 4162 1 805.4810 ‐0.7432
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 1877.0015 KSGGLGDLNYPLISDVTK 2501.0830 1877.0063 18.6363 2568 2 939.0068 3.1153
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 None 3077.5102 AQADDLPLVGNKAPDFEAEAVFDQEFIK 657.1607 3077.4821 37.9830 2242 4 770.1260 ‐9.8326
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 rbamidomethyl+C( 3689.7575 SVDETMRTLQALQYIQENPDEVCPAGWKPGEK 429.4373 3689.7224 36.7565 1055 3 1230.5790 ‐7.7991
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1730.3970 29206.0989 20 43.23 rbamidomethyl+C( 2458.1708 LQYIQENPDEVCPAGWKPGEK 654.0442 2458.1699 30.1807 1014 3 820.0615 ‐0.3700
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1525.8485 SFGVLIHDQGIALR 3477.5380 1525.8503 17.9058 20415 3 509.2883 0.0014
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 2052.2560 2494.3787 19.0494 12683 3 832.1311 0.4543
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 2250.3930 2672.3796 23.1345 12402 3 891.4647 4.09
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 805.4818 GLFIIDK 4819.9040 805.4810 17.5431 4162 1 805.4810 ‐1.0418
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1240.6532 AQADDLPLVGNK 73.1257 1240.6618 18.5482 6970 2 620.8346 6.1391
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1681.8425 MASVASSTTLISSPSSR 566.5803 1681.8694 17.6467 6255 3 561.2946 15.0175
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1877.0015 KSGGLGDLNYPLISDVTK 1585.3500 1877.0063 18.6363 2568 2 939.0068 3.80
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1149.6150 NYPLISDVTK 274.4387 1149.6169 16.7275 1916 2 575.3121 0.5747
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 733.7389 29206.0989 20 43.23 None 1859.9749 KSGGLGDLNYPLISDVTK 203.1989 1859.9633 19.2871 3420 2 930.4853 ‐5.5092
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 9097.3830 23035.5542 4 21.26 rbamidomethyl+C 1631.8309 TIAECLADELINAAK 123589.4000 1631.8316 38.1152 32042 2 816.4194 0.3612
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 9097.3830 23035.5542 4 21.26 None 1193.6174 HATFVPHTAGR 1098.1730 1193.6204 14.6563 2604 3 398.5450 0.6892
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 9097.3830 23035.5542 4 21.26 rbamidomethyl+C 972.4932 AQCPIVER 1975.7040 972.4915 23.7899 2268 1 972.4915 ‐0.8409
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 9097.3830 23035.5542 4 21.26 None 1159.5711 LTNSLMMHGR 143.1209 1159.6029 29.5530 4091 2 580.3051 26.3251
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 None 1166.7256 VPGLAVVIVGSR 1110.4440 1166.7261 18.2482 3426 2 583.8667 ‐0.5774
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 None 1465.9352 SNIVGLPVSLLLLK 11497.6900 1465.9358 23.2493 2403 2 733.4715 0.1375
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 rbamidomethyl+C( 3869.9637 ADATVTTVHSHTKDPEAIIREADIVIAACGQAHM 378.8408 3869.8860 22.8938 4928 3 1290.6335 ‐18.4071
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 rbamidomethyl+C 1726.8615 EADIVIAACGQAHMIK 553.8164 1726.8397 18.8929 2321 2 863.9235 ‐12.2266
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 Oxidation+M(*) 2884.5423 VAGFITPVPGGVGPMTVAMLLRNTVDGAK 449.2360 2884.5295 22.9293 39812 3 962.1814 ‐3.9459
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 658.1685 31817.7553 6 30.43 Oxidation+M(*) 2867.5158 VAGFITPVPGGVGPMTVAMLLRNTVDGAK 203.4053 2867.5011 24.3978 1476 3 956.5052 ‐4.6366
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1680.8340 NAVVTVPAYFNDSQR 45764.3000 1680.8330 27.2761 63589 2 840.9202 ‐0.5082
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1473.6856 TTPSYVAFTDSER 45929.5500 1473.6879 23.6365 61951 2 737.3476 1.1528
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1675.7307 ATAGDTHLGGEDFDNR 43676.3200 1675.7325 18.5178 55601 3 559.2490 ‐0.0798
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1358.6158 NALENYAYNMR 38755.3900 1358.6179 24.8424 47018 2 679.8126 0.9366
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1278.6300 MVNHFVQEFK 78024.1500 1278.6300 15.2981 30702 2 639.8186 ‐0.8219
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 861.4430 2574.2738 20.9774 18560 3 858.7628 2.69
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1313.6194 FEELNMDLFR 3606.3050 1313.6225 33.7668 14600 2 657.3149 1.86
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 rbamidomethyl+C( 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 581.8276 2588.2270 19.1587 10075 3 863.4139 2.56
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1649.7952 NQVAMNPTNTVFDAK 4840.0390 1649.8019 24.8762 7099 2 825.4046 4.0747
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1260.6834 EIAEAFLGSPVK 4984.3070 1260.6833 27.9927 5310 2 630.8453 ‐0.9599
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1231.6463 DAGVISGLNVMR 8025.0290 1231.6443 28.1442 4618 2 616.3258 ‐2.5590
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 2800.3788 KEQIFSTYSDNQPGVLIQVYEGER 512.0095 2800.3945 32.8287 1357 4 700.8541 4.63
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1540.7577 ARFEELNMDLFR 8371.5120 1540.7604 19.0803 18188 2 770.8838 1.96
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 2047.9984 RYSDPSVQADKSHWPFK 1667.8800 2048.0049 19.4301 2478 3 683.3398 2.44
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1046.5840 NKITITNDK 490.1514 1046.5890 16.5548 2114 2 523.7981 3.67
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1503.6459 AGDTHLGGEDFDNR 56031.2100 1503.6468 18.5193 6578 2 752.3270 0.2785
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1341.6321 SINPDEAVAYGAAV 198.0592 1341.6369 22.0951 5419 2 671.3221 2.71
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 rbamidomethyl+C 1243.5637 SCVGVWQHDR 1418.1950 1243.5632 18.8429 3612 2 622.2852 ‐1.3002
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 649.3192 TTPSYV 898.2638 649.3157 22.8277 3022 1 649.3157 ‐5.5778
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1604.6936 TAGDTHLGGEDFDNR 1360.9410 1604.6975 18.5217 2101 2 802.8524 2.07
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1432.6088 GDTHLGGEDFDNR 1635.3440 1432.6106 18.5217 1962 2 716.8089 0.7771
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 825.3737 AFTDSER 208.6965 825.3743 23.0581 1805 1 825.3743 0.9733



NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1060.4517 ENYAYNMR 241.0213 1060.4501 24.8512 1189 1 1060.4501 ‐0.2683
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1253.5797 PSYVAFTDSER 281.6674 1253.5855 22.2394 1177 2 627.2964 3.25
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1174.5375 SYVAFTDSER 204.4390 1174.5368 23.6477 921 1 1174.5368 0.9600
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1196.5695 VPAYFNDSQR 174.3503 1196.5614 27.2582 828 1 1196.5614 ‐5.0674
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1242.6729 EIAEAFLGSPVK 574.4412 1242.6760 25.5049 2113 2 621.8417 1.57
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1631.7846 NQVAMNPTNTVFDAK 309.2451 1631.7807 24.3623 1085 2 816.3940 ‐2.4323
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9947.2600 71500.7772 57 37.54 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1680.8340 NAVVTVPAYFNDSQR 58456.9500 1680.8330 27.2761 63589 2 840.9202 ‐0.4791
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1473.6856 TTPSYVAFTDSER 60788.0800 1473.6879 23.6365 61951 2 737.3476 1.89
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1358.6158 NALENYAYNMR 38639.8200 1358.6179 24.8424 47018 2 679.8126 1.0078
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1659.8952 IINEPTAAAIAYGLDK 24142.0400 1659.8959 29.6554 27277 2 830.4516 0.4773
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1313.6194 FEELNMDLFR 7194.8670 1313.6225 33.7668 14600 2 657.3149 1.56
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1649.7952 NQVAMNPTNTVFDAK 6427.4040 1649.8019 24.8762 7099 2 825.4046 4.1079
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1260.6834 EIAEAFLGSPVK 5892.6870 1260.6833 27.9927 5310 2 630.8453 ‐0.8760
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1231.6463 DAGVISGLNVMR 7768.5990 1231.6443 28.1442 4618 2 616.3258 ‐2.4713
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 2800.3788 KEQIFSTYSDNQPGVLIQVYEGER 556.6628 2800.3945 32.8287 1357 4 700.8541 4.50
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1436.7532 VQQLLQDFFNGK 513.0287 1436.7238 28.6037 6192 2 718.8656 ‐20.8759
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 Oxidation+M(12) 2490.2769 LIGDAAKNQVAMNPTNTVFDAKR 591.9585 2490.2650 32.9956 2315 2 1245.6361 ‐2.9490
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1102.5568 VQQLLQDFF 790.3969 1102.5608 31.1980 4869 2 551.7840 2.75
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 649.3192 TTPSYV 1131.8210 649.3157 22.8277 3022 1 649.3157 ‐5.3561
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 595.3086 YGLDK 61.4650 595.3115 28.2694 2480 1 595.3115 4.22
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 666.3457 AYGLDK 226.8055 666.3465 31.6973 1834 1 666.3465 1.1113
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 924.4421 VAFTDSER 1206.1150 924.4409 23.6111 1302 1 924.4409 ‐0.3323
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1060.4517 ENYAYNMR 234.2013 1060.4501 24.8512 1189 1 1060.4501 0.0681
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1097.5010 PAYFNDSQR 173.3185 1097.5036 29.5540 815 2 549.2554 1.29
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5328.0250 71500.7772 57 37.54 None 1641.8846 IINEPTAAAIAYGLDK 617.5062 1641.8860 28.8487 12736 2 821.4467 0.8730
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2015.9516 ADLNVPLDDNQTITDDTR 90848.1400 2015.9487 26.1718 90885 2 1008.4780 ‐0.5909
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1573.8432 GVTTIIGGGDSVAAVEK 136866.8000 1573.8447 25.6124 90670 2 787.4260 0.7687
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 15293.2600 2270.1333 21.2314 69270 2 1135.5703 ‐0.3821
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1404.7369 ELDYLVGAVSNPK 65126.8600 1404.7373 27.4957 66950 2 702.8723 ‐0.2617
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1092.5684 FAAGTEAIANK 29874.2600 1092.5692 17.9370 58164 2 546.7882 ‐0.5581
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1605.9462 VLPGVIALDEAIPVTV 38843.5600 1605.9449 23.1956 47774 2 803.4761 ‐0.9216
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1933.9767 LASLADLYVNDAFGTAHR 11708.1800 1933.9805 19.3344 43384 3 645.3317 1.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 rbamidomethyl+C 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 10580.4600 2951.4988 25.4534 38818 3 984.5044 ‐0.7890
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1100.6562 IGVIESLLEK 39163.2900 1100.6569 19.5308 38708 2 550.8321 ‐0.5766
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 999.5986 FSLAPLVPR 34133.0000 999.5982 18.8970 37737 2 500.3027 ‐1.8836
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1201.7038 LSELLGIEVTK 24450.5700 1201.7042 18.1813 27433 2 601.3557 ‐0.6847
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1447.8671 FLKPSVAGFLLQK 5408.9870 1447.8692 18.8626 26600 3 483.2946 ‐0.0674
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1105.5735 SVGDLTSADLK 14399.7300 1105.5732 21.6549 24075 2 553.2903 ‐1.5115
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 5638.9090 2858.3405 22.7795 22684 3 953.4517 1.12
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 11199.8800 2269.1903 33.4453 18988 3 757.0683 1.07
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1102.6368 RPFAAIVGGSK 2887.1110 1102.6373 14.2392 5454 2 551.8223 ‐0.7251
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 713.4556 AAIPTIK 9394.6230 713.4555 19.4011 4260 1 713.4555 ‐0.1426
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1064.5331 STGAVASSAGTR 1740.5310 1064.5328 23.2195 2810 1 1064.5328 0.8921
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1220.7474 VILSTHLGRPK 4885.0820 1220.7467 13.2918 2471 3 407.5871 ‐2.3362
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1525.8836 GVSLLLPTDVVVADK 2224.6860 1525.8822 19.9066 1654 1 1525.8822 1.92
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 2507.9000 2600.4042 36.2331 27973 3 867.4729 0.6669
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 7879.3850 2356.2718 20.2303 26834 3 786.0955 ‐1.8773
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2062.0716 KLASLADLYVNDAFGTAHR 1399.0700 2062.0761 18.6615 5984 3 688.0302 1.66
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 616.3301 GPDSIK 85.2849 616.3293 19.9434 18688 1 616.3293 ‐1.7034
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1001.5877 ELLGIEVTK 122.6369 1001.5827 19.3866 16259 1 1001.5827 ‐4.1061
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 821.3999 TITDDTR 165.1673 821.3959 24.7377 8555 1 821.3959 ‐4.5588
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 872.5451 LLGIEVTK 159.9809 872.5433 18.5837 5188 2 436.7753 ‐3.9141
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1298.6951 GVTTIIGGGDSVAAV 553.1025 1298.6996 24.9536 4020 2 649.8534 2.09
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1187.7147 KPSVAGFLLQK 817.5268 1187.7154 19.8980 3601 2 594.3614 ‐0.3930
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 642.4185 AIPTIK 67.1702 642.4157 19.4486 3271 1 642.4157 ‐4.6344
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 581.3770 PLVPR 1511.8460 581.3786 18.8971 3169 1 581.3786 2.43
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 571.3814 IPTIK 83.5372 571.3824 21.0378 3002 1 571.3824 1.12
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 652.4141 APLVPR 673.4454 652.4140 18.9003 2495 1 652.4140 ‐0.3653
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1698.7929 NVPLDDNQTITDDTR 375.1847 1698.7921 25.2323 2192 2 849.8997 ‐0.3627
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 989.4898 GGGDSVAAVEK 2386.9510 989.4912 25.6047 2155 1 989.4912 2.91
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 919.4731 GDLTSADLK 6191.6020 919.4719 21.6977 2054 1 919.4719 ‐0.6221
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 729.4141 IGPDSIK 64.4002 729.4176 21.9214 1979 1 729.4176 4.21
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2014.0274 AGVMSHISTGGGASLELLEGK 394.2924 2014.0308 33.6701 1715 3 672.0151 1.0490
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1318.6849 STGGGASLELLEGK 437.9323 1318.6896 31.5707 1692 1 1318.6896 5.04
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 458.2973 PTIK 953.8132 458.2972 19.3969 1638 1 458.2972 ‐1.1773
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1282.7617 LLLPTDVVVADK 233.8265 1282.7575 20.7492 1582 2 641.8824 ‐4.0619
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1549.7394 ADLYVNDAFGTAHR 284.6962 1549.7484 20.4766 1560 2 775.3778 5.44
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1088.6198 SELLGIEVTK 207.2704 1088.6219 18.1593 1161 1 1088.6219 3.28
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 765.4981 LAPLVPR 209.2148 765.4999 18.8871 963 1 765.4999 2.63
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 852.5302 SLAPLVPR 237.2566 852.5281 18.8986 950 1 852.5281 ‐1.9611
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1008.5949 LSTHLGRPK 4066.4880 1008.5941 13.2915 801 2 504.8007 ‐2.2013
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 1429.8566 FLKPSVAGFLLQK 296.8728 1429.8529 19.9216 921 3 477.2892 ‐4.0665
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 19334.2400 50225.9048 99 69.85 None 2338.2653 GVSLLLPTDVVVADKFAPDANSK 547.7317 2338.2670 21.3626 806 4 585.3222 ‐0.4934
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 1573.8432 GVTTIIGGGDSVAAVEK 126836.9000 1573.8447 25.6091 87324 2 787.4260 0.8343
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 1404.7369 ELDYLVGAVSNPK 87287.6100 1404.7373 27.4957 66950 2 702.8723 ‐0.1965
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 1092.5684 FAAGTEAIANK 18287.0100 1092.5692 17.9370 58164 2 546.7882 ‐0.4522



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 713.4556 AAIPTIK 8109.6810 713.4555 19.4011 4260 1 713.4555 0.0970
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 264.5193 2270.1342 38.4191 1628 4 568.2890 ‐3.0174
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 559.3696 2858.3501 39.6080 1100 2 1429.6787 6.78
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1787.3020 2600.4006 36.2261 19008 3 867.4717 ‐0.6821
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 2285.1368 ADLNVPLDDNQTITDDTRIR 508.8162 2285.1495 31.8096 5081 3 762.3880 5.38
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 642.4185 AIPTIK 55.0331 642.4157 19.4486 3271 1 642.4157 ‐4.4147
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 571.3814 IPTIK 62.1251 571.3824 21.0378 3002 1 571.3824 1.11
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 1102.5739 IGGGDSVAAVEK 1012.3160 1102.5689 25.6064 2548 1 1102.5689 ‐2.8212
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 989.4898 GGGDSVAAVEK 3003.2330 989.4912 25.6047 2155 1 989.4912 2.57
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 458.2973 PTIK 452.9966 458.2972 19.3969 1638 1 458.2972 ‐1.0089
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 8778.4930 50225.9048 99 69.85 None 1162.6103 DYLVGAVSNPK 1047.6200 1162.6086 27.4933 967 1 1162.6086 0.4609
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 34239.1100 2270.1333 21.2314 69270 2 1135.5703 ‐0.0490
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1605.9462 VLPGVIALDEAIPVTV 64108.9800 1605.9449 23.1956 47774 2 803.4761 ‐0.7413
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1933.9767 LASLADLYVNDAFGTAHR 11919.6300 1933.9805 19.3344 43384 3 645.3317 1.65
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 rbamidomethyl+C 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 23943.1800 2951.4988 25.4534 38818 3 984.5044 ‐0.8795
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6157.0540 2269.1875 19.5195 38774 3 757.0674 0.5829
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1100.6562 IGVIESLLEK 38205.3300 1100.6569 19.5308 38708 2 550.8321 ‐0.5125
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 999.5986 FSLAPLVPR 38882.1400 999.5982 18.8970 37737 2 500.3027 ‐1.8427
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1201.7038 LSELLGIEVTK 28129.2800 1201.7042 18.1813 27433 2 601.3557 ‐0.5973
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 7935.1190 2858.3405 22.7795 22684 3 953.4517 1.13
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1573.8432 GVTTIIGGGDSVAAVEK 34228.4000 1573.8443 16.3206 17537 2 787.4258 0.6975
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1102.6368 RPFAAIVGGSK 3960.7820 1102.6373 14.2392 5454 2 551.8223 ‐0.6605
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1220.7474 VILSTHLGRPK 7429.1300 1220.7467 13.2918 2471 3 407.5871 ‐2.0435
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1525.8836 GVSLLLPTDVVVADK 5125.1150 1525.8822 19.9066 1654 1 1525.8822 1.91
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2015.9516 ADLNVPLDDNQTITDDTR 365.9807 2015.9803 18.8458 1712 2 1008.4938 15.3270
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1299.7882 LELATELLAKAK 326.7547 1299.7847 19.2702 224774 2 650.3960 ‐3.3719
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 9446.7710 2356.2718 20.2303 26834 3 786.0955 ‐1.8360
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1343.1140 2600.4006 20.7752 9257 3 867.4717 ‐0.7400
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2062.0716 KLASLADLYVNDAFGTAHR 1128.5900 2062.0761 18.6615 5984 3 688.0302 1.30
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 872.5451 LLGIEVTK 143.3025 872.5433 18.5837 5188 2 436.7753 ‐3.9024
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1191.6984 VLPGVIALDEAI 11277.1600 1191.6974 23.1964 3476 1 1191.6974 0.5188
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 581.3770 PLVPR 2138.8790 581.3786 18.8971 3169 1 581.3786 2.0023
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 987.5721 GVIESLLEK 854.4396 987.5729 19.5299 2897 1 987.5729 1.61
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1215.6579 IIGGGDSVAAVEK 207.1357 1215.6551 17.9495 2649 2 608.3312 ‐3.2108
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 652.4141 APLVPR 287.2075 652.4140 18.9003 2495 1 652.4140 ‐0.6594
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1889.8950 SGIEDGWMGLDIGPDSIK 215.8158 1889.8948 19.7248 2337 2 945.4511 0.7352
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 543.3038 RPFAA 131.7604 543.3073 14.8385 1789 1 543.3073 5.97
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1282.7617 LLLPTDVVVADK 231.5634 1282.7575 20.7492 1582 2 641.8824 ‐3.9559
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1431.7690 ISTGGGASLELLEGK 529.0971 1431.7636 21.0475 1244 2 716.3854 ‐4.1034
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1088.6198 SELLGIEVTK 160.0672 1088.6219 18.1593 1161 1 1088.6219 2.57
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 765.4981 LAPLVPR 237.4233 765.4999 18.8871 963 1 765.4999 2.1288
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 852.5302 SLAPLVPR 310.4410 852.5281 18.8986 950 1 852.5281 ‐2.2611
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 446.2609 AVEK 51.6254 446.2593 15.7335 865 1 446.2593 ‐4.8342
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1008.5949 LSTHLGRPK 4856.4700 1008.5941 13.2915 801 2 504.8007 ‐2.1584
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2252.1267 IVPASGIEDGWMGLDIGPDSIK 391.8699 2252.1242 18.8350 8552 3 751.3796 ‐1.3953
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1281.7777 LELATELLAKAK 397.1825 1281.7788 17.3057 2850 2 641.3930 0.1408
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 1915.9661 LASLADLYVNDAFGTAHR 371.9824 1915.9661 18.6207 1116 2 958.4867 0.8406
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10784.0200 50225.9048 99 69.85 None 2338.2653 GVSLLLPTDVVVADKFAPDANSK 586.3276 2338.2670 21.3626 806 4 585.3222 0.7521
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1280.7685 VVAAGANPVLITR 106550.2000 1280.7673 15.4189 56782 2 640.8873 ‐1.7372
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1541.7693 EVELEDPVENIGAK 88889.3000 1541.7704 26.8238 55429 2 771.3888 0.4454
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1736.8337 NLIEQAEQDYEKEK 68014.9700 1736.8380 27.7093 44100 3 579.6175 1.07
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1199.6630 DLVGVLEDAIR 68577.9300 1199.6622 38.3032 41986 2 600.3347 ‐1.7071
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1505.7159 GYISPYFVTDSEK 12865.9400 1505.7174 27.6132 41655 2 753.3624 0.7361
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1536.7614 YEDLMAAGIIDPTK 42368.4600 1536.7625 30.3753 36874 2 768.8849 0.4287
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1182.7093 LADLVGVTLGPK 93634.5000 1182.7095 17.9420 36350 2 591.8584 ‐0.8571
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1043.5844 IVNDGVTVAR 64077.8200 1043.5837 16.9825 32302 2 522.2955 ‐1.9814
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 8042.0000 2464.2585 34.1364 25083 3 822.0910 0.7658
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1871.8592 SAENNLYVVEGMQFDR 16802.1800 1871.8590 30.0214 23611 2 936.4332 0.3970
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 989.5150 EEVGLSLDK 36996.0200 989.5159 21.5017 22266 2 495.2616 ‐0.5823
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 rbamidomethyl+C( 1700.9000 AAVEEGIVVGGGCTLLR 5600.8790 1700.8994 28.8708 14700 2 850.9533 ‐0.2660
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1849.0066 SQYLDDIAILTGATVIR 2325.7700 1849.0059 21.6892 13286 2 925.0066 0.1181
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 644.9631 2569.4130 25.7656 12591 3 857.1425 0.3884
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 931.5095 GVVTLEEGK 7320.1380 931.5096 18.0570 9666 2 466.2585 ‐1.4679
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1479.6962 NLIEQAEQDYEK 11928.6100 1479.6971 26.9756 4830 2 740.3522 0.2666
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 rbamidomethyl+C 1145.4602 MSVEYDNCK 17298.9900 1145.4614 16.3931 4423 2 573.2343 ‐0.1342
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1073.5949 AGKEVLGNASK 649.3975 1073.6208 25.5631 4529 2 537.3140 22.7668
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1245.7235 ALVNELKLMSK 2207.2850 1245.7220 17.4081 5013 2 623.3646 ‐2.1538
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 2018.0288 LASKVDAIKDTLENDEEK 262.6544 2018.0118 18.6713 4167 3 673.3421 ‐9.0829
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1086.6517 TAKALVNELK 489.9337 1086.6518 22.5742 2090 2 543.8295 ‐1.2059
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 3358.5572 SAENNLYVVEGMQFDRGYISPYFVTDSEK 688.5695 3358.5617 22.1331 1528 3 1120.1921 2.15
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1661.8170 RGYISPYFVTDSEK 210.5443 1661.8262 21.3739 3500 2 831.4167 5.14
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 872.4836 GVLEDAIR 5561.7590 872.4829 38.3031 3299 1 872.4829 ‐0.2917
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 962.5339 NELKLMSK 337.0042 962.5313 17.1690 1859 2 481.7693 ‐4.3280
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 502.2984 NIGAK 92.2988 502.2965 26.8130 1769 1 502.2965 ‐4.5230
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1633.9159 YLDDIAILTGATVIR 306.0976 1633.9136 22.2084 1480 2 817.4604 ‐1.4843
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 930.5003 VNDGVTVAR 3947.0170 930.4990 16.9810 1204 1 930.4990 ‐0.6960
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 998.5881 DLVGVTLGPK 468.5628 998.5843 17.9383 1190 1 998.5843 ‐2.8329
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1172.5470 SPYFVTDSEK 515.1935 1172.5412 27.6023 1180 1 1172.5412 ‐3.3941
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1396.6227 EQAEQDYEKEK 3938.8310 1396.6291 27.7049 1044 2 698.8182 3.69



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1746.8756 KVDAIKDTLENDEEK 248.5435 1746.8735 20.0133 978 3 582.9627 ‐2.2207
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 698.4559 PVLITR 12148.9400 698.4569 15.4222 776 1 698.4569 1.36
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1164.6987 LADLVGVTLGPK 467.7466 1164.7008 19.0517 838 2 582.8540 0.6827
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 13734.7600 63740.8883 50 45.30 None 1719.8072 NLIEQAEQDYEKEK 342.2815 1719.8144 27.8431 1582 2 860.4108 4.96
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1280.7685 VVAAGANPVLITR 62595.4400 1280.7673 15.4189 56782 2 640.8873 ‐1.6317
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1182.7093 LADLVGVTLGPK 97906.2700 1182.7095 17.9420 36350 2 591.8584 ‐0.7741
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1849.0066 SQYLDDIAILTGATVIR 4431.3420 1849.0059 21.6892 13286 2 925.0066 0.3544
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 1669.8680 2569.4130 25.7656 12591 3 857.1425 0.3825
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1871.8592 SAENNLYVVEGMQFDR 1088.2330 1871.8592 18.2143 4089 2 936.4333 0.7413
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 2190.6070 2464.2464 19.9409 3096 2 1232.6269 ‐1.8931
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 rbamidomethyl+C( 1700.9000 AAVEEGIVVGGGCTLLR 2418.9340 1700.9027 17.7313 5784 2 850.9550 1.02
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 786.4720 ALVNELK 160.7430 786.4845 19.5045 2245 1 786.4845 15.7889
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1977.1015 KSQYLDDIAILTGATVIR 1345.4560 1977.1056 20.5512 5483 3 659.7067 1.07
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1245.7235 ALVNELKLMSK 2692.2320 1245.7220 17.4081 5013 2 623.3646 ‐2.0563
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 3358.5572 SAENNLYVVEGMQFDRGYISPYFVTDSEK 368.1210 3358.5617 22.1331 1528 3 1120.1921 2.08
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1082.6317 AAGANPVLITR 2218.5190 1082.6289 15.4190 1939 1 1082.6289 ‐1.6189
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 998.5881 DLVGVTLGPK 357.0141 998.5843 17.9383 1190 1 998.5843 ‐3.1373
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1011.5946 AGANPVLITR 758.7230 1011.5920 15.4154 847 1 1011.5920 ‐1.8568
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 3722.2310 63740.8883 50 45.30 None 1164.6987 LADLVGVTLGPK 266.6544 1164.7008 19.0517 838 2 582.8540 0.7615
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 10399.3100 2908.4353 24.7334 24362 3 970.1500 0.4124
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1143.6772 FTLPPNLTLK 29607.1600 1143.6786 18.5069 20406 2 572.3429 0.1452
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1875.0110 QLDYVPATISALEEVVK 7240.4490 1875.0108 22.3312 19318 2 938.0091 0.6816
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1517.7888 ISMPIMVAPTAMQK 9440.7910 1517.7895 18.6819 14267 2 759.3984 0.3167
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1231.6681 DVQWLQTITK 1319.0550 1231.6671 18.4700 12167 2 616.3372 ‐1.6674
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1225.6497 IDMTTTVLGFK 6340.3990 1225.6496 18.7396 11541 2 613.3285 ‐0.8969
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1718.9660 IAIQAGAAGIIVSNHGAR 2139.4080 1718.9687 16.2987 10235 3 573.6611 0.6358
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1597.7778 MEITNVTEYDAIAK 143.0310 1597.7760 25.5556 1203 1 1597.7760 1.67
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1112.5656 DMTTTVLGFK 349.7603 1112.5694 18.7259 768 1 1112.5694 4.13
NP_188060.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2835.2080 40398.5855 10 33.79 None 1125.6667 FTLPPNLTLK 93.4601 1125.6634 16.2959 1687 2 563.3354 ‐3.9591
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1080.5724 LSAAWELYK 4822.1360 1080.5735 23.9146 96751 2 540.7904 ‐0.2630
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1148.5946 LATPELEYGR 7162.2830 1148.5960 22.9476 8984 2 574.8016 0.0495
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1267.7005 LADLEAAPAAVAR 5738.0900 1267.7017 23.2038 5901 2 634.3545 0.1262
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1396.6842 TEEISDVLDTFK 3220.6250 1396.6878 32.3525 1874 2 698.8475 2.0093
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 2420.2616 AFSHMLNLANLAEEVQIAHRR 732.8563 2420.1990 19.9891 2847 3 807.4045 ‐25.9387
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1683.8701 FLDILQDLHGEDLR 348.3070 1683.8849 34.5234 2422 2 842.4461 8.77
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 rbamidomethyl+C 1865.8950 DCLAQLYAKDITPDDK 462.7442 1865.9088 33.2608 2346 2 933.4580 7.35
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 rbamidomethyl+C( 1889.9314 DSYITTLNVCQAYTLK 320.3300 1889.8948 19.7248 2337 2 945.4511 ‐18.7805
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 2333.2572 QVSTFGLSLVRLDIRQESER 970.8047 2333.2356 23.7631 6840 2 1167.1214 ‐7.6956
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1903.9841 MAGRNIEKMASIDAQLR 538.5044 1903.9962 21.3923 2309 3 635.3369 5.91
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 2778.3127 RTPPTPQDEMRAGMSYFHETIWK 271.9430 2778.3186 20.1499 1552 2 1389.6630 4.28
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 967.4884 SAAWELYK 466.0491 967.4890 23.9137 6030 1 967.4890 1.63
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 270.1727 110730.1544 24 4.55 None 1291.6212 RTPPTPQDEMR 246.2939 1291.6194 20.4868 2570 2 646.3133 ‐2.2016
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1148.5946 LATPELEYGR 9590.0350 1148.5960 22.9444 8079 2 574.8016 0.1721
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1267.7005 LADLEAAPAAVAR 2840.4480 1267.7017 23.2038 5901 2 634.3545 0.2092
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1396.6842 TEEISDVLDTFK 2139.6560 1396.6878 32.3525 1874 2 698.8475 2.0755
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 816.4210 NIGIDER 711.4077 816.4177 24.2371 4506 1 816.4177 ‐3.4999
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 rbamidomethyl+C( 2159.1166 LRDSYITTLNVCQAYTLK 306.7084 2159.0749 40.3994 1286 2 1080.0411 ‐18.1682
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1489.7950 AIPWIFAWTQTR 163.2066 1489.7843 27.1202 1153 2 745.3958 ‐7.4939
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 2622.2116 TPPTPQDEMRAGMSYFHETIWK 734.1739 2622.2078 33.8559 4853 3 874.7408 ‐1.1749
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1448.7492 EIQAAFRTDEIR 655.8170 1448.7576 24.3588 1340 3 483.5907 4.0816
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1148.5834 EISDVLDTFK 283.8775 1148.5860 30.7439 3730 2 574.7966 1.18
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 863.4258 PELEYGR 246.0377 863.4252 21.1237 860 1 863.4252 0.0595
NP_188112.1 phosphoenolpyruvate carboxylase 3 Arabidopsis thaliana 177.1376 110730.1544 24 4.55 None 1431.7227 EIQAAFRTDEIR 213.4030 1431.7197 25.4989 1713 2 716.3635 ‐2.4781
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 8155.5150 3007.5802 21.3863 41917 3 1003.1983 ‐0.7551
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1590.9214 ALEGADLVIIPAGVPR 43909.3300 1590.9233 19.5305 33536 2 795.9653 1.0952
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1219.7045 LFGVTTLDVVR 7757.5420 1219.7068 19.3675 16009 2 610.3570 0.8987
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1860.9226 NGVEEVLDLGPLSDFEK 6220.7530 1860.9242 37.5850 6817 2 930.9657 1.75
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1471.6370 SQVSGYMGDDDLGK 6034.1550 1471.6403 21.3719 3046 2 736.3238 1.90
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 rbamidomethyl+C( 2940.4812 GLNGVPNVVECSFVQSTITELPFFASK 3204.4140 2940.4777 24.5494 1087 3 980.8308 ‐0.5371
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1233.5957 TQDGGTEVVEAK 751.4387 1233.6306 19.5292 3664 2 617.3190 27.3466
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1155.6844 SASPVKQGLLR 454.9362 1155.6843 25.2463 8120 2 578.3458 ‐1.1941
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1347.7995 KLFGVTTLDVVR 921.4738 1347.7990 17.8867 4796 2 674.4031 ‐1.0179
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 1004.5623 AELKSSIEK 191.5668 1004.5578 21.8320 1991 2 502.7826 ‐5.8372
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 775.4196 TEVVEAK 236.0972 775.4189 18.0403 1730 1 775.4189 ‐0.7142
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 3842.1100 36046.5611 12 43.11 None 959.5520 GVTTLDVVR 383.8671 959.5529 18.9257 942 2 480.2801 ‐0.6313
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 872.0494 21343.3863 9 32.12 rbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 872.0494 21343.3863 9 32.12 None 1264.7082 MIHPIVDQLAK 2808.7910 1264.7060 15.7423 8524 2 632.8567 ‐2.5711
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 872.0494 21343.3863 9 32.12 None 927.5258 DSIIGAVPR 2693.1490 927.5265 23.0186 3553 2 464.2669 ‐0.8571
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 872.0494 21343.3863 9 32.12 None 1003.6186 SVPTVIIFK 4008.5130 1003.6194 18.2423 3133 1 1003.6194 1.16
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 872.0494 21343.3863 9 32.12 None 1331.6186 INTDESPNTANR 750.2958 1331.6245 18.0452 2027 2 666.3159 3.72
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 869.8989 21343.3863 9 32.12 rbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 869.8989 21343.3863 9 32.12 None 1264.7082 MIHPIVDQLAK 4452.0270 1264.7060 15.7423 8524 2 632.8567 ‐2.4692
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 869.8989 21343.3863 9 32.12 None 1003.6186 SVPTVIIFK 5552.7500 1003.6194 18.2423 3133 1 1003.6194 1.71
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 869.8989 21343.3863 9 32.12 None 1459.7976 SLVTQSASLGANRR 258.9592 1459.8178 18.6857 7928 2 730.4125 13.5944
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1812.8803 IYSFGGEFTPNQPIDK 4643.1700 1812.8786 28.6469 30214 2 906.9429 ‐0.5539
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1308.7158 LLTPVEEGPTPR 17321.6300 1308.7152 22.0247 28203 2 654.8612 ‐1.1680
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 950.5306 SVFASAALGK 6181.4900 950.5302 22.5532 19133 2 475.7687 ‐1.8505
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1522.8111 LNTLDSYNIVDKK 4376.3580 1522.8156 23.3014 19008 3 508.2767 1.36
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 rbamidomethyl+C 1228.5739 CSHDIAQVGNK 80.8103 1228.5465 20.3142 18320 2 614.7769 ‐23.2128



NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 rbamidomethyl+C( 2903.2982 VWVVYGFNGCEVDDVHYYDPVQDK 384.7863 2903.3108 30.2735 8460 3 968.4418 5.0762
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1853.7937 GGDTGDIWDDGVYDNVR 317.1257 1853.8231 25.5709 2554 2 927.4152 16.3516
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1394.7162 LNTLDSYNIVDK 152.9190 1394.6974 33.2140 1463 2 697.8523 ‐13.9745
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 2063.9345 APTNDRFDDLFFYGIDSA 3368.9340 2063.9346 37.6225 25579 2 1032.4709 0.9639
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 2852.3513 KTELGVEEFEIDADDYIVYVEGYR 1302.7780 2852.3403 39.8478 1964 3 951.4516 ‐3.2160
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1133.5837 LNTLDSYNIV 218.6673 1133.5855 21.4812 15044 2 567.2964 0.4829
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 764.4301 FASAALGK 4737.9910 764.4289 22.5671 2603 1 764.4289 ‐1.1686
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1448.6441 DIWDDGVYDNVR 254.4041 1448.6425 22.7201 1547 2 724.8249 ‐1.4553
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 785.3788 EEGPTPR 127.2082 785.3820 22.6284 1455 1 785.3820 4.38
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 948.5149 SYNIVDKK 111.7865 948.5183 22.2766 1086 2 474.7628 2.1100
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 884.4472 VEEGPTPR 197.1673 884.4469 21.7745 1019 2 442.7271 ‐1.9992
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1059.5469 FTPNQPIDK 162.7423 1059.5455 27.3068 940 2 530.2764 ‐2.6142
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 854.9289 67889.5427 18 18.90 None 1376.7056 LNTLDSYNIVDK 143.8246 1376.7113 32.3670 861 2 688.8593 3.62
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1434.7587 VYVGQAQDGISAVK 40935.5200 1434.7578 21.3465 90935 2 717.8826 ‐1.1057
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1686.7718 GANLWDDGSTHDAVTK 54620.5600 1686.7733 21.1485 78287 3 562.9293 ‐0.2386
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 11692.0900 3655.8800 21.7119 67828 4 914.7255 ‐0.1225
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1395.7301 IFGSDGSVITMLR 5459.9580 1395.7302 19.5278 44472 2 698.3687 ‐0.4957
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1933.9502 TSDVIGSDEGTHFTLQVK 16140.7400 1933.9537 26.2134 35331 3 645.3228 1.0690
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 7467.9490 3072.4462 25.3911 33298 2 1536.7267 ‐1.6672
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1091.6320 IGVHVRPLSN 23986.6800 1091.6327 19.9879 27500 2 546.3200 ‐0.6550
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 5267.7550 3187.6702 21.4737 26658 3 1063.2282 ‐1.6497
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 2141.1277 IQLAAGIDGIQYVQFDYVK 327.5568 2141.1674 24.1190 2925 3 714.3940 18.0323
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 685.3991 VRPLSN 124.0928 685.3992 21.5117 6889 1 685.3992 ‐0.1435
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1041.5939 SPEGIIQGIK 259.2241 1041.5955 19.7658 3068 2 521.3014 0.1422
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1444.6703 LWDDGSTHDAVTK 1068.5160 1444.6723 21.1586 2428 2 722.8398 0.9034
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 728.4665 GIIQGIK 195.0710 728.4686 23.9147 1265 1 728.4686 2.12
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 959.5785 IGVHVRPLS 748.3771 959.5801 19.9899 1187 2 480.2937 0.1396
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1172.6270 VGQAQDGISAVK 841.6274 1172.6225 21.3473 1155 1 1172.6225 ‐2.2949
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1135.5776 GSDGSVITMLR 255.6733 1135.5828 19.4374 797 2 568.2950 3.48
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1145.5069 DDGSTHDAVTK 5705.0630 1145.5033 21.1535 771 1 1145.5033 ‐1.7056
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 9431.7820 32158.1143 18 61.07 None 1745.8705 DVIGSDEGTHFTLQVK 427.4874 1745.8686 25.1371 757 3 582.6277 ‐2.1230
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1420.7431 VYVGQGQDGISAVK 9090.4430 1420.7432 20.6277 17969 2 710.8753 ‐0.3870
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 1134.8470 2225.0357 24.9403 9646 3 742.3501 ‐0.3467
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 3146.4340 2314.1954 21.2910 9459 2 1157.6013 1.0151
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1220.6157 TSPPYGLETQK 4197.3250 1220.6176 18.9721 9434 2 610.8125 0.5881
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1965.2120 2442.2945 20.5059 7903 3 814.7697 1.1534
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1348.7107 TSPPYGLETQKK 4218.0420 1348.7127 16.9200 6129 3 450.2424 ‐0.1010
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 1589.5920 4275.0045 39.5693 5077 4 1069.5066 ‐5.5599
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 976.4714 2096.9394 27.1101 10422 2 1048.9733 ‐15.6947
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1957.0138 VHVGQGQDGVSSINVVYAK 1462.0250 1957.0021 16.7920 1686 3 653.0056 ‐6.6829
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1482.7264 AGEALYALGAYFATT 406.3336 1482.7317 19.8061 1966 2 741.8695 3.47
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1599.3600 32022.7035 20 50.67 None 1202.6052 TSPPYGLETQK 244.0544 1202.6123 19.2787 1321 3 401.5423 4.1001
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 1966.2750 2314.1954 21.2910 9459 2 1157.6013 1.83
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1325.1560 2442.2945 20.5059 7903 3 814.7697 1.1756
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 1892.9687 ASELLHQFGVHVMPLTN 1189.2670 1892.9684 23.7439 3462 2 946.9878 0.6225
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 1766.8959 QTSAPFGLEAGTAFELK 1986.7840 1766.8895 19.4452 2421 2 883.9484 ‐3.1567
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 1957.0138 VHVGQGQDGVSSINVVYAK 634.1099 1957.0021 16.7920 1686 3 653.0056 ‐6.5532
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 967.5030 GVHVMPLTN 73.3850 967.4975 23.9559 1090 1 967.4975 ‐5.1641
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 2296.1860 AGEALYALGAYFATTTTPVTPAK 312.0876 2296.1748 20.6591 1355 2 1148.5910 ‐3.0535
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 1875.9422 ASELLHQFGVHVMPLTN 298.9633 1875.9493 24.2881 1312 2 938.4783 4.72
NP_188266.1 jacalin related lectin Arabidopsis thaliana 476.8968 32022.7035 20 50.67 None 1939.9872 VHVGQGQDGVSSINVVYAK 250.7332 1939.9885 17.2828 1139 3 647.3344 0.0419
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1390.7325 VYVGQGQDGVAAVK 12726.7600 1390.7336 19.4096 19229 2 695.8705 0.2242
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1214.6627 SSTTPVPSTPLK 7040.1140 1214.6634 19.8483 17130 2 607.8353 ‐0.4343
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1292.6481 SGFQISAPEATGK 3985.3060 1292.6503 22.7567 16766 2 646.8288 0.9338
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1853.9855 SLSTQEVITALTFTTNK 3537.6690 1853.9828 20.4613 14264 2 927.4951 ‐0.9618
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 3274.1610 2806.4330 19.2712 12682 3 936.1492 3.0507
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1880.8260 2122.9651 31.4329 9090 2 1061.9862 ‐0.1122
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1318.1620 1939.9724 29.8479 8666 2 970.4898 ‐1.1823
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1553.8574 NFGVDTVVTTLIFK 3690.4030 1553.8556 22.4910 8162 2 777.4314 ‐1.3591
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 5431.9930 2990.3600 43.7917 7284 2 1495.6836 ‐0.9016
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 973.4625 TSYGPYGTK 1558.7170 973.4623 15.4754 3642 2 487.2348 ‐1.7174
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 760.3836 SAPEATGK 109.9972 760.3800 23.4357 3009 1 760.3800 ‐4.5260
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1127.6307 STTPVPSTPLK 130.4186 1127.6347 21.1336 972 2 564.3210 2.34
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 838.5033 PVPSTPLK 121.7411 838.5038 19.8462 949 1 838.5038 1.0223
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1038.7490 72473.6018 31 24.40 None 1373.7060 VYVGQGQDGVAAVK 273.8712 1373.7130 20.0051 7907 2 687.3602 4.01
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 1390.7325 VYVGQGQDGVAAVK 13042.8800 1390.7336 19.4096 19229 2 695.8705 0.2912
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 1214.6627 SSTTPVPSTPLK 9222.4600 1214.6634 19.8483 17130 2 607.8353 ‐0.3443
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 1292.6481 SGFQISAPEATGK 4065.8670 1292.6503 22.7567 16766 2 646.8288 1.0136
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 1939.9760 VSVGQAQDGIGAVSFVYDK 1936.4330 1939.9724 29.8479 8666 2 970.4898 ‐1.1870
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 4721.0980 2990.3600 43.7917 7284 2 1495.6836 ‐1.0433
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 1127.6307 STTPVPSTPLK 4782.5890 1127.6364 19.8614 4376 2 564.3218 3.46
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 710.5614 72473.6018 31 24.40 None 838.5033 PVPSTPLK 1413.7720 838.5038 19.8462 949 1 838.5038 1.68
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 1853.9855 SLSTQEVITALTFTTNK 3589.5910 1853.9828 20.4613 14264 2 927.4951 ‐0.7244
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 1665.7840 2806.4330 19.2712 12682 3 936.1492 2.23
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 2345.2189 IIGFHGFAGNHVNSIGAYFVPK 1688.4450 2345.2174 20.4757 10716 3 782.4107 ‐0.8087
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 1553.8574 NFGVDTVVTTLIFK 2791.5410 1553.8556 22.4910 8162 2 777.4314 ‐1.1908
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 3342.6391 EFVINHPDEYLVSVEGWYETVMLGIQFK 147.1744 3342.5597 22.8781 10082 3 1114.8581 ‐22.7285
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 2147.0543 SAEFTLAPDEYITALSAYGK 301.8242 2147.0424 22.3225 912 2 1074.0248 ‐4.1112
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 2672.3454 GSVGPKSAEFTLAPDEYITALSAYGK 434.1453 2672.3559 25.5729 3735 2 1336.6816 6.02



NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 711.3672 TFTTNK 2309.6960 711.3677 18.9933 10298 1 711.3677 0.3988
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 1061.5262 GSVGPKSAEFT 91.9058 1061.5229 25.4866 1654 1 1061.5229 ‐2.2266
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 31 24.40 None 3324.6286 EFVINHPDEYLVSVEGWYETVMLGIQFK 259.5538 3324.6338 21.4499 26201 3 1108.8828 2.45
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1063.5782 VVDIVDTFR 45120.4900 1063.5773 28.3683 35591 2 532.2923 ‐2.1546
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1781.8857 EGSTNPTFLYFAHGLK 12081.2600 1781.8881 18.6907 27411 3 594.6342 0.3267
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 6737.2400 2447.1989 23.1522 26066 2 1224.1031 ‐0.7098
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1165.5735 LSEEDQAVFK 6416.4120 1165.5755 20.4660 11971 2 583.2914 0.5616
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1293.6685 LSEEDQAVFKK 13849.4200 1293.6699 18.0018 10636 2 647.3386 0.2710
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 811.4713 GFIAYIK 7321.2180 811.4734 16.7543 4410 1 811.4734 2.79
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1249.6423 LQEQPTYDKK 130.0667 1249.6207 20.6854 1775 2 625.3140 ‐18.1612
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 957.4312 LQEQPTYD 740.0571 957.4286 21.1109 21609 1 957.4286 ‐1.9871
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 865.4414 DIVDTFR 17464.0400 865.4402 28.3745 5546 1 865.4402 ‐0.8854
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 1180.5844 SEEDQAVFKK 284.8058 1180.5822 17.3602 3980 2 590.7948 ‐2.9338
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 6011.4500 18967.3870 16 44.05 None 964.5098 VDIVDTFR 180.1404 964.5139 26.6699 1305 2 482.7606 2.85
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2519.0430 18967.3870 16 44.05 None 1781.8857 EGSTNPTFLYFAHGLK 14506.1500 1781.8881 18.6907 27411 3 594.6342 0.4952
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2519.0430 18967.3870 16 44.05 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 8624.5970 2447.1989 23.1522 26066 2 1224.1031 ‐0.3360
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2519.0430 18967.3870 16 44.05 None 1063.5782 VVDIVDTFR 1109.3610 1063.5756 17.0823 4098 2 532.2914 ‐3.7303
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2519.0430 18967.3870 16 44.05 None 1717.9371 LLTPKLSEEDQAVFK 1884.8900 1717.9374 17.3379 7087 3 573.3173 ‐0.7051
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2519.0430 18967.3870 16 44.05 None 1595.8217 STNPTFLYFAHGLK 301.8421 1595.8301 18.1019 7442 2 798.4187 5.43
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1453.7546 FVIGGPHGDAGLTGR 31679.1600 1453.7542 15.2204 69563 3 485.2562 ‐1.7653
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 rbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1206.6113 ANVDYEQIVR 15684.4800 1206.6136 22.6094 26204 2 603.8104 0.8805
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 22614.9500 2383.2774 25.5775 22716 4 596.5748 0.7238
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1296.7773 IPDKEILEIVK 46320.2300 1296.7783 27.7691 13364 2 648.8928 ‐0.0271
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 873.5152 SIVASGLAR 14646.4600 873.5154 19.0991 11058 2 437.2613 ‐1.5491
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1662.8374 DDADFTWEVVKPLK 25097.2900 1662.8374 30.5827 10532 3 554.9507 ‐1.1297
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 2007.0216 TQVTIEYINESGAMVPVR 2109.9370 2007.0203 29.6374 9881 2 1004.0138 0.1731
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1288.7623 EHVIKPVIPEK 1439.1540 1288.7639 18.3820 7878 3 430.2595 ‐0.4802
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 2615.0570 2405.1925 16.8802 4431 4 602.0536 0.4901
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1141.6113 TIFHLNPSGR 2530.0210 1141.6126 15.0408 2814 2 571.3099 0.0412
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1334.7063 ANVDYEQIVRK 738.8878 1334.6816 16.2253 130775 2 667.8444 ‐19.2305
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1963.9661 IIIDTYGGWGAHGGGAFSGK 1114.2710 1963.9606 21.6303 2881 2 982.4839 ‐2.0795
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1094.5337 GGPHGDAGLTGR 15079.2600 1094.5349 15.2183 2671 2 547.7711 ‐0.1820
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 574.3307 ASGLAR 5648.5560 574.3309 19.0898 2449 1 574.3309 ‐0.2534
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 922.4629 DYEQIVR 2559.9940 922.4601 22.5790 1999 1 922.4601 ‐2.3085
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1266.6266 IIIDTYGGWGAH 355.2770 1266.6305 16.8753 1824 2 633.8189 2.01
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1258.6539 DIAQGVHGHLTK 155.0072 1258.6484 26.7650 1729 2 629.8278 ‐5.2137
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 746.3791 GDAGLTGR 5593.3140 746.3779 15.2200 1349 1 746.3779 ‐1.6587
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1032.4997 ANVDYEQIV 324.8247 1032.4999 15.9181 1241 1 1032.4999 1.74
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 855.5047 SIVASGLAR 123.0288 855.5102 18.6018 3278 2 428.2587 4.81
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 6059.9590 43194.8578 37 42.24 None 1188.6008 ANVDYEQIVR 236.2223 1188.5942 21.6441 952 1 1188.5942 ‐3.8699
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 rbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1206.6113 ANVDYEQIVR 14188.7600 1206.6136 22.6094 26204 2 603.8104 0.9715
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 34148.7400 2383.2774 25.5775 22716 4 596.5748 0.3550
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1296.7773 IPDKEILEIVK 61605.9800 1296.7783 27.7691 13364 2 648.8928 0.0521
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 873.5152 SIVASGLAR 19494.7700 873.5154 19.0991 11058 2 437.2613 ‐1.4147
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1662.8374 DDADFTWEVVKPLK 26432.2600 1662.8374 30.5827 10532 3 554.9507 ‐1.3007
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 2007.0216 TQVTIEYINESGAMVPVR 2002.1480 2007.0203 29.6374 9881 2 1004.0138 0.1597
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1288.7623 EHVIKPVIPEK 1692.1340 1288.7639 18.3820 7878 3 430.2595 ‐0.7357
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1453.7546 FVIGGPHGDAGLTGR 887.0056 1453.7869 22.0765 996 3 485.2672 20.5310
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 807.4359 YEQIVR 144.2339 807.4377 20.7278 6601 1 807.4377 2.34
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1183.6933 PDKEILEIVK 8367.9080 1183.6950 27.7860 3794 2 592.3511 0.4890
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 574.3307 ASGLAR 9641.7290 574.3309 19.0898 2449 1 574.3309 ‐0.0526
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 922.4629 DYEQIVR 1716.7440 922.4601 22.5790 1999 1 922.4601 ‐2.0106
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1258.6539 DIAQGVHGHLTK 162.2447 1258.6484 26.7650 1729 2 629.8278 ‐5.1295
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 5709.0190 43194.8578 37 42.24 None 1435.7441 FVIGGPHGDAGLTGR 481.5105 1435.7480 23.2231 1685 3 479.2542 1.0012
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1774.8970 NYELPDGQVITIGAER 40902.9800 1774.8973 30.0946 50472 2 887.9523 0.4736
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1147.6027 EITALAPSSMK 15985.9700 1147.6058 22.3601 42817 2 574.3066 1.91
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1968.0801 IAPEEHPVLLTEAPLNPK 7157.7020 1968.0785 27.2077 24314 3 656.6977 ‐1.5425
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1176.5354 GYMFTTTAER 10565.9400 1176.5366 22.2031 22746 2 588.7720 0.0014
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1918.8640 YPIEHGVVSNWDDMEK 2902.2920 1918.8665 26.3921 14468 3 640.2937 0.5219
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGFSLPHAILR 8914.0170 3151.6451 19.5862 13176 4 788.6667 0.2694
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1515.7492 IWHHTFYNELR 2053.5950 1515.7486 15.7545 9219 3 505.9210 ‐1.7531
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1413.6757 AEYDEAGPGIVHR 22767.8300 1413.6801 18.6719 9184 3 471.8982 1.98
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 2602.3374 YSVWIGGSILASLSTFQQMWISK 3650.6260 2602.3328 22.9045 6969 3 868.1158 ‐1.5938
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1184.6899 AVFPSVVGRPR 3188.8880 1184.6902 15.0482 4013 2 592.8487 ‐0.7739
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 976.4483 AGFAGDDAPR 2458.2710 976.4489 15.4798 3124 2 488.7281 ‐0.9163
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 549.2701 PSSMK 3983.0330 549.2707 21.8442 24999 1 549.2707 0.4313
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 956.4506 MFTTTAER 212.2924 956.4524 22.1966 1001 1 956.4524 2.40
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1255.6641 PDGQVITIGAER 443.0889 1255.6569 30.0940 968 1 1255.6569 ‐3.9110
NP_188508.1 actin 2 Arabidopsis thaliana 4882.8770 42105.1171 15 44.83 None 1158.5248 GYMFTTTAER 178.3244 1158.5287 23.5918 3103 2 579.7680 2.46
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 None 1853.0491 GNVVSTPTIAGTILPGVTR 2481.4700 1853.0504 19.0128 5472 2 927.0288 1.31
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 rbamidomethyl+C( 2991.5649 ILPFADLQLNPCAAVLQYGQGLYEGLK 778.6956 2991.5776 24.0368 3154 3 997.8641 4.82
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 None 1524.7904 APSAQPLPVSVSDEK 205.8738 1524.7770 19.6414 15840 2 762.8921 ‐8.8985
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 rbamidomethyl+C( 3532.7768 TIPLVDFLDADEAFCTGTASIVTSIASVTFKDK 149.7492 3532.7977 21.4618 1196 3 1178.2708 7.44
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 None 1967.9920 LYETLSDIQTGRVEDTK 163.5887 1967.9754 20.7079 6505 2 984.4913 ‐7.4811
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 None 1146.5677 LYETLSDIQT 111.0245 1146.5647 20.1316 2572 1 1146.5647 ‐1.5178
NP_188605.1 branched chain aminotransferase4 Arabidopsis thaliana 215.2614 39417.9447 7 12.99 None 1110.5466 YGQGLYEGLK 158.5733 1110.5413 23.2791 2071 1 1110.5413 ‐3.7854
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1737.8541 FVSESVEDQTEQVLK 1932.8270 1737.8560 26.2084 17143 2 869.4316 1.70



NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1375.7580 STYQVAALPLNAK 6441.2810 1375.7582 25.6971 11828 2 688.3827 ‐0.4921
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1005.5152 YFPAPSPAR 4924.3620 1005.5172 19.7579 9747 2 503.2622 0.4785
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1338.6974 TTIMLADLADFK 3160.8020 1338.6987 20.5030 8022 2 669.8530 0.2669
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1083.5317 ASGADYSSVVK 8669.1110 1083.5337 17.3039 7608 2 542.2705 0.5871
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1942.1008 ANNLVFLSGVLGLIPETGK 8368.5230 1942.0951 23.8615 6317 2 971.5512 ‐2.2862
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1012.4946 SGADYSSVVK 294.4808 1012.4993 15.3390 2649 2 506.7533 3.86
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1065.5211 ASGADYSSVVK 388.0288 1065.5219 15.7074 5341 2 533.2646 ‐0.6045
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2402.8880 19929.9347 18 42.25 None 1320.6868 TTIMLADLADFK 431.3583 1320.6888 22.0491 2689 2 660.8480 0.7630
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1096.6130 19929.9347 18 42.25 None 1737.8541 FVSESVEDQTEQVLK 1010.2290 1737.8560 26.2084 17143 2 869.4316 1.87
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1096.6130 19929.9347 18 42.25 None 1375.7580 STYQVAALPLNAK 9325.6440 1375.7582 25.6971 11828 2 688.3827 ‐0.4231
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1096.6130 19929.9347 18 42.25 None 1005.5152 YFPAPSPAR 7631.0980 1005.5172 19.7579 9747 2 503.2622 0.5957
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 1338.6974 TTIMLADLADFK 9143.6630 1338.6987 20.5030 8022 2 669.8530 0.3858
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 1942.1008 ANNLVFLSGVLGLIPETGK 8096.2150 1942.0951 23.8615 6317 2 971.5512 ‐2.0286
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 1286.7103 APAALGPYSQAIK 309.9324 1286.7090 17.3368 3204 2 643.8581 ‐1.7224
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 1591.8690 SPPFASLSVSASSVKK 108.8616 1591.8406 23.3848 908 2 796.4239 ‐17.8058
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 845.4516 GPYSQAIK 55.9923 845.4472 18.6511 2662 1 845.4472 ‐5.0863
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1440.2300 19929.9347 18 42.25 None 1219.6391 TIMLADLADFK 173.2388 1219.6351 18.7696 1637 2 610.3212 ‐4.2024
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 295.4880 51516.1234 3 6.70 None 2357.1905 LDDGSVVNMSVPIVLAIDDEQK 3886.0930 2357.1871 37.6928 12635 2 1179.0972 0.1799
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 295.4880 51516.1234 3 6.70 None 1086.5215 ADDVPLDWR 5467.7470 1086.5221 26.1911 4820 2 543.7647 ‐0.7025
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 295.4880 51516.1234 3 6.70 None 1161.5535 DLYDADHGKK 210.7211 1161.5783 26.6301 4765 2 581.2928 20.2767
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1059.5681 EGVITIQDGK 12228.6900 1059.5649 19.7988 17281 2 530.2861 ‐4.3404
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1508.7665 TLFNELEVVEGMK 20338.7100 1508.7665 35.2407 16650 2 754.8869 ‐0.3078
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1196.7361 IGVQIIQNALK 26930.5400 1196.7363 18.2452 12763 2 598.8718 ‐0.8643
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 843.5298 LSGGVAVLK 10276.3900 843.5298 19.5275 10312 2 422.2685 ‐1.8976
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1585.7592 SAIELSTSDYDKEK 14004.4400 1585.7640 20.3322 8926 3 529.2595 1.41
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1927.0647 AAVEEGILPGGGVALLYAAR 3925.5690 1927.0656 20.5392 8825 2 964.0364 1.0589
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2830.4440 2615.3292 40.2358 7149 3 872.4479 2.95
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 rbamidomethyl+C 1123.5486 VDLSMLGTCK 1389.7070 1123.5501 16.4299 5519 2 562.2787 0.1566
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 826.5033 AGIIDPLK 11800.9700 826.5039 24.5568 3206 2 413.7556 ‐1.1270
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1391.6882 SVAAGMNAMDLRR 682.1197 1391.6961 21.2061 1163 2 696.3517 5.1011
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1346.6798 DDTVILDGAGDKK 317.7242 1346.7060 31.9013 2453 2 673.8566 18.7851
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1632.8989 GISMAVDAVVTNLKSK 336.0875 1632.9153 21.4803 4842 3 544.9766 8.30
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 rbamidomethyl+C 2268.1046 AIFAEGCKSVAAGMNAMDLRR 315.2285 2268.0840 20.3238 1602 2 1134.5456 ‐7.6861
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1770.8704 QVSSRMSWSRNYAAK 263.8638 1770.8861 21.5017 1556 3 590.9669 7.73
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 870.5407 VVTNLKSK 601.5432 870.5420 21.2198 64366 2 435.7746 ‐0.2678
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 586.3923 GVAVLK 125.8807 586.3929 20.1375 3897 1 586.3929 0.5368
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 730.4458 SGGVAVLK 3036.3620 730.4455 19.5244 3483 1 730.4455 ‐0.4092
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 643.4137 GGVAVLK 142.2187 643.4144 19.8289 1229 1 643.4144 0.7481
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1185.5634 LSTSDYDKEK 228.4467 1185.5705 21.0527 793 2 593.2889 4.72
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 rbamidomethyl+C 2251.0781 AIFAEGCKSVAAGMNAMDLRR 327.5659 2251.0886 19.5605 2015 3 751.0344 4.36
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2152.6020 61622.8664 41 29.46 None 1753.8439 QVSSRMSWSRNYAAK 120.7361 1753.8364 22.2555 1600 2 877.4218 ‐4.0408
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1508.7665 TLFNELEVVEGMK 29274.6900 1508.7665 35.2407 16650 2 754.8869 ‐0.2562
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 843.5298 LSGGVAVLK 21784.2700 843.5298 19.5275 10312 2 422.2685 ‐1.7592
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1235.5871 SVAAGMNAMDLR 1246.8630 1235.5898 23.9920 9140 2 618.2985 1.61
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1418.6951 GYTSPYFITNQK 4430.6300 1418.6950 24.7521 7902 2 709.8511 ‐0.5108
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2841.1070 2615.3292 40.2358 7149 3 872.4479 2.37
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 826.5033 AGIIDPLK 9428.7950 826.5039 24.5568 3206 2 413.7556 ‐0.9864
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1391.6882 SVAAGMNAMDLRR 746.7939 1391.6961 21.2061 1163 2 696.3517 5.1679
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 rbamidomethyl+C 1123.5486 VDLSMLGTCK 760.4420 1123.5812 28.0097 7474 2 562.2942 27.9040
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1417.7719 GISMAVDAVVTNLK 1594.9980 1417.7732 27.9251 2496 2 709.3902 0.4368
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1059.5681 EGVITIQDGK 143.3438 1059.5660 30.0143 1772 2 530.2867 ‐3.1336
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1770.8704 QVSSRMSWSRNYAAK 371.8319 1770.8861 21.5017 1556 3 590.9669 7.07
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 rbamidomethyl+C 2272.0762 CEQIRSAIELSTSDYDKEK 515.4222 2272.0617 24.7241 1285 3 758.0254 ‐6.7324
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 Oxidation+M(3) 1588.8615 ALMLKGVEDLADAVK 962.8458 1588.8600 23.8678 14156 3 530.2915 ‐2.3747
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 586.3923 GVAVLK 208.8876 586.3929 20.1375 3897 1 586.3929 0.7409
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 730.4458 SGGVAVLK 17058.8600 730.4455 19.5244 3483 1 730.4455 ‐0.1649
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 rbamidomethyl+C 1269.6256 CEQIRSAIELS 223.8885 1269.6207 23.4490 1321 2 635.3140 ‐4.6776
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 643.4137 GGVAVLK 247.1901 643.4144 19.8289 1229 1 643.4144 0.9682
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1041.5575 EGVITIQDGK 64.5574 1041.5532 28.0088 1007 2 521.2802 ‐5.4061
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1374.6617 SVAAGMNAMDLRR 254.7786 1374.6637 19.6274 2001 2 687.8355 0.9202
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1442.4500 61622.8664 41 29.46 None 1753.8439 QVSSRMSWSRNYAAK 160.8683 1753.8364 22.2555 1600 2 877.4218 ‐4.0211
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2737.0020 23849.1166 3 19.91 None 1613.7766 AGAEVIGISGDDSASHK 27797.6400 1613.7777 19.1660 28625 3 538.5974 ‐0.5497
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2737.0020 23849.1166 3 19.91 None 1047.5469 GQAAPDFTLK 8626.6390 1047.5473 22.5279 20394 2 524.2773 ‐1.0299
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2737.0020 23849.1166 3 19.91 None 1684.8806 KDWGVPGDLFGALPGR 2022.8820 1684.8844 19.8252 9211 3 562.2996 1.1402
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 rbamidomethyl+C 1481.6941 GIELYCAPTADGSK 3382.7460 1481.6964 23.2531 15542 2 741.3518 1.1673
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 rbamidomethyl+C 2164.0380 CIWGQGDGSTIPVYDTPIGK 6749.9450 2164.0338 31.1530 14326 2 1082.5205 ‐0.7793
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 None 2022.0390 ATIVQASTVYNDTPATLEK 1662.0040 2022.0368 26.1570 10339 2 1011.5220 ‐0.2333
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 rbamidomethyl+C 1189.5783 LGAAICWENR 2339.5810 1189.5814 24.1729 8544 2 595.2943 1.91
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 None 1837.9483 GSELVVFPEAFIGGYPR 4262.8080 1837.9449 21.6716 6755 2 919.4761 ‐1.4431
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 rbamidomethyl+C(15)
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 None 1997.9597 MSTSENTPFNGVASSTIVR 872.6769 1997.9570 31.3720 984 3 666.6572 ‐2.0368
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 None 1574.7809 ENTPFNGVASSTIVR 319.9359 1574.7803 29.9955 2548 2 787.8938 ‐0.5513
NP_190016.1 nitrilase 2 Arabidopsis thaliana 980.9223 37552.3507 14 37.17 None 1509.7431 ASTVYNDTPATLEK 392.4059 1509.7480 25.1941 996 2 755.3777 2.55
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1258.8910 37552.3507 14 37.17 rbamidomethyl+C 1481.6941 GIELYCAPTADGSK 6175.6210 1481.6964 23.2531 15542 2 741.3518 1.24
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1258.8910 37552.3507 14 37.17 rbamidomethyl+C 2164.0380 CIWGQGDGSTIPVYDTPIGK 8359.3620 2164.0338 31.1530 14326 2 1082.5205 ‐0.8132
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1258.8910 37552.3507 14 37.17 None 2022.0390 ATIVQASTVYNDTPATLEK 966.7433 2022.0368 26.1570 10339 2 1011.5220 ‐0.2487
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1258.8910 37552.3507 14 37.17 None 1997.9597 MSTSENTPFNGVASSTIVR 1291.0410 1997.9570 31.3720 984 3 666.6572 ‐2.1320
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1258.8910 37552.3507 14 37.17 None 1074.5976 KLMPTSLER 3182.2350 1074.5996 19.4541 4542 2 537.8034 0.6736
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1219.7045 LFGVTTLDVVR 7757.5420 1219.7068 19.3675 16009 2 610.3570 0.8987



NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1272.6695 GVAFANKPAAAAAN 8299.0860 1272.6711 17.9087 10395 2 636.8392 0.4088
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1244.6481 IQNAGTEVVDAK 7121.5740 1244.6482 16.8565 9268 2 622.8277 ‐0.8506
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1777.0946 VAVLGAAGGIGQPLSLLIK 6156.8290 1777.0940 22.0249 7395 2 889.0506 ‐0.0569
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1901.0201 MSPLVSTLHLYDIANVK 6546.0450 1901.0211 20.1863 6293 3 634.3452 ‐0.2864
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1375.7216 DDLFNINANIVK 3062.5460 1375.7218 31.5099 5606 2 688.3646 ‐0.4504
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 rbamidomethyl+C( 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 4511.8720 3011.3574 24.0115 4622 3 1004.4573 ‐0.6199
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 rbamidomethyl+C 1711.8181 GVAADLSHCNTPSQVR 420.7115 1711.8126 25.7607 4328 2 856.4100 ‐3.0365
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1925.9161 MATATSASLFSTVSSSYSK 848.9474 1925.9511 21.6922 11077 2 963.4792 18.8260
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1334.7791 DVNVVVIPAGVPR 2332.3650 1334.7631 28.5996 4831 2 667.8852 ‐12.6379
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAAAR 1444.4680 2694.3536 22.6699 9806 3 898.7894 1.0480
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1347.7995 KLFGVTTLDVVR 921.4738 1347.7990 17.8867 4796 2 674.4031 ‐1.0179
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1069.5789 GVAFANKPAAAA 481.1286 1069.5852 18.3865 2911 2 535.2962 4.91
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 959.5520 GVTTLDVVR 383.8671 959.5529 18.9257 942 2 480.2801 ‐0.6313
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1032.5837 FNINANIVK 180.4722 1032.5830 33.2630 837 2 516.7951 ‐2.0130
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1842.4560 42633.7482 31 43.92 None 1227.6216 IQNAGTEVVDAK 237.9303 1227.6288 17.4545 2457 2 614.3180 4.41
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 None 1272.6695 GVAFANKPAAAAAN 7683.6320 1272.6711 17.9087 10395 2 636.8392 0.4912
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 rbamidomethyl+C 1711.8181 GVAADLSHCNTPSQVR 1797.9050 1711.8216 18.7241 9739 3 571.2787 0.7804
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 None 1375.7216 DDLFNINANIVK 5354.8150 1375.7218 31.5099 5606 2 688.3646 ‐0.3815
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 None 1334.7791 DVNVVVIPAGVPR 1814.2190 1334.7631 28.5996 4831 2 667.8852 ‐12.5636
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 None 2861.4779 NGLEAVIESDLQGLTEYEQKALEALK 757.3591 2861.4546 39.0512 7334 3 954.4897 ‐7.4903
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 556.2778 42633.7482 31 43.92 Oxidation+M(10) 1484.7162 AGAGSATLSMAYAAAR 322.7160 1484.7214 21.6422 2866 2 742.8643 3.16
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 1219.7045 LFGVTTLDVVR 7821.3320 1219.7068 19.3675 16009 2 610.3570 0.9903
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 1777.0946 VAVLGAAGGIGQPLSLLIK 5507.4590 1777.0940 22.0249 7395 2 889.0506 0.1628
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 1901.0201 MSPLVSTLHLYDIANVK 6473.8060 1901.0211 20.1863 6293 3 634.3452 ‐0.1444
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 rbamidomethyl+C( 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 8784.4580 3011.3574 24.0115 4622 3 1004.4573 ‐0.7237
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 1925.9161 MATATSASLFSTVSSSYSK 231.9989 1925.9511 21.6922 11077 2 963.4792 19.0800
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 894.4680 ANTFVSQK 133.4519 894.4763 17.1220 3603 2 447.7418 7.74
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAAAR 947.0706 2694.3305 18.0887 8948 4 674.3381 ‐7.8266
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 1347.7995 KLFGVTTLDVVR 987.2193 1347.7990 17.8867 4796 2 674.4031 ‐0.8970
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1407.1310 42633.7482 31 43.92 None 934.4781 DLPFFASR 154.0955 934.4754 23.6592 2097 1 934.4754 ‐2.5024
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 None 1622.8748 AGSGVATLGLPDSPGVPK 3342.0380 1622.8750 27.1410 19274 2 811.9412 0.0790
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 None 1286.7215 IIGGGLPVGAYGGR 19038.0500 1286.7210 16.3715 19068 2 643.8641 ‐1.2522
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 None 1950.9655 AATSDTLTAPYNDIAAVEK 4904.0800 1950.9620 28.1000 11936 2 975.9846 ‐1.0915
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 None 1240.6467 NLMPGGVNSPVR 4034.2060 1240.6493 22.9827 11887 2 620.8283 1.1750
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 None 1274.6409 SVGGQPVVMDSAK 23065.0400 1274.6424 18.3356 8455 2 637.8249 0.3553
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1920.0040 50483.8266 15 22.25 rbamidomethyl+C 3090.5673 GTSFGAPCLLENVLAEMVISAVPSIEMVR 4762.7180 3090.5610 25.7268 2458 3 1030.8585 ‐1.1514
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1622.8748 AGSGVATLGLPDSPGVPK 3379.9140 1622.8750 27.1410 19274 2 811.9412 0.1157
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1950.9655 AATSDTLTAPYNDIAAVEK 5557.9090 1950.9620 28.1000 11936 2 975.9846 ‐1.0976
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1240.6467 NLMPGGVNSPVR 4871.8450 1240.6493 22.9827 11887 2 620.8283 1.16
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 rbamidomethyl+C( 1842.9089 MAATLTGSGIALGFSCSAK 918.8222 1842.9082 28.9228 2465 2 921.9577 0.0891
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1274.6409 SVGGQPVVMDSAK 1615.3310 1274.6425 23.4343 4669 2 637.8249 0.4866
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1286.7215 IIGGGLPVGAYGGR 469.1496 1286.7124 26.7712 3183 2 643.8598 ‐7.8796
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1583.8064 FTLQKSEEAFNAAK 2288.2880 1583.8014 25.4606 6479 2 792.4043 ‐3.2795
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 1458.7587 AGSGVATLGLPDSPGVP 757.6485 1458.7662 27.1411 10153 2 729.8867 4.06
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 571.8769 50483.8266 15 22.25 None 882.4792 PGGVNSPVR 181.8268 882.4805 22.9837 1506 1 882.4805 2.04
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 1426.8264 GVPLTQLNLASSVK 5877.4620 1426.8272 17.8028 12192 2 713.9172 0.0624
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 rbamidomethyl+C 1420.6890 YGEEINCAVIPR 4493.5430 1420.6923 24.1825 9334 2 710.8498 1.48
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 1221.5845 EGTTVTEEDIK 4957.4980 1221.5851 16.8684 8361 2 611.2962 ‐0.4886
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 1181.6677 IVAQHFLEKP 555.9728 1181.7010 24.4970 8311 2 591.3541 27.0754
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 2275.1870 YNATWYTAVPTIHQIILDR 697.2095 2275.1940 20.5341 4653 3 759.0695 2.16
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 1028.5007 GEIQEPNNK 307.8893 1028.4893 16.2265 1187 2 514.7483 ‐12.4709
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 2112.1236 NATWYTAVPTIHQIILDR 1763.5640 2112.1295 20.5548 3136 2 1056.5684 3.12
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 None 633.3090 EEDIK 111.3454 633.3103 17.6730 1090 1 633.3103 1.79
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 413.0684 55772.4915 17 13.4 rbamidomethyl+C 1403.6624 YGEEINCAVIPR 266.4584 1403.6571 25.0999 1713 2 702.3322 ‐4.3252
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 rbamidomethyl+C 1420.6890 YGEEINCAVIPR 5774.2230 1420.6923 24.1825 9334 2 710.8498 1.79
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1458.7086 FSATTFWPDMKK 1751.2360 1458.7166 25.9182 5796 2 729.8619 5.1247
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 2711.2359 ATAAPLNAAYTAEEFEFYLSDSDSK 1333.0220 2711.2210 37.6798 5756 2 1356.1141 ‐3.2000
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1181.6677 IVAQHFLEKP 755.5769 1181.7010 24.4970 8311 2 591.3541 27.1697
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1827.9811 LLLTSKEGNAPAQEAASK 1745.3520 1827.9426 25.2994 3365 3 609.9857 ‐22.1049
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1221.5845 EGTTVTEEDIK 619.1580 1221.5901 19.9024 2944 2 611.2987 3.34
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1028.5007 GEIQEPNNK 170.1791 1028.4893 16.2265 1187 2 514.7483 ‐12.3567
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 332.5788 55772.4915 17 13.4 None 1035.5204 TTVTEEDIK 409.0767 1035.5269 19.1479 2433 2 518.2671 4.94
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 28415.7500 2140.1170 17.2268 75863 3 714.0438 0.6547
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 973.5313 ETIVNELR 27517.8400 973.5312 22.2898 37162 2 487.2692 ‐1.6449
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 1574.7955 MGNITPTTGTQGQIR 22491.7600 1574.7971 19.8140 34831 2 787.9022 0.8360
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 2152.9757 AYADGTQTFFNAFVEAMNR 11243.7600 2152.9701 23.1883 30392 2 1076.9887 ‐1.4366
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 1035.5469 SALVDFDLR 20938.6700 1035.5490 29.1011 25878 2 518.2781 0.6325
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 1345.6358 FFNAFVEAMNR 4897.7010 1345.6413 19.8130 18356 2 673.3243 3.43
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 10237.0000 2758.4782 25.5458 11617 3 920.1643 ‐0.7673
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 764.3937 VDFDLR 181.6541 764.3915 28.3456 102935 1 764.3915 ‐2.7631
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5291.7210 39345.4223 24 27.76 None 955.5207 ETIVNELR 282.7235 955.5225 22.2806 950 2 478.2649 0.2902
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 rbamidomethyl+C 1193.5732 NQCQFILDR 40513.9500 1193.5735 23.1385 51152 2 597.2904 ‐0.7008
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 None 1574.7955 MGNITPTTGTQGQIR 30339.5400 1574.7971 19.8140 34831 2 787.9022 0.8790
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 None 1035.5469 SALVDFDLR 23604.9200 1035.5490 29.1011 25878 2 518.2781 0.7458
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 296.9058 2140.0619 21.3017 1775 3 714.0255 ‐25.1435
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 None 2152.9757 AYADGTQTFFNAFVEAMNR 284.2903 2152.9713 25.4965 1225 2 1076.9893 ‐0.9309
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 rbamidomethyl+C 2832.4019 LNCRVVNSNSLLHDVVDIVDFVSSM 599.2404 2832.4068 35.9455 1591 3 944.8071 2.69
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 None 1149.5899 NVGLDRPSDLV 109.2023 1149.5853 21.8404 2668 2 575.2963 ‐4.9969
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2956.9890 39345.4223 24 27.76 rbamidomethyl+C 2815.3754 LNCRVVNSNSLLHDVVDIVDFVSSM 319.7454 2815.3701 34.6175 1560 3 939.1282 ‐1.3107



NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 23056.2900 2140.1170 17.2268 75863 3 714.0438 0.7438
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 2152.9757 AYADGTQTFFNAFVEAMNR 6739.6490 2152.9701 23.1883 30392 2 1076.9887 ‐1.1304
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 1345.6358 FFNAFVEAMNR 7174.8000 1345.6413 19.8130 18356 2 673.3243 3.48
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 6601.6560 2758.4782 25.5458 11617 3 920.1643 ‐0.8151
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 2289.1431 VVNSNSLLHDVVDIVDFVSSM 132.7697 2289.1764 19.4461 814 3 763.7303 14.3002
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 1927.0032 GLDRPSDLVALSGGHTFGK 649.4261 1927.0057 17.2275 1309 2 964.0065 2.47
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2437.9250 39345.4223 24 27.76 None 1328.6092 FFNAFVEAMNR 110.4465 1328.6151 17.9518 2313 2 664.8112 3.73
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 56105.2800 2604.3028 33.2555 166059 3 868.7724 ‐0.2699
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1203.6579 NTAASVGEITLK 46247.9500 1203.6580 22.8275 123952 2 602.3327 ‐0.9203
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 950.5710 VPFLFTVK 23941.1000 950.5716 19.5003 70456 2 475.7894 ‐0.9403
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 rbamidomethyl+C 1362.6399 FCFEPTSFTVK 32436.3700 1362.6401 18.5615 55764 2 681.8237 ‐0.4645
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 881.4880 FLVPSYR 34670.8100 881.4882 16.0203 51058 2 441.2477 ‐1.4953
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 rbamidomethyl+C 2174.9659 GTGTANQCPTIDGGSETFSFK 7470.1180 2174.9620 26.2027 28706 2 1087.9847 ‐0.5957
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 8542.4920 2256.0837 34.2396 28668 2 1128.5455 ‐2.1982
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1562.7558 GGSTGYDNAVALPAGGR 38928.7600 1562.7574 21.5134 24911 2 781.8823 0.8597
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 5218.7460 2294.1285 29.4152 19472 3 765.3810 ‐0.8874
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2018.9665 EEDGIDYAAVTVQLPGGER 19036.6200 2018.9638 29.9296 18654 2 1009.9855 ‐0.5077
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1096.5521 LTYDEIQSK 6511.9680 1096.5585 18.9749 18484 2 548.7829 4.48
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1131.5429 NAPPDFQNTK 20437.4600 1131.5442 15.5800 13553 2 566.2757 ‐0.0244
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1464.7329 QLEASGKPESFSGK 3867.7900 1464.7335 16.4565 10172 3 488.9160 ‐1.0060
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 rbamidomethyl+C 1691.8422 LTCSLHSDLKDFAGK 462.5984 1691.8761 16.7354 12368 3 564.6302 18.9156
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1252.6532 RLTYDEIQSK 44018.4600 1252.6541 17.6481 39328 2 626.8307 ‐0.1272
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 rbamidomethyl+C 1490.7348 KFCFEPTSFTVK 6518.8520 1490.7358 17.5238 23137 2 745.8715 0.2956
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKENVK 2283.4790 2920.3987 22.8515 6971 4 730.8551 1.41
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 3869.8902 NAPPDFQNTKLMTRLTYTLDEIEGPFEVGSDGSV 984.8768 3869.8860 22.8938 4928 3 1290.6335 0.8776
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1775.8783 GRGGSTGYDNAVALPAGGR 254.8721 1775.8955 32.0227 1024 2 888.4514 9.61
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 Oxidation+M(18) 2236.1026 ADSVSKNAPPDFQNTKLMTR 330.3093 2236.1130 29.5136 2088 3 746.0425 4.95
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 908.4724 EPTSFTVK 264.3666 908.4734 17.8795 11398 2 454.7404 ‐0.4971
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 621.3355 VPSYR 679.5947 621.3353 16.0393 11346 1 621.3353 ‐0.6971
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1197.6586 AAVTVQLPGGER 276.2461 1197.6614 27.7199 6751 2 599.3343 1.62
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1106.5477 RLTYDEIQS 3274.1420 1106.5454 17.5786 5959 2 553.7763 ‐3.2960
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 754.4498 FLFTVK 1036.2820 754.4497 19.5018 3262 1 754.4497 ‐0.0280
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 1019.5156 RLTYDEIQ 199.3418 1019.5125 16.0511 3206 2 510.2599 ‐4.4693
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 846.4931 SVGEITLK 1266.6100 846.4936 22.8248 2640 1 846.4936 1.0269
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 649.3304 RLTYD 3450.1430 649.3296 17.6010 1494 1 649.3296 ‐1.4539
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 903.4418 PSDTDLGAK 228.2641 903.4435 32.2663 1484 1 903.4435 2.89
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 Oxidation+M(6) 1007.5302 QNTKLMTR 529.6823 1007.5307 27.6819 1274 2 504.2690 ‐0.9436
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 2330.1398 SKPETGEVIGVFESLQPSDTDL 251.6674 2330.1493 35.3737 1048 2 1165.5783 5.93
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 None 932.5604 VPFLFTVK 87.9720 932.5566 20.6466 9493 1 932.5566 ‐3.3644
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 13722.1900 35247.4575 49 65.56 rbamidomethyl+C 1472.7243 KFCFEPTSFTVK 166.2561 1472.7206 17.5220 2497 3 491.5784 ‐3.9325
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 53219.5700 2604.3027 33.2552 165434 3 868.7724 ‐0.2459
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 1203.6579 NTAASVGEITLK 51705.8300 1203.6580 22.8275 123952 2 602.3327 ‐0.8290
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 rbamidomethyl+C 2174.9659 GTGTANQCPTIDGGSETFSFK 6450.7850 2174.9620 26.2027 28706 2 1087.9847 ‐0.6310
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 8425.5500 2256.0837 34.2396 28668 2 1128.5455 ‐2.2441
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 1562.7558 GGSTGYDNAVALPAGGR 40232.3700 1562.7574 21.5134 24911 2 781.8823 0.9043
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 2018.9665 EEDGIDYAAVTVQLPGGER 21161.8800 2018.9638 29.9296 18654 2 1009.9855 ‐0.5226
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 3685.9430 2294.1290 29.4130 15331 3 765.3812 ‐0.7012
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 1197.6586 AAVTVQLPGGER 271.8625 1197.6614 27.7199 6751 2 599.3343 1.84
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 903.4418 PSDTDLGAK 13618.6200 903.4385 33.2575 4719 1 903.4385 ‐2.7380
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 1607.7839 LTYTLDEIEGPFEV 357.1539 1607.7823 31.9573 3772 2 804.3948 ‐1.0380
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 917.5302 ASVGEITLK 1800.3030 917.5301 22.8283 3360 1 917.5301 0.8712
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 846.4931 SVGEITLK 1583.5840 846.4936 22.8248 2640 1 846.4936 1.36
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 474.3286 ITLK 4687.5080 474.3293 22.8133 2625 1 474.3293 0.6432
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 885.4312 PSDTDLGAK 178.3139 885.4326 33.9965 1071 1 885.4326 2.19
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 2238.0812 LTYTLDEIEGPFEVGSDGSVK 367.2075 2238.0682 36.7706 1367 2 1119.5377 ‐4.5409
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 10352.8500 35247.4575 49 65.56 None 1186.6314 NTAASVGEITLK 220.0832 1186.6291 24.1379 2437 2 593.8182 ‐2.9053
NP_190687.2 60S ribosomal protein L8 2 Arabidopsis thaliana 1357.6540 28225.4896 5 11.54 None 1016.5306 AMIGQVAGGGR 27739.0600 1016.5318 17.5583 16397 2 508.7695 ‐0.2411
NP_190687.2 60S ribosomal protein L8 2 Arabidopsis thaliana 1357.6540 28225.4896 5 11.54 None 2015.9781 ASGDYAIVIAHNPESNTTR 2394.4740 2015.9803 18.8458 1712 2 1008.4938 1.16
NP_190687.2 60S ribosomal protein L8 2 Arabidopsis thaliana 1357.6540 28225.4896 5 11.54 None 1122.5790 GAAATLAAKADY 347.0319 1122.5682 25.6075 1752 1 1122.5682 ‐8.2333
NP_190687.2 60S ribosomal protein L8 2 Arabidopsis thaliana 1357.6540 28225.4896 5 11.54 None 701.3689 GQVAGGGR 11282.3000 701.3690 17.5612 1629 1 701.3690 0.0334
NP_190687.2 60S ribosomal protein L8 2 Arabidopsis thaliana 1357.6540 28225.4896 5 11.54 None 1104.5684 GAAATLAAKADY 183.5667 1104.5616 24.2862 971 1 1104.5616 ‐4.8224
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 8452.5640 2255.0227 36.8426 17163 2 1128.0150 ‐1.5010
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1786.9334 EFANQGVQPGELAVISK 8280.6310 1786.9338 27.3309 14719 2 893.9705 0.5391
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1878.9848 TSVPDVYAVGDVATFPLK 10234.6700 1878.9859 19.9192 13323 2 939.9966 1.1503
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1496.6686 VVGAFMEGGSGDENK 19090.5700 1496.6692 20.9460 12609 2 748.8382 0.0620
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1430.7638 EAVAPYERPALSK 20419.6200 1430.7662 18.9906 10884 3 477.5936 0.1741
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1414.7536 ARPSAESLDELVK 4201.1420 1414.7542 23.8569 9295 3 472.2562 ‐1.1286
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1112.5524 FGAYWVQGGK 4692.6790 1112.5542 16.1277 9041 2 556.7807 0.4270
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 rbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1123.5994 SLVSATGDVFK 385.2694 1123.6035 16.7464 1333 2 562.3054 2.21
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1868.9389 GQVEEDKGGIKTDAFFK 823.8570 1868.9527 21.1677 6147 2 934.9800 7.88
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1712.9541 VAKARPSAESLDELVK 1132.8870 1712.9670 22.0213 1539 2 856.9871 7.11
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2823.3850 46658.2958 27 34.79 None 1412.7532 EAVAPYERPALSK 327.7109 1412.7512 20.0782 3351 3 471.5886 ‐2.9959
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 16678.5900 2255.0227 36.8426 17163 2 1128.0150 ‐1.5468
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1786.9334 EFANQGVQPGELAVISK 6056.1470 1786.9338 27.3309 14719 2 893.9705 0.5544
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1496.6686 VVGAFMEGGSGDENK 11733.0100 1496.6692 20.9460 12609 2 748.8382 0.1151
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1430.7638 EAVAPYERPALSK 25178.4700 1430.7662 18.9906 10884 3 477.5936 ‐0.0494
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1414.7536 ARPSAESLDELVK 4041.6740 1414.7542 23.8569 9295 3 472.2562 ‐1.3557
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 rbamidomethyl+C(6)



NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1562.7809 GTVASGFTAQPNGEVK 259.5688 1562.8035 32.9776 3699 2 781.9054 14.2771
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 699.3420 ARPSAES 151.2765 699.3443 23.7501 2520 1 699.3443 3.53
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1060.5786 PYERPALSK 169.1668 1060.5823 18.0255 1511 2 530.7948 2.38
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1412.7532 EAVAPYERPALSK 347.7020 1412.7512 20.0782 3351 3 471.5886 ‐3.2235
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2536.3200 46658.2958 27 34.79 None 1396.7431 ARPSAESLDELVK 307.3832 1396.7469 24.9792 2399 2 698.8771 2.60
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 395.1954 46658.2958 27 34.79 None 1878.9848 TSVPDVYAVGDVATFPLK 4816.2040 1878.9859 19.9192 13323 2 939.9966 1.35
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 395.1954 46658.2958 27 34.79 None 1112.5524 FGAYWVQGGK 5757.4700 1112.5542 16.1277 9041 2 556.7807 0.4939
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 395.1954 46658.2958 27 34.79 rbamidomethyl+C( 2219.0446 INNLDVTMVFPEPWCMPR 1239.3400 2219.0436 21.9832 6827 2 1110.0255 1.1585
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 395.1954 46658.2958 27 34.79 None 1123.5994 SLVSATGDVFK 449.1173 1123.6035 16.7464 1333 2 562.3054 2.15
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 29760.6800 2329.1973 20.7307 91118 2 1165.1023 ‐1.0699
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1750.9010 FADELIANAAYIGTPGK 35668.3600 1750.9022 18.7154 51450 2 875.9547 0.8847
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 2223.0425 IGENEPSEHSIHENAYGLAR 19791.3000 2223.0466 20.1866 48862 4 556.5171 0.5104
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 48001.5000 2263.0657 26.2524 40691 2 1132.0365 0.1748
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1336.7219 VSPEVIAEHTVR 43372.0500 1336.7211 21.6230 37896 3 446.2452 ‐2.2591
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1614.8558 LASINVENVETNRR 8838.9580 1614.8584 21.3305 37517 3 538.9576 0.3490
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1045.5459 NLNAMNQLK 6063.3050 1045.5464 20.3400 37185 2 523.2768 ‐0.8583
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1332.7005 GILAADESTGTIGK 36738.4100 1332.6997 22.0221 35564 2 666.8535 ‐1.3175
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1020.5473 AAQEALYVR 27402.9000 1020.5466 18.5684 30084 2 510.7769 ‐2.0678
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1488.8016 GILAADESTGTIGKR 10885.3900 1488.8036 20.3153 26748 3 496.9394 ‐0.0846
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 12983.2500 2856.4923 17.5711 24152 4 714.8785 ‐0.8989
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1196.6270 LGDGAAESLHVK 24182.1800 1196.6274 18.5460 23917 2 598.8173 ‐0.6651
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 rbamidomethyl+C( 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 1016.3540 2909.5235 25.4727 14997 3 970.5127 ‐4.0115
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 847.5288 LFVDILK 12955.6300 847.5298 19.0083 13515 2 424.2685 ‐0.6360
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 869.5091 EGGVLPGIK 7402.9250 869.5105 22.1921 12235 2 435.2589 ‐0.1747
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1458.7547 LASINVENVETNR 6291.6880 1458.7566 22.9617 8802 2 729.8820 0.9128
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1154.5688 ANSEATLGTYK 1313.4290 1154.5469 16.8365 27979 2 577.7771 ‐20.0974
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1311.6844 KPWSLSFSFGR 406.9631 1311.6774 22.0041 8465 2 656.3423 ‐6.1271
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 4690.1690 2605.2605 25.2414 29824 3 869.0917 0.8422
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1614.8558 RLASINVENVETNR 3088.8130 1614.8544 21.7108 15098 3 538.9563 ‐2.0978
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1525.7493 ANSEATLGTYKGDAK 8704.7920 1525.7517 15.7795 10496 3 509.2554 0.2100
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 rbamidomethyl+C( 2551.1941 GTVELAGTDGETTTQGLDGLGDRCK 1124.3900 2551.1865 29.6688 7633 4 638.5521 ‐4.0616
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1619.8388 EENVKAAQEALYVR 2782.2910 1619.8521 21.0951 5651 2 810.4297 8.1731
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1692.7671 GTDGETTTQGLDGLGDR 281.0477 1692.7589 24.7104 2514 2 846.8831 ‐4.7248
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1349.6736 FADELIANAAYIG 186.2109 1349.6818 18.6326 2239 2 675.3446 5.53
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 732.4363 TGTIGKR 104.2953 732.4402 21.3445 1919 1 732.4402 5.70
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1763.8042 AGTDGETTTQGLDGLGDR 361.6328 1763.8087 24.9769 1534 3 588.6077 1.62
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1017.5072 ENVETNRR 180.6469 1017.5005 20.6877 1459 1 1017.5005 ‐5.5844
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 878.4730 QEALYVR 147.9059 878.4711 18.5962 1098 1 878.4711 ‐1.7455
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1052.5259 LASINVENVE 258.0776 1052.5233 21.9883 1000 2 526.7653 ‐3.8291
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1507.7387 ANSEATLGTYKGDAK 295.5439 1507.7330 16.3103 6292 3 503.2492 ‐5.1638
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1318.7114 VSPEVIAEHTVR 192.7162 1318.7194 24.2330 2046 2 659.8633 5.56
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 1293.6739 KPWSLSFSFGR 105.9573 1293.6680 20.7036 1015 2 647.3377 ‐5.3069
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 14913.2200 38882.0050 60 72.35 None 851.4985 EGGVLPGIK 136.4766 851.4975 22.1994 849 2 426.2524 ‐3.0060
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 2223.0425 IGENEPSEHSIHENAYGLAR 22641.5600 2223.0466 20.1866 48862 4 556.5171 0.1387
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1614.8558 LASINVENVETNRR 7946.6120 1614.8584 21.3305 37517 3 538.9576 0.1672
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1336.7219 VSPEVIAEHTVR 41350.5700 1336.7210 21.6314 37139 3 446.2452 ‐2.5794
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1332.7005 GILAADESTGTIGK 35772.3300 1332.6997 22.0221 35564 2 666.8535 ‐1.2430
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1020.5473 AAQEALYVR 34936.4800 1020.5466 18.5684 30084 2 510.7769 ‐1.9525
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1488.8016 GILAADESTGTIGKR 8176.6740 1488.8036 20.3153 26748 3 496.9394 ‐0.2950
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1196.6270 LGDGAAESLHVK 31203.4600 1196.6274 18.5460 23917 2 598.8173 ‐0.5728
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 869.5091 EGGVLPGIK 6301.4990 869.5105 22.1921 12235 2 435.2589 ‐0.0397
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1458.7547 LASINVENVETNR 3264.1400 1458.7566 22.9617 8802 2 729.8820 0.9709
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 330.3462 2263.0771 30.5873 6520 3 755.0305 3.23
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1311.6844 KPWSLSFSFGR 471.2162 1311.6774 22.0041 8465 2 656.3423 ‐6.0499
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1602.8122 LGDGAAESLHVKDYK 232.2825 1602.8262 22.1451 3056 2 801.9168 8.35
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1161.5899 TWAGKEENVK 306.7868 1161.5887 27.8274 2057 2 581.2980 ‐2.0364
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 4013.9610 2605.2577 25.2181 21846 3 869.0908 ‐0.1830
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1614.8558 RLASINVENVETNR 2928.6460 1614.8544 21.7108 15098 3 538.9563 ‐2.2796
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 897.4312 GILAADESTG 689.2457 897.4332 20.3101 3716 2 449.2202 0.5827
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1111.5630 GILAADESTGTI 235.2086 1111.5682 21.9505 1531 2 556.2878 3.84
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 740.4665 GGVLPGIK 160.4410 740.4676 22.1908 1357 1 740.4676 1.41
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1049.5109 AADESTGTIGK 3399.2770 1049.5117 22.0099 1352 1 1049.5117 2.82
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 861.4061 ENVETNR 123.4532 861.4078 22.3363 1198 1 861.4078 2.04
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1680.8089 PSEHSIHENAYGLAR 1223.7460 1680.8074 20.1801 1196 2 840.9073 ‐0.7859
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1052.5259 LASINVENVE 145.1210 1052.5233 21.9883 1000 2 526.7653 ‐3.7181
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1293.6739 KPWSLSFSFGR 303.8714 1293.6715 23.7364 7925 2 647.3394 ‐2.5273
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1143.5793 TWAGKEENVK 105.4996 1143.5832 27.0385 1413 2 572.2953 2.66
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 851.4985 EGGVLPGIK 106.5534 851.4975 22.1994 849 2 426.2524 ‐2.8687
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 6958.3910 38882.0050 60 72.35 None 1144.5633 TWAGKEENVK 66.0366 1144.5668 30.8532 4028 1 1144.5668 4.52
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 1343.7165 VTGGEVGAASSLAPK 23964.7700 1343.7189 20.3627 41630 2 672.3631 1.0702
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 1267.7984 VTVVPSAAALVIK 34175.2900 1267.7983 18.3200 40298 2 634.4028 ‐0.9690
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 1883.8869 DLQQEIQEGEIEIPEN 25029.5800 1883.8892 31.7516 15816 2 942.4482 1.36
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 865.5506 IGPLGLAPK 11094.7300 865.5513 15.9494 7340 2 433.2793 ‐0.8756
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 1687.8034 HNGNISFDDVTEIAR 2287.0330 1687.8026 32.8418 7006 2 844.4049 ‐0.3917
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 rbamidomethyl+C(6)
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 869.5455 PSAAALVIK 5826.8130 869.5455 18.3198 4160 1 869.5455 0.5405
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 752.4665 GPLGLAPK 5566.0270 752.4657 15.9441 1570 1 752.4657 ‐0.9692
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 8186.9260 18083.9248 9 50.60 None 1086.5790 GEVGAASSLAPK 557.8148 1086.5787 19.4956 1066 2 543.7930 ‐1.4669
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 2275.8570 2956.4858 21.8998 15673 3 986.1668 ‐2.0417



NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 1515.7948 ASGTSLPAQGLMGLGR 14833.9000 1515.7971 17.8346 14909 2 758.4022 1.97
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 1246.7154 AIVQSPTYIVR 6133.0390 1246.7180 24.1965 13818 2 623.8626 1.1823
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 1012.5786 VLIDVPNSR 2136.8250 1012.5762 22.3343 9135 2 506.7917 ‐3.7684
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 1383.7631 SSLYYVNLVGIR 2392.2700 1383.7654 19.3279 5225 2 692.3863 1.0959
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 1116.6412 LVEPAYVAVR 4375.4000 1116.6326 23.2952 10683 2 558.8199 ‐8.8860
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1088.2310 46273.6158 11 20.47 None 748.4352 PTYIVR 308.4560 748.4316 23.4661 2304 1 748.4316 ‐4.7354
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 442.4208 46273.6158 11 20.47 None 1246.7154 AIVQSPTYIVR 10178.1100 1246.7180 24.1965 13818 2 623.8626 1.81
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 442.4208 46273.6158 11 20.47 None 1012.5786 VLIDVPNSR 2711.8440 1012.5762 22.3343 9135 2 506.7917 ‐3.6521
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 442.4208 46273.6158 11 20.47 None 1116.6412 LVEPAYVAVR 5166.2990 1116.6326 23.2952 10683 2 558.8199 ‐8.7833
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 442.4208 46273.6158 11 20.47 None 748.4352 PTYIVR 430.9924 748.4316 23.4661 2304 1 748.4316 ‐4.4861
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1407.6784 EAGSTMDVVAAQTK 111374.5000 1407.6769 19.6165 63937 2 704.3421 ‐1.5947
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1408.6955 AILNESSEFVGDK 23337.0700 1408.6964 24.3296 58035 2 704.8519 0.1533
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1104.5644 NVSADVAATTR 55210.5700 1104.5651 16.3892 44822 2 552.7862 ‐0.5550
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1777.9191 VASPAQAQEVHDELRK 81932.8000 1777.9225 17.9083 44269 3 593.3124 0.8976
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 11020.9900 2304.1947 22.0220 43227 2 1152.6010 ‐1.8196
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 9896.7120 3392.8610 24.0159 41484 3 1131.6252 ‐1.8194
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C 1375.6886 VIACVGETLEER 19486.8000 1375.6913 23.3168 38870 2 688.3493 1.86
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C( 1571.7312 SDFFVAAQNCWVK 22625.0600 1571.7338 18.7546 29554 2 786.3706 1.34
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 954.4832 FFVGGNWK 8144.2040 954.4840 17.0806 23746 2 477.7456 ‐0.7367
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1621.6560 2788.4725 22.0231 17224 3 930.1624 ‐1.0791
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1033.6041 VAYALAQGLK 24646.6500 1033.6034 15.5074 12430 2 517.3053 ‐2.0505
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1096.5898 WVILGHSER 10760.0200 1096.5913 15.4598 3253 2 548.7993 0.0824
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C( 1338.6471 IIYGGSVNGGNCK 2772.0620 1338.6443 17.2583 2821 2 669.8258 ‐2.7891
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1649.8242 VASPAQAQEVHDELR 389.4961 1649.8112 35.5692 2172 2 825.4092 ‐7.8597
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C 2764.3492 VIACVGETLEEREAGSTMDVVAAQTK 377.5766 2764.3928 23.8299 2124 3 922.1358 16.1572
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 2025.3790 2423.2797 21.0615 10872 3 808.4314 ‐0.8795
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 996.5149 VTNWSNVVI 197.5646 996.5198 21.6028 8782 2 498.7635 3.32
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 882.4316 VASPAQAQE 122.7384 882.4329 34.5652 2326 1 882.4329 2.0242
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 974.5557 PEFIDIIK 119.2589 974.5577 21.1372 2220 2 487.7825 0.5635
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 561.2780 GGNWK 2021.0640 561.2808 17.0665 1984 1 561.2808 4.39
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 1224.5743 LNESSEFVGDK 127.4239 1224.5704 22.2803 1342 2 612.7888 ‐4.1402
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C 1092.4990 CVGETLEER 294.3059 1092.5000 22.0700 1305 2 546.7537 ‐0.3437
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C 1163.5361 ACVGETLEER 309.9151 1163.5321 23.3182 1304 1 1163.5321 ‐1.9152
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 None 966.4891 IVNTLNEAQ 250.9082 966.4936 23.7830 961 1 966.4936 5.28
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C 1357.6781 VIACVGETLEER 201.2452 1357.6739 20.2614 1142 2 679.3406 ‐3.6917
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 21066.9800 27397.2140 52 77.95 rbamidomethyl+C( 1321.6205 IIYGGSVNGGNCK 267.5867 1321.6251 18.8370 5088 2 661.3162 2.15
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1408.6955 AILNESSEFVGDK 11520.5400 1408.6964 24.3296 58035 2 704.8519 0.2179
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1777.9191 VASPAQAQEVHDELRK 89501.8500 1777.9224 17.8954 41759 3 593.3123 0.6879
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C 1375.6886 VIACVGETLEER 11159.3300 1375.6913 23.3168 38870 2 688.3493 1.75
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C( 1338.6471 IIYGGSVNGGNCK 2664.0510 1338.6454 17.1989 2325 2 669.8264 ‐1.8670
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C( 2071.0066 KFFVGGNWKCNGTAEEVK 602.5883 2070.9936 27.8971 4904 3 691.0027 ‐6.9540
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1153.5960 QEVHDELRK 474.4691 1153.5971 16.9254 3052 2 577.3022 ‐0.0404
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 658.3406 TAEEVK 537.9579 658.3405 28.2718 2639 1 658.3405 ‐0.2012
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C 1145.5256 ACVGETLEER 339.2325 1145.5276 26.3596 1508 2 573.2675 0.7600
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1224.5743 LNESSEFVGDK 56.3193 1224.5704 22.2803 1342 2 612.7888 ‐4.0515
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C 1163.5361 ACVGETLEER 223.9227 1163.5321 23.3182 1304 1 1163.5321 ‐1.5501
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1352.6917 QAQEVHDELRK 4420.8440 1352.6956 17.9179 1268 2 676.8514 2.45
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 None 1423.7288 AQAQEVHDELRK 1440.4150 1423.7303 17.8983 760 2 712.3688 0.5960
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C( 1321.6205 IIYGGSVNGGNCK 363.9945 1321.6251 18.8370 5088 2 661.3162 2.74
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6891.1070 27397.2140 52 77.95 rbamidomethyl+C( 2053.9801 KFFVGGNWKCNGTAEEVK 352.5266 2053.9912 30.2865 4370 3 685.3353 4.89
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 13941.0200 2304.1947 22.0220 43227 2 1152.6010 ‐1.4787
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 9465.1430 3392.8610 24.0159 41484 3 1131.6252 ‐2.0076
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 rbamidomethyl+C( 1571.7312 SDFFVAAQNCWVK 23362.6300 1571.7338 18.7546 29554 2 786.3706 1.59
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 954.4832 FFVGGNWK 12050.1600 954.4840 17.0806 23746 2 477.7456 ‐0.7062
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 2457.5320 2788.4725 22.0231 17224 3 930.1624 ‐1.1335
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 1033.6041 VAYALAQGLK 28355.0000 1033.6034 15.5074 12430 2 517.3053 ‐2.0018
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 rbamidomethyl+C 1375.6886 VIACVGETLEER 7433.5850 1375.6878 15.3482 9836 2 688.3475 ‐1.1093
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 1096.5898 WVILGHSER 12474.1900 1096.5913 15.4598 3253 2 548.7993 0.1456
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 1408.6955 AILNESSEFVGDK 346.0851 1408.7187 17.5616 3312 2 704.8630 16.1182
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 965.5051 IVNTLNEAQ 153.8551 965.5032 23.5067 2091 1 965.5032 ‐1.4584
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 561.2780 GGNWK 920.7681 561.2808 17.0665 1984 1 561.2808 4.0825
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6071.5340 27397.2140 52 77.95 None 966.4891 IVNTLNEAQ 74.7605 966.4936 23.7830 961 1 966.4936 5.94
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1633.8618 YTGGMVPDVNQIIVK 23880.7000 1633.8594 18.2559 29490 2 817.4333 ‐1.5333
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1659.8377 GFPGTHEFLLLDEGK 5399.4820 1659.8405 31.4332 26007 2 830.4239 1.91
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1202.5688 FEETLYGTSR 14028.3600 1202.5718 21.0623 22147 2 601.7895 1.76
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1235.6630 GIFTNVTSPTAK 36850.0900 1235.6630 15.8120 17807 2 618.3351 ‐0.9859
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 11587.2800 2484.3167 24.2112 16694 3 828.7771 1.10
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 rbamidomethyl+C 1294.6316 TLLMCMGEALR 8575.4500 1294.6333 19.1095 13001 2 647.8203 0.4761
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 770.4407 NVPIGVTA 2361.1200 770.4404 22.1630 11868 1 770.4404 ‐0.1690
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 894.5295 TTYVLAVK 4441.6030 894.5292 21.6881 9365 2 447.7682 ‐2.0449
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 rbamidomethyl+C 2035.9641 CEIGQSLEEFLAQATPDK 1251.2250 2035.9715 35.1635 1013 3 679.3287 2.87
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1655.8388 WQHVKETTEIAEGK 1138.3980 1655.7956 18.4783 12543 3 552.6034 ‐27.2263
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1063.5742 AKSNGASTVTK 244.9267 1063.5809 19.7608 3231 2 532.2941 4.44
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 rbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 676.3447 MGEALR 115.8235 676.3478 18.0341 1854 1 676.3478 4.75
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1982.0342 VAPLGLLIENAGGFSSDGHK 884.3726 1982.0375 23.2707 1451 3 661.3507 0.9858
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 692.4341 YVLAVK 1586.3370 692.4339 21.6848 1281 1 692.4339 ‐0.4609
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 1638.8122 WQHVKETTEIAEGK 488.4189 1638.8117 20.0961 1560 3 546.9421 ‐1.5257
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3783.6980 42813.6359 39 47.07 None 2467.2868 LLFEVAPLGLLIENAGGFSSDGHK 407.9960 2467.2919 23.4513 1379 3 823.1022 2.0768



NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 1659.8377 GFPGTHEFLLLDEGK 10147.8300 1659.8405 31.4332 26007 2 830.4239 1.10
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 1202.5688 FEETLYGTSR 18976.6500 1202.5718 21.0623 22147 2 601.7895 1.92
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 959.5156 TIINLDDR 9196.3790 959.5158 22.4755 13228 2 480.2615 ‐1.2851
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 770.4407 NVPIGVTA 4195.4820 770.4404 22.1630 11868 1 770.4404 0.0865
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 894.5295 TTYVLAVK 4189.0830 894.5292 21.6881 9365 2 447.7682 ‐1.9132
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 rbamidomethyl+C 2035.9641 CEIGQSLEEFLAQATPDK 717.6482 2035.9715 35.1635 1013 3 679.3287 2.21
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 1655.8388 WQHVKETTEIAEGK 883.4946 1655.8439 21.7257 4317 2 828.4256 3.1699
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 926.4578 ETLYGTSR 526.1420 926.4603 21.6629 3583 2 463.7338 1.15
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 1455.7478 PGTHEFLLLDEGK 421.7512 1455.7519 31.4370 2339 2 728.3796 2.38
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1292.4120 42813.6359 39 47.07 None 692.4341 YVLAVK 2172.6400 692.4339 21.6848 1281 1 692.4339 ‐0.2272
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 1633.8618 YTGGMVPDVNQIIVK 27532.4600 1633.8594 18.2559 29490 2 817.4333 ‐1.3465
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 1235.6630 GIFTNVTSPTAK 50441.8400 1235.6630 15.8120 17807 2 618.3351 ‐0.8907
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 13798.3500 2484.3167 24.2112 16694 3 828.7771 1.39
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 rbamidomethyl+C 1294.6316 TLLMCMGEALR 10657.5800 1294.6333 19.1095 13001 2 647.8203 0.5848
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 1761.8541 SSTLVSPPSYSTSSSFK 296.1253 1761.8406 20.4430 3853 2 881.4239 ‐7.2100
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 rbamidomethyl+C 2035.9641 CEIGQSLEEFLAQATPDK 349.0238 2035.9134 19.9476 3088 2 1018.4604 ‐23.7382
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 rbamidomethyl+C( 1607.8251 LLFEALQYSHVCK 344.7535 1607.8203 24.3892 1056 2 804.4138 ‐2.8970
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 rbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 2466.3027 LLFEVAPLGLLIENAGGFSSDGHK 677.2624 2466.2915 22.0116 3784 3 822.7687 ‐4.5762
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 1217.6525 GIFTNVTSPTAK 998.9583 1217.6579 17.1348 2174 2 609.3326 3.00
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 None 2467.2868 LLFEVAPLGLLIENAGGFSSDGHK 388.8633 2467.2919 23.4513 1379 3 823.1022 2.0934
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3772.2170 42813.6359 39 47.07 rbamidomethyl+C 2018.9376 CEIGQSLEEFLAQATPDK 376.3951 2018.9287 18.9530 1013 2 1009.9680 ‐3.2921
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 358.7162 29115.7835 4 4.98 None 1654.7707 GELDELEREDFFR 5567.6320 1654.7745 31.2489 4016 3 552.2630 1.0688
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 358.7162 29115.7835 4 4.98 None 1082.5728 TSSFALTEVK 1104.3170 1082.5494 19.3261 4836 1 1082.5494 ‐20.3607
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 358.7162 29115.7835 4 4.98 None 2503.3905 AIEVLVELASLQTSFLTLDEAIK 443.5892 2503.4103 25.6284 4304 3 835.1416 7.51
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 358.7162 29115.7835 4 4.98 None 1240.5957 ELEREDFFR 181.9368 1240.6004 32.2288 2956 1 1240.6004 5.17
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 402.5602 49937.8236 7 9.1 rbamidomethyl+C( 1930.9402 LSAVYGGTYMLNKPECK 9354.9090 1930.9417 15.7188 8561 3 644.3188 0.0351
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 402.5602 49937.8236 7 9.1 rbamidomethyl+C 1305.6508 IVCDPSYLPNK 1791.2090 1305.6544 20.8825 3509 2 653.3309 2.0291
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 370.1602 49937.8236 7 9.1 rbamidomethyl+C( 1930.9402 LSAVYGGTYMLNKPECK 7053.6370 1930.9417 15.7188 8561 3 644.3188 0.1705
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 370.1602 49937.8236 7 9.1 None 2588.3184 FQGTSPYIYPLYGLGELPQAFAR 1728.0720 2588.3095 22.8778 4964 2 1294.6584 ‐0.9067
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 370.1602 49937.8236 7 9.1 rbamidomethyl+C 1305.6508 IVCDPSYLPNK 340.9376 1305.6524 19.5705 16548 2 653.3298 0.5479
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 370.1602 49937.8236 7 9.1 None 1084.5673 AVDGSYVFVK 94.3365 1084.5463 22.5071 1542 1 1084.5463 ‐18.4612
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 370.1602 49937.8236 7 9.1 None 894.4356 FQGTSPYI 154.0606 894.4385 21.8602 1754 1 894.4385 3.35
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 rbamidomethyl+C 946.5027 ELCIGNLK 904.5732 946.5021 20.6723 10422 2 473.7547 ‐2.0349
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1838.8708 SDSPAIGWGGPGGYVYQK 3569.0870 1838.8738 27.5910 8931 2 919.9405 2.0679
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1543.8366 EVIQPTIVDPASFK 806.3264 1543.8341 29.3751 5321 2 772.4207 ‐1.8365
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 rbamidomethyl+C( 2145.0910 FVQVEGGFACALDLVNHIR 642.9650 2145.0973 35.2629 4680 2 1073.0523 4.0335
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 2137.1387 IPAELTAALEPIKDNDEAVK 587.6726 2137.1329 30.2232 3065 3 713.0491 ‐3.2752
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1341.6871 AFPSITYMAVNK 3506.5630 1341.6891 26.3973 2597 2 671.3482 0.8202
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1975.0243 INSNGFLTINSQPSVNAAK 291.4785 1974.9810 22.0558 4819 3 658.9985 ‐22.7712
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1673.8017 SSPWSELDGLQPETK 442.0555 1673.7901 24.8765 2138 2 837.3987 ‐6.8245
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 2594.2158 SENWVSNTGESDVNAVTWGVFPAK 283.2919 2594.1808 33.5917 1113 3 865.3985 ‐13.2720
NP_191556.1 methylenetetrahydrofolate reductase 1 Arabidopsis thaliana 286.6196 66858.8160 10 15.37 None 1673.9142 SAIGILMNLGLIDESK 118.3514 1673.8795 26.3658 996 3 558.6314 ‐22.0449
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1541.7702 IIMTMPSYTSLER 22479.5900 1541.7701 18.3385 43306 2 771.3887 ‐0.2889
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1347.7155 SFGAELVLTDPAK 45580.5700 1347.7169 29.0692 24727 2 674.3621 0.3850
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 931.5611 TPLVFLNK 28767.1300 931.5615 17.1081 23312 2 466.2844 ‐1.1991
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 rbamidomethyl+C 1297.6093 VTEGCEAYVAAK 39376.6200 1297.6106 16.5580 19861 2 649.3089 0.2166
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1233.5667 EAEEMKPVSVD 6308.2460 1233.5689 18.8579 19315 2 617.2881 0.8491
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1469.7999 YLSSVLFDELRK 2419.1200 1469.8017 18.9726 8478 3 490.6054 ‐0.2033
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 816.4825 DASLLIGK 5329.1910 816.4842 22.0383 6870 1 816.4842 2.79
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1400.7202 DRPAIAMIADAEK 1096.5640 1400.7295 24.8581 5058 3 467.5814 5.1115
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 rbamidomethyl+C 1374.6471 QEHFQPTCSIK 3795.4480 1374.6481 17.3919 4091 3 458.8875 ‐0.8736
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1697.8713 IIMTMPSYTSLERR 382.1171 1697.9050 16.3316 8011 3 566.6398 18.7202
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1341.7049 YLSSVLFDELR 6074.2880 1341.7039 20.3108 6516 2 671.3556 ‐1.3944
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1332.6794 DLPKDFPSTNAK 503.6425 1332.6792 20.5005 2846 2 666.8433 ‐0.8342
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 2074.0572 GYRIIMTMPSYTSLERR 1247.4350 2074.0468 28.2052 3282 3 692.0205 ‐5.6000
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1340.6627 TMPSYTSLERR 182.0023 1340.6632 30.0849 1442 2 670.8352 ‐0.3627
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1322.6521 TMPSYTSLERR 194.0930 1322.6456 17.2414 950 2 661.8265 ‐5.6586
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 733.4607 LVFLNK 5970.7460 733.4621 17.1087 917 1 733.4621 1.23
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 rbamidomethyl+C 1356.6365 QEHFQPTCSIK 187.1721 1356.6419 16.8302 2418 2 678.8246 3.43
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 913.5506 TPLVFLNK 458.0980 913.5480 17.5451 2124 2 457.2777 ‐4.4308
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5061.7060 40155.4964 25 31.79 None 1382.7097 DRPAIAMIADAEK 328.6041 1382.7055 26.8033 1082 3 461.5733 ‐4.5900
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 None 1347.7155 SFGAELVLTDPAK 68332.6300 1347.7169 29.0692 24727 2 674.3621 0.4576
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 None 816.4825 DASLLIGK 4700.0210 816.4842 22.0383 6870 1 816.4842 2.63
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 None 1400.7202 DRPAIAMIADAEK 1058.7050 1400.7295 24.8581 5058 3 467.5814 4.13
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 rbamidomethyl+C 1374.6471 QEHFQPTCSIK 4195.8670 1374.6481 17.3919 4091 3 458.8875 ‐1.1097
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 None 1332.6794 DLPKDFPSTNAK 731.2840 1332.6792 20.5005 2846 2 666.8433 ‐0.7596
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3885.2940 40155.4964 25 31.79 None 1329.7049 SFGAELVLTDPAK 282.4968 1329.7032 27.2387 1644 2 665.3553 ‐1.8808
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 1859.0498 AVPIPGSGLQLTNISHVR 14680.5200 1859.0531 17.8811 24905 3 620.3559 0.8982
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 905.4761 AVTLDGMAK 8995.2540 905.4766 19.8370 13002 2 453.2419 ‐1.1178
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 1493.7231 STEQPPHVEGDAVK 6715.6430 1493.7231 15.9573 8556 3 498.5792 ‐1.3963
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 980.5047 FSEIVSGGGK 2930.7440 980.5038 17.5031 8502 2 490.7555 ‐2.5071
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 1214.6375 TNLPEDLKER 5166.9750 1214.6358 18.3201 4427 2 607.8215 ‐2.4169
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 2156.1081 ELLSAGHAVTILTVGDESSEK 199.7260 2156.0648 18.0663 3594 3 719.3598 ‐20.5420
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 2946.4215 FSLPSSSSSFSSLSSSSSSSSSLLTFSLR 321.0751 2946.3877 20.7655 2095 3 982.8008 ‐10.7976
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 947.4833 DLLGWESK 304.3659 947.4752 22.6000 1679 1 947.4752 ‐7.7109
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 1331.6842 AALSSSSLFFSSK 175.9642 1331.6664 30.4689 1066 2 666.3368 ‐14.0768
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 545.3406 LKER 210.4408 545.3407 18.0979 7104 1 545.3407 ‐0.4561
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1326.1840 44100.9590 18 15.2 None 939.5370 LTNISHVR 209.3201 939.5388 17.5606 1880 1 939.5388 2.22



NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 1859.0498 AVPIPGSGLQLTNISHVR 15655.3800 1859.0531 17.8811 24905 3 620.3559 1.0495
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 2786.3744 TVWGNPANVANVVGGETFDVVLDNNGK 1097.2070 2786.3711 21.3609 1751 3 929.4619 ‐0.8070
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 947.4833 DLLGWESK 723.9556 947.4752 22.6000 1679 1 947.4752 ‐8.0138
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 1857.9593 DLLGWESKTNLPEDLK 294.3992 1857.9647 21.9615 1688 2 929.4860 3.41
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 939.5370 LTNISHVR 219.1234 939.5388 17.5606 1880 1 939.5388 2.95
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 1163.6531 LQLTNISHVR 276.4839 1163.6532 18.0994 1812 2 582.3303 ‐0.9233
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 781.3129 44100.9590 18 15.2 None 929.4727 DLLGWESK 142.9492 929.4746 21.5321 3315 1 929.4746 2.97
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1816.9803 AGTVTANIPQAIEEFKK 9821.1930 1816.9829 28.7624 10803 3 606.3325 0.4485
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1262.6086 EMIDFKPPTAN 2406.8590 1262.6117 26.0035 9942 2 631.8095 1.20
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1365.7260 EYDVNTAISLLK 3163.8590 1365.7278 31.9269 4463 2 683.3675 0.6793
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 rbamidomethyl+C 1374.6505 SAHICSSMGPSIK 4141.7950 1374.6535 18.4400 4133 3 458.8894 0.6605
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1220.6058 FVESVEAHFR 314.7194 1220.6165 22.4214 12284 2 610.8119 7.36
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1104.5792 LIASPDMMVK 1245.9300 1104.5774 24.9968 4114 2 552.7924 ‐2.7803
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 3713.9398 SQDLTPTPSLFSFASSRPNHLSFPLLLLGGSRDR 214.3656 3713.8369 36.2598 2185 4 929.2147 ‐27.9055
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 2113.1499 GTGQTVIVAVLAQGEKVDEAK 1906.7450 2113.1511 31.9645 8313 3 705.0552 0.0461
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 2426.2748 GLMPNPKAGTVTANIPQAIEEFK 414.5141 2426.2719 31.1506 1869 3 809.4288 ‐1.2641
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1441.7686 VTANIPQAIEEFK 429.9744 1441.7694 31.1519 2495 2 721.3884 0.1448
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 890.5789 37803.5389 18 24.28 None 1202.5953 FVESVEAHFR 268.8938 1202.5938 23.7078 1026 1 1202.5938 0.4406
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 1816.9803 AGTVTANIPQAIEEFKK 7012.0340 1816.9829 28.7624 10803 3 606.3325 0.3123
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 1262.6086 EMIDFKPPTAN 2233.9480 1262.6117 26.0035 9942 2 631.8095 1.57
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 1365.7260 EYDVNTAISLLK 2876.9310 1365.7278 31.9269 4463 2 683.3675 0.7496
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 rbamidomethyl+C 1374.6505 SAHICSSMGPSIK 4462.8370 1374.6535 18.4400 4133 3 458.8894 0.4243
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 1220.6058 FVESVEAHFR 404.6426 1220.6165 22.4214 12284 2 610.8119 7.27
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 2113.1499 GTGQTVIVAVLAQGEKVDEAK 1485.3550 2113.1511 31.9645 8313 3 705.0552 ‐0.0232
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 694.6950 37803.5389 18 24.28 None 2426.2748 GLMPNPKAGTVTANIPQAIEEFK 547.0355 2426.2719 31.1506 1869 3 809.4288 ‐1.2626
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 1296.7886 DIALITGQKPIK 8270.5610 1296.7900 15.7262 8704 2 648.8987 0.3504
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 rbamidomethyl+C 1573.7639 IVVNCGIGDAAQNDK 4356.0090 1573.7613 20.1010 7285 2 787.3843 ‐1.8537
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 1202.5510 GDVMYSFLDR 3017.9800 1202.5514 30.0688 5560 2 601.7793 ‐0.6855
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 1580.9119 IREDQPLGIAVTLR 3314.5070 1580.9099 27.9235 4370 3 527.6415 ‐2.5051
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 1148.6319 LLALMGMPFR 4306.7880 1148.6327 21.0438 4222 2 574.8200 ‐0.3899
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 909.5880 LINLALPR 7805.2940 909.5888 17.7391 3383 2 455.2980 ‐0.7877
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1345.8320 28457.9123 10 26.34 None 2190.1522 LLALMGMPFREGGGGSTGAIVR 269.4523 2190.1052 26.9901 1761 3 730.7066 ‐21.8726
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 979.4437 28457.9123 10 26.34 None 1296.7886 DIALITGQKPIK 9955.3020 1296.7900 15.7262 8704 2 648.8987 0.4597
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 979.4437 28457.9123 10 26.34 None 1148.6319 LLALMGMPFR 5391.0330 1148.6327 21.0438 4222 2 574.8200 ‐0.3147
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 979.4437 28457.9123 10 26.34 None 909.5880 LINLALPR 10405.0400 909.5888 17.7391 3383 2 455.2980 ‐0.7676
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 189781.9000 1924.9391 28.9246 91024 2 962.9732 0.8643
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1633.7857 NPFGQVPAFEDGDLK 29943.4900 1633.7854 30.1303 89919 2 817.3963 ‐0.1927
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 964.5098 VLDVYEAR 40712.6200 964.5102 20.3537 69557 2 482.7588 ‐1.1241
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1610.7657 YENQGTNLLQTDSK 23555.3000 1610.7679 20.4742 59297 2 805.8876 1.46
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1188.6259 VNEWVAEITK 21347.4000 1188.6258 27.2983 41712 2 594.8165 ‐1.1461
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 995.5560 LAFEQIFK 13388.5800 995.5568 19.1612 35418 2 498.2821 ‐0.6829
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 6847.4610 2792.3386 21.2828 34471 3 931.4510 0.5715
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1455.7842 NLDFELVHVELK 29120.3100 1455.7862 32.4043 28161 2 728.3967 0.9487
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1072.5898 AITQYIAHR 1789.9160 1072.5912 18.8141 9091 2 536.7992 ‐0.0285
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 2150.1240 NLDFELVHVELKDGEHKK 1123.8540 2150.1138 24.4010 1379 2 1075.5605 ‐3.6438
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1228.6572 DFELVHVELK 229.4402 1228.6545 31.2958 36792 2 614.8309 ‐3.1841
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 811.4349 FEQIFK 848.7639 811.4308 19.1164 7672 1 811.4308 ‐4.7176
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1051.4942 SIYGLTTDEA 160.0697 1051.4981 26.9545 3036 1 1051.4981 4.54
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 975.5146 EWVAEITK 3488.4270 975.5177 27.2872 2889 1 975.5177 4.0250
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 659.3624 YIAHR 4410.9310 659.3613 18.8063 1659 1 659.3613 ‐1.8451
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1255.5590 EDHQFDPVASK 134.6575 1255.5663 20.0976 1049 2 628.2868 4.76
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 903.3843 YENQGTNL 266.2443 903.3851 19.1720 993 1 903.3851 1.02
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 2565.2112 SQYAIMAIGMQVEDHQFDPVASK 416.6457 2565.1969 21.2714 801 2 1283.1021 ‐3.5040
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1906.9280 SIYGLTTDEAVVAEEEAK 544.1228 1906.9268 28.2628 2324 2 953.9671 ‐0.0387
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 1054.5792 AITQYIAHR 116.4257 1054.5865 18.1546 890 2 527.7969 5.76
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 25368.0400 24128.6155 42 58.96 None 2133.0975 NLDFELVHVELKDGEHKK 349.9545 2133.0911 23.7975 1096 3 711.7019 ‐3.5098
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1633.7857 NPFGQVPAFEDGDLK 46678.4800 1633.7854 30.1297 89357 2 817.3963 ‐0.1657
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 964.5098 VLDVYEAR 43082.0600 964.5102 20.3537 69557 2 482.7588 ‐1.0015
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1610.7657 YENQGTNLLQTDSK 21947.1500 1610.7679 20.4742 59297 2 805.8876 1.29
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1188.6259 VNEWVAEITK 30599.5400 1188.6258 27.2983 41712 2 594.8165 ‐1.0528
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1455.7842 NLDFELVHVELK 32608.9800 1455.7864 32.4023 26909 2 728.3968 1.1341
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1072.5898 AITQYIAHR 2013.0200 1072.5912 18.8141 9091 2 536.7992 0.0800
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 1954.4390 2792.3358 37.3240 6097 3 931.4501 ‐0.3375
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 2363.1666 EPFLSRNPFGQVPAFEDGDLK 527.1196 2363.1512 34.8521 754 2 1182.0792 ‐4.9943
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1447.7023 ENQGTNLLQTDSK 2649.1350 1447.7093 20.4376 16287 2 724.3583 4.73
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 975.5146 EWVAEITK 840.5079 975.5177 27.2872 2889 1 975.5177 4.77
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 1228.6572 DFELVHVELK 20051.3300 1228.6570 32.3981 2356 2 614.8321 ‐1.0585
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 659.3624 YIAHR 5108.8360 659.3613 18.8063 1659 1 659.3613 ‐1.6206
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 9982.9020 24128.6155 42 58.96 None 946.4993 VLDVYEAR 247.0125 946.4959 21.2611 1400 1 946.4959 ‐2.4404
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 995.5560 LAFEQIFK 8163.7610 995.5568 19.1612 35418 2 498.2821 ‐0.6430
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 9635.3750 2792.3386 21.2828 34471 3 931.4510 0.5162
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 1044.5500 1924.9401 17.6187 7639 2 962.9737 1.63
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 1610.7657 YENQGTNLLQTDSK 412.2776 1610.7275 21.3397 1223 2 805.8674 ‐23.6131
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 2995.4948 EPFLSRNPFGQVPAFEDGDLKLFESR 1197.5480 2995.4833 21.8826 1222 3 999.1659 ‐3.2413
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 811.4349 FEQIFK 195.2258 811.4308 19.1164 7672 1 811.4308 ‐5.0164
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 1355.6743 EPFLSRNPFGQV 253.0438 1355.6683 20.6656 2050 2 678.3378 ‐4.8985
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1560.2280 24128.6155 42 58.96 None 2565.2112 SQYAIMAIGMQVEDHQFDPVASK 546.9288 2565.1969 21.2714 801 2 1283.1021 ‐3.1030
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1588.7925 GSALSALQGTNDEIGR 4912.4420 1588.8000 24.9404 10233 2 794.9036 4.38
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 2113.0733 VDVVDDPELLELVEMELR 15910.7700 2113.0692 42.7519 8274 2 1057.0382 ‐0.9060



NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1632.7938 LMDAVDEYIPDPVR 3535.0440 1632.7900 31.5957 7958 2 816.8986 ‐2.3423
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1142.6204 FPGDDIPIIR 651.7194 1142.6258 29.6668 6163 2 571.8166 3.35
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1098.5500 STVTGVEMFK 436.4918 1098.5489 23.8342 1725 1 1098.5489 0.3239
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 786.4720 IEQGVIK 522.8533 786.4865 23.0251 1681 1 786.4865 18.5991
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1575.7901 AIAFDEIDKAPEEK 4909.5380 1575.7927 24.2813 7875 3 525.9357 0.3572
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 1216.6644 EGGRTVGAGVVSK 338.8669 1216.6622 21.4432 788 2 608.8347 ‐2.7908
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 910.4703 VTGVEMFK 495.7381 910.4702 24.7337 1777 1 910.4702 0.5230
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 989.4647 QGTNDEIGR 170.4234 989.4677 25.1891 773 1 989.4677 4.0168
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 944.9904 49638.0295 17 18.6 None 769.4454 IEQGVIK 146.0759 769.4465 21.8893 1248 1 769.4465 1.73
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 None 1588.7925 GSALSALQGTNDEIGR 4193.2610 1588.8000 24.9404 10233 2 794.9036 4.49
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 None 2113.0733 VDVVDDPELLELVEMELR 19505.2600 2113.0692 42.7519 8274 2 1057.0382 ‐0.9332
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 None 1632.7938 LMDAVDEYIPDPVR 3384.2270 1632.7900 31.5957 7958 2 816.8986 ‐2.3069
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 None 1142.6204 FPGDDIPIIR 598.0603 1142.6258 29.6668 6163 2 571.8166 3.28
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 rbamidomethyl+C 1460.7930 QVGVPSLVCFLNK 91.5157 1460.7776 22.4761 2086 2 730.8924 ‐10.9384
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1041.2690 49638.0295 17 18.6 None 1414.6809 GSALSALQGTNDEIG 371.0668 1414.6838 27.7555 3372 2 707.8456 1.78
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 1747.8246 LNTDESPNTPGQYGVR 10927.6700 1747.8281 19.3899 14810 2 874.4177 2.57
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 1814.9105 MIDPLVNDLAQHYTGK 3629.3680 1814.9111 18.3460 11785 3 605.6419 ‐0.6414
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 rbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 965.5150 TTLTSSLDK 9936.6090 965.5163 17.9922 7518 2 483.2618 ‐0.1241
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 1683.8701 IDPLVNDLAQHYTGK 929.8908 1683.8754 20.3256 4296 3 561.9633 2.0648
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 1041.6303 KDTIIGAVPK 354.2981 1041.6343 17.1039 1142 2 521.3208 2.25
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 1341.6797 LVNDLAQHYTGK 314.8657 1341.6772 22.0810 1616 2 671.3422 ‐2.6033
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 5191.4860 20540.5676 14 39.25 None 947.5044 TTLTSSLDK 266.8480 947.5072 17.5262 1336 2 474.2572 1.68
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 None 1814.9105 MIDPLVNDLAQHYTGK 2215.4230 1814.9111 18.3460 11785 3 605.6419 ‐0.4803
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 rbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 rbamidomethyl+C 3021.4722 AVVCEAQETTTDIQVVNDSTWDSLVLK 1008.3500 3021.4518 24.2356 1201 3 1007.8221 ‐6.0922
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 None 1041.6303 KDTIIGAVPK 162.4825 1041.6343 17.1039 1142 2 521.3208 2.31
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 None 1322.7202 TTLTSSLDKFLP 591.9979 1322.7084 19.2649 3282 2 661.8578 ‐9.5367
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 487.5229 20540.5676 14 39.25 None 1796.9000 MIDPLVNDLAQHYTGK 366.5860 1796.9002 18.2077 835 3 599.6383 ‐0.6660
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 1261.6324 AWPYVQNDLR 22383.2100 1261.6330 26.5718 38469 2 631.3201 ‐0.4081
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 1563.8166 FYIQPLSPTEAAAR 10064.4900 1563.8170 17.4638 12938 2 782.4122 0.1118
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 1687.8537 YYSETVSSLNNVLAK 6026.1070 1687.8520 17.3288 8298 2 844.4297 ‐0.9233
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 2068.0709 DLTAKLFQTIDNLDYAAR 1374.0320 2068.0743 32.3645 3953 3 690.0296 1.0172
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 1941.0512 TGLVIRAQQNVSVPESSR 1092.4690 1941.0437 22.6022 3497 4 486.0164 ‐5.4074
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2009.3590 24643.0476 21 32.61 None 849.4505 FYIQPLS 162.3360 849.4531 17.2146 2395 1 849.4531 3.93
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1482.1270 24643.0476 21 32.61 None 1261.6324 AWPYVQNDLR 30977.7100 1261.6331 26.5774 36372 2 631.3202 ‐0.2359
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1482.1270 24643.0476 21 32.61 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 825.4875 1991.9774 24.4495 9538 2 996.4924 0.4301
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1482.1270 24643.0476 21 32.61 None 1539.7802 LFQTIDNLDYAAR 311.7569 1539.7957 31.8989 2008 2 770.4015 9.50
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 1482.1270 24643.0476 21 32.61 None 1941.0512 TGLVIRAQQNVSVPESSR 1430.1110 1941.0437 22.6022 3497 4 486.0164 ‐5.7842
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1563.8166 FYIQPLSPTEAAAR 7389.4810 1563.8170 17.4638 12938 2 782.4122 0.2824
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1687.8537 YYSETVSSLNNVLAK 3550.0520 1687.8520 17.3288 8298 2 844.4297 ‐0.7242
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1539.7802 LFQTIDNLDYAAR 1585.3280 1539.7816 17.8424 7434 2 770.3945 0.8732
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1800.9199 GASQAVLEGSLQINGSNR 591.7126 1800.8938 16.3812 1795 3 600.9695 ‐15.2704
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1104.5830 AQAVTSMAGLR 124.7315 1104.5616 24.2862 971 1 1104.5616 ‐18.3500
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 2068.0709 DLTAKLFQTIDNLDYAAR 504.4861 2068.0822 19.9059 21994 3 690.0323 4.26
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 2402.1722 SSPDAEKYYSETVSSLNNVLAK 104.6344 2402.1509 19.7477 2045 2 1201.5791 ‐6.7830
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 849.4505 FYIQPLS 111.2926 849.4531 17.2146 2395 1 849.4531 3.1694
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1050.5215 IDNLDYAAR 140.9638 1050.5160 18.8968 1788 1 1050.5160 ‐4.3813
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1521.7696 LFQTIDNLDYAAR 240.8190 1521.7709 18.0165 803 3 507.9285 ‐0.3051
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 823.1984 24643.0476 21 32.61 None 1087.5565 AQAVTSMAGLR 85.0232 1087.5593 23.5463 2539 1 1087.5593 3.17
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 476.9506 38658.8892 12 16.47 rbamidomethyl+C 1211.5296 NQCQFIMDR 3854.0370 1211.5332 21.2791 23857 2 606.2703 2.0001
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 476.9506 38658.8892 12 16.47 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 4134.3990 2488.2533 35.0307 10305 3 830.0893 ‐1.3192
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 476.9506 38658.8892 12 16.47 rbamidomethyl+C 2571.3236 TVSCADLLAIAAQESVVLAGGPSWR 1409.8960 2571.3247 23.5499 2438 3 857.7797 0.5589
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 476.9506 38658.8892 12 16.47 rbamidomethyl+C 2017.9873 QCPRNGNQSVLVDFDLR 897.8838 2017.9984 23.6082 3752 3 673.3377 4.42
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 476.9506 38658.8892 12 16.47 None 1052.5445 GFDVIDKMK 761.8339 1052.5482 27.0022 2335 2 526.7778 2.13
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 rbamidomethyl+C 1211.5296 NQCQFIMDR 7005.8680 1211.5332 21.2791 23857 2 606.2703 2.0904
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 2961.7830 2488.2533 35.0307 10305 3 830.0893 ‐1.3037
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 1459.7540 ASDLVALSGGHTFGK 459.9548 1459.7437 18.0741 7634 3 487.2527 ‐8.7362
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 1052.5445 GFDVIDKMK 458.3878 1052.5482 27.0022 2335 2 526.7778 2.23
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 514.2660 GFDVI 63.4298 514.2646 25.3136 2164 1 514.2646 ‐3.2885
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 1256.6270 ASDLVALSGGHTF 121.7851 1256.6366 18.1129 761 3 419.5504 5.46
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 399.0553 38658.8892 12 16.47 None 2470.2460 GLIQSDQELFSSPDASDTLPLVR 261.2138 2470.2511 34.1154 1841 3 824.0885 2.0491
NP_192618.1 peroxidase 38 Arabidopsis thaliana 0.0000 38541.8899 2 0.00 rbamidomethyl+C 2017.9873 QCPRNGNQSVLVDFDLR 897.8838 2017.9984 23.6082 3752 3 673.3377 4.42
NP_192618.1 peroxidase 38 Arabidopsis thaliana 0.0000 38541.8899 2 0.00 None 1052.5445 GFDVIDKMK 761.8339 1052.5482 27.0022 2335 2 526.7778 2.13
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1145.6161 LTDTQLAEVR 3528.6240 1145.6184 20.5181 13229 2 573.3128 0.8697
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1181.6888 LEAPQLAQIAK 6641.2170 1181.6918 25.6994 12425 2 591.3495 1.87
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1028.6350 INIVTEIVK 6491.3960 1028.6358 17.9018 6831 2 514.8216 ‐0.6190
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1041.5251 EFELVYNK 7751.3510 1041.5267 24.5974 6394 2 521.2670 0.1359
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 1334.9650 2636.3636 22.5848 5663 3 879.4594 1.00
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1581.8305 MASLQQTLFSLQSK 441.2068 1581.7917 18.7533 2062 3 527.9354 ‐25.8098
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1476.7733 LNFFANPTITVEK 206.9650 1476.7811 22.5606 3034 2 738.8942 4.51
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 915.5510 NIVTEIVK 201.2597 915.5490 17.6725 2157 2 458.2781 ‐3.8148
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 523.2875 VYNK 91.5907 523.2887 23.6033 2128 1 523.2887 1.85
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1135.2740 25668.6132 19 32.05 None 1023.5146 EFELVYNK 145.2256 1023.5178 27.8754 946 2 512.2625 1.81
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1145.6161 LTDTQLAEVR 1964.8060 1145.6184 20.5181 13229 2 573.3128 0.9686
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1181.6888 LEAPQLAQIAK 7054.1120 1181.6918 25.6994 12425 2 591.3495 1.30
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1041.5251 EFELVYNK 8207.7890 1041.5267 24.5974 6394 2 521.2670 0.2484
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 805.4488 LIDMSVK 42.3508 805.4559 31.3460 51541 1 805.4559 9.14
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1581.8305 MASLQQTLFSLQSK 406.2563 1581.8743 30.7798 9862 2 791.4408 27.6019



NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1508.7149 NDTMELTVTDIEK 537.6831 1508.7268 28.5824 2869 2 754.8670 7.45
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 2099.1230 KQLEDIASQLELGEIQLAT 950.4701 2099.1121 35.9014 3633 2 1050.0597 ‐4.2226
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 523.2875 VYNK 132.5008 523.2887 23.6033 2128 1 523.2887 1.51
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 751.6220 25668.6132 19 32.05 None 1023.5146 EFELVYNK 136.1224 1023.5112 24.0759 2614 2 512.2592 ‐4.5952
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1459.4590 17602.4973 3 19.8 None 2085.0645 AGELSAAEIDNLMTIVANPR 8450.4430 2085.0587 21.8060 25438 2 1043.0330 ‐1.4952
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1459.4590 17602.4973 3 19.8 None 1023.5907 IMFALTSIK 5869.8700 1023.5911 18.9538 6417 2 512.2992 ‐0.9618
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1459.4590 17602.4973 3 19.8 None 1539.7836 AEIDNLMTIVANPR 666.5486 1539.7833 21.1777 3105 2 770.3953 ‐0.2553
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1158.6517 IFLPDGLLDR 15564.4600 1158.6538 19.7375 17089 2 579.8305 0.6869
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1696.8905 TGALLLDGNTLNYFGK 6564.4350 1696.8908 19.8986 13283 2 848.9490 0.3136
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1801.9669 WAMLGAAGFIIPEALNK 2145.2420 1801.9699 22.6688 9984 2 901.4886 1.95
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 rbamidomethyl+C 1498.6784 YGANCGPEAVWFK 2154.2590 1498.6776 28.5021 9417 2 749.8424 ‐0.8900
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 2125.1036 HLSDPFGNNLLTVIAGTAER 2677.3460 2125.1057 21.6206 8413 3 709.0401 0.4856
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 970.5204 DPEQGALLK 1050.4910 970.5214 18.4763 6966 2 485.7644 ‐0.4565
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1418.7791 LHPGGPFDPLGLAK 1073.4540 1418.7782 18.2940 5673 3 473.5976 ‐2.0948
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1822.9190 MASLGVSEMLGTPLNFR 918.5848 1822.9383 23.2099 1512 2 911.9728 11.0074
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1495.6990 30213.7516 23 43.21 None 1305.6950 HPGGPFDPLGLAK 1468.2220 1305.6952 18.2752 10996 2 653.3513 ‐0.5928
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1158.6517 IFLPDGLLDR 17853.7000 1158.6538 19.7375 17089 2 579.8305 0.7643
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1696.8905 TGALLLDGNTLNYFGK 4838.5450 1696.8908 19.8986 13283 2 848.9490 0.5149
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1801.9669 WAMLGAAGFIIPEALNK 1760.2670 1801.9699 22.6688 9984 2 901.4886 2.49
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 2125.1036 HLSDPFGNNLLTVIAGTAER 1755.3850 2125.1057 21.6206 8413 3 709.0401 0.5781
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1418.7791 LHPGGPFDPLGLAK 1414.6970 1418.7782 18.2940 5673 3 473.5976 ‐1.8460
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1247.6531 YQAFELIHAR 1334.4280 1247.6528 16.4289 4741 2 624.3300 ‐1.0839
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1691.8785 ASLGVSEMLGTPLNFR 796.2896 1691.8761 16.7354 12368 3 564.6302 ‐2.3814
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1822.9190 MASLGVSEMLGTPLNFR 1088.6710 1822.9383 23.2099 1512 2 911.9728 11.76
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1279.6529 SSAPLASSPSTFK 766.4088 1279.6456 15.8079 1433 3 427.2201 ‐7.0677
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 2236.1577 MASLGVSEMLGTPLNFRAVSR 1593.0790 2236.1572 22.4021 9395 3 746.0572 ‐0.5118
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 3030.6022 YQAFELIHARWAMLGAAGFIIPEALNK 375.0153 3030.5983 22.5853 2732 3 1010.8709 ‐0.6297
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1305.6950 HPGGPFDPLGLAK 462.1091 1305.6952 18.2752 10996 2 653.3513 ‐0.4815
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1160.5769 EMLGTPLNFR 128.0087 1160.5704 23.7554 3375 1 1160.5704 ‐4.3791
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1411.9550 30213.7516 23 43.21 None 1291.6430 HLSDPFGNNLLT 137.9608 1291.6380 23.6033 2741 1 1291.6380 ‐2.1712
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1444.7464 VLQAQDDIVNAMK 13465.9100 1444.7462 26.1896 21707 2 722.8767 ‐0.6444
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 1190.5834 IVCENTLDAR 8113.7170 1190.5841 17.7411 18278 2 595.7957 ‐0.4468
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 1129.6398 DLIVQCLLR 19898.1100 1129.6426 19.7891 11333 2 565.3249 1.92
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1165.6212 VHAPEVAVDTK 23375.3000 1165.6240 17.3736 3834 2 583.3156 1.66
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1698.4400 2609.2450 36.4735 2507 4 653.0667 0.8784
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1297.6205 IDYSMQLNASR 677.7271 1297.6172 29.6649 1011 2 649.3122 ‐3.3710
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 1129.6147 EPSVLLRCR 114.2265 1129.6215 27.1694 3199 2 565.3144 4.25
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1280.6303 VLQAQDDIVNAM 308.9541 1280.6353 28.1212 6924 2 640.8213 3.0606
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 543.2885 LNASR 124.3659 543.2891 28.3436 1399 1 543.2891 0.3488
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 689.3763 QCLLR 148.5196 689.3748 20.1436 1256 1 689.3748 ‐2.4318
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 978.4310 CENTLDAR 232.9716 978.4313 17.7431 1159 1 978.4313 1.02
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 rbamidomethyl+C 1111.6293 DLIVQCLLR 313.6951 1111.6266 18.6591 2631 2 556.3170 ‐3.5737
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1279.6099 IDYSMQLNASR 443.9960 1279.6068 28.4186 2314 2 640.3070 ‐3.2748
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3212.7150 26288.1451 25 34.78 None 1280.5940 IDYSMQLNASR 181.2366 1280.5919 29.2872 2597 2 640.7996 ‐2.4035
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 1444.7464 VLQAQDDIVNAMK 10359.9200 1444.7462 26.1896 21707 2 722.8767 ‐0.5845
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 rbamidomethyl+C 1190.5834 IVCENTLDAR 5021.0390 1190.5841 17.7411 18278 2 595.7957 ‐0.3537
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 rbamidomethyl+C 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1305.9190 2609.2450 36.4735 2507 4 653.0667 0.5136
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 1808.8549 ANEISVSAEEEFNIEK 518.8401 1808.8452 26.3272 2284 2 904.9263 ‐4.9422
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 1585.7857 DLLNVSRDEYAYK 1485.8450 1585.8155 25.7468 6886 3 529.2767 17.3793
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 1329.7121 DQAAKDLLNVSR 548.2371 1329.6972 20.0719 5264 2 665.3523 ‐11.8184
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 822.4356 SLFGQVTA 76.2576 822.4120 29.5503 5143 1 822.4120 ‐28.0957
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 rbamidomethyl+C 978.4310 CENTLDAR 102.0517 978.4313 17.7431 1159 1 978.4313 1.38
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1085.7910 26288.1451 25 34.78 None 1567.7751 DLLNVSRDEYAYK 363.0436 1567.7791 27.1112 2871 2 784.3932 2.44
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 611.1669 26288.1451 25 34.78 rbamidomethyl+C 1129.6398 DLIVQCLLR 15151.1500 1129.6426 19.7891 11333 2 565.3249 1.00
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 611.1669 26288.1451 25 34.78 None 1585.7857 DLLNVSRDEYAYK 323.6967 1585.7859 21.4604 2601 2 793.3966 0.2106
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1517.7707 NAVFGDSSALAPGGVR 12799.2900 1517.7707 25.4517 22308 2 759.3890 ‐0.2698
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 rbamidomethyl+C( 1991.8804 YYGGNEFIDEIENLCR 3558.4570 1991.8861 36.6541 20813 2 996.4467 3.22
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 rbamidomethyl+C 1206.6300 LLICGGSAYPR 21683.6300 1206.6296 15.3967 17593 2 603.8185 ‐1.2884
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1618.8363 ISATSIYFESLPYK 2565.0620 1618.8378 19.0372 13407 2 809.9226 0.8818
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1340.6481 DFEQIGEFLSR 6817.2660 1340.6488 33.9487 11489 2 670.8280 ‐0.2015
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 992.4796 YSEGIPGNR 7982.6940 992.4808 16.0239 6425 2 496.7440 ‐0.2885
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 903.4717 IGAPAMTSR 7667.2650 903.4727 16.7229 5079 2 452.2400 ‐0.5143
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1866.9596 GLVEKDFEQIGEFLSR 2028.2430 1866.9209 37.7599 22559 2 933.9641 ‐20.2384
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 2389.1969 IMGLDLPSGGHLTHGYYTSGGKK 519.3346 2389.2367 22.0115 5928 3 797.0837 16.5286
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1934.9382 VNFTTGYIDYDKLEEK 294.4503 1934.9473 34.6678 1224 2 967.9773 5.01
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 790.3876 GAPAMTSR 106.0913 790.3907 18.4367 7615 1 790.3907 4.1133
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1233.6222 FGDSSALAPGGVR 200.7083 1233.6267 25.4020 3646 1 1233.6267 5.42
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 662.3290 PAMTSR 90.0475 662.3265 16.6815 1548 1 662.3265 ‐4.0096
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 rbamidomethyl+C 867.3778 CGGSAYPR 1448.2140 867.3793 15.3944 848 1 867.3793 2.36
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 2371.1863 IMGLDLPSGGHLTHGYYTSGGKK 332.4256 2371.1862 21.4165 2333 3 791.0669 ‐0.1900
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1690.8510 52174.2496 23 24.20 None 1499.7601 NAVFGDSSALAPGGVR 327.8709 1499.7590 25.5353 1347 1 1499.7590 1.37
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 1517.7707 NAVFGDSSALAPGGVR 21616.5100 1517.7707 25.4517 22308 2 759.3890 ‐0.2194
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 rbamidomethyl+C( 1991.8804 YYGGNEFIDEIENLCR 4509.3410 1991.8861 36.6541 20813 2 996.4467 3.08
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 1340.6481 DFEQIGEFLSR 4911.6120 1340.6488 33.9487 11489 2 670.8280 ‐0.1280
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 903.4717 IGAPAMTSR 10187.9700 903.4727 16.7229 5079 2 452.2400 ‐0.3837
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 1934.9382 VNFTTGYIDYDKLEEK 257.6043 1934.9473 34.6678 1224 2 967.9773 5.61
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 662.3290 PAMTSR 97.0643 662.3265 16.6815 1548 1 662.3265 ‐3.7843
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1196.8850 52174.2496 23 24.20 None 790.3876 GAPAMTSR 324.3002 790.3890 16.7195 1166 1 790.3890 2.42
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 rbamidomethyl+C( 1960.9541 LELELAEVEMPGLMACR 71505.2400 1960.9556 37.0008 31118 2 980.9814 1.44



NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 rbamidomethyl+C 1237.6246 VAVICGYGDVGK 31924.2600 1237.6256 22.4405 30607 2 619.3164 ‐0.0339
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 rbamidomethyl+C 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 39317.3200 3033.4404 37.4617 29283 3 1011.8183 ‐0.4427
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 8398.8540 2361.1540 27.6429 23779 4 591.0440 ‐0.3029
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 2303.0740 2887.4538 35.9930 23761 3 963.1561 2.73
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 1137.5575 TEFGPSQPFK 6298.3380 1137.5565 22.3988 20845 2 569.2819 ‐1.8931
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 rbamidomethyl+C( 1757.7588 GETLQEYWWCTER 29528.2300 1757.7612 30.8256 20041 2 879.3842 1.38
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 998.5993 AGIIVLAEGR 10407.3000 998.6003 25.5682 17280 2 499.8038 ‐0.3323
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 1319.7053 LVGVSEETTTGVK 6955.0430 1319.7070 19.6015 15604 2 660.3571 0.6434
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 994.4993 DSAAVFAWK 3573.1430 994.5003 27.0182 13778 2 497.7538 ‐0.2598
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 1475.8064 LVGVSEETTTGVKR 18634.0800 1475.8070 17.9825 10397 3 492.6072 ‐1.2379
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 1129.5493 DIIMVDHMR 5110.3990 1129.5539 23.4588 9787 2 565.2806 3.0277
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 rbamidomethyl+C 1259.5838 SKFDNLYGCR 6751.4780 1259.5864 19.3587 9885 2 630.2968 1.90
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 657.3137 VDHMR 109.3961 657.3151 25.1296 2446 1 657.3151 2.0078
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 7990.4790 54005.9669 15 37.11 None 1638.8333 VDDGGDATLLIHEGVK 154.0362 1638.8280 36.0880 1757 2 819.9176 ‐3.2408
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2427.6210 2135.1517 17.4878 19844 4 534.5434 1.0282
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1449.7440 LIITMPASMSTER 9269.2250 1449.7464 17.8981 17886 2 725.3768 1.44
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1382.7467 LFVAIFPSFGER 17734.0400 1382.7481 21.7750 9816 2 691.8777 0.5424
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1285.6787 YLSTVLFDATR 2793.5960 1285.6800 18.6834 9114 2 643.3436 0.3051
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 1219.1180 3586.8214 25.5463 7789 3 1196.2786 ‐1.3158
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1325.6770 IGFSMISDAEKK 5528.7160 1325.6788 16.2275 6199 2 663.3430 0.7888
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1413.7736 YLSTVLFDATRK 1215.7040 1413.7776 17.4322 5999 3 471.9307 1.88
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1948.9222 TPNGYMLQQFENPANPK 192.2361 1948.9360 16.7079 810 3 650.3168 6.74
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1008.5030 SMISDAEKK 138.6371 1008.4969 17.0247 1128 1 1008.4969 ‐5.3942
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 1267.6681 YLSTVLFDATR 233.3165 1267.6701 18.0399 1294 2 634.3387 0.8398
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 1679.0970 33919.2387 11 37.58 None 3569.8044 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 316.2252 3569.7843 25.5313 916 3 1190.5996 ‐4.2975
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 rbamidomethyl+C(4)
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 None 2609.2374 AFHEQLSVAEITNSAFEPASMMAK 982.5778 2609.2423 19.8980 10850 3 870.4190 2.0392
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 rbamidomethyl+C 1857.8834 AVCMISNSTSVAEVFSR 2189.4750 1857.8821 18.4383 6692 2 929.4447 0.0236
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 None 1473.8635 LVSQVISSLTASLR 1857.8980 1473.8592 22.0145 3918 2 737.4332 ‐3.1922
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 None 887.4332 FDLMYAK 230.3916 887.4505 22.7336 3364 1 887.4505 19.8512
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 rbamidomethyl+C 1885.9477 CGINYQPPTVVPGGDLAK 204.4608 1885.9260 20.8163 1436 2 943.4667 ‐10.6997
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 None 1690.8871 SLNIERPTYTNLNR 227.7912 1690.8702 23.8597 793 2 845.9387 ‐9.7231
NP_193232.1 tubulin alpha 6 chain Arabidopsis thaliana 346.4991 50222.2807 8 14.22 None 977.5051 TSVAEVFSR 150.2258 977.5036 17.7055 3046 1 977.5036 ‐0.9054
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 rbamidomethyl+C 1493.7053 TYCAEIAHNVSTK 6755.4710 1493.7078 18.6163 13911 3 498.5741 0.2661
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 None 1201.6535 ASQLDVVVTNR 3714.7190 1201.6564 21.2485 10385 2 601.3318 1.07
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 None 1437.7042 GVTLMPNVGYGSDK 287.2744 1437.7386 18.3507 1717 3 479.9177 22.4111
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 None 1183.6430 ASQLDVVVTNR 185.2535 1183.6502 22.2040 7254 2 592.3288 5.1059
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 None 1419.6937 GVTLMPNVGYGSDK 293.6967 1419.6879 16.4855 6149 3 473.9008 ‐5.5465
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 997.7809 15560.2332 12 34.59 None 1420.6777 GVTLMPNVGYGSDK 303.1233 1420.6744 18.8494 2486 2 710.8408 ‐2.8422
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 None 1565.7992 GVTLMPNVGYGSDKK 3748.1070 1565.8029 23.8934 16066 3 522.6058 0.8936
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 rbamidomethyl+C 1493.7053 TYCAEIAHNVSTK 11685.7000 1493.7078 18.6163 13911 3 498.5741 0.0568
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 None 1201.6535 ASQLDVVVTNR 4656.5180 1201.6564 21.2485 10385 2 601.3318 1.24
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 None 741.4869 AVPLLTK 5718.2060 741.4864 21.0418 2226 1 741.4864 ‐0.4494
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 None 1437.7042 GVTLMPNVGYGSDK 199.5643 1437.7386 18.3507 1717 3 479.9177 22.1892
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2272.0200 15560.2332 12 34.59 rbamidomethyl+C 1229.5943 CAEIAHNVSTK 1555.6230 1229.5925 18.6084 1029 2 615.2999 ‐2.3406
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1810.8817 GITINTATVEYETENR 31558.8300 1810.8827 25.7631 56105 2 905.9450 0.9223
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1129.6463 TVGAGVIGTILE 7228.8310 1129.6436 34.0911 49702 1 1129.6436 ‐1.0017
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1681.9483 ILDEALAGDNVGLLLR 25035.7700 1681.9488 20.3489 49356 2 841.4781 0.3907
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1157.6525 VGETVDLVGLR 86457.2300 1157.6535 26.7929 47738 2 579.3304 ‐0.2035
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1389.6719 SYTVTGVEMFQK 8185.6290 1389.6804 26.8590 39639 2 695.3438 5.83
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 2051.0154 IYELMDAVDDYIPIPQR 30505.9400 2051.0134 21.5292 39512 2 1026.0104 ‐0.0446
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 rbamidomethyl+C( 1812.9711 IVVELIVPVACEQGMR 13880.1600 1812.9697 19.9967 28311 2 906.9885 ‐0.3626
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 1993.2540 3435.7225 25.3726 25253 3 1145.9123 ‐4.2553
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1907.0518 TTLTAALTMALASIGSSVAK 12986.7000 1907.0529 25.3920 21139 3 636.3558 ‐0.2186
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 2135.1383 QTELPFLLAVEDVFSITGR 4760.3590 2135.1306 25.6422 16061 2 1068.0689 ‐2.5077
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 2114.0499 EDQVDDAELLELVELEVR 24404.6000 2114.0504 40.1720 13559 2 1057.5289 1.20
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1095.6449 FEAIIYVLK 9214.4890 1095.6478 19.8042 11072 2 548.3275 1.96
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEVR 3457.0700 3540.8073 45.2308 11071 3 1180.9406 ‐0.4362
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1445.7821 QVGVPDMVVFLNK 10126.0800 1445.7836 19.9810 10547 2 723.3954 0.5787
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 1352.6240 2673.3187 34.9272 1998 3 891.7778 5.98
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1994.8980 IMNDKDEESKMVMPGDR 487.3629 1994.8964 35.9483 1424 2 997.9518 ‐0.0400
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1775.8633 ETRSYTVTGVEMFQK 682.2398 1775.8674 28.5349 1349 2 888.4373 2.90
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1542.8850 GTVKVGETVDLVGLR 689.3656 1542.8864 15.4925 1066 3 514.9670 ‐0.4245
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 610.3671 PIPQR 44.0702 610.3639 20.2134 5981 1 610.3639 ‐5.6431
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 1038.5288 VTGVEMFQK 104.9584 1038.5339 26.7532 5627 2 519.7706 3.78
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 542.2821 ILDEA 69.6110 542.2835 19.4541 3132 1 542.2835 2.0750
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 755.4298 TTLTAALT 180.1880 755.4330 24.7104 2938 1 755.4330 4.42
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 983.5520 ETVDLVGLR 150.4299 983.5569 16.2971 1356 2 492.2821 3.93
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 872.5200 TVDLVGLR 636.2427 872.5194 26.7861 1269 1 872.5194 ‐0.1522
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 819.4571 ASIGSSVAK 202.2872 819.4629 25.1866 755 2 410.2351 5.32
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 3417.7312 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 394.1984 3417.7372 24.0724 1583 3 1139.9172 3.0832
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 8390.1430 51915.3932 53 55.04 None 2118.1117 QTELPFLLAVEDVFSITGR 887.8379 2118.1088 25.8508 5382 2 1059.5580 ‐0.3265
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1810.8817 GITINTATVEYETENR 35918.4400 1810.8827 25.7631 56105 2 905.9450 0.9344
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1129.6463 TVGAGVIGTILE 5203.0830 1129.6436 34.0911 49702 1 1129.6436 ‐0.6460
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1157.6525 VGETVDLVGLR 108212.1000 1157.6535 26.7929 47738 2 579.3304 ‐0.1062
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1389.6719 SYTVTGVEMFQK 11975.2600 1389.6804 26.8590 39639 2 695.3438 5.54
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEVR 2994.9670 3540.8073 45.2308 11071 3 1180.9406 ‐0.1828
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1038.5288 VTGVEMFQK 85.8414 1038.5339 26.7532 5627 2 519.7706 3.07
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 1139.5765 TVTGVEMFQK 442.9856 1139.5786 24.9897 1655 2 570.2929 0.7865



NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4336.1600 51915.3932 53 55.04 None 939.4604 TGVEMFQK 648.8396 939.4642 26.8388 1520 1 939.4642 5.0114
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1681.9483 ILDEALAGDNVGLLLR 22451.1000 1681.9488 20.3489 49356 2 841.4781 0.5886
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 2051.0154 IYELMDAVDDYIPIPQR 65650.5900 2051.0134 21.5292 39512 2 1026.0104 0.2381
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 rbamidomethyl+C( 1812.9711 IVVELIVPVACEQGMR 30754.1800 1812.9697 19.9967 28311 2 906.9885 ‐0.1346
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 2241.5930 3435.7225 25.3726 25253 3 1145.9123 ‐4.4531
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1907.0518 TTLTAALTMALASIGSSVAK 9549.1350 1907.0529 25.3920 21139 3 636.3558 ‐0.0779
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 2135.1383 QTELPFLLAVEDVFSITGR 5539.7110 2135.1306 25.6422 16061 2 1068.0689 ‐2.2057
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1095.6449 FEAIIYVLK 10637.6400 1095.6478 19.8042 11072 2 548.3275 1.26
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1445.7821 QVGVPDMVVFLNK 11182.7400 1445.7836 19.9810 10547 2 723.3954 0.7223
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1810.8817 GITINTATVEYETENR 14605.3300 1810.8795 16.3059 5472 2 905.9434 ‐0.6579
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 2097.2220 2673.3082 20.2777 5871 3 891.7742 1.92
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1157.6525 VGETVDLVGLR 214.4745 1157.6414 17.0072 2386 2 579.3243 ‐10.5778
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1389.6719 SYTVTGVEMFQK 243.7263 1389.6776 24.5038 1411 1 1389.6776 6.1209
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1194.6841 ALAGDNVGLLLR 5437.8890 1194.6859 20.3454 3696 2 597.8466 0.5876
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 542.2821 ILDEA 30.3391 542.2835 19.4541 3132 1 542.2835 1.42
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 956.5524 GDNVGLLLR 110.5757 956.5525 19.0143 2889 1 956.5525 0.6084
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 1455.7802 DEALAGDNVGLLLR 707.3427 1455.7797 21.5896 810 2 728.3935 ‐0.6054
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 3417.7312 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 334.7453 3417.7372 24.0724 1583 3 1139.9172 2.94
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6033.6590 51915.3932 53 55.04 None 2118.1117 QTELPFLLAVEDVFSITGR 1027.9150 2118.1088 25.8508 5382 2 1059.5580 ‐0.0284
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1696.8329 NSSYFVEWIPNNVK 4160.1120 1696.8321 19.5131 11701 2 848.9197 ‐0.3598
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1215.5827 VSEQFTAMFR 5846.6230 1215.5837 17.7656 10002 2 608.2955 ‐0.1544
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1139.6935 LAVNLIPFPR 20712.3200 1139.6959 20.0589 8293 2 570.3516 0.9173
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1919.8990 MASTFIGNSTSIQEMFR 7584.9380 1919.8985 20.0926 7930 2 960.4529 0.3446
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1972.9974 GHYTEGAELIDSVLDVVR 4398.4700 1973.0020 38.7403 7736 3 658.3388 1.36
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 2367.1285 GSQQYSALSVPELTQQMWDAK 4992.1910 2367.1169 20.4954 6329 2 1184.0621 ‐3.2930
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 rbamidomethyl+C 1065.4275 NMMCAADPR 2314.5030 1065.4285 17.0944 5707 2 533.2179 ‐0.3576
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 2798.3434 SGPFGQIFRPDNFVFGQSGAGNNWAK 1115.9230 2798.3413 25.6049 4367 2 1399.6743 1.29
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 rbamidomethyl+C(22)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 rbamidomethyl+C( 2925.4452 NSSYFVEWIPNNVKSSVCDIAPTGLK 866.9392 2925.4586 24.7261 4240 3 975.8244 5.73
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1346.6409 PELTQQMWDAK 309.8796 1346.6452 20.9297 2498 2 673.8262 2.65
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 684.4039 IPNNVK 220.6944 684.4035 18.7806 2230 1 684.4035 ‐0.8004
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1269.5892 GNSTSIQEMFR 204.7780 1269.5858 18.8502 2230 2 635.2965 ‐3.5308
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 rbamidomethyl+C 974.4976 CDIAPTGLK 259.4670 974.4945 23.0220 864 1 974.4945 ‐2.2683
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1616.4040 50342.4036 27 36.49 None 1198.5561 VSEQFTAMFR 236.3985 1198.5542 16.6367 2634 2 599.7807 ‐2.6216
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1696.8329 NSSYFVEWIPNNVK 2879.2440 1696.8321 19.5131 11701 2 848.9197 ‐0.1585
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1215.5827 VSEQFTAMFR 6604.7720 1215.5837 17.7656 10002 2 608.2955 ‐0.0639
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1139.6935 LAVNLIPFPR 23090.1400 1139.6959 20.0589 8293 2 570.3516 0.9904
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1919.8990 MASTFIGNSTSIQEMFR 6038.6170 1919.8985 20.0926 7930 2 960.4529 0.5971
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 2367.1285 GSQQYSALSVPELTQQMWDAK 3042.5490 2367.1169 20.4954 6329 2 1184.0621 ‐2.9376
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 2798.3434 SGPFGQIFRPDNFVFGQSGAGNNWAK 1159.3480 2798.3413 25.6049 4367 2 1399.6743 2.75
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 rbamidomethyl+C(5)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 rbamidomethyl+C(22)
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1371.6838 VSEQFTAMFRR 109.4675 1371.6846 25.5069 1748 1 1371.6846 2.07
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1346.6409 PELTQQMWDAK 187.2213 1346.6452 20.9297 2498 2 673.8262 2.72
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1269.5892 GNSTSIQEMFR 85.3086 1269.5858 18.8502 2230 2 635.2965 ‐3.4279
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 1377.5560 50342.4036 27 36.49 None 1353.6732 VSEQFTAMFRR 96.7954 1353.6650 25.4460 1409 1 1353.6650 ‐4.1696
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1573.8373 FYLQPLPPTEAAAR 40941.2500 1573.8374 17.5926 90243 2 787.4223 ‐0.1096
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1670.8636 YYAETVSALNEVLAK 37897.4600 1670.8623 18.9093 72234 2 835.9348 ‐0.7006
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1498.7424 LFDTIDNLDYAAK 33538.7200 1498.7418 29.6710 71880 2 749.8745 ‐0.7380
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 36476.9100 1989.9618 21.1534 65389 2 995.4845 0.4458
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1261.6324 AWPYVQNDLR 22383.2100 1261.6330 26.5718 38469 2 631.3201 ‐0.4081
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1378.7577 YDLNTIISSKPK 44022.1900 1378.7570 16.1093 31771 2 689.8821 ‐1.1162
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1295.7682 DIINVKPLIDR 12974.4900 1295.7687 28.1035 22895 2 648.3880 ‐0.3731
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 777.4505 DFALALK 10183.5000 777.4503 26.8768 11318 1 777.4503 ‐0.0761
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1423.8631 DIINVKPLIDRK 3541.1740 1423.8633 16.4045 6633 3 475.2926 ‐1.3780
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1710.9749 ESAKDIINVKPLIDR 2357.4770 1710.9792 26.5528 6300 3 570.9979 1.99
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1912.9619 MASMGGLHGASPAVLEGSLK 364.5425 1912.9464 35.0088 3775 2 956.9768 ‐7.5333
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 2057.0437 DLTTKLFDTIDNLDYAAK 966.3072 2057.0278 22.8817 4515 3 686.3474 ‐8.3602
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1639.7671 PAPSGGLPGTDNSDQAR 522.3741 1639.7714 19.1147 3587 2 820.3893 2.52
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1022.5629 PLPPTEAAAR 426.4794 1022.5617 17.5896 3309 1 1022.5617 ‐0.1791
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1144.6572 TVSALNEVLAK 528.7639 1144.6587 19.5251 3107 2 572.8330 0.1951
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1004.5524 PLPPTEAAAR 434.8968 1004.5515 18.5094 2913 2 502.7794 ‐2.2577
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 909.4312 DNLDYAAK 7277.4670 909.4342 29.6603 2559 1 909.4342 3.75
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1263.6467 DLTTKLFDTID 245.9068 1263.6497 22.1538 2328 2 632.3285 1.76
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1454.6506 PSGGLPGTDNSDQAR 319.3464 1454.6455 23.1715 2316 2 727.8264 ‐3.9256
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 515.3552 ALALK 2183.5160 515.3554 26.8765 2306 1 515.3554 ‐0.3519
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1238.5899 DTIDNLDYAAK 2118.1380 1238.5836 29.6666 1921 1 1238.5836 ‐3.2841
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 741.4618 PLIDRK 221.6384 741.4621 16.6968 1487 1 741.4621 0.5488
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 659.4087 ISSKPK 598.4972 659.4079 16.1073 1356 1 659.4079 ‐1.3222
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1156.5229 LPGTDNSDQAR 335.1945 1156.5263 18.8349 1245 2 578.7668 1.52
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1215.6943 DLNTIISSKPK 3513.8630 1215.6917 16.1096 1169 2 608.3495 ‐3.1435
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 15223.8000 23795.1646 51 59.64 None 1195.7521 INVKPLIDRK 1507.8070 1195.7516 16.3986 771 2 598.3795 ‐1.4131
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1498.7424 LFDTIDNLDYAAK 15659.3200 1498.7418 29.6710 71880 2 749.8745 ‐0.6851
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 33219.8500 1989.9618 21.1534 65389 2 995.4845 0.4346
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1261.6324 AWPYVQNDLR 30977.7100 1261.6331 26.5774 36372 2 631.3202 ‐0.2359
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1295.7682 DIINVKPLIDR 17568.8500 1295.7687 28.1035 22895 2 648.3880 ‐0.2937
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 777.4505 DFALALK 10150.2000 777.4503 26.8768 11318 1 777.4503 0.1814
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1710.9749 ESAKDIINVKPLIDR 3460.4890 1710.9792 26.5528 6300 3 570.9979 1.98
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1912.9619 MASMGGLHGASPAVLEGSLK 255.5849 1912.9464 35.0088 3775 2 956.9768 ‐7.5345



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1839.0698 ESAKDIINVKPLIDRK 306.8615 1839.0579 24.7535 1512 4 460.5199 ‐8.4778
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 909.4312 DNLDYAAK 4258.5260 909.4342 29.6603 2559 1 909.4342 4.18
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 515.3552 ALALK 1732.8550 515.3554 26.8765 2306 1 515.3554 ‐0.1676
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 854.4254 ESAKDIIN 245.9939 854.4279 25.8116 2100 1 854.4279 3.11
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1238.5899 DTIDNLDYAAK 1419.1570 1238.5836 29.6666 1921 1 1238.5836 ‐2.8980
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1471.6772 PSGGLPGTDNSDQAR 332.6493 1471.6709 20.0985 1894 2 736.3391 ‐4.5816
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 613.3668 PLIDR 100.5489 613.3656 28.1064 1259 1 613.3656 ‐2.1976
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 6871.2700 23795.1646 51 59.64 None 1156.5229 LPGTDNSDQAR 331.7744 1156.5263 18.8349 1245 2 578.7668 1.27
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1573.8373 FYLQPLPPTEAAAR 41957.2800 1573.8373 17.5859 88449 2 787.4223 ‐0.0079
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1670.8636 YYAETVSALNEVLAK 52160.7800 1670.8623 18.9093 72234 2 835.9348 ‐0.5053
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1378.7577 YDLNTIISSKPK 46684.3700 1378.7570 16.1093 31771 2 689.8821 ‐0.9882
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1423.8631 DIINVKPLIDRK 3266.8270 1423.8633 16.4045 6633 3 475.2926 ‐1.1303
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1498.7424 LFDTIDNLDYAAK 1720.3080 1498.7459 18.1271 3832 2 749.8766 2.1830
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1022.5629 PLPPTEAAAR 281.4254 1022.5617 17.5896 3309 1 1022.5617 ‐0.4842
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1144.6572 TVSALNEVLAK 394.5040 1144.6587 19.5251 3107 2 572.8330 0.2693
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 741.4618 PLIDRK 138.6206 741.4621 16.6968 1487 1 741.4621 0.2521
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 659.4087 ISSKPK 1207.3440 659.4079 16.1073 1356 1 659.4079 ‐1.6165
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 8930.9050 23795.1646 51 59.64 None 1195.7521 INVKPLIDRK 1120.7520 1195.7516 16.3986 771 2 598.3795 ‐1.3271
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 11123.6600 1894.0064 17.7899 16535 2 947.5068 0.2799
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1533.8887 FSSIVPVVTLGSISK 11189.8200 1533.8914 20.0538 9957 2 767.4494 1.23
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 1056.5230 3173.7060 22.8172 9333 3 1058.5735 ‐3.5962
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1241.5797 NFEIDFDSVR 2100.0020 1241.5822 29.9777 7715 2 621.2947 1.1130
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1580.7930 WTLFGSNPFVPMGK 1903.1820 1580.7966 22.1351 6885 2 790.9019 2.1291
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1854.8902 HSIDMETPVLEDALER 2221.4210 1854.8937 30.0558 6113 3 618.9694 1.0212
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 rbamidomethyl+C( 1470.6967 LTADDVFMTLGCK 626.0922 1470.6985 19.4223 3468 2 735.8529 0.7871
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1643.9003 EENLVVLPGIAFSQK 1059.7380 1643.9056 24.2974 2785 2 822.4565 3.53
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1359.6554 WTLFGSNPFVPM 306.5961 1359.6573 21.4542 3321 2 680.3323 0.7439
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 980.4684 EIDFDSVR 250.4460 980.4675 30.7673 1686 1 980.4675 ‐0.0410
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1390.7325 SGNAYAPSLGLAAAK 469.4857 1390.7401 16.8770 797 3 464.2516 3.11
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 rbamidomethyl+C( 1452.6862 LTADDVFMTLGCK 380.9097 1452.6866 18.0727 4786 3 484.9004 ‐1.2026
NP_194091.1 cystine lyase Arabidopsis thaliana 1251.6170 47438.3211 18 31.28 None 1563.7664 WTLFGSNPFVPMGK 213.8676 1563.7729 22.1317 2068 2 782.3901 3.31
NP_194091.1 cystine lyase Arabidopsis thaliana 226.6170 47438.3211 18 31.28 None 1047.5258 HYNFLPEK 1363.7450 1047.5311 21.1515 10909 2 524.2692 3.76
NP_194091.1 cystine lyase Arabidopsis thaliana 226.6170 47438.3211 18 31.28 None 1241.5797 NFEIDFDSVR 2276.2920 1241.5822 29.9777 7715 2 621.2947 1.94
NP_194091.1 cystine lyase Arabidopsis thaliana 226.6170 47438.3211 18 31.28 None 1854.8902 HSIDMETPVLEDALER 2082.5470 1854.8937 30.0558 6113 3 618.9694 0.8936
NP_194091.1 cystine lyase Arabidopsis thaliana 226.6170 47438.3211 18 31.28 rbamidomethyl+C 1498.6631 CIDWQFSGSEAAK 517.6065 1498.6776 28.5021 9417 2 749.8424 9.39
NP_194091.1 cystine lyase Arabidopsis thaliana 226.6170 47438.3211 18 31.28 None 980.4684 EIDFDSVR 212.5745 980.4675 30.7673 1686 1 980.4675 0.2731
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1383.7559 VFDIIYEFIPK 67979.2500 1383.7561 23.3693 80255 2 692.3817 ‐0.3919
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 920.4910 ITMIWEK 49101.3400 920.4910 17.0745 64339 2 460.7492 ‐1.5981
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1399.5835 NDDFPEPSGYMK 83432.3000 1399.5846 24.1311 47210 2 700.2959 0.2593
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1235.6201 GLDGHVMEHLK 13764.0700 1235.6195 19.9784 27014 2 618.3134 ‐1.4536
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1262.5688 SWDYTYDGKK 34367.6300 1262.5700 19.2829 22359 2 631.7887 0.1197
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1134.4738 SWDYTYDGK 9815.4360 1134.4759 21.7175 10714 2 567.7416 0.6358
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1555.6846 RNDDFPEPSGYMK 4301.2710 1555.6857 22.1380 33510 3 519.2334 ‐0.5848
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 1439.7311 QMVVDIEGHVNKA 4493.0430 1439.7325 14.8587 7033 3 480.5823 ‐0.5470
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 807.4069 TMIWEK 11712.7000 807.4090 17.0700 16005 1 807.4090 2.37
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 706.3593 MIWEK 12954.9500 706.3598 17.0730 5786 1 706.3598 0.7218
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 908.4182 PEPSGYMK 695.3423 908.4169 24.1517 1921 1 908.4169 ‐0.8813
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 648.2736 RNDDF 766.0306 648.2725 22.1503 1906 1 648.2725 ‐2.0567
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 17722.4400 17631.8509 29 43.05 None 861.3625 DYTYDGK 903.5737 861.3662 21.7191 952 1 861.3662 4.08
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 1235.6201 GLDGHVMEHLK 10709.2500 1235.6196 19.9720 26175 2 618.3134 ‐1.2578
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 1262.5688 SWDYTYDGKK 45437.2500 1262.5700 19.2829 22359 2 631.7887 0.2034
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 1134.4738 SWDYTYDGK 10623.2200 1134.4759 21.7175 10714 2 567.7416 0.7362
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 1399.5835 NDDFPEPSGYMK 2975.5340 1399.5849 24.0203 9462 2 700.2961 0.5368
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 1439.7311 QMVVDIEGHVNKA 4657.2140 1439.7325 22.3054 26579 3 480.5823 ‐0.7706
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 2457.1577 ITMIWEKRNDDFPEPSGYMK 217.6249 2457.1419 27.1650 2697 3 819.7188 ‐6.4775
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 711.3672 TYDGKK 13774.2600 711.3679 19.2811 1344 1 711.3679 1.1800
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 861.3625 DYTYDGK 681.9737 861.3662 21.7191 952 1 861.3662 5.0817
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 4658.8720 17631.8509 29 43.05 None 989.4575 DYTYDGKK 2055.9900 989.4549 19.2872 877 1 989.4549 ‐1.3241
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 1383.7559 VFDIIYEFIPK 80158.0400 1383.7561 23.3693 80255 2 692.3817 ‐0.2626
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 920.4910 ITMIWEK 37530.2800 920.4910 17.0745 64339 2 460.7492 ‐1.5754
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 1439.7311 QMVVDIEGHVNKA 6838.8620 1439.7325 14.8587 7033 3 480.5823 ‐0.3028
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 807.4069 TMIWEK 7318.0710 807.4090 17.0700 16005 1 807.4090 2.50
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 706.3593 MIWEK 10543.0300 706.3598 17.0730 5786 1 706.3598 0.4261
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 1137.6190 DIIYEFIPK 1732.2440 1137.6121 23.3645 2429 1 1137.6121 ‐5.0087
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 7579.1420 17631.8509 29 43.05 None 1027.5135 VFDIIYEF 149.4017 1027.5119 24.6787 1277 1 1027.5119 ‐0.8139
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1240.6354 GLEGHVMEQLK 9143.4910 1240.6361 21.9783 27548 2 620.8217 ‐0.3717
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1257.6256 SLVADMGNHVSK 2430.0420 1257.6260 19.6343 10770 2 629.3167 ‐0.5256
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1339.5471 NDDSPEPSGYMK 2086.1120 1339.5476 17.5105 6988 2 670.2775 ‐0.2685
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 902.5346 ITLIWEK 18640.4900 902.5371 17.8870 6977 2 451.7722 1.1583
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1370.7355 VYDVVYQFIPK 1554.8670 1370.7624 19.8734 20677 2 685.8849 19.0586
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 rbamidomethyl+C( 2261.1159 VYDVVYQFIPKSEDTCIGK 1710.7730 2261.1015 17.2520 3909 3 754.3720 ‐6.6550
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1495.6482 RNDDSPEPSGYMK 4375.2400 1495.6474 16.1192 1744 3 499.2207 ‐1.9238
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 789.4505 TLIWEK 1231.7470 789.4481 17.9664 2579 1 789.4481 ‐2.8413
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1239.6150 SLVADMGNHVSK 349.7604 1239.6166 21.1638 956 2 620.3119 0.3499
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 2002.3790 17530.6210 14 41.06 None 1240.5990 SLVADMGNHVSK 421.5640 1240.6039 18.3457 2595 2 620.8056 2.97
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 1151.4650 17530.6210 14 41.06 None 1240.6354 GLEGHVMEQLK 11720.1100 1240.6361 21.9783 27548 2 620.8217 ‐0.2851
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 1151.4650 17530.6210 14 41.06 None 1257.6256 SLVADMGNHVSK 3745.8330 1257.6260 19.6343 10770 2 629.3167 ‐0.4413
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 1151.4650 17530.6210 14 41.06 None 1057.5095 VADMGNHVSK 2158.8600 1057.5096 19.6240 1930 2 529.2585 ‐1.1086
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabido 1151.4650 17530.6210 14 41.06 None 1239.6150 SLVADMGNHVSK 279.7721 1239.6166 21.1638 956 2 620.3119 0.4366



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1580.8067 AVITVPAYFNDSQR 23951.3300 1580.8069 17.7602 29451 2 790.9071 ‐0.0629
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1381.6594 NQADSVVYQTEK 80616.5200 1381.6603 17.2078 23343 2 691.3338 0.0759
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1066.5779 TTPSVVAYTK 16842.9500 1066.5788 18.8944 20015 2 533.7931 ‐0.4242
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1579.8115 QAVVNPENTFFSVK 9687.1860 1579.8124 29.7406 18792 2 790.4098 0.4196
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1024.6150 IPAVQELVR 6533.7920 1024.6160 25.7206 16017 2 512.8117 ‐0.3627
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 7730.5660 2535.3048 21.5539 15241 3 845.7731 1.21
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1737.8806 IINEPTAASLAYGFDR 6087.7070 1737.8783 29.8431 14792 2 869.4428 ‐1.1396
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1461.7696 QFAAEEISAQVLR 6207.3730 1461.7697 29.7543 11637 2 731.3885 ‐0.3468
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2062.0564 ASSAAQIHVLGGIGFASSSSSK 258.6581 2062.0585 28.8956 11359 2 1031.5329 1.69
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1145.6048 DEGIDLLKDK 5231.6040 1145.6059 23.4667 10127 2 573.3066 ‐0.2535
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1373.7271 DIDEVILVGGSTR 3132.1630 1373.7224 28.4881 9944 2 687.3649 ‐4.0108
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 870.5407 IAGLEVLR 10796.9900 870.5413 16.8219 9450 2 435.7743 ‐1.1518
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1626.6402 GGDGDDVIDADFTDSQ 8012.2410 1626.6422 26.6130 8345 2 813.8247 1.1698
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 869.5091 GVPQIEVK 3984.2450 869.5093 20.4092 6577 2 435.2583 ‐1.5515
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1448.6322 DEVDQMVQEAER 1469.1200 1448.6375 25.8039 2841 2 724.8224 3.93
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1849.0066 LSFKDIDEVILVGGSTR 1070.1490 1849.0060 20.3756 1921 3 617.0069 ‐1.1950
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1663.8537 FDIDANGILSVSAVDK 213.8103 1663.8749 22.0862 7980 3 555.2965 11.62
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1019.5368 IGSGSTQEIK 232.2694 1019.5297 18.8055 1598 2 510.2685 ‐8.3307
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2437.1841 SEVFSTAADGQTSVEINVLQGER 1623.9510 2437.1608 30.2507 957 2 1219.0841 ‐7.7705
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 rbamidomethyl+C 1595.7734 AKFEELCSDLLDR 2841.4310 1595.7751 28.1021 13219 2 798.3912 0.9054
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1681.8214 FIGRKMNEVDEESK 902.2994 1681.8196 27.6645 12040 2 841.4134 ‐1.0190
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 2706.7540 2902.4477 30.8407 11494 4 726.3674 ‐0.3031
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 3120.5518 QDITITGASTLPKDEVDQMVQEAERFAK 671.4680 3120.5389 37.4958 6861 3 1040.8512 ‐3.2167
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2717.4985 IAGLEVLRIINEPTAASLAYGFDRK 489.1098 2717.5051 23.6344 1060 3 906.5065 2.56
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 Oxidation+M(6) 1810.8276 DEVDQMVQEAERFAK 1099.7010 1810.8325 26.7128 2312 2 905.9199 3.0938
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 812.4876 VPQIEVK 266.4819 812.4884 19.8269 18205 2 406.7479 ‐0.8992
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 841.4203 LAYGFDR 150.3629 841.4157 27.9926 5156 1 841.4157 ‐5.0832
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 866.4618 VVYQTEK 506.7317 866.4634 18.1856 3119 2 433.7354 0.1248
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 814.4781 AVQELVR 155.1926 814.4796 24.9923 2539 1 814.4796 2.0431
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 598.3559 QIEVK 82.9176 598.3579 19.6202 2171 1 598.3579 2.75
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 767.3934 VYQTEK 389.7116 767.3945 18.1823 1259 1 767.3945 1.13
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1068.5360 PENTFFSVK 223.0730 1068.5294 29.7132 1248 1 1068.5294 ‐5.0301
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1188.6371 ASSAAQIHVLGGI 139.7211 1188.6428 30.2718 1188 2 594.8250 3.76
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 1281.6474 VNPENTFFSVK 336.4792 1281.6418 28.7864 1067 2 641.3245 ‐5.2027
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 851.4985 GVPQIEVK 60.2549 851.5019 19.5007 6453 1 851.5019 4.22
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 3437.9710 76622.1668 62 41.64 None 2044.0458 ASSAAQIHVLGGIGFASSSSSK 358.9020 2044.0456 27.0165 1008 3 682.0201 ‐0.7134
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1066.5779 TTPSVVAYTK 26463.3500 1066.5788 18.8944 20015 2 533.7931 ‐0.3149
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1579.8115 QAVVNPENTFFSVK 12820.7800 1579.8124 29.7406 18792 2 790.4098 0.4619
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1024.6150 IPAVQELVR 6086.7360 1024.6160 25.7206 16017 2 512.8117 ‐0.2480
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1737.8806 IINEPTAASLAYGFDR 4262.8060 1737.8783 29.8431 14792 2 869.4428 ‐1.1179
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1461.7696 QFAAEEISAQVLR 7493.8240 1461.7697 29.7543 11637 2 731.3885 ‐0.2891
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1373.7271 DIDEVILVGGSTR 2854.7080 1373.7224 28.4881 9944 2 687.3649 ‐3.9416
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 869.5091 GVPQIEVK 2690.3560 869.5093 20.4092 6577 2 435.2583 ‐1.4166
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 870.5407 IAGLEVLR 2426.9470 870.5423 26.2627 2031 2 435.7748 0.1566
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 2349.1980 MASSAAQIHVLGGIGFASSSSSKR 498.9966 2349.1406 26.2627 3307 4 588.0406 ‐26.0226
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1273.6998 KDEGIDLLKDK 296.8516 1273.6681 24.7578 2925 2 637.3377 ‐25.6183
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1177.6252 VVDWLAAEFK 346.8033 1177.6117 29.4208 2395 2 589.3095 ‐12.3934
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 2437.1841 SEVFSTAADGQTSVEINVLQGER 1340.8020 2437.1608 30.2507 957 2 1219.0841 ‐7.8401
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 2152.9815 DEVDQMVQEAERFAKDDK 510.6441 2152.9614 27.1732 14148 3 718.3253 ‐9.8941
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 rbamidomethyl+C 1595.7734 AKFEELCSDLLDR 2140.2840 1595.7751 28.1021 13219 2 798.3912 0.9456
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1681.8214 FIGRKMNEVDEESK 460.4918 1681.8196 27.6645 12040 2 841.4134 ‐0.9900
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 2092.2280 2902.4477 30.8407 11494 4 726.3674 ‐0.6625
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 3120.5518 QDITITGASTLPKDEVDQMVQEAERFAK 678.9457 3120.5389 37.4958 6861 3 1040.8512 ‐3.0583
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1023.5218 DNKSLGSFR 212.5035 1023.5152 19.2074 3255 2 512.2612 ‐7.7102
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 812.4876 VPQIEVK 223.3976 812.4884 19.8269 18205 2 406.7479 ‐0.7568
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 841.4203 LAYGFDR 80.1861 841.4157 27.9926 5156 1 841.4157 ‐4.8079
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 2392.1813 ASTLPKDEVDQMVQEAERFAK 239.8217 2392.1888 37.1546 3062 3 798.0678 2.70
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 783.3883 QDITITGA 100.2910 783.3924 36.2218 2730 1 783.3924 5.60
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 814.4781 AVQELVR 856.5643 814.4796 24.9923 2539 1 814.4796 2.09
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 1068.5360 PENTFFSVK 358.8229 1068.5294 29.7132 1248 1 1068.5294 ‐4.6915
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 757.4567 AGLEVLR 726.3896 757.4569 25.5707 1236 1 757.4569 0.6437
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1109.8590 76622.1668 62 41.64 None 852.5302 IAGLEVLR 355.3891 852.5325 24.5032 2591 2 426.7699 1.0934
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20665.4200 14601.4680 5 41.61 None 1655.8850 EQLALAADVPLTAESK 44447.4700 1655.8847 28.9465 29454 2 828.4460 ‐0.1864
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 20665.4200 14601.4680 5 41.61 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 73103.5500 3233.6008 47.4651 16690 3 1078.5384 ‐0.5408
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 18927.8700 14601.4680 5 41.61 None 1655.8850 EQLALAADVPLTAESK 40475.6600 1655.8847 28.9465 29454 2 828.4460 ‐0.1540
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 18927.8700 14601.4680 5 41.61 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 66840.8100 3233.6008 47.4651 16690 3 1078.5384 ‐0.3569
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 18927.8700 14601.4680 5 41.61 None 1272.6504 MASLSTTSLSFK 593.6353 1272.6526 28.4221 2612 2 636.8299 0.9688
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 1116.5354 ALVDAPDMER 50282.9800 1116.5392 21.8097 30769 2 558.7732 2.42
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 1301.6484 VALVNYGEDHGK 36592.6500 1301.6497 18.5264 14555 3 434.5547 ‐0.7279
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 904.4808 ALIEAMEK 10066.1900 904.4815 21.4021 12834 2 452.7444 ‐0.9608
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 1371.7842 LSLTDIVIDINR 1221.3050 1371.7860 21.1864 7889 2 686.3967 0.7136
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 964.4483 ANLNDFDR 25920.6200 964.4501 18.8350 5953 2 482.7287 0.3335
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 936.5084 IQMNFKR 149.7570 936.4857 16.9556 3112 1 936.4857 ‐23.5077
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 415.2551 LSLT 95.8230 415.2538 20.3375 13597 1 415.2538 ‐4.1577
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 1202.5800 ALVNYGEDHGK 17872.3500 1202.5798 18.5202 2210 2 601.7935 ‐1.1926
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 833.3458 DAPDMER 705.9243 833.3471 21.8051 2168 1 833.3471 1.03
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 813.3811 ALVDAPDM 127.5907 813.3852 22.2464 2063 1 813.3852 5.31
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 9295.0730 15505.4234 16 42.54 None 932.4142 VDAPDMER 646.6425 932.4164 21.8198 1966 1 932.4164 3.0060
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5134.7230 15505.4234 16 42.54 None 1301.6484 VALVNYGEDHGK 47460.9900 1301.6497 18.5264 14555 3 434.5547 ‐0.9806



NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5134.7230 15505.4234 16 42.54 None 904.4808 ALIEAMEK 14815.1200 904.4815 21.4021 12834 2 452.7444 ‐0.8304
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5134.7230 15505.4234 16 42.54 None 1395.7128 RANLNDFDRFK 863.7295 1395.7073 24.4146 5477 2 698.3573 ‐4.4241
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5134.7230 15505.4234 16 42.54 None 720.3597 IEAMEK 12011.5600 720.3611 21.3529 4906 1 720.3611 2.98
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 5134.7230 15505.4234 16 42.54 None 1202.5800 ALVNYGEDHGK 21620.7300 1202.5798 18.5202 2210 2 601.7935 ‐1.1010
NP_194664.1 profilin 2 Arabidopsis thaliana 1365.4220 14111.9643 13 51.15 None 1079.5619 LGDYLIESGL 691.9868 1079.5583 33.0283 19667 1 1079.5583 ‐2.0830
NP_194664.1 profilin 2 Arabidopsis thaliana 1365.4220 14111.9643 13 51.15 rbamidomethyl+C( 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 4617.8360 2798.3522 34.6147 14149 3 933.4556 1.08
NP_194664.1 profilin 2 Arabidopsis thaliana 1365.4220 14111.9643 13 51.15 None 1987.9760 DFEEAGHLAPTGLFLGGEK 2973.9180 1987.9807 31.9493 11034 3 663.3318 1.51
NP_194664.1 profilin 2 Arabidopsis thaliana 1365.4220 14111.9643 13 51.15 None 1018.5568 PTGLFLGGEK 203.8847 1018.5589 31.0013 3422 1 1018.5589 3.0802
NP_194664.1 profilin 2 Arabidopsis thaliana 1365.4220 14111.9643 13 51.15 None 873.4353 LGDYLIES 128.6896 873.4310 31.6943 1748 1 873.4310 ‐4.3880
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 1079.5619 LGDYLIESGL 1736.6970 1079.5583 33.0283 19667 1 1079.5583 ‐1.7412
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 rbamidomethyl+C( 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 2232.7150 2798.3522 34.6147 14149 3 933.4556 1.63
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 1987.9760 DFEEAGHLAPTGLFLGGEK 5719.6320 1987.9807 31.9493 11034 3 663.3318 1.76
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 1392.7304 YMVVQGEAGAVIR 280.0508 1392.7352 33.6080 792 2 696.8712 2.92
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 1018.5568 PTGLFLGGEK 177.3055 1018.5589 31.0013 3422 1 1018.5589 3.49
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 873.4353 LGDYLIES 147.4038 873.4310 31.6943 1748 1 873.4310 ‐4.1038
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 rbamidomethyl+C 1074.5361 GQCNLVVER 637.6270 1074.5306 34.1929 1300 1 1074.5306 ‐3.5794
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.0190 14111.9643 13 51.15 None 1061.5514 LGDYLIESGL 266.5908 1061.5448 33.1182 4250 1 1061.5448 ‐4.7049
NP_194746.1 peroxidase 45 Arabidopsis thaliana 307.1030 36342.0943 14 24.31 None 1479.7954 FQQTFVTAPATLR 1716.5760 1479.7967 16.8924 9622 2 740.4020 0.4787
NP_194746.1 peroxidase 45 Arabidopsis thaliana 307.1030 36342.0943 14 24.31 None 1771.9589 EVVVLTGGPSYPVELGR 3005.4580 1771.9597 30.2102 7340 2 886.4835 0.7625
NP_194746.1 peroxidase 45 Arabidopsis thaliana 307.1030 36342.0943 14 24.31 None 1486.6921 STVNSFANSEGAFR 1090.3920 1486.6964 23.2624 4511 2 743.8519 2.24
NP_194746.1 peroxidase 45 Arabidopsis thaliana 307.1030 36342.0943 14 24.31 None 1214.6198 IAINMDPTSPR 1012.2470 1214.6289 23.1014 6865 2 607.8181 6.45
NP_194746.1 peroxidase 45 Arabidopsis thaliana 307.1030 36342.0943 14 24.31 None 1197.5932 IAINMDPTSPR 180.1860 1197.6004 24.0826 4004 2 599.3038 4.54
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1771.9589 EVVVLTGGPSYPVELGR 5811.3730 1771.9597 30.2102 7340 2 886.4835 0.7798
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1486.6921 STVNSFANSEGAFR 1567.7680 1486.6964 23.2624 4511 2 743.8519 2.69
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1214.6198 IAINMDPTSPR 3330.5480 1214.6289 23.1014 6865 2 607.8181 6.45
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 2605.2827 ASVQSQLPQPEFNLNQLNGMFSR 341.6624 2605.3138 36.0972 2218 3 869.1095 12.1428
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1883.9610 GLFTSDQILFTDQRSR 448.2197 1883.9590 24.9155 8583 2 942.4832 ‐0.5066
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 rbamidomethyl+C(6)
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 rbamidomethyl+C 1531.8261 NKVSCADILALATR 1012.9840 1531.8112 24.5204 3791 2 766.4092 ‐9.9706
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1552.7213 EFNLNQLNGMFSR 582.1059 1552.7215 38.2861 1208 2 776.8644 ‐0.0251
NP_194746.1 peroxidase 45 Arabidopsis thaliana 508.4195 36342.0943 14 24.31 None 1197.5932 IAINMDPTSPR 181.0076 1197.6004 24.0826 4004 2 599.3038 5.0376
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1040.6463 LVTPLTLQR 25159.8100 1040.6468 16.6453 18373 2 520.8270 ‐0.8740
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 rbamidomethyl+C( 1336.6314 FNVANPTTGCQK 12705.3500 1336.6316 18.9041 13302 2 668.8194 ‐0.5848
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 rbamidomethyl+C 1826.0456 GCIVSPDLSVLNLVIVK 9070.6110 1826.0438 22.6667 9239 2 913.5256 ‐0.5726
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1608.7752 ISQEVSGDALGEEFK 2396.4320 1608.7797 25.4417 8589 2 804.8935 2.06
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1072.5534 TYVNTYRR 446.3730 1072.5760 33.0409 2459 2 536.7917 19.7985
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1372.7431 KLEIDDDQKLR 4133.2310 1372.7447 18.2774 4428 3 458.2531 ‐0.3593
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1769.9028 KGENDLPGLTDTEKPR 1939.9050 1769.9044 19.5489 4361 3 590.6396 ‐0.1396
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1868.9389 LEIDDDQKLRAFYDK 750.9115 1868.9276 30.2845 1168 2 934.9674 ‐5.5247
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1131.5640 EIDDDQKLR 145.4125 1131.5615 16.7536 2127 2 566.2844 ‐3.4266
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 828.4938 TPLTLQR 253.1769 828.4940 16.6393 1610 1 828.4940 0.5615
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2864.1760 28595.2031 14 37.20 None 1590.7646 ISQEVSGDALGEEFK 557.3528 1590.7666 24.5729 961 3 530.9270 ‐0.0321
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 1027.0290 28595.2031 14 37.20 rbamidomethyl+C( 1336.6314 FNVANPTTGCQK 21229.2300 1336.6316 18.9041 13302 2 668.8194 ‐0.5107
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 1027.0290 28595.2031 14 37.20 None 1102.6103 LSSAAAKPSVTA 167.2127 1102.6077 24.0612 3605 2 551.8075 ‐3.4737
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 1027.0290 28595.2031 14 37.20 None 1394.6910 IAKANSDAADYQK 585.4311 1394.6835 23.0878 14355 2 697.8454 ‐5.9321
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1906.3500 23917.8178 5 21.92 None 1700.9429 ALDSQIAALSEDIVKK 2980.0290 1700.9454 31.6254 14280 3 567.6533 0.3832
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1906.3500 23917.8178 5 21.92 None 1232.5940 ELDEQAAAVMR 18177.9200 1232.5950 21.6962 12070 2 616.8012 ‐0.0639
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1906.3500 23917.8178 5 21.92 None 1675.8749 EALASLESQKEETIK 2957.4880 1675.8729 21.3873 8627 3 559.2958 ‐2.3331
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1906.3500 23917.8178 5 21.92 None 1572.8479 ALDSQIAALSEDIVK 7986.1610 1572.8490 33.9194 6956 2 786.9281 0.5072
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1906.3500 23917.8178 5 21.92 None 1802.9382 VEEELKEALASLESQK 356.1548 1802.8980 26.8558 928 2 901.9526 ‐21.9419
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 863.6011 14527.0301 2 20.49 None 1230.6841 EALGALPLYQR 2304.9150 1230.6829 27.4532 8533 2 615.8451 ‐1.8576
NP_194973.1 Cytochrome bd ubiquinol oxidase Arabidopsis thaliana 863.6011 14527.0301 2 20.49 None 1831.7731 YDDLYDQYYSMDIK 5714.6620 1831.7748 29.8207 4553 2 916.3910 1.41
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 2069.0017 LWKPMIEEMYAEMNKR 3773.9730 2069.0029 21.8268 13559 2 1035.0051 1.32
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 2938.3238 FENITEFLDGDSNNSEAGFGSTFQRR 722.0466 2938.3380 21.7652 7244 3 980.1175 5.05
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 1560.8241 LNNSHIQPNGPTLR 147.1629 1560.8442 17.6989 1406 2 780.9258 12.08
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 2114.9885 SDPLQMGGFDIFNSMLTNK 501.2314 2115.0337 22.0010 1163 2 1058.0205 22.7200
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 2197.0967 LWKPMIEEMYAEMNKRK 371.6032 2197.0733 19.7672 4190 2 1099.0403 ‐9.0655
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 1699.9530 FALQTVSFLYKNLR 444.5470 1699.9695 22.6098 1697 3 567.3280 8.94
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 1255.6178 EAGFGSTFQRR 124.1325 1255.6215 22.8117 987 1 1255.6215 4.72
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 1542.8135 LNNSHIQPNGPTLR 140.5693 1542.8108 18.8512 2813 2 771.9090 ‐1.8767
NP_195024.1 homeobox protein ATH1 Arabidopsis thaliana 191.8403 54242.0221 9 8.88 None 2096.9780 SDPLQMGGFDIFNSMLTNK 125.0046 2096.9799 20.2496 1961 2 1048.9936 2.75
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 2403.2078 SLLQSDDLYQYILETSVYPR 3056.3170 2403.2100 22.5589 15461 2 1202.1086 2.07
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 1694.8847 EGPALPVLDEIVADEK 10458.7300 1694.8896 35.7777 13006 2 847.9485 3.0126
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 931.5030 ILAMDVNR 5919.1280 931.5032 20.9663 12010 2 466.2552 ‐1.4077
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 977.5302 DFVLELNK 6604.4450 977.5275 27.9301 10679 2 489.2674 ‐4.2588
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 1792.8420 TSSTNGEDQKQSQNLR 502.6472 1792.8526 25.8235 2022 2 896.9300 6.75
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 1116.5756 DQKQSQNLR 95.2171 1116.5830 27.3513 9807 2 558.7952 5.24
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1906.5100 29269.3167 9 26.25 None 818.4189 LAMDVNR 556.7516 818.4186 20.3359 3591 1 818.4186 ‐0.1028
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 344.8087 29269.3167 9 26.25 None 2403.2078 SLLQSDDLYQYILETSVYPR 2965.1330 2403.2100 22.5589 15461 2 1202.1086 2.44
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 344.8087 29269.3167 9 26.25 rbamidomethyl+C(4)
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 1198.7154 LAVQLVAGGSGVK 1466.6780 1198.7116 15.8604 31475 2 599.8594 ‐4.1887
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 rbamidomethyl+C( 2567.2004 LLEDVANVDCSYNMTPEELNIK 2085.9970 2567.1898 31.8647 14855 2 1284.0986 ‐2.0461
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 1143.6004 GGVIDEDALVR 49940.7300 1143.6014 24.1225 12510 2 572.3043 ‐0.2914
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 1324.6644 VIAHDPYAPADR 21875.5400 1324.6667 17.0644 7317 3 442.2271 0.0417
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 rbamidomethyl+C 1159.6504 ISLCDALIVR 1577.3070 1159.6513 18.7045 6519 2 580.3293 ‐0.3241
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMSVGR 1207.1030 3005.4858 22.1055 4203 3 1002.5001 2.0206
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 2278.1965 GIIEPISDVYVNLVNADFTAK 740.1972 2278.1926 22.6184 13112 2 1139.5999 ‐0.3239
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 1838.9330 GLGMRVIAHDPYAPADR 1630.2970 1838.9362 22.8957 2061 3 613.6502 0.8015
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 961.4989 LVNADFTAK 128.5072 961.4974 21.5941 3264 2 481.2523 ‐3.1640



NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 867.4359 VIAHDPYA 180.4291 867.4399 17.2002 2671 1 867.4399 5.0889
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1566.4060 63610.2070 29 21.72 None 1252.5990 QVDQPGMIGTVGS 1123.1830 1252.5948 20.9077 1004 1 1252.5948 ‐1.5253
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 rbamidomethyl+C( 2567.2004 LLEDVANVDCSYNMTPEELNIK 1181.0750 2567.1898 31.8647 14855 2 1284.0986 ‐2.1325
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 None 1324.6644 VIAHDPYAPADR 16537.8700 1324.6667 17.0644 7317 3 442.2271 ‐0.2057
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 None 1143.6004 GGVIDEDALVR 615.6841 1143.6316 33.3377 2927 2 572.3194 26.2333
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 None 1677.8766 SATAAASSSIAVATNSLR 1002.7410 1677.9070 24.5684 1183 2 839.4571 18.1982
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 None 1585.8618 KQAIMAIGVDDIPSK 802.4918 1585.8664 25.9785 4998 3 529.2936 1.75
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 413.3665 63610.2070 29 21.72 None 1838.9330 GLGMRVIAHDPYAPADR 2570.3680 1838.9362 22.8957 2061 3 613.6502 0.6703
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 1198.7154 LAVQLVAGGSGVK 547.6962 1198.7116 15.8604 31475 2 599.8594 ‐4.1020
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 1462.8960 2555.3463 22.2312 17970 2 1278.1768 2.90
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 2278.1965 GIIEPISDVYVNLVNADFTAK 1788.9790 2278.1926 22.6184 13112 2 1139.5999 0.0111
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 rbamidomethyl+C 1159.6504 ISLCDALIVR 2844.8370 1159.6513 18.7045 6519 2 580.3293 ‐0.2464
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 1457.7668 QAIMAIGVDDIPSK 182.5110 1457.7689 21.0363 5937 2 729.3881 1.1082
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMSVGR 1771.5390 3005.4858 22.1055 4203 3 1002.5001 1.81
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 1929.0361 QAIMAIGVDDIPSKETLK 234.9280 1929.0617 19.4330 1134 2 965.0345 14.1646
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 1796.0025 IVNVARGGVIDEDALVR 328.6245 1795.9973 16.9071 17666 3 599.3373 ‐3.7124
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 3169.6474 LSEERVLLDGSPESPLETITVQLSNVESK 979.5311 3169.6246 21.8002 10524 3 1057.2130 ‐6.3714
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 1703.9618 IGEIPAVEEFVFLKL 908.8392 1703.9460 24.4381 7699 2 852.4766 ‐8.9516
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 3442.7570 QVDQPGMIGTVGSILGESNVNVNFMSVGRIAPR 323.0927 3442.7435 23.1622 1564 3 1148.2527 ‐2.7470
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 275.9618 63610.2070 29 21.72 None 3151.6369 LSEERVLLDGSPESPLETITVQLSNVESK 233.8016 3151.6451 19.5862 13176 4 788.6667 2.16
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 rbamidomethyl+C 1627.7607 VIPGFMCQGGDFTAK 48986.0400 1627.7616 17.6926 71123 2 814.3844 0.4783
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 2098.9750 IEMELFADTTPNTAENFR 89738.6100 2098.9729 32.5261 53058 2 1049.9901 0.0041
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1526.7672 VFFDMSLSGTPIGR 10756.4000 1526.7669 20.1739 28957 2 763.8871 ‐0.4427
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 rbamidomethyl+C 1192.5878 VVTITDCGQLS 1365.3320 1192.5911 23.4609 28285 2 596.7992 1.91
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1012.5938 HVVFGQVVK 8889.2250 1012.5950 14.0529 7827 2 506.8012 ‐0.2487
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1153.5484 NGTGGESIYGAK 273.4095 1153.5448 38.8784 1201 1 1153.5448 ‐1.6434
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1483.6812 FADTTPNTAENFR 362.3416 1483.6858 30.5214 5119 2 742.3465 2.01
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1466.6546 FADTTPNTAENFR 288.6392 1466.6618 30.2362 1565 2 733.8346 4.07
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1295.6340 VFFDMSLSGTPI 362.3242 1295.6338 22.0945 806 1 1295.6338 1.43
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 15110.3300 18606.1756 24 45.93 None 1135.5378 NGTGGESIYGAK 100.3011 1135.5412 36.4922 939 1 1135.5412 4.03
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 2098.9750 IEMELFADTTPNTAENFR 60415.8000 2098.9729 32.5261 53058 2 1049.9901 ‐0.0213
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 rbamidomethyl+C 1192.5878 VVTITDCGQLS 1478.6320 1192.5911 23.4609 28285 2 596.7992 1.19
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 1040.5411 FKDENFIK 2646.7590 1040.5450 19.6662 4413 2 520.7761 2.82
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 1168.6361 FKDENFIKK 7335.0830 1168.6382 17.1430 12087 3 390.2176 ‐0.3606
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 1483.6812 FADTTPNTAENFR 144.4306 1483.6858 30.5214 5119 2 742.3465 2.50
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 893.4727 KDENFIK 274.4347 893.4774 20.4266 3437 2 447.2423 3.08
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 1466.6546 FADTTPNTAENFR 118.9554 1466.6618 30.2362 1565 2 733.8346 4.77
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6557.3730 18606.1756 24 45.93 None 2081.9484 IEMELFADTTPNTAENFR 221.2070 2081.9544 33.2177 1289 2 1041.4808 3.43
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 rbamidomethyl+C 1627.7607 VIPGFMCQGGDFTAK 50133.9200 1627.7616 17.6926 71123 2 814.3844 0.6637
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 None 1526.7672 VFFDMSLSGTPIGR 20166.6000 1526.7669 20.1739 28957 2 763.8871 ‐0.2806
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 None 1012.5938 HVVFGQVVK 14425.7100 1012.5950 14.0529 7827 2 506.8012 ‐0.2048
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 None 687.3784 SGTPIGR 170.4127 687.3817 19.8793 5582 1 687.3817 4.42
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 rbamidomethyl+C 1415.6083 PGFMCQGGDFTAK 12269.4700 1415.6129 17.6854 4419 2 708.3101 2.57
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6768.4450 18606.1756 24 45.93 None 1295.6340 VFFDMSLSGTPI 248.8448 1295.6338 22.0945 806 1 1295.6338 1.11
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1523.8580 LGPNYLQLPVNAPK 36724.5900 1523.8579 18.1818 87953 2 762.4326 ‐0.3908
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1136.6786 APGVQTPVIVR 38094.7300 1136.6792 22.3723 79606 2 568.8432 ‐0.6577
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 rbamidomethyl+C( 2242.0598 GFFEVTHDISNLTCADFLR 5077.0990 2242.0591 21.3744 43907 3 748.0245 ‐0.6387
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 798.4832 LNVRPSI 16728.8900 798.4837 21.5132 15475 2 399.7455 ‐1.3296
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1984.9916 EGNFDLVGNNFPVFFIR 8523.3660 1984.9906 23.0643 13752 2 992.9989 0.2587
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1045.5524 SLLEEDAIR 17589.1400 1045.5547 23.7972 11927 2 523.2810 0.7812
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1255.5590 DEEVNYFPSR 13225.0700 1255.5603 22.4721 11098 2 628.2838 0.1530
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1072.5422 WIDALSDPR 914.3014 1072.5438 25.2960 9432 2 536.7755 0.1679
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1069.5174 SHIQENWR 596.2404 1069.5163 15.6799 1330 2 535.2618 ‐2.3386
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1483.7216 SIWISYWSQADK 1552.4630 1483.7316 19.5020 8757 2 742.3694 6.39
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 779.4046 KENNFK 378.7778 779.4024 17.6335 1994 1 779.4024 ‐2.7538
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 1145.5698 YDQVRHAEK 261.3476 1145.5716 16.2157 4130 2 573.2894 0.4371
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 rbamidomethyl+C 1617.8166 YPTPPAVCSGKRER 317.3703 1617.8032 21.5667 3224 2 809.4052 ‐8.3674
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 522.2671 NNFK 59.5334 522.2678 16.0107 14970 1 522.2678 0.7166
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 685.3991 NVRPSI 365.9657 685.3983 22.2198 11095 1 685.3983 ‐1.3510
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 571.3562 VRPSI 177.1088 571.3570 20.4662 7398 1 571.3570 0.7137
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 545.2718 LGPNY 86.3447 545.2744 18.2205 4271 1 545.2744 4.0739
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 603.3249 ADFLR 91.2353 603.3232 20.8277 3934 1 603.3232 ‐3.3177
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 644.3151 YDQVR 71.1765 644.3173 17.7864 3291 1 644.3173 3.0978
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 882.4468 VNYFPSR 176.5852 882.4489 20.9389 3226 1 882.4489 2.20
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 rbamidomethyl+C 781.3662 CADFLR 139.8012 781.3634 23.9359 2648 1 781.3634 ‐3.3300
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 812.4989 QTPVIVR 886.5019 812.4983 22.3652 2120 1 812.4983 ‐0.4045
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 968.5887 GVQTPVIVR 1007.4970 968.5885 22.3716 2115 1 968.5885 0.6219
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 rbamidomethyl+C 882.4138 TCADFLR 277.8314 882.4182 18.9997 1263 1 882.4182 5.99
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 None 633.2991 KENNF 61.1799 633.3007 16.5182 1176 1 633.3007 2.1446
NP_195235.1 catalase 2 Arabidopsis thaliana 3692.6700 57273.5396 26 29.47 rbamidomethyl+C( 2224.0492 GFFEVTHDISNLTCADFLR 566.4677 2224.0380 20.3657 1998 2 1112.5226 ‐3.7277
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1589.7693 VPSFEELEQTPDAK 4942.5250 1589.7722 26.5864 11074 2 795.3897 1.53
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1463.7563 ASIYNAMPLAGVEK 6169.6540 1463.7565 28.5193 10638 2 732.3819 ‐0.2718
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1905.9626 DLIGNAQDITPVMLDYK 2073.5320 1905.9597 34.0360 8525 2 953.4835 ‐0.9335
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1901.0531 VFNFAAGPATLPENVLLK 3429.3700 1901.0515 21.0979 8054 2 951.0294 ‐0.2530
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1065.5463 SELEAEFIK 5463.8540 1065.5488 25.4930 4525 2 533.2780 1.0753
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1324.7947 NVGPSGVTIVIIR 3766.1720 1324.7955 18.1216 4252 2 662.9014 ‐0.1480
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 2034.0576 KDLIGNAQDITPVMLDYK 580.0301 2034.0013 36.8065 6410 2 1017.5043 ‐26.8058
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 2630.3072 YLHICANETIHGVEFKDYPVPK 659.7196 2630.2924 31.0262 3200 3 877.4356 ‐5.4366
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 1930.9480 YLHICANETIHGVEFK 1112.5590 1930.9142 22.0885 1888 2 965.9607 ‐16.8953



NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1452.8897 NVGPSGVTIVIIRK 413.7367 1452.8798 18.9647 1862 2 726.9435 ‐7.2563
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 2385.1946 NQRKADLLYNAIEESNGFFR 256.8327 2385.1711 39.1537 21985 2 1193.0892 ‐8.1921
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 1355.6777 YCKTNVIWSGK 90.1993 1355.6667 22.3601 15510 2 678.3370 ‐8.7820
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1150.6830 NVGPSGVTIVII 420.5845 1150.6802 18.6793 135585 2 575.8438 ‐3.5509
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1194.7093 PATLPENVLLK 315.2660 1194.7052 19.6478 3370 1 1194.7052 ‐1.7301
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 None 1578.7832 DLIGNAQDITPVMLD 357.0185 1578.7908 35.9889 1709 2 789.8990 4.40
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 1135.5241 YCKTNVIWS 97.4411 1135.5316 21.6344 935 2 568.2694 5.00
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 1337.6671 YCKTNVIWSGK 221.9676 1337.6677 23.1356 2499 2 669.3375 ‐0.2395
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 928.4460 47815.6348 27 24.88 rbamidomethyl+C 1338.6511 YCKTNVIWSGK 348.6350 1338.6518 22.7934 1540 2 669.8295 ‐0.1986
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 1463.7563 ASIYNAMPLAGVEK 7632.0690 1463.7565 28.5193 10638 2 732.3819 ‐0.2144
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 1589.7693 VPSFEELEQTPDAK 4040.5830 1589.7726 26.5725 9673 2 795.3899 1.54
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 1194.6075 DITPVMLDYK 204.0803 1194.5984 33.0104 2230 1 1194.5984 ‐5.5951
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 1308.5493 GSGMSVMEMSHR 1008.1460 1308.5516 19.8505 2954 2 654.7794 1.0244
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 rbamidomethyl+C( 2814.3880 ADLLYNAIEESNGFFRCPVEKSVR 835.2561 2814.4000 33.2522 6863 3 938.8048 4.86
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 2401.2227 GHRSVGGMRASIYNAMPLAGVEK 194.1618 2401.2406 28.9005 4130 3 801.0850 7.86
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 1009.5108 GHRSVGGMRA 162.3221 1009.5134 29.0287 5017 2 505.2603 1.1608
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 rbamidomethyl+C( 1983.8906 ADLLYNAIEESNGFFRC 195.9062 1983.8799 33.2334 3222 2 992.4436 ‐4.6384
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 412.9202 47815.6348 27 24.88 None 913.4302 VPSFEELE 243.7123 913.4305 25.4535 1186 1 913.4305 1.37
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 rbamidomethyl+C( 2104.0930 VLLQDFTGVPAVVDLACMR 5479.2800 2104.0854 22.4237 13969 2 1052.5464 ‐2.5535
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1116.6259 TSLAPGSGVVTK 14718.4300 1116.6274 18.4134 12871 2 558.8173 0.1118
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 rbamidomethyl+C( 1548.8277 SNLVGMGIIPLCFK 8513.0190 1548.8260 21.4817 10327 2 774.9166 ‐1.3141
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 914.5669 ILLESAIR 12995.7800 914.5665 16.3426 9197 2 457.7869 ‐2.1072
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1864.9507 DGMTATDLVLTVTQMLR 1212.2390 1864.9592 24.1466 8932 3 622.3246 3.14
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1777.9041 EVAEVVQSSVLPDMFK 1308.4840 1777.9057 33.7795 6367 2 889.4565 1.03
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1331.5824 MFVDYSEPESK 1857.3720 1331.5834 22.3308 3240 2 666.2954 0.0716
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1202.6052 ILDWENTSPK 598.3505 1202.6067 25.9483 1674 2 601.8070 0.2787
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1596.7864 DTIILAGAEYGSGSSR 644.2847 1596.7568 26.2392 2306 3 532.9238 ‐19.7733
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 981.5074 LSVFDAAMK 836.5343 981.4832 21.2964 1777 1 981.4832 ‐23.7732
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 rbamidomethyl+C( 2150.1274 ILLESAIRNCDEFQVKSK 649.5228 2150.1122 24.6076 2410 2 1075.5597 ‐5.9728
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1812.8796 SDDTVSMIEAYLRANK 1222.8770 1812.8817 26.9366 752 3 604.9654 0.1833
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 744.4250 PGSGVVTK 167.3832 744.4248 19.7319 8816 1 744.4248 ‐0.2939
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 631.3232 TQMLR 103.0844 631.3213 23.7241 8789 1 631.3213 ‐3.4162
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 688.3988 LESAIR 3430.5340 688.3970 16.3488 3206 1 688.3970 ‐2.7341
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 rbamidomethyl+C 765.3382 DLACMR 109.2902 765.3406 23.4568 2188 1 765.3406 3.1806
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1362.7012 IILAGAEYGSGSSR 565.9528 1362.7018 25.1447 1368 2 681.8545 ‐0.2030
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 664.2410 98836.5880 33 18.49 None 1184.5946 ILDWENTSPK 253.9840 1184.5952 28.3076 1134 2 592.8012 ‐0.5742
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 rbamidomethyl+C( 2104.0930 VLLQDFTGVPAVVDLACMR 10105.8100 2104.0854 22.4237 13969 2 1052.5464 ‐2.2586
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 rbamidomethyl+C( 1548.8277 SNLVGMGIIPLCFK 8866.5870 1548.8260 21.4817 10327 2 774.9166 ‐1.1469
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 914.5669 ILLESAIR 5685.0770 914.5665 16.3426 9197 2 457.7869 ‐2.0859
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 3291.4750 2298.2814 21.4829 8634 3 766.7653 ‐0.2807
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 3291.7147 ANYLASPPLVVAYALAGTVDIDFETQPIGTGK 1764.0660 3291.7154 24.3219 1713 3 1097.9100 1.73
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 981.5074 LSVFDAAMK 121.9315 981.4832 21.2964 1777 1 981.4832 ‐24.0771
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 2523.2150 ALEKPDGGEFGNYYSLPALNDPR 176.4742 2523.2510 19.9041 1650 2 1262.1291 16.6216
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 2485.2398 FDTEVELAYFDHGGILQYVIR 534.8599 2485.2932 23.6613 1624 3 829.1026 21.4951
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 1596.7864 DTIILAGAEYGSGSSR 524.9676 1596.8206 17.6146 1332 2 798.9139 21.4741
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 Oxidation+M(1) 3912.9225 MASENPFRSILKALEKPDGGEFGNYYSLPALNDP 457.6998 3912.9062 24.5240 1886 3 1304.9736 ‐2.4384
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 688.3988 LESAIR 800.4022 688.3970 16.3488 3206 1 688.3970 ‐3.0293
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 801.4829 LLESAIR 135.8545 801.4825 16.3429 1267 1 801.4825 ‐0.4854
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 rbamidomethyl+C 1131.5649 PAVVDLACMR 1822.5140 1131.5691 22.4189 1064 1 1131.5691 4.06
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 1291.6317 YYSLPALNDPR 93.4400 1291.6342 20.3972 952 1 1291.6342 3.26
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 570.1360 98836.5880 33 18.49 None 1404.6906 NYYSLPALNDPR 108.8295 1404.6944 19.6455 897 1 1404.6944 4.04
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1333.7151 AAYPIEFIPNAK 2439.5200 1333.7185 18.1291 13224 2 667.3629 1.46
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1762.8759 FGTVLENVVFDEHTR 2090.8680 1762.8770 31.1859 12336 3 588.2972 ‐0.4094
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 2345.1368 SAPTTPINQNAAAAFAAVSEEER 1243.7350 2345.1305 30.6117 10100 3 782.3817 ‐2.8761
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1908.8875 VFVNDQYLNWDPENR 4204.5960 1908.8872 30.9279 8402 2 954.9473 0.4507
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1876.8316 GSPNIEMDEHTFMVNR 1465.4260 1876.8386 25.9158 8036 3 626.2844 2.95
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1587.9064 IQLQSISASLASLTR 1780.1600 1587.9037 20.5695 6480 2 794.4555 ‐1.8753
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 rbamidomethyl+C(3)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1594.8435 GSFITSNGALATLSGAK 585.0866 1594.8733 18.5470 3451 3 532.2960 17.4280
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 rbamidomethyl+C(3)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1890.8769 VFVNDQYLNWDPENR 283.8918 1890.8859 29.2770 822 2 945.9466 5.17
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 644.2600 73975.4881 28 18.33 None 1576.8329 GSFITSNGALATLSGAK 637.5482 1576.8327 16.7626 760 2 788.9200 ‐0.3467
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1762.8759 FGTVLENVVFDEHTR 2503.2600 1762.8770 31.1859 12336 3 588.2972 ‐0.5578
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1908.8875 VFVNDQYLNWDPENR 3242.6460 1908.8872 30.9279 8402 2 954.9473 0.4501
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1876.8316 GSPNIEMDEHTFMVNR 2470.0920 1876.8386 25.9158 8036 3 626.2844 2.68
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 rbamidomethyl+C(9)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1594.8435 GSFITSNGALATLSGAK 793.7598 1594.8174 31.0007 4015 3 532.2773 ‐17.8298
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1697.8601 EMVILGTQYAGEMKK 399.5510 1697.8191 33.2637 2560 2 849.4132 ‐23.9806
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1578.8283 GLFSVMHYLMPKR 171.2946 1578.8007 37.5622 1887 2 789.9040 ‐17.6229
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1890.8769 VFVNDQYLNWDPENR 156.8362 1890.8859 29.2770 822 2 945.9466 5.34
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 262.2851 73975.4881 28 18.33 None 1680.8335 EMVILGTQYAGEMKK 293.6222 1680.8334 32.2926 1396 2 840.9203 0.0017
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 1333.7151 AAYPIEFIPNAK 1248.1110 1333.7185 18.1291 13224 2 667.3629 1.24
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 1587.9064 IQLQSISASLASLTR 2084.2470 1587.9037 20.5695 6480 2 794.4555 ‐1.6991
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 rbamidomethyl+C(3)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 1594.8435 GSFITSNGALATLSGAK 949.2908 1594.8733 18.5470 3451 3 532.2960 17.6378
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 3518.7941 KTEIFGFEIPTEIEGIPSEILDPVNSWSDKK 1117.1300 3518.8007 23.8401 1747 4 880.4556 1.48
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 2829.4206 EPDIWNAIKFGTVLENVVFDEHTR 225.4907 2829.3972 25.5696 1709 3 943.8039 ‐7.8325
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 3390.6991 KTEIFGFEIPTEIEGIPSEILDPVNSWSDK 715.1885 3390.6840 24.4493 1109 3 1130.8995 ‐3.3576
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 274.8261 73975.4881 28 18.33 None 1576.8329 GSFITSNGALATLSGAK 197.6438 1576.8327 16.7626 760 2 788.9200 ‐0.1730



NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1550.7962 AVVTVPAYFNDAQR 6650.8620 1550.7920 27.5012 14135 2 775.8997 ‐2.8911
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1806.9055 IINEPTAAALSYGMNNK 1992.5280 1806.9080 16.6358 8484 2 903.9577 1.13
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1361.7423 FSPSQIGANVLTK 4305.4410 1361.7441 17.1397 7615 2 681.3757 0.6332
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1417.7355 EVDEVLLVGGMTR 6460.6190 1417.7348 29.5472 6933 2 709.3710 ‐1.0591
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1813.9542 IPAEIASEIETAVSDLR 2029.0080 1813.9484 40.3081 5853 2 907.4778 ‐2.8106
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 981.4888 ETAEAYLGK 5691.9110 981.4892 18.1131 4517 2 491.2482 ‐1.0772
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1140.6735 GELLVGTPAKR 3077.5070 1140.6717 18.4981 2371 2 570.8395 ‐2.7595
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1456.6815 APNGDAWVEANGQK 192.7807 1456.6702 30.7277 3243 2 728.8387 ‐8.2044
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1715.8923 SDNIDLTKDNLALQR 362.9477 1715.9128 22.0387 1686 3 572.6424 10.06
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1823.8956 SQVFSTAADNQMQVGIK 1228.5980 1823.9070 18.3795 1601 2 912.4571 6.84
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1397.8223 LALQRLREAAEK 405.1228 1397.8119 19.8159 71822 2 699.4096 ‐8.0094
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1156.5382 GDAWVEANGQK 152.9048 1156.5391 32.5263 1275 1 1156.5391 2.55
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 633.1277 73360.1934 21 16.28 None 1532.7856 AVVTVPAYFNDAQR 183.1211 1532.7783 28.9811 1964 2 766.8928 ‐5.0054
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 1806.9055 IINEPTAAALSYGMNNK 1132.6250 1806.9080 16.6358 8484 2 903.9577 2.0179
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 1361.7423 FSPSQIGANVLTK 4899.4240 1361.7441 17.1397 7615 2 681.3757 0.7574
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 2507.2875 IELSSTTQTEINLPFITADASGAK 699.4314 2507.3034 22.5392 5342 3 836.4393 6.93
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 981.4888 ETAEAYLGK 670.8787 981.5115 17.0153 4069 2 491.2594 21.7495
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 1813.9542 IPAEIASEIETAVSDLR 506.2154 1814.0010 24.8275 1857 2 907.5041 26.4226
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 1823.8956 SQVFSTAADNQMQVGIK 495.4897 1823.9070 18.3795 1601 2 912.4571 6.89
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 2801.4316 QLIDLRNSADTTIYSVEKSLSEYR 340.6832 2801.4241 22.5861 1885 3 934.4796 ‐2.2690
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 181.0557 73360.1934 21 16.28 None 721.3515 SQVFSTA 410.6165 721.3541 18.3858 1196 1 721.3541 3.68
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1569.8054 NTVPGDVSAMVPGGIR 10597.1300 1569.7994 28.3337 36745 2 785.4033 ‐3.9803
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1806.7738 LDESTGYIDYDQMEK 54137.8700 1806.7766 24.7652 30370 2 903.8919 1.59
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 10884.7700 2402.2122 35.9256 27965 3 801.4089 1.35
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 9251.3050 2253.2255 17.5179 23066 4 564.0618 ‐0.5300
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 2171.0900 LKDFVSAMESSSTIQSEIAK 5999.1410 2171.0905 18.1751 22697 3 724.3684 ‐0.2036
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 16025.6200 2738.3702 23.2404 21302 3 913.4616 ‐0.9959
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1180.6684 VLEAVHIASNK 13899.1700 1180.6707 19.2299 20577 2 590.8390 0.8215
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1041.4888 GFVEEDFAK 42681.7400 1041.4898 23.3532 19874 2 521.2485 ‐0.4120
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1337.6696 AYQEQVLSNSAK 27159.0700 1337.6698 17.7024 16792 2 669.3386 ‐0.4912
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 933.4822 MGTPALTSR 15604.1900 933.4814 17.6224 16308 2 467.2443 ‐2.5341
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1660.8403 ISAVSIFFETMPYR 7071.4830 1660.8451 22.3738 15329 2 830.9262 2.98
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1066.5568 QFPTIGFEK 5219.2880 1066.5579 27.6644 10574 2 533.7826 ‐0.2547
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1157.5361 EVLYDFEDK 24139.9200 1157.5378 25.1984 7560 2 579.2725 0.3676
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1091.6208 LIVAGASAYAR 10481.6200 1091.6205 14.5329 6895 2 546.3139 ‐1.4902
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVVTTTT 295.7343 3655.8731 21.9918 7254 3 1219.2959 8.0161
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1846.9408 QFPTIGFEKETMKYK 1171.1740 1846.9217 20.2882 12008 2 923.9645 ‐9.8591
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 2440.2752 LKDFVSAMESSSTIQSEIAKLR 1615.1970 2440.2763 19.9397 3950 3 814.0969 0.3750
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 959.5044 STIQSEIAK 2062.0790 959.5055 17.1206 4440 2 480.2564 ‐0.4461
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 837.3989 VEEDFAK 4296.1720 837.3992 23.4958 3701 1 837.3992 0.8002
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 769.4203 VTTTTHK 278.3316 769.4232 22.7663 2738 1 769.4232 3.82
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 738.3305 EEDFAK 8016.8580 738.3289 23.3448 1925 1 738.3289 ‐2.0572
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1264.5878 LKDFVSAMESSS 408.8173 1264.5892 19.9000 1631 2 632.7983 0.2701
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6640.9730 57571.8807 30 47.58 None 1103.5691 QEQVLSNSAK 190.0173 1103.5648 18.8765 992 1 1103.5648 ‐2.5693
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 9471.9180 2253.2255 17.5179 23066 4 564.0618 0.7798
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 2171.0900 LKDFVSAMESSSTIQSEIAK 4421.7630 2171.0905 18.1751 22697 3 724.3684 ‐0.1213
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 17215.3300 2738.3702 23.2404 21302 3 913.4616 ‐1.0392
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 1660.8403 ISAVSIFFETMPYR 4535.1360 1660.8452 22.3861 14705 2 830.9262 3.1593
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 1091.6208 LIVAGASAYAR 5666.3000 1091.6205 14.5329 6895 2 546.3139 ‐1.4282
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 1691.9439 SGGTDNHLVLVNLKPK 2759.4060 1691.9429 17.5212 1023 2 846.4751 ‐0.2791
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1664.9230 57571.8807 30 47.58 None 2153.0795 LKDFVSAMESSSTIQSEIAK 448.3116 2153.0667 19.4714 1185 2 1077.0370 ‐4.4876
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1624.9057 HVVFGQVVEGLDVVK 3238.2960 1624.9139 18.6873 36749 3 542.3095 3.08
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 rbamidomethyl+C( 2073.0645 VGSSSGKPTKPVVVADCGQLS 2782.6230 2073.0641 19.7076 27953 3 691.6929 ‐0.7730
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1111.5704 IVMELYTDK 4924.9710 1111.5714 24.8280 27416 2 556.2893 ‐0.2732
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1085.4534 FEDENFER 26830.7900 1085.4551 18.7193 22651 2 543.2312 0.2327
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 834.3992 TDWLDGK 4881.9380 834.3998 21.4447 9411 1 834.3998 1.0891
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1197.6739 GVGGTGKPLHFK 3528.8880 1197.6758 16.3888 3575 3 399.8968 ‐0.2056
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1569.7366 VYFDMTIDGQPAGR 419.1460 1569.7157 25.8285 809 3 523.9101 ‐14.6302
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1465.7719 IVMELYTDKTPR 8692.2360 1465.7720 15.5119 10387 3 489.2622 ‐1.4171
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 899.4179 MELYTDK 639.4299 899.4134 23.7378 4215 1 899.4134 ‐4.3885
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 809.3424 DENFER 2760.9660 809.3401 18.6700 2627 1 809.3401 ‐2.6518
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1352.6879 VMELYTDKTPR 5217.1030 1352.6906 15.5417 2331 2 676.8489 1.05
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 1122.5790 ELYTDKTPR 464.1166 1122.5760 15.9154 1993 2 561.7917 ‐3.7839
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2606.7950 18601.0075 20 51.74 None 938.3850 EDENFER 3780.0890 938.3846 18.7064 1228 1 938.3846 0.2778
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 rbamidomethyl+C( 2073.0645 VGSSSGKPTKPVVVADCGQLS 3653.8150 2073.0641 19.7076 27953 3 691.6929 ‐0.8513
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 1111.5704 IVMELYTDK 9845.8070 1111.5714 24.8280 27416 2 556.2893 ‐0.1699
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 1197.6739 GVGGTGKPLHFK 4757.5200 1197.6758 16.3888 3575 3 399.8968 ‐0.4817
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 1569.7366 VYFDMTIDGQPAGR 227.8160 1569.7205 30.2969 1432 2 785.3639 ‐10.3621
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 899.4179 MELYTDK 269.3647 899.4134 23.7378 4215 1 899.4134 ‐4.0970
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 768.3774 ELYTDK 138.9384 768.3768 22.3304 2906 1 768.3768 ‐0.3831
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1311.7560 18601.0075 20 51.74 None 1041.5840 GGTGKPLHFK 1803.6130 1041.5871 16.3785 2099 2 521.2972 1.47
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1497.1160 20420.9192 13 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 2977.8120 2144.9878 21.2679 23954 2 1072.9976 2.0598
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1497.1160 20420.9192 13 27.7 None 1399.7104 IYDKDGDYIGIK 9477.8950 1399.7156 21.5968 17990 3 467.2434 2.1860
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1497.1160 20420.9192 13 27.7 None 978.5003 GNLDIFSGR 6087.6950 978.5020 26.0639 16032 2 489.7546 0.2075
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1497.1160 20420.9192 13 27.7 None 990.5214 AGTDSIISAR 4885.3480 990.5217 18.1847 14224 2 495.7645 ‐1.2551
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1497.1160 20420.9192 13 27.7 None 807.4359 LDIFSGR 86.3584 807.4320 26.8601 2832 1 807.4320 ‐4.5780
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 1399.7104 IYDKDGDYIGIK 7126.7220 1399.7156 21.5968 17990 3 467.2434 1.56
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 978.5003 GNLDIFSGR 7507.8530 978.5020 26.0639 16032 2 489.7546 0.3282
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 990.5214 AGTDSIISAR 4057.6850 990.5232 18.0969 9363 2 495.7652 0.4107



NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 235.1420 2144.9740 29.0508 2022 2 1072.9906 ‐4.4411
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 765.4141 GDYIGIK 246.2751 765.4150 23.3733 4203 1 765.4150 1.88
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 807.4359 LDIFSGR 141.3598 807.4320 26.8601 2832 1 807.4320 ‐4.3122
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 593.3657 YIGIK 62.6241 593.3633 20.2862 1401 1 593.3633 ‐4.4373
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1093.3740 20420.9192 13 27.7 None 961.4738 GNLDIFSGR 88.7130 961.4760 27.9490 3196 1 961.4760 3.69
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 1015.5531 NLAGDVIGTR 6200.7840 1015.5558 22.3959 30275 2 508.2815 1.25
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 1755.8701 STPFQPYSEVFGIQR 15668.0400 1755.8715 19.2214 28059 2 878.4394 1.0436
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 2724.3264 GPLNNWATHLSDPLHTTIIDTFSSS 972.8280 2724.3223 23.4776 2169 3 908.7789 ‐1.1696
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 1638.7938 MAATSAAAAAASSIMGTR 163.4931 1638.8280 36.0880 1757 2 819.9176 20.8521
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 1507.7533 AATSAAAAAASSIMGTR 400.2416 1507.7405 19.5260 1713 2 754.3739 ‐8.8447
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1144.8220 31196.5219 9 17.24 None 1323.6692 QPYSEVFGIQR 372.5800 1323.6755 19.2534 1894 2 662.3414 4.0554
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 272.3884 31196.5219 9 17.24 None 1015.5531 NLAGDVIGTR 6691.6770 1015.5558 22.3959 30275 2 508.2815 1.84
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 272.3884 31196.5219 9 17.24 None 2724.3264 GPLNNWATHLSDPLHTTIIDTFSSS 483.0352 2724.3776 33.1936 1977 3 908.7974 19.2303
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 272.3884 31196.5219 9 17.24 None 788.4261 AGDVIGTR 516.4141 788.4226 22.3940 3032 1 788.4226 ‐3.9203
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1647.8159 NQVAMNPVNTVFDAK 20218.4600 1647.8154 28.5922 66793 2 824.4114 ‐0.2891
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1680.8340 NAVVTVPAYFNDSQR 45764.3000 1680.8330 27.2761 63589 2 840.9202 ‐0.5082
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1473.6856 TTPSYVAFTDSER 45929.5500 1473.6879 23.6365 61951 2 737.3476 1.1528
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 105716.5000 2560.2539 34.1885 55815 3 854.0895 0.6250
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1675.7307 ATAGDTHLGGEDFDNR 43676.3200 1675.7325 18.5178 55601 3 559.2490 ‐0.0798
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1358.6158 NALENYAYNMR 38755.3900 1358.6179 24.8424 47018 2 679.8126 0.9366
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 rbamidomethyl+C 1386.7298 ELESICNPIIAK 38668.3200 1386.7288 26.1953 40133 2 693.8680 ‐1.2947
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16224.8200 2658.2710 32.8881 35665 3 886.7618 1.57
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1215.6514 DAGVIAGLNVMR 61002.1500 1215.6517 29.0511 34922 2 608.3295 ‐0.7475
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1278.6300 MVNHFVQEFK 78024.1500 1278.6300 15.2981 30702 2 639.8186 ‐0.8219
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1230.5307 FSDSSVQSDMK 47158.3600 1230.5326 18.2625 26571 2 615.7700 0.6323
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1822.9408 IQAGPADKPMIYVEYK 2253.4150 1822.9429 25.1893 16807 3 608.3191 0.2004
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1426.7649 STVHDVVLVGGSTR 9314.9860 1426.7660 20.2554 16011 3 476.2602 ‐0.6742
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1313.6194 FEELNMDLFR 3606.3050 1313.6225 33.7668 14600 2 657.3149 1.86
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1566.8084 EFAAEEISSMVLIK 3186.2630 1566.8084 35.5184 11796 2 783.9079 ‐0.1374
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPASGGAGP 17619.2800 2733.1540 20.1441 10851 3 911.7228 1.29
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 rbamidomethyl+C( 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 581.8276 2588.2270 19.1587 10075 3 863.4139 2.56
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIPR 1518.4210 3035.6929 25.7280 7932 3 1012.5692 ‐3.5482
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1288.8630 3020.3938 43.5468 5455 3 1007.4694 ‐1.5450
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1803.9170 NQVAMNPVNTVFDAKR 492.7362 1803.8899 25.5878 5782 2 902.4486 ‐14.6884
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFYSTITR 208.5571 3025.5604 23.6902 1591 3 1009.1916 24.4314
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 16158.0200 3148.4911 43.1883 18990 3 1050.1686 ‐0.5131
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1540.7577 ARFEELNMDLFR 8371.5120 1540.7604 19.0803 18188 2 770.8838 1.96
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1213.2050 2266.1490 23.7095 7916 4 567.2927 1.33
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 2489.0440 2316.1991 24.9820 4287 2 1158.6032 0.4000
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1046.5840 NKITITNDK 490.1514 1046.5890 16.5548 2114 2 523.7981 3.67
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1503.6459 AGDTHLGGEDFDNR 56031.2100 1503.6468 18.5193 6578 2 752.3270 0.2785
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 rbamidomethyl+C 1243.5637 SCVGVWQHDR 1418.1950 1243.5632 18.8429 3612 2 622.2852 ‐1.3002
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 869.4516 FYSTITR 80.7017 869.4466 22.9259 3253 1 869.4466 ‐5.1889
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 649.3192 TTPSYV 898.2638 649.3157 22.8277 3022 1 649.3157 ‐5.5778
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 838.4417 PPASGGAGPK 484.7607 838.4409 18.9664 2701 1 838.4409 ‐0.5842
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 752.3573 VYEGER 114.2085 752.3595 35.2506 2597 1 752.3595 2.54
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1604.6936 TAGDTHLGGEDFDNR 1360.9410 1604.6975 18.5217 2101 2 802.8524 2.07
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1432.6088 GDTHLGGEDFDNR 1635.3440 1432.6106 18.5217 1962 2 716.8089 0.7771
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 825.3737 AFTDSER 208.6965 825.3743 23.0581 1805 1 825.3743 0.9733
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 459.2310 GGSTR 69.2395 459.2291 20.3420 1682 1 459.2291 ‐5.0542
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1982.9818 KIEDSIEQAIQWLEGNQ 406.8612 1982.9763 43.6927 1401 2 991.9918 ‐1.9912
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1060.4517 ENYAYNMR 241.0213 1060.4501 24.8512 1189 1 1060.4501 ‐0.2683
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1253.5797 PSYVAFTDSER 281.6674 1253.5855 22.2394 1177 2 627.2964 3.25
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1083.4623 SDSSVQSDMK 4630.4950 1083.4618 18.2672 1092 1 1083.4618 0.8244
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1174.5375 SYVAFTDSER 204.4390 1174.5368 23.6477 921 1 1174.5368 0.9600
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1196.5695 VPAYFNDSQR 174.3503 1196.5614 27.2582 828 1 1196.5614 ‐5.0674
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1139.6167 HDVVLVGGSTR 174.4280 1139.6237 19.2909 779 2 570.3155 4.71
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1548.7978 EFAAEEISSMVLIK 260.0641 1548.8054 34.7164 980 2 774.9064 4.91
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20877.4900 71757.0669 85 62.52 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1647.8159 NQVAMNPVNTVFDAK 24684.4200 1647.8154 28.5922 66793 2 824.4114 ‐0.2556
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1680.8340 NAVVTVPAYFNDSQR 58456.9500 1680.8330 27.2761 63589 2 840.9202 ‐0.4791
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1473.6856 TTPSYVAFTDSER 60788.0800 1473.6879 23.6365 61951 2 737.3476 1.89
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 60204.7100 2560.2539 34.1885 55815 3 854.0895 0.6568
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1358.6158 NALENYAYNMR 38639.8200 1358.6179 24.8424 47018 2 679.8126 1.0078
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 rbamidomethyl+C 1386.7298 ELESICNPIIAK 40110.3500 1386.7288 26.1953 40133 2 693.8680 ‐1.2272
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 20696.8300 2658.2710 32.8881 35665 3 886.7618 1.96
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1215.6514 DAGVIAGLNVMR 63499.1800 1215.6517 29.0511 34922 2 608.3295 ‐0.6577
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1659.8952 IINEPTAAAIAYGLDK 24142.0400 1659.8959 29.6554 27277 2 830.4516 0.4773
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1822.9408 IQAGPADKPMIYVEYK 1850.4890 1822.9429 25.1893 16807 3 608.3191 0.0656
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1426.7649 STVHDVVLVGGSTR 15827.0000 1426.7660 20.2554 16011 3 476.2602 ‐0.8986



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1313.6194 FEELNMDLFR 7194.8670 1313.6225 33.7668 14600 2 657.3149 1.56
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1566.8084 EFAAEEISSMVLIK 3514.3880 1566.8084 35.5184 11796 2 783.9079 ‐0.0934
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1935.7690 3020.3938 43.5468 5455 3 1007.4694 ‐1.4093
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1436.7532 VQQLLQDFFNGK 513.0287 1436.7238 28.6037 6192 2 718.8656 ‐20.8759
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 29793.3400 3148.4911 43.1883 18990 3 1050.1686 ‐0.3484
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1126.9910 2266.1490 23.7095 7916 4 567.2927 1.24
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1102.5568 VQQLLQDFF 790.3969 1102.5608 31.1980 4869 2 551.7840 2.75
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 963.4782 VEYKGEEK 357.2564 963.4796 21.9049 3636 2 482.2435 0.0868
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 649.3192 TTPSYV 1131.8210 649.3157 22.8277 3022 1 649.3157 ‐5.3561
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 873.4975 IAGLNVMR 89.7604 873.5027 30.8347 2999 2 437.2550 4.15
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 752.3573 VYEGER 121.0784 752.3595 35.2506 2597 1 752.3595 3.1558
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 595.3086 YGLDK 61.4650 595.3115 28.2694 2480 1 595.3115 4.22
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 666.3457 AYGLDK 226.8055 666.3465 31.6973 1834 1 666.3465 1.1113
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 833.3999 LSGEGNEK 799.4778 833.3983 34.1846 1780 1 833.3983 ‐1.3647
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 459.2310 GGSTR 105.0510 459.2291 20.3420 1682 1 459.2291 ‐4.8855
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1982.9818 KIEDSIEQAIQWLEGNQ 457.0045 1982.9763 43.6927 1401 2 991.9918 ‐2.0014
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 924.4421 VAFTDSER 1206.1150 924.4409 23.6111 1302 1 924.4409 ‐0.3323
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1060.4517 ENYAYNMR 234.2013 1060.4501 24.8512 1189 1 1060.4501 0.0681
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1097.5010 PAYFNDSQR 173.3185 1097.5036 29.5540 815 2 549.2554 1.29
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12412.8700 71757.0669 85 62.52 None 1641.8846 IINEPTAAAIAYGLDK 617.5062 1641.8860 28.8487 12736 2 821.4467 0.8730
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 1512.1170 2584.3495 35.0703 11894 3 862.1213 ‐0.1998
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1077.5251 ELPEWEFK 3002.3750 1077.5285 28.3106 7038 2 539.2679 1.71
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1364.7056 VGLDYDESVVIR 882.7803 1364.7059 24.2429 6246 2 682.8566 ‐0.3827
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1142.6568 NVLAPAAPYVK 7655.7770 1142.6597 23.8475 5820 2 571.8335 1.46
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1122.6405 LKELIDTYK 448.6542 1122.6349 20.8336 2276 2 561.8211 ‐6.0664
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1347.6903 APAGAATVFTADQK 663.4249 1347.6903 23.5297 1454 2 674.3488 ‐0.6219
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 2481.2330 VPNQLYLTMDDLADEFGIGTLR 122.8271 2481.2175 32.8344 1110 2 1241.1124 ‐4.4569
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1844.9177 DVVEQYYGKKFEPSR 1073.2590 1844.9025 26.0438 10021 2 922.9549 ‐7.8137
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 rbamidomethyl+C 2100.0372 VHDLEKVCEPLFYHWK 543.2566 2100.0341 35.4771 8424 2 1050.5207 ‐0.4515
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 3193.6198 TKNPSGKVPNQLYLTMDDLADEFGIGTLR 448.3532 3193.6007 35.7346 1241 3 1065.2051 ‐4.7801
NP_196079.1 sulfite reductase Arabidopsis thaliana 264.2253 72406.4715 11 8.41 None 1330.6638 APAGAATVFTADQK 395.7586 1330.6713 22.0840 1840 2 665.8393 4.36
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 400.3443 50005.5853 5 11.46 rbamidomethyl+C( 1930.9402 LSAVYGGTYMLNKPECK 7053.6370 1930.9417 15.7188 8561 3 644.3188 0.1705
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 400.3443 50005.5853 5 11.46 None 1104.5895 AIGVTSAGETAK 4490.0170 1104.5853 15.4112 8143 2 552.7963 ‐4.9651
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 400.3443 50005.5853 5 11.46 None 2422.1191 GSDTPEENLGASREYNVDMIPK 185.9603 2422.1553 22.2902 1765 2 1211.5813 17.0536
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 400.3443 50005.5853 5 11.46 None 2449.3411 IYKVPATDVEALKSPLMGLFEK 1159.3800 2449.3223 20.3910 5945 3 817.1123 ‐7.7181
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 400.3443 50005.5853 5 11.46 None 920.4684 GVTSAGETAK 112.5047 920.4632 15.4123 1317 1 920.4632 ‐5.2132
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1550.7962 AVVTVPAYFNDAQR 6650.8620 1550.7920 27.5012 14135 2 775.8997 ‐2.8911
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1793.9102 IINEPTAAALSYGMTNK 1911.0260 1793.9151 16.9139 10338 2 897.4612 3.0574
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1417.7355 EVDEVLLVGGMTR 6460.6190 1417.7348 29.5472 6933 2 709.3710 ‐1.0591
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1130.5688 EIEDAVADLR 19741.5600 1130.5714 24.3381 5540 2 565.7893 1.1030
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1235.5750 SASSGDDLNEIK 7423.0450 1235.5760 17.4464 5266 2 618.2916 ‐0.1335
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 981.4888 ETAEAYLGK 5691.9110 981.4892 18.1131 4517 2 491.2482 ‐1.0772
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1453.7394 EAELHAQKDKER 335.9319 1453.7473 21.1397 4403 2 727.3773 4.08
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1355.6689 NTADTTIYSIEK 1349.2200 1355.6657 18.0088 3506 2 678.3365 ‐3.0222
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1140.6735 GELLVGTPAKR 3077.5070 1140.6717 18.4981 2371 2 570.8395 ‐2.7595
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1554.8057 MVREAELHAQKDK 272.9407 1554.8331 16.6360 5642 3 518.9492 16.3459
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 846.4866 MATAALLR 469.6496 846.4632 27.3180 2188 1 846.4632 ‐27.1866
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 2493.2719 IELSSTSQTEINLPFITADASGAK 574.6180 2493.2975 21.3618 1170 3 831.7707 10.84
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1397.8223 LALQRLREAAEK 405.1228 1397.8119 19.8159 71822 2 699.4096 ‐8.0094
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1131.6368 ERKELIDTK 3471.8940 1131.6269 18.2044 886 2 566.3171 ‐9.9471
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 903.4418 GDDLNEIK 168.8426 903.4403 16.7830 1300 2 452.2238 ‐3.2980
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1077.5059 SSGDDLNEIK 274.5847 1077.5029 19.8074 872 1 1077.5029 ‐1.5415
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 1532.7856 AVVTVPAYFNDAQR 183.1211 1532.7783 28.9811 1964 2 766.8928 ‐5.0054
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2471.0490 73218.7294 35 24.5 None 2476.2453 IELSSTSQTEINLPFITADASGAK 247.0546 2476.2483 20.3702 1818 3 826.0876 1.25
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1550.7962 AVVTVPAYFNDAQR 9822.8470 1550.7920 27.5012 14135 2 775.8997 ‐2.8450
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1417.7355 EVDEVLLVGGMTR 5837.9620 1417.7348 29.5472 6933 2 709.3710 ‐0.9957
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1164.6259 TTPSVVAFNTK 3438.8100 1164.6251 22.1376 6127 2 582.8162 ‐1.6502
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 872.4836 IAGLDVER 2989.9910 872.4848 20.5894 2619 2 436.7460 ‐0.2550
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1821.9090 SQVFSTAADNQTQVGIR 810.2383 1821.9103 23.0289 2603 2 911.4588 1.1508
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1140.6735 GELLVGTPAKR 3973.1420 1140.6717 18.4981 2371 2 570.8395 ‐2.6599
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1240.6242 MKETAEAYLGK 1803.7520 1240.6328 18.4732 6821 2 620.8200 6.1109
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 846.4866 MATAALLR 547.5674 846.4632 27.3180 2188 1 846.4632 ‐26.9099
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1130.5688 EIEDAVADLR 597.6782 1130.5892 17.2055 1055 2 565.7982 16.9510
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1490.7268 VLQGEREMATDNK 133.4668 1490.7594 26.0787 934 3 497.5913 20.2852
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 rbamidomethyl+C( 4217.0966 AFSSKPAGNDVIGIDLGTTNSCVAVMEGKNPKVI 356.8720 4217.0974 39.6127 2077 3 1406.3707 3.0725
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1573.8293 RQAVTNPTNTVSGTK 361.3364 1573.8429 17.9221 1794 3 525.2858 7.61
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1131.6368 ERKELIDTK 2522.1400 1131.6269 18.2044 886 2 566.3171 ‐9.8464
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 962.5306 PSVVAFNTK 146.8153 962.5280 23.5766 4231 2 481.7676 ‐4.0887
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 620.3185 VGGMTR 118.4739 620.3214 29.5261 1532 1 620.3214 4.73
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 560.5355 73218.7294 35 24.5 None 1146.6153 TTPSVVAFNTK 427.4425 1146.6130 21.1126 10843 2 573.8101 ‐3.0771
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 9.98 73218.7294 35 24.5 None 981.4888 ETAEAYLGK 670.8787 981.5115 17.0153 4069 2 491.2594 21.7495
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1492.6914 VQEEGPAESLDYR 9576.1320 1492.6924 21.0343 21946 2 746.8498 0.2952
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1318.6638 IIQETNESWAK 13206.6200 1318.6645 19.8805 16361 2 659.8359 ‐0.1679
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1367.6801 AHLVNDVEDVEK 16181.0600 1367.6805 19.8373 9421 2 684.3439 ‐0.4013
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1495.6985 MEVATDEDFTPIK 5019.7460 1495.7008 26.0765 5761 2 748.3540 1.56
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1636.8693 FGLGDKPANKDYALK 294.4642 1636.8681 21.0675 2941 3 546.2942 ‐1.9726
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1967.9266 MEVATDEDFTPIKQDTK 3475.6150 1967.9312 23.8417 10848 3 656.6486 1.07
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 514.2330 MEVAT 156.3945 514.2337 23.8317 132328 1 514.2337 0.6752
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1537.7380 TDEDFTPIKQDTK 238.8824 1537.7455 24.1227 2495 2 769.3764 4.27



NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1778.6960 33665.2145 9 22.67 None 1235.6154 VATDEDFTPIK 240.0841 1235.6195 25.1270 1516 2 618.3134 2.25
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1774.8970 NYELPDGQVITIGAER 35949.0400 1774.8973 30.0946 50472 2 887.9523 0.4905
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1147.6027 EITALAPSSMK 22161.9600 1147.6058 22.3601 42817 2 574.3066 1.78
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1954.0644 VAPEEHPVLLTEAPLNPK 10961.2100 1954.0666 26.6551 32843 3 652.0270 0.2498
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1176.5354 GYMFTTTAER 13156.7500 1176.5366 22.2031 22746 2 588.7720 0.0964
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1855.9324 LAYVALDYEQELETAK 1190.6460 1855.9339 31.6896 1285 2 928.4706 1.88
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 rbamidomethyl+C( 2018.9158 ADGEDIQPLVCDNGTGMVK 304.7660 2018.9409 36.0621 6309 2 1009.9741 13.2492
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 549.2701 PSSMK 388.4737 549.2707 21.8442 24999 1 549.2707 0.6250
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 804.4284 ALAPSSMK 211.8719 804.4237 23.4512 3934 1 804.4237 ‐5.3054
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1067.5884 VAPEEHPVLL 161.2352 1067.5884 24.6815 1170 2 534.2978 ‐1.2461
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 956.4506 MFTTTAER 355.0417 956.4524 22.1966 1001 1 956.4524 2.14
NP_196543.1 actin 7 Arabidopsis thaliana 3151.3230 41964.0047 12 23.87 None 1255.6641 PDGQVITIGAER 852.7799 1255.6569 30.0940 968 1 1255.6569 ‐3.5201
NP_196543.1 actin 7 Arabidopsis thaliana 67.3810 41964.0047 12 23.87 None 1515.7492 IWHHTFYNELR 2309.3290 1515.7486 15.7545 9219 3 505.9210 ‐1.5257
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 975.5256 22843.2794 8 22.82 None 1079.4972 AMQLMTDNR 9788.1430 1079.4987 19.3426 6116 2 540.2530 0.1169
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 975.5256 22843.2794 8 22.82 None 1135.5300 VGDIMTEENK 8497.7220 1135.5310 17.4350 5974 2 568.2691 ‐0.2581
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 975.5256 22843.2794 8 22.82 None 2946.5830 SMTQHNVGALVVVKPGEQQALAGIITER 995.9915 2946.5816 18.5001 1475 4 737.4009 ‐1.2478
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 975.5256 22843.2794 8 22.82 None 505.2365 TDNR 76.9008 505.2351 20.4224 2862 1 505.2351 ‐3.6204
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 975.5256 22843.2794 8 22.82 None 1036.4616 GDIMTEENK 1537.6700 1036.4574 17.4544 822 2 518.7323 ‐5.4204
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 481.1470 22843.2794 8 22.82 None 1001.5877 LITVTPETK 3663.4930 1001.5853 19.5646 7613 2 501.2963 ‐3.7734
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 481.1470 22843.2794 8 22.82 None 1079.4972 AMQLMTDNR 7349.4280 1079.4987 19.3426 6116 2 540.2530 0.2245
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 481.1470 22843.2794 8 22.82 None 505.2365 TDNR 103.8239 505.2351 20.4224 2862 1 505.2351 ‐3.4389
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 rbamidomethyl+C( 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 2373.5420 2700.4164 23.0375 14963 3 900.8103 0.2807
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1755.8588 AIFGSGSPFDPVVYDGK 2156.6410 1755.8554 19.6404 14523 2 878.4313 ‐1.7338
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 2364.2558 DAHYLTGLLPPVILSQDVQER 3583.2810 2364.2502 21.3686 11329 3 788.7549 ‐2.5367
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1436.6515 FAESSMYSPVYR 4559.0690 1436.6548 24.3436 10633 2 718.8310 1.47
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1269.5966 YMALMDLQER 1240.7420 1269.5980 28.5430 8933 2 635.3027 0.2629
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 720.2505 2600.4647 21.1217 7956 3 867.4931 ‐0.2350
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGY 5815.5920 3788.8186 24.8009 4820 3 1263.6111 ‐1.7691
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1285.7110 GIQVIVVTDGER 2522.9430 1285.7056 25.2309 3935 2 643.3564 ‐5.0634
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1004.5524 QYTVPLQR 314.7156 1004.5352 20.9540 6598 2 502.7713 ‐18.5035
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1202.6375 ETGAPITETRK 315.6542 1202.6537 18.8074 3225 3 401.5561 11.35
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1402.7536 ISKETGAPITETR 248.4879 1402.7285 27.2323 1144 2 701.8679 ‐18.4365
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 1524.7805 DPRYNKGLAFTDK 1160.4620 1524.7770 19.6414 15840 2 762.8921 ‐2.5708
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 456.2089 ETGAP 295.9522 456.2083 19.1944 4270 1 456.2083 ‐2.2359
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 846.4145 AIFGSGSPF 276.4161 846.4119 19.7517 4152 1 846.4119 ‐2.6076
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 866.3130 64812.0598 38 40.99 None 979.5030 VASGYTLMR 149.4906 979.5050 23.3605 827 1 979.5050 2.30
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1436.6515 FAESSMYSPVYR 5332.4290 1436.6548 24.3436 10633 2 718.8310 1.57
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1285.7110 GIQVIVVTDGER 1916.2630 1285.7056 25.2309 3935 2 643.3564 ‐4.9827
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1755.8588 AIFGSGSPFDPVVYDGK 518.9204 1755.8699 29.4696 3162 3 585.9615 5.1435
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1202.6375 ETGAPITETRK 198.8886 1202.6537 18.8074 3225 3 401.5561 11.85
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1324.7147 LLNDEFYIGLK 254.3692 1324.7081 28.2245 1755 2 662.8577 ‐5.6650
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 220.1280 2600.4013 54.4892 1234 3 867.4719 ‐24.6041
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 rbamidomethyl+C 1317.6831 EISANIAACVAAK 220.3287 1317.6609 30.9569 1036 2 659.3341 ‐17.5909
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 186.0194 64812.0598 38 40.99 None 1268.6845 GIQVIVVTDGER 351.8508 1268.6843 25.6753 1444 2 634.8458 ‐0.8887
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C( 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 6040.3590 2700.4164 23.0375 14963 3 900.8103 0.2457
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 1755.8588 AIFGSGSPFDPVVYDGK 2286.8290 1755.8554 19.6404 14523 2 878.4313 ‐1.5190
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C 1784.9398 ILGLGDLGCQGMGIPVGK 1478.9790 1784.9401 20.0592 13412 2 892.9737 0.7369
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 2364.2558 DAHYLTGLLPPVILSQDVQER 3568.5830 2364.2502 21.3686 11329 3 788.7549 ‐2.4972
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 617.1556 2600.4647 21.1217 7956 3 867.4931 ‐0.2478
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C( 4108.9842 EVVEAMATNNEKPLILALSNPTSQAECTAEQAYT 2256.6710 4108.9712 20.7396 7703 3 1370.3286 ‐1.2083
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGY 8439.4800 3788.8186 24.8009 4820 3 1263.6111 ‐2.0450
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 2649.3995 ERDAHYLTGLLPPVILSQDVQER 1600.7760 2649.3556 20.8555 7648 3 883.7900 ‐16.3537
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQK 448.0814 2932.4653 25.6572 1450 3 978.1600 ‐13.0116
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C 2618.3607 EISANIAACVAAKTYDLGLASNLPR 1076.3220 2618.3588 20.9966 14069 3 873.4578 ‐0.5422
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C 2817.4928 EISANIAACVAAKTYDLGLASNLPRAK 179.8819 2817.5043 24.3877 8173 3 939.8396 4.10
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C( 3423.7869 LLIDNVEELLPVVYTPTVGEACQKYGSIFR 460.7206 3423.7603 23.1033 1551 3 1141.9250 ‐6.6131
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 None 843.3955 SQDVQER 124.1571 843.3991 21.3142 2972 1 843.3991 4.54
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C 1848.9161 EISANIAACVAAKTYDLG 397.6559 1848.9181 19.6681 1229 2 924.9627 1.78
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1269.6840 64812.0598 38 40.99 rbamidomethyl+C 1299.6726 EISANIAACVAAK 105.2122 1299.6641 25.5532 1191 1 1299.6641 ‐4.8732
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 1539.7537 TYISGDQLSVDDVK 40230.7400 1539.7519 24.4078 38489 2 770.3796 ‐1.4403
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 945.5768 LVPVGYGIK 6640.3960 945.5753 15.4034 9330 2 473.2913 ‐3.1873
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 1848.9127 VYAAVLENPGDGFPNASK 1311.3940 1848.9106 27.4378 3128 2 924.9589 ‐0.6718
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 1275.6328 AVTFSDLHTER 1784.8970 1275.6198 20.1154 8143 2 638.3135 ‐11.0277
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 2518.2671 TLEEHLAGKTYISGDQLSVDDVK 561.5642 2518.2623 23.2089 1529 3 840.0923 ‐1.8783
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 720.3675 GFPNASK 175.5078 720.3642 27.4594 165129 1 720.3642 ‐4.6190
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 723.3672 TLEEHL 138.8738 723.3698 25.2790 2620 1 723.3698 3.27
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 733.4243 PVGYGIK 346.6707 733.4249 15.4011 1913 1 733.4249 0.7732
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 886.4516 QLSVDDVK 156.8350 886.4548 23.6943 1424 1 886.4548 4.0830
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 2970.8670 24788.5721 10 26.75 None 1830.9021 VYAAVLENPGDGFPNASK 248.8139 1830.8923 27.9953 1355 2 915.9498 ‐4.9202
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 rbamidomethyl+C 1156.5092 SEGGYVWACK 14996.3400 1156.5115 21.2021 16248 2 578.7594 0.8695
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1811.9062 DLFLNTEEFIDAVASK 1083.7530 1811.9072 42.6176 3547 2 906.4572 0.9340
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1371.6863 TLESEAAHGTVTR 4231.8610 1371.6883 16.5142 1486 3 457.9009 ‐0.1098
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1868.9137 GQETSTNSIASIFAWTR 570.4362 1868.9436 19.6051 6451 2 934.9754 16.4861
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 rbamidomethyl+C( 2232.1264 NILDGTVFREPIMCSNIPR 232.1490 2232.0939 19.5758 3306 2 1116.5506 ‐13.2490
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 rbamidomethyl+C 1119.5099 CATITPDEGR 584.7782 1119.5054 21.5861 3061 2 560.2564 ‐5.2081
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1816.8905 FKDIFQEVYEANWK 898.6559 1816.8676 20.4099 3047 4 454.9724 ‐14.2020
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1762.8705 DATDDKVTVESAEAALK 2711.2400 1762.8724 29.2695 3072 2 881.9398 1.26
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 rbamidomethyl+C 1783.8565 LESSCVNTVETGKMTK 500.0091 1783.8606 21.0070 1114 3 595.2917 1.59
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 rbamidomethyl+C 940.4346 GGYVWACK 472.8246 940.4314 21.2048 1322 1 940.4314 ‐2.6990



NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 909.4465 VYEANWK 210.1180 909.4496 20.4506 921 1 909.4496 4.0556
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1798.8799 FKDIFQEVYEANWK 386.9097 1798.8883 18.8250 3355 2 899.9478 5.0015
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 584.2410 54538.3990 13 11.55 None 1850.9031 GQETSTNSIASIFAWTR 1067.7100 1850.9043 18.3425 918 2 925.9558 1.0704
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1264.6684 NFVPGYNQVVK 15494.6300 1264.6697 24.2672 20053 2 632.8385 0.1101
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C 1673.8428 NPNFLGCVENALGIR 12588.8500 1673.8469 22.5401 17806 2 837.4271 2.82
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1235.6167 GEWNVAGIAYR 4813.5730 1235.6174 27.3094 15545 2 618.3123 ‐0.4080
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1048.5058 DGELAPQYR 31580.2200 1048.5064 17.4487 13875 2 524.7568 ‐0.7708
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 2332.4960 2333.1021 24.1140 12152 3 778.3722 0.1429
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C 1531.7859 CDVIVINMPLTEK 7196.7130 1531.7825 31.4109 11233 2 766.3949 ‐2.4478
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 955.5683 GVLIVNNAR 7184.0800 955.5691 19.5388 10324 2 478.2882 ‐0.7440
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C 1632.8315 LKPFGCNLLYHDR 5891.5530 1632.8340 16.3066 10216 3 544.9495 0.2802
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1544.7989 LQMAPELEKETGAK 11243.8600 1544.7996 21.8996 8653 3 515.6047 ‐0.8730
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVTGSNVVSV 7874.0370 4178.1578 50.5877 8132 3 1393.3908 0.7118
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 2061.4350 2779.3455 22.7990 5706 3 927.1200 5.43
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1136.6132 GMFNKELIGK 225.2354 1136.6404 22.9829 7420 2 568.8239 22.7776
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1849.9007 YFKGEDFPTENYIVK 2747.7870 1849.9028 26.8623 10394 3 617.3058 0.2642
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C( 2451.2086 ANEYATKNPNFLGCVENALGIR 747.5797 2451.2088 18.5516 2343 4 613.5577 ‐1.0413
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C( 4366.0834 ANEYATKNPNFLGCVENALGIRDWLESQGHQYIV 429.8551 4366.0496 21.2236 972 5 874.0157 ‐7.7318
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 832.4233 NMPLTEK 162.3322 832.4254 31.8049 5330 1 832.4254 2.43
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 904.4887 PGYNQVVK 381.8208 904.4866 24.2718 4046 1 904.4866 ‐1.7113
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 rbamidomethyl+C( 1661.7741 ANEYATKNPNFLGCV 233.9047 1661.7818 21.6517 2180 2 831.3945 4.35
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3974.6520 42694.8017 42 60.68 None 1832.8741 YFKGEDFPTENYIVK 236.6266 1832.8837 27.3937 809 3 611.6328 4.64
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1264.6684 NFVPGYNQVVK 22957.2400 1264.6697 24.2672 20053 2 632.8385 0.1935
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1235.6167 GEWNVAGIAYR 4289.7550 1235.6174 27.3094 15545 2 618.3123 ‐0.3208
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 350.5193 2779.3183 29.2883 12298 3 927.1110 ‐4.4841
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 4252.8580 2333.1021 24.1140 12152 3 778.3722 0.1233
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 rbamidomethyl+C 1531.7859 CDVIVINMPLTEK 6695.2460 1531.7825 31.4109 11233 2 766.3949 ‐2.3992
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 955.5683 GVLIVNNAR 9741.0390 955.5691 19.5388 10324 2 478.2882 ‐0.6203
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1544.7989 LQMAPELEKETGAK 8739.8160 1544.7996 21.8996 8653 3 515.6047 ‐1.0707
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVTGSNVVSV 5358.5810 4178.1535 50.5896 1770 3 1393.3894 0.0785
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 2441.1619 GEDFPTENYIVKDGELAPQYR 478.2054 2441.1471 27.3929 12207 4 611.0422 ‐7.6002
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1136.6132 GMFNKELIGK 604.2736 1136.6404 22.9829 7420 2 568.8239 22.8777
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1849.9007 YFKGEDFPTENYIVK 2547.7470 1849.9028 26.8623 10394 3 617.3058 0.1355
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 832.4233 NMPLTEK 191.1048 832.4254 31.8049 5330 1 832.4254 3.1171
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1172.6157 APELEKETGAK 281.2675 1172.6132 22.0207 3319 2 586.8102 ‐3.1648
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2439.3270 42694.8017 42 60.68 None 1832.8741 YFKGEDFPTENYIVK 258.2884 1832.8837 27.3937 809 3 611.6328 4.1839
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C 1673.8428 NPNFLGCVENALGIR 4212.0560 1673.8469 22.5401 17806 2 837.4271 2.42
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C 1632.8315 LKPFGCNLLYHDR 5022.8710 1632.8340 16.3066 10216 3 544.9495 0.4816
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C 1531.7859 CDVIVINMPLTEK 290.0147 1531.7525 19.9553 2065 2 766.3799 ‐21.9186
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 462.6230 2779.3346 17.7345 1980 3 927.1164 1.38
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 None 2494.1959 DMLERYFKGEDFPTENYIVK 688.6874 2494.2101 19.2729 3316 3 832.0749 5.20
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 None 1602.8526 IVGVFYKANEYATK 375.7392 1602.8519 19.7614 1748 2 801.9296 ‐0.3817
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C( 4366.0834 ANEYATKNPNFLGCVENALGIRDWLESQGHQYIV 264.9688 4366.0496 21.2236 972 5 874.0157 ‐7.7318
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C( 1661.7741 ANEYATKNPNFLGCV 251.2756 1661.7727 21.1749 1142 2 831.3900 ‐0.6197
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 376.9249 42694.8017 42 60.68 rbamidomethyl+C 1138.5636 CDVIVINMPL 322.0555 1138.5700 18.9587 922 2 569.7886 4.03
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3427.1230 2192.1290 35.4314 17260 2 1096.5681 ‐0.7125
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 2008.0709 ENAITVGTQHALDPLTTVK 7961.5970 2008.0723 28.4461 17010 3 670.0290 0.0118
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 941.6234 2826.4261 20.0111 12816 3 942.8135 ‐1.2077
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 1334.7314 GSLFLGDVATQVK 5254.1660 1334.7311 29.3641 9768 2 667.8692 ‐0.9805
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 881.5819 VGIALALKP 37619.1300 881.5825 17.9007 6472 2 441.2949 ‐0.9593
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 2017.0726 VNNAGVANALIQHEWRPK 2546.4560 2017.0720 16.4604 6323 4 505.0235 ‐1.7969
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 1162.6467 GPGLYTEIGKK 448.1728 1162.6210 17.7903 1403 2 581.8141 ‐23.1735
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 2338.2037 GSLFLGDVATQVKNNNFTADVK 505.1064 2338.2198 23.5880 2795 2 1169.6135 8.65
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2574.3230 29210.8248 16 50.36 None 3300.6760 VNNAGVANALIQHEWRPKSFFTVSGEVDSK 507.5814 3300.6866 22.2147 1572 3 1100.9004 4.68
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 2017.0726 VNNAGVANALIQHEWRPK 1575.6250 2017.0720 16.4604 6323 4 505.0235 ‐0.3084
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 1334.7314 GSLFLGDVATQVK 605.8604 1334.7489 20.5558 10907 2 667.8781 12.45
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 1302.6212 SFFTVSGEVDSK 132.5196 1302.6389 23.4162 3952 1 1302.6389 15.2954
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 2036.0182 FSVTTYSSTGVAITTTGTNK 561.9703 2035.9879 18.4243 1037 3 679.3342 ‐15.4109
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 2338.2037 GSLFLGDVATQVKNNNFTADVK 118.9119 2338.2198 23.5880 2795 2 1169.6135 8.53
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 1190.6780 LFLGDVATQVK 723.2626 1190.6803 20.6098 4077 2 595.8438 1.0370
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 179.0769 29210.8248 16 50.36 None 2018.0077 FSVTTYSSTGVAITTTGTNK 558.0837 2018.0118 18.6713 4167 3 673.3421 1.47
NP_197056.1 40S ribosomal protein S19 2 Arabidopsis thaliana 1545.6380 15874.2402 4 25.87 None 1700.7955 ELAPYDPDWYYIR 11803.5000 1700.7965 32.7680 25293 2 850.9019 0.6902
NP_197056.1 40S ribosomal protein S19 2 Arabidopsis thaliana 1545.6380 15874.2402 4 25.87 None 1326.7668 IELPLWTDIVK 5794.6710 1326.7659 22.0747 7719 2 663.8866 ‐1.3962
NP_197056.1 40S ribosomal protein S19 2 Arabidopsis thaliana 1545.6380 15874.2402 4 25.87 None 1998.0576 HILQQLETMSIVELDTK 225.8460 1998.0450 17.5614 1119 3 666.6865 ‐6.9841
NP_197056.1 40S ribosomal protein S19 2 Arabidopsis thaliana 1545.6380 15874.2402 4 25.87 None 1344.6754 DLDQVAGRIAAES 1946.1540 1344.6677 25.5174 2334 1 1344.6677 ‐3.5431
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1136.6020 YVDAVMTIPK 5374.6800 1136.6031 25.2802 12655 2 568.8052 ‐0.2139
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 rbamidomethyl+C 1606.7458 YIFTIDDDCFVAK 1795.5000 1606.7483 32.4095 10958 2 803.8778 1.52
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 rbamidomethyl+C 1667.8309 EAVTVQQCYIELSK 2564.2880 1667.8290 26.1913 6917 2 834.4181 ‐1.1114
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1767.8337 IHVPEGYDYELYNR 1535.5830 1767.8391 25.5578 3983 3 589.9512 2.0645
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1122.6266 AVNALEQHIK 1953.5380 1122.6283 18.0816 3467 2 561.8178 0.3540
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 rbamidomethyl+C 1729.7859 GTLFPMCGMNLAFDR 1978.9780 1729.7914 21.0724 6905 2 865.3994 3.90
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1792.9374 ERNTRYVDAVMTIPK 441.6803 1792.9336 23.8195 992 2 896.9704 ‐1.8185
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 rbamidomethyl+C 624.3174 CFVAK 220.0654 624.3176 30.9800 1731 1 624.3176 ‐0.0831
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1118.5914 YVDAVMTIPK 168.6256 1118.5963 26.0828 6062 2 559.8018 3.1868
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1104.6160 AVNALEQHIK 187.8096 1104.6223 17.5187 2332 2 552.8148 4.92
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 513.2443 41403.5567 11 21.11 None 1105.6000 AVNALEQHIK 453.8792 1105.6032 16.3972 2607 2 553.3052 1.56
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 9075.2200 2357.2049 35.0054 21837 3 786.4065 ‐0.5466
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 950.5306 DVIFVTTR 5426.8740 950.5281 24.1476 11176 2 475.7677 ‐4.0320
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 rbamidomethyl+C 3020.3790 NAEPTECEEQVAQALFDLENTNQELK 1819.8110 3020.3742 37.5038 8411 3 1007.4629 ‐0.6877



NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 1067.5554 LETMVGVYR 6197.1290 1067.5555 23.1441 7172 2 534.2814 ‐1.1257
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 2303.1449 SELKDLYINQAVHMDISGNR 349.3536 2303.1540 35.2123 1035 3 768.3895 3.24
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 rbamidomethyl+C 3263.5009 DKNAEPTECEEQVAQALFDLENTNQELK 2717.4770 3263.4921 36.5229 6092 3 1088.5022 ‐1.4032
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 975.4742 ENTNQELK 165.1454 975.4699 35.1365 1262 1 975.4699 ‐3.1607
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1858.6640 22117.7333 8 45.79 None 2286.1183 SELKDLYINQAVHMDISGNR 174.4501 2286.1258 34.4933 10888 2 1143.5665 4.61
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 None 2061.9910 EAAYQIINDELMLDGNPR 1869.7370 2062.0003 33.5618 10047 2 1031.5038 5.43
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 None 1625.8646 GSSQVIAQYYQLIR 2626.2210 1625.8669 16.8800 2102 2 813.4371 1.46
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 None 2958.4336 MPENSIPKEAAYQIINDELMLDGNPR 594.2661 2958.4481 41.8560 1159 3 986.8209 5.26
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 rbamidomethyl+C( 3082.4496 DEGVPLVAFSLKDSSCHTEFEISDMLR 1942.8390 3082.4214 36.5833 10102 3 1028.1453 ‐8.2966
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 None 3151.5623 EDLPEELIFHINYLGADQPTFTLNFSK 262.0926 3151.6252 24.8897 4521 3 1051.2132 20.9178
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 None 1432.7107 EDLPEELIFHIN 179.2533 1432.7095 24.2314 2938 2 716.8584 ‐1.3616
NP_197235.1 glutamate decarboxylase 1 Arabidopsis thaliana 289.6542 57465.6722 7 7.97 rbamidomethyl+C( 2220.0278 DEGVPLVAFSLKDSSCHTEF 718.8829 2220.0228 34.0238 845 2 1110.5150 ‐0.9656
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1658.8285 YGAGIGPGVYDIHSPR 73264.2700 1658.8307 24.0822 94476 3 553.6151 0.1225
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 102038.9000 2140.2560 24.5202 80908 2 1070.6316 ‐2.0667
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1411.7904 GGIGVIQIDEAALR 121970.3000 1411.7896 30.8315 65903 2 706.3984 ‐1.0969
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 29844.0400 2861.4316 20.6210 64305 3 954.4821 1.29
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1096.5786 YLFAGVVDGR 34223.3700 1096.5793 17.5686 58689 2 548.7933 ‐0.6069
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 34736.5400 2384.2159 39.6176 51320 2 1192.6116 1.24
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1235.5759 GNASVPAMEMTK 33999.8000 1235.5778 20.4447 49974 2 618.2925 0.6384
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 942.5619 VVEVNALAK 29151.0900 942.5611 19.7324 48990 2 471.7842 ‐2.4173
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1181.6313 GVTAFGFDLVR 40516.5900 1181.6339 19.8206 43894 2 591.3206 1.0887
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1199.5732 FALESFWDGK 40195.0600 1199.5744 20.0286 41591 2 600.2908 0.0330
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 rbamidomethyl+C 2404.1701 HETCYQIALAIKDEVEDLEK 14545.2300 2404.1752 36.1675 38355 3 802.0632 1.55
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 rbamidomethyl+C( 2213.1457 MLAVLEQNILWVNPDCGLK 21346.8400 2213.1389 22.0479 36497 2 1107.0731 ‐1.8224
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1146.6769 SFELLSLLPK 29574.7300 1146.6782 22.3390 36232 2 573.8427 0.0106
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2310.3068 LNLPILPTTTIGSFPQTVELR 14905.8100 2310.3003 22.1381 33944 2 1155.6538 ‐1.2974
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2075.0880 ALAGQKDEALFSANAAALASR 11367.7900 2075.0895 27.5669 33739 3 692.3680 0.1429
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 9235.9530 3013.4222 20.3006 29558 4 754.1110 1.46
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 4697.0920 2418.2563 25.5128 25663 2 1209.6318 ‐2.4188
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1790.9622 GMLTGPVTILNWSFVR 26875.8400 1790.9623 23.3270 22075 2 895.9848 0.3821
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 rbamidomethyl+C 1714.9309 CVKPPVIYGDVSRPK 2617.1800 1714.9331 20.9540 18698 3 572.3159 0.2075
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 831.4822 EVITELK 32484.5300 831.4826 19.4673 17207 2 416.2449 ‐1.3853
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 rbamidomethyl+C 2300.2167 LVVSTSCSLLHTAVDLINETK 2311.4350 2300.2168 21.8981 15367 3 767.4104 ‐0.2171
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1506.7547 DEALFSANAAALASR 2368.7660 1506.7508 28.2528 10448 2 753.8791 ‐2.8750
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 968.4571 VSEEDYVK 9686.5830 968.4569 15.6374 9927 2 484.7321 ‐1.7980
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1021.5465 SWLAFAAQK 101.3855 1021.5337 34.0633 2050 2 511.2705 ‐13.9856
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 997.5313 ALAGQKDEAL 334.6903 997.5345 26.7838 7515 2 499.2709 1.50
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 603.3712 ITELK 1155.8570 603.3717 19.6352 5334 1 603.3717 0.3204
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1140.5796 PGVYDIHSPR 225.8047 1140.5785 24.3119 3025 1 1140.5785 0.4582
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 981.4676 LESFWDGK 1830.3090 981.4709 20.0307 2596 1 981.4709 4.88
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 706.3883 GFDLVR 2726.0660 706.3908 19.8150 2548 1 706.3908 3.64
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 924.4938 AFGFDLVR 811.4457 924.4946 19.8181 2014 1 924.4946 1.15
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 915.4894 QIDEAALR 2315.0080 915.4902 30.8325 1910 1 915.4902 1.52
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1339.6106 WFDTNYHYIV 343.8033 1339.6115 22.0339 1842 2 670.3094 ‐0.0401
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 843.4934 VEVNALAK 1093.8000 843.4911 19.2000 1710 2 422.2492 ‐4.5881
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 869.3887 SEEDYVK 3499.9210 869.3888 15.6381 1665 1 869.3888 0.5704
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 490.2871 TELK 2511.8760 490.2872 19.4662 1568 1 490.2872 ‐0.7667
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 912.5764 ELLSLLPK 1824.7760 912.5786 22.3412 1419 1 912.5786 2.63
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1228.6606 PVLVMDLEGQK 231.8175 1228.6549 37.3750 1370 2 614.8311 ‐5.5484
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1032.4785 YGAGIGPGVYD 426.3607 1032.4770 21.7904 1355 2 516.7421 ‐2.8912
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 993.4744 SVPAMEMTK 443.3210 993.4779 20.4485 1321 1 993.4779 4.17
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2464.1932 NYHYIVPELGPEVNFSYASHK 316.4503 2464.1983 21.9026 1222 2 1232.6028 3.55
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 903.5186 SFELLSLL 186.8242 903.5158 20.7773 1015 2 452.2615 ‐4.7660
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 906.4423 VPAMEMTK 197.2230 906.4395 20.4111 973 1 906.4395 ‐2.4958
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1438.7437 AGIGPGVYDIHSPR 212.6971 1438.7474 22.8002 961 2 719.8773 2.0554
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1484.9087 PVLVGPVSYLLLSK 3027.0090 1484.9013 24.5131 854 1 1484.9013 ‐2.3209
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 1043.5269 GVYDIHSPR 159.7513 1043.5247 24.0755 782 1 1043.5247 ‐0.9776
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2292.2962 LNLPILPTTTIGSFPQTVELR 254.7903 2292.3076 22.7701 1171 3 764.7741 4.68
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 813.4716 EVITELK 255.0841 813.4733 19.4642 940 2 407.2403 0.1471
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 14594.8500 84698.9500 81 47.84 None 2996.3890 WFDTNYHYIVPELGPEVNFSYASHK 246.1782 2996.4007 18.8954 1047 3 999.4718 4.77
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 108464.5000 2140.2560 24.5202 80908 2 1070.6316 ‐1.7634
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 19518.0200 2861.4316 20.6210 64305 3 954.4821 1.24
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1096.5786 YLFAGVVDGR 29973.9600 1096.5793 17.5686 58689 2 548.7933 ‐0.5438
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1181.6313 GVTAFGFDLVR 24316.2600 1181.6339 19.8206 43894 2 591.3206 1.1714
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1199.5732 FALESFWDGK 38344.7700 1199.5744 20.0286 41591 2 600.2908 0.1199
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 rbamidomethyl+C( 2213.1457 MLAVLEQNILWVNPDCGLK 24609.3500 2213.1389 22.0479 36497 2 1107.0731 ‐1.5024
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1146.6769 SFELLSLLPK 22616.4900 1146.6782 22.3390 36232 2 573.8427 0.0853
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2310.3068 LNLPILPTTTIGSFPQTVELR 8551.7640 2310.3003 22.1381 33944 2 1155.6538 ‐0.9551
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 7535.5900 3013.4222 20.3006 29558 4 754.1110 2.95
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 6648.7160 2418.2563 25.5128 25663 2 1209.6318 ‐2.0516
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1790.9622 GMLTGPVTILNWSFVR 25982.6400 1790.9623 23.3270 22075 2 895.9848 0.6050
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 rbamidomethyl+C 2300.2167 LVVSTSCSLLHTAVDLINETK 2531.5860 2300.2168 21.8981 15367 3 767.4104 ‐0.1634
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2075.0880 ALAGQKDEALFSANAAALASR 795.6783 2075.0921 17.0732 9065 3 692.3689 1.54
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 2473.9740 2384.2166 22.4402 1891 2 1192.6120 2.0328
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1021.5465 SWLAFAAQK 205.5865 1021.5492 19.8066 2258 2 511.2783 1.97
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 3794.9051 LQAFTGAYAELESTLSGLNVLVETYFADIPAEAYK 138.1464 3794.8522 24.2735 1092 3 1265.6223 ‐12.3462
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3652.8490 2438.4042 21.0282 27904 3 813.4729 0.9692
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 rbamidomethyl+C 2543.3386 DKLVVSTSCSLLHTAVDLINETK 192.7521 2543.3598 23.2045 4846 3 848.4581 8.99
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 475.9543 2052.0519 18.3762 33079 3 684.6888 ‐1.6444



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1868.9541 IVPELGPEVNFSYASHK 665.7174 1868.9527 21.1677 6147 2 934.9800 ‐0.0434
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 673.3628 AGVVDGR 1524.1710 673.3621 17.5815 3857 1 673.3621 ‐1.5470
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 878.4407 FIPSNTFA 309.0134 878.4387 18.7018 3529 1 878.4387 ‐2.0070
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 981.4676 LESFWDGK 1862.7090 981.4709 20.0307 2596 1 981.4709 3.49
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 706.3883 GFDLVR 4281.8800 706.3908 19.8150 2548 1 706.3908 3.07
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 911.4945 VSADLRSSI 130.5245 911.4980 17.1786 2328 1 911.4980 4.48
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 924.4938 AFGFDLVR 901.5733 924.4946 19.8181 2014 1 924.4946 1.93
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 rbamidomethyl+C 972.4819 DKLVVSTSC 72.7737 972.4856 24.7648 1978 1 972.4856 4.83
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1302.6688 ALAGQKDEALFSA 258.6364 1302.6716 18.4078 1768 2 651.8394 1.79
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 912.5764 ELLSLLPK 1535.9100 912.5786 22.3412 1419 1 912.5786 2.44
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2464.1932 NYHYIVPELGPEVNFSYASHK 237.4962 2464.1983 21.9026 1222 2 1232.6028 4.32
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 659.3835 AAALASR 93.2671 659.3835 16.4851 972 1 659.3835 ‐0.4913
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 1484.9087 PVLVGPVSYLLLSK 2884.8760 1484.9013 24.5131 854 1 1484.9013 ‐2.6398
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arab 7185.9290 84698.9500 81 47.84 None 2996.3890 WFDTNYHYIVPELGPEVNFSYASHK 219.4347 2996.4007 18.8954 1047 3 999.4718 4.72
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 1454.8213 TEEGKPLVLDVVR 3708.5480 1454.8166 25.7390 10488 3 485.6104 ‐4.9137
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 rbamidomethyl+C 1829.8739 TFVADGGECLIAQSYAK 2497.1020 1829.8770 27.6569 6573 2 915.4421 2.1446
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 2779.3210 SLLPFFDSAYQGFASGSLDTDAQSVR 304.1417 2779.3244 33.7444 3014 3 927.1130 1.10
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 939.4353 NMGLYGER 595.9056 939.4359 18.2438 1600 2 470.2216 ‐0.8272
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 1125.5357 MDSVFSNVAR 452.5222 1125.5595 19.3837 1224 2 563.2834 20.0746
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 1436.8108 TEEGKPLVLDVVR 219.3779 1436.8210 26.5070 2231 3 479.6119 5.21
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 266.3260 44494.8401 7 15.80 None 2761.3104 SLLPFFDSAYQGFASGSLDTDAQSVR 325.2432 2761.3096 36.2402 1431 3 921.1081 0.1968
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 1701.9058 AVFVDLEPTVIDEVR 58664.1100 1701.9060 34.1420 38387 2 851.4566 0.2700
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 987.5469 DVNAAVGTIK 14867.1300 987.5472 18.9274 18092 2 494.2772 ‐1.0844
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 rbamidomethyl+C 1132.5667 EIVDLCLDR 24076.8000 1132.5671 26.7040 15110 2 566.7872 ‐0.7371
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 rbamidomethyl+C 1885.9477 CGINYQPPTVVPGGDLAK 6145.1050 1885.9464 27.1735 10845 2 943.4768 ‐0.1426
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 2385.1946 QLFHPEQLISGKEDAANNFAR 205.7056 2385.1711 39.1537 21985 2 1193.0892 ‐8.2548
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 2330.0183 AFVHWYVGEGMEEGEFSEAR 1240.1260 2330.0187 31.3773 3849 3 777.3444 ‐0.0360
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 rbamidomethyl+C 1584.7516 TVQFVDWCPTGFK 750.1057 1584.7522 32.0700 3256 2 792.8797 0.3012
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 1536.7991 IDHKFDLMYAKR 338.4544 1536.7978 25.0613 3958 3 512.9375 ‐2.4169
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 1380.6980 IDHKFDLMYAK 2851.8860 1380.6978 23.0570 2855 3 460.9041 ‐1.9586
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 773.4516 NAAVGTIK 5421.6720 773.4527 18.9325 1622 1 773.4527 1.56
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 5329.4620 50281.5517 17 26.22 None 969.5364 DVNAAVGTIK 614.1613 969.5425 20.6930 2570 2 485.2749 4.31
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 rbamidomethyl+C(4)
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 None 2663.2844 AYHEQLSVPEITNAVFEPASMMAK 2491.3050 2663.2900 20.7484 6559 3 888.4349 2.67
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 rbamidomethyl+C 1868.8994 AVCMISNNTAVAEVFSR 5541.9530 1868.8980 18.6259 4573 2 934.9526 0.0049
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 None 2409.2085 FDGAINVDITEFQTNLVPYPR 6315.0770 2409.2015 21.3112 4529 2 1205.1044 ‐0.8347
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 None 887.4332 FDLMYAK 230.3916 887.4505 22.7336 3364 1 887.4505 19.8512
NP_197479.1 tubulin alpha 5 Arabidopsis thaliana 783.4291 50281.5517 17 26.22 rbamidomethyl+C 1885.9477 CGINYQPPTVVPGGDLAK 204.4608 1885.9260 20.8163 1436 2 943.4667 ‐10.6997
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 1228.6208 NLQYYEISAK 1938.8120 1228.6250 22.8185 21882 2 614.8161 2.52
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 1015.5782 LVIVGDGGTGK 15260.2400 1015.5793 19.5838 20512 2 508.2933 ‐0.3354
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 2429.0991 NEAELLQAAAQPLPDDDDDIFE 4707.3960 2429.0966 35.8681 6127 2 1215.0519 0.7424
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 rbamidomethyl+C( 2451.2013 KYEPTIGVEVHPLDFFTNCGK 4301.3320 2451.2007 19.5021 7818 3 817.7384 ‐0.3123
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 902.4942 VIVGDGGTGK 338.0369 902.4945 18.5454 6370 2 451.7509 ‐1.2675
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 1001.4938 QYYEISAK 146.1424 1001.4879 22.9300 1075 1 1001.4879 ‐4.9996
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1315.8980 25617.9951 7 28.96 None 1211.5943 NLQYYEISAK 243.5083 1211.5946 24.1497 1292 2 606.3010 ‐0.6957
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1561.7241 SLDSHIEDQFASGR 5279.9750 1561.7274 23.0043 24494 3 521.2473 0.7662
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1245.6838 SAIVQVDAAPFK 21552.4000 1245.6829 26.2249 24241 2 623.3451 ‐1.5683
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1704.8915 VLDVVYNASNNELVR 15437.3300 1704.8929 17.1870 23099 2 852.9501 0.9276
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1657.7453 LDTGNYSWGSEATTR 2629.5280 1657.7467 23.1742 19612 2 829.3770 0.9076
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 965.4938 ADGYILEGK 21293.9200 965.4953 20.0231 17237 2 483.2513 ‐0.0279
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1857.8712 DGEEGEEAAVAAPEEVKK 3732.8680 1857.8767 18.5987 12583 3 619.9638 2.0519
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 959.4543 ELEFYMK 12224.8900 959.4559 25.9292 10400 2 480.2316 0.1059
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 rbamidomethyl+C(4)
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1985.9662 KDGEEGEEAAVAAPEEVKK 3068.3510 1985.9698 17.1536 10464 3 662.6614 1.0903
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 894.4567 DGYILEGK 419.7303 894.4571 17.8451 7634 2 447.7322 ‐1.3171
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 rbamidomethyl+C 640.3487 LLACIS 600.8332 640.3493 19.6692 3779 1 640.3493 0.5468
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 779.4298 GYILEGK 110.7260 779.4267 20.5387 3462 1 779.4267 ‐3.8011
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1005.4636 IEDQFASGR 2021.8540 1005.4680 23.0300 2059 2 503.2376 2.31
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 729.4141 PEEVKK 60.9927 729.4153 19.9721 1561 1 729.4153 1.32
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 713.3828 SAIVQVD 168.5123 713.3813 23.0037 1042 1 713.3813 ‐2.2657
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 974.5306 VQVDAAPFK 495.0155 974.5281 26.2338 1027 1 974.5281 ‐1.6336
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1967.9556 KDGEEGEEAAVAAPEEVKK 167.3962 1967.9656 17.3217 4274 3 656.6601 4.32
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1227.6732 SAIVQVDAAPFK 208.1894 1227.6711 27.3475 2470 2 614.3392 ‐2.6186
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 4306.6650 25107.6706 32 47.30 None 1228.6572 SAIVQVDAAPFK 179.9642 1228.6542 29.0212 4551 2 614.8308 ‐3.3693
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1561.7241 SLDSHIEDQFASGR 3855.0030 1561.7274 23.0043 24494 3 521.2473 0.5724
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1245.6838 SAIVQVDAAPFK 29520.9500 1245.6829 26.2249 24241 2 623.3451 ‐1.4824
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1657.7453 LDTGNYSWGSEATTR 3694.5600 1657.7467 23.1742 19612 2 829.3770 0.9398
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 959.4543 ELEFYMK 12904.2400 959.4559 25.9292 10400 2 480.2316 0.2291
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1607.7965 QWYLSHYGVELGR 1193.2950 1607.7996 25.0327 2779 2 804.4035 1.44
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1905.9303 ADGYILEGKELEFYMK 935.3731 1905.9597 34.0360 8525 2 953.4835 16.0454
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1376.6634 QWYLSHYGVEL 226.0460 1376.6567 24.6794 9776 2 688.8320 ‐5.3577
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 1005.4636 IEDQFASGR 1446.8780 1005.4680 23.0300 2059 2 503.2376 3.0403
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6500 25107.6706 32 47.30 None 974.5306 VQVDAAPFK 741.7704 974.5281 26.2338 1027 1 974.5281 ‐1.3212
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1190.4980 25107.6706 32 47.30 None 1704.8915 VLDVVYNASNNELVR 14305.2900 1704.8929 17.1870 23099 2 852.9501 1.1307
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1190.4980 25107.6706 32 47.30 None 1607.7965 QWYLSHYGVELGR 1947.3620 1607.8003 17.8323 7796 3 536.6049 1.60
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1190.4980 25107.6706 32 47.30 None 1657.7453 LDTGNYSWGSEATTR 1626.3720 1657.7417 15.2313 836 2 829.3745 ‐1.9439
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1190.4980 25107.6706 32 47.30 None 1377.7121 VVYNASNNELVR 699.1714 1377.7196 18.3460 3999 2 689.3635 4.88
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1980.9621 TINQVQETGSSVFDATQR 988.9421 1980.9717 25.0634 11113 3 660.9954 4.1316
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 rbamidomethyl+C( 1645.8466 GDLTPAQTLDLLCTK 6379.4790 1645.8480 32.2320 8877 2 823.4276 0.8390



NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1596.8115 GSNIIILDSYTDSAK 10410.6700 1596.8094 28.3625 8549 2 798.9083 ‐1.4596
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1351.7831 VISIPLEELPNK 9985.2930 1351.7839 30.1545 7776 2 676.3956 ‐0.1422
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 4211.4130 2113.9448 26.3672 6963 2 1057.4760 ‐1.1886
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 rbamidomethyl+C 1445.6478 NCYIVTDGFSGGR 3329.5720 1445.6494 24.4282 6444 2 723.3284 0.6508
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1347.7002 DQIVSSLTEVEK 5119.1260 1347.6962 25.5444 5851 2 674.3517 ‐3.6394
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1578.9465 VISIPLEELPNKVK 3377.8650 1578.9484 18.0287 3740 3 526.9876 ‐0.1095
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1951.9430 QAGEEAMKLASPAFSEASK 1290.7840 1951.9539 19.4023 1115 3 651.3228 4.26
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 rbamidomethyl+C( 1627.8360 GDLTPAQTLDLLCTK 224.7464 1627.8323 34.7004 1119 2 814.4198 ‐2.3109
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1497.8570 41399.5387 21 32.56 None 1330.6737 DQIVSSLTEVEK 274.3778 1330.6744 26.8285 1068 2 665.8408 ‐0.1618
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 1980.9621 TINQVQETGSSVFDATQR 1759.6550 1980.9717 25.0634 11113 3 660.9954 4.0325
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 rbamidomethyl+C( 1645.8466 GDLTPAQTLDLLCTK 6038.0270 1645.8480 32.2320 8877 2 823.4276 0.8727
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 1596.8115 GSNIIILDSYTDSAK 12502.5700 1596.8094 28.3625 8549 2 798.9083 ‐1.4195
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 1351.7831 VISIPLEELPNK 13893.3900 1351.7839 30.1545 7776 2 676.3956 ‐0.0702
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 2916.6800 2113.9448 26.3672 6963 2 1057.4760 ‐1.2159
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 rbamidomethyl+C 1445.6478 NCYIVTDGFSGGR 2534.6830 1445.6494 24.4282 6444 2 723.3284 0.7106
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 1023.5292 NYLMVDIR 725.0252 1023.5298 27.5070 2334 2 512.2685 ‐0.7217
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 502.2984 VDIR 64.4514 502.2965 26.8130 1769 1 502.2965 ‐4.3424
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 None 1005.5186 NYLMVDIR 113.2448 1005.5125 26.8383 1164 1 1005.5125 ‐4.8243
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1482.1400 41399.5387 21 32.56 rbamidomethyl+C( 1627.8360 GDLTPAQTLDLLCTK 239.0618 1627.8323 34.7004 1119 2 814.4198 ‐2.2749
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1777.8603 GTGITEEFEEVPVQSR 28088.1600 1777.8632 26.9184 8349 2 889.4352 1.72
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1556.6863 SIPSAEEEDFNYR 11299.0300 1556.6873 23.2743 5637 2 778.8473 0.3858
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1333.7110 AADNIAANLYAVK 4624.2970 1333.7119 25.9962 4572 2 667.3596 ‐0.0972
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1259.7106 GFVLGNDGVLLR 9516.9960 1259.7114 18.9642 3072 2 630.3594 ‐0.2458
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 2374.1152 GNFFLTWEPGQPYWQPHNR 335.4004 2374.1750 35.2812 1485 3 792.0632 25.0203
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1795.8299 TWEPGQPYWQPHNR 200.2111 1795.8303 34.2697 1276 2 898.4188 0.5348
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 1928.0160 44160.6201 7 18.11 None 1219.5953 EFEEVPVQSR 310.3083 1219.5982 27.4389 1047 2 610.3027 1.49
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thaliana 608.5342 18135.7055 2 11.59 None 1186.6202 TLEEEDPIIK 7103.1070 1186.6206 22.7239 13003 2 593.8139 ‐0.7029
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thaliana 608.5342 18135.7055 2 11.59 None 979.5095 DGEFTGLLK 3196.5050 979.5101 27.0794 11502 2 490.2587 ‐0.8584
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 rbamidomethyl+C( 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 2373.5420 2700.4164 23.0375 14963 3 900.8103 0.2807
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 1269.5966 YMALMDLQER 1240.7420 1269.5980 28.5430 8933 2 635.3027 0.2629
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGY 5815.5920 3788.8186 24.8009 4820 3 1263.6111 ‐1.7691
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 1285.7110 GIQVIVVTDGER 2522.9430 1285.7056 25.2309 3935 2 643.3564 ‐5.0634
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 1004.5524 QYTVPLQR 314.7156 1004.5352 20.9540 6598 2 502.7713 ‐18.5035
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 5483.5707 GTNQTQISDEYVTGNSSGVGGGISDVYGEDSATL 177.3425 5483.6768 19.1846 934 6 914.7855 19.3447
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 1524.7805 DPRYNKGLAFTDK 1160.4620 1524.7770 19.6414 15840 2 762.8921 ‐2.5708
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 rbamidomethyl+C( 2895.5008 KFTPGQANNCYIFPGLGLGLIMSGAIR 1641.6550 2895.4963 21.3024 2524 3 965.8369 ‐0.9931
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 555.6828 65066.5343 11 20.92 None 979.5030 VASGYTLMR 94.0811 979.5078 18.1631 849 2 490.2576 3.69
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 39.1074 65066.5343 11 20.92 None 1285.7110 GIQVIVVTDGER 1916.2630 1285.7056 25.2309 3935 2 643.3564 ‐4.9827
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 39.1074 65066.5343 11 20.92 None 1268.6845 GIQVIVVTDGER 351.8508 1268.6843 25.6753 1444 2 634.8458 ‐0.8887
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1074.5798 GMIGPVMITR 31524.9200 1074.5818 17.1956 17168 2 537.7945 0.4981
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1744.8653 GFIFGVASSAYQVEGGR 6008.3570 1744.8657 19.1711 15768 2 872.9365 0.4500
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1718.9224 NWITINQLYTVPTR 12247.3900 1718.9254 19.8192 15238 2 859.9663 1.47
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1055.5156 LFNSGNFEK 4158.3210 1055.5173 21.3941 14525 2 528.2623 0.2800
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1077.5324 GYALGTDAPGR 5169.3100 1077.5326 18.4843 13750 2 539.2699 ‐1.0603
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1298.6126 GIYYVMDYFK 21633.2800 1298.6135 20.2028 12006 2 649.8104 ‐0.0714
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1433.7522 LPEFSETEAALVK 3091.2220 1433.7505 28.7977 9461 2 717.3789 ‐1.7078
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 866.4519 FSIAWSR 2936.4880 866.4515 16.9961 6784 1 866.4515 ‐0.0030
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1331.6491 GLNVWDSFTHR 3614.6980 1331.6525 18.0784 6505 2 666.3299 1.99
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1766.8723 IFFHGWFMGPLTEGK 356.9636 1766.8803 36.4071 2793 2 883.9438 4.93
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 795.3632 NSGNFEK 111.5457 795.3608 21.3974 1173 1 795.3608 ‐2.7620
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1161.5436 NVWDSFTHR 196.5568 1161.5506 18.0814 990 2 581.2789 4.44
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1320.6682 PEFSETEAALVK 350.2200 1320.6709 29.1612 862 2 660.8391 1.89
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1037.5051 LFNSGNFEK 203.9594 1037.5045 22.2026 1810 1 1037.5045 0.4917
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2204.6760 51994.4753 47 34.87 None 1726.8547 GFIFGVASSAYQVEGGR 337.1815 1726.8448 20.3952 1112 2 863.9261 ‐5.5652
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1055.5156 LFNSGNFEK 8104.7280 1055.5173 21.3941 14525 2 528.2623 0.3907
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1433.7522 LPEFSETEAALVK 3477.3420 1433.7505 28.7977 9461 2 717.3789 ‐1.6465
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1077.5324 GYALGTDAPGR 8417.9730 1077.5341 18.4243 4530 2 539.2707 0.4182
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1766.8723 IFFHGWFMGPLTEGK 784.5262 1766.8803 36.4071 2793 2 883.9438 4.72
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 2795.2570 TTYGDPLIYVTENGFSTPGDEDFEK 1216.3280 2795.2580 35.8233 2660 3 932.4242 0.8909
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 rbamidomethyl+C(5)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 3980.8760 GSYDFLGLNYYVTQYAQNNQTIVPSDVHTALMD 311.8946 3980.9095 41.9880 2285 4 995.9828 8.0913
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1325.7100 YYNGLIDGLVAK 183.8317 1325.6774 22.2518 1417 2 663.3424 ‐25.1958
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 2153.0761 EYVGDRLPEFSETEAALVK 2734.7530 2153.0794 30.4979 22899 3 718.3646 1.0057
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 3062.4863 DDQKGMIGPVMITRWFLPFDHSQESK 949.7236 3062.5189 36.7018 2385 4 766.3852 9.64
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 795.3632 NSGNFEK 173.2935 795.3608 21.3974 1173 1 795.3608 ‐2.4996
NP_197972.2 myrosinase 1 Arabidopsis thaliana 603.6605 51994.4753 47 34.87 None 1320.6682 PEFSETEAALVK 388.2332 1320.6709 29.1612 862 2 660.8391 1.50
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1074.5798 GMIGPVMITR 27422.4600 1074.5818 17.1956 17168 2 537.7945 0.5562
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1744.8653 GFIFGVASSAYQVEGGR 4823.9710 1744.8657 19.1711 15768 2 872.9365 0.6623
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1718.9224 NWITINQLYTVPTR 12655.3000 1718.9254 19.8192 15238 2 859.9663 2.1010
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 rbamidomethyl+C(5)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1298.6126 GIYYVMDYFK 16230.3600 1298.6135 20.2028 12006 2 649.8104 0.0383
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 866.4519 FSIAWSR 4372.9910 866.4515 16.9961 6784 1 866.4515 ‐0.3035
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1331.6491 GLNVWDSFTHR 1455.3490 1331.6525 18.0784 6505 2 666.3299 1.72
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1766.8723 IFFHGWFMGPLTEGK 827.0372 1766.8762 21.3278 3484 2 883.9418 2.14
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1520.7169 WFLPFDHSQESK 3108.5990 1520.7207 18.7504 8639 3 507.5784 1.35
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 rbamidomethyl+C( 2439.1173 TIVDDFKDYADLCFELFGDR 1261.9070 2439.1174 23.2346 4846 3 813.7106 ‐0.0158
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 2153.0761 EYVGDRLPEFSETEAALVK 2075.6580 2153.0861 18.8015 13275 3 718.3669 4.12
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1966.0044 AKIFFHGWFMGPLTEGK 273.5114 1966.0170 19.1549 8709 2 983.5122 7.50
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 2781.3631 LFNSGNFEKGFIFGVASSAYQVEGGR 329.1693 2781.3846 21.5977 2069 3 927.7997 8.0893



NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 833.4152 EYVGDRL 222.0164 833.4112 19.3378 5056 1 833.4112 ‐4.7620
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 773.4338 GPVMITR 2184.0670 773.4324 17.2000 2286 1 773.4324 ‐1.9543
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1206.5790 EYVGDRLPEF 239.9293 1206.5826 18.8477 1555 2 603.7949 2.0998
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1161.5436 NVWDSFTHR 102.5691 1161.5506 18.0814 990 2 581.2789 5.0126
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1341.6409 HGWFMGPLTEGK 286.2278 1341.6426 22.1535 862 1 1341.6426 3.1618
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 1726.8547 GFIFGVASSAYQVEGGR 197.3538 1726.8448 20.3952 1112 2 863.9261 ‐5.3570
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1832.2710 51994.4753 47 34.87 None 2135.0655 EYVGDRLPEFSETEAALVK 289.4619 2135.0597 19.8395 920 2 1068.0335 ‐1.3472
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 94.2522 61547.5664 10 4.32 None 1167.6078 YKEDIQLMK 5466.6250 1167.6090 20.6376 51309 2 584.3081 ‐0.1121
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 94.2522 61547.5664 10 4.32 None 536.2351 YKED 3103.2730 536.2354 20.6348 1830 1 536.2354 ‐0.1759
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 1167.6078 YKEDIQLMK 7111.7260 1167.6090 20.6376 51309 2 584.3081 ‐0.0160
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 1663.8326 SGVQFYHDLIDELK 1628.9180 1663.8258 28.6534 1315 3 555.2801 ‐5.4143
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 rbamidomethyl+C 1763.7442 CNGDNGTQAVDFFYR 214.1316 1763.7071 30.2801 54735 2 882.3572 ‐20.7656
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 2924.3962 IGIAHSPAWFEPHDFKDEQSGATIDR 352.2342 2924.3716 40.2533 1823 3 975.4621 ‐7.6651
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 rbamidomethyl+C 1224.5718 GPSVWDIYCK 507.2387 1224.5692 24.3278 990 1 1224.5692 0.0241
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 1851.9177 IGIAHSPAWFEPHDFK 643.5868 1851.9430 28.1156 983 3 617.9858 12.69
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 536.2351 YKED 3863.6680 536.2354 20.6348 1830 1 536.2354 0.0142
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 217.4465 61547.5664 10 4.32 None 1833.9071 IGIAHSPAWFEPHDFK 272.9715 1833.9031 38.2405 946 2 917.4552 ‐1.7794
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1494.7223 ITPSWVGFTDSER 31223.1900 1494.7228 17.8475 25651 2 747.8650 ‐0.0345
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1564.8291 VFSPEEISAMILTK 47028.4600 1564.8296 21.6623 21937 2 782.9184 0.1195
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1907.0021 IKDAVVTVPAYFNDAQR 22012.6600 1907.0046 17.0029 21537 3 636.3397 0.4614
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1345.6457 NALETYVYNMK 10333.2500 1345.6486 27.9775 20031 2 673.3279 1.48
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 rbamidomethyl+C 1861.9477 EVEAVCNPIITAVYQR 5914.9020 1861.9478 31.1650 18195 2 931.4775 0.5491
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 rbamidomethyl+C 2103.1267 LKEVEAVCNPIITAVYQR 3432.1020 2103.1259 18.2509 18036 3 701.7135 ‐0.9478
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1155.6480 DAGVIAGLNVAR 15960.3400 1155.6497 25.6698 16949 2 578.3285 0.3368
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1550.7962 AVVTVPAYFNDAQR 6650.8620 1550.7920 27.5012 14135 2 775.8997 ‐2.8911
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 2498.0841 EALEWLDENQNSEKEEYDEK 11781.8000 2498.0878 26.3530 13528 3 833.3675 1.58
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1296.6219 FEELNNDLFR 6422.0770 1296.6218 28.7751 13091 2 648.8145 ‐0.8897
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 2053.0124 VEIESLFDGVDFSEPLTR 2622.1410 2053.0143 21.9012 12042 2 1027.0108 1.28
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 929.4801 VMEYFIK 3717.4420 929.4810 16.5627 5331 2 465.2442 ‐0.6285
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 981.4888 ETAEAYLGK 5691.9110 981.4892 18.1131 4517 2 491.2482 ‐1.0772
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1536.7513 NGHVEIIANDQGNR 1666.4440 1536.7548 16.4707 4370 3 512.9231 0.9127
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1047.5833 DGKPYIQVK 276.5961 1047.6095 20.3432 8965 2 524.3084 23.6523
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1583.8864 QATKDAGVIAGLNVAR 762.3679 1583.9260 17.2197 1824 2 792.4667 24.8987
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 474.3286 ILTK 143.5885 474.3293 22.8133 2625 1 474.3293 0.4703
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 528.2664 EVEAV 230.7414 528.2688 33.0208 2524 1 528.2688 3.41
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 818.4294 VEIESLF 74.4227 818.4247 20.9809 1723 1 818.4247 ‐5.4717
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1213.6497 PEEISAMILTK 230.4967 1213.6447 23.0628 1497 2 607.3260 ‐5.0965
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1157.6565 IKDAVVTVPAY 394.3979 1157.6578 17.4003 1413 2 579.3325 0.0440
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 702.3781 SEPLTR 38.9813 702.3760 21.1575 1344 1 702.3760 ‐3.0331
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 763.4382 SAMILTK 156.6033 763.4364 19.8132 1193 1 763.4364 ‐2.2919
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 778.3842 NNDLFR 193.3437 778.3856 27.4217 1126 1 778.3856 1.12
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1137.6375 DAGVIAGLNVAR 342.9961 1137.6407 23.9723 3979 2 569.3240 1.81
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1532.7856 AVVTVPAYFNDAQR 183.1211 1532.7783 28.9811 1964 2 766.8928 ‐5.0054
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7320.9890 73914.5211 59 29.45 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1787.9902 IINEPTAAAIAYGLDKK 64667.9200 1787.9916 17.1797 129459 3 596.6687 ‐0.0234
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1494.7223 ITPSWVGFTDSER 26110.1900 1494.7228 17.8475 25651 2 747.8650 0.1202
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1564.8291 VFSPEEISAMILTK 55907.3700 1564.8296 21.6623 21937 2 782.9184 0.2904
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1907.0021 IKDAVVTVPAYFNDAQR 29559.5100 1907.0046 17.0029 21537 3 636.3397 0.6021
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 rbamidomethyl+C 2103.1267 LKEVEAVCNPIITAVYQR 4730.8230 2103.1259 18.2509 18036 3 701.7135 ‐0.8505
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 2053.0124 VEIESLFDGVDFSEPLTR 5727.4760 2053.0143 21.9012 12042 2 1027.0108 2.1260
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 2144.1234 GTPQIEVTFEVDANGILNVK 803.2893 2144.1162 20.4720 1951 3 715.3769 ‐3.7478
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 rbamidomethyl+C 1861.9477 EVEAVCNPIITAVYQR 297.3775 1861.9634 20.3391 4511 2 931.4853 9.1452
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 981.4888 ETAEAYLGK 670.8787 981.5115 17.0153 4069 2 491.2594 21.7495
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1583.8864 QATKDAGVIAGLNVAR 403.5496 1583.9260 17.2197 1824 2 792.4667 25.0740
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 2318.1147 IEAATKEALEWLDENQNSEK 617.1799 2318.0575 18.4950 1790 2 1159.5324 ‐22.8147
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1473.7907 SQIDEIVLVGGSTR 249.8690 1473.8102 23.2329 1488 2 737.4087 12.22
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1228.6280 VEIIANDQGNR 203.6169 1228.6354 18.9069 1440 2 614.8214 5.1622
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1201.7303 KLVPYQIVNK 6219.3780 1201.7307 14.7532 3784 2 601.3690 ‐0.5982
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1231.6603 PEEISAMILTK 218.8920 1231.6679 22.3095 3022 2 616.3376 5.77
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 794.4407 AYGLDKK 17375.8400 794.4404 17.1541 1763 1 794.4404 ‐0.4485
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1157.6565 IKDAVVTVPAY 388.6583 1157.6578 17.4003 1413 2 579.3325 0.1213
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 861.4829 PYQIVNK 1307.4160 861.4801 15.4466 1230 1 861.4801 ‐3.1205
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1380.6906 VTVPAYFNDAQR 167.3606 1380.6868 18.3874 1039 2 690.8470 ‐3.2652
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 907.5247 IAYGLDKK 259.6123 907.5245 17.1661 762 1 907.5245 0.0486
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1546.8185 VFSPEEISAMILTK 387.7782 1546.8165 21.3731 2113 2 773.9119 ‐1.3691
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 rbamidomethyl+C 1844.9211 EVEAVCNPIITAVYQR 336.9465 1844.9196 19.1082 1699 2 922.9635 ‐0.1343
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5135.7260 73914.5211 59 29.45 None 1211.6015 VEIIANDQGNR 91.7833 1211.5968 19.4511 1599 1 1211.5968 ‐2.5067
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1424.8220 VVGTQAPVQLGSLR 7330.3950 1424.8175 16.3126 18003 2 712.9124 ‐3.6225
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1905.8501 ESDAWPAEPQDAYGLEK 14427.2700 1905.8532 26.8018 8396 2 953.4302 2.41
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 rbamidomethyl+C 1729.7931 FFYASSACIYPEFK 3677.8030 1729.7944 19.0568 5140 2 865.4008 0.9408



NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1132.6208 QLETTNVSLK 1219.2040 1132.6219 19.7744 3914 2 566.8146 ‐0.2035
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 3450.5208 SDFREPVNIGSDEMVSMNEMAEMVLSFEEK 450.4939 3450.5723 40.0421 2978 3 1150.8623 16.2906
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 970.5397 ITYFWIK 1058.3650 970.5352 19.1925 2892 2 485.7713 ‐6.0869
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 rbamidomethyl+C( 1438.6532 HYNKDFGIECR 1204.0500 1438.6140 16.6856 2884 2 719.8107 ‐27.7167
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 rbamidomethyl+C 1671.8047 SFTFIDECVEGVLR 596.9025 1671.8483 24.8778 1316 2 836.4278 26.1269
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1201.6146 EKLGWAPNMR 1541.6910 1201.6125 27.4608 6516 2 601.3099 ‐2.8224
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 940.5574 APVQLGSLR 2683.1070 940.5563 15.4188 1150 1 940.5563 ‐0.4727
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 857.4556 TYFWIK 136.8867 857.4618 20.3655 1082 2 429.2345 5.72
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1114.6103 QLETTNVSLK 330.7775 1114.6121 19.2603 5023 2 557.8097 0.4503
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1204.4960 43157.7852 17 25.73 None 1184.5881 EKLGWAPNMR 128.6399 1184.5854 26.5565 4237 2 592.7964 ‐3.2883
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 304.7082 43157.7852 17 25.73 None 1424.8220 VVGTQAPVQLGSLR 6327.6460 1424.8175 16.3126 18003 2 712.9124 ‐3.4838
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 304.7082 43157.7852 17 25.73 rbamidomethyl+C 1729.7931 FFYASSACIYPEFK 1749.5750 1729.7944 19.0568 5140 2 865.4008 1.1496
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 304.7082 43157.7852 17 25.73 rbamidomethyl+C 896.3931 DFGIECR 256.2722 896.4086 17.9285 873 2 448.7079 15.5852
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 304.7082 43157.7852 17 25.73 None 940.5574 APVQLGSLR 1277.0090 940.5563 15.4188 1150 1 940.5563 ‐0.7754
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 6146.1250 2641.3523 40.7777 6413 3 881.1223 ‐0.4961
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 1720.8752 HEEELAEPQEIVAVK 5724.7180 1720.8798 24.4128 5049 3 574.2981 1.43
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 5057.7470 2372.1106 31.2474 3677 3 791.3751 ‐0.5277
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 733.3727 DLTNATV 1834.1590 733.3722 19.8219 2535 1 733.3722 ‐0.6311
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 933.4676 INAEDPFK 186.4164 933.4567 20.9722 9452 1 933.4567 ‐11.0261
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 805.4090 EPGEFVK 1055.6400 805.4096 19.7846 9414 1 805.4096 0.9372
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 rbamidomethyl+C( 1702.7378 SEAAAAFGNDGCYLEK 3780.6600 1702.7379 24.1340 4910 2 851.8726 0.1917
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 rbamidomethyl+C 2655.3270 TAHEMGIPCVAVYSTIDKDALHVK 7714.9380 2655.3309 29.9323 974 4 664.5882 0.4611
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 2594.3712 VDTAFIVKHEEELAEPQEIVAVK 912.4484 2594.3883 25.5560 2259 2 1297.6978 8.21
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 915.4571 INAEDPFK 142.3999 915.4600 20.7605 3075 1 915.4600 3.34
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 1107.3880 58900.5131 11 22.35 None 787.3985 EPGEFVK 99.2951 787.4007 20.7716 1734 1 787.4007 3.0062
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1719.3240 27629.2556 3 24.19 rbamidomethyl+C 1288.6678 GLCAIAQAESLR 28889.6500 1288.6701 25.8525 22851 2 644.8387 1.0122
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1719.3240 27629.2556 3 24.19 None 1544.7414 FKDGYMVSSGQPTK 1828.9910 1544.7446 18.2580 8625 3 515.5864 0.5510
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1719.3240 27629.2556 3 24.19 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTDYPAMPVA 1591.4900 3590.7398 40.5299 2644 3 1197.5848 ‐4.0991
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 50042.1300 2564.3033 22.4989 50339 2 1282.6553 2.20
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 18355.4200 3000.4012 20.9408 39452 3 1000.8053 0.7037
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 rbamidomethyl+C( 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 1997.7520 2676.2715 22.0658 32171 3 892.7620 0.6469
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 rbamidomethyl+C 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 6111.6960 2623.3337 18.7545 27758 3 875.1161 1.26
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 3541.1970 3842.9732 25.5507 26936 3 1281.6626 ‐2.3297
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 899.5673 AILNLSLR 9805.6750 899.5654 17.8980 21491 2 450.2863 ‐3.7635
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 1817.8565 HETASIDQFSWGVANR 1393.0000 1817.8569 17.0442 4502 3 606.6238 ‐0.6028
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 rbamidomethyl+C( 2982.4779 DPFRGGNNILVICDTWTPAGEPIPTNK 688.4262 2982.4953 23.5431 1383 3 994.8366 6.71
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 1280.6957 TPAGEPIPTNKR 827.4403 1280.7022 18.7669 3061 2 640.8547 4.76
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 602.3620 NLSLR 3858.0360 602.3627 17.8947 2121 1 602.3627 0.3538
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 1711.8836 RPASNMDPYIVTSLLA 214.8241 1711.8812 24.5090 1819 2 856.4442 ‐1.0481
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 None 2093.0702 PWFGIEQEYTLLQQNVK 296.2197 2093.0583 23.2918 1337 2 1047.0328 ‐4.3950
NP_198413.1 glutamine synthetase Arabidopsis thaliana 4692.6110 47809.8511 13 37.44 rbamidomethyl+C( 2964.4673 DPFRGGNNILVICDTWTPAGEPIPTNK 266.0482 2964.4723 23.5639 11020 3 988.8289 2.07
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 2284.1530 KDLNQTVMTIFYGVDPTDVK 4890.2000 2284.1615 19.4507 37165 3 762.0587 3.24
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 rbamidomethyl+C( 3327.6242 FSYDALSPEDKDLFLHIACLFNNEEIVK 2153.6770 3327.6054 25.4645 4412 3 1109.8733 ‐4.6307
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 rbamidomethyl+C( 2196.0853 QFLVDTKDICEVLADGTGSK 213.1257 2196.0405 20.0257 3123 2 1098.5239 ‐18.8612
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 3316.6042 YFVVSYNENLKESPHALDTITMLSSNDTK 501.3741 3316.6833 22.6166 1859 3 1106.2326 24.8598
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 2595.3177 YDVFPSFHGADVRKTFLSHMLK 529.1008 2595.3233 20.5820 23717 2 1298.1653 4.09
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 1426.7511 AFEGMTNLKFLR 1106.3330 1426.7416 18.1348 1921 2 713.8744 ‐7.0314
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 1722.8843 LNISERAFEGMTNLK 247.3123 1722.8811 23.2395 1439 2 861.9442 ‐1.5030
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 rbamidomethyl+C( 3644.8215 LRLIEWDYFPMKSLPSNFCTTYLVNLHMR 2680.3340 3644.8183 25.5260 935 3 1215.6110 0.5317
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 1454.7348 KDLNQTVMTIFY 461.4842 1454.7300 18.8479 2786 2 727.8686 ‐3.5920
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 974.4942 FNNEEIVK 224.1233 974.4901 24.2563 1771 1 974.4901 ‐3.5800
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 1122.5466 FYGVDPTDVK 432.4915 1122.5462 19.4556 799 1 1122.5462 0.7000
NP_198650.1 TIR NBS LRR class disease resistance protein Arabidopsis thaliana 167.0532 121999.4669 12 7.27 None 1704.8738 LNISERAFEGMTNLK 198.4538 1704.8752 21.7622 1772 2 852.9413 1.20
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 391359.5000 1548.8085 18.5409 3139108 2 774.9079 ‐0.6240
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 935.4945 IIGFDNTR 77228.3600 935.4940 21.7543 1086358 2 468.2506 ‐2.1931
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 152535.2000 2080.9954 20.8599 689968 3 694.3367 ‐0.3509
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 952.4887 EYPGAFIR 19194.7200 952.4893 23.4422 482554 2 476.7483 ‐0.9116
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 914.4229 YWTMWK 12633.9700 914.4226 17.9314 393277 2 457.7149 ‐1.9961
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 2086.0314 QVQCISFIAYKPPSFTEA 224542.9000 2086.0275 19.6206 324693 2 1043.5174 ‐0.8945
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 907.4884 EVDYLLR 58874.2700 907.4887 23.0598 272819 2 454.2480 ‐1.3169
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1939.9899 FETLSYLPDLSDVELAK 111660.4000 1939.9870 21.0801 264793 2 970.4972 ‐0.8098
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1365.5818 EHGNTPGYYDGR 71440.6800 1365.5815 13.8792 90372 3 455.8653 ‐1.8373
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 924.5666 VWPPIGKK 4219.2610 924.5662 16.0769 6000 1 924.5662 0.3192
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 796.4716 VWPPIGK 1576.4950 796.4715 15.4885 2452 2 398.7394 ‐2.0624
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1433.7343 TNKDITSIASNGGR 494.1852 1433.7481 15.9588 762 3 478.5876 8.1561
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 2068.0849 KFETLSYLPDLSDVELAK 116326.7000 2068.0831 20.2002 427378 3 690.0326 ‐1.4338
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 2196.1798 KKFETLSYLPDLSDVELAK 57180.3300 2196.1812 19.2409 182637 3 732.7319 0.2037
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1401.7382 VSCMKVWPPIGK 1715.1910 1401.7354 19.0291 4734 2 701.3713 ‐2.5550
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1561.8293 KTNKDITSIASNGGR 1123.5740 1561.8321 20.5055 3483 2 781.4197 1.84
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C( 1695.8153 DITSIASNGGRVSCMK 352.2373 1695.8277 18.7005 1377 2 848.4175 7.41
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 660.3828 PGAFIR 1612.0880 660.3828 23.4362 83473 1 660.3828 ‐0.2631
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1781.8316 PCVEFELEHGFVYR 1291.1550 1781.8308 17.8898 20914 2 891.4191 ‐0.1249
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 652.3049 FDNTR 4305.7580 652.3043 21.7690 13275 1 652.3043 ‐1.1966
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 564.3504 YLLR 110.1580 564.3514 23.7858 11886 1 564.3514 1.28
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 778.4458 VDYLLR 261.9505 778.4465 23.7846 10712 1 778.4465 1.1062
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1841.8779 QCISFIAYKPPSFTEA 566.9905 1841.8818 20.4613 8953 3 614.6321 1.05
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 761.4040 SDVELAK 156.5167 761.4032 21.3979 8083 1 761.4032 ‐0.9078
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1296.6371 FELEHGFVYR 209.8022 1296.6411 19.9028 5675 2 648.8242 2.72
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 414.2711 PIGK 4920.3420 414.2704 15.8680 5495 1 414.2704 ‐2.8058



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 778.3995 HGFVYR 158.1907 778.3995 18.1284 5286 1 778.3995 0.2449
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 693.2951 EHGNTPG 10563.8600 693.2943 13.8709 5049 1 693.2943 ‐1.1944
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 851.4298 KFETLSY 179.4630 851.4290 19.3442 4711 1 851.4290 ‐0.5072
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 891.4216 VSCMKVW 65.5800 891.4272 20.9476 4526 2 446.2173 4.04
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 505.2365 DNTR 532.7711 505.2353 21.7594 3929 1 505.2353 ‐3.1634
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 539.2209 EHGNT 6583.0000 539.2204 13.8753 3476 1 539.2204 ‐1.4462
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1004.4718 CTDSAQVLK 195.0811 1004.4680 18.0593 3436 2 502.7377 ‐5.1505
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 869.4403 KFETLSY 173.2206 869.4394 19.2283 3245 1 869.4394 ‐0.6555
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1570.8152 ISFIAYKPPSFTEA 341.2058 1570.8107 20.6722 2521 3 524.2751 ‐4.1634
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 822.4104 IGFDNTR 218.7523 822.4082 20.8848 2387 1 822.4082 ‐2.3771
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 827.3682 PGYYDGR 1656.6310 827.3669 13.8876 2068 1 827.3669 ‐1.2375
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 656.3225 WIPCV 97.3947 656.3216 17.5606 1826 1 656.3216 ‐1.6585
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1039.5095 YKPPSFTEA 819.4997 1039.5076 19.6296 1744 1 1039.5076 ‐0.7452
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 706.3770 KFETLS 1042.0640 706.3777 18.4828 1683 1 706.3777 0.8451
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 856.3584 EHGNTPGY 524.0844 856.3577 13.8815 1665 1 856.3577 ‐0.3555
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 559.3450 VELAK 215.7283 559.3463 20.6160 1189 1 559.3463 1.33
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 rbamidomethyl+C 1996.9837 QVQCISFIAYKPPSFTE 2485.9350 1996.9842 19.6314 1156 3 666.3329 ‐0.4712
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 751.3596 WTMWK 102.1427 751.3605 17.1013 1035 1 751.3605 1.02
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1457.7311 SFIAYKPPSFTEA 665.3923 1457.7256 19.6173 950 1 1457.7256 ‐1.2314
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 874.4880 LSDVELAK 133.3567 874.4880 19.8606 941 2 437.7477 ‐1.7259
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88817.6900 20569.5334 80 74.59 None 1347.5713 EHGNTPGYYDGR 1472.3220 1347.5723 15.8759 6293 2 674.2898 0.0726
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 386910.9000 1548.8085 18.5409 3139108 2 774.9079 ‐0.4568
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 283861.1000 2080.9954 20.8599 689968 3 694.3367 ‐0.2487
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 914.4229 YWTMWK 19711.7200 914.4226 17.9314 393277 2 457.7149 ‐1.9748
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 2086.0314 QVQCISFIAYKPPSFTEA 246013.7000 2086.0275 19.6206 324693 2 1043.5174 ‐0.6037
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 1939.9899 FETLSYLPDLSDVELAK 123178.1000 1939.9870 21.0801 264793 2 970.4972 ‐0.5526
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 935.4945 IIGFDNTR 26714.4800 935.4949 14.9273 17774 2 468.2511 ‐1.1929
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 924.5666 VWPPIGKK 4346.0820 924.5662 16.0769 6000 1 924.5662 0.0170
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 796.4716 VWPPIGK 1237.5150 796.4715 15.4885 2452 2 398.7394 ‐2.0682
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 2068.0849 KFETLSYLPDLSDVELAK 119060.5000 2068.0831 20.2002 427378 3 690.0326 ‐1.3288
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 2196.1798 KKFETLSYLPDLSDVELAK 61892.6800 2196.1812 19.2409 182637 3 732.7319 0.2804
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 751.3596 WTMWK 6292.4200 751.3582 17.9352 33839 1 751.3582 ‐2.0584
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 1086.5677 PDLSDVELAK 354.4847 1086.5639 20.2013 24865 1 1086.5639 ‐2.5677
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 565.2803 TMWK 1933.4800 565.2805 17.9291 18454 1 565.2805 ‐0.5772
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1078.5198 GCTDSAQVLK 23085.3700 1078.5179 18.5414 16531 1 1078.5179 ‐0.8021
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 982.5244 KFETLSYL 2674.7660 982.5231 20.1995 16492 1 982.5231 ‐0.7070
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 414.2711 PIGK 4567.5790 414.2704 15.8680 5495 1 414.2704 ‐3.0928
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 778.3995 HGFVYR 85.0873 778.3995 18.1284 5286 1 778.3995 ‐0.0530
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1619.8251 QVQCISFIAYKPPS 174.8620 1619.8270 18.7711 5033 3 540.6138 0.1533
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1190.5511 LPLFGCTDSAQ 1576.3180 1190.5488 18.5403 4807 1 1190.5488 ‐0.5907
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 709.3264 GFDNTR 5780.8910 709.3269 14.9209 4130 1 709.3269 0.3055
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1062.4925 LPLFGCTDSA 1332.1910 1062.4935 18.5163 3859 1 1062.4935 1.92
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 997.5353 KKFETLSY 101.2735 997.5386 18.0139 3637 2 499.2729 1.17
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 869.4403 KFETLSY 329.3837 869.4394 19.2283 3245 1 869.4394 ‐0.9561
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1402.7035 LPLFGCTDSAQVL 617.0767 1402.6953 18.5399 1871 1 1402.6953 ‐3.8623
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 656.3225 WIPCV 50.4513 656.3216 17.5606 1826 1 656.3216 ‐1.9527
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 822.4104 IGFDNTR 8417.2760 822.4096 14.9263 1662 1 822.4096 ‐1.0428
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1338.6722 LFGCTDSAQVLK 136.7962 1338.6699 17.2752 1439 2 669.8386 ‐2.3046
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 979.5247 KKFETLSY 64.3487 979.5295 17.0060 1375 2 490.2684 3.64
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 964.5138 KFETLSYL 107.7400 964.5157 18.7118 1262 2 482.7615 0.4417
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 1110.6194 KKFETLSYL 459.8689 1110.6182 19.2599 1225 1 1110.6182 ‐0.0234
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1996.9837 QVQCISFIAYKPPSFTE 3653.5880 1996.9842 19.6314 1156 3 666.3329 ‐0.3504
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 None 1457.7311 SFIAYKPPSFTEA 795.0993 1457.7256 19.6173 950 1 1457.7256 ‐1.5495
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 93445.4800 20569.5334 80 74.59 rbamidomethyl+C 1225.5882 FGCTDSAQVLK 343.2002 1225.5880 19.0661 916 1 1225.5880 1.76
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 391359.5000 1548.8085 18.5409 3139108 2 774.9079 ‐0.6240
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 935.4945 IIGFDNTR 77228.3600 935.4940 21.7543 1086358 2 468.2506 ‐2.1931
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 152535.2000 2080.9954 20.8599 689968 3 694.3367 ‐0.3509
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 952.4887 EYPGAFIR 19194.7200 952.4893 23.4422 482554 2 476.7483 ‐0.9116
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 914.4229 YWTMWK 12633.9700 914.4226 17.9314 393277 2 457.7149 ‐1.9961
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 2086.0314 QVQCISFIAYKPPSFTEA 224542.9000 2086.0275 19.6206 324693 2 1043.5174 ‐0.8945
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 907.4884 EVDYLLR 58874.2700 907.4887 23.0598 272819 2 454.2480 ‐1.3169
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1939.9899 FETLSYLPDLSDVELAK 111660.4000 1939.9870 21.0801 264793 2 970.4972 ‐0.8098
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1365.5818 EHGNTPGYYDGR 71440.6800 1365.5815 13.8792 90372 3 455.8653 ‐1.8373
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 924.5666 VWPPIGKK 4219.2610 924.5662 16.0769 6000 1 924.5662 0.3192
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 796.4716 VWPPIGK 1576.4950 796.4715 15.4885 2452 2 398.7394 ‐2.0624
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 2068.0849 KFETLSYLPDLSDVELAK 116326.7000 2068.0831 20.2002 427378 3 690.0326 ‐1.4338
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 2196.1798 KKFETLSYLPDLSDVELAK 57180.3300 2196.1812 19.2409 182637 3 732.7319 0.2037
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1401.7382 VSCMKVWPPIGK 1715.1910 1401.7354 19.0291 4734 2 701.3713 ‐2.5550
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 660.3828 PGAFIR 1612.0880 660.3828 23.4362 83473 1 660.3828 ‐0.2631
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1781.8316 PCVEFELEHGFVYR 1291.1550 1781.8308 17.8898 20914 2 891.4191 ‐0.1249
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 652.3049 FDNTR 4305.7580 652.3043 21.7690 13275 1 652.3043 ‐1.1966
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 564.3504 YLLR 110.1580 564.3514 23.7858 11886 1 564.3514 1.28
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 778.4458 VDYLLR 261.9505 778.4465 23.7846 10712 1 778.4465 1.1062
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1841.8779 QCISFIAYKPPSFTEA 566.9905 1841.8818 20.4613 8953 3 614.6321 1.05
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 761.4040 SDVELAK 156.5167 761.4032 21.3979 8083 1 761.4032 ‐0.9078
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1296.6371 FELEHGFVYR 209.8022 1296.6411 19.9028 5675 2 648.8242 2.72
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 414.2711 PIGK 4920.3420 414.2704 15.8680 5495 1 414.2704 ‐2.8058
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 778.3995 HGFVYR 158.1907 778.3995 18.1284 5286 1 778.3995 0.2449
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 693.2951 EHGNTPG 10563.8600 693.2943 13.8709 5049 1 693.2943 ‐1.1944



NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 851.4298 KFETLSY 179.4630 851.4290 19.3442 4711 1 851.4290 ‐0.5072
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 891.4216 VSCMKVW 65.5800 891.4272 20.9476 4526 2 446.2173 4.04
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 505.2365 DNTR 532.7711 505.2353 21.7594 3929 1 505.2353 ‐3.1634
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 539.2209 EHGNT 6583.0000 539.2204 13.8753 3476 1 539.2204 ‐1.4462
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1004.4718 CTDSAQVLK 195.0811 1004.4680 18.0593 3436 2 502.7377 ‐5.1505
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 869.4403 KFETLSY 173.2206 869.4394 19.2283 3245 1 869.4394 ‐0.6555
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1570.8152 ISFIAYKPPSFTEA 341.2058 1570.8107 20.6722 2521 3 524.2751 ‐4.1634
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 822.4104 IGFDNTR 218.7523 822.4082 20.8848 2387 1 822.4082 ‐2.3771
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 827.3682 PGYYDGR 1656.6310 827.3669 13.8876 2068 1 827.3669 ‐1.2375
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 656.3225 WIPCV 97.3947 656.3216 17.5606 1826 1 656.3216 ‐1.6585
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1039.5095 YKPPSFTEA 819.4997 1039.5076 19.6296 1744 1 1039.5076 ‐0.7452
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 706.3770 KFETLS 1042.0640 706.3777 18.4828 1683 1 706.3777 0.8451
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 856.3584 EHGNTPGY 524.0844 856.3577 13.8815 1665 1 856.3577 ‐0.3555
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 559.3450 VELAK 215.7283 559.3463 20.6160 1189 1 559.3463 1.33
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 rbamidomethyl+C 1996.9837 QVQCISFIAYKPPSFTE 2485.9350 1996.9842 19.6314 1156 3 666.3329 ‐0.4712
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 751.3596 WTMWK 102.1427 751.3605 17.1013 1035 1 751.3605 1.02
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1457.7311 SFIAYKPPSFTEA 665.3923 1457.7256 19.6173 950 1 1457.7256 ‐1.2314
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 874.4880 LSDVELAK 133.3567 874.4880 19.8606 941 2 437.7477 ‐1.7259
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88779.4600 20635.5059 77 66.30 None 1347.5713 EHGNTPGYYDGR 1472.3220 1347.5723 15.8759 6293 2 674.2898 0.0726
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 386910.9000 1548.8085 18.5409 3139108 2 774.9079 ‐0.4568
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 283861.1000 2080.9954 20.8599 689968 3 694.3367 ‐0.2487
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 914.4229 YWTMWK 19711.7200 914.4226 17.9314 393277 2 457.7149 ‐1.9748
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 2086.0314 QVQCISFIAYKPPSFTEA 246013.7000 2086.0275 19.6206 324693 2 1043.5174 ‐0.6037
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 1939.9899 FETLSYLPDLSDVELAK 123178.1000 1939.9870 21.0801 264793 2 970.4972 ‐0.5526
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 935.4945 IIGFDNTR 26714.4800 935.4949 14.9273 17774 2 468.2511 ‐1.1929
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 924.5666 VWPPIGKK 4346.0820 924.5662 16.0769 6000 1 924.5662 0.0170
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 796.4716 VWPPIGK 1237.5150 796.4715 15.4885 2452 2 398.7394 ‐2.0682
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 2068.0849 KFETLSYLPDLSDVELAK 119060.5000 2068.0831 20.2002 427378 3 690.0326 ‐1.3288
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 2196.1798 KKFETLSYLPDLSDVELAK 61892.6800 2196.1812 19.2409 182637 3 732.7319 0.2804
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 751.3596 WTMWK 6292.4200 751.3582 17.9352 33839 1 751.3582 ‐2.0584
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 1086.5677 PDLSDVELAK 354.4847 1086.5639 20.2013 24865 1 1086.5639 ‐2.5677
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 565.2803 TMWK 1933.4800 565.2805 17.9291 18454 1 565.2805 ‐0.5772
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1078.5198 GCTDSAQVLK 23085.3700 1078.5179 18.5414 16531 1 1078.5179 ‐0.8021
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 982.5244 KFETLSYL 2674.7660 982.5231 20.1995 16492 1 982.5231 ‐0.7070
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 414.2711 PIGK 4567.5790 414.2704 15.8680 5495 1 414.2704 ‐3.0928
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 778.3995 HGFVYR 85.0873 778.3995 18.1284 5286 1 778.3995 ‐0.0530
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1619.8251 QVQCISFIAYKPPS 174.8620 1619.8270 18.7711 5033 3 540.6138 0.1533
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1190.5511 LPLFGCTDSAQ 1576.3180 1190.5488 18.5403 4807 1 1190.5488 ‐0.5907
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 709.3264 GFDNTR 5780.8910 709.3269 14.9209 4130 1 709.3269 0.3055
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1062.4925 LPLFGCTDSA 1332.1910 1062.4935 18.5163 3859 1 1062.4935 1.92
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 997.5353 KKFETLSY 101.2735 997.5386 18.0139 3637 2 499.2729 1.17
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 869.4403 KFETLSY 329.3837 869.4394 19.2283 3245 1 869.4394 ‐0.9561
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1402.7035 LPLFGCTDSAQVL 617.0767 1402.6953 18.5399 1871 1 1402.6953 ‐3.8623
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 656.3225 WIPCV 50.4513 656.3216 17.5606 1826 1 656.3216 ‐1.9527
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 822.4104 IGFDNTR 8417.2760 822.4096 14.9263 1662 1 822.4096 ‐1.0428
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1338.6722 LFGCTDSAQVLK 136.7962 1338.6699 17.2752 1439 2 669.8386 ‐2.3046
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 979.5247 KKFETLSY 64.3487 979.5295 17.0060 1375 2 490.2684 3.64
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 964.5138 KFETLSYL 107.7400 964.5157 18.7118 1262 2 482.7615 0.4417
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 1110.6194 KKFETLSYL 459.8689 1110.6182 19.2599 1225 1 1110.6182 ‐0.0234
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1996.9837 QVQCISFIAYKPPSFTE 3653.5880 1996.9842 19.6314 1156 3 666.3329 ‐0.3504
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 None 1457.7311 SFIAYKPPSFTEA 795.0993 1457.7256 19.6173 950 1 1457.7256 ‐1.5495
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 93445.4800 20635.5059 77 66.30 rbamidomethyl+C 1225.5882 FGCTDSAQVLK 343.2002 1225.5880 19.0661 916 1 1225.5880 1.76
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 391359.5000 1548.8085 18.5409 3139108 2 774.9079 ‐0.6240
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 935.4945 IIGFDNTR 77228.3600 935.4940 21.7543 1086358 2 468.2506 ‐2.1931
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 152535.2000 2080.9954 20.8599 689968 3 694.3367 ‐0.3509
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 952.4887 EYPGAFIR 19194.7200 952.4893 23.4422 482554 2 476.7483 ‐0.9116
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 914.4229 YWTMWK 12633.9700 914.4226 17.9314 393277 2 457.7149 ‐1.9961
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 907.4884 EVDYLLR 58874.2700 907.4887 23.0598 272819 2 454.2480 ‐1.3169
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1365.5818 EHGNTPGYYDGR 71440.6800 1365.5815 13.8792 90372 3 455.8653 ‐1.8373
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 2072.0158 QVQCISFIAYKPPSFTDA 13509.9900 2072.0142 19.6508 64139 2 1036.5107 0.2014
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1954.0056 FETLSYLPDLTDVELAK 15242.1000 1954.0048 21.2871 45898 2 977.5060 0.2929
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 924.5666 VWPPIGKK 4219.2610 924.5662 16.0769 6000 1 924.5662 0.3192
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 796.4716 VWPPIGK 1576.4950 796.4715 15.4885 2452 2 398.7394 ‐2.0624
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 2082.1005 KFETLSYLPDLTDVELAK 5338.0520 2082.1027 20.3889 82675 3 694.7057 0.4775
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 1401.7382 VSCMKVWPPIGK 1715.1910 1401.7354 19.0291 4734 2 701.3713 ‐2.5550
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 660.3828 PGAFIR 1612.0880 660.3828 23.4362 83473 1 660.3828 ‐0.2631
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 1781.8316 PCVEFELEHGFVYR 1291.1550 1781.8308 17.8898 20914 2 891.4191 ‐0.1249
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 652.3049 FDNTR 4305.7580 652.3043 21.7690 13275 1 652.3043 ‐1.1966
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 564.3504 YLLR 110.1580 564.3514 23.7858 11886 1 564.3514 1.28
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 778.4458 VDYLLR 261.9505 778.4465 23.7846 10712 1 778.4465 1.1062
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1296.6371 FELEHGFVYR 209.8022 1296.6411 19.9028 5675 2 648.8242 2.72
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 414.2711 PIGK 4920.3420 414.2704 15.8680 5495 1 414.2704 ‐2.8058
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 778.3995 HGFVYR 158.1907 778.3995 18.1284 5286 1 778.3995 0.2449
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 693.2951 EHGNTPG 10563.8600 693.2943 13.8709 5049 1 693.2943 ‐1.1944
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 933.4716 FETLSYLP 151.6497 933.4728 22.1303 5006 1 933.4728 2.0012
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 891.4216 VSCMKVW 65.5800 891.4272 20.9476 4526 2 446.2173 4.04
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 505.2365 DNTR 532.7711 505.2353 21.7594 3929 1 505.2353 ‐3.1634
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 539.2209 EHGNT 6583.0000 539.2204 13.8753 3476 1 539.2204 ‐1.4462
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 1004.4718 CTDSAQVLK 195.0811 1004.4680 18.0593 3436 2 502.7377 ‐5.1505



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 822.4104 IGFDNTR 218.7523 822.4082 20.8848 2387 1 822.4082 ‐2.3771
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1025.4938 YKPPSFTDA 210.9166 1025.4972 19.2444 2270 1 1025.4972 4.19
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 827.3682 PGYYDGR 1656.6310 827.3669 13.8876 2068 1 827.3669 ‐1.2375
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 rbamidomethyl+C 656.3225 WIPCV 97.3947 656.3216 17.5606 1826 1 656.3216 ‐1.6585
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 856.3584 EHGNTPGY 524.0844 856.3577 13.8815 1665 1 856.3577 ‐0.3555
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 751.3596 WTMWK 102.1427 751.3605 17.1013 1035 1 751.3605 1.02
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1280.6409 FETLSYLPDLT 148.8186 1280.6365 21.6540 883 2 640.8219 ‐4.2423
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 58736.9000 20571.4625 62 66.30 None 1347.5713 EHGNTPGYYDGR 1472.3220 1347.5723 15.8759 6293 2 674.2898 0.0726
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1548.8091 LPLFGCTDSAQVLK 386910.9000 1548.8085 18.5409 3139108 2 774.9079 ‐0.4568
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 2080.9950 WIPCVEFELEHGFVYR 283861.1000 2080.9954 20.8599 689968 3 694.3367 ‐0.2487
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 914.4229 YWTMWK 19711.7200 914.4226 17.9314 393277 2 457.7149 ‐1.9748
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 2072.0158 QVQCISFIAYKPPSFTDA 20014.4000 2072.0142 19.6508 64139 2 1036.5107 0.4890
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 1954.0056 FETLSYLPDLTDVELAK 18774.8700 1954.0048 21.2871 45898 2 977.5060 0.5533
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 935.4945 IIGFDNTR 26714.4800 935.4949 14.9273 17774 2 468.2511 ‐1.1929
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 924.5666 VWPPIGKK 4346.0820 924.5662 16.0769 6000 1 924.5662 0.0170
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 796.4716 VWPPIGK 1237.5150 796.4715 15.4885 2452 2 398.7394 ‐2.0682
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 2082.1005 KFETLSYLPDLTDVELAK 6073.9650 2082.1027 20.3889 82675 3 694.7057 0.5795
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 2210.1955 KKFETLSYLPDLTDVELAK 701.2827 2210.1958 19.3941 34722 3 737.4034 ‐0.1821
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 751.3596 WTMWK 6292.4200 751.3582 17.9352 33839 1 751.3582 ‐2.0584
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 565.2803 TMWK 1933.4800 565.2805 17.9291 18454 1 565.2805 ‐0.5772
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1078.5198 GCTDSAQVLK 23085.3700 1078.5179 18.5414 16531 1 1078.5179 ‐0.8021
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 414.2711 PIGK 4567.5790 414.2704 15.8680 5495 1 414.2704 ‐3.0928
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 775.4196 TDVELAK 138.7369 775.4157 21.7855 5294 1 775.4157 ‐5.1895
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 778.3995 HGFVYR 85.0873 778.3995 18.1284 5286 1 778.3995 ‐0.0530
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1190.5511 LPLFGCTDSAQ 1576.3180 1190.5488 18.5403 4807 1 1190.5488 ‐0.5907
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 709.3264 GFDNTR 5780.8910 709.3269 14.9209 4130 1 709.3269 0.3055
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1062.4925 LPLFGCTDSA 1332.1910 1062.4935 18.5163 3859 1 1062.4935 1.92
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 933.4716 FETLSYLP 253.9368 933.4712 22.1685 2729 1 933.4712 ‐0.0159
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 1025.4938 YKPPSFTDA 156.5430 1025.4972 19.2444 2270 1 1025.4972 4.0166
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1402.7035 LPLFGCTDSAQVL 617.0767 1402.6953 18.5399 1871 1 1402.6953 ‐3.8623
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 656.3225 WIPCV 50.4513 656.3216 17.5606 1826 1 656.3216 ‐1.9527
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 822.4104 IGFDNTR 8417.2760 822.4096 14.9263 1662 1 822.4096 ‐1.0428
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1338.6722 LFGCTDSAQVLK 136.7962 1338.6699 17.2752 1439 2 669.8386 ‐2.3046
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 None 979.5247 KKFETLSY 222.8011 979.5266 19.1462 1170 2 490.2669 0.3714
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 61164.5900 20571.4625 62 66.30 rbamidomethyl+C 1225.5882 FGCTDSAQVLK 343.2002 1225.5880 19.0661 916 1 1225.5880 1.76
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1353.6434 AADLTYWESAAR 2591.5250 1353.6460 26.7619 10121 2 677.3266 1.95
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1074.6055 LAANAFLAQR 4249.7820 1074.6055 15.8378 6517 2 537.8064 ‐1.2789
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1519.8002 EADIVFVSVNTPTK 1499.8000 1519.8006 27.7380 5842 2 760.4039 ‐0.0841
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1326.6722 IVSSMFNTVSNK 920.2711 1326.6728 21.6377 2400 2 663.8400 ‐0.3065
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 876.4210 DLFNPDR 199.7704 876.4276 27.3304 9003 1 876.4276 8.0207
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1454.7672 IVSSMFNTVSNKK 170.8388 1454.7300 18.8479 2786 2 727.8686 ‐25.9828
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 rbamidomethyl+C 1032.5031 ETPAIDVCK 525.0784 1032.5085 33.2535 2577 1 1032.5085 6.73
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 780.3886 INDYQK 465.6688 780.3872 26.1824 2458 1 780.3872 ‐1.7328
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1497.7220 QVSVTWDAYEATK 836.3674 1497.7133 20.2834 2227 2 749.3603 ‐6.1325
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 2592.2974 AQISIYDPQVTEEQIQRDLSMK 377.0031 2592.3658 21.2983 2211 3 864.7935 26.5563
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 3539.8017 EADIVFVSVNTPTKTTGLGAGKAADLTYWESAAR 2490.6070 3539.7672 25.5306 6593 3 1180.5939 ‐8.2274
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1051.5241 MFNTVSNKK 116.8778 1051.5302 18.8803 4622 2 526.2687 4.48
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 774.4032 EADIVFV 1296.1060 774.4030 27.5140 2232 1 774.4030 ‐0.2085
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 761.3941 LFNPDR 94.8482 761.3963 24.5242 2182 1 761.3963 3.0866
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 1479.7114 QVSVTWDAYEATK 1100.3330 1479.7118 21.5787 3121 1 1479.7118 2.04
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 283.2134 53667.4221 16 11.67 None 858.4104 DLFNPDR 84.6985 858.4064 27.2303 2374 1 858.4064 ‐4.2354
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 24.5016 182148.9940 2 0.00 rbamidomethyl+C 1363.6688 QLCVWIDHHR 755.9625 1363.6773 39.6092 2004 1 1363.6773 8.63
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 24.5016 182148.9940 2 0.00 None 2384.1030 EDEKEKEMMKETLMGLGEEK 760.1158 2384.0779 34.8391 1929 2 1192.5426 ‐8.8667
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1787.9902 IINEPTAAAIAYGLDKK 46184.5000 1787.9916 17.1797 129459 3 596.6687 ‐0.1905
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1228.6280 VEIIANDQGNR 43516.0400 1228.6283 17.4433 47722 2 614.8178 ‐0.7044
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1659.8952 IINEPTAAAIAYGLDK 29288.1400 1659.8959 29.6554 27277 2 830.4516 0.4454
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1494.7223 ITPSWVGFTDSER 31223.1900 1494.7228 17.8475 25651 2 747.8650 ‐0.0345
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1564.8291 VFSPEEISAMILTK 47028.4600 1564.8296 21.6623 21937 2 782.9184 0.1195
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1907.0021 IKDAVVTVPAYFNDAQR 22012.6600 1907.0046 17.0029 21537 3 636.3397 0.4614
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1345.6457 NALETYVYNMK 10333.2500 1345.6486 27.9775 20031 2 673.3279 1.48
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 rbamidomethyl+C 1861.9477 EVEAVCNPIITAVYQR 5914.9020 1861.9478 31.1650 18195 2 931.4775 0.5491
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 rbamidomethyl+C 2103.1267 LKEVEAVCNPIITAVYQR 3432.1020 2103.1259 18.2509 18036 3 701.7135 ‐0.9478
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1155.6480 DAGVIAGLNVAR 15960.3400 1155.6497 25.6698 16949 2 578.3285 0.3368
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 2019.0281 VEIESLFDGVDLSEPLTR 29324.1300 2019.0256 37.8514 16158 2 1010.0164 ‐0.3962
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1550.7962 AVVTVPAYFNDAQR 6650.8620 1550.7920 27.5012 14135 2 775.8997 ‐2.8911
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 2498.0841 EALEWLDENQNSEKEEYDEK 11781.8000 2498.0878 26.3530 13528 3 833.3675 1.58
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1296.6219 FEELNNDLFR 6422.0770 1296.6218 28.7751 13091 2 648.8145 ‐0.8897
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 981.4888 ETAEAYLGK 5691.9110 981.4892 18.1131 4517 2 491.2482 ‐1.0772
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1536.7513 NGHVEIIANDQGNR 1666.4440 1536.7548 16.4707 4370 3 512.9231 0.9127
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1047.5833 DGKPYIQVK 276.5961 1047.6095 20.3432 8965 2 524.3084 23.6523
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1583.8864 QATKDAGVIAGLNVAR 762.3679 1583.9260 17.2197 1824 2 792.4667 24.8987
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1703.8963 GTPQIEVTFEKIDAR 628.6436 1703.9073 22.7776 1879 2 852.4573 6.29
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1447.7791 EPTAAAIAYGLDKK 7705.3350 1447.7806 17.2172 3295 2 724.3940 0.5892
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 474.3286 ILTK 143.5885 474.3293 22.8133 2625 1 474.3293 0.4703
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 528.2664 EVEAV 230.7414 528.2688 33.0208 2524 1 528.2688 3.41
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 595.3086 YGLDK 126.7367 595.3115 28.2694 2480 1 595.3115 4.56
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 887.4330 IANDQGNR 1404.9860 887.4294 17.4439 2135 1 887.4294 ‐3.4563
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 666.3457 AYGLDK 206.7968 666.3465 31.6973 1834 1 666.3465 0.8849
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 794.4407 AYGLDKK 7684.6610 794.4404 17.1541 1763 1 794.4404 ‐0.1501



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1213.6497 PEEISAMILTK 230.4967 1213.6447 23.0628 1497 2 607.3260 ‐5.0965
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1157.6565 IKDAVVTVPAY 394.3979 1157.6578 17.4003 1413 2 579.3325 0.0440
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 763.4382 SAMILTK 156.6033 763.4364 19.8132 1193 1 763.4364 ‐2.2919
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 778.3842 NNDLFR 193.3437 778.3856 27.4217 1126 1 778.3856 1.12
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 907.5247 IAYGLDKK 211.3408 907.5245 17.1661 762 1 907.5245 0.3503
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1137.6375 DAGVIAGLNVAR 342.9961 1137.6407 23.9723 3979 2 569.3240 1.81
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1532.7856 AVVTVPAYFNDAQR 183.1211 1532.7783 28.9811 1964 2 766.8928 ‐5.0054
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8072.6090 67685.6184 69 32.79 None 1210.6175 VEIIANDQGNR 176.5553 1210.6131 16.0570 956 2 605.8102 ‐4.5796
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1659.8952 IINEPTAAAIAYGLDK 24142.0400 1659.8959 29.6554 27277 2 830.4516 0.4773
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1345.6457 NALETYVYNMK 5100.7700 1345.6486 27.9775 20031 2 673.3279 1.77
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 rbamidomethyl+C 1861.9477 EVEAVCNPIITAVYQR 7433.8770 1861.9478 31.1650 18195 2 931.4775 0.5546
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1155.6480 DAGVIAGLNVAR 17943.7100 1155.6497 25.6698 16949 2 578.3285 0.4345
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 2019.0281 VEIESLFDGVDLSEPLTR 21574.7400 2019.0256 37.8514 16158 2 1010.0164 ‐0.4112
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1550.7962 AVVTVPAYFNDAQR 9822.8470 1550.7920 27.5012 14135 2 775.8997 ‐2.8450
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1296.6219 FEELNNDLFR 4271.5210 1296.6218 28.7751 13091 2 648.8145 ‐0.8104
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1240.6242 MKETAEAYLGK 1803.7520 1240.6328 18.4732 6821 2 620.8200 6.1109
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1374.7111 LADKLEGDEKEK 472.2233 1374.7206 21.6120 3366 2 687.8639 6.65
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 2016.9695 NALETYVYNMKNQVSDK 889.7817 2016.9693 26.0707 1789 2 1008.9883 0.7260
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 528.2664 EVEAV 78.8835 528.2688 33.0208 2524 1 528.2688 4.0120
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 595.3086 YGLDK 61.4650 595.3115 28.2694 2480 1 595.3115 4.22
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 666.3457 AYGLDK 226.8055 666.3465 31.6973 1834 1 666.3465 1.1113
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2338.1380 67685.6184 69 32.79 None 1641.8846 IINEPTAAAIAYGLDK 617.5062 1641.8860 28.8487 12736 2 821.4467 0.8730
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1787.9902 IINEPTAAAIAYGLDKK 64667.9200 1787.9916 17.1797 129459 3 596.6687 ‐0.0234
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1494.7223 ITPSWVGFTDSER 26110.1900 1494.7228 17.8475 25651 2 747.8650 0.1202
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1564.8291 VFSPEEISAMILTK 55907.3700 1564.8296 21.6623 21937 2 782.9184 0.2904
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1907.0021 IKDAVVTVPAYFNDAQR 29559.5100 1907.0046 17.0029 21537 3 636.3397 0.6021
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 rbamidomethyl+C 2103.1267 LKEVEAVCNPIITAVYQR 4730.8230 2103.1259 18.2509 18036 3 701.7135 ‐0.8505
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 rbamidomethyl+C 1861.9477 EVEAVCNPIITAVYQR 297.3775 1861.9634 20.3391 4511 2 931.4853 9.1452
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 981.4888 ETAEAYLGK 670.8787 981.5115 17.0153 4069 2 491.2594 21.7495
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1583.8864 QATKDAGVIAGLNVAR 403.5496 1583.9260 17.2197 1824 2 792.4667 25.0740
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 2318.1147 IEAATKEALEWLDENQNSEK 617.1799 2318.0575 18.4950 1790 2 1159.5324 ‐22.8147
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1473.7907 SQIDEIVLVGGSTR 249.8690 1473.8102 23.2329 1488 2 737.4087 12.22
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1228.6280 VEIIANDQGNR 203.6169 1228.6354 18.9069 1440 2 614.8214 5.1622
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1201.7303 KLVPYQIVNK 6219.3780 1201.7307 14.7532 3784 2 601.3690 ‐0.5982
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1231.6603 PEEISAMILTK 218.8920 1231.6679 22.3095 3022 2 616.3376 5.77
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 794.4407 AYGLDKK 17375.8400 794.4404 17.1541 1763 1 794.4404 ‐0.4485
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1157.6565 IKDAVVTVPAY 388.6583 1157.6578 17.4003 1413 2 579.3325 0.1213
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 861.4829 PYQIVNK 1307.4160 861.4801 15.4466 1230 1 861.4801 ‐3.1205
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1380.6906 VTVPAYFNDAQR 167.3606 1380.6868 18.3874 1039 2 690.8470 ‐3.2652
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 907.5247 IAYGLDKK 259.6123 907.5245 17.1661 762 1 907.5245 0.0486
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1546.8185 VFSPEEISAMILTK 387.7782 1546.8165 21.3731 2113 2 773.9119 ‐1.3691
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 rbamidomethyl+C 1844.9211 EVEAVCNPIITAVYQR 336.9465 1844.9196 19.1082 1699 2 922.9635 ‐0.1343
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4957.6090 67685.6184 69 32.79 None 1211.6015 VEIIANDQGNR 91.7833 1211.5968 19.4511 1599 1 1211.5968 ‐2.5067
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 689.0829 41554.2214 5 17.41 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 6466.4610 2860.5191 29.6282 12565 3 954.1779 0.1206
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 689.0829 41554.2214 5 17.41 rbamidomethyl+C 1999.9583 ILYTALCHTDAYTWSGK 1776.3650 1999.9669 17.2414 9983 3 667.3271 3.27
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 689.0829 41554.2214 5 17.41 None 1150.5891 FGVNEFVNPK 3678.6060 1150.5907 26.0915 9242 2 575.7990 0.2532
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 689.0829 41554.2214 5 17.41 rbamidomethyl+C( 1431.7049 AFDLLHEGTCLR 1201.6150 1431.7194 27.7104 5982 2 716.3634 9.63
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 689.0829 41554.2214 5 17.41 None 784.3988 GTAFGGFK 645.5400 784.4032 20.3411 2169 1 784.4032 5.82
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 None 1647.8081 AVLMDLEPGTMDSLR 10004.2600 1647.8106 31.9200 16039 2 824.4090 1.44
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 None 1972.9974 GHYTEGAELIDSVLDVVR 2183.5720 1973.0020 38.7403 7736 3 658.3388 1.27
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 rbamidomethyl+C(22)
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 None 1919.8990 MASTFIGNSTSIQEMFR 199.6694 1919.9165 31.0970 3587 2 960.4619 9.02
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 None 1299.6216 IDVYFNEASGGK 636.1098 1299.6278 23.7581 2466 2 650.3175 4.1017
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 469.6018 50393.5293 6 15.77 rbamidomethyl+C(12)
NP_199285.1 molybdenum cofactor sulfurase family protein Arabidopsis thaliana 256.7850 35027.0150 4 11.36 None 1524.8520 VEPTLALVESELPK 1439.4140 1524.8506 34.2688 1782 2 762.9289 ‐1.1248
NP_199285.1 molybdenum cofactor sulfurase family protein Arabidopsis thaliana 256.7850 35027.0150 4 11.36 rbamidomethyl+C( 2692.2712 FRPNILVDNCDPFGEDLWDEIK 322.1421 2692.3032 39.6012 5511 2 1346.6552 14.1321
NP_199285.1 molybdenum cofactor sulfurase family protein Arabidopsis thaliana 256.7850 35027.0150 4 11.36 None 2486.1809 VFFGKEMVWNWNLTNTEGEGK 2221.2010 2486.1552 40.8374 3847 2 1243.5813 ‐8.5012
NP_199285.1 molybdenum cofactor sulfurase family protein Arabidopsis thaliana 256.7850 35027.0150 4 11.36 None 2035.9542 EMVWNWNLTNTEGEGKK 306.2134 2035.9253 28.8414 1672 3 679.3133 ‐14.9211
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 1543.7785 INMVDLPLGATEDR 8407.5630 1543.7748 30.2634 13167 2 772.3910 ‐2.6157
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 945.5404 AFEPGLLAK 4019.4570 945.5391 24.7305 8449 2 473.2732 ‐2.9253
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 rbamidomethyl+C 1034.5187 VCGTIDIEK 3094.8410 1034.5171 16.0018 3953 2 517.7622 ‐2.8963
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 1633.7989 DPLESMDSGILVTEK 1157.3360 1633.7924 32.4860 1775 2 817.3998 ‐4.0443
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 2119.0488 YHVSVMNVATEINSVEQAK 212.8254 2119.0605 35.3157 802 3 707.0250 5.0060
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 1430.7485 SNLSAVQIDQDLK 582.9685 1430.7393 21.3290 3002 2 715.8733 ‐6.9245
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 rbamidomethyl+C 1117.5671 SPSSILTCPR 280.0323 1117.5735 24.9474 932 2 559.2904 4.00
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 rbamidomethyl+C 1574.8207 ISKVCAELDVDGLR 1878.3650 1574.8310 27.6527 2435 3 525.6152 5.18
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 rbamidomethyl+C 1099.5565 SPSSILTCPR 120.1131 1099.5542 24.2768 856 2 550.2808 ‐3.2816
NP_199405.2 magnesium chelatase subunit I2 Arabidopsis thaliana 510.8067 46497.0012 10 19.14 None 1413.7220 SNLSAVQIDQDLK 517.2972 1413.7233 20.7872 964 2 707.3653 0.4119
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1108.5521 NTDEEIFIK 4935.5400 1108.5530 23.4824 11951 2 554.7801 ‐0.3847
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1171.5187 EMTLEEYEK 12330.8700 1171.5208 21.8637 10322 2 586.2640 0.7059
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 631.3774 ALQATK 2354.2810 631.3770 16.2265 4253 1 631.3770 ‐0.9262
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1395.7743 FPTKPAPPSQAVR 677.2526 1395.7844 18.2792 7936 3 465.9330 5.75
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1767.9500 FPTKPAPPSQAVRESR 110.9338 1767.9276 20.1208 3747 3 589.9807 ‐13.7161
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1178.6025 GGSVGGYRVGGGR 1002.6580 1178.5966 24.2158 6547 2 589.8020 ‐6.0391
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 810.3880 LEEYEK 169.0181 810.3850 21.1279 1477 1 810.3850 ‐3.4256
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1377.7637 FPTKPAPPSQAVR 112.5496 1377.7568 17.4669 990 2 689.3821 ‐5.6297
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 504.4891 37999.4893 9 6.72 None 1378.7478 FPTKPAPPSQAVR 132.3928 1378.7537 18.0939 1212 2 689.8805 3.68
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1687.8472 IAGADVPMPYAANLER 8424.7490 1687.8458 28.5770 14495 2 844.4265 ‐0.7570
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1705.7585 DALNSAIDEEMSADPK 20786.3600 1705.7611 26.9013 12077 2 853.3842 1.52



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1266.7416 LALPQIEDIVR 3322.7760 1266.7423 19.9781 11167 2 633.8748 ‐0.3061
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1513.8220 LAEEGISAEVINLR 12926.6100 1513.8222 29.4348 9874 2 757.4147 ‐0.2203
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1795.9160 SNYMSAGQINVPIVFR 2396.8920 1795.9194 19.7245 9673 2 898.4633 2.78
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1804.8574 VFVMGEEVGQYQGAYK 875.9536 1804.8585 27.6684 8287 2 902.9329 0.9131
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 rbamidomethyl+C( 4338.1527 AAIRDPDPVVFLENELLYGESFPISEEALDSSFCLPI 344.5226 4338.1158 25.3959 6721 3 1446.7101 ‐5.8678
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1009.5564 DVTIVTFSK 2462.7280 1009.5516 25.3266 4212 2 505.2794 ‐6.2575
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 831.4683 ATINASVR 1475.0160 831.4602 23.4420 3752 1 831.4602 ‐9.3538
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 rbamidomethyl+C( 2788.3260 GPNGAAAGVGAQHSQCYAAWYASVPGLK 1068.7460 2788.3652 16.9714 890 3 930.1266 14.4896
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2244.0560 39461.0815 16 47.66 None 1406.6104 NSAIDEEMSADPK 247.8738 1406.6163 25.2393 1303 3 469.5436 2.92
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 780.2623 39461.0815 16 47.66 None 1687.8472 IAGADVPMPYAANLER 6835.6250 1687.8458 28.5770 14495 2 844.4265 ‐0.7288
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 780.2623 39461.0815 16 47.66 None 1513.8220 LAEEGISAEVINLR 10582.7500 1513.8222 29.4348 9874 2 757.4147 ‐0.1694
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 780.2623 39461.0815 16 47.66 None 1009.5564 DVTIVTFSK 2196.7890 1009.5516 25.3266 4212 2 505.2794 ‐6.1408
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 780.2623 39461.0815 16 47.66 None 831.4683 ATINASVR 741.9459 831.4602 23.4420 3752 1 831.4602 ‐9.0813
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 780.2623 39461.0815 16 47.66 None 1496.7955 LAEEGISAEVINLR 336.9779 1496.8012 31.5876 1964 2 748.9042 3.69
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 1171.6317 IVIVDVDENR 12976.0800 1171.6312 23.1491 7132 2 586.3192 ‐1.5144
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 rbamidomethyl+C(13)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 2566.3731 AEVGPETNVLVMGAGPIGLVTMLAAR 1005.9400 2566.3763 25.0145 4583 3 856.1303 1.34
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 2842.4316 QLGADEIVQVTTNLEDVGSEVEQIQK 2311.3890 2842.4266 39.5689 4582 3 948.1471 ‐1.2558
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 rbamidomethyl+C 1665.8305 NTWPLCLEFLTSGK 4980.7330 1665.8254 21.8527 3985 2 833.4163 ‐3.0670
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 1022.5299 TMSTALAATR 3731.7470 1022.5323 18.0781 3753 2 511.7698 0.8952
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 1193.6347 GSNAIKVMFNL 725.8316 1193.6397 17.8323 2403 2 597.3235 3.1335
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 8 33.24 None 846.3952 VDVDENR 278.9010 846.3949 23.9646 3725 1 846.3949 0.1029
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1141.5670 NPEAPVMLDR 7531.4910 1141.5679 21.8945 18339 2 571.2876 ‐0.4123
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 rbamidomethyl+C 2073.0784 VILAECILPETPDSSLSTK 9271.6320 2073.0762 31.8765 14231 2 1037.0417 ‐0.1088
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1259.6630 DAILDGGIPFNK 4566.0170 1259.6634 29.0561 10669 2 630.3353 ‐0.6028
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 rbamidomethyl+C( 1513.7679 LLTSYSVLTCSNR 6351.5190 1513.7671 16.7332 9560 2 757.3872 ‐0.8837
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1701.7326 AYGMSAFEYHGTDPR 2352.1630 1701.7365 24.2267 7573 3 567.9170 1.1661
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1680.7832 VFNNGMSNHSTITMK 435.8892 1680.7729 23.1649 3115 2 840.8901 ‐6.0514
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1580.8465 LPTKNPEAPVMLDR 1413.7890 1580.8500 22.1039 3894 3 527.6215 0.9408
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 Oxidation+M(11) 1461.7869 SALELDLLEIMAK 1042.8040 1461.7869 22.7920 6691 2 731.3971 ‐0.4399
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 Oxidation+M(5) 2896.4543 NGSPMSPTEIASKLPTKNPEAPVMLDR 1796.1010 2896.4662 24.6802 1486 3 966.1602 4.21
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 851.4621 LPTKNPEA 163.5543 851.4580 20.2014 7730 1 851.4580 ‐4.4694
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1467.6321 GMSAFEYHGTDPR 230.9250 1467.6393 23.4894 2506 2 734.3233 4.48
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1186.3870 40131.2842 12 27.27 None 1124.5405 NPEAPVMLDR 192.8531 1124.5436 22.6425 2606 1 1124.5436 4.1416
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 2765.4900 19867.1999 4 27.93 None 1688.8676 IEAPIHSSNVMLYSK 1470.0560 1688.8712 24.3841 9333 3 563.6286 1.0235
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 2765.4900 19867.1999 4 27.93 None 1118.5939 TGELIDTIEK 40127.8600 1118.5947 24.0617 7626 2 559.8010 ‐0.5048
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 2765.4900 19867.1999 4 27.93 None 2590.2817 ATMSALQSSFTSLSLSPSSSFLGQR 2867.7350 2590.2776 19.8914 2155 3 864.0974 ‐1.4501
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 2765.4900 19867.1999 4 27.93 None 1028.5081 SSNVMLYSK 182.3467 1028.5041 23.3287 2570 1 1028.5041 ‐2.8307
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 22776.3200 2170.0839 36.0717 24230 2 1085.5456 ‐0.8080
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 1418.6944 ALDMNTAEDAIVR 16473.6200 1418.6964 26.5458 14148 2 709.8518 0.8995
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 1455.6793 MGPTFGAMMISGQK 4320.5220 1455.6823 18.0198 13210 2 728.3448 1.69
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 2421.2085 SFSVRATTAGYDLNAFTFDPIK 1017.3160 2421.2081 26.2860 1169 3 807.7409 ‐0.2544
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 1941.9772 VPGMIVTGMEVAEIDGAPR 366.2065 1941.9652 38.3357 3166 2 971.4862 ‐5.5625
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 757.3839 EIDGAPR 183.4149 757.3860 35.5033 2106 1 757.3860 2.26
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2157.4410 36778.4092 22 32.95 None 1438.6527 MGPTFGAMMISGQK 273.6674 1438.6480 19.1088 4007 3 480.2208 ‐4.7976
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2192.8440 36778.4092 22 32.95 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 27170.1200 2170.0839 36.0717 24230 2 1085.5456 ‐0.8427
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2192.8440 36778.4092 22 32.95 None 1418.6944 ALDMNTAEDAIVR 14307.7600 1418.6964 26.5458 14148 2 709.8518 0.9628
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2192.8440 36778.4092 22 32.95 None 1284.6439 SIGMIDHVPGMK 727.4153 1284.6491 25.3696 7990 2 642.8282 3.87
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2192.8440 36778.4092 22 32.95 None 757.3839 EIDGAPR 164.8554 757.3860 35.5033 2106 1 757.3860 3.0744
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2192.8440 36778.4092 22 32.95 None 1266.6333 SIGMIDHVPGMK 96.9544 1266.6383 27.0703 5298 2 633.8228 3.1430
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 1402.7940 LFNAVAAEDLIVK 1156.1660 1402.7898 19.4488 16788 2 701.8985 ‐3.4449
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 1455.6793 MGPTFGAMMISGQK 4765.6970 1455.6823 18.0198 13210 2 728.3448 1.27
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 565.7426 2170.0792 21.9101 11696 2 1085.5432 ‐2.6786
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 1306.6824 HAALFTSTIMSK 546.6008 1306.6904 17.8736 4532 2 653.8489 5.48
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 3177.6525 ALGLPNAIDGTLVGNLSPELVLAAADSAETVDA 836.0624 3177.6408 24.9271 2640 3 1059.8851 ‐2.8555
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 1844.9065 ATTAGYDLNAFTFDPIK 775.3799 1844.9161 20.3325 2479 2 922.9617 5.20
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 2421.2085 SFSVRATTAGYDLNAFTFDPIK 1480.5980 2421.1940 21.7582 14289 2 1211.1006 ‐3.8857
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 2046.9556 SFSVRATTAGYDLNAFTFD 264.8140 2046.9604 23.2678 2354 2 1023.9838 3.53
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 858.4931 AAEDLIVK 63.2886 858.4916 18.0926 2232 2 429.7494 ‐3.5349
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 403.9004 36778.4092 22 32.95 None 905.4727 ALGLPNAIDG 101.1400 905.4767 24.6406 1624 1 905.4767 4.33
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 1015.5782 LVIVGDGGTGK 17928.3300 1015.5793 19.5838 20512 2 508.2933 ‐0.2195
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 1228.6208 NLQYYEISAK 2706.6170 1228.6231 22.9082 16266 2 614.8152 1.0258
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 rbamidomethyl+C 1404.5889 FYCWDTAGQEK 2232.7820 1404.5904 23.5593 10350 2 702.7988 0.5436
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 1738.8469 MALPNQQTVDYPSFK 290.2879 1738.8094 25.7117 1105 2 869.9084 ‐21.3018
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 803.4258 IVGDGGTGK 275.4732 803.4296 20.8948 2846 2 402.2184 2.17
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 997.5677 LVIVGDGGTGK 405.7874 997.5684 18.3581 3103 2 499.2878 ‐0.6399
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1145.6680 25421.7022 7 21.27 None 1211.5943 NLQYYEISAK 256.6825 1211.5946 24.1497 1292 2 606.3010 ‐0.6053
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1858.9222 KPEEINKEEYAAFYK 2567.6870 1858.9231 21.6866 25925 3 620.3126 ‐0.3695
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1256.6957 ADLVNNLGTIAR 9547.4860 1256.6969 26.3927 24985 2 628.8521 0.0305
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 rbamidomethyl+C 2302.1134 VFIMDNCEDIIPEYLGFVK 5745.6570 2302.1086 22.7549 20403 2 1151.5580 ‐0.6040
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1583.7911 SGDELTSLKDYVTR 2588.0940 1583.7925 27.0799 18317 3 528.6023 ‐0.4192
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1291.6376 ELISNSSDALDK 10648.6000 1291.6402 20.4603 17793 2 646.3237 1.68
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 rbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1791.8252 TMEINPENSIMDELR 8279.3890 1791.8281 32.5932 12385 2 896.4177 1.12
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1734.9425 LDGQPELFIHIIPDK 2207.0090 1734.9451 32.8601 12057 3 578.9866 0.4678
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1919.9201 TMEINPENSIMDELRK 2511.6820 1919.9234 30.7435 8821 3 640.6460 0.8979
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1600.7489 EGQNDIFYITGESK 3814.7910 1600.7486 27.3343 8803 2 800.8779 ‐0.3054
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1341.5627 EDQMEYIEER 7268.0010 1341.5646 22.4632 6136 2 671.2859 0.7112
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1149.4551 DSSMGGYMSSK 2140.5360 1149.4558 17.5712 3421 2 575.2316 ‐0.4719



NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 714.4509 IAELLR 10132.8000 714.4506 20.8443 3038 1 714.4506 ‐0.3939
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1678.8680 TNNTLTIIDSGIGMTK 814.4120 1678.8716 18.4584 1197 2 839.9394 2.34
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1848.9531 HSEFISYPISLWIEK 2187.2420 1848.9571 21.0132 10855 2 924.9822 2.09
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 2240.1519 GIEVLYMVDAIDEYAIGQLK 1831.5450 2240.1361 25.3916 8395 2 1120.5717 ‐5.7056
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 rbamidomethyl+C 2162.0111 CLELFFEIAENKEDYNK 2362.1430 2162.0103 28.5932 1473 3 721.3416 ‐0.8263
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1261.6787 KAVENSPFLEK 6277.9360 1261.6813 18.9788 5878 2 631.3443 1.1780
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1533.7643 EGLKLDETEDEKK 1045.8570 1533.7546 17.5311 4366 3 511.9230 ‐7.6494
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1919.9201 KTMEINPENSIMDELR 3410.5140 1919.9216 30.1108 2827 3 640.6454 ‐0.0524
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1662.7705 KDEEGKVEEVDEEK 366.3109 1662.7824 24.3492 971 2 831.8949 7.27
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 rbamidomethyl+C 1679.7986 NCEDIIPEYLGFVK 168.1343 1679.7919 24.8382 8821 2 840.3996 ‐3.9264
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 781.4203 KDYVTR 363.5444 781.4195 28.3456 6595 2 391.2134 ‐2.9613
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 614.2933 HSEFI 155.8106 614.2948 20.7823 1723 1 614.2948 2.0285
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1559.7370 EINPENSIMDELR 285.8151 1559.7288 31.0524 1576 2 780.3680 ‐5.4405
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1049.5109 ISNSSDALDK 316.9832 1049.5117 22.0099 1352 1 1049.5117 1.58
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 629.3981 AIGQLK 86.6815 629.3970 24.7378 1206 1 629.3970 ‐2.1388
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1273.6270 ELISNSSDALDK 315.0469 1273.6305 19.3327 2846 2 637.3189 1.31
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1644.7599 KDEEGKVEEVDEEK 267.1887 1644.7687 25.7693 2235 3 548.9278 4.1771
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1274.6111 ELISNSSDALDK 315.3134 1274.6156 21.0914 4478 2 637.8114 2.03
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1461.1040 80337.3546 31 36.91 None 1661.8415 TNNTLTIIDSGIGMTK 320.4124 1661.8384 18.8409 797 3 554.6176 ‐3.0355
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1858.9222 KPEEINKEEYAAFYK 4280.0510 1858.9231 21.6866 25925 3 620.3126 ‐0.4962
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1256.6957 ADLVNNLGTIAR 18151.5300 1256.6969 26.3927 24985 2 628.8521 0.1149
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1583.7911 SGDELTSLKDYVTR 2215.7160 1583.7925 27.0799 18317 3 528.6023 ‐0.6081
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 rbamidomethyl+C(6)
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1791.8252 TMEINPENSIMDELR 4716.5680 1791.8281 32.5932 12385 2 896.4177 1.59
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1734.9425 LDGQPELFIHIIPDK 3054.0880 1734.9451 32.8601 12057 3 578.9866 0.3131
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1919.9201 TMEINPENSIMDELRK 2471.6690 1919.9234 30.7435 8821 3 640.6460 0.7850
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1600.7489 EGQNDIFYITGESK 3230.9870 1600.7486 27.3343 8803 2 800.8779 ‐0.2658
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1163.4707 DSSMAGYMSSK 2602.5630 1163.4721 18.8117 4883 2 582.2397 0.2120
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 714.4509 IAELLR 12738.2500 714.4506 20.8443 3038 1 714.4506 ‐0.1540
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1678.8680 TNNTLTIIDSGIGMTK 668.4688 1678.8608 27.3886 1845 2 839.9341 ‐4.1726
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 2071.0416 MVLYLKEDQLEYLEER 437.4089 2071.0655 34.9708 12300 2 1036.0364 12.24
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1246.6467 FYEAFSKNLK 383.0236 1246.6478 22.8100 6169 2 623.8275 0.1167
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1261.6787 KAVENSPFLEK 5691.3430 1261.6813 18.9788 5878 2 631.3443 1.18
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1405.6693 EGLKLDETEDEK 612.6668 1405.6659 22.4566 4687 2 703.3366 ‐2.9251
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 2529.1932 EEYAAFYKSLSNDWEEHLAVK 989.2582 2529.1846 33.9803 3229 3 843.7331 ‐3.3077
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1919.9201 KTMEINPENSIMDELR 1545.2850 1919.9216 30.1108 2827 3 640.6454 ‐0.1653
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 957.5476 VNNLGTIAR 284.0305 957.5484 27.5763 4165 2 479.2778 ‐0.6133
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1463.7774 NTLTIIDSGIGMTK 521.8351 1463.7757 27.4461 3133 2 732.3915 ‐1.5497
NP_200414.1 heat shock protein 81 2 Arabidopsis thaliana 998.3420 80349.3417 20 29.4 None 1559.7370 EINPENSIMDELR 217.4119 1559.7288 31.0524 1576 2 780.3680 ‐5.3956
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1117.5848 GLVESSSVSPR 1544.0110 1117.5862 20.9586 29700 2 559.2968 0.2123
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 rbamidomethyl+C 1615.8360 LLSLGCSDPAVIENK 2650.7310 1615.8359 30.1430 8063 2 808.4216 ‐0.1030
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1496.7380 FPETLIFSGENSR 552.9446 1496.7081 31.8493 4762 2 748.8577 ‐20.2816
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1762.8575 EIREQLNVMQSEMR 130.7960 1762.9011 31.8804 1091 3 588.3052 23.5880
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 2036.9852 MVERTMSLGVGGNGETSGVR 437.5731 2036.9902 23.8898 3672 3 679.6683 1.88
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1984.9467 AALEMEASQYKRMAEEK 635.5846 1984.9626 24.3429 2681 2 992.9849 8.27
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 2119.0747 EIREQLNVMQSEMRSLR 649.7006 2119.0755 31.1154 1649 2 1060.0414 1.09
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1564.7714 RNLSSPFDGISSER 919.9083 1564.7644 20.2673 1183 3 522.2596 ‐5.9769
NP_200591.2 uncharacterized protein Arabidopsis thaliana 169.9342 44177.9120 9 6.72 None 1243.6066 RNLSSPFDGISS 251.7797 1243.6008 22.3205 998 2 622.3041 ‐5.4495
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 1158.6517 GVLLYGPPGTGK 6142.3700 1158.6522 15.9269 12143 2 579.8297 ‐0.6902
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 2029.0600 ENAPAIIFIDEVDAIATAR 4452.2340 2029.0609 44.6218 6782 2 1015.0341 1.51
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 2053.9383 ASPALMDLSTADEEDLYGR 1451.1400 2053.9419 30.4407 4621 2 1027.4746 2.94
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 rbamidomethyl+C( 1997.9896 ISAAEIAAICQEAGMHAVR 1668.3370 1997.9885 29.5887 4407 3 666.6677 ‐1.2040
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 rbamidomethyl+C( 4298.0769 HSNALVDVLPPEADSSISLLSQSEKPDVSYNDIGG 2752.9210 4298.0753 34.6220 1806 4 1075.2743 ‐0.1507
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 2124.9754 MNLSDEVDLEDYVSRPDK 866.0172 2124.9708 29.8396 3612 3 708.9951 ‐2.6435
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 1641.8006 QLEFTDIQEEYVK 1041.2700 1641.7859 27.4970 2538 2 821.3966 ‐9.0164
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 776.3937 YGPPGTGK 101.7163 776.3958 17.1743 1440 1 776.3958 2.26
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 874.5408 45922.4681 9 34.31 None 1002.5619 LLYGPPGTGK 123.7748 1002.5576 17.0357 1251 1 1002.5576 ‐3.2817
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1147.6027 EITALAPSSMK 22161.9600 1147.6058 22.3601 42817 2 574.3066 1.78
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1954.0644 VAPEEHPVLLTEAPLNPK 10961.2100 1954.0666 26.6551 32843 3 652.0270 0.2498
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 2143.0488 DLYGNIVLSGGTTMFGGIGDR 168.4517 2143.0425 30.4255 1119 3 715.0190 ‐3.5097
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1885.9430 LSYIALDFEQELETSK 644.4592 1885.9248 35.1773 6409 2 943.4660 ‐9.1071
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 rbamidomethyl+C( 2018.9158 ADGEDIQPLVCDNGTGMVK 304.7660 2018.9409 36.0621 6309 2 1009.9741 13.2492
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 2604.2927 LSYIALDFEQELETSKTSSSVEK 1470.0890 2604.2912 37.0969 3823 3 868.7686 ‐0.3354
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 549.2701 PSSMK 388.4737 549.2707 21.8442 24999 1 549.2707 0.6250
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1950.9266 DLYGNIVLSGGTTMFGGIGD 147.6642 1950.9223 29.1507 4495 3 650.9789 ‐3.0621
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 804.4284 ALAPSSMK 211.8719 804.4237 23.4512 3934 1 804.4237 ‐5.3054
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1072.5310 DLYGNIVLSGG 241.2958 1072.5296 31.5661 2787 1 1072.5296 0.2708
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1067.5884 VAPEEHPVLL 161.2352 1067.5884 24.6815 1170 2 534.2978 ‐1.2461
NP_200745.1 actin 4 Arabidopsis thaliana 1232.5340 42007.0135 12 24.40 None 1422.7151 LSYIALDFEQEL 367.0221 1422.7144 34.5440 860 2 711.8608 ‐0.9797
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1158.6154 DAPIIGSFNPK 3059.5740 1158.6143 26.3104 8119 2 579.8108 ‐1.9686
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1465.6992 GEPYSEEAIALMR 680.3885 1465.7055 29.0054 5138 2 733.3564 3.07
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 970.5316 VPGAAEASIR 1417.2580 970.5326 17.0172 4110 2 485.7699 ‐0.5261
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1430.7023 SNHYDALLAAEAR 1315.9580 1430.7145 22.4892 8358 2 715.8609 8.0443
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1938.9080 IWENYVEGEEVVNGSSK 664.0164 1938.9154 30.2524 4601 2 969.9614 4.59
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1891.9072 FNNLIGSVYYSDGDTVK 888.5510 1891.8679 24.3769 3352 3 631.2941 ‐21.6414
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1834.9082 GDIVLAQFSLDNSWNR 919.4929 1834.8968 31.4933 2491 2 917.9520 ‐5.8304
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1421.7635 TNAGTYLLEAGLAK 146.2719 1421.7578 36.1791 1145 2 711.3826 ‐4.4660
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1201.6423 DKQAALDALEK 575.4095 1201.6374 32.9815 2699 2 601.3223 ‐5.1067
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 rbamidomethyl+C 2092.0063 CPGRGEPYSEEAIALMRR 1356.2270 2092.0052 30.9339 1811 2 1046.5062 0.4613



NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1008.5149 FNNLIGSVY 508.3843 1008.5147 24.0579 1770 1 1008.5147 0.7354
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1688.7439 IWENYVEGEEVVNGS 490.0721 1688.7516 31.3828 1356 2 844.8794 4.80
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 118.9560 108198.7123 13 3.45 None 1920.8974 IWENYVEGEEVVNGSSK 365.3724 1920.9004 29.2885 848 3 640.9716 0.7602
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1951.9912 LAAFHSQTQPVIDYYAK 17922.9100 1951.9925 16.3529 10707 3 651.3357 ‐0.0882
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1610.8384 TPGVDDITGEPLIQR 8843.1310 1610.8389 26.9182 10158 2 805.9231 0.1947
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 9950.6670 2242.1664 39.7392 9800 3 748.0603 0.9519
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1617.8483 VLNFAIDDAILEER 4699.1270 1617.8482 34.6194 8942 2 809.4277 ‐0.0985
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1085.6354 LIFIGPPGSGK 6188.1960 1085.6366 17.4204 6508 2 543.3219 ‐0.1089
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1215.6579 APQEVTSEVKK 142.3956 1215.6740 31.5587 812 2 608.3406 12.05
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 rbamidomethyl+C 1437.7308 CQKGFILDGFPR 767.2822 1437.7404 19.9622 29468 2 719.3738 6.17
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1505.7880 TVTQAEKLDEMLK 567.2017 1505.7794 25.8007 4147 2 753.3933 ‐6.0272
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 946.5145 FILDGFPR 220.7657 946.5107 19.6536 1133 2 473.7590 ‐5.5841
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 rbamidomethyl+C 1149.5398 CQKGFILDGF 134.8646 1149.5429 18.1879 1023 1 1149.5429 4.36
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1260.6735 QKGFILDGFPR 247.2436 1260.6770 21.4756 844 2 630.8421 1.66
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 1487.7774 TVTQAEKLDEMLK 249.2979 1487.7840 26.6483 8481 2 744.3956 4.0551
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 3588.4830 27160.1083 20 41.87 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 549.3221 2224.1478 40.1848 5797 3 742.0541 ‐2.6723
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 1610.8384 TPGVDDITGEPLIQR 6586.7660 1610.8389 26.9182 10158 2 805.9231 0.2330
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 7777.5370 2242.1664 39.7392 9800 3 748.0603 0.9118
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 1617.8483 VLNFAIDDAILEER 2405.5840 1617.8482 34.6194 8942 2 809.4277 ‐0.0612
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 1017.5211 KDDNADVLK 156.0834 1017.5251 21.7641 1468 1 1017.5251 5.09
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 rbamidomethyl+C(12)
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 1505.7880 TVTQAEKLDEMLK 636.4596 1505.7794 25.8007 4147 2 753.3933 ‐5.9752
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1475.8310 27160.1083 20 41.87 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 400.3859 2224.1478 40.1848 5797 3 742.0541 ‐2.7165
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 1622.8748 AGSGVATLGLPDSPGVPK 3342.0380 1622.8750 27.1410 19274 2 811.9412 0.0790
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 1286.7215 IIGGGLPVGAYGGR 19038.0500 1286.7210 16.3715 19068 2 643.8641 ‐1.2522
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 1240.6467 NLMPGGVNSPVR 4034.2060 1240.6493 22.9827 11887 2 620.8283 1.1750
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 2008.9710 AATSDTLTAPYNDLEAVEK 17004.7400 2008.9719 28.6822 11122 2 1004.9896 1.37
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 1298.7314 SVGGQPVLIDSVK 8279.4190 1298.7345 24.0496 7025 2 649.8709 1.12
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 rbamidomethyl+C 3090.5673 GTSFGAPCLLENVLAEMVISAVPSIEMVR 4762.7180 3090.5610 25.7268 2458 3 1030.8585 ‐1.1514
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 rbamidomethyl+C( 1731.8218 SATLTGSGTALGFSCSSK 158.0925 1731.8323 32.0052 5104 2 866.4198 6.59
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 2878.4516 SFSLQKSEEAFNAAKNLMPGGVNSPVR 507.9069 2878.4617 19.1374 11777 4 720.3709 2.06
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2002.0290 50769.1194 26 29.11 None 1990.9604 AATSDTLTAPYNDLEAVEK 2663.8610 1990.9659 30.2416 2718 2 995.9866 3.50
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 1622.8748 AGSGVATLGLPDSPGVPK 3379.9140 1622.8750 27.1410 19274 2 811.9412 0.1157
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 1240.6467 NLMPGGVNSPVR 4871.8450 1240.6493 22.9827 11887 2 620.8283 1.16
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 1298.7314 SVGGQPVLIDSVK 10231.5000 1298.7345 24.0496 7025 2 649.8709 1.01
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 1286.7215 IIGGGLPVGAYGGR 469.1496 1286.7124 26.7712 3183 2 643.8598 ‐7.8796
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 1458.7587 AGSGVATLGLPDSPGVP 757.6485 1458.7662 27.1411 10153 2 729.8867 4.06
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 547.2819 50769.1194 26 29.11 None 882.4792 PGGVNSPVR 181.8268 882.4805 22.9837 1506 1 882.4805 2.04
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 1286.7215 IIGGGLPVGAYGGR 16423.0600 1286.7210 16.3715 19068 2 643.8641 ‐1.1453
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 6201.0650 2215.1221 20.3444 12164 2 1108.0647 ‐1.1032
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 rbamidomethyl+C 3090.5673 GTSFGAPCLLENVLAEMVISAVPSIEMVR 8678.0300 3090.5610 25.7268 2458 3 1030.8585 ‐1.2727
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAGIHTL 598.7939 3386.6472 21.6353 7641 3 1129.5539 ‐3.1241
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 1144.6208 ELTNGILEAGK 203.3488 1144.5982 18.3671 2947 2 572.8027 ‐20.8273
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 2878.4516 SFSLQKSEEAFNAAKNLMPGGVNSPVR 309.0665 2878.4617 19.1374 11777 4 720.3709 3.76
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 1784.9177 KSFSLQKSEEAFNAAK 338.9512 1784.9115 17.5892 3893 3 595.6420 ‐4.3353
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 3698.8638 RDIMEMVAPAGPMYQAGTLSGNPLAMTAGIHT 535.9786 3698.8583 23.0434 2585 3 1233.6243 ‐0.0157
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 1847.9286 SFSLQKSEEAFNAAKNL 253.9030 1847.9332 19.1263 7539 2 924.4702 3.1474
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 776.4050 PVGAYGGR 2611.4160 776.4039 16.3825 1006 1 776.4039 ‐1.4992
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1337.1420 50769.1194 26 29.11 None 2197.1176 LAYGGAQEYFGITPDLTTLGK 330.8396 2197.1229 21.7419 1582 2 1099.0651 4.0003
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 None 1007.5269 LATSGANFAR 9646.9270 1007.5272 17.4041 20700 2 504.2673 ‐1.0715
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 rbamidomethyl+C 1144.5456 AFTVQFGSCK 24701.1300 1144.5455 15.9339 14559 2 572.7764 ‐1.1796
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 rbamidomethyl+C( 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 525.7783 2558.2267 37.1640 1917 3 853.4137 1.11
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 None 578.3045 ANFAR 99.4172 578.3055 19.4284 2113 1 578.3055 1.87
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 None 823.4057 TSGANFAR 472.6725 823.4047 17.4073 1391 1 823.4047 ‐0.8901
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 rbamidomethyl+C 926.4401 TVQFGSCK 112.9684 926.4346 16.9997 1049 1 926.4346 ‐5.2132
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 None 989.5163 LATSGANFAR 173.7275 989.5147 19.1472 1844 2 495.2610 ‐3.0762
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2085.5270 18714.2420 18 26.32 None 990.5003 LATSGANFAR 325.0527 990.4975 19.4065 5747 1 990.4975 ‐1.9009
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 1007.5269 LATSGANFAR 8610.4720 1007.5272 17.4041 20700 2 504.2673 ‐0.9545
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 rbamidomethyl+C( 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 594.2537 2558.2267 37.1640 1917 3 853.4137 1.24
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 2485.2650 QMIMPVIKAQRVVGDDVDGSNGR 439.8564 2485.2885 30.9489 1152 3 829.1010 9.41
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 722.3580 SGANFAR 210.9839 722.3591 18.3977 2009 1 722.3591 1.11
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 1544.7412 AQRVVGDDVDGSNGR 269.8373 1544.7382 31.0490 1739 2 772.8727 ‐2.1035
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 823.4057 TSGANFAR 458.4091 823.4047 17.4073 1391 1 823.4047 ‐0.6199
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 894.4428 ATSGANFAR 434.5929 894.4416 17.4088 868 1 894.4416 ‐0.5227
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 590.4155 18714.2420 18 26.32 None 2468.2384 QMIMPVIKAQRVVGDDVDGSNGR 301.6932 2468.2398 33.4752 2188 3 823.4181 0.5242
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1870.7320 18714.2420 18 26.32 rbamidomethyl+C 1144.5456 AFTVQFGSCK 31989.5200 1144.5455 15.9339 14559 2 572.7764 ‐1.1053
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1870.7320 18714.2420 18 26.32 rbamidomethyl+C 926.4401 TVQFGSCK 82.9897 926.4346 16.9997 1049 1 926.4346 ‐5.5155
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 rbamidomethyl+C 1294.6712 AVITCLTYPEK 1388.4550 1294.6704 24.4507 9168 2 647.8388 ‐1.4011
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1887.9447 VPSNVPLPEDDAEQLHK 4829.6910 1887.9474 22.9451 8783 3 629.9873 0.6055
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1978.8699 DTSGDYEDMLVALLGHGDA 4539.9900 1978.8708 40.4447 5909 2 989.9391 1.37
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1656.7824 SIEEDVAQHTSGDLR 4538.8790 1656.7872 22.5535 5564 3 552.9339 1.41
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1117.4796 SYSDDDFIR 9770.7840 1117.4792 22.2260 3480 2 559.2433 ‐1.5560
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1158.7245 LLLPLVSTFR 1045.8000 1158.7251 21.3925 3157 2 579.8662 ‐0.6040
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1409.6907 ALDKELSSDFER 4341.1000 1409.6919 22.7881 3358 3 470.5688 ‐0.6418
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 2089.0787 AVMLWTLDPPERDAYLAK 595.7794 2089.0374 23.5666 1156 2 1045.0223 ‐18.7591
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1632.8302 DAYLAKESTKMFTK 1158.7270 1632.8183 28.4862 2166 2 816.9128 ‐7.3308
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 2965.4326 VPSNVPLPEDDAEQLHKAFSGWGTNEK 1594.0870 2965.4566 20.5275 1446 3 989.1570 8.73
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 653.2889 SDFER 120.0196 653.2866 21.1860 858 1 653.2866 ‐3.7943
NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1869.9341 VPSNVPLPEDDAEQLHK 444.5537 1869.9304 21.7105 1867 3 623.9816 ‐2.8753



NP_201307.1 annexin 2 Arabidopsis thaliana 1302.6280 36380.3511 13 40.69 None 1639.7558 SIEEDVAQHTSGDLR 482.6715 1639.7588 24.2208 1592 2 820.3831 1.10
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1250.6390 40668.7089 10 23.33 None 1630.7959 LYSIASSAIGDFGDSK 5994.0440 1630.7983 18.1783 18866 2 815.9028 1.17
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1250.6390 40668.7089 10 23.33 rbamidomethyl+C 1347.6072 DNTFVYMCGLK 9922.6240 1347.6093 28.4197 17533 2 674.3083 0.8897
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1250.6390 40668.7089 10 23.33 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 10085.7500 2690.2728 33.0645 11127 3 897.4291 0.0977
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 rbamidomethyl+C 1347.6072 DNTFVYMCGLK 12008.3100 1347.6093 28.4197 17533 2 674.3083 0.9623
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 10727.9200 2690.2728 33.0645 11127 3 897.4291 0.1589
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 1232.6555 GIDDIMVSLAAK 837.8810 1232.6534 30.4969 6749 2 616.8303 ‐2.5698
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 807.4359 LDFAVSR 663.5402 807.4361 21.6764 2659 2 404.2217 ‐1.5586
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 1630.7959 LYSIASSAIGDFGDSK 352.4037 1630.7741 24.9764 5937 2 815.8907 ‐13.3617
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 1441.7533 EGQSIGVIPEGIDK 404.7362 1441.7694 31.1519 2495 2 721.3884 10.62
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1164.8320 40668.7089 10 23.33 None 722.3719 LYSIASS 426.1098 722.3704 23.3474 3139 1 722.3704 ‐1.9384
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 424.9047 29651.6592 4 20.65 None 2234.2013 IDTDSSVLTTVTLTEILPSTK 1792.4320 2234.1928 21.3933 8218 2 1117.6000 ‐2.5069
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 424.9047 29651.6592 4 20.65 None 2438.2198 FSTNENTITVGGLYAIDHSTAVK 2409.6270 2438.2140 29.8535 4664 3 813.4095 ‐2.4296
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 424.9047 29651.6592 4 20.65 None 1316.6593 GGVHAADVATQYK 1862.4010 1316.6625 24.9555 3379 2 658.8349 1.40
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 424.9047 29651.6592 4 20.65 None 1299.6328 GGVHAADVATQYK 156.7499 1299.6278 23.7581 2466 2 650.3175 ‐4.6211
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 2554.3940 18834.6932 5 27.59 None 1192.5766 ILEEMETAEK 4625.8800 1192.5782 20.5408 17001 2 596.7927 0.3047
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 2554.3940 18834.6932 5 27.59 None 1370.6910 TDPNVADAVAELR 25281.9300 1370.6935 27.9401 12017 2 685.8504 1.31
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 2554.3940 18834.6932 5 27.59 None 2575.3191 DIYSALNAVSGHYVSFGPTAPIPAK 2556.6570 2575.3219 20.7133 11361 3 859.1122 1.56
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 2554.3940 18834.6932 5 27.59 None 3036.5578 ASFRDIYSALNAVSGHYVSFGPTAPIPAK 193.9366 3036.6032 23.5648 1907 3 1012.8726 15.7467
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 2554.3940 18834.6932 5 27.59 None 1353.6645 TDPNVADAVAELR 384.9797 1353.6650 25.4460 1409 1 1353.6650 2.48
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 2280.1403 MTPTKPMVVETFSEYPPLGR 111876.8000 2280.1377 18.3993 246175 3 760.7174 ‐1.3607
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 36767.4400 2506.3265 19.4624 210794 3 836.1137 ‐1.1680
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 1637.8745 GPTLLEALDQINEPK 385.2392 1637.8399 17.0536 912 2 819.4236 ‐20.9227
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 1578.7542 MTPTKPMVVETFSE 1856.5040 1578.7553 19.2316 10443 2 789.8813 0.7150
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 1741.8176 MTPTKPMVVETFSEY 1924.1390 1741.8209 18.3924 4198 2 871.4141 2.82
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 2278.2185 TGMIKPGMVVTFAPTGLTTEVK 356.2012 2278.2057 19.4697 2729 2 1139.6065 ‐3.8640
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 6961.5430 49844.5675 7 13.14 None 1215.6112 MTPTKPMVVET 121.4629 1215.6031 19.8751 964 1 1215.6031 ‐5.2983
NP_563849.1 60S ribosomal protein L21 1 Arabidopsis thaliana 720.4753 18709.7991 4 25.00 None 1182.6517 GYIPLSTYLR 8298.1900 1182.6520 18.6535 10438 2 591.8297 ‐0.7023
NP_563849.1 60S ribosomal protein L21 1 Arabidopsis thaliana 720.4753 18709.7991 4 25.00 None 3047.5468 GPKPGFMVEGMTLETVTPIPYDVVNDLK 1256.2880 3047.5378 22.2162 9145 3 1016.5174 ‐2.2720
NP_563849.1 60S ribosomal protein L21 1 Arabidopsis thaliana 720.4753 18709.7991 4 25.00 None 3324.6531 GPKPGFMVEGMTLETVTPIPYDVVNDLKGGY 2193.0840 3324.6292 22.7443 3735 3 1108.8813 ‐6.1513
NP_563849.1 60S ribosomal protein L21 1 Arabidopsis thaliana 720.4753 18709.7991 4 25.00 None 849.4829 PLSTYLR 923.5635 849.4783 18.6866 2367 1 849.4783 ‐5.2490
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 2251.1129 LEEYVEIPSDSGISFNVQPK 11542.3000 2251.1080 31.9217 16388 2 1126.0576 ‐0.7971
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 1193.6235 MIFDAIEQVK 2937.5830 1193.6245 18.3689 14008 2 597.3159 ‐0.1253
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 4013.9370 2719.2475 23.5030 9733 4 680.5673 ‐1.4731
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 2305.1922 DVLDGSSVGFVETLEADLVALR 2285.7140 2305.1899 47.8466 7793 2 1153.0986 0.4925
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 3711.8462 DLETPGLANVAATVMNLHGFVAPSDYEPTLIEVV 1615.9040 3711.8284 25.2733 5448 3 1237.9477 ‐3.0469
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 rbamidomethyl+C 1062.5249 LCDQALASGK 4102.8920 1062.5259 15.7742 5217 2 531.7666 ‐0.3810
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 1238.6528 HGAPDTWTLIK 456.8129 1238.6469 25.2778 10220 2 619.8271 ‐5.7229
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 2175.0604 EPGANDQYLPPFVIVDESGK 1162.3030 2175.1061 24.9564 6715 2 1088.0567 22.2001
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 926.4618 IFEGEGFK 3415.7610 926.4603 21.6629 3583 2 463.7338 ‐3.2794
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 1826.8452 MVMHAKALEYEDFDK 784.7018 1826.8328 34.8725 4768 2 913.9200 ‐6.3623
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 737.5214 3076.4659 34.5398 3710 3 1026.1602 ‐3.2748
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 1010.5153 DLETPGLANV 265.3577 1010.5091 25.5230 3308 1 1010.5091 ‐5.1550
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 1034.2560 60807.7717 24 31.42 None 1471.7427 IPSDSGISFNVQPK 244.2500 1471.7471 35.6222 941 2 736.3772 2.40
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 2251.1129 LEEYVEIPSDSGISFNVQPK 9898.8850 2251.1080 31.9217 16388 2 1126.0576 ‐0.8424
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 2214.4940 2719.2475 23.5030 9733 4 680.5673 ‐1.8359
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 2305.1922 DVLDGSSVGFVETLEADLVALR 2219.2430 2305.1899 47.8466 7793 2 1153.0986 0.4403
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 930.5367 ARDAILSGK 230.9249 930.5427 20.3699 5149 2 465.7750 4.22
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1238.6528 HGAPDTWTLIK 443.2712 1238.6469 25.2778 10220 2 619.8271 ‐5.6361
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1818.8691 GIYVVTADHGNAEDMVK 455.4817 1818.8683 23.5017 4904 3 606.9609 ‐1.5109
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1407.7015 GWDAQVLGEAPHK 364.9000 1407.7017 18.2916 1160 2 704.3545 ‐0.3439
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 1018.0880 3076.4659 34.5398 3710 3 1026.1602 ‐3.1264
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1488.7693 IPSDSGISFNVQPK 281.8655 1488.7745 31.4451 2231 2 744.8909 3.26
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1471.7427 IPSDSGISFNVQPK 394.7559 1471.7471 35.6222 941 2 736.3772 2.04
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidopsi 589.3143 60807.7717 24 31.42 None 1800.8585 GIYVVTADHGNAEDMVK 325.7508 1800.8584 21.9393 1394 3 600.9576 ‐1.1755
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9159.0620 10812.5025 4 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 18728.0000 1705.8649 26.5393 23238 2 853.4361 0.4775
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9159.0620 10812.5025 4 37.76 None 1242.5485 DEDVLGTLHED 31667.4200 1242.5505 24.7223 11682 2 621.7789 0.7032
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9159.0620 10812.5025 4 37.76 None 1086.6041 TESGILLPEK 24959.8300 1086.6066 22.7149 7814 2 543.8069 1.0176
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9159.0620 10812.5025 4 37.76 None 1213.5735 EGDTVLLPEYGG 434.7971 1213.5725 24.2645 3102 2 607.2899 ‐1.8298
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1508.7600 FAVPMAMAAASAATAK 2734.5380 1508.7530 18.1590 6108 2 754.8802 ‐4.9138
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1298.7314 LIQELAAAAAAEK 2441.1400 1298.7315 17.0165 5623 2 649.8694 ‐0.7245
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1643.7871 NDDLDAVLEATPQSR 5334.3260 1643.7898 27.3521 4022 2 822.3985 1.46
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1636.8549 FAVPMAMAAASAATAKK 566.4211 1636.8633 19.2707 1413 2 818.9353 5.0649
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1081.5636 HPGASVGTVEK 601.0371 1081.5408 17.2689 1097 2 541.2741 ‐22.3671
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 rbamidomethyl+C 2008.0532 LQSGGLSCKVLDKEAFQK 590.9520 2008.0506 18.7783 4836 2 1004.5289 ‐0.5044
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 rbamidomethyl+C( 1833.9276 WASEIAARLQSGGLSCK 572.8329 1833.9223 17.7739 3331 3 611.9790 ‐3.8161
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 Oxidation+M(11) 1722.9095 VLDKEAFQKQMLEK 923.5927 1722.9081 17.0696 3722 3 574.9742 ‐1.8876
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1055.5368 QELAAAAAAEK 172.8941 1055.5397 18.5587 2953 1 1055.5397 3.93
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 487.2623 PQSR 69.6812 487.2602 25.9042 2705 1 487.2602 ‐5.3139
NP_563991.1 uncharacterized protein Arabidopsis thaliana 548.6993 34472.4488 11 14.38 None 1063.5531 HPGASVGTVEK 311.8641 1063.5552 18.1150 3577 2 532.2812 0.6811
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 1260.6318 VATEESSAPEIK 2887.7620 1260.6338 16.5366 3547 2 630.8206 0.7497
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 1406.6216 TVEEENQGVMDR 5263.5200 1406.6231 16.0635 2433 2 703.8152 0.4815
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 3049.5940 KPEDSQVVNTTPLVETATPIADIPEEKK 708.3025 3049.5294 35.1768 7088 3 1017.1813 ‐20.3512
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 2384.1802 VATEESSAPEIKERGMFDFLK 1350.6510 2384.1777 33.0660 6548 3 795.3974 ‐1.2048
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 1090.5263 TEESSAPEIK 235.9061 1090.5320 17.1319 6427 2 545.7697 4.0279
NP_564114.2 dehydrin ERD10 Arabidopsis thaliana 454.2388 29442.9851 6 12.74 None 1389.5951 TVEEENQGVMDR 230.0038 1389.5954 16.5848 3301 3 463.8700 ‐1.3101
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1761.9381 LLEATGISTVPGSGFGQK 34281.5900 1761.9394 17.1940 30756 2 881.4733 0.9637
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1924.9175 DGYPSDPELIFLTDGASK 8858.6110 1924.9201 33.7903 19626 2 962.9637 2.0096
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1370.7700 2854.4570 19.4973 17796 3 952.1572 ‐1.2814



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 2195.0610 TTILPAEDEMPEIMDSFKK 10139.3000 2195.0632 34.2156 15767 3 732.3593 0.5967
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 rbamidomethyl+C 1140.5758 VPDVFYCLK 2339.5100 1140.5775 18.1429 14135 2 570.7924 0.3237
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1783.8610 HYLSLTSGGLGAYSDSR 8535.0990 1783.8626 16.4147 13453 3 595.2924 ‐0.0705
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 969.5728 LPTGALQAAK 7114.1940 969.5731 19.2219 12676 2 485.2902 ‐1.2135
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1373.7423 EVQLVSFHTVSK 1777.9980 1373.7394 24.1877 11381 2 687.3733 ‐2.7533
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 rbamidomethyl+C 2132.9892 NVVCNFTEGAMYSFPQIR 3761.1050 2132.9856 20.1727 10806 2 1066.9964 ‐0.6031
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 991.5207 EVAEFIQR 14573.7800 991.5224 21.0841 10334 2 496.2649 0.2611
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 rbamidomethyl+C 1172.5075 LMTDGFNSCK 18846.2700 1172.5091 19.7992 8830 2 586.7582 0.3327
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 976.2571 2320.2978 17.7842 6274 4 580.8299 1.0493
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 879.4822 VVEEIYK 5383.7690 879.4831 17.6199 5267 2 440.2452 ‐0.7133
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 2081.0186 RDGYPSDPELIFLTDGASK 579.5408 2080.9986 23.5761 3788 3 694.3377 ‐10.1688
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 3053.5215 EVAEFIQRRDGYPSDPELIFLTDGASK 1047.8720 3053.5488 32.5835 4812 4 764.1427 8.61
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 698.4083 LLEATGI 393.1871 698.4092 18.2781 2277 1 698.4092 1.1544
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 681.3454 EEIYK 704.6022 681.3440 17.6209 1389 1 681.3440 ‐2.2746
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1225.5955 MPEIMDSFKK 212.0619 1225.5868 35.3302 905 1 1225.5868 ‐5.4249
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 755.3319 GAYSDSR 5454.8090 755.3344 16.4178 791 1 755.3344 3.70
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 3539.8150 53814.5894 27 39.92 None 1906.9069 DGYPSDPELIFLTDGASK 401.2383 1906.9036 34.4408 2729 2 953.9554 ‐1.1479
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 2195.0610 TTILPAEDEMPEIMDSFKK 8250.1940 2195.0632 34.2156 15767 3 732.3593 0.5460
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 969.5728 LPTGALQAAK 11316.4000 969.5731 19.2219 12676 2 485.2902 ‐1.0916
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 1373.7423 EVQLVSFHTVSK 2527.1190 1373.7394 24.1877 11381 2 687.3733 ‐2.6841
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 991.5207 EVAEFIQR 15366.2100 991.5224 21.0841 10334 2 496.2649 0.3802
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 879.4822 VVEEIYK 4697.3470 879.4831 17.6199 5267 2 440.2452 ‐0.5796
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 681.3454 EEIYK 1033.6320 681.3440 17.6209 1389 1 681.3440 ‐2.0439
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 948.1378 53814.5894 27 39.92 None 1225.5955 MPEIMDSFKK 232.6919 1225.5868 35.3302 905 1 1225.5868 ‐5.0425
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1265.5545 GPSGSPWYGSDR 54784.6400 1265.5551 19.6174 119066 2 633.2812 ‐0.4258
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 983.4985 FGEAVWFK 36516.4900 983.4990 18.1933 75532 2 492.2531 ‐1.0625
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPET 15397.9800 3957.7665 22.3411 57028 3 1319.9270 ‐0.4687
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 rbamidomethyl+C 1903.9921 WAMLGALGCVFPELLAR 17467.3000 1903.9941 24.9346 41072 2 952.5007 1.98
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 2455.7250 3630.7753 24.8052 21496 3 1210.9300 ‐1.0359
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 982.5316 ELEVIHSR 37197.2000 982.5308 16.8581 18132 2 491.7690 ‐2.3348
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFVPGK 4027.9950 3092.5201 22.8446 17904 3 1031.5116 0.1133
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1685.7693 YLGPFSGESPSYLTGE 300.1238 1685.7644 23.4162 9028 2 843.3858 ‐2.8702
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1111.4803 SGSPWYGSDR 1645.3450 1111.4782 19.6170 3400 1 1111.4782 ‐0.5285
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 967.4268 SPWYGSDR 845.2112 967.4227 21.7894 3366 1 967.4227 ‐3.4496
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1336.6743 VAGNGPLGEAEDLL 310.7130 1336.6742 26.9367 2859 2 668.8407 ‐0.7971
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 512.2940 IHSR 2900.9110 512.2934 16.8521 2095 1 512.2934 ‐1.8080
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 611.3624 VIHSR 159.5327 611.3633 16.8582 1341 1 611.3633 1.1112
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1693.7816 GWDTAGLSADPETFAR 281.3557 1693.7772 21.3737 1220 2 847.3922 ‐2.5397
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 1024.4483 GSPWYGSDR 727.3034 1024.4482 19.6135 1057 1 1024.4482 0.9606
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 743.3909 WAMLGAL 221.9108 743.3902 23.7507 981 1 743.3902 ‐0.8835
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 9234.4650 28284.1671 31 59.18 None 3612.7744 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 254.9604 3612.7828 24.2865 1871 3 1204.9325 3.36
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 983.4985 FGEAVWFK 73486.8300 983.4990 18.1933 75532 2 492.2531 ‐1.0253
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPET 13192.5200 3957.7665 22.3411 57028 3 1319.9270 ‐0.7820
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 rbamidomethyl+C 1903.9921 WAMLGALGCVFPELLAR 21877.1800 1903.9941 24.9346 41072 2 952.5007 1.87
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 4938.7770 3630.7753 24.8052 21496 3 1210.9300 ‐1.2768
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFVPGK 2392.6270 3092.5201 22.8446 17904 3 1031.5116 ‐0.0085
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1409.7093 AASTMALSSPAFAGK 358.0150 1409.7141 23.8660 4851 2 705.3607 2.18
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1527.8125 AVNLSPAASEVLGSGR 308.1026 1527.8224 24.4670 1757 2 764.4148 6.71
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 836.4301 GEAVWFK 28951.8400 836.4299 18.1936 7081 1 836.4299 ‐0.1680
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1519.7328 NNAWAFATNFVPGK 447.9599 1519.7315 24.1965 4093 2 760.3694 ‐1.0254
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1145.5586 GLSADPETFAR 150.3456 1145.5633 23.2508 1300 1 1145.5633 5.56
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1338.6722 ASTMALSSPAFAGK 154.6229 1338.6637 25.5626 1184 1 1338.6637 ‐4.5148
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 743.3909 WAMLGAL 188.3161 743.3902 23.7507 981 1 743.3902 ‐1.1803
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 1336.6743 VAGNGPLGEAEDLL 347.3704 1336.6688 25.3037 904 1 1336.6688 ‐2.3446
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 6769.9020 28284.1671 31 59.18 None 3612.7744 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 406.3099 3612.7646 23.2731 11650 3 1204.9264 ‐1.3578
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1849.9463 TILSSETMDIPDSVTIK 53155.9100 1849.9425 31.2323 39673 2 925.4749 ‐1.6314
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1582.8547 TALSHVDNLISGVTR 37845.3200 1582.8571 17.4554 28254 3 528.2906 0.2189
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1792.9017 FVYAHFPINASIGGDGK 5602.9170 1792.9052 17.7710 24568 3 598.3066 0.9638
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1867.9912 HLNLDFQLIKDPETGK 2810.8600 1867.9960 17.9211 11708 3 623.3369 1.75
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1914.0178 VKDEIVLDGNDIELVSR 2786.0420 1914.0168 29.3716 11338 3 638.6771 ‐1.3508
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 rbamidomethyl+C 933.4823 SCALINQK 1143.2730 933.4826 24.2407 5675 1 933.4826 1.0619
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1231.6715 VEMLDGVTIVR 783.4671 1231.6655 18.1688 1392 3 411.2267 ‐6.6352
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1359.7664 KVEMLDGVTIVR 2549.9660 1359.7669 26.5472 3430 3 453.9272 ‐1.2454
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 9 52.58 None 1775.8751 FVYAHFPINASIGGDGK 437.0732 1775.8735 17.8135 853 3 592.6294 ‐1.9096
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1849.9463 TILSSETMDIPDSVTIK 53155.9100 1849.9425 31.2323 39673 2 925.4749 ‐1.6314
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1582.8547 TALSHVDNLISGVTR 37845.3200 1582.8571 17.4554 28254 3 528.2906 0.2189
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1792.9017 FVYAHFPINASIGGDGK 5602.9170 1792.9052 17.7710 24568 3 598.3066 0.9638
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1867.9912 HLNLDFQLIKDPETGK 2810.8600 1867.9960 17.9211 11708 3 623.3369 1.75
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1914.0178 VKDEIVLDGNDIELVSR 2786.0420 1914.0168 29.3716 11338 3 638.6771 ‐1.3508
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 rbamidomethyl+C 933.4823 SCALINQK 1143.2730 933.4826 24.2407 5675 1 933.4826 1.0619
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1231.6715 VEMLDGVTIVR 783.4671 1231.6655 18.1688 1392 3 411.2267 ‐6.6352
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1359.7664 KVEMLDGVTIVR 2549.9660 1359.7669 26.5472 3430 3 453.9272 ‐1.2454
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 8642.6850 22131.7358 22 52.58 None 1775.8751 FVYAHFPINASIGGDGK 437.0732 1775.8735 17.8135 853 3 592.6294 ‐1.9096
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 1849.9463 TILSSETMDIPDSVTIK 35916.3200 1849.9425 31.2323 39673 2 925.4749 ‐1.6243
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 1914.0178 VKDEIVLDGNDIELVSR 1322.6430 1914.0168 29.3716 11338 3 638.6771 ‐1.4650
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 1867.9912 HLNLDFQLIKDPETGK 1335.9340 1867.9955 28.0200 3404 3 623.3367 1.52
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 1359.7664 KVEMLDGVTIVR 1979.1590 1359.7669 26.5472 3430 3 453.9272 ‐1.4849
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 912.5037 VKDEIVLD 171.4717 912.5047 28.2590 4697 1 912.5047 2.0103
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3373.3880 22131.7358 22 52.58 None 1423.6951 VKDEIVLDGNDIE 160.3457 1423.6931 27.7806 4351 2 712.3502 ‐1.8895



NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1582.8547 TALSHVDNLISGVTR 29490.5700 1582.8571 17.4554 28254 3 528.2906 0.4314
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1792.9017 FVYAHFPINASIGGDGK 6836.6410 1792.9052 17.7710 24568 3 598.3066 1.1298
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1170.6041 FLDGIYVSEK 1523.2010 1170.6082 17.0663 11744 2 585.8077 2.72
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1867.9912 HLNLDFQLIKDPETGK 1663.3920 1867.9960 17.9211 11708 3 623.3369 1.69
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 910.4516 DGIYVSEK 189.6092 910.4504 17.0583 2357 1 910.4504 ‐1.0773
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1372.7107 DFQLIKDPETGK 159.5152 1372.7151 18.6435 1973 2 686.8612 2.09
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3094.9880 22131.7358 22 52.58 None 1775.8751 FVYAHFPINASIGGDGK 484.0620 1775.8735 17.8135 853 3 592.6294 ‐1.7398
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 376.0999 17602.4973 2 7.89 None 1354.6671 YSQVVSNALDMK 4763.9330 1354.6693 24.6612 17902 2 677.8383 1.0364
NP_564434.1 40S ribosomal protein S18 Arabidopsis thaliana 376.0999 17602.4973 2 7.89 None 1104.5718 QVVSNALDMK 194.2194 1104.5774 24.9968 4114 2 552.7924 4.0188
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 2302.1337 VVTIDSYEDVPTYSEESLKK 25027.7000 2302.1354 26.7068 35565 3 768.0500 0.4822
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 2174.0387 VVTIDSYEDVPTYSEESLK 2501.1730 2174.0264 28.5679 3605 2 1087.5168 ‐4.4739
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1274.6640 KPATPFWSQGR 540.8921 1274.6718 19.2749 3323 2 637.8395 5.36
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1543.7751 VGDELPESIDWRK 409.5701 1543.7843 34.2523 9246 2 772.3958 5.74
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1485.6856 NGGIDTDKDYPYK 601.7969 1485.7208 16.9519 3546 2 743.3640 23.3082
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1374.6972 AQSQNSLVEKDR 272.9028 1374.6953 20.6974 3478 2 687.8513 ‐2.0014
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 2459.1891 DYWIVRNSWGKSWGESGYLR 471.8310 2459.1637 19.7202 5605 2 1230.0855 ‐8.4831
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 Oxidation+M(15) 2623.2821 HGVSTTGGRSEAEVMSIYEAWLVK 757.7996 2623.2784 37.8540 1052 3 875.0976 ‐1.2029
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 965.4938 YSEESLKK 190.3319 965.5002 27.0221 1681 2 483.2538 5.0772
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 2008.9300 DYWIVRNSWGKSWGESG 589.1936 2008.9277 19.6720 1231 2 1004.9675 ‐0.3582
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1467.6751 NGGIDTDKDYPYK 281.0541 1467.6693 18.4193 5972 2 734.3383 ‐4.3005
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1257.6375 KPATPFWSQGR 66.3681 1257.6389 20.6543 4075 1 1257.6389 3.0070
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1234.7370 52163.9808 22 19.5 None 1357.6706 AQSQNSLVEKDR 267.4282 1357.6663 22.3346 1308 1 1357.6663 ‐1.0081
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 2302.1337 VVTIDSYEDVPTYSEESLKK 18313.4300 2302.1354 26.7068 35565 3 768.0500 0.4556
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 2174.0387 VVTIDSYEDVPTYSEESLK 1443.6320 2174.0264 28.5679 3605 2 1087.5168 ‐4.5091
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 1274.6640 KPATPFWSQGR 1293.9570 1274.6718 19.2749 3323 2 637.8395 5.57
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 1458.6859 FADLTNDEYRSK 243.3554 1458.6777 28.5190 11974 2 729.8425 ‐5.9939
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 2459.1891 DYWIVRNSWGKSWGESGYLR 1075.9800 2459.1720 31.8187 4307 3 820.3955 ‐6.9857
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 Oxidation+M(15) 2623.2821 HGVSTTGGRSEAEVMSIYEAWLVK 791.3806 2623.2784 37.8540 1052 3 875.0976 ‐1.1569
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 1066.5415 TYSEESLKK 154.7212 1066.5395 26.2484 2054 2 533.7734 ‐3.0936
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 1239.6117 GKSWGESGYLR 157.7545 1239.6162 30.0231 1008 2 620.3117 2.85
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 896.5519 52163.9808 22 19.5 None 1222.5699 DLTNDEYRSK 131.0920 1222.5659 30.5081 780 1 1222.5659 ‐1.0858
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1634.8636 AAEAVEEFGGILTSIK 9408.3500 1634.8620 35.4203 10091 2 817.9346 ‐1.0042
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1715.8673 DLMAADWAELPSAVVK 5627.0860 1715.8724 35.9257 6960 2 858.4398 3.1419
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 2123.0219 YAEYLDSFEPEEVYLKK 762.1895 2123.0210 31.0132 4808 3 708.3452 ‐0.9405
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1752.9127 VTVLGTSGLSGSYVEQR 814.0202 1752.9146 26.3034 4423 2 876.9610 1.73
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1173.5899 GSFISYASVSR 180.8727 1173.5624 25.9491 5815 2 587.2848 ‐24.4525
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1404.7594 VGSLLQGSHHIEK 108.5746 1404.7209 26.6047 5199 2 702.8641 ‐27.9305
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1789.9290 TAISKNTDDKAGQEALK 564.1071 1789.9391 21.1879 8968 2 895.4732 5.19
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 rbamidomethyl+C 2814.3727 CSGLGSEWGKVTVLGTSGLSGSYVEQR 1664.1430 2814.3562 22.2382 1464 3 938.7902 ‐5.4073
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 rbamidomethyl+C 1474.7359 CSGLGSEWGKVTVL 526.8924 1474.7356 20.4582 2430 2 737.8714 ‐0.6274
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 None 1534.7860 VLGTSGLSGSYVEQR 1236.2910 1534.7880 23.8339 878 2 767.8977 1.0729
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1053.5550 28163.0352 18 36.19 rbamidomethyl+C 2797.3462 CSGLGSEWGKVTVLGTSGLSGSYVEQR 441.6340 2797.3446 22.7840 1331 3 933.1197 ‐0.0973
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 1634.8636 AAEAVEEFGGILTSIK 9754.1980 1634.8620 35.4203 10091 2 817.9346 ‐0.9691
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 1715.8673 DLMAADWAELPSAVVK 7988.5290 1715.8724 35.9257 6960 2 858.4398 3.1664
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 2123.0219 YAEYLDSFEPEEVYLKK 775.8562 2123.0210 31.0132 4808 3 708.3452 ‐1.0075
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 1752.9127 VTVLGTSGLSGSYVEQR 1290.0670 1752.9146 26.3034 4423 2 876.9610 1.71
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 1173.5899 GSFISYASVSR 134.4140 1173.5624 25.9491 5815 2 587.2848 ‐24.3572
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 1994.9270 YAEYLDSFEPEEVYLK 684.3597 1994.8964 35.9483 1424 2 997.9518 ‐14.5682
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1289.6210 28163.0352 18 36.19 None 708.3352 GSFISYA 223.9961 708.3356 25.8704 2993 1 708.3356 0.7270
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 1500.7792 TSPEELTPEEIKK 9060.5230 1500.7822 20.0470 7668 3 500.9323 0.6277
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 rbamidomethyl+C 1200.6154 ACQNITQPLR 6943.9250 1200.6173 18.3219 5975 2 600.8123 0.5537
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 rbamidomethyl+C( 2275.0556 QIEMYTQQGFSNLPICMSK 474.0091 2275.0512 31.0954 2776 2 1138.0292 ‐0.5138
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 rbamidomethyl+C( 2023.0165 AYVSENVSLVEAGCVNLAK 1364.3690 2023.0147 22.9371 1741 2 1012.0110 ‐0.0313
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 2014.0525 AGDPITADDLGVGGALTVLMK 620.8823 2014.0478 35.7539 941 2 1007.5275 ‐1.5402
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 1071.5681 ITIGQGPEEK 1627.1080 1071.5794 21.9517 10394 2 536.2934 9.14
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 9697.5860 2983.6388 34.8139 8324 4 746.6652 0.5083
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 1644.8738 KITIGQGPEEKGMTR 1944.8540 1644.8718 22.4686 1627 2 822.9395 ‐1.1924
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 1262.6263 AYVSENVSLVEA 307.7630 1262.6292 21.6310 3419 2 631.8182 1.52
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 rbamidomethyl+C 1359.7301 VSLVEAGCVNLAK 830.0687 1359.7280 21.3541 2274 2 680.3676 ‐2.1925
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 None 743.4298 PEEIKK 170.7847 743.4320 21.0685 1607 1 743.4320 3.0185
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 396.6322 68372.1731 31 19.72 rbamidomethyl+C( 2128.9501 QIEMYTQQGFSNLPICMS 234.5771 2128.9573 31.0575 957 2 1064.9823 4.24
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 rbamidomethyl+C 1200.6154 ACQNITQPLR 7418.3320 1200.6173 18.3219 5975 2 600.8123 0.6454
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 1633.8227 MHGGGPDVVAGRPLDR 1277.3060 1633.8283 18.6672 3913 3 545.2809 2.0064
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 rbamidomethyl+C( 2275.0556 QIEMYTQQGFSNLPICMSK 1066.9500 2275.0512 31.0954 2776 2 1138.0292 ‐0.5622
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 2014.0525 AGDPITADDLGVGGALTVLMK 572.4312 2014.0478 35.7539 941 2 1007.5275 ‐1.5545
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 1113.6415 GAPSGFVLPIR 207.5497 1113.6637 27.5835 4795 2 557.3355 18.7975
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 1159.6106 QPSQGPTFGIK 272.9432 1159.6304 20.1958 4569 2 580.3189 16.1122
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 1071.6045 GAVDLGIAVEK 312.1273 1071.5847 26.7133 3460 2 536.2960 ‐19.6065
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 2216.0717 IEAIAKSYGASGVEYSDQAEK 249.4529 2216.0920 21.6035 19654 4 554.7785 7.16
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 213.9308 68372.1731 31 19.72 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 5854.3630 2983.6388 34.8139 8324 4 746.6652 0.1503
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 2014.0525 AGDPITADDLGVGGALTVLMK 2675.3400 2014.0502 21.9071 8156 2 1007.5287 ‐0.0591
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 rbamidomethyl+C 1734.9208 YSGLTPQCAIVVATVR 1660.3360 1734.9163 18.0815 7627 2 867.9618 ‐2.1462
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 3798.9483 DAINPTLMQTLEGTPVLVHAGPFANIAHGNSSIV 996.5947 3798.9314 21.3825 4968 4 950.4883 ‐4.4467
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 rbamidomethyl+C( 2275.0556 QIEMYTQQGFSNLPICMSK 701.0655 2275.0498 19.0899 1900 2 1138.0286 ‐0.7808
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 rbamidomethyl+C( 2023.0165 AYVSENVSLVEAGCVNLAK 563.8851 2023.0147 22.9371 1741 2 1012.0110 0.2450
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 1442.7750 LDIDPASITWRR 1331.3600 1442.8124 17.4985 3762 3 481.6090 24.6385
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 1674.8486 DLNINPLHYDLYGK 304.1385 1674.8449 25.0489 1138 2 837.9261 ‐1.9719
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 545.3406 VATVR 220.3584 545.3407 18.0979 7104 1 545.3407 ‐0.7470
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 None 1262.6263 AYVSENVSLVEA 111.1712 1262.6306 23.1778 4269 2 631.8190 2.01



NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 258.5013 68372.1731 31 19.72 rbamidomethyl+C 1213.6722 PQCAIVVATVR 194.6274 1213.6714 16.7001 874 2 607.3393 ‐1.5573
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 8155.5150 3007.5802 21.3863 41917 3 1003.1983 ‐0.7551
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1590.9214 ALEGADLVIIPAGVPR 43909.3300 1590.9233 19.5305 33536 2 795.9653 1.0952
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1497.6890 SEVVGYMGDDNLAK 124819.8000 1497.6874 23.4501 33164 2 749.3473 ‐1.3834
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1793.0717 VAILGAAGGIGQPLALLMK 51442.2900 1793.0714 22.6338 26755 2 897.0393 0.1173
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1219.7045 LFGVTTLDVVR 7757.5420 1219.7068 19.3675 16009 2 610.3570 0.8987
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1860.9226 NGVEEVLDLGPLSDFEK 6220.7530 1860.9242 37.5850 6817 2 930.9657 1.75
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 3068.6038 NGVEEVLDLGPLSDFEKEGLEALKPELK 2257.5480 3068.6106 41.4887 4494 4 767.9081 1.19
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1233.5957 TQDGGTEVVEAK 751.4387 1233.6306 19.5292 3664 2 617.3190 27.3466
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1347.7995 KLFGVTTLDVVR 921.4738 1347.7990 17.8867 4796 2 674.4031 ‐1.0179
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1136.6092 SMLVRSSASAK 469.9857 1136.6121 19.0791 2444 2 568.8097 1.56
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 805.4526 VRSSASAK 114.1253 805.4547 16.9390 2161 1 805.4547 2.63
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 775.4196 TEVVEAK 236.0972 775.4189 18.0403 1730 1 775.4189 ‐0.7142
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1281.6144 VVGYMGDDNLAK 763.6835 1281.6157 22.1484 1112 2 641.3115 0.1822
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1083.4775 GYMGDDNLAK 1124.7970 1083.4762 23.4549 1041 1 1083.4762 0.0473
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 959.5520 GVTTLDVVR 383.8671 959.5529 18.9257 942 2 480.2801 ‐0.6313
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 11516.8700 36032.6349 25 49.85 None 1479.6784 SEVVGYMGDDNLAK 535.1945 1479.6775 24.7368 1471 2 740.3424 ‐1.0175
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 7197.1070 3007.5802 21.3863 41917 3 1003.1983 ‐0.8580
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 1590.9214 ALEGADLVIIPAGVPR 67434.0200 1590.9233 19.5305 33536 2 795.9653 1.21
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 1793.0717 VAILGAAGGIGQPLALLMK 56790.2200 1793.0714 22.6338 26755 2 897.0393 0.3406
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 1219.7045 LFGVTTLDVVR 7821.3320 1219.7068 19.3675 16009 2 610.3570 0.9903
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 rbamidomethyl+C( 2971.4758 GLNGVPDVIECSYVQSTITELPFFASK 337.9631 2971.4136 20.6471 11844 2 1486.2104 ‐17.4452
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 4423.4235 ANVPVAEVNVPVIGGHAGVTILPLFSQATPQANL 283.6589 4423.4093 24.7027 8858 4 1106.6078 ‐3.2134
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 rbamidomethyl+C( 2274.1257 AGKGSATLSMAYAGALFADACLK 698.3577 2274.1422 23.1876 7762 2 1137.5747 8.72
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 None 1347.7995 KLFGVTTLDVVR 987.2193 1347.7990 17.8867 4796 2 674.4031 ‐0.8970
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 7574.7620 36032.6349 25 49.85 rbamidomethyl+C( 2373.1643 GLNGVPDVIECSYVQSTITELP 231.4354 2373.1680 21.2030 1763 3 791.7275 1.68
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 1393.7362 FSDGLIAPDFLAK 9004.2640 1393.7392 19.8733 28131 2 697.3732 1.92
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 rbamidomethyl+C( 1797.0456 FVIQTLAPLGCLPIVR 20510.7700 1797.0454 22.2584 25958 2 899.0264 0.2645
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 1113.6085 IGPMLNELAR 21916.1900 1113.6087 16.9402 21272 2 557.3080 ‐0.9995
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 3769.0920 2628.3995 21.4638 14446 3 876.8047 0.3529
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 1418.6984 ELVVYPADEPMR 10331.5400 1418.6987 25.3905 13229 2 709.8530 ‐0.3535
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 1004.4836 SYLFFDGR 13399.4100 1004.4834 18.1389 10414 2 502.7454 ‐1.6195
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2602.2905 AQEMFGHLLFGADTNVIQPMNIR 922.3970 2602.2861 21.0406 6917 3 868.1002 ‐1.5194
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 2125.3090 2477.2413 21.7873 2362 2 1239.1243 ‐1.6403
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2107.0050 NNPNADASTQQAFVTSVTNK 520.1302 2107.0304 19.5460 6211 2 1054.0189 13.0916
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 rbamidomethyl+C(8)
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 874.5033 IAPDFLAK 177.8284 874.5008 20.1883 2928 2 437.7541 ‐4.5342
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 1218.6153 TAPASAPFQFTV 421.2216 1218.6112 22.6676 906 1 1218.6112 ‐1.7202
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2088.9945 NNPNADASTQQAFVTSVTNK 509.5977 2088.9899 18.7734 2179 3 697.0015 ‐2.7596
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2804.9300 43599.5392 37 51.04 None 2089.9785 NNPNADASTQQAFVTSVTNK 314.6719 2089.9694 20.4608 901 2 1045.4883 ‐3.3600
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 rbamidomethyl+C( 1797.0456 FVIQTLAPLGCLPIVR 22128.5800 1797.0454 22.2584 25958 2 899.0264 0.4888
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1393.7362 FSDGLIAPDFLAK 6486.0720 1393.7402 19.8553 23904 2 697.3737 2.13
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1113.6085 IGPMLNELAR 25186.9900 1113.6087 16.9402 21272 2 557.3080 ‐0.9324
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 3339.3850 2628.3995 21.4638 14446 3 876.8047 0.3339
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1004.4836 SYLFFDGR 10729.4100 1004.4834 18.1389 10414 2 502.7454 ‐1.5775
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2602.2905 AQEMFGHLLFGADTNVIQPMNIR 812.6954 2602.2861 21.0406 6917 3 868.1002 ‐1.5326
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 487.2989 2477.2413 21.7873 2362 2 1239.1243 ‐1.2596
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1570.8224 ESWVPPTSATVQLR 726.7939 1570.8159 19.2412 9216 2 785.9116 ‐4.1228
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2107.0050 NNPNADASTQQAFVTSVTNK 200.5126 2107.0304 19.5460 6211 2 1054.0189 13.3872
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1942.9981 ESWVPPTSATVQLRESR 262.3999 1942.9905 22.7312 5650 2 971.9989 ‐2.9724
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1595.8639 LKNDISLLYSSGASK 4970.6290 1595.8648 16.0366 10022 3 532.6265 ‐0.4736
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1693.9061 TLLPQTFWPYGKSR 150.9408 1693.8971 23.8254 6323 2 847.4522 ‐4.9965
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2265.2390 QTLTKTLLPQTFWPYGKSR 392.3000 2265.2407 22.2433 2918 2 1133.1240 2.03
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 4197.0433 SYLFFDGRHNTEKAQEMFGHLLFGADTNVIQPM 458.6229 4197.0400 22.9576 2127 3 1399.6848 1.98
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 Oxidation+M(15) 1843.9411 FSDGLIAPDFLAKFMR 310.8269 1843.9326 19.4803 3302 3 615.3157 ‐5.3556
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 897.5404 LKNDISLL 91.3009 897.5438 16.0383 2044 1 897.5438 4.0947
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1575.8318 LLPQTFWPYGKSR 180.5385 1575.8317 22.6859 1871 2 788.4195 ‐0.0439
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 970.5033 TLLPQTFW 63.1471 970.4993 23.0086 1649 1 970.4993 ‐3.5339
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1000.5244 GPMLNELAR 180.8788 1000.5255 18.5881 1265 2 500.7664 ‐0.3199
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1218.6153 TAPASAPFQFTV 163.7619 1218.6112 22.6676 906 1 1218.6112 ‐2.0312
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 1675.8955 TLLPQTFWPYGKSR 141.4226 1675.8920 23.8129 2242 2 838.4496 ‐1.8402
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 Oxidation+M(15) 1825.9305 FSDGLIAPDFLAKFMR 228.6078 1825.9293 17.5819 1806 2 913.4683 ‐0.0306
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2367.1170 43599.5392 37 51.04 None 2089.9785 NNPNADASTQQAFVTSVTNK 142.8040 2089.9694 20.4608 901 2 1045.4883 ‐3.0684
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 2345.4560 2178.1036 31.1167 8709 3 726.7061 ‐0.4744
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 1739.9075 FDVVPQHIQNQLSSK 7210.0380 1739.9079 16.1144 6661 3 580.6408 ‐0.8282
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 2085.0346 DTITGETLSDPENPVVLER 3278.6750 2085.0352 28.2839 4776 2 1043.0213 1.98
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 rbamidomethyl+C( 1852.8818 ISSSSSGSLVCNLNGSQR 226.3089 1852.8695 29.6338 81327 2 926.9384 ‐6.1473
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 1012.5132 ASYTMQLAK 802.2896 1012.5090 20.0753 2304 2 506.7581 ‐5.5539
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 1811.9134 ASSSSISSSIPQFLGTSR 580.4856 1811.8687 25.1263 2297 2 906.4380 ‐24.2683
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 None 1477.8122 VVPQHIQNQLSSK 309.9165 1477.8208 14.8501 2386 3 493.2784 4.38
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 305.5679 86399.8533 8 6.90 rbamidomethyl+C( 1835.8552 ISSSSSGSLVCNLNGSQR 445.0576 1835.8554 31.0642 1248 2 918.4314 0.5321
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 2379.2340 16203.9756 4 31.94 None 1305.6355 SALMVDADQVEK 25089.6300 1305.6381 22.3589 9478 2 653.3227 1.1861
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 2379.2340 16203.9756 4 31.94 None 1546.8549 FAGLSEIMEIPVLK 2305.4220 1546.8524 22.4576 4036 2 773.9299 ‐1.8425
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 2379.2340 16203.9756 4 31.94 None 1479.7227 KELHPEFHEDAK 330.0536 1479.7190 32.9332 1413 2 740.3631 ‐2.8866
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 2379.2340 16203.9756 4 31.94 None 888.4859 GEIIMPTK 662.2009 888.4659 24.8787 1537 1 888.4659 ‐21.9609
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 2437.4670 12461.4333 2 14.29 rbamidomethyl+C 1717.8677 VSCLSIVDPGDSDIIK 17062.2700 1717.8672 29.7788 29384 2 859.4372 ‐0.1276
NP_565164.1 60S ribosomal protein L30 2 Arabidopsis thaliana 2437.4670 12461.4333 2 14.29 None 1058.5364 VDPGDSDIIK 177.5469 1058.5303 29.7242 1098 1 1058.5303 ‐4.2755
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1334.5643 YEEMVEFMEK 14649.1200 1334.5656 27.9165 33274 2 667.7865 0.2849
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 907.5247 NLLSVAYK 9506.0740 907.5262 16.0742 29503 2 454.2668 ‐0.0236



NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1589.7653 VSAAVDGDELTVEER 11867.3500 1589.7668 22.8673 12810 2 795.3870 0.8136
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKPTEEQQ 1330.2370 3460.5680 34.0940 5004 3 1154.1942 0.9096
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 917.5302 IISSIEQK 5197.7840 917.5312 17.3760 3167 2 459.2692 ‐0.5699
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1418.7485 IISSIEQKEESR 4264.5010 1418.7475 16.6162 1179 2 709.8774 ‐1.2542
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 2180.9652 DNLTLWTSDMQDDAADEIK 1125.3480 2180.9620 32.7334 4279 2 1090.9846 ‐0.2738
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 rbamidomethyl+C( 1762.9256 SKIETELSGICDGILK 1855.8320 1762.9289 28.3156 2286 3 588.3145 0.8845
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 680.3978 LSVAYK 5084.2480 680.3975 16.0759 4795 1 680.3975 ‐0.5381
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1192.5804 SSIEQKEESR 1344.3720 1192.5822 15.4054 4318 2 596.7948 0.4883
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1042.4584 EMVEFMEK 3065.2540 1042.4565 27.9260 1299 1 1042.4565 ‐0.7159
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 939.4418 VSAAVDGDEL 78.5226 939.4456 20.9173 1064 2 470.2265 2.86
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3219.4650 29275.8020 24 39.38 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 1334.5643 YEEMVEFMEK 16597.1900 1334.5656 27.9165 33274 2 667.7865 0.3592
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 2128.9921 QAFDEAIAELDTLGEESYK 1661.8920 2128.9890 36.9876 9899 2 1064.9981 ‐0.3956
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPKPTEEQQ 2905.5850 3460.5680 34.0940 5004 3 1154.1942 1.1448
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 917.5302 IISSIEQK 6839.3630 917.5312 17.3760 3167 2 459.2692 ‐0.4412
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 1418.7485 IISSIEQKEESR 1442.3410 1418.7475 16.6162 1179 2 709.8774 ‐1.1908
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 770.4083 YLAEFK 8244.1010 770.4023 20.3729 11434 1 770.4023 ‐7.3928
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 2180.9652 DNLTLWTSDMQDDAADEIK 1129.8800 2180.9620 32.7334 4279 2 1090.9846 ‐0.3099
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 1589.7653 VSAAVDGDELTVEER 120.2032 1589.7386 38.0701 1506 2 795.3729 ‐16.9288
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 1469.7747 YLAEFKTGQERK 251.5232 1469.7734 24.4470 1491 2 735.3903 ‐1.2470
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1685.7800 29275.8020 24 39.38 None 1042.4584 EMVEFMEK 3916.3020 1042.4565 27.9260 1299 1 1042.4565 ‐0.3845
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1367.6842 FANFSIESEVPK 3625.8080 1367.6829 28.4010 25696 2 684.3451 ‐1.5268
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1284.6947 NPILPSDPYLR 6106.0480 1284.6949 27.8979 13920 2 642.8511 ‐0.6382
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1390.7875 SPLLLQMNPIHK 1378.6160 1390.7875 17.6811 8629 3 464.2673 ‐1.5783
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 899.4258 GVEFEYR 10339.1000 899.4273 20.8057 7950 2 450.2173 0.0310
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 877.5029 DFIEILK 6333.7960 877.5028 30.7509 5803 1 877.5028 0.3532
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1845.9593 SLPDPEKVTEFVSELR 9868.1270 1845.9601 35.0396 18470 3 615.9915 ‐0.4650
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1632.9254 NKSPLLLQMNPIHK 1044.3350 1632.9292 16.6261 4943 3 544.9813 1.1229
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 615.4076 IEILK 2447.9200 615.4071 30.7438 877 1 615.4071 ‐1.2727
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1116.8810 25707.6329 16 30.59 None 1372.7770 SPLLLQMNPIHK 310.6428 1372.7813 18.5027 1065 2 686.8943 2.88
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 1367.6842 FANFSIESEVPK 3787.9190 1367.6829 28.4010 25696 2 684.3451 ‐1.4569
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 1284.6947 NPILPSDPYLR 14163.7600 1284.6949 27.8979 13920 2 642.8511 ‐0.5574
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 877.5029 DFIEILK 6884.6170 877.5028 30.7509 5803 1 877.5028 0.6386
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 1541.7231 GVEFEYREEDLR 652.8132 1541.7161 25.3085 2588 2 771.3617 ‐4.6778
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 1845.9593 SLPDPEKVTEFVSELR 7991.4160 1845.9601 35.0396 18470 3 615.9915 ‐0.5946
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 1110.5830 NPILPSDPYL 183.4694 1110.5818 26.3268 3330 2 555.7945 ‐2.1662
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1174.8060 25707.6329 16 30.59 None 615.4076 IEILK 1869.8680 615.4071 30.7438 877 1 615.4071 ‐1.0605
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 2240.9982 VVNEGEFGEYITEYDASYR 5742.5380 2240.9934 31.5355 17355 2 1121.0003 ‐0.8146
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 1817.8606 TGTPLVYGGWPDHDFR 3626.6210 1817.8602 29.0649 15338 3 606.6249 ‐1.1153
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 951.5258 GTVTFAVTR 5563.0690 951.5263 21.1481 9177 2 476.2668 ‐1.0291
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 rbamidomethyl+C( 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 5312.9570 2690.2526 16.2865 6253 3 897.4224 0.6764
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 rbamidomethyl+C 1311.8069 CLLAPLLGTLIK 2164.3060 1311.8106 22.9843 2903 2 656.4089 2.0375
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 1228.6280 NGNLVLAEADGR 5202.8240 1228.6290 21.7123 2300 2 614.8181 ‐0.1689
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 1168.5844 DANTSSVAYIK 1174.5120 1168.5999 20.5142 3547 1 1168.5999 14.7387
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 875.4621 GLLGWSDK 127.9160 875.4430 16.3521 802 1 875.4430 ‐21.4080
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 2724.3239 GLTMYVNKTGTPLVYGGWPDHDFR 3040.5910 2724.3265 21.6711 13013 3 908.7803 1.65
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 2931.4999 FVWQSFDHPTDTLLTGQSLKVNGVNK 469.8778 2931.4828 20.7938 2093 3 977.8325 ‐5.2014
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 2383.1902 WIWDANRNNPVGENATLSLGR 1158.3060 2383.1898 20.8861 2059 3 795.0681 ‐0.2784
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 1263.6402 GLTMYVNKTGTP 359.4234 1263.6426 19.5407 1838 2 632.3250 1.0800
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 593.3406 FAVTR 80.9058 593.3399 21.4789 1744 1 593.3399 ‐1.6688
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 1150.5739 DANTSSVAYIK 331.0160 1150.5726 21.1550 3536 1 1150.5726 0.3581
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 994.2292 51027.4331 29 29.23 None 933.5152 GTVTFAVTR 157.4281 933.5156 21.5947 1046 1 933.5156 1.1210
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 2240.9982 VVNEGEFGEYITEYDASYR 6486.9860 2240.9934 31.5355 17355 2 1121.0003 ‐0.8585
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 1817.8606 TGTPLVYGGWPDHDFR 3548.0080 1817.8602 29.0649 15338 3 606.6249 ‐1.2513
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 951.5258 GTVTFAVTR 8665.3920 951.5263 21.1481 9177 2 476.2668 ‐0.9049
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 1228.6280 NGNLVLAEADGR 255.5798 1228.6534 31.0885 1935 2 614.8303 19.7752
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 1394.6991 AYSYFPAATYLK 215.5153 1394.6642 22.0023 1533 2 697.8357 ‐25.5428
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 3197.5386 EFDNLTEPSAYELLLEPAPQPATNPGNNR 1072.6100 3197.4613 38.8007 1266 3 1066.4920 ‐22.9671
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 488.2504 GTVTF 97.7372 488.2526 20.0583 8367 1 488.2526 3.41
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 647.8422 51027.4331 29 29.23 None 933.5152 GTVTFAVTR 947.9896 933.5156 21.5947 1046 1 933.5156 1.20
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 rbamidomethyl+C( 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 4372.5540 2690.2526 16.2865 6253 3 897.4224 0.6437
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 None 1313.6848 INYNGTISYLR 1019.6090 1313.7214 16.8246 1404 2 657.3643 27.2153
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 None 2724.3239 GLTMYVNKTGTPLVYGGWPDHDFR 2305.1890 2724.3265 21.6711 13013 3 908.7803 1.63
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 None 2931.4999 FVWQSFDHPTDTLLTGQSLKVNGVNK 540.0500 2931.5134 18.9799 1309 3 977.8427 5.1583
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 None 1263.6402 GLTMYVNKTGTP 135.5564 1263.6358 19.8310 1124 1 1263.6358 ‐1.9193
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 266.6583 51027.4331 29 29.23 None 1296.6583 INYNGTISYLR 167.4792 1296.6654 17.4419 1981 2 648.8364 4.12
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 879.8538 20414.8899 4 14.75 None 950.4942 GNLDIFSGK 7225.2450 950.4954 25.5779 15980 2 475.7513 ‐0.1571
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 879.8538 20414.8899 4 14.75 None 956.4836 YGDYIGIR 6870.1030 956.4849 22.5656 14535 2 478.7461 ‐0.1051
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 879.8538 20414.8899 4 14.75 None 990.5214 AGTDSIISAR 4057.6850 990.5232 18.0969 9363 2 495.7652 0.4107
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 879.8538 20414.8899 4 14.75 None 932.4836 GNLDIFSGK 92.6172 932.4902 23.9178 1326 2 466.7487 5.97
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1029.5687 TAIAEGLAQR 42791.9000 1029.5701 18.9367 15123 2 515.2887 ‐0.0535
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1255.6463 GDVPEPLMNRK 162.7558 1255.6501 25.5962 2338 1 1255.6501 4.65
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1558.8224 QKELNVQWEKEK 557.6481 1558.8151 25.4777 1452 2 779.9112 ‐4.9012
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 960.5183 VIGQDMAVK 1201.7420 960.5194 20.9842 1231 2 480.7633 ‐0.4304
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1255.7620 LDIQVLKDAIK 443.5694 1255.7569 30.7313 5397 2 628.3821 ‐4.9736
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 731.4046 SVADAIR 226.0846 731.3892 20.3295 2708 1 731.3892 ‐21.1088
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1651.8802 ALAGYLFNTENAIVR 845.2836 1651.9051 19.2021 2658 3 551.3066 13.8945
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1388.7818 LISLDMGSLLAGAK 638.0807 1388.8187 21.2817 1969 2 694.9130 26.0247



NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 2289.0517 GDFAEEDTVLVDVDHLASDNK 273.4923 2289.0688 20.3815 1511 2 1145.0381 8.64
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1145.5545 QPTVSDASGQR 564.1058 1145.5446 18.6045 1365 2 573.2759 ‐9.7951
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 2350.1682 AGLSDPNRPIASFMFMGPTGVGK 207.6266 2350.1430 34.7176 1193 3 784.0525 ‐10.9037
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 3035.6021 GLRERYELHHGVTISDSALVSAAVLADR 927.0203 3035.5869 19.7697 9542 4 759.6522 ‐5.7209
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1663.8571 LEMEKLSLKNDTDK 972.9174 1663.8724 34.0155 4322 2 832.4398 9.02
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 rbamidomethyl+C 3944.9304 NCVVIMTSNIGSHHILETLRNNEDSKEAVYEIMK 4321.5220 3944.9274 25.4806 3531 3 1315.6473 1.06
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 rbamidomethyl+C 2981.4568 NCVVIMTSNIGSHHILETLRNNEDSK 364.1580 2981.4328 32.3887 3060 3 994.4825 ‐7.3392
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 rbamidomethyl+C 3543.7683 TVSFKNCVVIMTSNIGSHHILETLRNNEDSK 427.5094 3543.7338 20.0926 1654 3 1181.9161 ‐8.2379
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1447.7553 GLRERYELHHGV 191.3981 1447.7632 19.8688 6059 3 483.2592 3.15
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 673.3628 EGLAQR 215.9368 673.3621 17.5815 3857 1 673.3621 ‐1.2508
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1137.5687 QKELNVQWE 461.8483 1137.5682 26.4501 3630 2 569.2877 ‐1.6544
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1026.5367 QKELNVQW 121.2345 1026.5300 23.7843 1811 1 1026.5300 ‐5.5167
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1017.4960 PTVSDASGQR 137.1319 1017.5026 17.7179 1676 2 509.2549 5.1055
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 rbamidomethyl+C 818.3899 NCVVIMT 208.6084 818.3937 25.0029 1615 1 818.3937 4.58
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 552.3028 LDIQV 71.2578 552.3000 31.4831 1567 1 552.3000 ‐5.6244
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 928.5211 AIAEGLAQR 355.2462 928.5198 17.7341 1160 2 464.7636 ‐2.9410
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 942.5077 VIGQDMAVK 327.0184 942.5132 19.2116 4007 2 471.7602 4.82
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1127.5440 QPTVSDASGQR 143.2378 1127.5462 17.5172 3375 2 564.2767 0.7768
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 607.5322 109004.7037 41 9.34 None 1238.7355 LDIQVLKDAIK 246.6462 1238.7345 30.7318 6391 2 619.8709 ‐1.6742
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1029.5687 TAIAEGLAQR 58346.0400 1029.5701 18.9367 15123 2 515.2887 0.0606
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 960.5183 VIGQDMAVK 1234.5710 960.5194 20.9842 1231 2 480.7633 ‐0.3073
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1255.7620 LDIQVLKDAIK 345.9814 1255.7569 30.7313 5397 2 628.3821 ‐4.8890
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1949.9563 VNLEIESAEREYDLNR 240.1984 1949.9420 26.6925 4538 3 650.6522 ‐8.2061
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1127.5514 GDVPEPLMNR 360.8602 1127.5416 22.3378 2908 2 564.2745 ‐9.7104
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1145.5545 QPTVSDASGQR 307.7318 1145.5446 18.6045 1365 2 573.2759 ‐9.6961
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 2350.1682 AGLSDPNRPIASFMFMGPTGVGK 472.7090 2350.1430 34.7176 1193 3 784.0525 ‐10.9194
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 rbamidomethyl+C 2981.4568 NCVVIMTSNIGSHHILETLRNNEDSK 171.9610 2981.4328 32.3887 3060 3 994.4825 ‐7.2123
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 rbamidomethyl+C 3944.9304 NCVVIMTSNIGSHHILETLRNNEDSKEAVYEIMK 496.2238 3944.9261 36.9536 759 3 1315.6469 1.21
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 552.3028 LDIQV 213.4565 552.3000 31.4831 1567 1 552.3000 ‐5.4298
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 744.3999 AEGLAQR 1000.3480 744.3964 17.9389 974 1 744.3964 ‐4.3750
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 rbamidomethyl+C 3926.9198 NCVVIMTSNIGSHHILETLRNNEDSKEAVYEIMK 205.6137 3926.8956 37.5594 26858 3 1309.6367 ‐3.7655
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1127.5440 QPTVSDASGQR 90.1348 1127.5462 17.5172 3375 2 564.2767 0.8781
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 671.5013 109004.7037 41 9.34 None 1238.7355 LDIQVLKDAIK 214.0006 1238.7345 30.7318 6391 2 619.8709 ‐1.5874
NP_565676.4 U box E3 ubiquitin ligase Arabidopsis thaliana 21.5118 107545.4689 1 1.77 None 1821.9229 ENAAATLFSLSVIDENK 798.4689 1821.9289 35.6326 2049 2 911.4681 3.17
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 38113.8000 3631.7549 45.5432 125325 3 1211.2565 ‐1.9733
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 1265.5545 GPSGSPWYGSDR 73744.7200 1265.5551 19.6174 119066 2 633.2812 ‐0.3425
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 Oxidation+M(1) 1572.7396 MASSTMALSSPAFAGK 681.7596 1572.7417 30.3265 12823 2 786.8745 1.1679
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 1111.4803 SGSPWYGSDR 2153.8430 1111.4782 19.6170 3400 1 1111.4782 ‐0.1779
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 2132.0546 PGGSFDPLGLATDPEAFAELK 8627.8310 2132.0468 45.5489 2861 2 1066.5270 ‐2.6203
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 2295.1180 YPGGSFDPLGLATDPEAFAELK 1932.9130 2295.1045 45.5265 1112 2 1148.0559 ‐4.4448
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 1024.4483 GSPWYGSDR 1087.5730 1024.4482 19.6135 1057 1 1024.4482 1.70
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 967.4268 SPWYGSDR 166.9224 967.4225 19.5965 1001 1 967.4225 ‐3.2873
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 8789.7100 28110.9954 9 24.15 None 1337.6583 VAGDGPLGEAEDLL 1431.6530 1337.6590 45.5606 828 1 1337.6590 3.0317
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAE 71042.1400 3631.7549 45.5432 125325 3 1211.2565 ‐2.2472
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1265.5545 GPSGSPWYGSDR 54784.6400 1265.5551 19.6174 119066 2 633.2812 ‐0.4258
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 983.4985 FGEAVWFK 36516.4900 983.4990 18.1933 75532 2 492.2531 ‐1.0625
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 rbamidomethyl+C 1903.9921 WAMLGALGCVFPELLAR 17467.3000 1903.9941 24.9346 41072 2 952.5007 1.98
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSADPET 2620.2700 3967.7899 22.5465 19371 3 1323.2682 0.2314
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 982.5316 ELEVIHSR 37197.2000 982.5308 16.8581 18132 2 491.7690 ‐2.3348
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1792.9374 LSPAASEVFGTGRITMR 790.4282 1792.9221 18.9591 4831 2 896.9647 ‐8.2327
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1111.4803 SGSPWYGSDR 1645.3450 1111.4782 19.6170 3400 1 1111.4782 ‐0.5285
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 967.4268 SPWYGSDR 845.2112 967.4227 21.7894 3366 1 967.4227 ‐3.4496
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 512.2940 IHSR 2900.9110 512.2934 16.8521 2095 1 512.2934 ‐1.8080
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1234.6062 AGLSADPETFAR 258.1527 1234.6134 23.5849 1506 2 617.8103 4.26
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 611.3624 VIHSR 159.5327 611.3633 16.8582 1341 1 611.3633 1.1112
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1842.8585 YLGPFSGEPPSYLTGEF 231.7876 1842.8520 21.9130 1298 2 921.9296 ‐3.0797
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 2295.1180 YPGGSFDPLGLATDPEAFAELK 2970.7580 2295.1045 45.5265 1112 2 1148.0559 ‐4.3938
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 1024.4483 GSPWYGSDR 727.3034 1024.4482 19.6135 1057 1 1024.4482 0.9606
NP_565787.1 light harvesting chlorophyll protein complex II subunit B1 Arabidopsis thaliana 16312.7600 28227.1121 16 50.75 None 743.3909 WAMLGAL 221.9108 743.3902 23.7507 981 1 743.3902 ‐0.8835
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 20582.8400 2485.2815 42.4817 11003 3 829.0987 1.13
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 1503.7584 VVDSMTDNLRPTR 6181.0690 1503.7634 19.5666 7509 3 501.9260 1.22
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 2741.3628 IENEEGLTHFDEILQEADGIILSR 566.1084 2741.3502 41.2605 3856 3 914.4549 ‐4.2215
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 997.5353 SSFFPALTK 1552.5740 997.5386 18.0139 3637 2 499.2729 1.16
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 3015.5157 ADGLVTLTPSQDQEASSEVLPINFDGLAK 6127.6820 3015.5146 36.6840 2155 3 1005.8430 0.3844
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 1305.6216 DSMTDNLRPTR 232.4261 1305.6235 21.3369 1028 1 1305.6235 3.91
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 1404.6900 VDSMTDNLRPTR 243.8625 1404.6944 19.6455 897 1 1404.6944 5.20
NP_565850.1 Pyruvate kinase family protein Arabidopsis thaliana 1644.6080 58135.6961 8 18.98 None 979.5247 SSFFPALTK 119.6693 979.5295 17.0060 1375 2 490.2684 3.05
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1859.9597 ELLVGKDDELLETETR 32255.5400 1859.9635 27.1336 17894 3 620.6593 1.1748
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPGFDPSK 1339.1960 3338.7452 25.3895 14812 3 1113.5866 ‐1.7864
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 rbamidomethyl+C 1872.9372 ADVAEVCVQALQLEEAK 6854.1270 1872.9351 29.4109 13970 2 936.9712 ‐0.6100
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1585.8432 ALDLASKPEGTGTPTK 4166.9230 1585.8464 18.4258 13247 3 529.2870 0.7664
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 4211.3720 2658.2317 34.5674 12617 3 886.7487 2.62
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1263.6692 SGAVASSFVSVPR 379.5098 1263.6568 21.5090 2062 2 632.3320 ‐10.6639
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1976.0335 ALDLASKPEGTGTPTKDFK 788.5919 1975.9879 23.5454 1829 2 988.4976 ‐22.3388
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 2078.0400 ESKEKINGEDEVFIGDIR 691.0364 2078.0371 21.6561 1430 2 1039.5222 ‐0.4234
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1286.6951 LASKPEGTGTPTK 215.8477 1286.6897 20.1096 2412 2 643.8485 ‐4.9879
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1173.6110 ASKPEGTGTPTK 214.5754 1173.6059 18.2728 2284 2 587.3066 ‐5.4302
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 2646.9280 34993.8524 18 42.77 None 1245.6586 SGAVASSFVSVPR 369.1707 1245.6627 23.6958 6518 2 623.3350 2.99
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 rbamidomethyl+C 1872.9372 ADVAEVCVQALQLEEAK 6970.6670 1872.9351 29.4109 13970 2 936.9712 ‐0.6060



NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 1585.8432 ALDLASKPEGTGTPTK 3588.6210 1585.8464 18.4258 13247 3 529.2870 0.5780
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 2085.7550 2658.2317 34.5674 12617 3 886.7487 2.02
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 1809.9381 AEQYLADSGIPYTIIR 1738.3380 1809.9316 31.9694 6841 2 905.4694 ‐3.2491
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 2387.1774 AMMTTTTTTFFHPLLPANTYK 997.2111 2387.1728 36.2229 1280 3 796.3958 ‐2.0609
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 1938.0331 KAEQYLADSGIPYTIIR 818.4958 1938.0261 30.1265 1201 3 646.6802 ‐4.5108
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 838.9122 34993.8524 18 42.77 None 1401.7220 DLASKPEGTGTPTK 708.0775 1401.7268 18.4275 1698 2 701.3670 2.65
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 171093.6000 2304.0613 32.3989 284472 2 1152.5343 ‐0.9236
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1780.8098 EGPPVFEQPEMTYEK 124565.8000 1780.8105 26.4538 267528 2 890.9089 0.6996
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1697.7613 GLAYDTSDDQQDITR 148574.1000 1697.7622 20.3869 254442 2 849.3848 0.6742
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2347.1888 VQLAETYLSQAALGDANADAIGR 157330.1000 2347.1826 31.5565 254392 2 1174.0950 ‐1.0526
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C 2150.1315 VPIICTGNDFSTLYAPLIR 36626.0500 2150.1245 21.3406 211270 2 1075.5659 ‐2.0952
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 39818.8200 2823.4536 23.7536 152072 3 941.8227 ‐0.4962
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C 1212.5752 SFQCELVMAK 60636.0300 1212.5759 24.6823 145756 2 606.7916 ‐0.3540
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1152.7139 VPLILGIWGGK 103449.8000 1152.7143 21.3997 131467 2 576.8608 ‐0.7831
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1059.6197 NFLTLPNIK 31186.9200 1059.6192 19.0011 107375 2 530.3132 ‐1.8427
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2083.9973 LMEYGNMLVMEQENVKR 27731.0000 2083.9975 17.6095 102891 3 695.3373 ‐0.4943
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1007.5408 FVESLGVEK 9421.1890 1007.5377 21.4091 82739 2 504.2725 ‐4.5577
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 18646.1700 3324.5780 19.5845 79894 4 831.9000 ‐0.3801
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 940.4676 FYWAPTR 3119.0820 940.4675 16.0733 53602 2 470.7374 ‐1.6859
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 14094.6800 2384.0321 22.7427 51168 2 1192.5197 ‐1.4667
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C( 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 12434.5300 2782.3116 30.0468 41073 3 928.1087 0.9533
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1927.8962 LMEYGNMLVMEQENVK 5144.4770 1927.8960 30.5736 35678 2 964.4517 0.5442
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1340.6382 FYWAPTREDR 7772.9940 1340.6391 15.1562 33232 3 447.5512 ‐0.9700
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 4742.0310 3943.8376 21.2768 32087 3 1315.2841 0.3211
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C 1177.4467 SDDGTCVYNF 7085.7000 1177.4496 25.8252 21910 1 1177.4496 4.0592
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 1918.9750 4543.1105 20.6613 14970 4 1136.5331 0.3389
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 809.5244 LVVHITK 26311.6300 809.5243 17.7302 12925 2 405.2658 ‐1.9832
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1135.6358 KFVESLGVEK 14688.6300 1135.6368 20.1743 50317 2 568.3221 ‐0.1948
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 630.3490 3167.6297 23.1848 4772 4 792.6629 0.5817
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1882.8777 GLAYDTSDDQQDITRGK 987.9660 1882.8738 27.8734 1799 3 628.2961 ‐2.9156
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 563.3300 FGALR 291.8028 563.3298 23.4307 36484 1 563.3298 ‐0.9494
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 696.4403 VVHITK 129.7934 696.4377 17.3273 23067 1 696.4377 ‐3.7987
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 597.3719 VHITK 14314.3300 597.3720 17.7278 6140 1 597.3720 ‐0.2727
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 2736.3199 FQAPMGTGTHHAVLSSYEYVSQGLR 499.0522 2736.3097 19.3299 5602 3 912.7747 ‐3.3599
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1053.6455 PLILGIWGGK 815.9854 1053.6460 21.3973 3210 1 1053.6460 1.29
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 956.5928 LILGIWGGK 273.5328 956.5932 21.4003 2553 1 956.5932 1.96
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 822.4468 YVSQGLR 203.5032 822.4477 19.9805 2279 1 822.4477 1.65
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 843.5087 ILGIWGGK 424.1265 843.5092 21.4081 2206 1 843.5092 0.9955
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1001.5010 INDLDAGAGR 2169.7580 1001.4950 31.2441 2164 1 1001.4950 ‐5.0655
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1033.5095 MEQENVKR 146.1766 1033.5092 17.5105 2037 2 517.2582 ‐1.7166
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1369.7209 IKDEDIVTLVDQ 341.2421 1369.7231 22.2248 2011 3 457.2459 0.0249
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1293.5553 DTSDDQQDITR 610.2198 1293.5544 20.3860 1953 1 1293.5544 1.43
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1342.6710 QAALGDANADAIGR 422.9266 1342.6751 33.1295 1838 2 671.8412 2.68
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 888.4140 MGINPIMM 227.5005 888.4163 31.2583 1794 1 888.4163 3.1217
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 860.4876 KFVESLGV 223.2132 860.4876 20.2031 1764 1 860.4876 0.4515
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 632.3614 SLGVEK 123.6957 632.3630 20.4691 1677 1 632.3630 2.32
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 760.3948 QQDITR 109.8571 760.3979 22.4018 1603 1 760.3979 4.1618
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1290.6477 PGQSIDFFGALR 130.3642 1290.6517 22.8935 1598 2 645.8295 2.99
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1301.5718 FEQPEMTYEK 481.0240 1301.5722 26.4486 1424 1 1301.5722 2.07
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1160.5178 TSDDQQDITR 171.7545 1160.5108 22.3041 1208 1 1160.5108 ‐4.5635
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1077.4807 SDDQQDITR 729.0883 1077.4791 20.3861 1173 1 1077.4791 ‐0.2707
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1516.7894 IKDEDIVTLVDQF 245.4896 1516.7833 23.7628 890 1 1516.7833 ‐1.2103
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1594.7458 PPVFEQPEMTYEK 441.7143 1594.7477 25.9875 856 2 797.8775 1.0603
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1888.8779 PIMMSAGELESGNAGEPAK 592.8745 1888.8872 32.3930 788 2 944.9472 5.36
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1456.6187 YDTSDDQQDITR 610.3179 1456.6153 20.3942 786 1 1456.6153 0.2376
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 922.4570 FYWAPTR 150.6297 922.4562 17.6104 2758 1 922.4562 ‐0.2141
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 None 1679.7507 GLAYDTSDDQQDITR 376.7273 1679.7514 20.3851 879 2 840.3793 0.4467
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 44643.4900 52380.5342 83 72.15 rbamidomethyl+C 1195.5486 SFQCELVMAK 264.2976 1195.5488 25.0274 2461 2 598.2781 ‐0.8559
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 192944.6000 2304.0613 32.3989 284472 2 1152.5343 ‐0.9758
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1780.8098 EGPPVFEQPEMTYEK 156685.1000 1780.8105 26.4514 262197 2 890.9089 0.7010
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 2347.1888 VQLAETYLSQAALGDANADAIGR 127599.1000 2347.1825 31.5556 251947 2 1174.0949 ‐1.1534
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 rbamidomethyl+C 1212.5752 SFQCELVMAK 104146.2000 1212.5759 24.6823 145756 2 606.7916 ‐0.2638
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 rbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1007.5408 FVESLGVEK 9450.2370 1007.5377 21.4091 82739 2 504.2725 ‐4.4407
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 rbamidomethyl+C( 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 15933.4700 2782.3116 30.0468 41073 3 928.1087 1.0353
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1927.8962 LMEYGNMLVMEQENVK 3903.7650 1927.8962 30.5707 34698 2 964.4517 0.6114
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 809.5244 LVVHITK 38978.1700 809.5243 17.7302 12925 2 405.2658 ‐1.8405
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 370.6447 3943.9238 37.5570 6213 3 1315.3128 22.5258
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 2350.1384 LVNSREGPPVFEQPEMTYEK 202.3146 2350.0883 32.6715 2717 2 1175.5478 ‐19.7664
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1129.6324 AAAVSTVGAINR 395.5478 1129.6050 18.9982 1246 2 565.3061 ‐25.3330
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1135.6358 KFVESLGVEK 18784.0900 1135.6368 20.1743 50317 2 568.3221 ‐0.0945
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3094.2990 2503.2886 30.0717 17260 3 835.1011 ‐0.4680
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 761.4040 ESLGVEK 494.9819 761.4032 21.3979 8083 1 761.4032 ‐0.6548
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 597.3719 VHITK 19790.6100 597.3720 17.7278 6140 1 597.3720 ‐0.0655
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 959.4541 GDANADAIGR 558.0485 959.4555 31.5589 5379 1 959.4555 2.61
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 rbamidomethyl+C 850.4162 CELVMAK 16677.6000 850.4166 24.6864 4422 1 850.4166 1.30
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 498.3035 HITK 4072.2530 498.3032 17.7301 4207 1 498.3032 ‐1.1936
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1342.6710 QAALGDANADAIGR 284.8737 1342.6751 33.1295 1838 2 671.8412 2.01



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 860.4876 KFVESLGV 255.4988 860.4876 20.2031 1764 1 860.4876 0.7321
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 632.3614 SLGVEK 107.0123 632.3630 20.4691 1677 1 632.3630 2.02
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 696.4403 VVHITK 1789.5860 696.4408 17.7297 1573 1 696.4408 0.9040
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1445.7635 VQLAETYLSQAALG 194.5179 1445.7687 30.5079 1536 2 723.3880 3.57
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1301.5718 FEQPEMTYEK 500.9067 1301.5722 26.4486 1424 1 1301.5722 2.44
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1232.5472 MGINPIMMSAGE 522.4168 1232.5507 32.3840 1193 1 1232.5507 4.00
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1576.7352 PPVFEQPEMTYEK 478.3979 1576.7354 28.1165 1063 2 788.8713 ‐0.0008
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1103.5046 MGINPIMMSAG 312.6652 1103.5062 32.3362 1008 1 1103.5062 3.0990
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1146.5612 NVQLPGMYNK 257.1960 1146.5571 37.1837 858 1 1146.5571 ‐1.7578
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 30071.7000 52380.5342 83 72.15 None 1888.8779 PIMMSAGELESGNAGEPAK 637.2342 1888.8872 32.3930 788 2 944.9472 5.56
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 1556.8934 LYEVVPPVLTELGK 5356.4690 1556.8944 20.8260 4350 2 778.9509 0.6144
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 2503.4170 VLPTAQSGAEPLPEGLLWLLLTGK 812.0217 2503.4103 25.6284 4304 3 835.1416 ‐2.6683
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 1472.7703 EQVEALSKDLANR 106.7276 1472.7563 20.4866 1367 2 736.8818 ‐9.7964
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 1583.8024 SQLQELIPEQQDR 158.3858 1583.7895 21.8964 791 2 792.3984 ‐8.0789
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 rbamidomethyl+C( 3054.4779 AYENGIHKSKFWEPTYEDCLNLIAR 368.0076 3054.4494 18.7622 50841 4 764.3678 ‐9.3272
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 2807.3992 VGQQSSLSNSVRWIQMQSSTDLDLK 568.6376 2807.3714 20.4643 5743 3 936.4620 ‐9.5108
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 rbamidomethyl+C( 2691.3348 NGIHKSKFWEPTYEDCLNLIAR 170.5589 2691.3383 20.2054 1473 3 897.7843 1.05
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 rbamidomethyl+C( 3036.4673 AYENGIHKSKFWEPTYEDCLNLIAR 155.2715 3036.4785 21.0835 3143 3 1012.8310 4.56
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 None 2790.3727 VGQQSSLSNSVRWIQMQSSTDLDLK 435.4749 2790.3703 19.3403 23288 3 930.7949 ‐0.4796
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 207.0308 52996.5937 10 8.3 rbamidomethyl+C( 3037.4513 AYENGIHKSKFWEPTYEDCLNLIAR 252.8983 3037.4457 21.8531 9403 3 1013.1534 ‐1.1748
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1237.6423 VTTTIGYGSPNK 29527.3900 1237.6439 17.7501 53468 2 619.3256 0.3884
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1005.5615 FLAIDAVEK 12246.4400 1005.5621 25.8134 31801 2 503.2847 ‐0.9199
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1403.6914 ANSYSVHGAALGEK 11015.0800 1403.6915 17.1883 19786 3 468.5687 ‐1.4434
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 814.5033 DKPTLIK 3665.9220 814.5029 22.8939 8595 1 814.5029 ‐0.1175
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1159.5953 ESVLPSDVSAR 3699.1920 1159.5990 20.7897 4863 2 580.3032 2.0897
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1391.7165 SIGIDTFGASAPAGK 1580.3980 1391.7185 25.3990 2894 2 696.3629 0.8308
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 702.3417 ATPEER 1224.6680 702.3464 24.9224 3708 1 702.3464 6.51
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 2040.9814 NNLGWPYEPFHVPEDVK 705.0176 2040.9420 23.4328 2441 2 1020.9747 ‐18.3978
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 rbamidomethyl+C( 2630.2992 AISHNGSENCVSIPAFSALKSTSPR 797.9033 2630.2905 17.6309 4733 3 877.4350 ‐3.0672
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 2622.3158 VTTTIGYGSPNKANSYSVHGAALGEK 960.2151 2622.3298 19.6138 3833 3 874.7815 5.66
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 880.4411 VTTTIGYGS 121.0377 880.4385 19.6340 4416 1 880.4385 ‐2.4435
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1037.5262 TTIGYGSPNK 1883.1060 1037.5249 17.7480 874 1 1037.5249 ‐0.1283
NP_566041.2 transketolase Arabidopsis thaliana 985.4218 80435.6812 23 15.65 None 1219.6317 VTTTIGYGSPNK 202.0489 1219.6351 18.7696 1637 2 610.3212 1.94
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1237.6423 VTTTIGYGSPNK 50063.2100 1237.6434 17.7472 50159 2 619.3254 0.0857
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1005.5615 FLAIDAVEK 14826.3400 1005.5621 25.8134 31801 2 503.2847 ‐0.8027
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1403.6914 ANSYSVHGAALGEK 13217.0900 1403.6915 17.1883 19786 3 468.5687 ‐1.6729
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1391.7165 SIGIDTFGASAPAGK 1518.7420 1391.7185 25.3990 2894 2 696.3629 0.8977
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 943.5571 TPSVLALSR 185.6074 943.5542 25.7197 1186 2 472.2808 ‐4.5164
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1561.7493 ALPTYTPDSPGDATR 494.2821 1561.7510 21.1248 3082 2 781.3791 0.9398
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 2263.0639 SHWSRHTPEGAALEADWNAK 297.4895 2263.0640 26.1663 1612 2 1132.0356 1.69
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1025.4938 ALPTYTPDSP 364.4030 1025.4953 22.5622 1879 2 513.2513 0.1174
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 858.4931 LAIDAVEK 822.3868 858.4905 25.8107 1285 1 858.4905 ‐2.3059
NP_566041.2 transketolase Arabidopsis thaliana 1285.2130 80435.6812 23 15.65 None 1037.5262 TTIGYGSPNK 1825.2240 1037.5249 17.7480 874 1 1037.5249 0.2017
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 rbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 rbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 None 1486.8046 MTTIAAAGLNVATPR 803.0970 1486.7744 17.1928 2396 3 496.2630 ‐21.7740
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 rbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 None 944.4870 MTTIAAAGLN 787.9401 944.4883 17.2247 3906 2 472.7478 ‐0.1587
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10916.3900 13715.2624 8 54.03 None 810.4468 GLNVATPR 268.7308 810.4473 15.5271 2448 1 810.4473 0.8377
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 7453.9160 13715.2624 8 54.03 rbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 7453.9160 13715.2624 8 54.03 None 1486.8046 MTTIAAAGLNVATPR 157.3183 1486.8258 20.6112 1924 3 496.2801 12.55
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1334.5643 YEEMVEFMEK 14649.1200 1334.5656 27.9165 33274 2 667.7865 0.2849
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 907.5247 NLLSVAYK 9506.0740 907.5262 16.0742 29503 2 454.2668 ‐0.0236
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1181.6048 EAAESTLVAYK 52905.7000 1181.6056 20.3176 16725 2 591.3064 ‐0.4058
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1788.9603 SAQDIALADLAPTHPIR 4687.2200 1788.9637 28.0744 10843 3 596.9928 0.9446
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 917.5302 IISSIEQK 5197.7840 917.5312 17.3760 3167 2 459.2692 ‐0.5699
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1418.7485 IISSIEQKEESR 4264.5010 1418.7475 16.6162 1179 2 709.8774 ‐1.2542
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 680.3978 LSVAYK 5084.2480 680.3975 16.0759 4795 1 680.3975 ‐0.5381
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1192.5804 SSIEQKEESR 1344.3720 1192.5822 15.4054 4318 2 596.7948 0.4883
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 593.3657 LVAYK 104.6127 593.3633 20.2862 1401 1 593.3633 ‐4.6434
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1042.4584 EMVEFMEK 3065.2540 1042.4565 27.9260 1299 1 1042.4565 ‐0.7159
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1163.5943 EAAESTLVAYK 422.8121 1163.5913 18.6574 5113 2 582.2993 ‐3.6858
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 4882.2770 29938.4898 13 25.66 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 3542.3970 21559.5308 3 14.93 None 1757.9280 LAEGTDITSAAPGVSLQK 12059.8300 1757.9273 24.4621 14925 2 879.4673 ‐0.1288
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 3542.3970 21559.5308 3 14.93 None 1305.6321 AVNVEEAPSDFK 41245.4100 1305.6335 21.5953 10145 2 653.3204 0.2675
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 3542.3970 21559.5308 3 14.93 None 1288.6056 AVNVEEAPSDFK 278.4838 1288.6137 20.1846 2986 2 644.8105 5.19
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1812.8803 IYSFGGEFTPNQPIDK 4643.1700 1812.8786 28.6469 30214 2 906.9429 ‐0.5539
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1308.7158 LLTPVEEGPTPR 17321.6300 1308.7152 22.0247 28203 2 654.8612 ‐1.1680
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1522.8111 LNTLDSYNIVDKK 4376.3580 1522.8156 23.3014 19008 3 508.2767 1.36
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1901.9538 MVSVGSTLYVFGGRDASR 2215.6790 1901.9592 26.4256 12346 2 951.4833 3.33
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 rbamidomethyl+C( 2903.2982 VWVVYGFNGCEVDDVHYYDPVQDK 384.7863 2903.3108 30.2735 8460 3 968.4418 5.0762
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1394.7162 LNTLDSYNIVDK 152.9190 1394.6974 33.2140 1463 2 697.8523 ‐13.9745
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 2063.9345 APTNDRFDDLFFYGIDSA 3368.9340 2063.9346 37.6225 25579 2 1032.4709 0.9639
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 2852.3513 KTELGVEEFEIDADDYIVYVEGYR 1302.7780 2852.3403 39.8478 1964 3 951.4516 ‐3.2160
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1133.5837 LNTLDSYNIV 218.6673 1133.5855 21.4812 15044 2 567.2964 0.4829
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 785.3788 EEGPTPR 127.2082 785.3820 22.6284 1455 1 785.3820 4.38
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 948.5149 SYNIVDKK 111.7865 948.5183 22.2766 1086 2 474.7628 2.1100
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 884.4472 VEEGPTPR 197.1673 884.4469 21.7745 1019 2 442.7271 ‐1.9992



NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1059.5469 FTPNQPIDK 162.7423 1059.5455 27.3068 940 2 530.2764 ‐2.6142
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 829.7767 51898.1216 14 26.60 None 1376.7056 LNTLDSYNIVDK 143.8246 1376.7113 32.3670 861 2 688.8593 3.62
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 1864.8923 TSQPFGLTSGEEAELGGGK 1907.6610 1864.8946 26.7374 13350 2 932.9509 1.58
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 rbamidomethyl+C 1636.7676 IYVGQGDSCVTYFK 3424.4700 1636.7731 25.8609 5676 2 818.8902 3.64
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 981.6091 LGVNVAPIAK 2383.9920 981.6099 22.8842 4571 2 491.3086 ‐0.7038
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 1695.7609 GGDVWDDGGAYDNVKK 6655.9450 1695.7632 21.4883 3122 3 565.9259 0.2657
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 1469.7635 VYVGQGDSGVVYVK 3686.7480 1469.7622 14.9780 1716 2 735.3847 ‐1.2685
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 1625.6714 GGEEWDDGGAYENVK 875.2498 1625.6699 22.0223 1925 2 813.3386 ‐0.9663
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 652.3301 YENVK 363.2462 652.3336 20.6658 2928 1 652.3336 5.1008
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 619.2160 48553.5822 8 16.19 None 1847.8658 TSQPFGLTSGEEAELGGGK 256.1660 1847.8637 24.8882 861 3 616.6261 ‐1.9988
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 rbamidomethyl+C(7)
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 1586.8458 VSSVEVDLPAMLAQK 2239.0320 1586.8447 19.2486 16429 2 793.9260 ‐0.8124
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 1139.6419 HIIVATGSDVK 38759.1400 1139.6422 16.5336 9649 2 570.3247 ‐0.8698
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 2134.0914 FLSPSEVSVDTIDGENVVVK 4474.4420 2134.0834 31.2316 7512 2 1067.5454 ‐2.6325
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 1118.5688 VVGVDSSGDGVK 12377.3500 1118.5689 15.9744 4819 2 559.7881 ‐1.0911
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 2373.2271 FSTNVSGVYAIGDVIPGPMLAHK 170.6374 2373.1844 32.2110 990 3 791.7330 ‐18.1572
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1611.6780 54271.3136 7 20.51 None 3344.6797 HGHVDYDKVPGVVYTYPEVASVGKTEEQLK 569.2475 3344.6649 24.6168 4845 3 1115.5598 ‐3.2171
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 1370.8154 LIPVTLGQVFQR 6524.5830 1370.8092 19.9316 18922 2 685.9083 ‐5.1582
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 1130.5840 LLYSSAFSSR 4554.2290 1130.5831 15.9213 6897 2 565.7952 ‐2.0249
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 1057.6364 LLSVVSGLNR 3308.7710 1057.6358 16.6070 6834 2 529.3215 ‐1.9060
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 1173.6110 GLVASVDDLER 22658.8600 1173.6128 25.6444 5206 2 587.3100 0.4386
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 3273.5481 LPDSFRPSSNPGTGDFEVTYVDDTMRITR 267.9030 3273.5188 40.2846 3055 3 1091.8445 ‐7.8149
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1430.1850 30511.6266 6 15.14 None 904.4159 YSSAFSSR 284.6682 904.4132 15.9152 773 1 904.4132 ‐2.3987
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1384.7795 AAALNIVPTSTGAAK 158331.5000 1384.7800 23.4313 169999 2 692.8937 ‐0.1076
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 rbamidomethyl+C 1833.9052 GILDVCDEPLVSVDFR 118730.5000 1833.9069 35.5352 77800 2 917.4571 1.47
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 20249.0000 2585.2608 31.0608 55130 3 862.4251 ‐0.1664
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1627.8537 DSPLDIIAINDTGGVK 73052.7000 1627.8538 32.8984 54825 2 814.4305 0.0192
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1254.6113 TFAEEVNAAFR 26123.2400 1254.6111 28.8959 50957 2 627.8092 ‐0.9800
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 798.5084 VIITAPGK 23824.3700 798.5089 17.8107 8162 2 399.7581 ‐1.1308
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1755.9487 KDSPLDIIAINDTGGVK 3805.6770 1755.9493 29.8737 5149 3 585.9880 ‐0.8405
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 935.5197 ASVTFSVPK 222.7615 935.5153 25.1848 7625 2 468.2613 ‐6.0951
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 464.2616 AAFR 187.0529 464.2612 31.3501 19962 1 464.2612 ‐1.5721
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 732.3886 PTSTGAAK 5641.8620 732.3889 23.4404 7394 1 732.3889 0.5571
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 586.3559 ITAPGK 10002.6300 586.3558 17.8031 3062 1 586.3558 ‐0.5333
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1160.5794 PSGETAISVDGK 276.7798 1160.5849 31.3891 2008 2 580.7961 3.94
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 699.4400 IITAPGK 1269.7590 699.4406 17.8044 985 1 699.4406 1.0213
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 1288.6743 KPSGETAISVDGK 487.0204 1288.6787 31.8694 923 2 644.8430 2.21
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 17914.0400 42774.7277 31 37.88 None 2567.2512 YDSTLGIFDADVKPSGETAISVDGK 280.1797 2567.2600 31.4730 1183 2 1284.1337 5.02
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1037.6717 AVALVLPNLK 23285.4800 1037.6720 18.5415 56590 2 519.3397 ‐1.0534
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1456.7795 VVDLADIVANNWK 82866.0300 1456.7796 20.7222 51929 2 728.8935 ‐0.1668
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1780.0215 VPTPNVSVVDLVVQVSK 3664.9330 1780.0229 21.0033 50576 2 890.5151 1.59
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1786.8184 VIAWYDNEWGYSQR 75132.7300 1786.8176 18.5823 38327 2 893.9124 0.0961
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 954.5407 NPSLLPWK 17510.1600 954.5394 17.8713 26772 2 477.7733 ‐2.9294
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1908.1164 VPTPNVSVVDLVVQVSKK 1186.4260 1908.1183 20.0871 17984 3 636.7110 0.3032
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 rbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1384.7795 AAALNIVPTSTGAAK 5482.0270 1384.7784 15.4940 5115 2 692.8928 ‐1.2587
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1195.6542 LLDASHRDLR 129.6671 1195.6811 16.5001 2044 2 598.3442 21.5813
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 2640.2610 LSSDEFVSIVSFQTSAMGSSGGYRK 366.6402 2640.2398 20.7533 1640 3 880.7515 ‐7.8237
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 671.4087 VQVSKK 479.2609 671.4122 20.1058 14855 1 671.4122 4.32
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 959.4945 DIVANNWK 10632.2400 959.4906 20.7543 6877 1 959.4906 ‐3.5668
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 867.5662 ALVLPNLK 5827.1680 867.5674 18.5419 4436 1 867.5674 1.83
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 683.4450 VLPNLK 1373.0410 683.4460 18.5407 2249 1 683.4460 1.0032
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 796.5291 LVLPNLK 1660.7230 796.5287 18.5385 1387 1 796.5287 ‐0.5130
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 9216.0450 42774.7277 31 37.88 None 1177.6436 LLDASHRDLR 93.7653 1177.6412 17.2493 1710 2 589.3243 ‐3.0223
NP_566868.3 nitrilase 1 Arabidopsis thaliana 1132.3480 25344.5129 3 19.20 rbamidomethyl+C 1481.6941 GIELYCAPTADGSK 6175.6210 1481.6964 23.2531 15542 2 741.3518 1.24
NP_566868.3 nitrilase 1 Arabidopsis thaliana 1132.3480 25344.5129 3 19.20 rbamidomethyl+C 2164.0380 CIWGQGDGSTIPVYDTPIGK 8359.3620 2164.0338 31.1530 14326 2 1082.5205 ‐0.8132
NP_566868.3 nitrilase 1 Arabidopsis thaliana 1132.3480 25344.5129 3 19.20 None 1074.5976 KLMPTSLER 3182.2350 1074.5996 19.4541 4542 2 537.8034 0.6736
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 374.8326 27748.4879 2 11.86 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 3161.0880 3236.6134 32.6160 13952 3 1079.5426 ‐1.2520
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 374.8326 27748.4879 2 11.86 None 1335.6791 VNITEKPIASSPD 285.5889 1335.6746 32.1404 1639 2 668.3409 ‐4.0536
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1358.7274 ALQESLASELAAR 22903.2400 1358.7284 26.7286 31879 2 679.8678 0.0496
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1530.8890 SEPVIHTLLPLSPK 3594.4520 1530.8891 18.2595 27780 3 510.9679 ‐1.3163
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1163.6307 YLEAGTLPTAK 4607.6080 1163.6305 21.6960 25886 2 582.3189 ‐1.2658
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1028.6099 VALVVVTGDR 28311.9700 1028.6106 23.1520 16455 2 514.8089 ‐0.6886
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1642.7411 MSAMSSASDNASDLKK 10165.7400 1642.7455 17.2618 15659 3 548.2533 1.36
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1335.7518 GLGLEYTVISVGK 3385.7460 1335.7544 18.5594 11694 2 668.3808 1.1757
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 987.5622 RPYIPVDK 2290.2500 987.5599 17.0124 5819 2 494.2836 ‐3.7936
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLNSQILR 4619.3990 3869.0697 25.7273 1678 3 1290.3614 0.9944
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 1437.1550 3058.5412 25.2117 16495 3 1020.1853 ‐2.2829
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 2560.3069 ADDVFSLFISEEVDKVELLYTK 269.4684 2560.3077 24.0413 3277 3 854.1074 0.4521
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 530.3085 RPYI 48.0062 530.3109 17.8120 1411 1 530.3109 3.15
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 687.4036 GTLPTAK 136.1286 687.4046 22.9488 978 1 687.4046 1.27
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1317.7413 GLGLEYTVISVGK 441.5357 1317.7448 18.2689 1099 2 659.3760 1.05
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2852.3220 41196.2636 33 39.14 None 1625.7145 MSAMSSASDNASDLKK 385.2248 1625.7115 17.9610 1494 3 542.5753 ‐3.1032
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 1358.7274 ALQESLASELAAR 29349.0800 1358.7284 26.7286 31879 2 679.8678 0.1207
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 1163.6307 YLEAGTLPTAK 5723.5460 1163.6305 21.6960 25886 2 582.3189 ‐1.1692
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 1028.6099 VALVVVTGDR 29845.7900 1028.6106 23.1520 16455 2 514.8089 ‐0.5744
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 987.5622 RPYIPVDK 3234.9130 987.5599 17.0124 5819 2 494.2836 ‐3.6740
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 969.4822 SLSMVYNR 1002.9520 969.4857 20.2698 1975 1 969.4857 4.10
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 1613.8969 ASSVSPLQASLRELR 369.7336 1613.8774 24.2102 12754 2 807.4424 ‐12.1303



NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 681.3276 SLSMVY 284.8383 681.3271 20.3069 2399 1 681.3271 ‐0.6729
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 687.4036 GTLPTAK 212.9015 687.4046 22.9488 978 1 687.4046 1.50
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 2097.5970 41196.2636 33 39.14 None 530.3085 RPYI 3421.2800 530.3089 16.9896 892 1 530.3089 0.0616
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1530.8890 SEPVIHTLLPLSPK 3233.3410 1530.8891 18.2595 27780 3 510.9679 ‐1.0923
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1335.7518 GLGLEYTVISVGK 3089.3410 1335.7544 18.5594 11694 2 668.3808 1.39
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1358.7274 ALQESLASELAAR 1131.1950 1358.7298 16.8817 3739 2 679.8685 1.12
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLNSQILR 3996.0650 3869.0697 25.7273 1678 3 1290.3614 0.7007
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 3081.7630 3058.5412 25.2117 16495 3 1020.1853 ‐2.3971
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1174.6062 QESLASELAAR 191.5195 1174.6134 17.3867 4007 2 587.8104 5.1399
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1184.6157 ALQESLASELAA 282.0291 1184.6116 17.6751 3284 2 592.8094 ‐4.4542
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 2560.3069 ADDVFSLFISEEVDKVELLYTK 462.8492 2560.3077 24.0413 3277 3 854.1074 0.4482
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1314.8144 PVIHTLLPLSPK 1537.1780 1314.8130 18.2575 3009 2 657.9102 ‐1.6536
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 632.7076 41196.2636 33 39.14 None 1317.7413 GLGLEYTVISVGK 353.4688 1317.7448 18.2689 1099 2 659.3760 2.0545
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 1334.5643 YEEMVEFMEK 16597.1900 1334.5656 27.9165 33274 2 667.7865 0.3592
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 1803.9348 AAQDIANSELAPTHPIR 1626.6150 1803.9378 21.7548 19385 3 601.9841 0.5754
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 2128.9921 QAFDEAIAELDTLGEESYK 1661.8920 2128.9890 36.9876 9899 2 1064.9981 ‐0.3956
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 917.5302 IISSIEQK 6839.3630 917.5312 17.3760 3167 2 459.2692 ‐0.4412
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 1418.7485 IISSIEQKEESR 1442.3410 1418.7475 16.6162 1179 2 709.8774 ‐1.1908
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 770.4083 YLAEFK 8244.1010 770.4023 20.3729 11434 1 770.4023 ‐7.3928
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 rbamidomethyl+C( 1820.9310 SKIETELSDICDGILK 9548.3070 1820.9310 32.2225 12570 2 910.9691 0.3773
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 rbamidomethyl+C( 2255.1224 DYRSKIETELSDICDGILK 2468.9730 2255.1165 28.9247 7950 3 752.3770 ‐2.9674
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 rbamidomethyl+C 800.4335 ICDGILK 157.3374 800.4316 28.9799 1965 2 400.7194 ‐4.2168
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 1351.7260 30045.6952 10 31.09 None 1042.4584 EMVEFMEK 3916.3020 1042.4565 27.9260 1299 1 1042.4565 ‐0.3845
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6324.7230 18984.9138 9 28.40 None 1567.8438 IIGATNPAASEPGTIR 15392.4200 1567.8434 21.4002 43926 2 784.4253 ‐0.4819
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6324.7230 18984.9138 9 28.40 None 963.4894 GDFAIDIGR 29545.9400 963.4914 25.8802 21304 2 482.2493 0.5126
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6324.7230 18984.9138 9 28.40 rbamidomethyl+C 1016.5558 GLIGEVICR 7979.8110 1016.5559 26.7035 19493 2 508.7816 ‐1.3250
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6324.7230 18984.9138 9 28.40 None 1370.6659 NVIHGSDSVESAR 37297.5100 1370.6648 14.8557 8906 3 457.5598 ‐2.3673
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 6324.7230 18984.9138 9 28.40 None 2443.2324 GDFAIDIGRNVIHGSDSVESARK 561.0596 2443.2287 35.9018 1017 3 815.0811 ‐1.5640
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2084.3040 18984.9138 9 28.40 None 1567.8438 IIGATNPAASEPGTIR 8424.1180 1567.8434 21.4002 43926 2 784.4253 ‐0.4380
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2084.3040 18984.9138 9 28.40 None 963.4894 GDFAIDIGR 17046.2000 963.4916 25.9012 19760 2 482.2494 0.7972
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2084.3040 18984.9138 9 28.40 rbamidomethyl+C 1016.5558 GLIGEVICR 6878.8040 1016.5559 26.7035 19493 2 508.7816 ‐1.2092
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2084.3040 18984.9138 9 28.40 None 1893.9561 TMEQTFIMIKPDGVQR 133.5288 1893.9811 24.7508 6587 2 947.4942 13.7378
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 rbamidomethyl+C 1517.7377 LNEPQVCVSTTNR 5889.1980 1517.7388 19.9693 9884 2 759.3731 0.5021
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 2321.0721 TSVPFEPVYSDGNASFVADYR 1024.0060 2321.0654 31.6057 7538 2 1161.0363 ‐1.4023
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 2040.0396 EGQIYLASPYTAAASALTGR 820.6353 2040.0375 23.9967 7534 2 1020.5224 ‐0.1709
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 rbamidomethyl+C(2)
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 1495.7104 YFYDITDLGNFK 873.7030 1495.7053 35.8433 1237 2 748.3563 ‐3.7087
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 1611.8087 FILDGEMPSYLQAK 1161.7400 1611.7840 32.9426 4150 2 806.3957 ‐15.3489
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 1243.6827 IVSVMAPQKDR 177.4682 1243.7055 21.5267 1789 2 622.3564 17.5049
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 972.5547 IVSVMAPQK 1031.4890 972.5684 22.7011 1115 2 486.7879 12.51
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 None 2293.1719 VPPTMRFILDGEMPSYLQAK 1173.3620 2293.1756 36.1550 4495 2 1147.0914 3.0061
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 375.5055 55869.5246 10 24.95 rbamidomethyl+C 837.3884 CVSTTNR 155.5453 837.3831 18.8717 1096 1 837.3831 ‐5.6128
NP_567460.1 beta amylase 5 Arabidopsis thaliana 170.1473 56290.7392 4 6.63 None 1992.0437 DIEYLSIGVDNLPLFAGR 1947.8240 1992.0416 22.9021 5124 2 996.5244 ‐0.0067
NP_567460.1 beta amylase 5 Arabidopsis thaliana 170.1473 56290.7392 4 6.63 None 1830.8909 LSDTVFQENNFELFK 936.4771 1830.8937 20.1922 2809 2 915.9505 2.19
NP_567460.1 beta amylase 5 Arabidopsis thaliana 170.1473 56290.7392 4 6.63 rbamidomethyl+C( 3036.5547 IQAIMSFHQCGGNVGDIVTIPIPQWVR 934.6887 3036.6032 23.5648 1907 3 1012.8726 16.6648
NP_567460.1 beta amylase 5 Arabidopsis thaliana 170.1473 56290.7392 4 6.63 None 3028.4853 VSGIHWLYNHHSHAAELTAGYYNLFK 399.5680 3028.5529 24.2179 974 3 1010.1892 22.9999
NP_567563.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1147.8010 21032.3040 5 14.84 None 1089.5973 AMQLLESGLK 9092.8830 1089.5986 26.3722 18134 2 545.3029 0.0487
NP_567563.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1147.8010 21032.3040 5 14.84 None 935.5197 YEGVILNK 13622.6800 935.5196 19.8209 16559 2 468.2634 ‐1.5632
NP_567563.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1147.8010 21032.3040 5 14.84 None 1073.5772 LSNPMRDIK 998.8406 1073.5815 21.3289 4751 2 537.2944 2.15
NP_567563.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1147.8010 21032.3040 5 14.84 None 643.4137 GVILNK 205.1538 643.4118 21.5997 2144 1 643.4118 ‐3.0846
NP_567563.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1147.8010 21032.3040 5 14.84 None 917.5091 YEGVILNK 234.9351 917.5125 19.4338 999 2 459.2599 2.1431
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 1344.7634 TFIAIKPDGVQR 16187.4800 1344.7647 22.6731 16929 3 448.9264 ‐0.6335
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 3804.8603 NIIHGSDGPETAKDEISLWFKPEELVSYTSNAEK 893.5528 3804.8805 21.8583 6124 4 951.9756 5.1729
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 1181.6637 AIGAASVVHATGK 653.6652 1181.6547 22.3013 2849 2 591.3310 ‐8.6284
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 3781.8564 SGSGFVSNSWITGLLALPAAAFMLQDQEALAAE 602.5498 3781.7532 37.6951 2625 3 1261.2559 ‐25.4559
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 1682.9072 LIGATDPQKSEPGTIR 3829.4620 1682.9071 19.1629 1408 3 561.6406 ‐1.1655
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 912.5261 IKPDGVQR 232.5330 912.5261 22.2263 13318 1 912.5261 0.6074
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 983.5633 AIKPDGVQR 282.2914 983.5650 23.6160 1793 2 492.2861 0.2695
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1075.1900 25887.5750 8 46.84 None 1129.5306 QEALAAEMER 177.0914 1129.5235 37.1848 1289 1 1129.5235 ‐4.8706
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 914.5669 ILLESAIR 12995.7800 914.5665 16.3426 9197 2 457.7869 ‐2.1072
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1874.9454 VSDIRPGQDVTVTTDSGK 1903.9480 1874.9477 18.7069 6657 3 625.6541 0.3651
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1206.6001 ILDWENTSTK 1938.3920 1206.6022 23.2046 6078 2 603.8047 0.7459
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1555.7347 AGEDAETLGLTGHER 5075.4520 1555.7358 19.6336 3784 3 519.2501 ‐0.5926
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1430.6546 GVISEDFNSYGSR 1616.5450 1430.6623 23.7876 3711 2 715.8348 4.11
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1829.0379 EGVTATDLVLTVTQILR 996.7054 1829.0338 25.1119 2390 2 915.0206 ‐1.7804
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 rbamidomethyl+C( 2997.5860 HGSVVIAAITSCTNTSNPSVMIGAALVAKK 616.3339 2997.6222 24.0440 7637 3 999.8789 12.96
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 2025.9724 TAEQDTIILAGAEYGSGSSR 422.6438 2025.9323 26.4228 6448 3 675.9823 ‐20.4211
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1054.5098 NMTANPPGPR 291.5826 1054.4855 19.5023 2967 2 527.7464 ‐24.4676
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1596.7864 DTIILAGAEYGSGSSR 644.2847 1596.7568 26.2392 2306 3 532.9238 ‐19.7733
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1847.8745 FERKYATMASEHSYK 877.0275 1847.8722 25.5259 5371 3 616.6289 ‐2.1632
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1331.6736 AQARNSTPVMEK 188.9149 1331.6822 26.9160 2413 2 666.3447 5.32
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1236.6405 TSPAAKFLMDR 144.8637 1236.6365 29.5620 1590 2 618.8219 ‐4.1781
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 rbamidomethyl+C(31)
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 688.3988 LESAIR 3430.5340 688.3970 16.3488 3206 1 688.3970 ‐2.7341
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1362.7012 IILAGAEYGSGSSR 565.9528 1362.7018 25.1447 1368 2 681.8545 ‐0.2030
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1218.6300 TSPAAKFLMDR 113.7521 1218.6249 27.8630 1622 2 609.8161 ‐5.1237
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1188.5895 ILDWENTSTK 185.4771 1188.5899 23.3522 1049 1 1188.5899 1.88
NP_567763.2 aconitase 2 Arabidopsis thaliana 325.8524 109051.4600 19 8.14 None 1314.6471 AQARNSTPVMEK 184.5316 1314.6498 27.6154 1141 2 657.8286 1.81
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 1327.6852 NVGSVVAVDQDPK 148855.9000 1327.6850 19.4533 73167 2 664.3461 ‐0.8720



NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 2299.0725 VNYANISTNNYALDEVEEVAA 11417.9600 2299.0645 33.9955 43129 2 1150.0359 ‐1.9959
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 6576.5690 2326.2505 19.7445 22970 4 582.3181 3.66
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 989.5891 TRYPVVVR 3981.1400 989.5893 17.5251 11573 2 495.2983 ‐1.2220
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 1584.8340 NVGSVVAVDQDPKTR 596.2062 1584.8399 18.2221 1764 2 792.9236 3.34
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 1213.6423 VGSVVAVDQDPK 409.8731 1213.6418 17.6659 1605 2 607.3246 ‐1.3672
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 16358.8700 14967.0109 11 49.65 None 971.5785 TRYPVVVR 162.7898 971.5826 17.0077 839 2 486.2949 2.89
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3103.3410 14967.0109 11 49.65 None 2299.0725 VNYANISTNNYALDEVEEVAA 12754.3700 2299.0645 33.9955 43129 2 1150.0359 ‐2.0474
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3103.3410 14967.0109 11 49.65 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 6707.2920 2326.2505 19.7445 22970 4 582.3181 2.68
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3103.3410 14967.0109 11 49.65 None 2425.2391 AMTTASTVFVLPANVTSVAGASSSR 330.1436 2425.2811 31.8148 1629 3 809.0986 17.2218
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3103.3410 14967.0109 11 49.65 None 991.4917 AMTTASTVFV 347.3856 991.4915 32.9960 5873 1 991.4915 1.0077
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 4391.7420 2376.1362 22.1780 12675 2 1188.5717 ‐0.4901
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPPIPETK 14021.0200 3423.6090 32.2624 12395 3 1141.8745 ‐1.1038
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1639.9265 EAVASPPTTVVSAALVK 6871.4940 1639.9299 28.0113 12393 2 820.4686 2.0196
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVASEK 3504.4390 3075.4848 26.9067 10110 3 1025.8331 0.7073
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1362.6900 NEELVPGATFTGK 1953.7830 1362.6905 24.6152 9412 2 681.8489 ‐0.2490
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1116.6147 VVEEEVIATK 5187.0940 1116.6148 19.0496 9068 2 558.8111 ‐1.0680
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1279.5835 NALSESEGDMVK 7386.9330 1279.5834 20.1828 8688 2 640.2953 ‐0.8802
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1732.8864 SQDFAAEVAAQTAAKPK 2218.0860 1732.8891 23.0319 6097 3 578.3012 0.4679
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 rbamidomethyl+C( 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSEEIVKK 878.8040 3520.7325 40.1653 5691 3 1174.2490 ‐1.7116
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1045.5524 ALAATGGDLEK 12478.9200 1045.5528 17.0448 5170 2 523.2800 ‐1.0317
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1003.5306 LVEADIESK 925.2875 1003.5266 17.7338 5115 2 502.2669 ‐5.4369
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 rbamidomethyl+C( 5124.3625 EEEAEKPPVETPVEPEAEASVTSAEVEESVCVPAE 2212.3060 5124.3611 32.3947 4840 4 1281.8457 0.6043
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1442.7373 EQVVAETPVDEVK 1097.5550 1442.7351 21.4027 4824 2 721.8712 ‐2.0189
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 3226.6208 AIQPFGAFVDFGAFTDGLVHVSQLSDNFVK 2051.3890 3226.6226 25.1855 4768 3 1076.2124 1.21
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 2086.0849 EIEMQKEDLLSKPEQIR 258.9665 2086.0268 21.3053 19836 2 1043.5171 ‐26.8336
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEEVEKEQVV 774.5691 4839.2611 32.8493 3340 4 1210.5707 ‐6.4368
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 714.4005 GTARPGR 700.1426 714.3993 22.4809 1603 1 714.3993 ‐1.8049
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 3415.5759 SEEEIVENSIPPNSATDEVSSPEALASEEVEK 829.9074 3415.5736 29.7064 1496 3 1139.1961 0.6794
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 2100.0754 EIEMQREDLLSKPENIR 240.6354 2100.0956 21.7033 1149 4 525.7794 8.10
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1671.8483 RISLTMRENDDPPK 331.5541 1671.8560 23.3660 1652 3 557.9568 3.16
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 719.3570 TGGDLEK 145.2551 719.3563 17.6024 1309 1 719.3563 ‐1.0415
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1314.6107 RISLTMRENDD 188.8089 1314.6056 23.7269 1222 2 657.8065 ‐4.5847
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 2191.0248 EEQDSTPVVAEDKETVASEK 325.0937 2191.0256 29.1256 768 2 1096.0165 1.53
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 1344.6794 NEELVPGATFTGK 200.0981 1344.6761 23.0645 1649 2 672.8417 ‐3.1252
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1478.7930 104238.4537 32 35.26 None 2068.0743 EIEMQKEDLLSKPEQIR 236.4364 2068.0858 22.1781 1294 3 690.0334 4.64
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 1639.9265 EAVASPPTTVVSAALVK 11355.9900 1639.9299 28.0113 12393 2 820.4686 2.0540
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 1362.6900 NEELVPGATFTGK 2865.4600 1362.6905 24.6152 9412 2 681.8489 ‐0.1784
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 1732.8864 SQDFAAEVAAQTAAKPK 2570.6220 1732.8891 23.0319 6097 3 578.3012 0.3127
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 1045.5524 ALAATGGDLEK 263.3696 1045.5758 32.4650 5439 2 523.2915 21.0907
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 320.7675 2376.1644 36.6720 1225 3 792.7263 9.35
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 2357.2129 EIEMQREDLLSKPENIREK 393.3380 2357.1671 31.2389 1067 3 786.3939 ‐19.6145
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 306.4767 104238.4537 32 35.26 None 1344.6794 NEELVPGATFTGK 322.1839 1344.6761 23.0645 1649 2 672.8417 ‐3.0522
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 487.3831 50966.5940 5 11.6 None 2143.0264 SIFEIPGAEEVAMETASFSK 4888.8090 2143.0163 38.1847 13158 2 1072.0118 ‐3.5702
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 487.3831 50966.5940 5 11.6 None 1305.7049 EQLTQLVEFAK 3766.6010 1305.7052 30.3728 7471 2 653.3562 ‐0.5333
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 487.3831 50966.5940 5 11.6 None 2032.9498 TFYGGLGIGDDDVFVSDGAK 4273.7390 2032.9537 33.0238 5050 2 1016.9805 2.06
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 487.3831 50966.5940 5 11.6 None 1287.6943 EQLTQLVEFAK 188.1355 1287.7001 28.7319 5378 2 644.3537 3.48
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 487.3831 50966.5940 5 11.6 None 1288.6783 EQLTQLVEFAK 245.0543 1288.6787 31.8694 923 2 644.8430 ‐0.5592
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 111193.8000 3064.5442 37.8644 123526 3 1022.1862 ‐0.2061
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1291.6892 ATPEQVAAYTLK 39600.8100 1291.6910 24.8312 87910 2 646.3492 0.5904
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1653.9244 MVDVLVEQNIVPGIK 104811.1000 1653.9244 19.5744 77723 2 827.4658 ‐0.0057
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 2055.0730 TWGGRPENVNAAQTTLLAR 11391.9700 2055.0762 24.8652 61128 3 685.6969 0.9688
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 rbamidomethyl+C( 1466.6614 GILAMDESNATCGK 78869.8000 1466.6619 22.2272 53485 2 733.8346 ‐0.0633
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 rbamidomethyl+C( 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 15860.8600 2445.1759 20.0536 47707 2 1223.0916 ‐1.0075
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 12066.8500 3400.7800 24.8798 42637 3 1134.2649 ‐1.2251
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1431.7074 LDSIGLENTEANR 28324.4100 1431.7075 21.6891 33136 2 716.3574 ‐0.3921
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 873.4577 EAAWGLAR 17413.7300 873.4586 21.6782 29250 2 437.2329 ‐0.7717
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 701.3941 TIASPGR 725.9936 701.3929 20.6218 23171 1 701.3929 ‐1.7175
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1452.8421 TVVSIPNGPSALAVK 15126.7000 1452.8386 17.0780 16370 2 726.9229 ‐2.8117
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 rbamidomethyl+C( 1622.7625 GILAMDESNATCGKR 5788.3840 1622.7672 20.4693 6310 3 541.5939 1.45
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1153.5735 AASSYADELVK 836.9489 1153.5845 19.0074 2859 2 577.2959 8.34
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 901.5102 ANSLAQLGK 376.0428 901.5004 23.5376 2478 1 901.5004 ‐10.2774
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1587.8085 RLDSIGLENTEANR 13113.4100 1587.8102 20.6563 42245 3 529.9416 ‐0.2395
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 2101.1625 GQSVLFRQPSSASVVLRNR 362.2043 2101.1696 16.3726 1639 3 701.0614 2.01
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 2081.9986 ANSLAQLGKYTGEGESEEAK 331.0820 2081.9849 36.8119 1436 3 694.6665 ‐7.1165
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 740.4665 NIVPGIK 125.4042 740.4640 17.6634 11314 1 740.4640 ‐3.3973
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1240.6606 MVDVLVEQNIV 362.5117 1240.6618 18.5482 6970 2 620.8346 0.0835
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 673.3780 AWGLAR 152.8798 673.3776 21.6829 4875 1 673.3776 ‐0.7586
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 953.5415 PNGPSALAVK 220.4309 953.5419 16.7762 4069 2 477.2746 ‐1.1351
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1496.7115 EETLYQSTTEGKK 311.7457 1496.7065 23.5317 3595 2 748.8569 ‐3.6853
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 997.5677 EQNIVPGIK 240.7397 997.5684 18.3581 3103 2 499.2878 ‐0.7568
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1003.4803 GLENTEANR 219.3272 1003.4785 21.8580 3066 1 1003.4785 ‐0.8833
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1228.6168 RLDSIGLENTE 245.8645 1228.6147 19.8302 3017 2 614.8110 ‐2.6279
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 657.3640 MVDVLV 115.6840 657.3612 20.1619 2591 1 657.3612 ‐4.5415
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1005.5251 EQVAAYTLK 134.1321 1005.5296 22.5847 2469 1 1005.5296 5.67
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1185.5858 SIGLENTEANR 278.3987 1185.5912 19.2106 2217 2 593.2993 3.16
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 893.5091 QVAAYTLK 691.6174 893.5123 22.4625 1728 2 447.2598 1.35
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1308.7886 VLVEQNIVPGIK 275.0045 1308.7918 18.7033 1654 2 654.8995 1.17
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 rbamidomethyl+C 1112.4347 MDESNATCGK 521.0923 1112.4336 22.2313 892 1 1112.4336 0.3034
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1513.7380 EETLYQSTTEGKK 803.6423 1513.7382 25.7708 844 2 757.3727 ‐0.2106



NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1650.7970 EPEILLDGEHDIDR 312.8733 1650.7919 39.6174 806 1 1650.7919 0.2053
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 855.4472 EAAWGLAR 228.9559 855.4487 21.6805 1117 2 428.2280 0.0012
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 1414.6809 LDSIGLENTEANR 331.7619 1414.6812 22.3863 1615 1 1414.6812 2.92
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 22305.1700 43159.0095 52 59.55 None 2064.9720 ANSLAQLGKYTGEGESEEAK 185.3251 2064.9637 36.8362 954 2 1032.9855 ‐3.0818
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 115810.9000 3064.5442 37.8644 123526 3 1022.1862 ‐0.0604
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1291.6892 ATPEQVAAYTLK 37272.3800 1291.6910 24.8312 87910 2 646.3492 0.6703
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 2055.0730 TWGGRPENVNAAQTTLLAR 12055.9300 2055.0762 24.8652 61128 3 685.6969 0.8864
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 rbamidomethyl+C( 1466.6614 GILAMDESNATCGK 82856.1400 1466.6619 22.2272 53485 2 733.8346 ‐0.0062
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 873.4577 EAAWGLAR 21872.5000 873.4586 21.6782 29250 2 437.2329 ‐0.6373
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 rbamidomethyl+C( 1622.7625 GILAMDESNATCGKR 7425.4790 1622.7672 20.4693 6310 3 541.5939 1.44
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1587.8085 RLDSIGLENTEANR 8150.4550 1587.8102 20.6563 42245 3 529.9416 ‐0.4275
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1562.8173 DRATPEQVAAYTLK 1284.0100 1562.8107 23.3758 1902 2 781.9090 ‐4.3761
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 673.3780 AWGLAR 189.5536 673.3776 21.6829 4875 1 673.3776 ‐0.5302
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1185.5858 SIGLENTEANR 144.3654 1185.5912 19.2106 2217 2 593.2993 3.53
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1767.9460 GGRPENVNAAQTTLLAR 3066.8730 1767.9438 24.8612 2078 2 884.4755 ‐0.9859
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1650.7970 EPEILLDGEHDIDR 326.7114 1650.7980 36.3065 1976 2 825.9026 0.6645
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 1960.0022 PIVEPEILLDGEHDIDR 2149.1680 1959.9925 37.8830 1616 2 980.4999 ‐4.2377
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 893.5091 QVAAYTLK 180.3446 893.5062 23.5848 1585 2 447.2567 ‐4.8169
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 rbamidomethyl+C 1112.4347 MDESNATCGK 403.3443 1112.4336 22.2313 892 1 1112.4336 0.6543
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 13603.8500 43159.0095 52 59.55 None 855.4472 EAAWGLAR 267.1975 855.4487 21.6805 1117 2 428.2280 0.1380
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1901.9603 VVGAFLEGGSPEENNAIAK 3757.4690 1901.9592 26.4256 12346 2 951.4833 0.0023
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1924.9725 TSLPDVYAIGDVATFPMK 4697.4760 1924.9729 20.7690 9720 2 962.9901 0.8482
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 3281.7540 2384.0735 34.4804 8816 2 1192.5404 2.34
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1761.7888 ELEDADYLAYAMETK 5683.4730 1761.7939 31.4967 7105 2 881.4006 3.78
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1513.8009 EQVPPYERPALSK 3103.6060 1513.8011 19.4334 5803 3 505.2719 ‐1.2441
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 2319.2078 AQPSVESLEVLSKEGLSFATNI 453.7412 2319.2349 20.5492 8059 3 773.7498 11.01
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1176.5895 LSDFGVPGADAK 670.4691 1176.5796 19.0716 7558 2 588.7935 ‐9.4810
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 2825.3702 NIFYLRELEDADYLAYAMETKEK 636.3923 2825.4055 43.8725 2995 3 942.4733 12.63
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1897.9138 GTVASGFTTNSNGEVTEVK 538.0805 1897.9130 30.5982 983 2 949.4601 0.1432
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 2315.1990 ERKVVGAFLEGGSPEENNAIAK 742.8533 2315.1880 25.6758 3978 2 1158.0977 ‐3.2285
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 2057.0437 AQPSVESLEVLSKEGLSFAT 361.2848 2057.0431 18.6183 2599 3 686.3525 ‐0.9306
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1407.6750 FTTNSNGEVTEVK 302.6397 1407.6707 30.9745 2586 2 704.3390 ‐3.6581
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 985.4949 PEENNAIAK 260.3021 985.4950 26.7672 1775 1 985.4950 1.0197
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1060.5786 PYERPALSK 192.8109 1060.5823 18.0255 1511 2 530.7948 2.38
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1284.6470 TSLPDVYAIGDVA 215.0915 1284.6412 19.2718 1395 2 642.8242 ‐5.3879
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 945.4829 LPYFYSR 1409.4890 945.4784 34.4771 1187 1 945.4784 ‐3.9600
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 896.7104 47537.0137 17 22.99 None 1496.7744 EQVPPYERPALSK 178.5134 1496.7678 21.1515 1239 2 748.8876 ‐4.7079
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 rbamidomethyl+C 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 6675.9020 3136.5830 36.3221 80451 3 1046.1992 ‐0.3892
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 None 1332.7005 GILAADESTGTIGK 36738.4100 1332.6997 22.0221 35564 2 666.8535 ‐1.3175
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 None 1488.8016 GILAADESTGTIGKR 10885.3900 1488.8036 20.3153 26748 3 496.9394 ‐0.0846
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 None 1681.8796 TYELIANAAYIGTPGK 570.0085 1681.8775 35.1994 3521 2 841.4424 ‐1.1777
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 None 883.5247 EAGVLPGIK 560.2722 883.5340 21.6069 2756 2 442.2707 8.12
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 rbamidomethyl+C( 2523.1992 GTVELAGTNGETTTTGLDGLGDRCK 957.1128 2523.2151 30.3404 4118 3 841.7432 6.32
NP_568127.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2450.7250 43191.2431 7 23.66 None 732.4363 TGTIGKR 104.2953 732.4402 21.3445 1919 1 732.4402 5.70
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1745.9920 29950.9882 5 22.34 None 1748.9065 SGGLGDLNYPLVSDITK 17624.6300 1748.9063 33.3021 36044 2 874.9568 0.1074
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1745.9920 29950.9882 5 22.34 None 1855.8749 APDFEAEAVFDQEFIK 764.0181 1855.8772 34.9996 23116 2 928.4423 1.81
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1745.9920 29950.9882 5 22.34 None 1240.6532 AQADDLPLVGNK 10399.9900 1240.6584 23.4004 18256 2 620.8328 3.70
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1745.9920 29950.9882 5 22.34 None 1707.9137 EGVIQHSTINNLGIGR 2217.0980 1707.9168 24.0301 15327 3 569.9771 0.5653
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1745.9920 29950.9882 5 22.34 None 1407.6791 EAEAVFDQEFIK 230.8130 1407.6759 34.2971 2713 2 704.3416 ‐2.7358
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 975.5622 IGLFGGAGVGK 60203.2100 975.5620 16.9409 93156 2 488.2847 ‐1.6721
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 2186.1452 IPSAVGYQPTLASDLGALQER 25321.0200 2186.1477 32.2399 56474 2 1093.5775 2.57
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1393.8162 VLNTGAPITVPVGR 39083.0900 1393.8158 16.3616 44232 2 697.4115 ‐0.8459
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1173.6626 VVDLLAPYQR 24680.2200 1173.6600 17.6432 43902 2 587.3337 ‐3.2911
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1996.0961 DAPALVDLATGQEILATGIK 30306.9400 1996.0938 21.5334 42772 2 998.5505 ‐0.3865
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 17851.2200 2539.2183 32.7894 38976 3 847.0776 2.0482
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1385.7093 IMNVLGEPIDER 32474.1300 1385.7130 27.6337 37011 2 693.3602 2.0790
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1492.7754 FTQANSEVSALLGR 14967.5400 1492.7756 17.6575 36131 2 746.8915 ‐0.2146
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1699.9602 LVLEVSHHLGQNVVR 11915.8100 1699.9598 15.5691 31935 3 567.3248 ‐1.3285
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1425.7736 VGLTGLTVAEYFR 48090.7300 1425.7752 20.3749 30666 2 713.3912 0.6042
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1262.6409 TIAMDGTEGLVR 28316.1600 1262.6415 24.0919 28873 2 631.8244 ‐0.4406
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1457.8396 TVLIMELINNVAK 30199.7000 1457.8382 23.0454 23994 2 729.4227 ‐1.4274
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1864.9440 DAEGQDVLLFIDNIFR 6055.7410 1864.9420 25.5198 21166 2 932.9746 ‐0.5478
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1005.5285 EMIESGVIK 29474.3700 1005.5284 21.2608 20461 2 503.2678 ‐1.6034
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 rbamidomethyl+C 1328.7355 VCQVIGAIVDVR 51966.2000 1328.7364 17.8378 19203 2 664.8719 ‐0.0221
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1434.7223 ENINSFQGLLDGK 2262.8770 1434.7292 30.1869 15490 2 717.8682 4.33
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1867.9119 MLSPHILGEEHYNTAR 2597.9520 1867.9215 23.1593 11045 3 623.3120 4.86
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 787.5036 VLSSLLR 2839.5270 787.5084 16.7696 3777 1 787.5084 6.49
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 1237.7050 2672.3834 23.6584 30131 3 891.4660 1.1377
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVL 6675.6470 3842.9830 35.4390 7555 4 961.5012 0.3893
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1521.9111 KVLNTGAPITVPVGR 10243.5300 1521.9120 15.5109 5777 3 507.9755 ‐0.7972
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1055.5520 GLTVAEYFR 372.1035 1055.5552 19.8511 17366 2 528.2813 1.73
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1133.5797 SEDDKLTVAR 82.3216 1133.5855 21.4812 15044 2 567.2964 3.07
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1586.8761 VLEVSHHLGQNVVR 655.9167 1586.8705 18.1063 8768 3 529.6284 ‐4.8080
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1679.8850 DAPALVDLATGQEILAT 345.1030 1679.8868 21.2210 5566 2 840.4471 1.1349
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 768.4363 LGQNVVR 256.5833 768.4354 16.2229 4720 1 768.4354 ‐1.0008
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 745.4454 IESGVIK 191.9560 745.4433 21.5301 4662 1 745.4433 ‐2.8316
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 900.5149 ELINNVAK 159.1103 900.5138 21.4244 3824 2 450.7605 ‐2.9400
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 554.3007 IMNVL 179.9857 554.3017 27.2975 1640 1 554.3017 1.42
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 838.5145 PITVPVGR 327.9278 838.5146 16.3613 1462 1 838.5146 0.4798



NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1146.6127 SHHLGQNVVR 268.2075 1146.6117 18.1407 1228 2 573.8095 ‐1.9470
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1269.6838 LTGLTVAEYFR 289.0363 1269.6810 20.4674 1077 2 635.3441 ‐3.0229
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1076.4756 GEEHYNTAR 260.1064 1076.4757 20.5774 1067 2 538.7415 ‐1.1546
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1116.6008 ANSEVSALLGR 948.8965 1116.6029 17.6739 1020 1 1116.6029 3.96
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 966.5731 GAPITVPVGR 388.7087 966.5685 16.3579 779 1 966.5685 ‐3.9649
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1736.8715 LSPHILGEEHYNTAR 920.5139 1736.8805 23.1494 759 3 579.6317 4.1470
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1155.6521 VVDLLAPYQR 468.2483 1155.6561 16.7643 1722 2 578.3317 2.24
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1416.7118 ENINSFQGLLDGK 181.3579 1416.7194 27.6219 1248 2 708.8633 4.91
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 987.5179 EMIESGVIK 300.4431 987.5210 21.2895 846 2 494.2641 1.81
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1850.8854 MLSPHILGEEHYNTAR 377.4165 1850.8823 21.0436 1489 2 925.9448 ‐1.2220
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1475.7489 FTQANSEVSALLGR 278.8755 1475.7555 18.8123 1024 3 492.5900 3.0652
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11287.9400 59802.0826 77 56.12 None 1368.6828 IMNVLGEPIDER 334.5746 1368.6869 26.1673 1006 2 684.8471 2.63
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 975.5622 IGLFGGAGVGK 54817.0700 975.5620 16.9409 93156 2 488.2847 ‐1.6367
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1393.8162 VLNTGAPITVPVGR 37683.3300 1393.8158 16.3616 44232 2 697.4115 ‐0.7143
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1173.6626 VVDLLAPYQR 28284.8300 1173.6600 17.6432 43902 2 587.3337 ‐3.2102
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1996.0961 DAPALVDLATGQEILATGIK 79585.8800 1996.0938 21.5334 42772 2 998.5505 ‐0.1164
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1492.7754 FTQANSEVSALLGR 21843.3300 1492.7756 17.6575 36131 2 746.8915 ‐0.0603
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1699.9602 LVLEVSHHLGQNVVR 6397.9040 1699.9598 15.5691 31935 3 567.3248 ‐1.1420
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 1067.4220 3714.8773 21.0136 31602 3 1238.9640 ‐0.8801
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1425.7736 VGLTGLTVAEYFR 35371.0700 1425.7752 20.3749 30666 2 713.3912 0.7431
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1457.8396 TVLIMELINNVAK 19402.0700 1457.8382 23.0454 23994 2 729.4227 ‐1.2811
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1864.9440 DAEGQDVLLFIDNIFR 6251.6760 1864.9420 25.5198 21166 2 932.9746 ‐0.3078
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 rbamidomethyl+C 1328.7355 VCQVIGAIVDVR 57069.3400 1328.7364 17.8378 19203 2 664.8719 0.0945
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1262.6409 TIAMDGTEGLVR 4536.8900 1262.6409 15.7224 2051 2 631.8241 ‐0.7819
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 787.5036 VLSSLLR 5206.8250 787.5084 16.7696 3777 1 787.5084 5.68
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 2186.1452 IPSAVGYQPTLASDLGALQER 311.1408 2186.0832 23.7255 3133 2 1093.5452 ‐26.8109
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1390.6862 AHGGFSVFAGVGER 105.6496 1390.7159 25.5444 1006 1 1390.7159 23.3164
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 2938.4140 2672.3834 23.6584 30131 3 891.4660 1.1090
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1521.9111 KVLNTGAPITVPVGR 12785.8200 1521.9120 15.5109 5777 3 507.9755 ‐0.5712
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 862.4781 GLFGGAGVGK 4328.1970 862.4770 16.9397 11780 1 862.4770 ‐1.1535
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1586.8761 VLEVSHHLGQNVVR 150.2593 1586.8705 18.1063 8768 3 529.6284 ‐4.5964
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 545.3042 GGAGVGK 8934.0600 545.3031 16.9339 3897 1 545.3031 ‐2.9709
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1261.6423 FTQANSEVSALL 538.2962 1261.6432 18.1046 3367 2 631.3253 ‐0.0122
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1487.8077 LEVSHHLGQNVVR 5149.9550 1487.8100 15.5595 3092 2 744.4086 1.86
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 913.4778 IPSAVGYQP 171.5481 913.4779 22.1219 2750 1 913.4779 0.4923
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 885.4465 TVAEYFR 79.5891 885.4496 21.5808 2508 1 885.4496 3.84
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 805.4567 LFGGAGVGK 610.8737 805.4547 16.9390 2161 1 805.4547 ‐2.4596
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1133.5797 SEDDKLTVAR 89.5490 1133.5745 21.0449 1616 1 1133.5745 ‐3.4421
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 838.5145 PITVPVGR 292.0858 838.5146 16.3613 1462 1 838.5146 0.1801
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 816.4363 VFAGVGER 69.6412 816.4340 25.3534 1251 1 816.4340 ‐2.7634
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1146.6127 SHHLGQNVVR 144.6922 1146.6117 18.1407 1228 2 573.8095 ‐1.8723
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1116.6008 ANSEVSALLGR 978.1614 1116.6029 17.6739 1020 1 1116.6029 2.17
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 729.4254 GAIVDVR 4899.5430 729.4271 17.8451 886 1 729.4271 2.0151
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 966.5731 GAPITVPVGR 250.1715 966.5685 16.3579 779 1 966.5685 ‐4.2683
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 3696.8755 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 254.7157 3696.8585 20.0744 1937 4 924.9701 ‐4.6062
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1155.6521 VVDLLAPYQR 441.6593 1155.6561 16.7643 1722 2 578.3317 2.91
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 9193.1010 59802.0826 77 56.12 None 1475.7489 FTQANSEVSALLGR 192.6737 1475.7555 18.8123 1024 3 492.5900 3.15
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 975.5622 IGLFGGAGVGK 60203.2100 975.5620 16.9409 93156 2 488.2847 ‐1.6721
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 2186.1452 IPSAVGYQPTLASDLGALQER 25321.0200 2186.1477 32.2399 56474 2 1093.5775 2.57
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1393.8162 VLNTGAPITVPVGR 39083.0900 1393.8158 16.3616 44232 2 697.4115 ‐0.8459
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1173.6626 VVDLLAPYQR 24680.2200 1173.6600 17.6432 43902 2 587.3337 ‐3.2911
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1996.0961 DAPALVDLATGQEILATGIK 30306.9400 1996.0938 21.5334 42772 2 998.5505 ‐0.3865
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 17851.2200 2539.2183 32.7894 38976 3 847.0776 2.0482
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1385.7093 IMNVLGEPIDER 32474.1300 1385.7130 27.6337 37011 2 693.3602 2.0790
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1492.7754 FTQANSEVSALLGR 14967.5400 1492.7756 17.6575 36131 2 746.8915 ‐0.2146
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1699.9602 LVLEVSHHLGQNVVR 11915.8100 1699.9598 15.5691 31935 3 567.3248 ‐1.3285
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1425.7736 VGLTGLTVAEYFR 48090.7300 1425.7752 20.3749 30666 2 713.3912 0.6042
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1262.6409 TIAMDGTEGLVR 28316.1600 1262.6415 24.0919 28873 2 631.8244 ‐0.4406
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1457.8396 TVLIMELINNVAK 30199.7000 1457.8382 23.0454 23994 2 729.4227 ‐1.4274
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1864.9440 DAEGQDVLLFIDNIFR 6055.7410 1864.9420 25.5198 21166 2 932.9746 ‐0.5478
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1005.5285 EMIESGVIK 29474.3700 1005.5284 21.2608 20461 2 503.2678 ‐1.6034
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 rbamidomethyl+C 1328.7355 VCQVIGAIVDVR 51966.2000 1328.7364 17.8378 19203 2 664.8719 ‐0.0221
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1434.7223 ENINSFQGLLDGK 2262.8770 1434.7292 30.1869 15490 2 717.8682 4.33
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1867.9119 MLSPHILGEEHYNTAR 2597.9520 1867.9215 23.1593 11045 3 623.3120 4.86
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 787.5036 VLSSLLR 2839.5270 787.5084 16.7696 3777 1 787.5084 6.49
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 1237.7050 2672.3834 23.6584 30131 3 891.4660 1.1377
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVL 6675.6470 3842.9830 35.4390 7555 4 961.5012 0.3893
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1521.9111 KVLNTGAPITVPVGR 10243.5300 1521.9120 15.5109 5777 3 507.9755 ‐0.7972
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1055.5520 GLTVAEYFR 372.1035 1055.5552 19.8511 17366 2 528.2813 1.73
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1133.5797 SEDDKLTVAR 82.3216 1133.5855 21.4812 15044 2 567.2964 3.07
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1586.8761 VLEVSHHLGQNVVR 655.9167 1586.8705 18.1063 8768 3 529.6284 ‐4.8080
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1679.8850 DAPALVDLATGQEILAT 345.1030 1679.8868 21.2210 5566 2 840.4471 1.1349
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 768.4363 LGQNVVR 256.5833 768.4354 16.2229 4720 1 768.4354 ‐1.0008
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 745.4454 IESGVIK 191.9560 745.4433 21.5301 4662 1 745.4433 ‐2.8316
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 900.5149 ELINNVAK 159.1103 900.5138 21.4244 3824 2 450.7605 ‐2.9400
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 838.5145 PITVPVGR 254.9308 838.5156 16.7338 2144 1 838.5156 1.13
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 554.3007 IMNVL 179.9857 554.3017 27.2975 1640 1 554.3017 1.42
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1146.6127 SHHLGQNVVR 268.2075 1146.6117 18.1407 1228 2 573.8095 ‐1.9470
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1269.6838 LTGLTVAEYFR 289.0363 1269.6810 20.4674 1077 2 635.3441 ‐3.0229



NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1076.4756 GEEHYNTAR 260.1064 1076.4757 20.5774 1067 2 538.7415 ‐1.1546
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1116.6008 ANSEVSALLGR 948.8965 1116.6029 17.6739 1020 1 1116.6029 3.96
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 966.5731 GAPITVPVGR 388.7087 966.5685 16.3579 779 1 966.5685 ‐3.9649
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1736.8715 LSPHILGEEHYNTAR 920.5139 1736.8805 23.1494 759 3 579.6317 4.1470
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1155.6521 VVDLLAPYQR 468.2483 1155.6561 16.7643 1722 2 578.3317 2.24
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1416.7118 ENINSFQGLLDGK 181.3579 1416.7194 27.6219 1248 2 708.8633 4.91
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 987.5179 EMIESGVIK 300.4431 987.5210 21.2895 846 2 494.2641 1.81
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1850.8854 MLSPHILGEEHYNTAR 377.4165 1850.8823 21.0436 1489 2 925.9448 ‐1.2220
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1475.7489 FTQANSEVSALLGR 278.8755 1475.7555 18.8123 1024 3 492.5900 3.0652
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 11287.9400 59884.1877 77 56.12 None 1368.6828 IMNVLGEPIDER 334.5746 1368.6869 26.1673 1006 2 684.8471 2.63
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 975.5622 IGLFGGAGVGK 54817.0700 975.5620 16.9409 93156 2 488.2847 ‐1.6367
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1393.8162 VLNTGAPITVPVGR 37683.3300 1393.8158 16.3616 44232 2 697.4115 ‐0.7143
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1173.6626 VVDLLAPYQR 28284.8300 1173.6600 17.6432 43902 2 587.3337 ‐3.2102
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1996.0961 DAPALVDLATGQEILATGIK 79585.8800 1996.0938 21.5334 42772 2 998.5505 ‐0.1164
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1492.7754 FTQANSEVSALLGR 21843.3300 1492.7756 17.6575 36131 2 746.8915 ‐0.0603
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1699.9602 LVLEVSHHLGQNVVR 6397.9040 1699.9598 15.5691 31935 3 567.3248 ‐1.1420
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 1067.4220 3714.8773 21.0136 31602 3 1238.9640 ‐0.8801
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1425.7736 VGLTGLTVAEYFR 35371.0700 1425.7752 20.3749 30666 2 713.3912 0.7431
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1457.8396 TVLIMELINNVAK 19402.0700 1457.8382 23.0454 23994 2 729.4227 ‐1.2811
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1864.9440 DAEGQDVLLFIDNIFR 6251.6760 1864.9420 25.5198 21166 2 932.9746 ‐0.3078
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 rbamidomethyl+C 1328.7355 VCQVIGAIVDVR 57069.3400 1328.7364 17.8378 19203 2 664.8719 0.0945
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1262.6409 TIAMDGTEGLVR 4536.8900 1262.6409 15.7224 2051 2 631.8241 ‐0.7819
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 787.5036 VLSSLLR 5206.8250 787.5084 16.7696 3777 1 787.5084 5.68
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 2186.1452 IPSAVGYQPTLASDLGALQER 311.1408 2186.0832 23.7255 3133 2 1093.5452 ‐26.8109
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1390.6862 AHGGFSVFAGVGER 105.6496 1390.7159 25.5444 1006 1 1390.7159 23.3164
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 2938.4140 2672.3834 23.6584 30131 3 891.4660 1.1090
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1521.9111 KVLNTGAPITVPVGR 12785.8200 1521.9120 15.5109 5777 3 507.9755 ‐0.5712
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 862.4781 GLFGGAGVGK 4328.1970 862.4770 16.9397 11780 1 862.4770 ‐1.1535
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1586.8761 VLEVSHHLGQNVVR 150.2593 1586.8705 18.1063 8768 3 529.6284 ‐4.5964
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 545.3042 GGAGVGK 8934.0600 545.3031 16.9339 3897 1 545.3031 ‐2.9709
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1261.6423 FTQANSEVSALL 538.2962 1261.6432 18.1046 3367 2 631.3253 ‐0.0122
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1487.8077 LEVSHHLGQNVVR 5149.9550 1487.8100 15.5595 3092 2 744.4086 1.86
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 913.4778 IPSAVGYQP 171.5481 913.4779 22.1219 2750 1 913.4779 0.4923
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 885.4465 TVAEYFR 79.5891 885.4496 21.5808 2508 1 885.4496 3.84
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 805.4567 LFGGAGVGK 610.8737 805.4547 16.9390 2161 1 805.4547 ‐2.4596
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 838.5145 PITVPVGR 1860.5630 838.5156 16.7338 2144 1 838.5156 1.17
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1133.5797 SEDDKLTVAR 89.5490 1133.5745 21.0449 1616 1 1133.5745 ‐3.4421
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 816.4363 VFAGVGER 69.6412 816.4340 25.3534 1251 1 816.4340 ‐2.7634
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1146.6127 SHHLGQNVVR 144.6922 1146.6117 18.1407 1228 2 573.8095 ‐1.8723
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1116.6008 ANSEVSALLGR 978.1614 1116.6029 17.6739 1020 1 1116.6029 2.17
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 729.4254 GAIVDVR 4899.5430 729.4271 17.8451 886 1 729.4271 2.0151
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 966.5731 GAPITVPVGR 250.1715 966.5685 16.3579 779 1 966.5685 ‐4.2683
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 3696.8755 GSITSVQAIYVPADDLTDPAPATTFAHLDATTVLS 254.7157 3696.8585 20.0744 1937 4 924.9701 ‐4.6062
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1155.6521 VVDLLAPYQR 441.6593 1155.6561 16.7643 1722 2 578.3317 2.91
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9193.1010 59884.1877 77 56.12 None 1475.7489 FTQANSEVSALLGR 192.6737 1475.7555 18.8123 1024 3 492.5900 3.15
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1539.7537 TYISGDQLSVDDVK 40230.7400 1539.7519 24.4078 38489 2 770.3796 ‐1.4403
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1860.9854 VYAAVPVKPSDAFPNASK 17356.3800 1860.9847 15.8013 31052 3 620.9997 ‐1.2744
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1532.7591 AVTFSDLHTEEGVK 1361.3010 1532.7661 22.3513 28217 3 511.5936 3.98
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1281.6474 WYESVASQLAK 14986.2700 1281.6476 16.3111 22982 2 641.3275 ‐0.6306
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1995.9038 SSVLMDVKPWDDETDMK 21320.5500 1995.9071 29.1253 18901 3 665.9739 0.9581
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 945.5768 LVPVGYGIK 6640.3960 945.5753 15.4034 9330 2 473.2913 ‐3.1873
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1378.6824 GVEMPGLFWGASK 1641.8400 1378.6786 19.9993 1867 1 1378.6786 ‐0.4922
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 733.4243 PVGYGIK 346.6707 733.4249 15.4011 1913 1 733.4249 0.7732
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 853.4203 AVTFSDLH 208.0992 853.4176 22.6409 1589 1 853.4176 ‐2.6914
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1527.8166 AVPVKPSDAFPNASK 437.0201 1527.8183 15.7946 842 2 764.4128 0.8398
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 6710.3080 24258.1708 17 42.86 None 1263.6368 WYESVASQLAK 370.2281 1263.6394 17.1300 1006 2 632.3233 1.1700
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 1860.9854 VYAAVPVKPSDAFPNASK 23980.1200 1860.9847 15.8013 31052 3 620.9997 ‐1.1234
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 1281.6474 WYESVASQLAK 9332.9100 1281.6476 16.3111 22982 2 641.3275 ‐0.5249
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 945.5768 LVPVGYGIK 11570.5200 945.5753 15.4034 9330 2 473.2913 ‐3.1588
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 1378.6824 GVEMPGLFWGASK 774.1307 1378.6786 19.9993 1867 1 1378.6786 ‐0.8080
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 733.4243 PVGYGIK 1228.4900 733.4249 15.4011 1913 1 733.4249 0.4767
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2895.1010 24258.1708 17 42.86 None 1527.8166 AVPVKPSDAFPNASK 473.1528 1527.8183 15.7946 842 2 764.4128 1.0022
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 1334.5643 YEEMVEFMEK 16597.1900 1334.5656 27.9165 33274 2 667.7865 0.3592
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 1749.9130 SASDIATAELAPTHPIR 16269.0400 1749.9158 23.5558 19801 3 583.9768 0.4323
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 1548.8500 3038.3435 33.9944 4981 3 1013.4527 1.45
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 917.5302 IISSIEQK 6839.3630 917.5312 17.3760 3167 2 459.2692 ‐0.4412
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 770.4083 YLAEFK 8244.1010 770.4023 20.3729 11434 1 770.4023 ‐7.3928
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 2153.9543 DNLTLWTSDMTDEAGDEIK 1466.1380 2153.9438 33.1176 5268 2 1077.4755 ‐3.7617
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 1042.4584 EMVEFMEK 3916.3020 1042.4565 27.9260 1299 1 1042.4565 ‐0.3845
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2423.3310 28720.3290 8 27.6 None 743.3723 DNLTLW 123.4047 743.3702 33.4943 1202 1 743.3702 ‐2.4478
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 6137.9200 2264.1494 29.0640 21192 2 1132.5783 ‐1.4199
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1159.5953 AIDLIDEAGSR 9338.4820 1159.5989 24.3401 15756 2 580.3031 1.54
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1035.5027 LLEDSMAEK 2438.9860 1035.5053 18.6091 15706 2 518.2563 1.0962
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1029.5687 TAIAEGLAQR 42791.9000 1029.5701 18.9367 15123 2 515.2887 ‐0.0535
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1805.9677 NTLLIMTSNVGSSVIEK 5744.4730 1805.9651 18.8801 10608 2 903.4862 ‐1.0803
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1022.5339 LDEMIVFR 2888.7480 1022.5337 28.8801 9231 2 511.7705 ‐1.6395
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1315.6740 IASGDVPETIEGK 23843.6400 1315.6750 20.6669 8672 2 658.3411 0.0173
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1157.4966 LDMSEFMER 10517.3200 1157.4978 28.9195 8457 2 579.2525 ‐0.0305
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 918.5142 SLVTEELK 6271.7500 918.5155 21.8848 5655 2 459.7614 ‐0.2692



NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 914.5557 EIADILLK 7768.6180 914.5556 28.6841 4760 2 457.7814 ‐1.8273
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1397.7383 VLENLGADPSNIR 442.0952 1397.7369 23.1687 9394 2 699.3721 ‐1.5740
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1950.8822 MVGENNEVTANVGGGSSSNK 344.0789 1950.9259 23.6591 4268 3 650.9801 21.6593
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1104.5830 SMGINLKDAR 139.1892 1104.5631 25.4317 1412 2 552.7852 ‐19.2689
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 972.5360 IIGQDEAVK 1198.2430 972.5275 17.7358 1167 2 486.7674 ‐10.3547
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1382.7638 LAEEGKLDPVVGR 3390.4270 1382.7673 20.4714 5527 3 461.5940 0.9924
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 rbamidomethyl+C 1583.8210 TKNNPCLIGEPGVGK 1133.1320 1583.8231 19.5355 3875 3 528.6125 ‐0.0042
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1245.6546 GNNALDTLGKSR 298.1195 1245.6630 28.4626 1624 2 623.3351 5.56
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 634.2791 DEAGSR 253.0675 634.2762 25.7308 13194 1 634.2762 ‐4.9388
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1131.5528 SGDVPETIEGK 220.5191 1131.5480 20.8611 5857 2 566.2776 ‐5.4315
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 673.3628 EGLAQR 215.9368 673.3621 17.5815 3857 1 673.3621 ‐1.2508
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1477.7931 LIMTSNVGSSVIEK 1233.2480 1477.7893 19.7721 2384 2 739.3983 ‐2.9389
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1170.6226 NNALDTLGKSR 614.9293 1170.6237 31.0086 1617 2 585.8155 ‐0.1070
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 928.5211 AIAEGLAQR 355.2462 928.5198 17.7341 1160 2 464.7636 ‐2.9410
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 718.3981 VTEELK 378.8132 718.4011 21.8824 1103 1 718.4011 4.0851
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1141.5848 AIDLIDEAGSR 273.2422 1141.5864 23.4031 1618 1 1141.5864 2.01
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1297.6634 IASGDVPETIEGK 721.2254 1297.6626 19.5161 1392 2 649.3349 ‐1.4305
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1532.3280 103680.8405 47 17.98 None 1228.6280 GNNALDTLGKSR 160.9162 1228.6304 27.9332 1211 2 614.8188 0.9401
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5735.3130 2264.1494 29.0640 21192 2 1132.5783 ‐1.4669
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1159.5953 AIDLIDEAGSR 9935.2130 1159.5989 24.3401 15756 2 580.3031 2.0325
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1029.5687 TAIAEGLAQR 58346.0400 1029.5701 18.9367 15123 2 515.2887 0.0606
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1022.5339 LDEMIVFR 4530.5090 1022.5337 28.8801 9231 2 511.7705 ‐1.5245
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1157.4966 LDMSEFMER 9956.2540 1157.4978 28.9195 8457 2 579.2525 0.0669
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 914.5557 EIADILLK 7288.2280 914.5556 28.6841 4760 2 457.7814 ‐1.6982
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1207.6430 HIEKDPALER 415.3492 1207.6223 26.4655 20004 2 604.3148 ‐18.0031
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1950.8822 MVGENNEVTANVGGGSSSNK 180.8294 1950.9259 23.6591 4268 3 650.9801 21.5534
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1691.8098 ALAAYYFGSEEAMIR 1083.0570 1691.8082 31.8089 2495 2 846.4077 ‐0.7975
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1608.8632 RPYTVVLFDEIEK 709.6736 1608.8533 31.2469 2258 3 536.9560 ‐7.5531
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1792.8977 VVDEGYNPSYGARPLR 492.9735 1792.9055 34.3246 914 2 896.9564 4.03
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1985.9572 AHPDVFNMMLQILEDGR 1027.5170 1985.9732 33.4077 863 2 993.4903 8.40
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1382.7638 LAEEGKLDPVVGR 2436.7930 1382.7673 20.4714 5527 3 461.5940 0.7581
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 2078.0414 ERVVDEGYNPSYGARPLR 192.1467 2078.0620 27.1417 4261 3 693.3588 9.52
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 rbamidomethyl+C 1583.8210 TKNNPCLIGEPGVGK 1306.9020 1583.8231 19.5355 3875 3 528.6125 ‐0.1930
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 601.3126 EAMIR 85.4094 601.3144 29.9275 2222 1 601.3144 2.01
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 855.3665 MVGENNEV 127.9400 855.3684 22.4475 1348 1 855.3684 2.38
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1269.6797 AEEGKLDPVVGR 361.6086 1269.6810 20.4674 1077 2 635.3441 0.2276
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 744.3999 AEGLAQR 1000.3480 744.3964 17.9389 974 1 744.3964 ‐4.3750
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.0060 103680.8405 47 17.98 None 1775.8711 VVDEGYNPSYGARPLR 163.0582 1775.8795 32.4839 793 2 888.4434 5.0366
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2896.2670 14238.1252 4 39.52 rbamidomethyl+C( 2266.0405 IGEPGQTHEDLAASLPADECR 14872.3000 2266.0417 23.2161 14402 3 756.0188 0.2353
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2896.2670 14238.1252 4 39.52 None 1409.7212 IFFVAWSPDTAR 2902.6320 1409.7193 20.1155 9897 2 705.3633 ‐1.9235
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2896.2670 14238.1252 4 39.52 None 1848.8803 YAIFDFDFVSSEGVPR 749.1968 1848.8871 21.7973 3518 2 924.9472 4.1570
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2896.2670 14238.1252 4 39.52 None 1391.7106 IFFVAWSPDTAR 541.1723 1391.7165 20.1128 1000 2 696.3619 3.04
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 907.5247 NLLSVAYK 9506.0740 907.5262 16.0742 29503 2 454.2668 ‐0.0236
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1744.9341 AAQDVAVADLAPTHPIR 1825.4650 1744.9337 24.4577 6914 3 582.3161 ‐1.2401
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1668.8803 LLDSHLIPSATASESK 6693.8030 1668.8845 15.7881 6603 3 556.9664 1.12
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1213.5769 TAAEDTMIAYK 710.7866 1213.5850 20.5819 3899 2 607.2961 5.17
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 2943.3751 YEEMVQFMEQLVSGATPAGELTVEER 1798.1940 2943.3912 24.6254 3484 3 981.8019 6.1522
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 680.3978 LSVAYK 5084.2480 680.3975 16.0759 4795 1 680.3975 ‐0.5381
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1416.6965 SGATPAGELTVEER 194.4688 1416.6980 25.5627 2053 1 1416.6980 3.83
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2135.7210 27885.6029 19 35.77 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 907.5247 NLLSVAYK 14637.8300 907.5262 16.0742 29503 2 454.2668 ‐0.0039
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 1189.6609 DSTLIMQLLR 12420.8200 1189.6612 21.3411 17575 2 595.3342 ‐0.7275
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 1668.8803 LLDSHLIPSATASESK 3088.7160 1668.8845 15.7881 6603 3 556.9664 1.46
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 rbamidomethyl+C 1563.8047 VETELSSICSGILR 819.0524 1563.7742 19.7251 3713 2 782.3907 ‐19.5219
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 2943.3751 YEEMVQFMEQLVSGATPAGELTVEER 1730.3330 2943.3912 24.6254 3484 3 981.8019 6.0635
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 1341.6719 KTAAEDTMIAYK 173.5712 1341.6765 17.1687 1266 2 671.3419 2.36
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 680.3978 LSVAYK 5199.6620 680.3975 16.0759 4795 1 680.3975 ‐0.8330
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 rbamidomethyl+C 1216.6355 ELSSICSGILR 87.7473 1216.6401 20.9441 2393 2 608.8237 2.00
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 1100.5582 PAGELTVEER 236.8790 1100.5512 22.8143 2211 1 1100.5512 ‐5.4204
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1411.3240 27885.6029 19 35.77 None 1323.6613 KTAAEDTMIAYK 127.8371 1323.6574 17.6998 904 2 662.3324 ‐3.5499
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 1199.6630 NTITIAPENVK 1589.5310 1199.6638 21.3284 5070 2 600.3356 ‐0.3460
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 3334.5470 2963.3757 40.9805 5028 3 988.4634 2.32
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 1552.9057 NTITIAPENVKKPK 563.1586 1552.9008 16.7224 4979 3 518.3051 ‐4.5044
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 3173.6590 TKPNSGQGLAFVIVPAADNSGASGGGYLGILNK 370.6517 3173.5707 23.4462 1571 3 1058.5284 ‐26.8134
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 2054.0454 DVNLSSGERFKAWIEFR 305.2019 2054.0574 33.7952 12102 3 685.3573 5.07
NP_683568.1 lectin like protein Arabidopsis thaliana 483.2763 29806.5106 6 15.50 None 1010.5993 APENVKKPK 219.8864 1010.5985 16.7012 2193 2 505.8029 ‐2.2760
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 1845.9705 GPAPLSLALAHADIDEAGK 6133.2140 1845.9705 29.9632 38117 3 615.9950 ‐0.8855
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 1507.7944 VLFVPWVETDFR 25922.5100 1507.7909 22.1158 27383 2 754.3991 ‐2.6198
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 1500.7693 DALGNDVVAAEWLK 30577.2300 1500.7680 32.6689 21124 2 750.8876 ‐1.2085
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 1349.6583 GDPTYLVVENDK 48890.7000 1349.6595 22.7894 12414 2 675.3334 0.1869
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 rbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 919.3945 TGDAPWWS 232.8002 919.3904 18.5179 887 1 919.3904 ‐3.7947
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 rbamidomethyl+C 2003.9525 ISCQASSIPADRVPDMEK 911.4243 2003.9612 25.7668 1163 2 1002.4843 5.1518
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 7010.1200 22818.1856 17 50.00 None 1049.5051 PWVETDFR 226.7390 1049.5030 22.7083 4427 1 1049.5030 ‐0.8132
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4724.7420 22818.1856 17 50.00 None 1845.9705 GPAPLSLALAHADIDEAGK 5876.3750 1845.9705 29.9632 38117 3 615.9950 ‐1.0152
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4724.7420 22818.1856 17 50.00 None 1500.7693 DALGNDVVAAEWLK 62676.9200 1500.7680 32.6689 21124 2 750.8876 ‐1.1559
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4724.7420 22818.1856 17 50.00 None 919.3945 TGDAPWWS 383.4700 919.3904 18.5179 887 1 919.3904 ‐3.4977
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4724.7420 22818.1856 17 50.00 rbamidomethyl+C 2003.9525 ISCQASSIPADRVPDMEK 651.1187 2003.9612 25.7668 1163 2 1002.4843 5.1388



NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1922.3560 22818.1856 17 50.00 None 1507.7944 VLFVPWVETDFR 32722.4400 1507.7909 22.1158 27383 2 754.3991 ‐2.4621
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1922.3560 22818.1856 17 50.00 rbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1922.3560 22818.1856 17 50.00 rbamidomethyl+C(23)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1922.3560 22818.1856 17 50.00 None 1049.5051 PWVETDFR 243.2658 1049.5030 22.7083 4427 1 1049.5030 ‐1.1191
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1922.3560 22818.1856 17 50.00 None 1489.7838 VLFVPWVETDFR 208.8573 1489.7912 23.0181 1954 2 745.3992 4.22
NP_849376.1 chaperone protein dnaJ 20 Arabidopsis thaliana 484.5363 18345.5212 1 7.74 None 1407.6750 VQEAYETLSDPR 6258.5940 1407.6716 28.4884 68582 2 704.3394 ‐2.9952
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 1701.9058 AVFVDLEPTVIDEVR 58664.1100 1701.9060 34.1420 38387 2 851.4566 0.2700
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 1977.8825 TVGGGDDAFNTFFSETGAGK 4258.2750 1977.8830 32.1776 18316 2 989.4451 0.9784
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 987.5469 DVNAAVGTIK 14867.1300 987.5472 18.9274 18092 2 494.2772 ‐1.0844
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 rbamidomethyl+C 1132.5667 EIVDLCLDR 24076.8000 1132.5671 26.7040 15110 2 566.7872 ‐0.7371
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 rbamidomethyl+C 1885.9477 CGINYQPPTVVPGGDLAK 6145.1050 1885.9464 27.1735 10845 2 943.4768 ‐0.1426
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 rbamidomethyl+C 1496.7084 AVCMISNSTSVAEK 2020.1500 1496.7065 23.5317 3595 2 748.8569 ‐1.5490
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 1690.8871 SLNIERPTYTNLNR 4059.1240 1690.8886 22.9190 3196 3 564.3011 ‐0.3831
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 2385.1946 QLFHPEQLISGKEDAANNFAR 205.7056 2385.1711 39.1537 21985 2 1193.0892 ‐8.2548
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 773.4516 NAAVGTIK 5421.6720 773.4527 18.9325 1622 1 773.4527 1.56
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 None 969.5364 DVNAAVGTIK 614.1613 969.5425 20.6930 2570 2 485.2749 4.31
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5651.4460 47919.6215 11 28.34 rbamidomethyl+C 1479.6818 AVCMISNSTSVAEK 251.7873 1479.6775 24.7368 1471 2 740.3424 ‐3.2630
NP_849430.1 cystine lyase Arabidopsis thaliana 210.6718 36551.9983 4 10.69 None 1047.5258 HYNFLPEK 1363.7450 1047.5311 21.1515 10909 2 524.2692 3.76
NP_849430.1 cystine lyase Arabidopsis thaliana 210.6718 36551.9983 4 10.69 None 1241.5797 NFEIDFDSVR 2276.2920 1241.5822 29.9777 7715 2 621.2947 1.94
NP_849430.1 cystine lyase Arabidopsis thaliana 210.6718 36551.9983 4 10.69 None 1854.8902 HSIDMETPVLEDALER 2082.5470 1854.8937 30.0558 6113 3 618.9694 0.8936
NP_849430.1 cystine lyase Arabidopsis thaliana 210.6718 36551.9983 4 10.69 None 980.4684 EIDFDSVR 212.5745 980.4675 30.7673 1686 1 980.4675 0.2731
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1487.6700 16827.9965 4 27.3 None 1694.8847 EGPALPVLDEIVADEK 10458.7300 1694.8896 35.7777 13006 2 847.9485 3.0126
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1487.6700 16827.9965 4 27.3 None 977.5302 DFVLELNK 6604.4450 977.5275 27.9301 10679 2 489.2674 ‐4.2588
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1487.6700 16827.9965 4 27.3 None 1792.8420 TSSTNGEDQKQSQNLR 502.6472 1792.8526 25.8235 2022 2 896.9300 6.75
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1487.6700 16827.9965 4 27.3 None 1116.5756 DQKQSQNLR 95.2171 1116.5830 27.3513 9807 2 558.7952 5.24
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 282.7585 33245.3029 9 26.32 None 1319.6491 NTPLHYAAGYGR 1589.4650 1319.6496 19.0950 6250 2 660.3284 ‐0.3767
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 282.7585 33245.3029 9 26.32 None 3749.7111 SIPNAGQEGGFPNFDPQQYVNTMQQVMHNPE 2026.8180 3749.7024 22.0350 2850 3 1250.5723 ‐0.5304
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 282.7585 33245.3029 9 26.32 None 757.3628 YAAGYGR 190.3862 757.3637 19.8445 882 1 757.3637 1.18
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 None 1319.6491 NTPLHYAAGYGR 2047.9570 1319.6496 19.0950 6250 2 660.3284 ‐0.3004
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 None 4835.2761 LGEAMGMPVAGLPDQTVSAEPEVAEEGEEEESIV 1283.3860 4835.2741 36.4223 5294 4 1209.5740 ‐0.1102
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 None 2430.2082 EMAEQIAKDPAFNQLAEQLQR 739.4793 2430.2028 32.4737 2822 3 810.7391 ‐2.3001
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 rbamidomethyl+C 1466.7097 TALHFACGYGELK 278.9364 1466.6695 23.0155 1841 2 733.8384 ‐27.7681
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 None 3348.5841 LGTALVQDPQMSPFLDAFSNPETAEHFTER 433.0388 3348.6327 32.7954 1003 3 1116.8824 15.9467
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 385.0034 33245.3029 9 26.32 None 757.3628 YAAGYGR 159.0312 757.3637 19.8445 882 1 757.3637 1.36
NP_849569.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 4133.1630 11218.7275 3 49.11 None 1769.8931 AAGVSIESYWPMLFAK 19159.2500 1769.8920 22.7371 12962 2 885.4496 ‐0.3380
NP_849569.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 4133.1630 11218.7275 3 49.11 None 3302.6434 NVTDLIMNVGAGGGGGAPVAAAAPAAGGGAA 4009.3900 3302.6447 18.5792 7675 3 1101.5531 1.29
NP_849569.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 4133.1630 11218.7275 3 49.11 None 1271.6129 ESYWPMLFAK 460.0283 1271.6139 22.6584 1194 2 636.3106 ‐0.1006
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 1453.6958 DPDGYTFELIQR 9134.5660 1453.6968 29.7153 15185 2 727.3520 0.2562
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 1276.6572 IVSFLDPDGWK 11816.6800 1276.6592 20.1198 14927 2 638.8332 0.6888
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 1039.5782 EAGPLPGLGTK 6656.6050 1039.5789 22.3972 13464 2 520.2931 ‐0.7529
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 957.5364 IVNQELGGK 569.2869 957.5400 28.6591 9675 2 479.2736 2.05
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 934.5356 GGGSVIAFVK 1299.5630 934.5337 24.9803 6409 2 467.7705 ‐3.7419
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1169.4000 31985.4529 6 18.73 None 1064.5047 SFLDPDGWK 927.6393 1064.5091 20.2281 2134 1 1064.5091 5.21
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 2886.4102 TVEETVVETEVTQQPEESVPAVTEQK 4532.9750 2886.4098 27.3346 10827 3 962.8081 0.4223
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 1859.9484 TEVITETPVVEEEEKK 3645.1810 1859.9510 21.9356 5552 3 620.6552 0.5141
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 1731.8535 TEVITETPVVEEEEK 2167.8850 1731.8538 23.3978 3019 2 866.4305 0.3651
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 2960.4106 SEAPIVETNEEVVVEEAEKKDEETEK 689.7753 2960.4160 26.0756 3637 4 740.8594 1.0286
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 505.2617 TEQK 106.3154 505.2624 29.4088 4729 1 505.2624 0.7215
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 772.4199 PAVTEQK 252.2076 772.4192 28.4849 1893 1 772.4192 ‐0.7933
NP_849650.1 vacuolar calcium binding protein like protein Arabidopsis thaliana 1512.3080 15381.7317 7 49.28 None 659.3246 TVEETV 89.4472 659.3221 25.3526 1433 1 659.3221 ‐4.0529
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1068.0720 15719.0970 2 16.67 None 1523.7588 DFGEETTALSIVNK 7310.9500 1523.7621 28.4989 11579 2 762.3847 1.79
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1068.0720 15719.0970 2 16.67 rbamidomethyl+C 1134.5612 TLGEWAGLCK 5144.8980 1134.5639 26.4920 7383 2 567.7856 1.01
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1659.8800 VVVSDSLDDIVLNSGK 5782.3550 1659.8797 30.3903 11670 2 830.4435 ‐0.1246
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1352.6441 SASGNVVVYEGDR 13978.1400 1352.6446 18.3885 11063 2 676.8259 ‐0.2884
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1546.7748 TNVEVDQIESWVK 3947.5120 1546.7725 30.8341 10652 2 773.8899 ‐1.6979
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1796.8701 LDATANDFPKDTFDVK 4122.0650 1796.8722 26.1023 10261 3 599.6289 0.1600
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1422.7223 SQPIPAENNEPVK 14897.4200 1422.7245 17.5032 8146 2 711.8659 1.0356
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1523.8792 AASALSSNVPPVVLAK 1995.2940 1523.8830 26.5944 8062 2 762.4451 2.71
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1122.6041 EAEGIVTYLK 1376.5230 1122.6059 26.0130 6593 2 561.8066 0.4207
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1087.5742 GESSVTGPVVR 13800.6100 1087.5789 16.7339 6494 2 544.2931 3.0172
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 957.6132 VVVVGIFPK 7597.2860 957.6141 17.9383 6016 2 479.3107 ‐0.5668
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1757.8745 EFATQYEVQGFPTIK 1588.9180 1757.8688 30.3508 5272 2 879.4380 ‐2.9771
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 4892.9970 2773.3323 29.7582 5040 3 925.1156 0.6758
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 2237.1085 TNVEVDQIESWVKDFKDGK 576.9031 2237.1008 35.0728 6594 2 1119.0540 ‐2.0900
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1320.6066 SELDFAHTSDAK 1880.7260 1320.6159 19.0745 5457 2 660.8116 6.14
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1033.5061 AVQEYNGPR 237.0395 1033.5183 20.3700 1027 2 517.2628 10.84
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1942.9943 AMLFINFTGEGAESLKSK 4149.1580 1942.9905 22.7312 5650 2 971.9989 ‐1.2550
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 727.4461 VTGPVVR 195.0333 727.4457 16.6434 1809 1 727.4457 ‐0.6073
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 561.3395 GIFPK 103.4964 561.3368 18.4857 1166 1 561.3368 ‐5.5130
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1338.6688 ESWVKDFKDGK 268.8808 1338.6722 34.2347 868 2 669.8397 1.71
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1015.4956 AVQEYNGPR 213.5479 1015.4960 21.8127 1489 1 1015.4960 1.73
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1528.7642 TNVEVDQIESWVK 316.2677 1528.7705 30.2875 1354 2 764.8889 3.39
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2110.8250 54444.3272 30 36.34 None 1740.8479 EFATQYEVQGFPTIK 260.3069 1740.8500 29.3661 1617 2 870.9287 1.24
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1659.8800 VVVSDSLDDIVLNSGK 4837.1310 1659.8797 30.3903 11670 2 830.4435 ‐0.0927
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1546.7748 TNVEVDQIESWVK 2065.6880 1546.7725 30.8341 10652 2 773.8899 ‐1.6513
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1796.8701 LDATANDFPKDTFDVK 2198.7570 1796.8722 26.1023 10261 3 599.6289 0.0192
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1523.8792 AASALSSNVPPVVLAK 4088.3890 1523.8830 26.5944 8062 2 762.4451 2.67
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1122.6041 EAEGIVTYLK 1045.9230 1122.6059 26.0130 6593 2 561.8066 0.5227
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1757.8745 EFATQYEVQGFPTIK 2684.4490 1757.8688 30.3508 5272 2 879.4380 ‐2.9580



NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 3394.7410 2773.3323 29.7582 5040 3 925.1156 0.7558
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1528.7642 TNVEVDQIESWVK 435.2020 1528.7705 30.2875 1354 2 764.8889 3.29
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 692.0783 54444.3272 30 36.34 None 1740.8479 EFATQYEVQGFPTIK 474.0270 1740.8500 29.3661 1617 2 870.9287 1.37
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1189.6609 DSTLIMQLLR 25663.3400 1189.6612 21.3411 17575 2 595.3342 ‐0.8121
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1938.9960 HLIPSSNAVESTVFFYK 1834.7350 1939.0047 18.7685 11035 3 647.0064 3.05
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 2006.8938 DNLTLWTSDLNEEGDER 3865.1330 2006.8965 30.7283 10853 2 1003.9519 2.1539
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1224.5743 EAADQSLEAYK 3069.4310 1224.5769 18.6476 7803 2 612.7921 1.25
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1229.5797 YLAEFSSGAER 3154.1440 1229.5796 21.4615 7739 2 615.2934 ‐1.0052
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1115.4748 YDEMVEAMK 6385.8000 1115.4773 21.2534 2761 2 558.2423 1.1191
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 879.4934 NLVSVGYK 2116.8770 879.4937 20.2910 5087 2 440.2505 ‐1.4218
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1987.1790 29014.3873 12 32.68 None 1171.6504 DSTLIMQLLR 299.9297 1171.6491 19.4216 1066 2 586.3282 ‐2.1778
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 495.8144 29014.3873 12 32.68 None 2006.8938 DNLTLWTSDLNEEGDER 3458.9780 2006.8965 30.7283 10853 2 1003.9519 2.1405
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 495.8144 29014.3873 12 32.68 None 1229.5797 YLAEFSSGAER 5714.1940 1229.5796 21.4615 7739 2 615.2934 ‐0.9173
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 495.8144 29014.3873 12 32.68 None 1115.4748 YDEMVEAMK 215.0239 1115.4945 16.9245 2696 2 558.2509 16.6188
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 495.8144 29014.3873 12 32.68 None 1500.7904 VAQLDVELTVEER 180.2219 1500.7814 22.4323 2095 3 500.9320 ‐7.5763
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1280.7685 VVAAGANPVLITR 106550.2000 1280.7673 15.4189 56782 2 640.8873 ‐1.7372
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1541.7693 EVELEDPVENIGAK 88889.3000 1541.7704 26.8238 55429 2 771.3888 0.4454
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1736.8337 NLIEQAEQDYEKEK 68014.9700 1736.8380 27.7093 44100 3 579.6175 1.07
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1199.6630 DLVGVLEDAIR 68577.9300 1199.6622 38.3032 41986 2 600.3347 ‐1.7071
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1505.7159 GYISPYFVTDSEK 12865.9400 1505.7174 27.6132 41655 2 753.3624 0.7361
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1536.7614 YEDLMAAGIIDPTK 42368.4600 1536.7625 30.3753 36874 2 768.8849 0.4287
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1182.7093 LADLVGVTLGPK 93634.5000 1182.7095 17.9420 36350 2 591.8584 ‐0.8571
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1043.5844 IVNDGVTVAR 64077.8200 1043.5837 16.9825 32302 2 522.2955 ‐1.9814
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1607.7759 ETSTIVGDGSTQDAVK 21964.3900 1607.7776 18.4412 26770 2 804.3924 0.9496
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 8042.0000 2464.2585 34.1364 25083 3 822.0910 0.7658
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1871.8592 SAENNLYVVEGMQFDR 16802.1800 1871.8590 30.0214 23611 2 936.4332 0.3970
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 989.5150 EEVGLSLDK 36996.0200 989.5159 21.5017 22266 2 495.2616 ‐0.5823
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAEAMSK 16744.4500 3179.4250 40.0338 20834 3 1060.4798 ‐2.3082
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 rbamidomethyl+C( 1700.9000 AAVEEGIVVGGGCTLLR 5600.8790 1700.8994 28.8708 14700 2 850.9533 ‐0.2660
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1849.0066 SQYLDDIAILTGATVIR 2325.7700 1849.0059 21.6892 13286 2 925.0066 0.1181
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 644.9631 2569.4130 25.7656 12591 3 857.1425 0.3884
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 931.5095 GVVTLEEGK 7320.1380 931.5096 18.0570 9666 2 466.2585 ‐1.4679
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1479.6962 NLIEQAEQDYEK 11928.6100 1479.6971 26.9756 4830 2 740.3522 0.2666
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 729.4254 LQAGVNK 324.9223 729.4271 17.8451 886 1 729.4271 2.29
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1073.5949 AGKEVLGNASK 649.3975 1073.6208 25.5631 4529 2 537.3140 22.7668
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 rbamidomethyl+C 2405.2242 SSSAIVCAAKELHFNKDGTTIR 623.7560 2405.1857 19.4895 1020 3 802.4001 ‐16.0970
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1872.9661 ATLDNDEEKVGADIVKR 5284.4940 1872.9695 21.4006 10090 4 468.9978 0.1847
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1716.8650 ATLDNDEEKVGADIVK 1342.9320 1716.8641 22.3975 7752 3 572.9595 ‐1.6468
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 3358.5572 SAENNLYVVEGMQFDRGYISPYFVTDSEK 688.5695 3358.5617 22.1331 1528 3 1120.1921 2.15
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1661.8170 RGYISPYFVTDSEK 210.5443 1661.8262 21.3739 3500 2 831.4167 5.14
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 872.4836 GVLEDAIR 5561.7590 872.4829 38.3031 3299 1 872.4829 ‐0.2917
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 630.3933 DIVKR 225.4350 630.3927 20.4993 2104 1 630.3927 ‐1.3595
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 502.2984 NIGAK 92.2988 502.2965 26.8130 1769 1 502.2965 ‐4.5230
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1633.9159 YLDDIAILTGATVIR 306.0976 1633.9136 22.2084 1480 2 817.4604 ‐1.4843
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 930.5003 VNDGVTVAR 3947.0170 930.4990 16.9810 1204 1 930.4990 ‐0.6960
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 998.5881 DLVGVTLGPK 468.5628 998.5843 17.9383 1190 1 998.5843 ‐2.8329
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1172.5470 SPYFVTDSEK 515.1935 1172.5412 27.6023 1180 1 1172.5412 ‐3.3941
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1396.6227 EQAEQDYEKEK 3938.8310 1396.6291 27.7049 1044 2 698.8182 3.69
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 698.4559 PVLITR 12148.9400 698.4569 15.4222 776 1 698.4569 1.36
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1164.6987 LADLVGVTLGPK 467.7466 1164.7008 19.0517 838 2 582.8540 0.6827
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1719.8072 NLIEQAEQDYEKEK 342.2815 1719.8144 27.8431 1582 2 860.4108 4.96
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 1590.7493 ETSTIVGDGSTQDAVK 491.9547 1590.7499 18.4794 1299 2 795.8786 0.2132
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14951.0600 64208.4146 38 53.67 None 712.3988 LQAGVNK 91.4243 712.4004 18.5439 975 1 712.4004 2.1831
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 22212.2500 2920.4672 37.2201 32625 3 974.1606 1.61
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 10365.9300 2257.2032 25.6088 26090 3 753.0726 ‐0.4280
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2079.9982 VENLYEGPLDDQYANAIR 10186.7500 2079.9920 29.3648 26046 2 1040.4996 ‐1.9851
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1145.5255 EGPLAEENMR 28751.8400 1145.5277 18.5384 24148 2 573.2675 0.7859
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 5508.1190 2931.5480 23.8552 23589 3 977.8542 ‐1.2737
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1634.8425 ILAEEFGWDKDLAK 11344.9000 1634.8449 29.5922 23337 3 545.6198 0.2932
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1799.9327 AYLPVVESFGFSSQLR 25814.0900 1799.9357 20.9383 19957 2 900.4715 2.0118
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1218.6187 IMGPNYIPGEK 2672.6270 1218.6209 23.0428 17903 2 609.8141 0.7788
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C( 2152.9865 IWAFGPETTGPNMVVDMCK 5051.4620 2152.9809 20.1956 15668 2 1076.9941 ‐1.4368
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2116.0644 GHVFEEMQRPGTPLYNIK 8196.2270 2116.0647 16.4675 15318 3 706.0264 ‐0.3826
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1836.8572 STGISLYYEMTDESLK 2186.5050 1836.8605 31.9814 15228 2 918.9339 2.22
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C 1387.6715 GFVQFCYEPIK 5340.4950 1387.6728 18.2892 14544 2 694.3401 0.3571
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1532.7811 NDEKELMGKPLMK 2792.1480 1532.7828 20.0460 11716 3 511.5991 ‐0.2407
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1307.6525 NMSVIAHVDHGK 18369.8000 1307.6528 17.2050 10596 3 436.5558 ‐1.4199
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 890.5094 FSVSPVVR 2059.4740 890.5090 22.4239 10586 2 445.7582 ‐2.1623
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1063.5782 GVQYLNEIK 2928.6240 1063.5808 23.0772 7238 2 532.2941 1.1241
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 744.3828 FFAFGR 3353.7450 744.3795 16.9887 4239 1 744.3795 ‐4.3586
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 955.5320 GGGQVIPTAR 3776.4900 955.5322 16.4872 2965 2 478.2698 ‐1.2716
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C 864.3880 NTGSPTCK 186.6615 864.3941 32.0320 23318 1 864.3941 7.20
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C 1607.7557 NCDPNGPLMLYVSK 3257.8310 1607.7567 28.4750 12984 2 804.3820 0.5870
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLAEENMR 328.4905 3465.6706 24.1332 3092 3 1155.8950 ‐10.1955
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1294.6426 DSVVAGFQWASK 358.6912 1294.6247 33.3017 2231 1 1294.6247 ‐11.8648
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 1143.7460 2421.1328 32.4957 1747 3 807.7158 ‐7.3328
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1046.5737 ELMGKPLMK 202.0749 1046.5660 24.3003 1254 2 523.7866 ‐8.7463
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1509.7141 EAMTPLSEFEDKL 23299.9600 1509.7140 34.6295 31368 2 755.3606 ‐0.3926



NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 2399.1626 YRVENLYEGPLDDQYANAIR 1627.8530 2399.1588 29.4197 13644 3 800.3911 ‐1.7056
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C( 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 4328.5580 2807.3716 33.4850 13620 3 936.4620 0.9306
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 rbamidomethyl+C( 2286.2639 FSVSPVVRVAVQCKVASDLPK 557.0690 2286.2811 23.5265 2562 2 1143.6442 8.35
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 917.5311 LMGKPLMK 2147.8340 917.5324 20.0561 6308 2 459.2699 ‐0.1964
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 745.3740 AHVDHGK 111.5360 745.3711 17.2117 3113 1 745.3711 ‐3.8373
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 557.3406 SPVVR 783.7089 557.3438 22.4222 1512 1 557.3438 5.1519
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 656.4090 VSPVVR 1725.2800 656.4101 22.4174 1356 1 656.4101 1.10
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 749.3247 AEENMR 1605.7090 749.3259 18.5262 1350 1 749.3259 1.31
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1740.9378 STLTDSLVAAAGIIAQEV 1287.7020 1740.9360 25.6031 1314 2 870.9717 ‐0.7996
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1545.8271 PEGALGGIYSVLNQK 283.8708 1545.8233 25.4729 1301 2 773.4153 ‐2.7366
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1818.8466 STGISLYYEMTDESLK 324.6834 1818.8399 30.2683 1193 2 909.9236 ‐3.3031
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1616.8319 ILAEEFGWDKDLAK 489.7800 1616.8287 30.5208 1187 2 808.9180 ‐2.0562
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 3419.3470 94803.8361 85 44.84 None 1046.5517 GVQYLNEIK 82.1262 1046.5587 24.7883 1997 2 523.7830 5.56
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 12827.5600 2920.4672 37.2201 32625 3 974.1606 1.93
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2079.9982 VENLYEGPLDDQYANAIR 6812.8350 2079.9920 29.3648 26046 2 1040.4996 ‐2.0080
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1634.8425 ILAEEFGWDKDLAK 5001.7930 1634.8449 29.5922 23337 3 545.6198 0.1159
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1218.6187 IMGPNYIPGEK 3530.9670 1218.6209 23.0428 17903 2 609.8141 0.8682
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1836.8572 STGISLYYEMTDESLK 1440.1530 1836.8605 31.9814 15228 2 918.9339 2.09
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1532.7811 NDEKELMGKPLMK 2058.3840 1532.7828 20.0460 11716 3 511.5991 ‐0.4411
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1307.6525 NMSVIAHVDHGK 16492.8000 1307.6528 17.2050 10596 3 436.5558 ‐1.6712
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 890.5094 FSVSPVVR 2436.5400 890.5090 22.4239 10586 2 445.7582 ‐2.0301
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1063.5782 GVQYLNEIK 2723.9880 1063.5808 23.0772 7238 2 532.2941 1.38
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C 1607.7557 NCDPNGPLMLYVSK 5431.8790 1607.7567 28.4750 12984 2 804.3820 0.6257
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2116.0644 GHVFEEMQRPGTPLYNIK 1231.7570 2116.0655 26.3418 8240 3 706.0267 ‐0.0632
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2932.4323 DGNEYLINLIDSPGHVDFSSEVTAALR 326.8641 2932.3475 40.1998 2383 3 978.1207 ‐28.1484
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1294.6426 DSVVAGFQWASK 332.9719 1294.6247 33.3017 2231 1 1294.6247 ‐11.4631
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 1569.3280 2421.1328 32.4957 1747 3 807.7158 ‐7.3325
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C 1321.6239 QIIATCMNDQK 158.5745 1321.6225 34.8093 931 2 661.3149 ‐1.7160
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C 1387.6715 GFVQFCYEPIK 110.5603 1387.6497 35.2601 852 1 1387.6497 ‐12.9864
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1509.7141 EAMTPLSEFEDKL 26476.3500 1509.7140 34.6295 31368 2 755.3606 ‐0.3411
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2399.1626 YRVENLYEGPLDDQYANAIR 1266.2040 2399.1588 29.4197 13644 3 800.3911 ‐1.7102
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C( 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 5285.4580 2807.3716 33.4850 13620 3 936.4620 1.0182
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C 1543.7726 RGFVQFCYEPIK 347.0420 1543.7843 34.2523 9246 2 772.3958 7.18
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 Oxidation+M(24) 2877.4622 STLTDSLVAAAGIIAQEVAGDVRMTDTR 293.0645 2877.4593 32.5520 1662 3 959.8246 ‐0.3472
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 917.5311 LMGKPLMK 2252.1190 917.5324 20.0561 6308 2 459.2699 ‐0.0677
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1408.6743 AEEFGWDKDLAK 438.8860 1408.6757 29.2155 6277 2 704.8415 0.4972
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 rbamidomethyl+C( 1787.8051 RQETVEDVPCGNTVAM 1448.8960 1787.8097 30.8715 2464 2 894.4085 2.32
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1062.5691 SVIAHVDHGK 14621.5500 1062.5671 17.1908 2233 2 531.7872 ‐3.0208
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 656.4090 VSPVVR 2204.8430 656.4101 22.4174 1356 1 656.4101 1.46
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1079.5520 FGWDKDLAK 219.2002 1079.5536 27.3883 940 2 540.2805 0.3131
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 1043.4945 DSVVAGFQWA 156.6984 1043.4931 34.4610 901 1 1043.4931 0.0809
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1236.1000 94803.8361 85 44.84 None 2548.2640 VIENANVIMATYEDPLLGDVQVY 212.9933 2548.2465 37.9446 846 2 1274.6269 ‐4.8968
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 7462.3780 2257.2032 25.6088 26090 3 753.0726 ‐0.3648
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 8549.1260 2931.5480 23.8552 23589 3 977.8542 ‐1.3599
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 1799.9327 AYLPVVESFGFSSQLR 19052.7200 1799.9357 20.9383 19957 2 900.4715 2.68
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 rbamidomethyl+C( 2152.9865 IWAFGPETTGPNMVVDMCK 6437.0000 2152.9809 20.1956 15668 2 1076.9941 ‐1.1306
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2116.0644 GHVFEEMQRPGTPLYNIK 5348.1250 2116.0647 16.4675 15318 3 706.0264 ‐0.2882
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 rbamidomethyl+C 1387.6715 GFVQFCYEPIK 3715.4430 1387.6728 18.2892 14544 2 694.3401 0.4873
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2339.2030 GVQYLNEIKDSVVAGFQWASK 556.1456 2339.2086 21.8094 9490 3 780.4077 2.29
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 744.3828 FFAFGR 5659.9730 744.3795 16.9887 4239 1 744.3795 ‐4.6554
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLAEENMR 192.5816 3465.6706 24.1332 3092 3 1155.8950 ‐10.3998
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2861.4673 STLTDSLVAAAGIIAQEVAGDVRMTDTR 881.2193 2861.4665 21.0314 27501 3 954.4937 0.1869
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 rbamidomethyl+C( 3325.6418 KIWAFGPETTGPNMVVDMCKGVQYLNEIK 1316.7340 3325.6255 20.7026 5965 4 832.1618 ‐4.9014
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 rbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 1556.7955 GVQYLNEIKDSVVAG 323.0818 1556.7933 21.5515 6638 2 778.9003 ‐1.4414
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 1740.9378 STLTDSLVAAAGIIAQEV 1363.0910 1740.9360 25.6031 1314 2 870.9717 ‐0.5882
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 1157.5586 ESFGFSSQLR 210.2659 1157.5571 19.8588 1064 1 1157.5571 ‐0.0848
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1208.0100 94803.8361 85 44.84 None 2321.1925 GVQYLNEIKDSVVAGFQWASK 113.1868 2321.1989 22.2098 3544 2 1161.1031 4.49
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1828.9691 GVLVESGSPEEFQLLPK 17535.8900 1828.9696 32.3969 17948 2 914.9884 0.6546
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1804.9844 TSTPGIFAIGDVAAFPLK 6608.0600 1804.9767 22.0040 17489 2 902.9920 ‐3.9096
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1508.7744 EAYAPYERPALTK 6782.4370 1508.7757 20.0680 16018 3 503.5968 ‐0.4793
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 rbamidomethyl+C( 1469.7417 YGSLIIATGCTASR 12151.2300 1469.7406 15.9625 15428 2 735.3739 ‐1.1635
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1988.0182 LASASSVEEALEIAQAALQS 3955.5730 1988.0119 23.8195 14918 2 994.5096 ‐2.4124
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1360.6451 GASINNLEAGSDGR 9686.8700 1360.6473 18.5818 13791 2 680.8273 0.9075
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1388.7268 EVADADSLIASLGK 4290.7850 1388.7270 30.9725 13262 2 694.8671 ‐0.4138
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1179.6157 IATFWIESGR 7548.9600 1179.6169 18.2779 11927 2 590.3121 ‐0.0281
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1083.5106 VFEYEGSPR 3028.9410 1083.5118 18.8726 10530 2 542.2595 ‐0.1243
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 872.4149 YEELYR 6159.6130 872.4161 17.6222 3692 2 436.7117 ‐0.2979
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1318.7379 IGGHLPGVHYIR 2288.7760 1318.7368 14.7000 2175 3 440.2504 ‐2.4804
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 934.4840 QTLTTDAGK 469.8254 934.4794 19.6025 3084 2 467.7433 ‐6.5771
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 3199.6919 LADGSTIEADTVVIGIGAKPAIGPFETLAMNK 186.9911 3199.6153 24.8859 1958 3 1067.2099 ‐22.9281
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1211.6055 VFEYEGSPRK 271.3326 1211.6196 22.4903 1116 1 1211.6196 13.3060
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 688.3624 AQAALQS 796.4586 688.3624 24.1258 29766 1 688.3624 ‐0.2341
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1074.5942 PYERPALTK 116.8104 1074.5939 18.8346 2782 2 537.8006 ‐1.6268
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 rbamidomethyl+C 1049.5408 IIATGCTASR 410.2495 1049.5416 17.3728 1752 2 525.2744 ‐0.6233
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1308.6947 YAPYERPALTK 188.5081 1308.6996 18.8706 1444 3 436.9047 2.1143
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 854.4043 YEELYR 89.3904 854.3992 19.0693 15361 1 854.3992 ‐5.5319
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2344.8990 52400.6340 40 32.57 None 1161.6051 IATFWIESGR 390.4649 1161.6114 18.3427 1670 2 581.3093 4.78



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1828.9691 GVLVESGSPEEFQLLPK 17267.2600 1828.9696 32.3969 17948 2 914.9884 0.6644
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1508.7744 EAYAPYERPALTK 9804.0580 1508.7757 20.0680 16018 3 503.5968 ‐0.6852
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1388.7268 EVADADSLIASLGK 3276.4210 1388.7270 30.9725 13262 2 694.8671 ‐0.3465
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1083.5106 VFEYEGSPR 3246.4270 1083.5118 18.8726 10530 2 542.2595 ‐0.0173
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 rbamidomethyl+C( 1469.7417 YGSLIIATGCTASR 448.8924 1469.7723 23.3561 2223 2 735.3898 20.4320
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 2184.0185 VWWQFFGDNVEVGNFDPK 286.5084 2184.0662 36.6232 1608 2 1092.5367 22.9974
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1308.6947 YAPYERPALTK 271.6305 1308.6996 18.8706 1444 3 436.9047 1.33
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 None 1490.7638 EAYAPYERPALTK 479.2455 1490.7721 18.8692 1083 3 497.5955 3.11
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1052.9580 52400.6340 40 32.57 rbamidomethyl+C( 1451.7312 YGSLIIATGCTASR 369.0785 1451.7339 22.6015 931 2 726.3706 1.26
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1804.9844 TSTPGIFAIGDVAAFPLK 4017.3330 1804.9767 22.0040 17489 2 902.9920 ‐3.6834
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1988.0182 LASASSVEEALEIAQAALQS 5644.7270 1988.0119 23.8195 14918 2 994.5096 ‐2.1441
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 rbamidomethyl+C( 1469.7417 YGSLIIATGCTASR 10421.7300 1469.7400 15.9347 13945 2 735.3737 ‐1.4005
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1179.6157 IATFWIESGR 5023.1600 1179.6169 18.2779 11927 2 590.3121 0.0542
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1828.9691 GVLVESGSPEEFQLLPK 4779.2690 1828.9720 19.3986 3800 2 914.9896 2.08
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1551.7914 EFVIVGGGNAAGYAAR 1020.0240 1551.7848 16.5813 3489 2 776.3960 ‐4.3154
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1318.7379 IGGHLPGVHYIR 2500.3700 1318.7368 14.7000 2175 3 440.2504 ‐2.2094
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 3199.6919 LADGSTIEADTVVIGIGAKPAIGPFETLAMNK 377.8290 3199.6153 24.8859 1958 3 1067.2099 ‐23.0735
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1234.6691 FPARFSPIGSR 541.1292 1234.6636 17.2113 3369 2 617.8354 ‐5.2983
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 2187.1503 AKLASASSVEEALEIAQAALQS 318.3889 2187.1567 23.3343 935 2 1094.0820 4.89
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1080.9240 52400.6340 40 32.57 None 1533.7809 EFVIVGGGNAAGYAAR 557.1686 1533.7852 17.7028 3060 2 767.3962 2.84
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 rbamidomethyl+C 1250.5987 GPALWDIYCR 106922.6000 1250.5994 18.5660 108254 2 625.8033 ‐0.3336
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 950.4690 NLNTDAFR 16437.6700 950.4689 19.7536 91749 2 475.7381 ‐1.7382
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 1151.5772 FGLYYVDFK 51978.5500 1151.5789 19.4073 84134 2 576.2931 0.4007
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 1167.6078 YKEDIQLMK 5466.6250 1167.6090 20.6376 51309 2 584.3081 ‐0.1121
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 1541.6795 EYADYVFTEYGGK 5848.3450 1541.6783 27.4495 19796 2 771.3428 ‐1.0181
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 832.4676 LSIAWSR 5288.0170 832.4693 16.0362 2459 2 416.7383 0.2249
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 2146.1179 GVSQAGVQFYHELIDELLK 1426.2770 2146.1179 23.5113 951 3 716.0441 ‐0.4947
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 2099.0590 YKEDIQLMKNLNTDAFR 2071.2890 2099.0594 18.9870 4420 3 700.3580 ‐0.3614
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 723.3420 NTDAFR 12971.2900 723.3425 19.7624 10992 1 723.3425 0.6588
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 1004.5088 GLYYVDFK 1138.1690 1004.5120 19.4179 6850 1 1004.5120 4.1888
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 525.2820 GPALW 119.7376 525.2851 18.2963 3744 1 525.2851 5.1550
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 rbamidomethyl+C 912.4033 WDIYCR 1845.8290 912.4005 18.5658 3436 1 912.4005 ‐2.4171
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 536.2351 YKED 3103.2730 536.2354 20.6348 1830 1 536.2354 ‐0.1759
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 None 706.3155 NTDAFR 311.3643 706.3174 18.7417 1589 1 706.3174 2.76
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 3559.1530 59892.7328 37 16.86 rbamidomethyl+C 726.3240 DIYCR 120.2620 726.3206 18.5763 1335 1 726.3206 ‐4.6588
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 950.4690 NLNTDAFR 29997.5700 950.4691 19.7539 88867 2 475.7382 ‐1.3948
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1167.6078 YKEDIQLMK 7111.7260 1167.6090 20.6376 51309 2 584.3081 ‐0.0160
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1541.6795 EYADYVFTEYGGK 4136.0900 1541.6783 27.4495 19796 2 771.3428 ‐0.9708
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 2365.1400 NWITFNEPWVFAHAGYDLGK 578.4012 2365.0883 35.3025 5554 2 1183.0478 ‐20.2969
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1657.7776 LGTTDSVDVGTADHNR 207.1933 1657.7595 22.8652 1217 3 553.2580 ‐12.2464
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1452.7441 NNLTRYEKESAK 310.7841 1452.7366 18.3985 953 3 484.9170 ‐6.8916
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 723.3420 NTDAFR 21800.5400 723.3425 19.7624 10992 1 723.3425 0.9011
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 536.2351 YKED 3863.6680 536.2354 20.6348 1830 1 536.2354 0.0142
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 706.3155 NTDAFR 877.2043 706.3174 18.7417 1589 1 706.3174 2.52
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1639.7671 LGTTDSVDVGTADHNR 135.2779 1639.7588 24.2208 1592 2 820.3831 ‐4.9852
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1435.7176 NNLTRYEKESAK 102.9916 1435.7158 19.2322 2879 3 479.2435 ‐2.9400
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 713.8666 59892.7328 37 16.86 None 1640.7511 LGTTDSVDVGTADHNR 147.1516 1640.7586 23.6895 1147 2 820.8829 4.74
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 rbamidomethyl+C 1250.5987 GPALWDIYCR 50641.6800 1250.5994 18.5674 107557 2 625.8033 ‐0.2367
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 1151.5772 FGLYYVDFK 62787.9700 1151.5789 19.4073 84134 2 576.2931 0.4765
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 832.4676 LSIAWSR 10320.2800 832.4693 16.0362 2459 2 416.7383 0.2273
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 2146.1179 GVSQAGVQFYHELIDELLK 963.4420 2146.1179 23.5113 951 3 716.0441 ‐0.4070
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 2860.4013 IGIAHSPAWFEPHDLKDSNDAPTVSR 358.5267 2860.3375 23.0979 3874 3 954.1173 ‐21.8427
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 2099.0590 YKEDIQLMKNLNTDAFR 1187.1890 2099.0594 18.9870 4420 3 700.3580 ‐0.2632
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 525.2820 GPALW 52.6970 525.2851 18.2963 3744 1 525.2851 4.47
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 rbamidomethyl+C 912.4033 WDIYCR 850.8505 912.4005 18.5658 3436 1 912.4005 ‐2.7190
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 None 1530.7839 QFYHELIDELLK 237.4306 1530.7901 24.3950 2132 2 765.8987 3.94
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 2244.0180 59892.7328 37 16.86 rbamidomethyl+C 726.3240 DIYCR 48.0926 726.3206 18.5763 1335 1 726.3206 ‐4.9551
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1573.8432 GVTTIIGGGDSVAAVEK 136866.8000 1573.8447 25.6124 90670 2 787.4260 0.7687
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 2015.9516 VDLNVPLDDNSNITDDTR 23837.0600 2015.9496 27.4233 45696 2 1008.4785 ‐0.1551
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12373.2800 2266.1732 21.7550 36000 2 1133.5902 ‐1.0627
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1749.0269 LVAGLPEGGVLLLENVR 30164.5800 1749.0260 21.2928 34797 2 875.0166 ‐0.2785
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1388.7420 ELDYLVGAVANPK 38050.9500 1388.7419 28.1896 31346 2 694.8746 ‐0.6679
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1539.8992 GVSLLLPTDVVIADK 23989.8400 1539.9005 20.4089 23921 2 770.4539 0.5860
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1465.8236 FLKPSVAGFLMQK 614.1484 1465.8209 18.4573 10606 3 489.2785 ‐3.2836
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1074.6306 KPFAAIVGGSK 1627.7240 1074.6315 13.9705 5509 2 537.8194 ‐0.4646
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1072.6513 YSLKPLVPR 1108.6850 1072.6526 15.1951 3980 2 536.8299 ‐0.1299
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 5749.4870 2370.2904 20.7486 12088 3 790.7683 ‐0.6299
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 856.5251 LLLENVR 1433.4840 856.5263 20.7872 22212 2 428.7668 ‐0.3837
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 733.3767 ELDYLV 116.1581 733.3736 26.6853 8455 1 733.3736 ‐4.1575
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1298.6951 GVTTIIGGGDSVAAV 553.1025 1298.6996 24.9536 4020 2 649.8534 2.09
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 989.4898 GGGDSVAAVEK 2386.9510 989.4912 25.6047 2155 1 989.4912 2.91
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 1837.0470 GVSLLLPTDVVIADKFAP 248.0897 1837.0537 20.7140 1490 2 919.0305 4.1004
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 581.3770 PLVPR 136.6293 581.3754 15.2044 1285 1 581.3754 ‐3.2643
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 957.5251 PTDVVIADK 326.1444 957.5288 20.8518 1020 2 479.2680 2.60
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11050.3500 42188.8769 18 35.66 None 2353.2650 GVSLLLPTDVVIADKFAPDANSK 492.2751 2353.2707 20.3530 1256 3 785.0951 2.93
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2018.0441 FLSVTEPSLLGDGGDLEIR 9436.8260 2018.0413 34.9054 15605 2 1009.5243 ‐0.5478
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1656.7904 VFISDDFDGELFPR 10124.1200 1656.7909 34.7729 15007 2 828.8991 0.3111
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 60470.9500 2705.4321 43.8628 12504 3 902.4822 1.21
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1525.7315 AQALGDTSSLEFMR 1176.4050 1525.7323 28.1941 12266 2 763.3698 0.2225



NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2142.9925 TIEVEEDEPVKEGEEGEPK 2564.3660 2142.9948 20.2381 11878 3 715.0031 0.6146
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1257.6725 AIYYLATDSLK 42426.2900 1257.6738 17.2046 10904 2 629.3406 0.1585
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1485.7544 GVVDSDDLPLNVSR 18176.2100 1485.7550 26.4679 10076 2 743.3811 0.0505
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2006.9647 NYSQFVGFPIYTWQEK 4358.3980 2006.9695 20.8919 9589 2 1003.9884 3.93
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2371.0242 NEEELTSLDDYIENMGENQK 2574.6300 2371.0188 33.3504 8364 2 1186.0130 ‐0.6380
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2351.1249 FVDISKEDLELGDEDEVKDR 578.7337 2351.1262 26.4804 8158 4 588.5370 ‐0.6733
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1097.4833 FGWSANMER 1049.7010 1097.4868 24.2904 8037 2 549.2470 1.56
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1401.8100 ILEINPDHPIIK 2350.0190 1401.8115 16.5805 6001 3 467.9420 ‐0.4607
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1261.6270 ELVSNASDALDK 6057.3340 1261.6216 20.6804 4779 2 631.3144 ‐5.2180
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1661.7501 EDLELGDEDEVKDR 465.6531 1661.7512 25.2724 2130 2 831.3793 0.7293
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 rbamidomethyl+C 1280.5940 TGVSCSWNLEK 216.3677 1280.5758 18.0012 1136 2 640.7915 ‐15.0664
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 rbamidomethyl+C 1465.7144 QEFNLLCDWIK 956.8090 1465.7162 18.9086 1089 3 489.2436 ‐0.2633
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1489.6441 EDDKYEFAESTR 1744.5280 1489.6462 18.0794 5793 3 497.2202 ‐0.0581
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 2111.0736 LMKAQALGDTSSLEFMRGR 1429.1530 2111.0612 21.9531 1902 2 1056.0343 ‐4.8076
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 rbamidomethyl+C(5)
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1738.8541 AQALGDTSSLEFMRGR 400.1299 1738.8574 30.8076 947 2 869.9323 2.0996
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1176.5783 FVDISKEDLE 109.1315 1176.5806 25.5559 1992 1 1176.5806 3.19
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 710.3468 FAESTR 90.2800 710.3508 16.2860 948 1 710.3508 5.80
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1047.5146 PIYTWQEK 141.6223 1047.5131 19.5233 869 2 524.2602 ‐2.7858
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 3553.1270 88712.8445 41 31.66 None 1643.7395 EDLELGDEDEVKDR 173.1854 1643.7488 25.6650 3564 2 822.3780 5.63
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 2018.0441 FLSVTEPSLLGDGGDLEIR 4326.0630 2018.0413 34.9054 15605 2 1009.5243 ‐0.5626
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1656.7904 VFISDDFDGELFPR 6960.9320 1656.7909 34.7729 15007 2 828.8991 0.3433
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 rbamidomethyl+C 1233.6508 LSSSPCVLVSGK 2217.6890 1233.6497 21.2912 12678 2 617.3285 ‐1.6901
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 45272.0200 2705.4321 43.8628 12504 3 902.4822 1.67
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1525.7315 AQALGDTSSLEFMR 1289.0890 1525.7323 28.1941 12266 2 763.3698 0.2719
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1485.7544 GVVDSDDLPLNVSR 15195.5000 1485.7550 26.4679 10076 2 743.3811 0.1051
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 2351.1249 FVDISKEDLELGDEDEVKDR 386.9576 2351.1262 26.4804 8158 4 588.5370 ‐1.0427
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1097.4833 FGWSANMER 3523.2860 1097.4868 24.2904 8037 2 549.2470 2.0708
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1661.7501 EDLELGDEDEVKDR 108.4731 1661.7947 21.2383 8394 2 831.4010 26.9020
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1670.7578 TFDMIQEISESENK 425.4832 1670.8013 27.7317 3544 2 835.9043 26.1254
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 3085.4749 QYVWESVADSSSYLIREETDPDNILR 284.7361 3085.5111 31.8722 1725 3 1029.1752 12.98
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 rbamidomethyl+C 1465.7144 QEFNLLCDWIK 301.2651 1465.7543 54.5718 1638 2 733.3808 26.8305
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 2079.9968 FVDISKEDLELGDEDEVK 396.3108 2080.0111 35.9608 1224 2 1040.5092 7.76
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 2142.9925 TIEVEEDEPVKEGEEGEPK 270.6874 2143.0282 26.4848 1162 2 1072.0177 17.7337
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 rbamidomethyl+C 1821.8899 EELIDCLGTIAQSGTSK 433.7141 1821.8781 28.5052 937 3 607.9642 ‐7.5437
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 rbamidomethyl+C 1847.8553 DLNAACKNAPESTEATR 116.7272 1847.8722 25.5259 5371 3 616.6289 8.1224
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 2002.0490 88712.8445 41 31.66 None 1738.8541 AQALGDTSSLEFMRGR 322.4022 1738.8574 30.8076 947 2 869.9323 2.1212
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3612.9760 15605.5295 10 31.45 None 1727.8487 ALETAFAQYGDVIDSK 21462.5300 1727.8498 30.3647 40400 2 864.4285 0.8249
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3612.9760 15605.5295 10 31.45 None 1274.6416 GFGFVTFKDEK 13084.4500 1274.6422 17.0283 30730 2 637.8247 ‐0.3821
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3612.9760 15605.5295 10 31.45 None 1104.5644 SITVNEAQSR 7917.5650 1104.5632 14.8552 2056 2 552.7852 ‐2.3078
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3612.9760 15605.5295 10 31.45 rbamidomethyl+C 1467.6686 CFVGGLAWATDDR 612.1541 1467.7013 19.0245 21987 2 734.3543 21.9232
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 3612.9760 15605.5295 10 31.45 None 1086.5538 SITVNEAQSR 375.1163 1086.5530 15.4174 1393 2 543.7802 ‐1.9911
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2643.1330 15605.5295 10 31.45 None 1727.8487 ALETAFAQYGDVIDSK 25705.2300 1727.8498 30.3647 40400 2 864.4285 0.8479
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2643.1330 15605.5295 10 31.45 None 1104.5644 SITVNEAQSR 897.4500 1104.5713 16.2448 1419 2 552.7893 5.1802
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2643.1330 15605.5295 10 31.45 None 1414.6849 TAFAQYGDVIDSK 243.4075 1414.6935 29.3237 2371 2 707.8504 5.24
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2643.1330 15605.5295 10 31.45 None 733.3727 GDVIDSK 226.2448 733.3718 29.5750 1639 1 733.3718 ‐0.9367
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2643.1330 15605.5295 10 31.45 None 1086.5538 SITVNEAQSR 374.0918 1086.5568 17.3666 1394 2 543.7821 1.72
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1954.9136 GLTDELGAEAMMFEALEK 3344.7850 1954.9080 39.8810 9409 2 977.9576 ‐2.2021
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1268.6733 ITLDPEDPAAVK 23497.1200 1268.6739 24.1511 9254 2 634.8406 ‐0.3156
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1032.5837 FQAAVDILR 6047.3410 1032.5859 17.2368 5558 2 516.7966 0.7528
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1194.5307 SDAVEAMESQK 2837.8650 1194.5283 17.5675 2991 2 597.7678 ‐2.9909
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1991.9590 AQLDELKSDAVEAMESQK 1631.3430 1991.9600 28.2430 6575 3 664.6582 ‐0.1818
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1866.9192 IKHDIDTETQDIPDAR 6506.5400 1866.9228 19.0920 5743 3 622.9791 1.0335
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1525.8108 EKITLDPEDPAAVK 3835.5550 1525.8105 22.8737 3154 3 509.2750 ‐1.5723
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 757.4567 AAVDILR 205.6206 757.4585 16.8171 2548 1 757.4585 2.08
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1944.6100 25160.2295 9 34.09 None 1848.9086 IKHDIDTETQDIPDAR 191.1504 1848.9181 19.6681 1229 2 924.9627 5.07
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 6694.9710 2861.4546 39.0512 7334 3 954.4897 1.97
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1108.6725 GVLLIGPPGTGK 1902.2850 1108.6712 17.0429 6348 2 554.8392 ‐2.4043
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 rbamidomethyl+C 2103.0540 AKENAPCIVFVDEIDAVGR 861.5992 2103.0545 33.4513 3048 3 701.6897 ‐0.2733
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1655.8487 VPSSTTTTPASAPTPAAV 599.7051 1655.8433 21.0996 1862 2 828.4253 ‐3.1913
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 rbamidomethyl+C 1903.9219 ENAPCIVFVDEIDAVGR 100.4929 1903.9646 18.6264 7486 3 635.3264 21.6335
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1085.5837 QVSVDVPDVK 301.5167 1085.5875 23.2364 2911 2 543.2974 2.1876
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 962.4425 EIDDSIDR 1078.9690 962.4522 31.8922 1328 1 962.4522 10.61
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 2226.0563 MMARNSMSEKLAEDIDSAVK 1682.3420 2226.0701 30.1514 4622 3 742.6949 5.54
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1623.8081 IVAGMEGTVMTDGKSK 999.9078 1623.8029 30.5247 3961 2 812.4051 ‐3.2273
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 2536.2340 2352.1015 40.0612 2537 2 1176.5544 ‐0.1959
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1736.8371 NSMSEKLAEDIDSAVK 2050.9780 1736.8343 28.3951 1756 3 579.6163 ‐2.6530
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 1266.6325 EIDDSIDRIVAG 705.8130 1266.6253 37.5777 7202 1 1266.6253 ‐3.7508
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 360.8733 74328.6588 13 17.12 None 2208.0457 MMARNSMSEKLAEDIDSAVK 589.3315 2208.0368 30.8013 2804 2 1104.5220 ‐2.7842
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 171093.6000 2304.0613 32.3989 284472 2 1152.5343 ‐0.9236
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1780.8098 EGPPVFEQPEMTYEK 124565.8000 1780.8105 26.4538 267528 2 890.9089 0.6996
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1697.7613 GLAYDTSDDQQDITR 148574.1000 1697.7622 20.3869 254442 2 849.3848 0.6742
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2347.1888 VQLAETYLSQAALGDANADAIGR 157330.1000 2347.1826 31.5565 254392 2 1174.0950 ‐1.0526
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 rbamidomethyl+C 2150.1315 VPIICTGNDFSTLYAPLIR 36626.0500 2150.1245 21.3406 211270 2 1075.5659 ‐2.0952
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 39818.8200 2823.4536 23.7536 152072 3 941.8227 ‐0.4962
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 rbamidomethyl+C 1212.5752 SFQCELVMAK 60636.0300 1212.5759 24.6823 145756 2 606.7916 ‐0.3540
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 rbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1152.7139 VPLILGIWGGK 103449.8000 1152.7143 21.3997 131467 2 576.8608 ‐0.7831
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1059.6197 NFLTLPNIK 31186.9200 1059.6192 19.0011 107375 2 530.3132 ‐1.8427



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2083.9973 LMEYGNMLVMEQENVKR 27731.0000 2083.9975 17.6095 102891 3 695.3373 ‐0.4943
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1007.5408 FVESLGVEK 9421.1890 1007.5377 21.4091 82739 2 504.2725 ‐4.5577
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 18646.1700 3324.5780 19.5845 79894 4 831.9000 ‐0.3801
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 940.4676 FYWAPTR 3119.0820 940.4675 16.0733 53602 2 470.7374 ‐1.6859
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 14094.6800 2384.0321 22.7427 51168 2 1192.5197 ‐1.4667
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1927.8962 LMEYGNMLVMEQENVK 5144.4770 1927.8960 30.5736 35678 2 964.4517 0.5442
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1340.6382 FYWAPTREDR 7772.9940 1340.6391 15.1562 33232 3 447.5512 ‐0.9700
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 4742.0310 3943.8376 21.2768 32087 3 1315.2841 0.3211
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 1918.9750 4543.1105 20.6613 14970 4 1136.5331 0.3389
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 809.5244 LVVHITK 26311.6300 809.5243 17.7302 12925 2 405.2658 ‐1.9832
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1135.6358 KFVESLGVEK 14688.6300 1135.6368 20.1743 50317 2 568.3221 ‐0.1948
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 630.3490 3167.6297 23.1848 4772 4 792.6629 0.5817
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1882.8777 GLAYDTSDDQQDITRGK 987.9660 1882.8738 27.8734 1799 3 628.2961 ‐2.9156
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 563.3300 FGALR 291.8028 563.3298 23.4307 36484 1 563.3298 ‐0.9494
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 696.4403 VVHITK 129.7934 696.4377 17.3273 23067 1 696.4377 ‐3.7987
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 597.3719 VHITK 14314.3300 597.3720 17.7278 6140 1 597.3720 ‐0.2727
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 2736.3199 FQAPMGTGTHHAVLSSYEYVSQGLR 499.0522 2736.3097 19.3299 5602 3 912.7747 ‐3.3599
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1053.6455 PLILGIWGGK 815.9854 1053.6460 21.3973 3210 1 1053.6460 1.29
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 956.5928 LILGIWGGK 273.5328 956.5932 21.4003 2553 1 956.5932 1.96
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 822.4468 YVSQGLR 203.5032 822.4477 19.9805 2279 1 822.4477 1.65
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 843.5087 ILGIWGGK 424.1265 843.5092 21.4081 2206 1 843.5092 0.9955
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1001.5010 INDLDAGAGR 2169.7580 1001.4950 31.2441 2164 1 1001.4950 ‐5.0655
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1033.5095 MEQENVKR 146.1766 1033.5092 17.5105 2037 2 517.2582 ‐1.7166
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1369.7209 IKDEDIVTLVDQ 341.2421 1369.7231 22.2248 2011 3 457.2459 0.0249
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1293.5553 DTSDDQQDITR 610.2198 1293.5544 20.3860 1953 1 1293.5544 1.43
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1342.6710 QAALGDANADAIGR 422.9266 1342.6751 33.1295 1838 2 671.8412 2.68
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 888.4140 MGINPIMM 227.5005 888.4163 31.2583 1794 1 888.4163 3.1217
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 860.4876 KFVESLGV 223.2132 860.4876 20.2031 1764 1 860.4876 0.4515
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 632.3614 SLGVEK 123.6957 632.3630 20.4691 1677 1 632.3630 2.32
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 760.3948 QQDITR 109.8571 760.3979 22.4018 1603 1 760.3979 4.1618
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1290.6477 PGQSIDFFGALR 130.3642 1290.6517 22.8935 1598 2 645.8295 2.99
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1301.5718 FEQPEMTYEK 481.0240 1301.5722 26.4486 1424 1 1301.5722 2.07
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1160.5178 TSDDQQDITR 171.7545 1160.5108 22.3041 1208 1 1160.5108 ‐4.5635
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1077.4807 SDDQQDITR 729.0883 1077.4791 20.3861 1173 1 1077.4791 ‐0.2707
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1516.7894 IKDEDIVTLVDQF 245.4896 1516.7833 23.7628 890 1 1516.7833 ‐1.2103
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1594.7458 PPVFEQPEMTYEK 441.7143 1594.7477 25.9875 856 2 797.8775 1.0603
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1888.8779 PIMMSAGELESGNAGEPAK 592.8745 1888.8872 32.3930 788 2 944.9472 5.36
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1456.6187 YDTSDDQQDITR 610.3179 1456.6153 20.3942 786 1 1456.6153 0.2376
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 922.4570 FYWAPTR 150.6297 922.4562 17.6104 2758 1 922.4562 ‐0.2141
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 None 1679.7507 GLAYDTSDDQQDITR 376.7273 1679.7514 20.3851 879 2 840.3793 0.4467
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 43811.9400 48785.7367 108 69.39 rbamidomethyl+C 1195.5486 SFQCELVMAK 264.2976 1195.5488 25.0274 2461 2 598.2781 ‐0.8559
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 192944.6000 2304.0613 32.3989 284472 2 1152.5343 ‐0.9758
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1780.8098 EGPPVFEQPEMTYEK 156685.1000 1780.8105 26.4514 262197 2 890.9089 0.7010
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 2347.1888 VQLAETYLSQAALGDANADAIGR 127599.1000 2347.1825 31.5556 251947 2 1174.0949 ‐1.1534
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 rbamidomethyl+C 1212.5752 SFQCELVMAK 104146.2000 1212.5759 24.6823 145756 2 606.7916 ‐0.2638
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 rbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1007.5408 FVESLGVEK 9450.2370 1007.5377 21.4091 82739 2 504.2725 ‐4.4407
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1927.8962 LMEYGNMLVMEQENVK 3903.7650 1927.8962 30.5707 34698 2 964.4517 0.6114
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 809.5244 LVVHITK 38978.1700 809.5243 17.7302 12925 2 405.2658 ‐1.8405
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 370.6447 3943.9238 37.5570 6213 3 1315.3128 22.5258
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 2350.1384 LVNSREGPPVFEQPEMTYEK 202.3146 2350.0883 32.6715 2717 2 1175.5478 ‐19.7664
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1129.6324 AAAVSTVGAINR 395.5478 1129.6050 18.9982 1246 2 565.3061 ‐25.3330
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1135.6358 KFVESLGVEK 18784.0900 1135.6368 20.1743 50317 2 568.3221 ‐0.0945
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3094.2990 2503.2886 30.0717 17260 3 835.1011 ‐0.4680
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 761.4040 ESLGVEK 494.9819 761.4032 21.3979 8083 1 761.4032 ‐0.6548
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 597.3719 VHITK 19790.6100 597.3720 17.7278 6140 1 597.3720 ‐0.0655
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 959.4541 GDANADAIGR 558.0485 959.4555 31.5589 5379 1 959.4555 2.61
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 rbamidomethyl+C 850.4162 CELVMAK 16677.6000 850.4166 24.6864 4422 1 850.4166 1.30
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 498.3035 HITK 4072.2530 498.3032 17.7301 4207 1 498.3032 ‐1.1936
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1342.6710 QAALGDANADAIGR 284.8737 1342.6751 33.1295 1838 2 671.8412 2.01
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 860.4876 KFVESLGV 255.4988 860.4876 20.2031 1764 1 860.4876 0.7321
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 632.3614 SLGVEK 107.0123 632.3630 20.4691 1677 1 632.3630 2.02
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 696.4403 VVHITK 1789.5860 696.4408 17.7297 1573 1 696.4408 0.9040
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1445.7635 VQLAETYLSQAALG 194.5179 1445.7687 30.5079 1536 2 723.3880 3.57
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1301.5718 FEQPEMTYEK 500.9067 1301.5722 26.4486 1424 1 1301.5722 2.44
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1232.5472 MGINPIMMSAGE 522.4168 1232.5507 32.3840 1193 1 1232.5507 4.00
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1576.7352 PPVFEQPEMTYEK 478.3979 1576.7354 28.1165 1063 2 788.8713 ‐0.0008
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1103.5046 MGINPIMMSAG 312.6652 1103.5062 32.3362 1008 1 1103.5062 3.0990
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1146.5612 NVQLPGMYNK 257.1960 1146.5571 37.1837 858 1 1146.5571 ‐1.7578
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 29197.7100 48785.7367 108 69.39 None 1888.8779 PIMMSAGELESGNAGEPAK 637.2342 1888.8872 32.3930 788 2 944.9472 5.56
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 rbamidomethyl+C 2150.1315 VPIICTGNDFSTLYAPLIR 27573.2900 2150.1245 21.3406 211270 2 1075.5659 ‐1.7897
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 57856.1000 2823.4536 23.7536 152072 3 941.8227 ‐0.5583
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1152.7139 VPLILGIWGGK 78417.2000 1152.7143 21.3997 131467 2 576.8608 ‐0.7070
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1059.6197 NFLTLPNIK 30785.9500 1059.6192 19.0011 107375 2 530.3132 ‐1.7880
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 2083.9973 LMEYGNMLVMEQENVKR 39158.2300 2083.9975 17.6095 102891 3 695.3373 ‐0.3927
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 23302.1100 3324.5780 19.5845 79894 4 831.9000 0.1194
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 940.4676 FYWAPTR 5770.3230 940.4675 16.0733 53602 2 470.7374 ‐1.6587
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 27947.8600 2384.0321 22.7427 51168 2 1192.5197 ‐1.1074
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1340.6382 FYWAPTREDR 7448.3210 1340.6391 15.1562 33232 3 447.5512 ‐0.7039



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 4661.3650 3943.8376 21.2768 32087 3 1315.2841 0.0109
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 2347.1888 VQLAETYLSQAALGDANADAIGR 1854.5390 2347.1949 18.7950 16018 2 1174.1011 4.40
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTNVQLP 3703.1950 4543.1105 20.6613 14970 4 1136.5331 ‐0.0831
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 rbamidomethyl+C 1212.5752 SFQCELVMAK 4827.4170 1212.5764 16.0249 7569 2 606.7919 0.1383
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1780.8098 EGPPVFEQPEMTYEK 4710.4120 1780.8084 16.6973 5415 2 890.9078 ‐0.3065
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 rbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 1682.8400 3167.6297 23.1848 4772 4 792.6629 1.00
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 798.5084 LTLPNIK 755.6031 798.5088 19.0025 6585 1 798.5088 0.4410
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 2736.3199 FQAPMGTGTHHAVLSSYEYVSQGLR 580.8061 2736.3097 19.3299 5602 3 912.7747 ‐3.4028
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1193.5698 YWAPTREDR 2874.7950 1193.5716 15.1525 3962 2 597.2894 0.5384
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1053.6455 PLILGIWGGK 1149.6530 1053.6460 21.3973 3210 1 1053.6460 1.69
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 793.3992 YWAPTR 264.7744 793.4014 16.0668 2750 1 793.4014 2.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 956.5928 LILGIWGGK 181.9336 956.5932 21.4003 2553 1 956.5932 0.9564
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 843.5087 ILGIWGGK 260.6981 843.5092 21.4081 2206 1 843.5092 0.6957
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 730.4246 LGIWGGK 237.7195 730.4245 21.4037 2053 1 730.4245 ‐0.5484
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 732.4403 YAPLIR 260.3636 732.4402 21.3445 1919 1 732.4402 ‐0.3535
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 1516.7894 IKDEDIVTLVDQF 270.8347 1516.7833 23.7628 890 1 1516.7833 ‐1.5302
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 rbamidomethyl+C 1194.5646 SFQCELVMAK 589.1348 1194.5610 17.1035 4079 2 597.7842 ‐3.9372
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 12867.9000 48785.7367 108 69.39 None 922.4570 FYWAPTR 104.9059 922.4562 17.6104 2758 1 922.4562 ‐0.5163
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3366.7690 16876.7423 2 11.41 rbamidomethyl+C( 1903.8743 EAFSLFDKDGDGCITTK 29508.7400 1903.8774 27.5617 35581 3 635.2973 0.7304
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3366.7690 16876.7423 2 11.41 rbamidomethyl+C( 1556.7261 SLFDKDGDGCITTK 355.1737 1556.7265 25.8324 1039 2 778.8669 0.0859
NP_850372.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 74.3747 110380.9375 3 1.4 None 1148.5946 LATPELEYGR 7162.2830 1148.5960 22.9476 8984 2 574.8016 0.0495
NP_850372.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 74.3747 110380.9375 3 1.4 None 2778.3127 RTPPTPQDEMRAGMSYFHETIWK 271.9430 2778.3186 20.1499 1552 2 1389.6630 4.28
NP_850372.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 74.3747 110380.9375 3 1.4 None 1291.6212 RTPPTPQDEMR 246.2939 1291.6194 20.4868 2570 2 646.3133 ‐2.2016
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 1148.5946 LATPELEYGR 9590.0350 1148.5960 22.9444 8079 2 574.8016 0.1721
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 1489.7950 AIPWIFAWTQTR 163.2066 1489.7843 27.1202 1153 2 745.3958 ‐7.4939
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 2622.2116 TPPTPQDEMRAGMSYFHETIWK 734.1739 2622.2078 33.8559 4853 3 874.7408 ‐1.1749
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 1448.7492 EIQAAFRTDEIR 655.8170 1448.7576 24.3588 1340 3 483.5907 4.0816
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 863.4258 PELEYGR 246.0377 863.4252 21.1237 860 1 863.4252 0.0595
NP_850373.4 phosphoenolpyruvate carboxylase 2 Arabidopsis thaliana 101.6187 110380.9375 6 1.4 None 1431.7227 EIQAAFRTDEIR 213.4030 1431.7197 25.4989 1713 2 716.3635 ‐2.4781
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 964.5098 VLDVYEAR 40712.6200 964.5102 20.3537 69557 2 482.7588 ‐1.1241
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1881.8721 GMFGMTTDPAAVQELEGK 8913.5360 1881.8737 32.0152 28821 2 941.4405 1.19
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1475.7563 DLQFELIPVDMR 38283.7300 1475.7562 36.4250 25824 2 738.3817 ‐0.4456
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 936.5401 VLATLYEK 4290.4250 936.5384 20.9656 16944 2 468.7728 ‐3.3948
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1544.7479 AITQYLAEEYSEK 5823.9340 1544.7508 26.4166 15180 2 772.8790 1.14
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 7348.7950 2981.4982 22.6346 13035 3 994.5043 ‐0.0017
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1286.6344 VHGVPMSTATMR 7841.6690 1286.6381 18.9081 7435 2 643.8227 2.0971
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1858.9069 AITQYLAEEYSEKGEK 19861.8500 1858.9092 24.6805 22540 3 620.3079 0.3653
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 Oxidation+M(11) 2220.1515 VHGVPMSTATMRVLATLYEK 617.5568 2220.1483 20.7915 824 3 740.7210 ‐1.7971
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 724.3876 ATLYEK 2434.4760 724.3863 20.9647 3687 1 724.3863 ‐1.7691
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1050.5071 GVPMSTATMR 125.5768 1050.5044 19.5951 1306 2 525.7559 ‐3.8588
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6029.8360 29288.6628 27 38.40 None 1864.8456 GMFGMTTDPAAVQELEGK 263.8586 1864.8525 33.5647 917 2 932.9299 4.51
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 964.5098 VLDVYEAR 43082.0600 964.5102 20.3537 69557 2 482.7588 ‐1.0015
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1881.8721 GMFGMTTDPAAVQELEGK 11621.4200 1881.8737 32.0152 28821 2 941.4405 1.48
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1475.7563 DLQFELIPVDMR 43179.8700 1475.7562 36.4250 25824 2 738.3817 ‐0.3897
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 936.5401 VLATLYEK 7808.8220 936.5384 20.9656 16944 2 468.7728 ‐3.2686
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1544.7479 AITQYLAEEYSEK 6345.4720 1544.7508 26.4166 15180 2 772.8790 1.83
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1286.6344 VHGVPMSTATMR 11836.3500 1286.6381 18.9081 7435 2 643.8227 2.1776
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 761.4192 VSEWIK 124.3696 761.4042 24.1314 2223 1 761.4042 ‐19.4255
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1858.9069 AITQYLAEEYSEKGEK 19231.1000 1858.9092 24.6805 22540 3 620.3079 0.2386
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 724.3876 ATLYEK 2916.6880 724.3863 20.9647 3687 1 724.3863 ‐1.5264
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 615.3137 VSEWI 53.7092 615.3123 24.4923 1952 1 615.3123 ‐2.4950
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1674.7857 TQYLAEEYSEKGEK 6012.9040 1674.7914 24.6947 1774 2 837.8994 3.21
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 617.3076 PVDMR 154.9224 617.3067 36.4357 1185 1 617.3067 ‐1.5446
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 946.4993 VLDVYEAR 247.0125 946.4959 21.2611 1400 1 946.4959 ‐2.4404
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1268.6238 VHGVPMSTATMR 311.2367 1268.6289 18.9191 1012 3 423.5478 2.0185
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 6223.3890 29288.6628 27 38.40 None 1841.8804 AITQYLAEEYSEKGEK 340.0500 1841.8756 25.3729 2314 2 921.4414 ‐2.1476
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C( 1782.7963 VISELGDSAFEDQCGR 52707.9600 1782.7967 24.7814 69900 2 891.9020 0.5268
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C 2043.0117 VCPSHVLDFQPGDAFVVR 41062.0200 2043.0125 18.9257 60870 3 681.6757 ‐0.2254
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 15155.6700 2385.0987 23.0079 60029 2 1193.0530 ‐1.6907
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C( 1652.8789 VENIVVIGHSACGGIK 37824.3100 1652.8802 23.5442 52861 3 551.6316 ‐0.4019
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1906.0433 EAVNVSLANLLTYPFVR 133860.0000 1906.0421 23.5428 50918 2 953.5247 ‐0.0366
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C 1235.5184 YMVFACSDSR 42838.5100 1235.5201 22.6948 50713 2 618.2637 0.4459
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1019.5408 AFDPVETIK 18959.8800 1019.5423 24.3548 43179 2 510.2748 0.0805
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1468.7318 YETNPALYGELAK 24940.7300 1468.7337 25.0647 35490 2 734.8705 0.8577
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1245.6296 NIANMVPPFDK 10035.5700 1245.6313 28.6146 28723 2 623.3193 0.4151
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 948.4462 GGYYDFVK 7645.5580 948.4472 23.6634 22166 2 474.7272 ‐0.5052
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1660.9057 YGGVGAAIEYAVLHLK 3380.8480 1660.9089 21.9560 16669 3 554.3078 0.7367
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1776.9338 VEQITAALQTGTSSDKK 1082.2130 1776.9339 21.4248 9025 3 592.9828 ‐0.9061
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1725.8694 EKYETNPALYGELAK 28122.8200 1725.8718 23.4661 63897 3 575.9621 0.3412
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 2318.2562 TVAAAKVEQITAALQTGTSSDKK 654.9547 2318.2741 19.0502 1154 3 773.4296 7.40
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 490.2871 ETIK 167.8902 490.2859 22.5332 10646 1 490.2859 ‐3.2984
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1193.6677 ANLLTYPFVR 405.2155 1193.6678 22.9231 2951 2 597.3375 ‐0.9729
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 930.4390 NMVPPFDK 156.0300 930.4418 25.8429 2852 1 930.4418 3.36
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C 842.3462 FACSDSR 1042.7290 842.3473 22.7017 2254 1 842.3473 1.01
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 rbamidomethyl+C 941.4146 VFACSDSR 886.7063 941.4155 22.7033 1960 1 941.4155 1.36
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 834.4032 YYDFVK 234.3334 834.4055 23.6579 1872 1 834.4055 3.0368
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 864.4825 ALYGELAK 264.0819 864.4824 24.1091 1737 1 864.4824 0.2928
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 789.4141 IEDWVK 91.3791 789.4099 24.8284 904 1 789.4099 ‐5.1083



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1001.5302 AFDPVETIK 196.4682 1001.5309 26.1691 1425 1 1001.5309 1.68
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 2301.2296 TVAAAKVEQITAALQTGTSSDKK 302.5592 2301.2429 20.2102 2574 3 767.7525 5.37
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 22671.6400 29846.1815 51 66.67 None 1228.6031 NIANMVPPFDK 231.9936 1228.6048 29.9023 2083 2 614.8061 0.4876
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 rbamidomethyl+C( 1782.7963 VISELGDSAFEDQCGR 32983.2800 1782.7967 24.7814 69900 2 891.9020 0.5426
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 rbamidomethyl+C( 1652.8789 VENIVVIGHSACGGIK 33886.2400 1652.8802 23.5442 52861 3 551.6316 ‐0.5752
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 rbamidomethyl+C 1235.5184 YMVFACSDSR 70314.1800 1235.5201 22.6948 50713 2 618.2637 0.5331
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1019.5408 AFDPVETIK 20695.1100 1019.5423 24.3548 43179 2 510.2748 0.1958
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1468.7318 YETNPALYGELAK 35987.9800 1468.7337 25.0647 35490 2 734.8705 0.9145
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1245.6296 NIANMVPPFDK 10503.1400 1245.6313 28.6146 28723 2 623.3193 0.5010
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 948.4462 GGYYDFVK 4488.2250 948.4472 23.6634 22166 2 474.7272 ‐0.3805
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1776.9338 VEQITAALQTGTSSDKK 756.8744 1776.9381 21.2885 5790 3 592.9842 1.51
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 675.6674 2385.1191 37.8353 2102 2 1193.0632 6.17
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1725.8694 EKYETNPALYGELAK 34405.6600 1725.8718 23.4661 63897 3 575.9621 0.1844
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 490.2871 ETIK 101.6023 490.2858 22.4953 3316 1 490.2858 ‐3.4533
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 930.4390 NMVPPFDK 192.4739 930.4418 25.8429 2852 1 930.4418 4.0737
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 rbamidomethyl+C 842.3462 FACSDSR 1078.5200 842.3473 22.7017 2254 1 842.3473 1.57
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 765.3414 EKYETN 5221.5340 765.3406 23.4568 2188 1 765.3406 ‐0.6385
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 rbamidomethyl+C 941.4146 VFACSDSR 1076.5050 941.4155 22.7033 1960 1 941.4155 2.0568
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 864.4825 ALYGELAK 277.8714 864.4824 24.1091 1737 1 864.4824 0.5745
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9940.4420 29846.1815 51 66.67 None 1758.9232 VEQITAALQTGTSSDKK 529.1860 1758.9268 22.5333 4092 3 586.9804 0.8508
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 rbamidomethyl+C 2043.0117 VCPSHVLDFQPGDAFVVR 52356.0400 2043.0125 18.9257 60870 3 681.6757 ‐0.1147
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 22629.7600 2385.0987 23.0079 60029 2 1193.0530 ‐1.3311
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 1245.6296 NIANMVPPFDK 23238.9000 1245.6302 17.7277 52885 2 623.3188 ‐0.3179
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 1906.0433 EAVNVSLANLLTYPFVR 96458.2400 1906.0421 23.5428 50918 2 953.5247 0.2128
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 1660.9057 YGGVGAAIEYAVLHLK 2313.5280 1660.9089 21.9560 16669 3 554.3078 0.9319
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 3120.6041 GAFELWGLEFGLSETSSVKDVATILHWK 431.8101 3120.6211 23.7304 3239 3 1040.8785 6.87
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 1001.4761 ANMVPPFDK 148.1940 1001.4753 19.0370 21716 1 1001.4753 ‐0.1249
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 1018.5026 ANMVPPFDK 754.4670 1018.5015 17.7295 2976 1 1018.5015 ‐0.3960
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 12825.3400 29846.1815 51 66.67 None 789.4141 IEDWVK 110.1766 789.4099 24.8284 904 1 789.4099 ‐5.4065
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 53.1598 53862.4089 1 4.12 None 1996.1260 IGLAGLAVMGQNLALNIAEK 1291.7830 1996.1235 23.0502 7956 2 998.5654 ‐0.4616
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1096.5786 YLFAGVVDGR 29973.9600 1096.5793 17.5686 58689 2 548.7933 ‐0.5438
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1181.6313 GVTAFGFDLVR 24316.2600 1181.6339 19.8206 43894 2 591.3206 1.1714
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1199.5732 FALESFWDGK 38344.7700 1199.5744 20.0286 41591 2 600.2908 0.1199
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 rbamidomethyl+C( 2213.1457 MLAVLEQNILWVNPDCGLK 24609.3500 2213.1389 22.0479 36497 2 1107.0731 ‐1.5024
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 2310.3068 LNLPILPTTTIGSFPQTVELR 8551.7640 2310.3003 22.1381 33944 2 1155.6538 ‐0.9551
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1790.9622 GMLTGPVTILNWSFVR 25982.6400 1790.9623 23.3270 22075 2 895.9848 0.6050
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 rbamidomethyl+C 2300.2167 LVVSTSCSLLHTAVDLINETK 2531.5860 2300.2168 21.8981 15367 3 767.4104 ‐0.1634
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 2427.2013 AAGASWIQLDEPLFVMDLEGHK 920.1774 2427.2105 22.3466 4768 3 809.7417 3.79
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 2012.9422 YGFTSGEIGLDVYFSMAR 298.9252 2012.9826 20.4272 7895 2 1006.9949 21.1303
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 2171.0363 ALAGQTNESFFTANADALSSR 188.2483 2171.0072 22.5514 4748 2 1086.0072 ‐11.9455
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1021.5465 SWLAFAAQK 205.5865 1021.5492 19.8066 2258 2 511.2783 1.97
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3652.8490 2438.4042 21.0282 27904 3 813.4729 0.9692
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 rbamidomethyl+C 2543.3386 DKLVVSTSCSLLHTAVDLINETK 192.7521 2543.3598 23.2045 4846 3 848.4581 8.99
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 1434.7410 SDIWKQMSAAGIK 266.1818 1434.7311 14.5252 1145 3 478.9152 ‐8.1167
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 673.3628 AGVVDGR 1524.1710 673.3621 17.5815 3857 1 673.3621 ‐1.5470
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 987.4854 TANADALSSR 572.0070 987.4872 20.5046 2617 1 987.4872 2.17
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 981.4676 LESFWDGK 1862.7090 981.4709 20.0307 2596 1 981.4709 3.49
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 706.3883 GFDLVR 4281.8800 706.3908 19.8150 2548 1 706.3908 3.07
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 None 924.4938 AFGFDLVR 901.5733 924.4946 19.8181 2014 1 924.4946 1.93
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2742.6720 84926.1401 20 25.36 rbamidomethyl+C 972.4819 DKLVVSTSC 72.7737 972.4856 24.7648 1978 1 972.4856 4.83
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1344.7192 LLIQNQDEMIK 1229.7910 1344.7190 24.7502 27092 2 672.8632 ‐0.6959
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1207.6317 AVAGAGVLSGYDK 6787.0710 1207.6310 22.3016 18235 2 604.3191 ‐1.5261
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1084.4836 MMMTSGEAVK 3337.0920 1084.4848 17.8732 15355 2 542.7460 ‐0.0056
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 rbamidomethyl+C 881.3934 GIGDCFGR 9366.4430 881.3944 19.4363 6765 2 441.2008 ‐0.5167
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1408.7219 TIKDEGFGSLWR 963.1133 1408.6905 28.2156 22465 2 704.8489 ‐22.7858
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 2032.0208 GFTNFALDFLMGGVSAAVSK 134.5566 2031.9694 31.4316 4216 2 1016.4883 ‐24.4474
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 859.3978 NQDEMIK 744.4906 859.4005 24.7696 7982 1 859.4005 3.56
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1037.5262 AGAGVLSGYDK 838.6031 1037.5293 21.8230 2238 2 519.2683 1.56
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 rbamidomethyl+C 711.2879 GDCFGR 7415.7480 711.2863 19.4305 2181 1 711.2863 ‐2.0590
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 733.3668 GFTNFAL 72.9957 733.3686 33.5984 1524 1 733.3686 2.88
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 588.7417 41589.6888 11 14.17 None 1066.4730 MMMTSGEAVK 185.3971 1066.4739 16.7051 921 2 533.7406 ‐0.3139
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2251.1129 LEEYVEIPSDSGISFNVQPK 11542.3000 2251.1080 31.9217 16388 2 1126.0576 ‐0.7971
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 4013.9370 2719.2475 23.5030 9733 4 680.5673 ‐1.4731
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 2277.1609 DVLDGSSVGFVETLEADLAALR 11352.0900 2277.1621 47.8683 7867 2 1139.0847 1.62
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1717.9344 GTVHLIGLLSDGGVHSR 1647.3770 1717.9374 17.3379 7087 3 573.3173 0.6746
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 750.4145 IYAQGAK 1414.2800 750.4142 18.5685 1685 1 750.4142 ‐0.2672
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1069.6616 LDQVQLLLK 1232.7390 1069.6569 17.8461 1065 1 1069.6569 ‐3.1319
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 rbamidomethyl+C( 2811.3037 VNLPNGDMVGHTGDIEATVVACEAADR 399.4685 2811.3214 29.6146 1540 3 937.7786 6.99
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 737.5214 3076.4659 34.5398 3710 3 1026.1602 ‐3.2748
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1825.8975 MVMHAKALEYKDFDK 820.0533 1825.8931 31.8568 3041 2 913.4502 ‐2.0454
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 637.3304 YAQGAK 478.9255 637.3320 20.3275 5090 1 637.3320 2.1456
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1471.7427 IPSDSGISFNVQPK 244.2500 1471.7471 35.6222 941 2 736.3772 2.40
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  1168.9580 60934.9776 25 31.96 None 1145.6313 GTVHLIGLLSDG 474.2836 1145.6334 15.5585 761 2 573.3203 0.6558
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2251.1129 LEEYVEIPSDSGISFNVQPK 9898.8850 2251.1080 31.9217 16388 2 1126.0576 ‐0.8424
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 2214.4940 2719.2475 23.5030 9733 4 680.5673 ‐1.8359
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2277.1609 DVLDGSSVGFVETLEADLAALR 11493.3100 2277.1621 47.8683 7867 2 1139.0847 1.75
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 930.5367 ARDAILSGK 230.9249 930.5427 20.3699 5149 2 465.7750 4.22
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 2249.0721 AEPGANDQYLPSFVIVDDNGK 424.7556 2249.0804 31.1694 2780 3 750.3650 3.67
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1818.8691 GIYVVTADHGNAEDMVK 455.4817 1818.8683 23.5017 4904 3 606.9609 ‐1.5109



NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 rbamidomethyl+C( 2811.3037 VNLPNGDMVGHTGDIEATVVACEAADR 710.4154 2811.3214 29.6146 1540 3 937.7786 6.85
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1407.7015 GWDAQVLGEAPHK 364.9000 1407.7017 18.2916 1160 2 704.3545 ‐0.3439
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 1018.0880 3076.4659 34.5398 3710 3 1026.1602 ‐3.1264
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1825.8975 MVMHAKALEYKDFDK 476.4573 1825.8931 31.8568 3041 2 913.4502 ‐2.0352
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1488.7693 IPSDSGISFNVQPK 281.8655 1488.7745 31.4451 2231 2 744.8909 3.26
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1471.7427 IPSDSGISFNVQPK 394.7559 1471.7471 35.6222 941 2 736.3772 2.04
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis  994.6096 60934.9776 25 31.96 None 1800.8585 GIYVVTADHGNAEDMVK 325.7508 1800.8584 21.9393 1394 3 600.9576 ‐1.1755
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidop 1398.6430 25172.7537 3 24.23 None 1755.8701 STPFQPYSEVFGLQR 18546.7900 1755.8715 19.2214 28059 2 878.4394 1.84
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidop 1398.6430 25172.7537 3 24.23 None 4394.1027 SPEYLDGSLVGDYGFDPFGLGKPAEYLQFDLDSLD 982.2535 4394.0914 24.9017 2516 3 1465.3687 ‐0.2617
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidop 1398.6430 25172.7537 3 24.23 None 888.4785 SLDQNLAK 78.9289 888.4828 24.2723 3068 1 888.4828 5.0868
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1056.6048 AIALTVDTPR 9016.1870 1056.6015 23.2093 33630 2 528.8044 ‐4.4681
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 2011.9026 MDEANDSGLASYVAGQIDR 19280.0400 2011.9011 30.4142 29573 2 1006.4542 0.0934
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 15644.7800 2908.4353 24.7334 24362 3 970.1500 0.4934
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1143.6772 FTLPPNLTLK 17884.0800 1143.6786 18.5069 20406 2 572.3429 0.0712
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1875.0110 QLDYVPATISALEEVVK 8335.6210 1875.0108 22.3312 19318 2 938.0091 0.4393
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 992.5047 NFEGLDLGK 3860.0680 992.5051 25.4652 18451 2 496.7562 ‐1.0875
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 2439.0558 MVYDYYASGAEDQWTLQENR 2615.0550 2439.0479 29.6535 15641 2 1220.0276 ‐1.4438
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1780.8725 NHITTEWDTPRPSAR 1934.5500 1780.8752 19.4507 14759 3 594.2966 0.5076
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1517.7888 ISMPIMVAPTAMQK 8611.0170 1517.7895 18.6819 14267 2 759.3984 0.1567
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1231.6681 DVQWLQTITK 2483.9180 1231.6671 18.4700 12167 2 616.3372 ‐1.7616
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1225.6497 IDMTTTVLGFK 8221.0980 1225.6496 18.7396 11541 2 613.3285 ‐0.9897
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1718.9660 IAIQAGAAGIIVSNHGAR 3117.8450 1718.9687 16.2987 10235 3 573.6611 0.4534
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1318.5845 MAHPDGEYATAR 25924.4200 1318.5831 14.4666 8300 3 440.1992 ‐2.6544
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 787.4924 ILIDVSK 5968.3780 787.4923 21.8021 3856 2 394.2498 ‐2.0249
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 842.5094 VVEQLVR 3889.1120 842.5071 17.9409 2535 2 421.7572 ‐4.5272
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 rbamidomethyl+C( 2269.1138 VLQMLRDEFELTMALSGCR 392.9282 2269.1279 30.3780 2238 3 757.0475 5.68
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1466.7373 EITNVTEYDAIAK 431.7468 1466.7484 24.3910 1145 2 733.8778 7.1269
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1741.9820 ATQGRIPVFLDGGVRR 227.1780 1741.9699 22.2657 3551 3 581.3281 ‐8.0072
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1085.5487 WDTPRPSAR 272.5692 1085.5491 21.7055 3970 2 543.2782 ‐0.9040
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1451.7125 DSGLASYVAGQIDR 276.2933 1451.7201 29.0446 3806 2 726.3637 4.53
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 644.3726 EQLVR 166.0906 644.3728 17.6248 1741 1 644.3728 0.0410
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 674.4083 LIDVSK 434.2172 674.4072 21.7975 1445 1 674.4072 ‐1.9005
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 756.3709 AASAAGTIM 707.3151 756.3705 25.3804 1307 1 756.3705 ‐0.3853
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1552.8707 QGRIPVFLDGGVRR 276.6010 1552.8746 22.2336 805 2 776.9410 2.26
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 824.4989 VVEQLVR 306.9958 824.5011 20.4752 3979 2 412.7542 0.7956
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 974.4942 NFEGLDLGK 245.1806 974.4901 24.2563 1771 1 974.4901 ‐3.2773
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1125.6667 FTLPPNLTLK 169.3334 1125.6634 16.2959 1687 2 563.3354 ‐4.0290
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 975.4782 NFEGLDLGK 385.8986 975.4816 23.6300 2779 1 975.4816 4.34
NP_850584.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 5882.9380 40398.5855 29 70.03 None 1763.8460 NHITTEWDTPRPSAR 246.3111 1763.8407 18.2683 1067 3 588.6184 ‐4.0085
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 11878.4900 3655.8800 21.7119 67828 4 914.7255 0.1265
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 1395.7301 IFGSDGSVITMLR 5682.5490 1395.7302 19.5278 44472 2 698.3687 ‐0.3637
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 13594.3700 3072.4462 25.3911 33298 2 1536.7267 ‐1.1495
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 4255.1320 3187.6702 21.4737 26658 3 1063.2282 ‐1.7926
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 1933.9502 TSDVIGSDEGTHFTLQVK 1485.1570 1933.9520 16.5193 11724 3 645.3222 0.2937
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 2141.1277 IQLAAGIDGIQYVQFDYVK 330.5475 2141.1674 24.1190 2925 3 714.3940 18.1212
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 1043.5197 YVQFDYVK 274.8438 1043.5173 22.6619 2654 1 1043.5173 ‐1.4670
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3362.7140 32158.1143 8 47.65 None 1875.9752 VLPADPFVINHPDEHLV 80.7404 1875.9649 19.7473 1476 2 938.4861 ‐4.7489
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 1420.7431 VYVGQGQDGISAVK 14723.4000 1420.7432 20.6277 17969 2 710.8753 ‐0.3239
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 2096.9407 LSAIGGDEGTAWDDGAYDGVK 963.4661 2096.9394 27.1101 10422 2 1048.9733 0.3514
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 772.7448 2225.0357 24.9403 9646 3 742.3501 ‐0.3907
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 1220.6157 TSPPYGLETQK 4176.7140 1220.6181 18.9851 7353 2 610.8127 1.0325
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 1348.7107 TSPPYGLETQKK 7122.8970 1348.7127 16.9200 6129 3 450.2424 ‐0.3430
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 1892.9687 ASELLHQFGVHVMPLTN 370.3377 1892.9571 34.9773 762 2 946.9822 ‐5.5760
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 1527.5060 4275.0045 39.5693 5077 4 1069.5066 ‐5.8945
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 231.4672 2097.0165 30.5946 1843 2 1049.0119 21.0707
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 1160.6310 PPYGLETQKK 952.2017 1160.6309 16.9284 1436 2 580.8191 ‐1.0491
NP_850596.1 jacalin related lectin Arabidopsis thaliana 1485.8000 32022.7035 10 42.00 None 3833.8069 GAENIVGGEHGKPTLLGFEEFEIDYPSEYITAVEGT 3414.1280 3833.8082 39.5939 808 4 959.2075 ‐0.1180
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1774.8970 NYELPDGQVITIGAER 35949.0400 1774.8973 30.0946 50472 2 887.9523 0.4905
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1147.6027 EITALAPSSMK 22161.9600 1147.6058 22.3601 42817 2 574.3066 1.78
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1968.0801 IAPEEHPVLLTEAPLNPK 4912.8190 1968.0785 27.2077 24314 3 656.6977 ‐1.6446
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1176.5354 GYMFTTTAER 13156.7500 1176.5366 22.2031 22746 2 588.7720 0.0964
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1918.8640 YPIEHGVVSNWDDMEK 3221.4300 1918.8665 26.3921 14468 3 640.2937 0.4088
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 Oxidation+M(12) 2624.2284 LSFVAVDYEQEMETSKTSSSIEK 474.0841 2624.2169 30.1407 1050 3 875.4105 ‐4.1075
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 549.2701 PSSMK 388.4737 549.2707 21.8442 24999 1 549.2707 0.6250
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 804.4284 ALAPSSMK 211.8719 804.4237 23.4512 3934 1 804.4237 ‐5.3054
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 956.4506 MFTTTAER 355.0417 956.4524 22.1966 1001 1 956.4524 2.14
NP_850611.1 actin 2 Arabidopsis thaliana 2939.3730 41403.4527 10 25.34 None 1255.6641 PDGQVITIGAER 852.7799 1255.6569 30.0940 968 1 1255.6569 ‐3.5201
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 28415.7500 2140.1170 17.2268 75863 3 714.0438 0.6547
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 3106.7940 2573.3224 18.0887 33825 4 644.0860 3.12
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 1586.8319 MGNITPLTGTQGQIR 19849.7200 1586.8335 24.2364 33385 2 793.9204 0.8892
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 959.5156 DTIVNELR 23747.1600 959.5155 22.7403 30836 2 480.2614 ‐1.6893
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 rbamidomethyl+C 1211.5296 NQCQFIMDR 3854.0370 1211.5332 21.2791 23857 2 606.2703 2.0001
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 rbamidomethyl+C 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 7181.7430 2599.3276 23.2623 18742 3 867.1141 ‐0.6403
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 1345.6358 FFNAFVEAMNR 4897.7010 1345.6413 19.8130 18356 2 673.3243 3.43
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 986.4650 DAAPNANSAR 126.2812 986.4825 24.0565 1396 1 986.4825 18.6182
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 632.3111 NANSAR 88.5574 632.3083 24.2812 4663 1 632.3083 ‐4.7247
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 4068.4450 39360.3809 25 26.42 None 730.3631 AGGPSWR 122.3040 730.3602 22.1704 1452 1 730.3602 ‐4.0382
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1749.5150 39360.3809 25 26.42 None 1586.8319 MGNITPLTGTQGQIR 36363.2100 1586.8335 24.2364 33385 2 793.9204 0.9306
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1749.5150 39360.3809 25 26.42 rbamidomethyl+C 1211.5296 NQCQFIMDR 7005.8680 1211.5332 21.2791 23857 2 606.2703 2.0904



NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1749.5150 39360.3809 25 26.42 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 296.9058 2140.0619 21.3017 1775 3 714.0255 ‐25.1435
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1749.5150 39360.3809 25 26.42 None 1149.5899 NVGLDRPSDLV 109.2023 1149.5853 21.8404 2668 2 575.2963 ‐4.9969
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 23056.2900 2140.1170 17.2268 75863 3 714.0438 0.7438
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 2316.1040 2573.3224 18.0887 33825 4 644.0860 4.90
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 rbamidomethyl+C 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 5581.4530 2599.3276 23.2623 18742 3 867.1141 ‐0.6529
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1345.6358 FFNAFVEAMNR 7174.8000 1345.6413 19.8130 18356 2 673.3243 3.48
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1490.7598 NGNQTVLVDFDLR 380.7347 1490.7358 17.5238 23137 2 745.8715 ‐16.2756
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1586.8319 MGNITPLTGTQGQIR 109.0015 1586.8149 23.5768 906 2 793.9111 ‐10.6858
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1187.6419 QTVLVDFDLR 347.2921 1187.6458 18.4227 4109 1 1187.6458 4.60
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 2205.1047 ASFQNVGLDRPSDLVALSGGHT 277.2775 2205.1105 19.3249 2684 2 1103.0589 4.57
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 790.3842 SGGHTFGK 1728.5770 790.3881 17.2283 1880 1 790.3881 4.26
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1927.0032 GLDRPSDLVALSGGHTFGK 649.4261 1927.0057 17.2275 1309 2 964.0065 2.47
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2179.3420 39360.3809 25 26.42 None 1328.6092 FFNAFVEAMNR 110.4465 1328.6151 17.9518 2313 2 664.8112 3.73
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 rbamidomethyl+C 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 6675.9020 3136.5830 36.3221 80451 3 1046.1992 ‐0.3892
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 1750.9010 FADELIANAAYIGTPGK 35668.3600 1750.9022 18.7154 51450 2 875.9547 0.8847
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 1332.7005 GILAADESTGTIGK 36738.4100 1332.6997 22.0221 35564 2 666.8535 ‐1.3175
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 1488.8016 GILAADESTGTIGKR 10885.3900 1488.8036 20.3153 26748 3 496.9394 ‐0.0846
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 883.5247 EAGVLPGIK 560.2722 883.5340 21.6069 2756 2 442.2707 8.12
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 rbamidomethyl+C( 2523.1992 GTVELAGTNGETTTTGLDGLGDRCK 957.1128 2523.2151 30.3404 4118 3 841.7432 6.32
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 1349.6736 FADELIANAAYIG 186.2109 1349.6818 18.6326 2239 2 675.3446 5.53
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4121.2680 38915.2173 15 26.18 None 732.4363 TGTIGKR 104.2953 732.4402 21.3445 1919 1 732.4402 5.70
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 rbamidomethyl+C 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 4870.7170 3136.5830 36.3221 80451 3 1046.1992 ‐0.2272
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 1332.7005 GILAADESTGTIGK 35772.3300 1332.6997 22.0221 35564 2 666.8535 ‐1.2430
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 1488.8016 GILAADESTGTIGKR 8176.6740 1488.8036 20.3153 26748 3 496.9394 ‐0.2950
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 883.5247 EAGVLPGIK 563.2218 883.5340 21.6069 2756 2 442.2707 8.43
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 897.4312 GILAADESTG 689.2457 897.4332 20.3101 3716 2 449.2202 0.5827
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 1111.5630 GILAADESTGTI 235.2086 1111.5682 21.9505 1531 2 556.2878 3.84
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2135.5250 38915.2173 15 26.18 None 1049.5109 AADESTGTIGK 3399.2770 1049.5117 22.0099 1352 1 1049.5117 2.82
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 2108.1022 VQLLEIAQVPDEHVNEFK 5078.9840 2108.1013 31.3235 11006 3 703.3720 ‐0.9593
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 1348.7008 FFDNAIGVNVPR 10329.9000 1348.7021 17.6404 8896 2 674.8547 0.2666
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 1300.7359 SIPSIVELDSLK 6287.7560 1300.7370 31.8332 6776 2 650.8721 0.0816
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 2160.9808 DGWYPPGHGDVFPSLMNSGK 2846.0670 2160.9800 29.1426 1618 3 720.9982 ‐0.8136
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 1373.7100 VVADEFVPWPSK 2167.9940 1373.7222 30.6401 12552 2 687.3648 8.91
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 1274.6416 VADEFVPWPSK 253.7139 1274.6423 31.1063 1272 2 637.8248 ‐0.2271
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 958.3868 43920.6439 13 18.97 None 2142.9702 DGWYPPGHGDVFPSLMNSGK 231.7063 2142.9734 29.0070 1171 2 1071.9903 2.89
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 2108.1022 VQLLEIAQVPDEHVNEFK 3192.1580 2108.1013 31.3235 11006 3 703.3720 ‐1.0297
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 1300.7359 SIPSIVELDSLK 8694.2640 1300.7370 31.8332 6776 2 650.8721 0.1603
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 941.5125 MEIIPNPK 4629.5500 941.5130 22.3774 4020 2 471.2602 ‐0.8560
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 2160.9808 DGWYPPGHGDVFPSLMNSGK 5979.3930 2160.9800 29.1426 1618 3 720.9982 ‐0.8720
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 1568.8353 MEIIPNPKEVDGVK 201.5958 1568.7950 35.1986 8006 2 784.9011 ‐25.8060
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 835.0717 43920.6439 13 18.97 None 2208.1030 LEIPDNAVLENKDINGPEDL 222.0674 2208.0609 32.6059 7124 3 736.6918 ‐19.5351
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1556.8530 VSDIATVLQPGDTLK 12853.4000 1556.8533 28.5920 10945 2 778.9303 0.0031
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1196.6310 GFVPFSQISSK 5309.7960 1196.6342 17.5012 10797 2 598.8208 1.05
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1083.6521 GGLVALVEGLR 4296.9380 1083.6586 20.3859 9024 2 542.3329 4.61
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 rbamidomethyl+C( 1620.7799 SSAYLSVEQACIHR 1519.5890 1620.7806 22.2448 9001 3 540.9317 ‐0.8101
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1223.5790 FVEVDEEQTK 13894.7500 1223.5799 17.6694 8586 2 612.2936 ‐0.2283
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1082.4935 AEEMAQTFR 4382.9080 1082.4953 18.4124 5588 2 541.7513 0.4008
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 4053.9914 FQPESGLTLSSDGILGPLGSELPDDGVDLTVDDIP 4427.1590 4053.9808 44.9502 4445 3 1351.9985 ‐0.3791
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1142.6416 QLQAEDVIVK 8204.7440 1142.6430 22.3475 4394 2 571.8252 0.1463
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1241.6419 VMILSHDRDR 532.3542 1241.6471 26.7051 2345 2 621.3272 3.25
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1891.9794 SASVSPTIVAAVAMSSGQTK 256.4786 1891.9271 20.4717 2305 2 946.4672 ‐27.0660
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1128.5718 LEPTPGDMIR 252.4947 1128.5906 28.0498 1768 2 564.7989 15.4916
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1803.9375 EIPLKFVEVDEEQTK 466.4093 1803.9249 26.5361 3632 3 601.9798 ‐7.9200
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 2508.3490 VSDIATVLQPGDTLKVMILSHDR 2246.8710 2508.3685 20.2433 2099 3 836.7943 7.24
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 3508.6577 TSPMEGVAFTVDDFAAAIEQYDFNSEIGTRVK 877.2289 3508.6279 37.5193 1952 3 1170.2141 ‐7.0382
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1334.6474 KFVEVDEEQTK 216.8250 1334.6542 25.0014 2834 2 667.8307 4.98
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1851.5740 45338.6225 33 40.14 None 1065.6415 GGLVALVEGLR 307.2883 1065.6438 22.3758 996 2 533.3255 0.8590
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 1556.8530 VSDIATVLQPGDTLK 16316.3300 1556.8533 28.5920 10945 2 778.9303 0.0484
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 rbamidomethyl+C( 1620.7799 SSAYLSVEQACIHR 1240.0100 1620.7806 22.2448 9001 3 540.9317 ‐0.9907
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 4053.9914 FQPESGLTLSSDGILGPLGSELPDDGVDLTVDDIP 3388.0930 4053.9808 44.9502 4445 3 1351.9985 ‐0.0098
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 1308.6729 MASLAQQFSGLR 1413.8940 1308.7054 26.0139 6018 2 654.8563 24.1242
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 1128.5718 LEPTPGDMIR 131.7579 1128.5906 28.0498 1768 2 564.7989 15.5927
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 1803.9375 EIPLKFVEVDEEQTK 672.0660 1803.9366 31.7594 7045 2 902.4719 ‐0.1226
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 999.7913 45338.6225 33 40.14 None 3508.6577 TSPMEGVAFTVDDFAAAIEQYDFNSEIGTRVK 486.8966 3508.6279 37.5193 1952 3 1170.2141 ‐6.7921
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1196.6310 GFVPFSQISSK 10438.2900 1196.6342 17.5012 10797 2 598.8208 1.67
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1083.6521 GGLVALVEGLR 2062.6060 1083.6586 20.3859 9024 2 542.3329 4.63
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1177.6324 ASLAQQFSGLR 249.2989 1177.6328 19.8451 6107 2 589.3201 ‐0.6057
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 960.4931 IAQAEAMAR 543.0863 960.4685 17.5656 7024 2 480.7379 ‐27.1969
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1321.6535 NIQYELAWER 257.0719 1321.6432 23.8299 2840 1 1321.6432 ‐6.0478
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1223.5790 FVEVDEEQTK 75.4471 1223.5564 18.9358 881 2 612.2818 ‐19.3875
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 1546.7828 IAQAEAMARADMLR 433.1364 1546.7918 18.5512 4610 2 773.8996 5.84
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 2508.3490 VSDIATVLQPGDTLKVMILSHDR 3948.0170 2508.3685 20.2433 2099 3 836.7943 7.00
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 803.4046 ELAWER 82.4843 803.4045 22.9275 1821 1 803.4045 ‐0.2259
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 356.8874 45338.6225 33 40.14 None 943.4666 IAQAEAMAR 82.0750 943.4709 17.5510 11257 2 472.2391 3.0623
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1109.5950 LGEEGAPAIPR 89547.8600 1109.5957 20.7418 41022 2 555.3015 ‐0.5266
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1194.6001 TIEAYNIADGK 21019.8800 1194.6021 21.2941 39731 2 597.8047 0.6452
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1516.7067 WAQLPDPGDNFEK 23129.8500 1516.7070 27.5169 31541 2 758.8571 ‐0.0953
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1532.7703 WTEVETTGAKPSAR 29393.1600 1532.7712 16.9622 21574 3 511.5952 ‐0.8202
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1042.5164 LDEVGGPEAR 64796.2400 1042.5163 15.4417 20735 2 521.7618 ‐1.4403



NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1378.6161 TDDLYFYAVNSA 629.8597 1378.6166 31.5856 14308 2 689.8120 ‐0.2526
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1014.5731 SVFAHAVVGK 3953.2980 1014.5743 19.0101 13171 2 507.7908 ‐0.1979
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1677.8006 SYDTVTSEWTFLTK 845.4716 1677.8024 33.5196 13002 2 839.4048 1.1280
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 990.5367 GGAGFAVVQGK 9625.2210 990.5369 19.2883 11253 2 495.7721 ‐1.2429
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 825.4618 IYIFGGR 8243.7780 825.4618 16.5412 3107 2 413.2345 ‐1.8272
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 2996.4571 NGLLMHGGKLPTNERTDDLYFYAVNSA 1263.4790 2996.4465 22.3753 9533 3 999.4870 ‐2.7879
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1146.6378 RGGAGFAVVQGK 741.3912 1146.6413 17.4062 5044 2 573.8243 1.48
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1259.5903 QLPDPGDNFEK 468.3539 1259.5920 27.8104 15364 2 630.2996 0.4896
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 530.3297 VVQGK 287.6035 530.3301 18.2494 4956 1 530.3301 0.1645
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 601.3668 AVVQGK 85.3854 601.3687 20.8509 3458 1 601.3687 2.61
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 2373.1656 NGLLMHGGKLPTNERTDDLYF 666.9503 2373.1680 21.2030 1763 3 791.7275 0.8502
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 929.4323 DEVGGPEAR 400.9464 929.4341 15.4461 903 1 929.4341 2.08
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 916.4887 GAGFAVVQGK 143.1619 916.4874 16.5820 784 2 458.7474 ‐3.0314
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 973.5102 GGAGFAVVQGK 120.0835 973.5147 21.0034 6952 1 973.5147 5.70
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 10723.8000 28525.7349 20 49.43 None 1499.6801 WAQLPDPGDNFEK 255.5640 1499.6726 25.8475 5191 2 750.3399 ‐5.3769
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1496.7236 FIGTAGAASTMMNPK 15785.4100 1496.7244 15.7904 10632 2 748.8658 0.1942
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1428.7369 ISTYTIGPFQSSK 5387.9550 1428.7344 16.7839 9900 2 714.8708 ‐2.2815
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 954.5295 ILTEFFGK 259.6151 954.5238 27.2490 8666 1 954.5238 ‐5.1323
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1759.9225 REEFEEISIPILER 3661.1710 1759.9261 33.4263 5699 3 587.3136 1.0381
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 rbamidomethyl+C( 1744.8323 GSVIDQLGYCINSYR 2775.3820 1744.8323 18.8553 5268 2 872.9198 0.1963
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1768.8794 AFTPTQVMGMMLSNLK 1101.6440 1768.8806 23.6651 4465 2 884.9440 0.9544
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1346.6045 NAVESYVYDMR 2466.2090 1346.6039 26.2270 4365 2 673.8056 ‐1.1243
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1138.5197 EFEMALQDR 4591.0160 1138.5233 24.0144 3737 2 569.7653 1.90
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1603.8214 EEFEEISIPILER 3935.7610 1603.8192 35.4357 3523 2 802.4133 ‐1.4297
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 1934.8396 ASAEAAPASGDSDVNMQDAK 824.8112 1934.8431 17.3207 2426 2 967.9252 2.58
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 870.4680 VGDPVEVR 7001.2530 870.4691 16.8220 1728 2 435.7382 ‐0.4801
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 187.7471 1953.9837 34.4943 7523 2 977.4955 18.5711
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 2307.1921 VREFQVHESFPFSISLAWK 145.4181 2307.1474 36.8083 2579 3 769.7206 ‐19.6180
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 rbamidomethyl+C(2)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 rbamidomethyl+C( 1866.9167 VVGFDFGNENCLVAVAR 614.8212 1866.9122 34.5729 27226 2 933.9597 ‐1.9228
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 710.3508 TEFFGK 75.2433 710.3532 29.4633 1190 1 710.3532 3.62
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 781.8026 92422.3667 33 18.17 None 928.4007 ASAEAAPASGD 122.0633 928.4071 17.2873 1178 2 464.7072 5.77
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 1496.7236 FIGTAGAASTMMNPK 12685.3800 1496.7244 15.7904 10632 2 748.8658 0.3494
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 1428.7369 ISTYTIGPFQSSK 8278.4510 1428.7344 16.7839 9900 2 714.8708 ‐2.1419
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C( 1744.8323 GSVIDQLGYCINSYR 771.1786 1744.8323 18.8553 5268 2 872.9198 0.4086
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 1768.8794 AFTPTQVMGMMLSNLK 857.8137 1768.8806 23.6651 4465 2 884.9440 1.1722
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 2745.3883 SLPFSVTEGPDGYPLIHANYLGEIR 1625.3760 2745.3819 21.3712 4596 3 915.7988 ‐1.9748
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C(2)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C( 1953.9488 SVVGFDFGNENCLVAVAR 211.4115 1953.9878 22.4010 1174 2 977.4975 20.9417
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C( 2101.0491 VLSANPMAPLNIECLMAEK 347.9435 2100.9980 24.5395 973 2 1051.0026 ‐22.9885
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 2967.5278 ALSDAGLTVEDVHMVEVVGSGSRVPAMIK 916.5914 2967.5249 21.2659 14458 3 989.8465 ‐0.3796
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 2423.2608 RAFTPTQVMGMMLSNLKGIAEK 1870.0480 2423.2797 21.0615 10872 3 808.4314 7.70
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C(2)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C( 2927.4720 FDHIELAEKQKVLNECVEAEAWLR 372.8299 2927.4547 24.0017 1775 3 976.4898 ‐5.3607
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 750.3781 GPFQSSK 671.7649 750.3809 17.4890 2665 1 750.3809 3.50
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 2435.2785 LTVEDVHMVEVVGSGSRVPAMIK 427.9335 2435.2803 19.6125 2375 3 812.4316 0.6886
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 rbamidomethyl+C( 1762.8105 SVVGFDFGNENCLVAVA 162.8600 1762.8017 23.8848 771 2 881.9045 ‐4.5268
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 504.8868 92422.3667 33 18.17 None 2727.3777 SLPFSVTEGPDGYPLIHANYLGEIR 167.4865 2727.3888 19.1212 5094 3 909.8011 4.33
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 rbamidomethyl+C 1481.6941 GIELYCAPTADGSK 6175.6210 1481.6964 23.2531 15542 2 741.3518 1.24
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 2052.0495 VTIVQSSTVYNDTPATIDK 3681.7010 2052.0505 25.1594 15347 2 1026.5289 1.61
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 rbamidomethyl+C 2164.0380 CIWGQGDGSTIPVYDTPIGK 8359.3620 2164.0338 31.1530 14326 2 1082.5205 ‐0.8132
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 1603.8340 YHASAIHVPGPEVAR 1145.5630 1603.8363 20.8983 7788 3 535.2836 0.0600
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 1373.7246 NHVYLVMGAIEK 535.3879 1373.7284 21.1925 4096 2 687.3678 2.22
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 1074.5976 KLMPTSLER 3182.2350 1074.5996 19.4541 4542 2 537.8034 0.6736
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 745.4090 TPATIDK 142.4414 745.4065 25.8238 5851 1 745.4065 ‐3.1046
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 1424.6904 STVYNDTPATIDK 1186.4610 1424.6942 25.1876 2096 2 712.8508 2.55
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 985.4924 NHVYLVMGA 195.6215 985.4983 21.1713 1380 2 493.2528 4.07
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1402.7540 38551.4378 10 25.72 None 1356.6980 NHVYLVMGAIEK 222.5259 1356.6953 19.0047 1088 2 678.8513 ‐2.5799
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 1204.6783 TAGGLLLTETTK 52681.5000 1204.6799 23.9102 58121 2 602.8436 0.3439
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 906.4601 ASDVMAILS 1969.7980 906.4604 30.7972 33665 1 906.4604 1.17
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 6434.1150 2083.0939 27.7742 22616 3 695.0361 0.3881
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 16839.8800 2540.3130 34.4322 18423 4 635.8337 0.1271
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 1635.8193 MAATQLTASPVTMSAR 566.7057 1635.8263 19.3709 8193 3 545.9469 2.73
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 1008.5109 DGSNYIALR 776.6118 1008.5297 22.5010 7383 2 504.7685 17.2851
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 876.4574 GSNYIALR 88.3910 876.4523 20.6271 1557 1 876.4523 ‐4.9901
NP_851045.1 chaperonin 20 Arabidopsis thaliana 4630.6590 26801.9082 16 35.18 None 1617.8087 MAATQLTASPVTMSAR 186.8820 1617.8113 21.2522 7107 2 809.4093 1.41
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 18214.5600 2621.4261 17.7164 62856 3 874.4802 0.3343
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1662.9313 ITPLPVSTGSTVLYSK 17886.4500 1662.9326 17.4204 45667 2 831.9699 1.0084
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1618.9050 IDITVPTGAQIIYSK 10155.0900 1618.9053 18.5337 15380 2 809.9563 0.3000
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1204.6783 TAGGLLLTETTK 2486.5660 1204.6803 15.8037 1913 2 602.8438 0.7021
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1351.7468 LPVSTGSTVLYSK 189.8305 1351.7511 17.4226 4632 2 676.3792 2.98
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1091.6095 IDITVPTGAQI 169.6464 1091.6055 18.4863 2229 2 546.3064 ‐4.8869
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1014.5830 GGLLLTETTK 127.1562 1014.5819 15.0464 1943 2 507.7946 ‐2.4613
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3795.0250 26801.9082 16 35.18 None 1238.6627 PVSTGSTVLYSK 104.0612 1238.6579 17.4215 1026 1 1238.6579 ‐2.3868
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1055.5156 LFNSGNFEK 8104.7280 1055.5173 21.3941 14525 2 528.2623 0.3907
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1433.7522 LPEFSETEAALVK 3477.3420 1433.7505 28.7977 9461 2 717.3789 ‐1.6465
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1077.5324 GYALGTDAPGR 8417.9730 1077.5341 18.4243 4530 2 539.2707 0.4182
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1766.8723 IFFHGWFMGPLTEGK 784.5262 1766.8803 36.4071 2793 2 883.9438 4.72
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 2795.2570 TTYGDPLIYVTENGFSTPGDEDFEK 1216.3280 2795.2580 35.8233 2660 3 932.4242 0.8909



NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1674.8122 FGLSYVDFANITGDR 480.4723 1674.8588 31.0906 9720 3 558.9578 26.5176
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 rbamidomethyl+C(5)
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 3980.8760 GSYDFLGLNYYVTQYAQNNQTIVPSDVHTALMD 311.8946 3980.9095 41.9880 2285 4 995.9828 8.0913
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1325.7100 YYNGLIDGLVAK 183.8317 1325.6774 22.2518 1417 2 663.3424 ‐25.1958
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 2153.0761 EYVGDRLPEFSETEAALVK 2734.7530 2153.0794 30.4979 22899 3 718.3646 1.0057
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 3062.4863 DDQKGMIGPVMITRWFLPFDHSQESK 949.7236 3062.5189 36.7018 2385 4 766.3852 9.64
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 795.3632 NSGNFEK 173.2935 795.3608 21.3974 1173 1 795.3608 ‐2.4996
NP_851077.1 myrosinase 1 Arabidopsis thaliana 616.9822 61703.1283 13 21.81 None 1320.6682 PEFSETEAALVK 388.2332 1320.6709 29.1612 862 2 660.8391 1.50
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 1660.8403 ISAVSIFFETMPYR 4535.1360 1660.8452 22.3861 14705 2 830.9262 3.1593
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 1091.6208 LIVAGASAYAR 5666.3000 1091.6205 14.5329 6895 2 546.3139 ‐1.4282
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 2354.1973 QLNASLDEIDPEVADIIELEK 1561.5450 2354.1987 22.6594 2074 3 785.4044 0.4460
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 2786.3739 GFELIPSENFTSLSVMQAVGSVMTNK 800.3805 2786.3877 23.9465 1411 3 929.4674 5.44
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 3455.7450 ARQWKGFELIPSENFTSLSVMQAVGSVMTNK 164.4336 3455.7141 20.6615 11003 3 1152.5762 ‐7.7556
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 347.0475 57512.9843 6 13.93 None 2604.2915 ARQWKGFELIPSENFTSLSVMQA 97.5620 2604.2804 20.1989 812 3 868.7650 ‐4.1182
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 1360.7471 ANVILPASAFTEK 4434.9450 1360.7417 28.0784 5751 2 680.8745 ‐4.6436
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 rbamidomethyl+C( 1715.7734 VGYVGPPAEFNYDCK 2044.3310 1715.7739 26.1040 3978 2 858.3906 0.4421
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 2667.2533 EGTYENTEGFTQQTVPAVPTVGDAR 3462.7490 2667.2642 27.4399 3648 3 889.7596 4.48
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 rbamidomethyl+C( 2895.4995 LMTSELSGNVIDICPVGALTSKPFAFK 1421.8980 2895.4909 22.2146 1214 3 965.8351 ‐2.3984
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 1810.9235 IPKDAFVVYQGHHGDK 302.0272 1810.8994 27.3611 33532 3 604.3046 ‐14.2711
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 917.5237 MGLGILASR 892.2914 917.5097 25.0339 3894 2 459.2585 ‐16.8980
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 1361.6478 LSDPMIRDSDGR 421.6419 1361.6533 17.7474 2385 2 681.3303 3.57
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 1472.6917 DAFVVYQGHHGDK 1082.6140 1472.6946 17.8554 1617 3 491.5697 0.5215
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 rbamidomethyl+C( 4145.0821 GSGEEIGTYVEKLMTSELSGNVIDICPVGALTSKPF 917.4027 4145.0775 25.4516 10057 3 1382.3640 1.83
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 None 1286.6276 FVVYQGHHGDK 190.8631 1286.6339 16.0497 1698 2 643.8206 4.0675
NP_851103.1 NADH ubiquinone oxidoreductase subunit Arabidopsis thaliana 329.2295 82265.7146 11 10.74 rbamidomethyl+C( 1697.7629 VGYVGPPAEFNYDCK 269.6402 1697.7665 27.7939 3216 2 849.3869 2.00
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1109.6426 LPANLVQAQR 1746.1280 1109.6445 20.4191 13090 2 555.3259 0.6524
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 rbamidomethyl+C( 2454.1606 VAAQVEDGPCVTYIGEGGSGNFVK 2861.2550 2454.1533 27.4840 12308 2 1227.5803 ‐1.2302
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 2164.0305 NVGGLSNDELAEIFTEWNR 3198.7320 2164.0280 39.3200 5986 2 1082.5176 ‐0.0447
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 rbamidomethyl+C( 3886.7171 AGAPVDQTISALSEYMEPGDCIIDGGNEWYQNT 8902.3680 3886.7093 39.4494 4179 3 1296.2413 0.3219
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1853.8851 NGPSLMPGGSFTAYNNVK 978.1304 1853.8861 32.8613 3156 2 927.4467 1.0400
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1261.5994 GWDLNLGEMAR 856.7865 1261.6262 31.4677 29599 2 631.3168 20.4875
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1087.5895 LPVAGQYSPR 218.8314 1087.5798 20.9282 6264 2 544.2936 ‐10.0185
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1230.6953 DFVLSIQRPR 241.1045 1230.6689 17.8324 3875 2 615.8381 ‐22.3601
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1665.8265 GLLYLGMGVSGGEEGAR 256.1159 1665.7940 26.5318 1992 3 555.9362 ‐20.8355
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 rbamidomethyl+C( 2458.2395 WTVQQAAELSVAAPTIAASLDCR 200.2376 2458.1873 33.5120 1477 3 820.0673 ‐21.2631
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 713.3464 VAAQVED 162.5307 713.3435 27.4811 4243 1 713.3435 ‐3.9606
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 rbamidomethyl+C( 2440.2290 WTVQQAAELSVAAPTIAASLDCR 314.0292 2440.2262 32.1916 1439 3 814.0802 ‐1.1901
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 1024.8790 53659.8681 13 24.2 None 1836.8585 NGPSLMPGGSFTAYNNVK 549.7004 1836.8660 34.0850 1101 2 918.9366 4.60
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 370.8621 41202.8988 7 17.93 None 1343.7026 TNANAQINTLAGR 2386.8800 1343.7056 19.1645 7619 2 672.3564 1.50
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 370.8621 41202.8988 7 17.93 rbamidomethyl+C 2067.9441 VIPGCAETFQDSSEFQPR 5858.2110 2067.9405 26.1523 6007 2 1034.4739 ‐0.7593
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 370.8621 41202.8988 7 17.93 None 1112.5695 TNANAQINTLA 421.7334 1112.5694 18.7259 768 1 1112.5694 1.91
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 423.6830 41202.8988 7 17.93 None 1343.7026 TNANAQINTLAGR 2814.6770 1343.7056 19.1645 7619 2 672.3564 1.81
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 423.6830 41202.8988 7 17.93 rbamidomethyl+C 2067.9441 VIPGCAETFQDSSEFQPR 4273.9870 2067.9405 26.1523 6007 2 1034.4739 ‐0.7806
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 423.6830 41202.8988 7 17.93 None 3854.8879 QNAMVLPQWNANANAILYVTDGEAQIQIVNDN 1211.2230 3854.8622 38.5950 5890 3 1285.6256 ‐4.3927
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 423.6830 41202.8988 7 17.93 None 910.4377 TNANAQINT 137.7876 910.4439 20.4028 1928 2 455.7256 5.07
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6554.6910 19946.0262 7 18.60 None 1532.8319 VLEQLSGQTPVFSK 70035.8400 1532.8313 16.5679 34982 2 766.9193 ‐0.6079
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6554.6910 19946.0262 7 18.60 None 1089.5973 AMQLLESGLK 8821.1430 1089.5986 26.3722 18134 2 545.3029 ‐0.0576
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6554.6910 19946.0262 7 18.60 None 935.5197 YEGVILNK 7336.7300 935.5196 19.8209 16559 2 468.2634 ‐1.6896
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6554.6910 19946.0262 7 18.60 None 643.4137 GVILNK 157.9777 643.4118 21.5997 2144 1 643.4118 ‐3.3046
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6554.6910 19946.0262 7 18.60 None 932.4836 SGQTPVFSK 237.1087 932.4800 17.3291 1775 1 932.4800 ‐3.1482
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2571.0370 19946.0262 7 18.60 None 1532.8319 VLEQLSGQTPVFSK 31587.0200 1532.8313 16.5679 34982 2 766.9193 ‐0.4444
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2571.0370 19946.0262 7 18.60 None 1514.8213 VLEQLSGQTPVFSK 134.2273 1514.8157 16.5685 1208 3 505.6101 ‐4.8714
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 580.0903 30293.8839 4 27.40 None 1661.9109 SDIIVSPSILSANFAK 4794.2300 1661.9142 19.8622 12875 2 831.4607 2.88
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 580.0903 30293.8839 4 27.40 None 3906.1561 FVPNITIGPLVVDALRPVTDLPLDVHLMIVEPEQR 2143.4530 3906.1545 25.4438 6390 4 977.2941 ‐0.4135
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 580.0903 30293.8839 4 27.40 None 2535.3453 VIEAGANALVAGSAVFGAKDYAEAIK 433.7239 2535.3102 19.4674 1505 3 845.7749 ‐13.7870
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 580.0903 30293.8839 4 27.40 None 1903.9946 DLPLDVHLMIVEPEQR 491.5826 1903.9874 25.4555 3612 2 952.4973 ‐2.9479
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 1659.8874 VVLVMESVADELVEK 8858.8100 1659.8902 36.0020 5621 2 830.4488 1.13
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 1708.9421 IAWEEPFGPVVPVLR 3313.4800 1708.9381 21.7233 5080 2 854.9727 ‐2.2226
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 rbamidomethyl+C 1555.7057 SGDLISYCAEEGVR 10179.9900 1555.7060 24.2633 4845 2 778.3566 ‐0.0439
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 1367.6590 FLLSDSFPGNDR 4524.4730 1367.6632 18.0978 4571 2 684.3352 2.97
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 1344.7014 AGMIPLQMELGGK 326.4722 1344.7373 29.3416 4871 2 672.8723 25.9772
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 2158.1172 AILISDAMETGTVQINSAPAR 457.0873 2158.1780 34.1351 850 3 720.0642 27.6763
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 rbamidomethyl+C( 3178.6049 EIAKPAKDSVTEVVRSGDLISYCAEEGVR 506.1925 3178.6017 39.1708 3080 3 1060.2054 ‐0.0150
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 2141.0907 AILISDAMETGTVQINSAPAR 300.0115 2141.0840 33.7849 9890 2 1071.0456 ‐2.0324
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis th 792.8243 53744.7642 9 11.29 None 1327.6749 AGMIPLQMELGGK 172.5156 1327.6830 31.1177 797 2 664.3451 5.91
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1136.6786 APGVQTPVIVR 50405.6700 1136.6792 22.3723 79606 2 568.8432 ‐0.5576
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1715.8024 DLHDAIASGNYPEWK 38116.5700 1715.8051 26.7723 33581 3 572.6066 0.3561
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1305.6797 VPTPTNSYTGIR 11334.3800 1305.6795 20.3410 33212 2 653.3434 ‐0.8920
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1070.5265 IFAYGDTQR 33542.2700 1070.5276 19.5375 25284 2 535.7675 ‐0.1718
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1109.5374 TNIQEYWR 747.5010 1109.5344 23.9827 1985 1 1109.5344 ‐1.0189
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 12122.7500 2700.2808 37.1027 75901 3 900.7651 2.59
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 rbamidomethyl+C( 2698.3294 GISAKGFFEVTHDISNLTCADFLR 470.1739 2698.3259 34.1311 1680 3 900.1135 ‐0.9345
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 810.3741 AYGDTQR 499.2797 810.3738 19.5429 2598 1 810.3738 0.2481
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 957.4425 FAYGDTQR 516.7889 957.4415 19.5660 2089 1 957.4415 0.1234
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 893.4152 GNYPEWK 248.7070 893.4143 26.8164 1648 1 893.4143 ‐0.1841
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1008.5109 PTNSYTGIR 148.0513 1008.5057 20.3337 1177 1 1008.5057 ‐3.8362
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 1065.6415 PGVQTPVIVR 760.4863 1065.6438 22.3758 996 2 533.3255 0.9696
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 2198.9798 TMDPADEDKFDFDPLDVTK 258.0193 2198.9864 37.1053 909 2 1099.9968 4.61
NP_973873.1 catalase 3 Arabidopsis thaliana 3677.0120 49297.8377 14 23.89 None 2440.1224 IQTMDPADEDKFDFDPLDVTK 210.7532 2440.1056 37.1144 759 2 1220.5564 ‐5.2028



NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 None 1597.8373 ELFEKPFFQSVAR 500.0974 1597.8341 33.0705 49774 2 799.4207 ‐2.1106
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 None 1211.7106 VLVIGGGDGGVLR 5658.1680 1211.7085 16.9841 6739 2 606.3579 ‐2.7658
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 None 2176.0404 NAAEGSYDAVIVDSSDPIGPAK 3475.9260 2176.0391 27.5050 5214 2 1088.5232 0.5607
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 rbamidomethyl+C( 1688.7619 HASIEQIDMCEIDK 2338.6110 1688.7648 24.3321 1365 3 563.5931 0.6252
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 rbamidomethyl+C( 4081.9344 HASIEQIDMCEIDKMVVDVSKQFFPDVAIGYEDP 1371.4440 4081.9582 39.6082 2117 3 1361.3243 8.0993
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 578.8024 36848.7892 6 25.38 None 1580.8108 ELFEKPFFQSVAR 193.7383 1580.8046 33.6380 8984 2 790.9059 ‐4.0330
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 rbamidomethyl+C 2175.9917 DFTAYADVCFREFGNHVK 2295.8270 2175.9847 29.3781 11479 2 1088.4960 ‐2.0715
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 None 1678.8435 QSYGNPPVYILENGK 286.7125 1678.8401 30.1655 1948 3 560.2849 ‐3.3100
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 None 2038.0062 YKEDVQLMAETGLHTFR 1122.7760 2038.0024 26.6837 1404 2 1019.5049 ‐0.9950
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 rbamidomethyl+C( 2530.2548 IIKDFTAYADVCFREFGNHVK 771.5793 2530.2915 32.1712 1717 3 844.1020 14.6006
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 rbamidomethyl+C( 1545.7631 KPSVWDTFLHCR 348.4433 1545.7812 22.9276 1369 2 773.3942 11.44
NP_973974.2 beta glucosidase 1 Arabidopsis thaliana 166.2056 58469.9892 6 9.77 rbamidomethyl+C( 1958.9470 IIKDFTAYADVCFREF 226.2934 1958.9576 33.6894 2153 3 653.6574 4.52
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 2142.0655 ADFANFLQWYSQAGTPVVK 1401.2950 2142.0634 17.9366 10992 3 714.6927 ‐1.4315
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 2709.3045 AITLPGEGEIMDMMAVADPDAVHAVR 4987.8000 2709.3010 40.3104 5312 3 903.7719 ‐0.9403
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 1597.8043 ITFYQDRPDIMAK 2730.6170 1597.8088 25.2821 4490 3 533.2745 1.45
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 2162.0910 MATNLTDQFAALAALSQNPGK 1081.8050 2162.0875 20.7559 4286 3 721.3674 ‐2.0684
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 1470.7223 TRDDILADFYNK 978.0797 1470.7195 28.2271 2238 2 735.8634 ‐2.3365
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 3265.7355 FSQEIPPTPGQPTKEPTFIPVVVGLLDSSGK 681.6216 3265.7165 22.3521 1599 3 1089.2437 ‐4.7011
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 2703.3222 NTALAYLASLEDPAYMELALNEYK 653.6372 2703.3150 23.6094 3821 3 901.7765 ‐2.3357
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 1258.5005 DQEFSSDMGSR 3559.0270 1258.5009 17.6789 1799 2 629.7541 ‐0.5370
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 rbamidomethyl+C 2560.2290 VYSLIGGFCGSPVNFHAKDGSGYK 690.8093 2560.2404 35.9777 1077 3 854.0850 4.21
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 3613.7955 MATNLTDQFAALAALSQNPGKTRDDILADFYNK 303.9570 3613.8252 20.1791 1188 4 904.2118 7.00
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 None 1484.7202 TFYQDRPDIMAK 331.0339 1484.7250 25.2760 892 2 742.8661 2.07
NP_974083.1 peptidase M1 family protein Arabidopsis thaliana 356.2085 106790.5230 12 14.7 rbamidomethyl+C 1966.8865 GGFCGSPVNFHAKDGSGYK 220.3336 1966.8867 33.8158 812 2 983.9470 0.8402
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 1941.9692 FETLSYLPDLTDSELAK 156226.2000 1941.9664 34.8567 297664 2 971.4868 ‐0.7667
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 907.4884 EVDYLIR 66362.7300 907.4887 23.0598 272819 2 454.2480 ‐1.1868
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 2070.0641 KFETLSYLPDLTDSELAK 184867.3000 2070.0621 33.0038 456432 3 690.6922 ‐1.6364
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 2198.1591 KKFETLSYLPDLTDSELAK 34500.0500 2198.1601 30.9027 48489 3 733.3915 ‐0.0094
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 679.3774 DYLIR 4472.0420 679.3780 23.7861 77735 1 679.3780 1.0602
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 982.5244 KFETLSYL 10737.3700 982.5236 33.0046 12712 1 982.5236 0.4067
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 564.3504 YLIR 102.5698 564.3514 23.7858 11886 1 564.3514 1.08
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 778.4458 VDYLIR 261.5953 778.4465 23.7846 10712 1 778.4465 1.39
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 1088.5470 PDLTDSELAK 1311.8930 1088.5420 34.8542 7077 1 1088.5420 ‐2.9787
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 763.3832 TDSELAK 2465.6640 763.3818 33.0165 5803 1 763.3818 ‐1.5427
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 1201.6311 LPDLTDSELAK 120.4529 1201.6374 32.9815 2699 2 601.3223 4.39
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 706.3770 KFETLS 771.5873 706.3759 33.0030 2421 1 706.3759 ‐1.4313
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 1289.6776 KFETLSYLPDL 218.0065 1289.6730 33.2812 969 2 645.3401 ‐4.3243
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 889.4778 EVDYLIR 929.0687 889.4790 23.0585 11184 2 445.2431 ‐0.2594
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 22944.0000 14900.9350 15 19.12 None 1923.9586 FETLSYLPDLTDSELAK 164.0677 1923.9535 33.0290 1892 2 962.4804 ‐2.0222
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 634.8123 28754.6026 5 12.40 None 2466.1493 GLMSIEDDAAPTQSDFIENWVK 6170.5550 2466.1446 36.9547 6564 2 1233.5759 ‐0.0674
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 634.8123 28754.6026 5 12.40 None 929.5051 ADLGNVAAAK 2317.8290 929.5047 16.2381 2698 2 465.2560 ‐2.0239
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 634.8123 28754.6026 5 12.40 None 841.4090 TTPAFAFS 197.6284 841.4110 24.3199 4800 1 841.4110 2.34
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 634.8123 28754.6026 5 12.40 None 1529.7893 NIANMVPPFDQKR 251.5423 1529.8072 22.3796 2077 2 765.4072 11.93
NP_974119.1 beta carbonic anhydrase 4 Arabidopsis thaliana 634.8123 28754.6026 5 12.40 None 823.3985 TTPAFAFS 78.8588 823.4026 22.4108 3332 1 823.4026 5.25
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 1799.9385 TTVITQGADPVVVAEDGK 116008.6000 1799.9413 24.7216 32717 2 900.4743 1.31
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 rbamidomethyl+C 1337.6631 AGCYASNVVIQR 17521.5300 1337.6622 19.9696 20500 2 669.3347 ‐1.3793
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 rbamidomethyl+C 1414.5944 SGCTYPEKPDFN 14703.6000 1414.5969 20.0165 16911 2 707.8021 1.99
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 2124.0616 VAQWMLQVPGATSYMGSIGK 15917.3000 2124.0586 20.4045 12938 2 1062.5329 ‐0.3714
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 rbamidomethyl+C( 1950.9493 VFTMNLSAPFICEFFK 1901.1050 1950.9512 24.2871 6675 2 975.9793 1.43
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 926.5710 YPVIPLPK 11265.6500 926.5710 17.3647 3829 2 463.7891 ‐1.6250
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 1711.8650 FNVEYIAGGATQNSIK 1921.8870 1711.8812 24.5090 1819 2 856.4442 9.87
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 2367.1836 VAQWMLQVPGATSYMGSIGKDK 319.6515 2367.1509 20.8740 1530 3 789.7218 ‐13.9462
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 9773.2710 33782.3873 13 34.44 None 801.4101 GATQNSIK 311.0197 801.4095 23.1281 1049 1 801.4095 ‐0.5255
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1017.6000 33782.3873 13 34.44 rbamidomethyl+C 1337.6631 AGCYASNVVIQR 25054.4300 1337.6622 19.9696 20500 2 669.3347 ‐1.3054
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1017.6000 33782.3873 13 34.44 None 1711.8650 FNVEYIAGGATQNSIK 416.3827 1711.8414 22.9355 8808 3 571.2853 ‐15.0229
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1017.6000 33782.3873 13 34.44 rbamidomethyl+C 1249.5994 GCYASNVVIQR 4451.3890 1249.5958 19.9706 5458 2 625.3015 ‐3.6932
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1017.6000 33782.3873 13 34.44 None 1365.6434 FNVEYIAGGATQN 136.3685 1365.6486 24.9699 1414 2 683.3279 3.80
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 1853.9855 SLSTQEVITALTFTTNK 3589.5910 1853.9828 20.4613 14264 2 927.4951 ‐0.7244
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 1665.7840 2806.4330 19.2712 12682 3 936.1492 2.23
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 2345.2189 IIGFHGFAGNHVNSIGAYFVPK 1688.4450 2345.2174 20.4757 10716 3 782.4107 ‐0.8087
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 1553.8574 NFGVDTVVTTLIFK 2791.5410 1553.8556 22.4910 8162 2 777.4314 ‐1.1908
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 3342.6391 EFVINHPDEYLVSVEGWYETVMLGIQFK 147.1744 3342.5597 22.8781 10082 3 1114.8581 ‐22.7285
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 2147.0543 SAEFTLAPDEYITALSAYGK 301.8242 2147.0424 22.3225 912 2 1074.0248 ‐4.1112
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 2672.3454 GSVGPKSAEFTLAPDEYITALSAYGK 434.1453 2672.3559 25.5729 3735 2 1336.6816 6.02
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 711.3672 TFTTNK 2309.6960 711.3677 18.9933 10298 1 711.3677 0.3988
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 1061.5262 GSVGPKSAEFT 91.9058 1061.5229 25.4866 1654 1 1061.5229 ‐2.2266
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 275.2478 72473.6018 10 11.49 None 3324.6286 EFVINHPDEYLVSVEGWYETVMLGIQFK 259.5538 3324.6338 21.4499 26201 3 1108.8828 2.45
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 1430.1520 14363.5283 9 34.92 rbamidomethyl+C 1567.7091 TDIACLDMLDTGSR 10096.4400 1567.7129 29.2547 11384 2 784.3601 2.06
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 1430.1520 14363.5283 9 34.92 None 1178.6416 TITNGGFVEIK 3531.7260 1178.6418 25.9355 5001 2 589.8245 ‐0.8482
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 1430.1520 14363.5283 9 34.92 None 1161.6150 TITNGGFVEIK 280.5994 1161.6178 24.6673 2015 2 581.3125 1.99
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 rbamidomethyl+C 1567.7091 TDIACLDMLDTGSR 10832.0900 1567.7129 29.2547 11384 2 784.3601 2.45
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 None 2143.1104 SGSPLIPLAEFREPEIMEK 7825.3530 2143.1073 34.1082 7683 3 715.0406 ‐1.9966
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 None 1178.6416 TITNGGFVEIK 4515.7950 1178.6418 25.9355 5001 2 589.8245 ‐0.7536
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 None 1398.6570 NIGIAMDFSESSK 85.5576 1398.6277 35.8814 3085 1 1398.6277 ‐18.1049
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 None 1683.8775 IPLAEFREPEIMEK 215.3992 1683.8849 34.5234 2422 2 842.4461 4.52
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis tha 2786.6420 14363.5283 9 34.92 None 947.4833 TNGGFVEIK 178.8653 947.4846 25.8463 1424 1 947.4846 2.77
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3126.6430 14177.0012 3 9.76 None 1260.7158 SIAQVLTVSSQK 32048.0900 1260.7141 16.0545 9675 2 630.8607 ‐2.1490
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3126.6430 14177.0012 3 9.76 None 762.4356 LTVSSQK 130.3122 762.4394 16.8262 4932 1 762.4394 4.49
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3126.6430 14177.0012 3 9.76 None 1060.5997 AQVLTVSSQK 182.2673 1060.6033 17.3957 787 2 530.8053 2.1358



NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1485.7907 GLVDSDTLPLNVSR 7026.2410 1485.7918 28.2660 8381 2 743.3996 0.3720
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1620.7653 FAVSEDTWNEPLGR 4229.1000 1620.7653 28.2755 8276 2 810.8863 ‐0.0582
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1097.4833 FGWSANMER 1049.7010 1097.4868 24.2904 8037 2 549.2470 1.56
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1260.6066 GNLASENVDDVK 3469.5720 1260.6055 18.2455 6954 2 630.8064 ‐1.7625
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1080.5936 LTSLDQYIK 1228.4410 1080.5934 25.8768 6149 2 540.8004 ‐1.3794
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1551.7941 VFISDEFDELLPK 838.2614 1551.7916 36.9643 3681 2 776.3995 ‐1.7978
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1523.8138 LMDIIINSLYSNK 1561.6130 1523.8143 20.3042 2975 2 762.4108 0.0632
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1637.8057 ETVYEWELLNDVK 1556.5860 1637.8065 32.6057 2288 2 819.4069 0.4363
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1130.5728 DIFYITGSSK 2311.6950 1130.5758 26.8230 5844 2 565.7915 1.98
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1824.8246 LHANAEESSDDVTDPPK 388.6854 1824.8115 22.9863 5005 2 912.9094 ‐6.8007
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1335.6573 IMQSQTLSDANK 193.9411 1335.6810 22.9000 4181 2 668.3441 17.0501
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1788.8763 LHLRDEAGEYLEESK 1299.3590 1788.8540 25.8633 3778 3 596.9562 ‐13.4392
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1864.9691 VKETVYEWELLNDVK 375.3802 1864.9365 35.7675 3406 2 932.9719 ‐17.0098
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 2170.0743 IMQSQTLSDANKQAYMRGK 1368.5410 2170.0792 21.9101 11696 2 1085.5432 3.68
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1782.8028 KLAEEDPDEIHDDEK 889.9003 1782.7954 25.5732 2763 2 891.9013 ‐3.8662
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 rbamidomethyl+C 2368.1424 LADTPCVVVTSKFGWSANMER 462.9155 2368.1320 37.1194 1339 2 1184.5696 ‐2.7822
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 3146.5827 SNAEKFEFQAEVSRLMDIIINSLYSNK 585.3300 3146.5558 24.4741 1258 3 1049.5234 ‐7.6012
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 879.4094 EYLEESK 136.6665 879.4132 29.2597 1915 1 879.4132 4.34
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 399.6101 94206.0790 38 15.80 None 1620.7792 ETVYEWELLNDVK 339.7655 1620.7828 33.5471 813 2 810.8950 2.1591
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1071.5793 LGIIEDAANR 432.6490 1071.5794 21.9517 10394 2 536.2934 ‐1.0637
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1485.7907 GLVDSDTLPLNVSR 12931.0300 1485.7918 28.2660 8381 2 743.3996 0.4265
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1620.7653 FAVSEDTWNEPLGR 4164.1730 1620.7653 28.2755 8276 2 810.8863 ‐0.0212
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1097.4833 FGWSANMER 3523.2860 1097.4868 24.2904 8037 2 549.2470 2.0708
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1080.5936 LTSLDQYIK 965.6851 1080.5934 25.8768 6149 2 540.8004 ‐1.2720
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1792.9327 FLALTDKDVLGEGDTAK 1767.9170 1792.9346 27.7465 5787 3 598.3164 ‐0.0936
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1551.7941 VFISDEFDELLPK 850.3041 1551.7916 36.9643 3681 2 776.3995 ‐1.7519
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1637.8057 ETVYEWELLNDVK 1466.2150 1637.8065 32.6057 2288 2 819.4069 0.4710
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1757.8956 DIFYITGSSKEQLEK 229.9173 1757.9273 24.4621 14925 2 879.4673 18.3004
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1275.6427 ELISNASDALDK 543.9814 1275.6608 30.2343 10616 2 638.3340 13.4390
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1130.5728 DIFYITGSSK 922.1552 1130.5758 26.8230 5844 2 565.7915 1.07
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 864.4825 ELKEAFK 497.4875 864.4827 18.8780 5612 1 864.4827 0.9166
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1788.8763 LHLRDEAGEYLEESK 1216.6830 1788.8540 25.8633 3778 3 596.9562 ‐13.5817
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1864.9691 VKETVYEWELLNDVK 1015.2340 1864.9365 35.7675 3406 2 932.9719 ‐17.0047
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1335.6573 IMQSQTLSDANK 222.0441 1335.6815 22.9346 3324 2 668.3444 17.4822
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1782.8028 KLAEEDPDEIHDDEK 312.9763 1782.7954 25.5732 2763 2 891.9013 ‐3.8504
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1990.9617 ANGKFAVSEDTWNEPLGR 940.1624 1990.9659 30.2416 2718 2 995.9866 2.18
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 1019.4793 ANGKFAVSED 141.9096 1019.4824 30.1394 2445 1 1019.4824 4.50
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 492.2558 94206.0790 38 15.80 None 879.4094 EYLEESK 62.7785 879.4132 29.2597 1915 1 879.4132 5.1293
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 111193.8000 3064.5442 37.8644 123526 3 1022.1862 ‐0.2061
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1291.6892 ATPEQVAAYTLK 39600.8100 1291.6910 24.8312 87910 2 646.3492 0.5904
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1653.9244 MVDVLVEQNIVPGIK 104811.1000 1653.9244 19.5744 77723 2 827.4658 ‐0.0057
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C( 1466.6614 GILAMDESNATCGK 78869.8000 1466.6619 22.2272 53485 2 733.8346 ‐0.0633
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C( 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 15860.8600 2445.1759 20.0536 47707 2 1223.0916 ‐1.0075
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 12066.8500 3400.7800 24.8798 42637 3 1134.2649 ‐1.2251
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1431.7074 LDSIGLENTEANR 28324.4100 1431.7075 21.6891 33136 2 716.3574 ‐0.3921
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 873.4577 EAAWGLAR 17413.7300 873.4586 21.6782 29250 2 437.2329 ‐0.7717
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 701.3941 TIASPGR 725.9936 701.3929 20.6218 23171 1 701.3929 ‐1.7175
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1452.8421 TVVSIPNGPSALAVK 15126.7000 1452.8386 17.0780 16370 2 726.9229 ‐2.8117
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C( 1622.7625 GILAMDESNATCGKR 5788.3840 1622.7672 20.4693 6310 3 541.5939 1.45
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1153.5735 AASSYADELVK 836.9489 1153.5845 19.0074 2859 2 577.2959 8.34
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1587.8085 RLDSIGLENTEANR 13113.4100 1587.8102 20.6563 42245 3 529.9416 ‐0.2395
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 2101.1625 GQSVLFRQPSSASVVLRNR 362.2043 2101.1696 16.3726 1639 3 701.0614 2.01
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C( 2460.1433 ERERSSDHSLGPCQGQFVGSAR 263.6317 2460.1260 28.4233 1195 2 1230.5667 ‐5.1918
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 740.4665 NIVPGIK 125.4042 740.4640 17.6634 11314 1 740.4640 ‐3.3973
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1240.6606 MVDVLVEQNIV 362.5117 1240.6618 18.5482 6970 2 620.8346 0.0835
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 673.3780 AWGLAR 152.8798 673.3776 21.6829 4875 1 673.3776 ‐0.7586
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 953.5415 PNGPSALAVK 220.4309 953.5419 16.7762 4069 2 477.2746 ‐1.1351
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1496.7115 EETLYQSTTEGKK 311.7457 1496.7065 23.5317 3595 2 748.8569 ‐3.6853
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 997.5677 EQNIVPGIK 240.7397 997.5684 18.3581 3103 2 499.2878 ‐0.7568
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1003.4803 GLENTEANR 219.3272 1003.4785 21.8580 3066 1 1003.4785 ‐0.8833
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1228.6168 RLDSIGLENTE 245.8645 1228.6147 19.8302 3017 2 614.8110 ‐2.6279
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 657.3640 MVDVLV 115.6840 657.3612 20.1619 2591 1 657.3612 ‐4.5415
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1005.5251 EQVAAYTLK 134.1321 1005.5296 22.5847 2469 1 1005.5296 5.67
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1185.5858 SIGLENTEANR 278.3987 1185.5912 19.2106 2217 2 593.2993 3.16
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 893.5091 QVAAYTLK 691.6174 893.5123 22.4625 1728 2 447.2598 1.35
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1308.7886 VLVEQNIVPGIK 275.0045 1308.7918 18.7033 1654 2 654.8995 1.17
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C 1112.4347 MDESNATCGK 521.0923 1112.4336 22.2313 892 1 1112.4336 0.3034
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1513.7380 EETLYQSTTEGKK 803.6423 1513.7382 25.7708 844 2 757.3727 ‐0.2106
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1650.7970 EPEILLDGEHDIDR 312.8733 1650.7919 39.6174 806 1 1650.7919 0.2053
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 855.4472 EAAWGLAR 228.9559 855.4487 21.6805 1117 2 428.2280 0.0012
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 rbamidomethyl+C( 2442.1328 ERERSSDHSLGPCQGQFVGSAR 140.5195 2442.1475 30.0199 814 4 611.2923 4.23
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 21752.6300 41572.3908 44 57.74 None 1414.6809 LDSIGLENTEANR 331.7619 1414.6812 22.3863 1615 1 1414.6812 2.92
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1653.9244 MVDVLVEQNIVPGIK 162108.5000 1653.9244 19.5744 77723 2 827.4658 0.1856
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 rbamidomethyl+C( 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 30428.1400 2445.1759 20.0536 47707 2 1223.0916 ‐0.6342
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1452.8421 TVVSIPNGPSALAVK 14756.3900 1452.8386 17.0780 16370 2 726.9229 ‐2.6666
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1291.6892 ATPEQVAAYTLK 2045.5110 1291.6863 16.0498 2787 2 646.3468 ‐2.9702
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1153.5735 AASSYADELVK 345.5972 1153.5929 25.5384 4322 1 1153.5929 17.9780
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1933.9726 LDSIGLENTEANRQAFR 539.9741 1933.9721 20.5829 1750 2 967.4897 0.6140
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 2101.1625 GQSVLFRQPSSASVVLRNR 606.3768 2101.1696 16.3726 1639 3 701.0614 2.79



NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 740.4665 NIVPGIK 67.6544 740.4640 17.6634 11314 1 740.4640 ‐3.6940
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 953.5415 PNGPSALAVK 837.3066 953.5419 16.7762 4069 2 477.2746 ‐1.1048
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 10441.7400 41572.3908 44 57.74 None 1308.7886 VLVEQNIVPGIK 248.2167 1308.7918 18.7033 1654 2 654.8995 1.37
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 15155.6700 2385.0987 23.0079 60029 2 1193.0530 ‐1.6907
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C( 1652.8789 VENIVVIGHSACGGIK 37824.3100 1652.8802 23.5442 52861 3 551.6316 ‐0.4019
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1906.0433 EAVNVSLANLLTYPFVR 133860.0000 1906.0421 23.5428 50918 2 953.5247 ‐0.0366
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 1235.5184 YMVFACSDSR 42838.5100 1235.5201 22.6948 50713 2 618.2637 0.4459
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C( 1784.7756 VLAESESSAFEDQCGR 79712.4000 1784.7771 21.0396 36204 2 892.8922 1.1468
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1468.7318 YETNPALYGELAK 24940.7300 1468.7337 25.0647 35490 2 734.8705 0.8577
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 2052.0120 VCPSHVLDFHPGDAFVVR 6818.7620 2052.0144 18.0323 33214 4 513.7591 ‐0.2894
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1245.6296 NIANMVPPFDK 10035.5700 1245.6313 28.6146 28723 2 623.3193 0.4151
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1407.6962 ITAELQAASSSDSK 42078.3100 1407.6975 17.6367 14608 2 704.3524 0.3655
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1674.9214 YAGVGAAIEYAVLHLK 6166.5630 1674.9192 22.0394 11855 3 558.9779 ‐2.4337
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 849.4101 SFDPVER 14453.0600 849.4108 18.0414 10404 2 425.2090 ‐0.9693
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1086.6405 LLIEKDDLK 1348.1650 1086.6426 20.7205 3927 2 543.8249 0.6291
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1725.8694 EKYETNPALYGELAK 28122.8200 1725.8718 23.4661 63897 3 575.9621 0.3412
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 591.3613 AFVVR 200.8702 591.3583 16.4561 10734 1 591.3583 ‐5.5331
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1193.5644 AELQAASSSDSK 217.4624 1193.5716 15.1525 3962 2 597.2894 4.54
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1193.6677 ANLLTYPFVR 405.2155 1193.6678 22.9231 2951 2 597.3375 ‐0.9729
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 930.4390 NMVPPFDK 156.0300 930.4418 25.8429 2852 1 930.4418 3.36
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 1328.6205 VCPSHVLDFHPG 533.8256 1328.6151 17.9518 2313 2 664.8112 ‐4.8016
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 842.3462 FACSDSR 1042.7290 842.3473 22.7017 2254 1 842.3473 1.01
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 656.3614 ITAELQ 123.9848 656.3589 15.9205 2042 1 656.3589 ‐4.0029
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 941.4146 VFACSDSR 886.7063 941.4155 22.7033 1960 1 941.4155 1.36
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 864.4825 ALYGELAK 264.0819 864.4824 24.1091 1737 1 864.4824 0.2928
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 1952.9436 CPSHVLDFHPGDAFVVR 1003.9070 1952.9504 18.0342 1006 3 651.6550 2.33
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 789.4141 IEDWVK 91.3791 789.4099 24.8284 904 1 789.4099 ‐5.1083
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 rbamidomethyl+C 1285.5114 ESSAFEDQCGR 254.1690 1285.5097 21.7543 855 2 643.2585 ‐2.1097
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 24174.8500 28686.6191 51 65.64 None 1228.6031 NIANMVPPFDK 231.9936 1228.6048 29.9023 2083 2 614.8061 0.4876
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 rbamidomethyl+C( 1652.8789 VENIVVIGHSACGGIK 33886.2400 1652.8802 23.5442 52861 3 551.6316 ‐0.5752
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 rbamidomethyl+C 1235.5184 YMVFACSDSR 70314.1800 1235.5201 22.6948 50713 2 618.2637 0.5331
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1468.7318 YETNPALYGELAK 35987.9800 1468.7337 25.0647 35490 2 734.8705 0.9145
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1245.6296 NIANMVPPFDK 10503.1400 1245.6313 28.6146 28723 2 623.3193 0.5010
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1407.6962 ITAELQAASSSDSK 26011.0400 1407.6975 17.6367 14608 2 704.3524 0.4303
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1641.9422 LLIEKDDLKDVAAAK 1017.5160 1641.9434 23.4783 10210 3 547.9860 ‐0.6396
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1086.6405 LLIEKDDLK 809.4947 1086.6426 20.7205 3927 2 543.8249 0.7357
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 675.6674 2385.1191 37.8353 2102 2 1193.0632 6.17
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1725.8694 EKYETNPALYGELAK 34405.6600 1725.8718 23.4661 63897 3 575.9621 0.1844
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1535.7911 KITAELQAASSSDSK 1203.8720 1535.7911 16.2176 1156 3 512.6019 ‐1.5379
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 1122.5273 ELQAASSSDSK 247.1075 1122.5239 18.4165 2921 2 561.7656 ‐4.1281
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 930.4390 NMVPPFDK 192.4739 930.4418 25.8429 2852 1 930.4418 4.0737
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 rbamidomethyl+C 842.3462 FACSDSR 1078.5200 842.3473 22.7017 2254 1 842.3473 1.57
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 765.3414 EKYETN 5221.5340 765.3406 23.4568 2188 1 765.3406 ‐0.6385
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 rbamidomethyl+C 941.4146 VFACSDSR 1076.5050 941.4155 22.7033 1960 1 941.4155 2.0568
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8608.4620 28686.6191 51 65.64 None 864.4825 ALYGELAK 277.8714 864.4824 24.1091 1737 1 864.4824 0.5745
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 22629.7600 2385.0987 23.0079 60029 2 1193.0530 ‐1.3311
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1245.6296 NIANMVPPFDK 23238.9000 1245.6302 17.7277 52885 2 623.3188 ‐0.3179
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1906.0433 EAVNVSLANLLTYPFVR 96458.2400 1906.0421 23.5428 50918 2 953.5247 0.2128
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 rbamidomethyl+C 2052.0120 VCPSHVLDFHPGDAFVVR 6537.4010 2052.0144 18.0323 33214 4 513.7591 1.1726
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1674.9214 YAGVGAAIEYAVLHLK 1856.1730 1674.9192 22.0394 11855 3 558.9779 ‐2.2416
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1001.4761 ANMVPPFDK 148.1940 1001.4753 19.0370 21716 1 1001.4753 ‐0.1249
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1018.5026 ANMVPPFDK 754.4670 1018.5015 17.7295 2976 1 1018.5015 ‐0.3960
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 1792.9129 PSHVLDFHPGDAFVVR 344.7499 1792.9052 18.0487 1332 2 896.9562 ‐3.7843
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 9722.0650 28686.6191 51 65.64 None 789.4141 IEDWVK 110.1766 789.4099 24.8284 904 1 789.4099 ‐5.4065
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 1171.6317 IVIVDVDENR 12976.0800 1171.6312 23.1491 7132 2 586.3192 ‐1.5144
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 rbamidomethyl+C(13)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 2566.3731 AEVGPETNVLVMGAGPIGLVTMLAAR 1005.9400 2566.3763 25.0145 4583 3 856.1303 1.34
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 2842.4316 QLGADEIVQVTTNLEDVGSEVEQIQK 2311.3890 2842.4266 39.5689 4582 3 948.1471 ‐1.2558
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 rbamidomethyl+C 1665.8305 NTWPLCLEFLTSGK 4980.7330 1665.8254 21.8527 3985 2 833.4163 ‐3.0670
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 1022.5299 TMSTALAATR 3731.7470 1022.5323 18.0781 3753 2 511.7698 0.8952
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 1193.6347 GSNAIKVMFNL 725.8316 1193.6397 17.8323 2403 2 597.3235 3.1335
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 953.1071 40054.1163 13 33.24 None 846.3952 VDVDENR 278.9010 846.3949 23.9646 3725 1 846.3949 0.1029
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 476.6366 40054.1163 13 33.24 None 1171.6317 IVIVDVDENR 10607.3700 1171.6312 23.1491 7132 2 586.3192 ‐1.4189
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 476.6366 40054.1163 13 33.24 None 1022.5299 TMSTALAATR 5973.7090 1022.5323 18.0781 3753 2 511.7698 1.0102
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 476.6366 40054.1163 13 33.24 None 1947.9083 FGFSQKEVEDAFETSAR 452.0553 1947.9283 27.9506 2027 2 974.4678 10.28
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 476.6366 40054.1163 13 33.24 None 846.3952 VDVDENR 195.1571 846.3949 23.9646 3725 1 846.3949 0.3796
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 476.6366 40054.1163 13 33.24 None 959.4793 IVDVDENR 179.9512 959.4787 24.2890 839 2 480.2430 ‐1.9990
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 1641.8846 LASGEVFGPDQPIALK 3682.4790 1641.8860 28.8487 12736 2 821.4467 0.8390
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 1452.7005 WLEEGFTESVQK 2153.3950 1452.6936 19.9555 11957 2 726.8504 ‐5.2481
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 1137.5422 DVEIDDYLR 18071.9300 1137.5445 27.8250 4538 2 569.2759 0.7879
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 rbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 740.4665 INGLPVK 133.0631 740.4676 22.1908 1357 1 740.4676 1.84
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 2431.2252 EVITDHKWLEEGFTESVQKR 571.4863 2431.2309 40.7490 3669 2 1216.1191 4.0913
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 923.4469 EIDDYLR 179.5231 923.4425 27.3995 1622 1 923.4425 ‐4.0752
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 854.7923 36732.7671 8 16.17 None 1085.5990 FGPDQPIALK 234.6623 1085.5979 29.4656 1190 2 543.3026 ‐2.2763
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 2156.0791 IENVPEMPLVVSDSAEAVEK 5299.9230 2156.0748 32.2238 14621 2 1078.5410 ‐1.5000
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1613.8057 LESIYGSFEKPSEK 12997.5500 1613.8066 24.2562 12549 3 538.6070 0.2526
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1797.0116 IINSDEIQSVVNPIKK 4902.3340 1797.0116 17.0240 10708 3 599.6754 ‐0.2677
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 3592.0170 1422.7154 23.8970 9675 3 474.9100 ‐0.5754
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 14215.9100 1182.5140 19.0458 6437 2 591.7606 ‐0.6202
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1862.0681 HAIVSAIAATAVPALVMAR 793.6631 1862.0778 20.5795 2735 3 621.3641 4.34
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 831.4757 NLNVMLK 1442.8850 831.4767 23.4266 1335 2 416.2420 0.5422
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1334.7314 KGPLVVYGTEGSK 2646.0570 1334.7312 19.5419 2908 2 667.8693 ‐0.3450
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1400.8471 TVTKEALAIKAAGK 164.2225 1400.8586 21.3253 883 3 467.6244 7.59
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 1355.7358 FVIWTKSAFEK 191.1876 1355.7304 24.9734 807 3 452.5816 ‐4.2620
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 None 460.2402 PSEK 102.1835 460.2389 22.0953 8751 1 460.2389 ‐2.7482
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1459.4090 44687.1718 19 27.65 Carbamidomethyl+C(8) 1404.7053 NLPGVELCHVER 290.7738 1404.7013 24.5255 3311 2 702.8543 ‐2.9501
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 None 2156.0791 IENVPEMPLVVSDSAEAVEK 3573.8520 2156.0748 32.2238 14621 2 1078.5410 ‐1.1504
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 None 1613.8057 LESIYGSFEKPSEK 13521.5600 1613.8066 24.2562 12549 3 538.6070 0.4529
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 3189.2630 1422.7154 23.8970 9675 3 474.9100 ‐0.3316
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 22606.1200 1182.5140 19.0458 6437 2 591.7606 ‐0.6421
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 None 831.4757 NLNVMLK 1253.3870 831.4767 23.4266 1335 2 416.2420 0.3863
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 None 1668.9167 IINSDEIQSVVNPIK 775.8922 1668.8903 31.1169 5564 2 834.9488 ‐15.5784
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1402.7890 44687.1718 19 27.65 None 1334.7314 KGPLVVYGTEGSK 3261.9720 1334.7312 19.5419 2908 2 667.8693 ‐0.3088
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 1613.8745 LVVDTTANQDPLVTK 26111.1400 1613.8771 24.8841 13965 2 807.4422 1.48
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 2507.2969 GGSLVPLVGIDVWEHAYYLQYK 3636.2710 2507.3089 22.9889 3603 3 836.4412 4.02
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 1741.9694 KLVVDTTANQDPLVTK 2461.1560 1741.9691 23.5182 4862 3 581.3279 ‐0.4699
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 3178.6015 NLAPSSEGGGEPPKGSLGSAIDAHFGS 1250.9630 3178.5964 19.6920 3505 4 795.4045 ‐1.1282
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 1985.9603 VINWKYASEVYEKENN 1259.3670 1985.9596 24.0783 917 2 993.4835 0.0055
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 2050.7180 25401.8601 6 37.83 None 1302.6536 DTTANQDPLVTK 406.4271 1302.6506 23.5598 1347 1 1302.6506 ‐1.4848
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1056.6048 AIALTVDTPR 4249.0370 1056.6000 23.9160 21884 2 528.8036 ‐4.9580
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 2011.9026 MDEANDSGLASYVAGQIDR 11000.0200 2011.9038 31.0025 16673 2 1006.4555 0.9758
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1875.0110 QLDYVPATISALEEVVK 5924.2410 1875.0136 22.5757 15299 2 938.0104 1.63
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1143.6772 FTLPPNLTLK 11451.2400 1143.6762 18.7456 15283 2 572.3417 ‐1.2906
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 992.5047 NFEGLDLGK 7708.8900 992.5044 26.1261 13547 2 496.7558 ‐0.8405
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 5149.0990 2908.4438 24.9713 12971 3 970.1528 2.44
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1517.7888 ISMPIMVAPTAMQK 6045.9050 1517.7890 18.9079 9875 2 759.3981 0.0481
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1225.6497 IDMTTTVLGFK 2307.2720 1225.6488 18.9514 8537 2 613.3280 ‐1.0203
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1231.6681 DVQWLQTITK 1426.2550 1231.6643 18.6899 8317 2 616.3358 ‐3.3855
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1318.5845 MAHPDGEYATAR 18262.9500 1318.5837 15.1019 3977 3 440.1994 ‐0.8414
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1718.9660 IAIQAGAAGIIVSNHGAR 2624.3660 1718.9661 16.5245 3678 3 573.6602 ‐0.2079
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 470.2358 DTPR 108.6467 470.2363 24.8432 1130 1 470.2363 1.60
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 801.4465 LTVDTPR 815.3679 801.4469 23.9097 1067 1 801.4469 0.7941
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3107.0330 38224.0384 26 45.98 None 1214.6416 DVQWLQTITK 279.5367 1214.6387 18.9622 1664 2 607.8230 ‐2.6946
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1875.0110 QLDYVPATISALEEVVK 6375.8640 1875.0136 22.5757 15299 2 938.0104 1.15
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1143.6772 FTLPPNLTLK 19675.1400 1143.6762 18.7456 15283 2 572.3417 ‐1.2008
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 2744.8790 2908.4438 24.9713 12971 3 970.1528 2.70
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1517.7888 ISMPIMVAPTAMQK 4123.9300 1517.7890 18.9079 9875 2 759.3981 ‐0.0333
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1225.6497 IDMTTTVLGFK 8313.4940 1225.6488 18.9514 8537 2 613.3280 ‐0.9680
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1231.6681 DVQWLQTITK 1703.9890 1231.6643 18.6899 8317 2 616.3358 ‐3.3359
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1718.9660 IAIQAGAAGIIVSNHGAR 1704.4000 1718.9661 16.5245 3678 3 573.6602 ‐0.5599
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 280.1461 2269.1563 21.0857 2122 3 757.0570 18.3464
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1459.8267 AGFKAIALTVDTPR 673.0962 1459.8181 18.9133 3523 2 730.4127 ‐6.0556
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1377.7314 FFQLYVYKNR 241.4164 1377.7265 18.6020 1603 2 689.3669 ‐3.7066
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1520.7414 AASAAGTIMTLSSWAT 433.2274 1520.7424 23.1864 1943 2 760.8748 0.5740
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 1694.5770 38224.0384 26 45.98 None 1125.6667 FTLPPNLTLK 116.7203 1125.6645 16.4945 1479 2 563.3359 ‐2.1602
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 None 1158.6477 VVVDGNVITSR 7250.8370 1158.6487 21.4219 20367 2 579.8280 0.4792
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 None 1427.7992 LVAEVLLDEVAEK 92196.6300 1427.7989 35.0740 17784 2 714.4031 ‐0.3406
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 65267.2900 1249.6212 17.6057 10613 2 625.3142 0.2183
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 3706.1620 2270.1062 28.5765 2640 3 757.3736 ‐1.1356
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 None 960.5109 VDGNVITSR 2566.4510 960.5089 21.4606 1236 1 960.5089 ‐1.5650
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 5817.7900 39877.7555 11 15.99 None 575.3035 EVAEK 191.0013 575.3027 34.6768 1124 1 575.3027 ‐1.3747
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3247.0690 39877.7555 11 15.99 None 1427.7992 LVAEVLLDEVAEK 85887.6900 1427.7989 35.0740 17784 2 714.4031 ‐0.2688
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3247.0690 39877.7555 11 15.99 None 1158.6477 VVVDGNVITSR 6643.1990 1158.6476 21.4602 17320 2 579.8275 ‐0.4417
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3247.0690 39877.7555 11 15.99 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 712.7660 1249.6342 23.0398 1506 2 625.3208 10.25
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3247.0690 39877.7555 11 15.99 None 960.5109 VDGNVITSR 243.3437 960.5094 20.0677 1982 2 480.7583 ‐2.1835
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3247.0690 39877.7555 11 15.99 None 861.4425 DGNVITSR 935.2131 861.4448 21.4570 865 1 861.4448 3.0924
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1186.5626 EFEAVTESFK 7628.3600 1186.5635 25.5652 9216 2 593.7854 0.3639
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1439.7992 FTSLTTSLSELLK 3539.0690 1439.8001 21.9936 9111 2 720.4037 0.5360
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1062.5248 NSMLEAIER 5989.0380 1062.5261 25.8698 9069 2 531.7667 0.8187
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 974.5339 IMLEAIER 4268.3080 974.5353 25.5604 7781 2 487.7713 0.9117
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1175.6266 NPSTISTTVQK 7590.7610 1175.6265 16.3022 5829 2 588.3169 ‐0.4602
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1096.5092 NSMLEAFER 3523.6330 1096.5102 27.9957 5181 2 548.7587 0.5214
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1766.8443 AKDEQAAEEFAVETTK 1241.4960 1766.8470 22.0997 4235 3 589.6205 1.33
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1052.5259 EFEAATSGLK 2782.9180 1052.5289 20.1891 3378 2 526.7681 2.31
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 919.4553 MLEEIER 1547.5160 919.4543 20.2279 1647 2 460.2308 ‐1.7267

Protein identification details of Arabidopsis yda1 mutant seedlings, replicate 2



NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 2319.1438 MLEAIEREFEAAHAGFEQLK 1014.0880 2319.0827 36.2403 1576 2 1160.0450 ‐25.6897
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 2181.0492 QNMLDEIEREFEAATSGLK 494.2911 2181.0559 24.4189 1286 3 727.6902 2.49
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 2057.9597 NSMLEAFEREFEAATNAK 754.5376 2057.9790 25.1108 1223 3 686.6645 9.1439
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 3854.8971 VDVDSKFTSLTTSLSELLKEASQAYEEY 696.8036 3854.8703 22.5711 69647 3 1285.6283 ‐7.1319
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 3818.8989 ETSSKVGSVLGSSSSVTSTTSESAATSES 740.8082 3818.8747 18.4713 11632 5 764.5808 ‐6.3301
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1947.8778 QLEDIADNKAEGDDESAK 538.8434 1947.8721 32.5246 950 2 974.4397 ‐2.6000
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1473.7907 TSESIESLKQTLR 358.8250 1473.7864 18.2002 1096 2 737.3969 ‐3.0071
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 901.4448 MLEEIER 204.2172 901.4463 21.4794 4807 1 901.4463 2.1278
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 2039.9491 NSMLEAFEREFEAATNAK 740.3525 2039.9500 26.7211 999 2 1020.4786 0.8330
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 1749.8178 AKDEQAAEEFAVETTK 259.0038 1749.8206 20.7458 4542 2 875.4139 1.34
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 625.8843 80973.9407 27 18.80 None 2040.9331 NSMLEAFEREFEAATNAK 433.0785 2040.9266 25.6680 850 2 1020.9670 ‐2.7777
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 1186.5626 EFEAVTESFK 6611.0000 1186.5635 25.5652 9216 2 593.7854 0.3435
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 1062.5248 NSMLEAIER 5846.5420 1062.5261 25.8698 9069 2 531.7667 0.7510
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 974.5339 IMLEAIER 3149.6460 974.5353 25.5604 7781 2 487.7713 0.8104
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 1096.5092 NSMLEAFER 2440.3120 1096.5102 27.9957 5181 2 548.7587 0.4667
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 1052.5259 EFEAATSGLK 315.8006 1052.5469 23.9811 1435 2 526.7771 19.5027
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 243.9568 80973.9407 27 18.80 None 1483.7863 LTTSLNNLVDTHR 770.5714 1483.7951 24.9232 1328 3 495.2699 5.95
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1434.7587 VYVGQAQDGISAVK 27100.0600 1434.7570 21.9878 65176 2 717.8821 ‐1.3300
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1686.7718 GANLWDDGSTHDAVTK 35216.3900 1686.7704 21.8212 47682 3 562.9283 ‐1.0733
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEG 7234.8960 3655.8813 22.2585 43869 4 914.7258 1.52
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1395.7301 IFGSDGSVITMLR 14816.4000 1395.7300 19.7760 39044 2 698.3686 ‐0.1881
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1933.9502 TSDVIGSDEGTHFTLQVK 26292.4400 1933.9502 26.9013 29772 3 645.3216 ‐0.2429
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1820.9429 QTSPPFGLEAGTVFELK 14119.1400 1820.9447 20.8309 28808 2 910.9760 1.84
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 3783.9110 3072.4485 25.4911 21794 2 1536.7279 ‐2.8292
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1091.6320 IGVHVRPLSN 7595.2120 1091.6312 20.7385 19918 2 546.3192 ‐1.1263
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 819.4757 SVITMLR 240.5036 819.4726 20.9017 20015 1 819.4726 ‐3.4261
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 685.3991 VRPLSN 124.6382 685.3989 22.2192 6930 1 685.3989 ‐0.1830
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1447.7580 GWYSPEGIIQGIK 223.7352 1447.7614 20.5330 4108 3 483.2587 2.0847
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 978.5479 GVHVRPLSN 1120.2010 978.5470 20.7363 3969 2 489.7771 ‐1.4454
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1016.5371 QAQDGISAVK 264.4817 1016.5336 20.9208 2576 2 508.7704 ‐3.9244
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1331.5862 WDDGSTHDAVTK 8443.4410 1331.5871 21.8212 2135 2 666.2972 0.4534
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 569.3042 RPLSN 78.3656 569.3052 19.2917 1666 1 569.3052 1.60
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1558.7132 NLWDDGSTHDAVTK 1283.2660 1558.7170 21.8201 1424 2 779.8621 2.02
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1444.6703 LWDDGSTHDAVTK 1855.7410 1444.6703 21.8190 1374 2 722.8388 ‐0.1225
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1745.8705 DVIGSDEGTHFTLQVK 417.5081 1745.8737 27.7441 812 2 873.4405 2.0237
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1172.6270 VGQAQDGISAVK 592.0160 1172.6258 21.9910 812 1 1172.6258 ‐0.3570
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1416.7482 VYVGQAQDGISAVK 260.1777 1416.7428 22.6221 2233 2 708.8751 ‐3.8723
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7602.8020 32158.1143 33 49.66 None 1669.7453 GANLWDDGSTHDAVTK 358.3891 1669.7515 21.8207 923 3 557.2553 3.19
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1434.7587 VYVGQAQDGISAVK 33052.8400 1434.7570 21.9878 65176 2 717.8821 ‐1.2556
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1686.7718 GANLWDDGSTHDAVTK 33213.6100 1686.7704 21.8212 47682 3 562.9283 ‐0.8895
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1933.9502 TSDVIGSDEGTHFTLQVK 30533.9700 1933.9503 26.8984 28637 3 645.3216 ‐0.0798
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1091.6320 IGVHVRPLSN 9822.6550 1091.6312 20.7385 19918 2 546.3192 ‐1.1829
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 2401.2034 QTSPPFGLEAGTVFELKEEGHK 872.2244 2401.1983 31.4956 8112 4 601.0550 ‐2.0025
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 2301.0670 QLTAFGSDDGTVWDDGAYVGVK 341.8083 2301.0076 32.7944 1190 3 767.6740 ‐26.0302
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 685.3991 VRPLSN 135.2623 685.3989 22.2192 6930 1 685.3989 ‐0.0772
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1331.5862 WDDGSTHDAVTK 6915.7300 1331.5871 21.8212 2135 2 666.2972 0.4884
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1558.7132 NLWDDGSTHDAVTK 913.4177 1558.7170 21.8201 1424 2 779.8621 2.18
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1444.6703 LWDDGSTHDAVTK 1381.7840 1444.6703 21.8190 1374 2 722.8388 ‐0.0444
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1172.6270 VGQAQDGISAVK 578.7547 1172.6258 21.9910 812 1 1172.6258 ‐0.6251
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5599.6790 32158.1143 33 49.66 None 1669.7453 GANLWDDGSTHDAVTK 204.5504 1669.7515 21.8207 923 3 557.2553 3.96
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1420.7431 VYVGQGQDGISAVK 5222.7290 1420.7425 21.3005 15959 2 710.8749 ‐0.5066
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1435.7977 IFGSDGLIITMLR 4393.6330 1435.7940 22.3345 11421 2 718.4007 ‐2.6881
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 3123.5700 2225.0366 25.6037 7772 3 742.3504 0.1785
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1147.2020 2442.2957 20.7665 7146 3 814.7701 1.36
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1348.7107 TSPPYGLETQKK 5805.7940 1348.7105 17.5489 4845 3 450.2417 ‐0.4001
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSE 4171.3870 4275.0264 40.2874 4025 4 1069.5120 0.3676
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 1370.5250 2347.1612 20.1484 3582 2 1174.0843 2.24
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1957.0138 VHVGQGQDGVSSINVVYAK 785.3749 1957.0099 23.8151 966 3 653.0081 ‐2.2388
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 421.6538 2097.0165 18.7070 2501 2 1049.0119 20.5424
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1059.5429 GQGQDGISAVK 269.4048 1059.5399 20.4490 1114 1 1059.5399 ‐2.3036
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1063.5782 PYGLETQKK 206.1118 1063.5774 17.9119 1020 2 532.2924 ‐1.1782
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 21 62.33 None 1331.6842 TSPPYGLETQKK 236.3267 1331.6818 19.0495 892 2 666.3445 ‐1.9806
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 1435.7977 IFGSDGLIITMLR 3984.0920 1435.7940 22.3345 11421 2 718.4007 ‐2.7319
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 1892.9687 ASELLHQFGVHVMPLTN 287.3508 1892.9610 19.4704 10890 2 946.9841 ‐4.0701
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 1863.9290 2314.1938 21.5436 8277 3 772.0694 ‐1.5810
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 753.5615 2442.2957 20.7665 7146 3 814.7701 1.19
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 207.2131 2347.1612 20.1484 3582 2 1174.0843 2.15
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 1766.8959 QTSAPFGLEAGTAFELK 1374.9070 1766.8916 22.3140 3264 2 883.9494 ‐2.5064
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 818.4407 AGTAFELK 140.2808 818.4394 21.7645 5643 1 818.4394 ‐1.1662
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 1144.6572 TTTTPVTPAKK 420.9901 1144.6566 19.7640 2797 2 572.8319 ‐0.8427
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 21 62.33 None 926.4730 ASELLHQF 154.5726 926.4755 17.6472 1082 2 463.7414 2.69
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 289.1724 48553.5822 3 9.53 None 1864.8923 TSQPFGLTSGEEAELGGGK 1808.3880 1864.8933 27.3678 12160 2 932.9503 1.0055
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 289.1724 48553.5822 3 9.53 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 1729.7260 1636.7700 26.5136 4961 2 818.8886 1.45
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 289.1724 48553.5822 3 9.53 None 981.6091 LGVNVAPIAK 7184.1190 981.6086 23.5908 4914 2 491.3079 ‐1.1468
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1101.6150 ALLEVVESGGK 4416.8900 1101.6157 26.1898 5300 2 551.3115 0.1946
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1648.8792 LTLEDPVTVEYITR 2314.6400 1648.8753 32.1387 3969 2 824.9413 ‐2.3193
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1131.6256 GTDTVVLAVEK 3264.1440 1131.6247 22.0790 3900 2 566.3160 ‐1.1638



NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1032.5506 NIEVAVMTR 1035.1870 1032.5574 21.3432 7239 2 516.7823 6.0510
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1353.6645 NYKESAGQETVK 247.3868 1353.6870 34.0558 1846 2 677.3471 16.4187
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 948.4633 ESAGQETVK 439.0740 948.4473 33.0967 1623 1 948.4473 ‐16.3768
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 547.8738 26683.2925 13 18.52 None 1083.6045 ALLEVVESGGK 320.6658 1083.6021 25.2723 4916 2 542.3047 ‐2.5643
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1101.6150 ALLEVVESGGK 4708.5790 1101.6157 26.1898 5300 2 551.3115 0.1418
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1648.8792 LTLEDPVTVEYITR 1951.3780 1648.8753 32.1387 3969 2 824.9413 ‐2.1632
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1131.6256 GTDTVVLAVEK 2593.8060 1131.6247 22.0790 3900 2 566.3160 ‐1.2051
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1032.5506 NIEVAVMTR 638.6979 1032.5574 21.3432 7239 2 516.7823 5.19
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1336.6856 NSNSIREFLEK 378.0694 1336.6762 19.7168 2397 2 668.8417 ‐7.1919
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 483.7555 26683.2925 13 18.52 None 1083.6045 ALLEVVESGGK 311.1584 1083.6021 25.2723 4916 2 542.3047 ‐2.6239
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1455.7366 YKEAYDSIEIPK 1028.2750 1455.7367 24.1744 7208 3 485.9171 0.0633
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1844.8126 FSQEPEPIDWDYYR 2402.8990 1844.8172 30.7458 5940 2 922.9123 2.50
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1036.4768 TIDWDGMAK 3379.8310 1036.4762 24.9988 3088 2 518.7417 ‐1.1617
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1972.9076 FSQEPEPIDWDYYRK 636.5475 1972.9123 28.1597 2427 3 658.3090 2.24
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1393.6958 AFDEVNTQLQTK 1072.9390 1393.6689 26.9934 1339 2 697.3381 ‐19.3920
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 810.0151 13827.6200 6 39.34 None 1376.6692 AFDEVNTQLQTK 316.9149 1376.6726 27.1262 6188 2 688.8400 2.92
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 922.4516 LSELGFADA 17138.9200 922.4525 28.5817 48161 1 922.4525 1.24
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 2064.8644 YAADEDAFFADYAEAHMK 36366.4200 2064.8647 31.0975 36525 3 688.9597 ‐0.0172
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1101.6150 EGLLQLVSDK 10355.5200 1101.6151 30.8410 34938 2 551.3112 ‐0.3551
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1858.0168 ELLSGEKEGLLQLVSDK 25731.7600 1858.0156 32.7702 30314 3 620.0100 ‐0.7709
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1906.9518 FDAEQAHGANSGIHIALR 12825.4900 1906.9517 23.8452 29257 4 477.4934 ‐0.2637
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 41594.7000 960.4746 19.2483 27705 2 480.7410 ‐1.4299
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 27499.9800 1635.7330 22.6135 22023 3 545.9158 ‐0.2722
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 923.4404 TGGPFGTMR 4336.7580 923.4402 21.0433 20668 2 462.2237 ‐0.9007
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1249.6171 EDKPQPPPEGR 194.5235 1249.6203 19.5029 4048 3 417.2116 2.54
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 615.3647 PIMVR 5952.7820 615.3651 19.2506 2955 1 615.3651 1.0148
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 611.2970 FGTMR 53.0403 611.2985 21.0046 2483 1 611.2985 2.66
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 822.3927 GGPFGTMR 104.5812 822.3900 21.1166 2192 1 822.3900 ‐2.9153
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 686.4018 APIMVR 1027.9420 686.4028 19.2481 1499 1 686.4028 1.45
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1644.8565 AEQAHGANSGIHIALR 446.9529 1644.8648 23.8423 1275 3 548.9598 5.0141
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1830.7639 ADEDAFFADYAEAHMK 6510.3490 1830.7657 31.0962 987 2 915.8865 1.79
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 9358.5100 27846.3943 16 41.60 None 1084.5885 EGLLQLVSDK 113.9726 1084.5932 30.1296 1163 2 542.8003 3.39
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1523.8580 LGPNYLQLPVNAPK 62872.4500 1523.8567 18.3897 84665 2 762.4320 ‐0.9744
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1632.9108 IWPEDILPLQPVGR 6400.2470 1632.9117 21.7255 55168 2 816.9595 0.4443
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1128.6048 WVEILSEPR 35936.1400 1128.6044 17.6482 40374 2 564.8058 ‐0.6461
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 4033.6450 3306.5759 24.1181 10471 3 1102.8635 ‐2.4554
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 247.9475 2506.3169 20.9547 3954 3 836.1105 25.8649
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1305.6797 VPTPTNSYTGIR 142.8724 1305.6679 17.6641 3649 2 653.3376 ‐9.3113
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 825.4465 EILSEPR 209.9209 825.4472 18.3162 3697 1 825.4472 1.34
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 714.4145 ILSEPR 201.3575 714.4135 17.1497 2274 1 714.4135 ‐1.1405
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1142.6568 YLQLPVNAPK 386.1483 1142.6570 16.6418 2258 2 571.8321 ‐0.1450
NP_001031072.3 catalase 3 Arabidopsis thaliana 3758.9920 44291.1841 10 26.26 None 1280.6997 LGPNYLQLPVNA 283.9175 1280.6999 18.9819 2160 2 640.8536 ‐0.0930
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1523.8580 LGPNYLQLPVNAPK 60394.3900 1523.8567 18.3897 84665 2 762.4320 ‐0.8902
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1136.6786 APGVQTPVIVR 36850.3100 1136.6774 23.0639 82567 2 568.8423 ‐1.4615
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1525.8261 GPVLLEDYHLIEK 64878.9400 1525.8251 30.2755 58990 3 509.2799 ‐0.9159
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1632.9108 IWPEDILPLQPVGR 20504.4400 1632.9117 21.7255 55168 2 816.9595 0.5784
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1875.0123 DGIQFPDVVHALKPNPK 37903.2500 1875.0142 18.4294 41285 3 625.6762 0.7280
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1128.6048 WVEILSEPR 23017.9600 1128.6044 17.6482 40374 2 564.8058 ‐0.7428
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1305.6797 VPTPTNSYTGIR 5572.1630 1305.6773 20.9876 30010 2 653.3423 ‐2.0692
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1715.8024 DLHDAIASGNYPEWK 13887.5800 1715.8023 27.4456 28572 3 572.6056 ‐0.2947
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1070.5265 IFAYGDTQR 18403.5800 1070.5251 20.1683 26911 2 535.7662 ‐1.7205
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1109.5374 TNIQEYWR 28179.5000 1109.5381 24.6350 23195 2 555.2727 0.2034
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 10588.1200 2242.0622 21.6324 22203 3 748.0256 0.8600
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1257.5634 DEEINYYPSK 57319.8800 1257.5636 20.4268 17916 2 629.2854 ‐0.0936
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 798.4832 LNVRPSI 19084.3500 798.4820 22.2226 15688 2 399.7446 ‐2.2086
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 4359.0090 3306.5759 24.1181 10471 3 1102.8635 ‐2.6968
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1267.6470 GIWISYWSQK 185.8679 1267.6534 33.8815 1684 2 634.3303 4.57
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 31138.2100 2700.2777 37.7554 60205 3 900.7641 0.7827
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1871.8810 DEEINYYPSKFDPVR 8236.1860 1871.8817 27.2807 7151 3 624.6321 0.0798
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1306.6498 KENNFKQAGDR 213.3284 1306.6621 22.2821 1675 2 653.8347 9.1466
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1013.4938 EINYYPSK 172.3449 1013.4888 20.8664 10550 1 1013.4888 ‐4.4552
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 685.3991 NVRPSI 178.5872 685.3979 22.8987 9746 1 685.3979 ‐1.5605
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 472.2878 RPSI 87.6465 472.2878 21.1500 8733 1 472.2878 ‐0.0067
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 571.3562 VRPSI 73.8672 571.3547 21.1482 7173 1 571.3547 ‐2.6085
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 810.3741 AYGDTQR 2914.6680 810.3741 20.1772 2847 1 810.3741 0.3661
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 714.4145 ILSEPR 171.8927 714.4135 17.1497 2274 1 714.4135 ‐1.0960
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 812.4989 QTPVIVR 618.6294 812.4963 23.0576 1934 1 812.4963 ‐2.7670
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 884.4512 INYYPSK 151.5955 884.4474 19.8750 1823 1 884.4474 ‐3.9513
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 733.3879 APGVQTPV 88.9093 733.3848 23.0010 1780 1 733.3848 ‐3.9943
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 739.3369 YGDTQR 1203.8000 739.3364 20.1762 1396 1 739.3364 ‐0.3933
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 957.4425 FAYGDTQR 229.3187 957.4407 20.2365 1362 1 957.4407 ‐1.4075
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 2097.9321 MDPADEDKFDFDPLDVTK 325.2166 2097.9257 37.7110 1071 2 1049.4665 ‐2.5861
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 942.5255 VEILSEPR 155.5694 942.5288 17.6542 1070 1 942.5288 3.98
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1065.6415 PGVQTPVIVR 1154.2210 1065.6426 23.0716 999 2 533.3249 0.5567
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1443.6903 GFFEVTHDISNLT 189.4864 1443.6979 19.6078 986 2 722.3526 5.1883
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1360.6532 GFFEVTHDISNL 141.4656 1360.6590 18.6934 981 2 680.8332 4.1221
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1853.8705 DEEINYYPSKFDPVR 492.0677 1853.8765 27.7789 4050 2 927.4419 3.26



NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1053.5000 IFAYGDTQR 246.8603 1053.5026 18.6266 1290 2 527.2549 2.0151
NP_001031073.1 catalase 3 Arabidopsis thaliana 11462.2700 56366.8268 65 48.66 None 1250.6204 GIWISYWSQK 146.8150 1250.6198 33.9025 954 2 625.8136 ‐0.7496
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1136.6786 APGVQTPVIVR 48502.0500 1136.6774 23.0639 82567 2 568.8423 ‐1.5009
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1525.8261 GPVLLEDYHLIEK 96206.5600 1525.8251 30.2755 58990 3 509.2799 ‐0.6955
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1305.6797 VPTPTNSYTGIR 6688.7770 1305.6773 20.9876 30010 2 653.3423 ‐2.0441
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1715.8024 DLHDAIASGNYPEWK 13395.5000 1715.8023 27.4456 28572 3 572.6056 ‐0.1175
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1070.5265 IFAYGDTQR 16486.5100 1070.5251 20.1683 26911 2 535.7662 ‐1.7851
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1109.5374 TNIQEYWR 31669.4100 1109.5381 24.6350 23195 2 555.2727 0.1537
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 798.4832 LNVRPSI 20084.1800 798.4820 22.2226 15688 2 399.7446 ‐2.3770
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 685.3991 NVRPSI 89.0152 685.3979 22.8987 9746 1 685.3979 ‐1.4546
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 472.2878 RPSI 95.2044 472.2878 21.1500 8733 1 472.2878 0.2627
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 571.3562 VRPSI 86.2781 571.3547 21.1482 7173 1 571.3547 ‐2.4151
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1159.5994 LEDYHLIEK 23104.8900 1159.6006 30.2675 2992 2 580.3039 0.7039
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 810.3741 AYGDTQR 3217.1490 810.3741 20.1772 2847 1 810.3741 0.3761
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 968.5887 GVQTPVIVR 1251.4780 968.5893 23.0632 2546 1 968.5893 0.9879
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1109.5586 TPTNSYTGIR 135.4148 1109.5531 21.9025 1898 2 555.2802 ‐5.3318
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 739.3369 YGDTQR 1362.0550 739.3364 20.1762 1396 1 739.3364 ‐0.3288
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 957.4425 FAYGDTQR 201.0381 957.4407 20.2365 1362 1 957.4407 ‐1.5104
NP_001031073.1 catalase 3 Arabidopsis thaliana 6067.7190 56366.8268 65 48.66 None 1065.6415 PGVQTPVIVR 1749.6240 1065.6426 23.0716 999 2 533.3249 0.4902
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1523.8580 LGPNYLQLPVNAPK 62872.4500 1523.8567 18.3897 84665 2 762.4320 ‐0.9744
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1632.9108 IWPEDILPLQPVGR 6400.2470 1632.9117 21.7255 55168 2 816.9595 0.4443
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1128.6048 WVEILSEPR 35936.1400 1128.6044 17.6482 40374 2 564.8058 ‐0.6461
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 17608.8500 2242.0622 21.6324 22203 3 748.0256 0.7036
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 4033.6450 3306.5759 24.1181 10471 3 1102.8635 ‐2.4554
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 247.9475 2506.3169 20.9547 3954 3 836.1105 25.8649
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1305.6797 VPTPTNSYTGIR 142.8724 1305.6679 17.6641 3649 2 653.3376 ‐9.3113
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 825.4465 EILSEPR 209.9209 825.4472 18.3162 3697 1 825.4472 1.34
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 714.4145 ILSEPR 201.3575 714.4135 17.1497 2274 1 714.4135 ‐1.1405
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1142.6568 YLQLPVNAPK 386.1483 1142.6570 16.6418 2258 2 571.8321 ‐0.1450
NP_001031073.1 catalase 3 Arabidopsis thaliana 4448.8240 56366.8268 65 48.66 None 1280.6997 LGPNYLQLPVNA 283.9175 1280.6999 18.9819 2160 2 640.8536 ‐0.0930
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 None 1761.9381 LLEATGISTVPGSGFGQK 14302.4100 1761.9388 17.3900 18276 2 881.4730 0.3618
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 4166.7580 1140.5753 18.3516 8076 2 570.7913 ‐0.7217
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 None 1783.8610 HYLSLTSGGLGAYSDSR 2098.6390 1783.8592 16.6652 6700 3 595.2912 ‐1.5902
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 955.9927 2255.1309 17.8598 6192 3 752.3818 1.93
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADA 1596.0180 3041.5445 24.0509 6154 3 1014.5197 ‐4.7798
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 None 1225.5955 VLMEMGSPFSK 3343.4860 1225.5941 17.8241 4732 2 613.3007 ‐1.4102
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 180.5682 2133.0129 18.9053 3903 2 1067.0101 11.13
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 None 2081.0186 RDGYPSDPELIFLTDGASK 199.7785 2081.0075 22.3897 2993 2 1041.0074 ‐5.2171
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 80.8715 1041.5041 19.3566 2473 1 1041.5041 ‐2.4702
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 995.9406 49063.2184 10 23.58 Carbamidomethyl+C(6) 870.4502 QVVALCQA 129.1971 870.4513 22.3641 2243 1 870.4513 1.57
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3096.5320 13217.3118 4 42.98 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 19797.5900 1824.9397 20.9974 20232 2 912.9735 0.5469
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3096.5320 13217.3118 4 42.98 None 3569.7758 APIAVGDVVPDGTISFFDENDQLQTAS 1089.1800 3569.7707 21.0171 15446 3 1190.5951 ‐1.3042
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3096.5320 13217.3118 4 42.98 None 3118.4964 GDVVPDGTISFFDENDQLQTASVHSLA 631.3413 3118.5006 21.4480 2344 3 1040.1717 1.74
NP_001031239.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3096.5320 13217.3118 4 42.98 None 3552.7493 APIAVGDVVPDGTISFFDENDQLQTAS 270.5467 3552.7314 23.1438 19258 3 1184.9153 ‐4.9029
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTL 4613.6020 3415.7176 23.9333 14050 3 1139.2440 ‐1.1803
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIF 1259.5030 2971.4195 20.8689 13407 3 991.1447 2.31
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 5692.6000 2531.2399 28.7063 11905 3 844.4181 0.4462
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 2819.0840 3048.4398 23.3018 7539 3 1016.8181 1.08
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1111.5994 TLPGPVTDPSK 14464.8500 1111.5994 19.5074 6372 2 556.3033 ‐0.4012
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1449.8312 TLPGPVTDPSKLPK 7976.9050 1449.8308 23.4646 12915 3 483.9485 ‐0.5114
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1275.6157 DVNWPLGWPIGG 442.3301 1275.6179 20.6827 3919 2 638.3126 1.50
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1235.6994 PGPVTDPSKLPK 7663.3430 1235.6995 23.4631 3738 2 618.3534 ‐0.1784
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1549.7645 HAAAEIFANPDVIAE 135.7928 1549.7711 24.8508 2550 3 517.2619 3.27
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 740.3726 HAAAEIF 151.5230 740.3732 22.5121 1493 1 740.3732 1.1456
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1990.4120 29838.7466 24 44.85 None 1707.8952 GQDSEVILYPQAIFK 315.2842 1707.8932 20.4528 906 3 569.9692 ‐1.4469
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 7451.6020 2531.2399 28.7063 11905 3 844.4181 0.4379
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1111.5994 TLPGPVTDPSK 16572.4700 1111.5994 19.5074 6372 2 556.3033 ‐0.4501
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 Carbamidomethyl+C(8) 2375.1370 GNNILVMCDAYTPAGEPIPTNK 939.4943 2375.1440 30.2172 2409 3 792.3862 2.85
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1407.7015 SFGRDIVDAHYK 87.8095 1407.6726 29.0795 14547 2 704.3399 ‐20.6142
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1797.8662 IIAEYIWVGGSGMDMR 126.7321 1797.8177 32.5747 1849 2 899.4125 ‐26.5600
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1449.8312 TLPGPVTDPSKLPK 10681.2000 1449.8308 23.4646 12915 3 483.9485 ‐0.2737
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1235.6994 PGPVTDPSKLPK 7374.6220 1235.6995 23.4631 3738 2 618.3534 ‐0.1799
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1387.6260 29838.7466 24 44.85 None 1116.5796 RDIVDAHYK 62.7034 1116.5855 28.9276 3168 2 558.7964 4.28
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1095.1320 29838.7466 24 44.85 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTL 6426.3010 3415.7176 23.9333 14050 3 1139.2440 ‐0.8981
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1095.1320 29838.7466 24 44.85 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIF 1428.4130 2971.4195 20.8689 13407 3 991.1447 2.93
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1095.1320 29838.7466 24 44.85 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 2375.7000 3048.4398 23.3018 7539 3 1016.8181 1.57
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1095.1320 29838.7466 24 44.85 None 2012.9932 IIAEYIWVGGSGMDMRSK 172.3313 2012.9774 17.3876 1828 4 503.9998 ‐7.8638
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1095.1320 29838.7466 24 44.85 None 740.3726 HAAAEIF 144.4376 740.3732 22.5121 1493 1 740.3732 1.1182
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 1187.6419 FVDIGIPANNK 15057.3300 1187.6402 16.5141 12761 2 594.3237 ‐1.7618
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 1339.6753 FAQYTGANAIAGR 7293.8870 1339.6744 21.6122 12284 2 670.3408 ‐0.8745
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 2065.9396 HTPGTFTNQMQTSFSEPR 1263.0030 2065.9398 24.4941 9037 3 689.3181 ‐0.1563
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 1409.7536 RNDGIYIFNLGK 673.5465 1409.7479 18.6357 3348 2 705.3776 ‐4.1295
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 2468.2755 NDGIYIFNLGKTWEKLQMAAR 472.3934 2468.2907 22.4680 1920 3 823.4351 5.54
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 1104.5432 QYTGANAIAGR 286.2029 1104.5434 22.8179 1804 2 552.7753 ‐0.2529
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 691.4137 IFNLGK 205.6758 691.4132 18.1046 1480 1 691.4132 ‐0.5506
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 963.2151 32209.2755 8 18.37 None 1322.6488 FAQYTGANAIAGR 138.5307 1322.6435 20.0973 2043 2 661.8254 ‐4.1898
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 2092.0566 VSGPVVVADGMAGAAMYELVR 3674.4690 2092.0568 22.2561 13566 2 1046.5321 0.5827



NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1795.8683 LAEMPADSGYPAYLAAR 5307.4880 1795.8721 28.4119 12498 2 898.4397 2.78
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1578.7170 FEDPAEGEDTLVEK 4891.6720 1578.7182 24.0950 11105 2 789.8628 0.8106
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1545.8054 TTLVANTSNMPVAAR 4318.4910 1545.8052 23.1688 9526 2 773.4063 ‐0.0888
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1255.7005 LAADTPLLTGQR 2259.6850 1255.7009 24.1907 9428 2 628.3541 0.0381
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1019.5520 ISGDVYIPR 1990.0240 1019.5501 23.0020 8674 2 510.2787 ‐2.3251
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1471.7639 EDDLNEIVQLVGK 12843.7900 1471.7643 34.7671 7937 2 736.3858 0.2205
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 4625.1880 3736.8232 24.3501 6824 3 1246.2793 ‐0.3355
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1337.6260 YSTALESFYEK 1240.8050 1337.6280 27.0611 6201 2 669.3176 1.75
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3226.0500 2690.3533 35.3336 6145 3 897.4559 0.2648
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 2080.9346 LTTFEDDEKESEYGYVR 6141.6020 2080.9352 24.1631 5780 3 694.3166 0.0606
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5866.0800 1675.7395 21.9911 4256 2 838.3734 0.9099
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2284.1470 2465.1591 23.8659 3709 2 1233.0832 4.1047
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1335.7379 VGHDNLIGEIIR 2442.7090 1335.7376 29.3940 2479 3 445.9174 ‐0.4958
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 883.4672 LGDLFYR 3042.1290 883.4668 16.8504 4310 2 442.2370 ‐1.0993
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1574.8272 DALAEGDKITLETAK 880.6833 1574.8284 23.8436 8721 3 525.6143 0.4956
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 2409.2184 LVSQKFEDPAEGEDTLVEKFK 1657.8400 2409.2085 21.5572 3604 2 1205.1079 ‐3.3841
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 Carbamidomethyl+C(19) 2899.4124 LLREDYLAQNAFTPYDKFCPFYK 1898.5510 2899.4077 22.3370 1511 3 967.1408 ‐1.8346
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1204.6420 EGDKITLETAK 279.9247 1204.6442 25.9995 3221 2 602.8257 1.23
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 915.4458 LESFYEK 63.1392 915.4419 29.4579 1992 1 915.4419 ‐3.8463
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1009.5135 GAAMYELVR 176.2350 1009.5181 20.5904 1697 1 1009.5181 5.0299
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 770.3832 GDLFYR 158.3398 770.3812 16.8345 1391 1 770.3812 ‐2.2549
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 664.3777 AYLAAR 179.8068 664.3766 29.8156 1123 1 664.3766 ‐1.4114
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1002.4527 ESEYGYVR 121.8736 1002.4493 23.5929 813 2 501.7283 ‐3.8961
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 48 50.40 None 1777.8578 LAEMPADSGYPAYLAAR 601.6770 1777.8615 27.5480 5433 2 889.4344 2.61
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1795.8683 LAEMPADSGYPAYLAAR 4485.0680 1795.8721 28.4119 12498 2 898.4397 2.00
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1545.8054 TTLVANTSNMPVAAR 5843.9360 1545.8052 23.1688 9526 2 773.4063 0.0279
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1255.7005 LAADTPLLTGQR 3116.3650 1255.7009 24.1907 9428 2 628.3541 0.0442
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1019.5520 ISGDVYIPR 3092.0730 1019.5501 23.0020 8674 2 510.2787 ‐2.4091
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1471.7639 EDDLNEIVQLVGK 4262.7080 1471.7643 34.7671 7937 2 736.3858 0.3090
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1337.6260 YSTALESFYEK 1050.5650 1337.6280 27.0611 6201 2 669.3176 1.48
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2629.1930 2690.3533 35.3336 6145 3 897.4559 0.2203
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 7696.7020 1675.7395 21.9911 4256 2 838.3734 1.0762
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 472.2402 LAADT 62.7838 472.2379 23.0321 4947 1 472.2379 ‐4.6166
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 915.4458 LESFYEK 46.7089 915.4419 29.4579 1992 1 915.4419 ‐3.9170
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 766.1027 69154.7867 48 50.40 None 1351.6641 PADSGYPAYLAAR 226.4584 1351.6606 28.9249 1839 2 676.3339 ‐2.7193
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 2092.0566 VSGPVVVADGMAGAAMYELVR 1949.3810 2092.0568 22.2561 13566 2 1046.5321 0.2386
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 1253.3950 2203.0787 19.2124 9014 3 735.0311 ‐3.3883
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 3741.4150 3736.8232 24.3501 6824 3 1246.2793 0.0667
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2606.5350 2465.1591 23.8659 3709 2 1233.0832 3.99
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 1424.7784 ITYIAPAGQYSLK 173.9996 1424.8051 16.5237 12132 2 712.9062 18.5626
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 2896.4898 EVLQREDDLNEIVQLVGKDALAEGDK 353.0114 2896.4436 22.7924 9281 3 966.1527 ‐16.0868
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 885.4465 LASFYER 307.2856 885.4504 21.1423 2400 1 885.4504 4.63
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 1009.5135 GAAMYELVR 126.8975 1009.5135 23.9078 1160 1 1009.5135 0.6136
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 None 867.4359 LASFYER 242.0114 867.4369 22.4106 1375 1 867.4369 1.18
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 553.7933 69154.7867 48 50.40 Carbamidomethyl+C(11) 2185.0747 GVSVPALDKDCLWEFQPNK 348.3021 2185.0767 19.6836 898 2 1093.0420 1.0873
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1496.7236 FIGTAGAASTMMNPK 11582.2000 1496.7248 15.9973 7311 2 748.8661 0.7720
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1248.6834 YATPALLSADVK 2725.4640 1248.6793 27.2180 6313 2 624.8433 ‐3.6054
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 Carbamidomethyl+C(9)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 954.5295 ILTEFFGK 428.8566 954.5261 27.9252 4992 1 954.5261 ‐3.1296
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1768.8794 AFTPTQVMGMMLSNLK 923.2578 1768.8858 23.9121 4704 2 884.9465 3.66
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1138.5197 EFEMALQDR 10739.2000 1138.5209 24.6129 2625 2 569.7641 0.6853
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 Carbamidomethyl+C(12) 1953.9488 SVVGFDFGNENCLVAVAR 254.8329 1953.9821 35.0917 4711 2 977.4947 17.4103
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1759.9225 REEFEEISIPILER 1800.3890 1759.9224 34.0832 4353 3 587.3123 ‐0.3365
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1409.6907 DEYKIDVSQNAK 1335.8430 1409.6791 30.2486 7720 2 705.3432 ‐8.3903
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1746.8181 LSDKYQEYITDSER 1636.3820 1746.8160 23.0146 4563 3 582.9435 ‐1.4700
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1970.0342 ISTYTIGPFQSSKGERAK 295.4597 1970.0151 18.5048 1186 3 657.3432 ‐9.9103
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 2059.1070 QQDTLPKYATPALLSADVK 515.0063 2059.1139 25.3866 795 3 687.0428 3.1197
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 862.4741 SSKGERAK 361.8502 862.4770 17.1534 8210 1 862.4770 3.96
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1294.6638 EYKIDVSQNAK 197.8587 1294.6684 27.9572 3088 2 647.8379 3.46
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 913.5353 PALLSADVK 208.4497 913.5369 25.7614 846 1 913.5369 2.11
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 Carbamidomethyl+C(12) 1935.9382 SVVGFDFGNENCLVAVAR 137.2663 1935.9447 35.9635 1490 2 968.4760 3.81
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 618.4218 88115.6927 32 15.46 None 1729.7915 LSDKYQEYITDSER 306.7262 1729.7888 23.0645 9188 3 577.2678 ‐1.8174
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 1248.6834 YATPALLSADVK 4594.5690 1248.6793 27.2180 6313 2 624.8433 ‐3.6020
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 954.5295 ILTEFFGK 715.3217 954.5261 27.9252 4992 1 954.5261 ‐3.2303
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 1565.7628 AVEKEFEMALQDR 401.4276 1565.7633 29.7263 1431 2 783.3853 0.4495
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 Carbamidomethyl+C(7) 1236.5929 ETPAIVCFGDK 1169.8210 1236.5983 26.5288 20353 2 618.8028 4.0285
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 1759.9225 REEFEEISIPILER 1857.8720 1759.9224 34.0832 4353 3 587.3123 ‐0.1693
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 1496.7236 FIGTAGAASTMMNPK 931.1160 1496.7095 32.5002 2505 2 748.8584 ‐9.4093
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 2204.0578 GAASEAQNGGAENQQSTIVFPK 229.4479 2204.0425 28.9103 761 3 735.3524 ‐7.1091
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 Carbamidomethyl+C(6) 1107.5503 TPAIVCFGDK 221.4851 1107.5518 25.9198 4580 2 554.2796 0.9123
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 1374.6246 AVEKEFEMALQD 268.6074 1374.6264 31.1365 2906 2 687.8169 1.78
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 157.1214 88115.6927 32 15.46 None 913.5353 PALLSADVK 299.9086 913.5369 25.7614 846 1 913.5369 2.1219
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 421.7600 88115.6927 32 15.46 None 1496.7236 FIGTAGAASTMMNPK 5428.8780 1496.7248 15.9973 7311 2 748.8661 0.7003
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 421.7600 88115.6927 32 15.46 Carbamidomethyl+C(9)



NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 421.7600 88115.6927 32 15.46 None 1768.8794 AFTPTQVMGMMLSNLK 543.2508 1768.8858 23.9121 4704 2 884.9465 3.03
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 421.7600 88115.6927 32 15.46 None 1251.6258 QVMGMMLSNLK 239.9577 1251.6241 25.5992 1415 1 1251.6241 ‐0.2636
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 1653.9244 MVDVLVEQNIVPGIK 31003.9300 1653.9259 19.8052 44527 2 827.4666 0.9968
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 17563.2800 3024.4959 36.9687 21611 3 1008.8368 ‐1.0036
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 1387.7176 LASIGLENTEANR 11095.9800 1387.7178 22.5781 20718 2 694.3625 0.0141
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 1408.2860 2479.1978 21.5616 15932 3 827.0708 1.84
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 873.4577 EAAWGLAR 22486.3800 873.4585 22.3635 13832 2 437.2329 0.2913
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 828.4470 3400.7851 25.4885 10971 3 1134.2665 ‐1.2641
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 1307.6842 ATPEQVASYTLK 1795.7140 1307.6829 21.7962 6966 2 654.3451 ‐1.1641
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 1979.7470 2147.9515 23.5478 6161 3 716.6554 ‐0.4031
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 740.4665 NIVPGIK 91.2467 740.4638 17.8668 11546 1 740.4638 ‐3.3343
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 673.3780 AWGLAR 96.7756 673.3807 21.4533 2272 1 673.3807 4.1538
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 788.4261 GLDGLASR 182.7916 788.4239 23.0733 1756 1 788.4239 ‐2.4224
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 4511.2330 33437.3367 18 48.87 None 1353.6533 ETLYQSTTDGKK 376.8735 1353.6551 25.4657 1120 1 1353.6551 2.14
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 12835.7000 3024.4959 36.9687 21611 3 1008.8368 ‐1.1240
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 None 1387.7176 LASIGLENTEANR 5638.2340 1387.7178 22.5781 20718 2 694.3625 0.0705
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 None 873.4577 EAAWGLAR 39077.9300 873.4585 22.3635 13832 2 437.2329 0.1515
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 None 1307.6842 ATPEQVASYTLK 2611.5730 1307.6829 21.7962 6966 2 654.3451 ‐1.1382
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 1321.2260 2147.9515 23.5478 6161 3 716.6554 ‐0.3242
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2586.5100 33437.3367 18 48.87 None 1003.4803 GLENTEANR 606.6155 1003.4823 22.5887 959 1 1003.4823 2.39
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 1653.9244 MVDVLVEQNIVPGIK 40816.8400 1653.9259 19.8052 44527 2 827.4666 0.8531
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 9307.9980 3400.7862 25.1373 23100 3 1134.2669 ‐0.6608
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 1307.6842 ATPEQVASYTLK 293.7129 1307.6772 20.6760 1055 2 654.3422 ‐5.5515
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 1782.0194 KMVDVLVEQNIVPGIK 256.8924 1782.0133 18.4515 1557 3 594.6759 ‐4.0216
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 740.4665 NIVPGIK 63.6801 740.4638 17.8668 11546 1 740.4638 ‐3.3617
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 2381.7190 41978.8296 6 15.17 None 1240.6606 MVDVLVEQNIV 181.8573 1240.6573 18.7689 7506 2 620.8323 ‐2.8983
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 1238.6263 AYEIATTAAEAK 18312.9300 1238.6253 20.0734 6967 2 619.8163 ‐1.1319
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 951.5146 IFSSIEQK 2100.7160 951.5127 19.7543 3969 2 476.2600 ‐2.5354
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 940.4808 IKEYMEK 305.9178 940.4942 31.8638 10273 2 470.7507 13.6854
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 2347.1791 LGLALNFSVFYYEIMNAPER 522.6052 2347.1769 35.8733 1271 3 783.0638 ‐1.1936
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 1187.6266 LNVDLTVEER 299.2872 1187.6016 33.5980 1079 1 1187.6016 ‐20.3849
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 820.4199 FSSIEQK 674.0605 820.4224 19.7395 2232 2 410.7148 2.70
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 2048.7110 29577.2064 8 25.57 None 933.5040 IFSSIEQK 141.2441 933.5029 20.8849 1519 2 467.2551 ‐1.7273
NP_001031555.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 315.3348 36019.7888 3 6.81 None 1068.5724 YGVSGFPTLK 3271.5230 1068.5715 17.2725 7048 2 534.7894 ‐1.2573
NP_001031555.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 315.3348 36019.7888 3 6.81 None 1441.6846 DLDDFVSFINEK 5661.2140 1441.6841 36.2722 5295 2 721.3457 ‐0.4470
NP_001031555.1 protein disulfide isomerase like 2 1 Arabidopsis thaliana 315.3348 36019.7888 3 6.81 None 908.4724 SLAPTYEK 150.4158 908.4591 22.7744 1922 1 908.4591 ‐14.2029
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 440.4568 29427.7440 4 14.7 None 1539.8377 VLSDVGDIPVQEIR 5631.0430 1539.8367 28.6981 6421 2 770.4220 ‐0.6779
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 440.4568 29427.7440 4 14.7 None 1100.6674 VIDASLTLIR 3497.2190 1100.6665 17.9675 3626 2 550.8369 ‐1.2058
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 440.4568 29427.7440 4 14.7 None 1401.7332 SLPTSLVETGQNR 156.4124 1401.7281 26.3281 2108 2 701.3677 ‐3.7732
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 440.4568 29427.7440 4 14.7 None 1082.6568 VIDASLTLIR 184.5011 1082.6607 17.8522 1015 2 541.8340 3.63
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 23104.3800 1237.6244 23.1133 21004 2 619.3158 ‐0.4575
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 58426.1000 1960.9533 37.6290 18283 2 980.9803 ‐0.0581
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 2499.2977 TGQVPDPTSTDNPEFQIVLSIIK 1723.3530 2499.3035 23.3990 15711 2 1250.1554 3.1307
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 2988.2070 2361.1543 28.3402 13224 4 591.0440 1.93
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 1137.5575 TEFGPSQPFK 2110.1430 1137.5547 23.0723 13043 2 569.2810 ‐2.8260
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 998.5993 AGIIVLAEGR 10897.2300 998.5992 26.2944 12332 2 499.8032 ‐0.6310
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 21696.8900 3033.4414 38.1222 11973 3 1011.8187 ‐1.2335
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 1026.4309 DMSQADFGR 8263.0720 1026.4306 18.8459 6459 2 513.7189 ‐0.8015
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 865.4302 AEEIFEK 117.2403 865.4421 29.0371 5983 1 865.4421 14.1518
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 1129.5493 DIIMVDHMR 307.3943 1129.5775 19.7176 1501 2 565.2924 24.5968
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 1257.6442 DIIMVDHMRK 368.7523 1257.6568 18.7847 1424 3 419.8905 9.41
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 3060.9420 1259.5827 20.0472 4777 2 630.2950 ‐1.1297
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 293.8884 1067.5198 22.5085 3387 2 534.2635 0.2761
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 955.4376 DIIMVDHM 351.2322 955.4419 16.9044 1661 2 478.2246 3.88
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 937.4270 DIIMVDHM 226.9270 937.4305 21.1860 1638 2 469.2189 3.1621
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4925.9770 48977.4464 27 35.23 None 687.3382 DIIMVD 151.4615 687.3354 20.2004 1132 1 687.3354 ‐3.7649
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 27315.3100 1237.6244 23.1133 21004 2 619.3158 ‐0.4584
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 36835.6300 1960.9533 37.6290 18283 2 980.9803 0.2171
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 1137.5575 TEFGPSQPFK 3570.0900 1137.5547 23.0723 13043 2 569.2810 ‐2.8650
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 998.5993 AGIIVLAEGR 14110.6700 998.5992 26.2944 12332 2 499.8032 ‐0.7230
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 24608.4500 3033.4414 38.1222 11973 3 1011.8187 ‐1.3560
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 1475.8064 LVGVSEETTTGVKR 10849.4500 1475.8048 18.6553 7332 3 492.6065 ‐1.1150
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 1071.6157 ITIKPQTDR 377.9641 1071.5990 25.2621 16796 2 536.3031 ‐16.0551
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 1637.7500 2361.1543 28.3402 13224 4 591.0440 1.28
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 865.4302 AEEIFEK 54.7435 865.4421 29.0371 5983 1 865.4421 14.1194
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 1020.5320 EETTTGVKR 212.9251 1020.5304 19.6079 1496 2 510.7688 ‐2.1539
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 4508.3130 48977.4464 27 35.23 None 1263.6539 GVSEETTTGVKR 10380.6500 1263.6525 18.6528 1241 2 632.3299 ‐1.3501
NP_001031676.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 24583.8492 3 7.56 None 1146.6405 VSVFLPEEVK 78722.8100 1146.6414 28.3704 17757 2 573.8243 0.3624
NP_001031676.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 24583.8492 3 7.56 None 777.4141 IEFPGSK 11405.0200 777.4164 20.3923 2904 1 777.4164 3.58
NP_001031676.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 24583.8492 3 7.56 None 1047.5721 SVFLPEEVK 398.1773 1047.5694 28.3704 791 1 1047.5694 ‐2.1341
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1748.8748 AAQDIAAADMAPTHPIR 3186.6770 1748.8752 22.6620 8878 3 583.6299 ‐0.0378
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1624.8541 LLDSHLIPSAGASESK 3497.5270 1624.8557 15.8749 4468 3 542.2901 0.7048
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1474.7285 NDEHVSLVKDYR 854.2601 1474.7280 25.0013 4162 2 737.8676 ‐0.3888
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1213.5769 TAAEDTMLAYK 1942.1310 1213.5779 22.3810 3645 2 607.2926 0.5110
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 Carbamidomethyl+C(11) 1722.8943 SKVESELSSVCSGILK 1261.6900 1722.8992 28.4245 6150 3 574.9712 2.06



NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 None 1245.6586 EHVSLVKDYR 316.0680 1245.6578 23.1987 31038 2 623.3326 ‐0.8965
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1662.5310 27832.5437 8 33.33 Carbamidomethyl+C(4) 950.4976 SSVCSGILK 160.4450 950.4936 29.6938 7407 1 950.4936 ‐3.6695
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 6338.8370 2512.3007 22.0479 13774 3 838.1051 ‐0.0880
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 1338.6688 ELTGGIYFGEPR 3715.0880 1338.6650 28.1001 9402 2 669.8361 ‐3.0765
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 2026.1219 YNIALLPGDGIGPEVISVAK 10667.0800 2026.1209 20.9136 9401 2 1013.5641 ‐0.0929
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 1390.7940 LSDAILLGAIGGYK 5219.4070 1390.7955 20.3893 4838 2 695.9014 0.9173
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 2668.3109 EVAEGVDMMIVRELTGGIYFGEPR 395.7852 2668.3165 33.5312 930 3 890.1103 1.54
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 1312.6420 AGSLEGLEFDFK 1892.7240 1312.6409 32.3414 5412 2 656.8241 ‐0.9995
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 793.4203 VAFETAR 685.1437 793.4096 24.4338 1752 1 793.4096 ‐13.1886
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1754.9100 33275.6936 13 34.00 None 995.4945 GGIYFGEPR 429.2367 995.4938 28.6441 12581 1 995.4938 ‐0.1623
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 2173.6180 33275.6936 13 34.00 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 10938.1700 2512.3007 22.0479 13774 3 838.1051 ‐0.1435
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 2173.6180 33275.6936 13 34.00 None 2026.1219 YNIALLPGDGIGPEVISVAK 11967.5400 2026.1209 20.9136 9401 2 1013.5641 ‐0.4069
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 2173.6180 33275.6936 13 34.00 None 1390.7940 LSDAILLGAIGGYK 9302.5140 1390.7955 20.3893 4838 2 695.9014 0.8940
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 2173.6180 33275.6936 13 34.00 None 1312.6420 AGSLEGLEFDFK 753.7751 1312.6762 20.6117 1416 2 656.8417 25.8546
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 2173.6180 33275.6936 13 34.00 None 1210.6136 EMPVGGAALDLVG 223.1775 1210.6080 24.1229 1385 1 1210.6080 ‐3.6470
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 2512.3004 EMPVGGAALDLVGVPLPEETFTAAK 6338.8370 2512.3007 22.0479 13774 3 838.1051 ‐0.0880
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 1338.6688 ELTGGIYFGEPR 3715.0880 1338.6650 28.1001 9402 2 669.8361 ‐3.0765
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 2026.1219 YNIALLPGDGIGPEVISVAK 10667.0800 2026.1209 20.9136 9401 2 1013.5641 ‐0.0929
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 1390.7940 LSDAILLGAIGGYK 5219.4070 1390.7955 20.3893 4838 2 695.9014 0.9173
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 1526.8975 ANPLATILSAAMLLK 1502.2180 1526.8979 25.6263 3689 2 763.9526 0.2779
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 2668.3109 EVAEGVDMMIVRELTGGIYFGEPR 395.7852 2668.3165 33.5312 930 3 890.1103 1.54
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 1312.6420 AGSLEGLEFDFK 1892.7240 1312.6409 32.3414 5412 2 656.8241 ‐0.9995
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 793.4203 VAFETAR 685.1437 793.4096 24.4338 1752 1 793.4096 ‐13.1886
NP_001031880.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 1812.9850 42063.3638 9 30.15 None 995.4945 GGIYFGEPR 429.2367 995.4938 28.6441 12581 1 995.4938 ‐0.1623
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 236.5779 54677.6432 4 8.62 None 1393.7474 ITSYLPSGGPFVR 6628.4360 1393.7478 17.9943 3723 2 697.3776 0.1264
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 236.5779 54677.6432 4 8.62 None 955.5724 LIVWAPTR 821.2074 955.5729 17.1327 1183 2 478.2901 0.1719
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 236.5779 54677.6432 4 8.62 None 2412.1388 ALNDTIITGMGSNDYQLPQTYP 1150.5940 2412.1933 21.8390 6455 2 1206.6003 22.8390
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 236.5779 54677.6432 4 8.62 Oxidation+M(21) 4020.9180 GSFYFMEMNTRIQVEHPVTEMIYSVD 560.0742 4020.9286 21.4504 2164 4 1005.9876 2.90
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1581.8370 TIEKPVEDPSELPK 36322.1600 1581.8355 21.0379 51961 3 527.9500 ‐1.2455
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1763.9174 VETLLNLDTKPYSDR 14967.4000 1763.9176 27.8659 33050 3 588.6441 ‐0.1394
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 21129.0800 2564.3037 22.7309 30426 3 855.4394 ‐0.0045
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 10014.1800 3000.4014 21.1799 23808 3 1000.8053 ‐0.0981
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 545.3293 LSLNV 3085.3990 545.3286 26.2315 20308 1 545.3286 ‐1.1677
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1817.8565 HETASIDQFSWGVANR 8141.0510 1817.8586 27.9071 19414 3 606.6244 0.8681
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGAD 2392.3130 2676.2756 22.3079 17173 3 892.7634 1.15
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 899.5673 AILNLSLR 6829.1010 899.5631 18.1307 14270 2 450.2852 ‐5.2589
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 5116.1880 2623.3315 18.9718 13879 3 875.1154 0.4559
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 4871.4950 3842.9809 25.5927 12848 3 1281.6652 ‐2.1686
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1007.5044 EEGGFEVIK 2347.9790 1007.5086 23.0315 3248 2 504.2579 3.25
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1509.7730 SMREEGGFEVIKK 1517.5320 1509.7739 20.1688 4652 3 503.9295 0.3534
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 Carbamidomethyl+C(2) 1448.7275 GCSIRVGRDTEAK 421.2764 1448.7326 21.3329 2898 3 483.5824 3.92
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 1481.7231 DTEAKGKGYLEDR 637.7183 1481.7231 34.4801 855 2 741.3652 ‐0.0213
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 670.3770 PSELPK 242.4142 670.3769 22.3822 3672 1 670.3769 ‐0.0154
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 943.5571 TLLQQNVK 242.0870 943.5533 23.8007 1319 2 472.2803 ‐4.5531
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4758.0140 47809.8511 36 52.33 None 875.4581 VGRDTEAK 184.6932 875.4569 20.1005 1014 2 438.2321 ‐2.0121
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1763.9174 VETLLNLDTKPYSDR 16655.2600 1763.9176 27.8659 33050 3 588.6441 0.0269
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1817.8565 HETASIDQFSWGVANR 6297.2820 1817.8586 27.9071 19414 3 606.6244 1.0220
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 545.3293 LSLNV 1110.9280 545.3286 26.2315 20308 1 545.3286 ‐0.9545
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 Carbamidomethyl+C(11) 1577.7597 MAQILAASPTCQMR 426.8372 1577.7858 35.8644 8541 2 789.3966 16.6986
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1517.7091 EHISAYGEGNERR 464.8524 1517.7382 20.6158 6743 2 759.3728 19.2389
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 290.7278 3000.3677 33.5171 805 3 1000.7941 ‐11.4252
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1664.8490 ETLLNLDTKPYSDR 1008.7690 1664.8544 27.8813 1705 2 832.9309 3.72
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1535.8064 TLLNLDTKPYSDR 542.8362 1535.8074 28.4355 1612 2 768.4073 0.7371
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 701.3253 EHISAY 406.9460 701.3279 20.6164 1444 1 701.3279 4.0275
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 877.3597 47809.8511 36 52.33 None 1745.9068 VETLLNLDTKPYSDR 272.0660 1745.8993 27.0347 1165 3 582.6379 ‐4.4152
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 43083.9500 2564.3037 22.7309 30426 3 855.4394 ‐0.0406
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 18997.3400 3000.4014 21.1799 23808 3 1000.8053 0.0288
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 899.5673 AILNLSLR 10949.7000 899.5631 18.1307 14270 2 450.2852 ‐5.0574
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 5651.9640 2623.3315 18.9718 13879 3 875.1154 0.4419
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 4646.2190 3842.9809 25.5927 12848 3 1281.6652 ‐1.7268
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 1775.9690 IIAEYIWIGGSGIDLR 1792.6880 1775.9714 21.7044 6546 2 888.4893 1.75
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 1644.8744 IAEYIWIGGSGIDLR 294.2285 1644.8794 21.7048 4738 2 822.9433 2.54
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 602.3620 NLSLR 5436.8670 602.3610 18.1138 1499 1 602.3610 ‐1.6972
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 4361.2100 47809.8511 36 52.33 None 1757.9585 IIAEYIWIGGSGIDLR 210.9652 1757.9572 20.8527 822 2 879.4822 ‐0.7768
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 935.4945 IIGFDNTR 79872.5500 935.4924 22.4499 567688 2 468.2499 ‐2.8785
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 952.4887 EYPGAFIR 10002.5900 952.4868 24.1688 199909 2 476.7470 ‐2.6449
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 907.4884 EVDYLLR 64342.9500 907.4875 23.7514 157425 2 454.2474 ‐1.6905
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 1939.9899 FETLSYLPDLSDVELAK 5141.7660 1939.9935 37.1918 11455 2 970.5004 2.81
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 492.5595 2086.0785 33.7425 1416 2 1043.5429 23.3439
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 1868.9654 EYPGAFIRIIGFDNTR 339.1647 1868.9471 33.1759 1635 2 934.9772 ‐9.2788
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 Carbamidomethyl+C(14) 1695.8153 DITSIASNGGRVSCMK 312.8027 1695.8024 22.9308 1477 3 565.9390 ‐7.6716
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 822.4104 IGFDNTR 4768.6530 822.4082 22.4575 47419 1 822.4082 ‐2.4300
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 660.3828 PGAFIR 1576.0520 660.3815 24.1650 34105 1 660.3815 ‐1.5234
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 652.3049 FDNTR 1269.3870 652.3021 22.4423 6997 1 652.3021 ‐3.9507
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 Carbamidomethyl+C(3) 1940.9463 VQCISFIAYKPPSFTEA 399.2061 1940.9520 33.3330 3221 2 970.9796 3.99
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 7274.0110 19680.5519 12 42.53 None 505.2365 DNTR 1707.7900 505.2365 22.4277 3197 1 505.2365 0.2244
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 13544.2100 1263.6001 21.5827 5315 2 632.3037 ‐0.0214



NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 None 1359.7478 LLSGESGISLIDR 1691.8950 1359.7453 28.9477 3426 2 680.3763 ‐2.0556
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 None 851.4734 ASPPNPLR 122.9081 851.4583 20.9777 4036 1 851.4583 ‐17.2720
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 None 3281.5862 AINTGWLHPSINQFNPEQAVDFDTVP 412.3989 3281.5121 25.5216 1637 3 1094.5089 ‐22.7881
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 None 745.3839 RETDPK 65.9050 745.3767 34.4901 956 1 745.3767 ‐9.3017
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 Oxidation+M(9) 2842.4880 AGVLVGTGMGGLTVFSEGVQNLIEKG 1126.4590 2842.4939 25.5359 1145 3 948.1695 1.86
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 473.3576 45129.0609 7 12.68 None 1415.7066 AINTGWLHPSINQ 295.2645 1415.7132 26.3753 965 2 708.3602 4.78
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1505.7159 GYISPYFVTDSEK 26005.0600 1505.7185 28.2894 23187 2 753.3629 1.93
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1536.7614 YEDLMAAGIIDPTK 25380.8500 1536.7625 31.0010 21802 2 768.8849 0.8031
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1043.5844 IVNDGVTVAR 9073.6970 1043.5842 17.6280 16959 2 522.2957 ‐0.7140
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2148.4300 1700.9034 29.5286 7261 2 850.9554 2.00
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1280.7685 VVAAGANPVLITR 5363.8080 1280.7686 24.0010 7072 2 640.8879 ‐0.1332
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1574.7908 VDAIKETLANDEEK 647.8923 1574.7963 25.6745 2010 2 787.9018 3.57
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1460.7380 LSSFVSISSSSFGR 913.5554 1460.7418 26.1711 1589 2 730.8746 2.38
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1371.7379 QLHFNKDGTAIK 1333.3330 1371.7330 19.7862 1588 3 457.9159 ‐3.5968
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1844.8483 SAENSLYVVEGMQFDR 343.6750 1844.8399 31.3079 1407 2 922.9236 ‐4.0938
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1679.8123 NLIEAAEQDYEKEK 604.4905 1679.8133 31.6256 1043 3 560.6093 0.5450
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 825.3989 FVTDSEK 152.7552 825.4028 29.8850 3217 1 825.4028 5.1020
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 621.3243 LSSFVS 1330.0260 621.3246 28.3911 2133 1 621.3246 0.9264
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 526.2772 QLHF 97.3990 526.2759 20.4613 1973 1 526.2759 ‐2.1587
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 812.4989 NPVLITR 75.8880 812.4963 23.0576 1934 1 812.4963 ‐2.7587
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 831.4319 NDGVTVAR 2869.9620 831.4328 17.6251 1803 1 831.4328 1.13
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1172.5470 SPYFVTDSEK 4355.0440 1172.5483 28.2877 926 1 1172.5483 1.25
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1580.7430 63666.7997 17 22.95 None 1662.7857 NLIEAAEQDYEKEK 142.4530 1662.7871 31.5499 3787 2 831.8972 1.1038
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 1611.9105 ALLDDPVFRPLVEK 28413.4000 1611.9098 19.4114 64717 3 537.9748 ‐1.0988
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 19308.7500 2280.0604 22.0785 47352 2 1140.5339 0.0323
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 2069.0808 QMGLSDKDIVALSGAHTLGR 21514.2200 2069.0798 17.3408 40393 4 518.0254 ‐0.4842
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 2064.8644 YAADEDAFFADYAEAHMK 1745.9770 2064.8665 18.5474 7488 3 688.9604 0.5627
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 4810.6430 1635.7340 14.8882 4431 3 545.9162 ‐0.2319
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 1427.7893 LDDPVFRPLVEK 10724.8800 1427.7872 19.4105 10767 2 714.3972 ‐1.6409
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 1444.7107 SNPLIFDNSYFK 251.0373 1444.7160 22.9199 1076 2 722.8616 3.67
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 5273.1870 27805.3852 8 34.54 None 2052.0543 QMGLSDKDIVALSGAHTLGR 781.7845 2052.0526 18.6051 22909 3 684.6891 ‐1.2800
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 1025.6102 IGGIGTVPVGR 63470.0300 1025.6083 22.8989 155086 2 513.3078 ‐2.3541
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 78815.9500 1451.6709 20.8605 87489 3 484.5618 ‐1.9371
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 975.5510 LPLQDVYK 28917.3900 975.5489 24.1153 77158 2 488.2781 ‐2.6832
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 1026.4891 STNLDWYK 60805.5200 1026.4891 23.7895 55312 2 513.7482 ‐0.5774
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 914.5669 QTVAVGVIK 26419.8100 914.5647 20.8032 50054 2 457.7860 ‐3.1271
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 1120.5997 STTTGHLIYK 1699.2880 1120.6004 16.9630 2420 2 560.8038 0.2200
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 1144.6208 SGKEIEKEPK 125.5288 1144.5974 19.9829 1593 2 572.8024 ‐20.8316
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 912.5261 GGIGTVPVGR 3837.9570 912.5257 22.9050 10508 1 912.5257 ‐0.1079
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 765.4141 LQDVYK 10084.4400 765.4122 24.1143 3533 1 765.4122 ‐2.1235
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 Carbamidomethyl+C(2) 1288.6103 YCTVIDAPGHR 1523.7720 1288.6087 20.8573 2505 2 644.8080 ‐1.4920
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 Carbamidomethyl+C(1) 1125.5470 CTVIDAPGHR 1857.1270 1125.5470 20.8662 2468 2 563.2771 ‐0.4100
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 685.4607 VAVGVIK 750.4304 685.4597 20.7993 2243 1 685.4597 ‐1.1676
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 628.3777 TVPVGR 250.8760 628.3766 22.8901 2136 1 628.3766 ‐1.4769
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 786.5084 TVAVGVIK 952.7593 786.5065 20.7925 2124 1 786.5065 ‐1.9776
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 862.4669 PLQDVYK 201.3428 862.4642 23.1951 1348 1 862.4642 ‐2.7145
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 Carbamidomethyl+C(3) 915.3917 YYCTVID 2817.5790 915.3896 20.8627 920 1 915.3896 ‐1.9281
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7037.0200 41716.3073 17 18.28 None 896.5564 QTVAVGVIK 184.8094 896.5537 20.8012 1794 2 448.7805 ‐3.6676
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1037.6717 AVALVLPNLK 16715.3900 1037.6707 18.7791 32126 2 519.3390 ‐1.3491
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1780.0215 VPTPNVSVVDLVVQVSK 10109.4000 1780.0232 21.2489 30903 2 890.5152 0.9417
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1456.7795 VVDLADIVANNWK 26567.4000 1456.7802 20.9545 23730 2 728.8937 0.3480
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1786.8184 VIAWYDNEWGYSQR 25817.2100 1786.8193 18.7886 18531 2 893.9133 0.4971
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1908.1164 VPTPNVSVVDLVVQVSKK 1043.7720 1908.1194 20.3361 10594 3 636.7113 1.0026
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1831.9800 ELGIDLVIEGTGVFVDR 340.3672 1831.9858 25.6161 6272 2 916.4965 3.1406
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1384.7795 AAALNIVPTSTGAAK 3105.2630 1384.7797 15.7055 2600 2 692.8935 0.0086
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 409.6268 1833.9107 20.8980 6257 2 917.4590 3.0386
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 2139.0717 TFAEEVNAAFRDAAEKELK 187.1833 2139.1272 18.7441 1119 3 713.7139 25.5210
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 Carbamidomethyl+C(9) 2204.1268 ELKGILDVCDEPLVSVDFR 2451.3120 2204.1304 21.7343 2723 2 1102.5688 1.28
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 695.3723 VPTPNVS 98.2221 695.3703 18.9674 8974 1 695.3703 ‐2.6279
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 867.5662 ALVLPNLK 1156.1870 867.5671 18.7790 2572 1 867.5671 1.78
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1058.5840 NIVPTSTGAAK 320.9486 1058.5817 16.8616 2440 1 1058.5817 ‐1.5005
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 1482.8526 PNVSVVDLVVQVSK 151.8411 1482.8480 20.7319 1673 2 741.9276 ‐3.2381
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 683.4450 VLPNLK 1214.9180 683.4451 18.7779 1357 1 683.4451 0.2975
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 3555.5030 34560.8260 16 38.49 None 796.5291 LVLPNLK 1265.8740 796.5287 18.7783 1020 1 796.5287 ‐0.1073
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1434.7587 AASFNIIPSSTGAAK 50202.2800 1434.7560 16.8603 294244 2 717.8816 ‐2.0754
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1676.9734 TLLFGEKPVTVFGIR 31413.4100 1676.9733 20.2681 178142 3 559.6626 ‐0.7087
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1761.7867 LVSWYDNEWGYSSR 144125.7000 1761.7868 18.6674 118814 2 881.3970 ‐0.0026
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 2033.0736 FGIVEGLMTTVHSITATQK 13500.6300 2033.0741 23.1031 99281 3 678.3629 ‐0.2311
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 89537.7000 2741.2759 24.1754 81691 2 1371.1416 1.88
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1140.6445 VVDLIVHMSK 50358.0400 1140.6442 16.3235 48190 2 570.8257 ‐0.5842
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1498.8475 VPTVDVSVVDLTVR 25986.4400 1498.8480 19.1768 27537 2 749.9276 0.1713
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 2172.0091 GILGYTEDDVVSTDFVGDNR 10521.7900 2172.0066 19.1874 19137 2 1086.5070 ‐1.0112
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 5427.5670 2923.3690 21.9131 17610 3 975.1278 1.38
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1619.8938 VLPSLNGKLTGMSFR 601.3220 1619.8926 20.2328 8191 2 810.4499 ‐0.8141
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 Oxidation+M(26) 2864.4532 FGIVEGLMTTVHSITATQKTVDGPSM 602.8506 2864.4675 19.8282 6900 4 716.8723 4.92
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1462.8417 LFGEKPVTVFGIR 6869.7730 1462.8443 20.2685 11146 2 731.9258 1.89
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 692.4090 TVFGIR 463.8437 692.4059 16.9817 5466 1 692.4059 ‐4.3042



NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1349.7576 FGEKPVTVFGIR 5200.9780 1349.7594 20.2697 5294 2 675.3833 1.1529
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 883.4672 AASFNIIPS 2547.9240 883.4668 16.8504 4310 2 442.2370 ‐0.8889
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 868.4523 HSITATQK 72.8128 868.4476 23.5205 3772 1 868.4476 ‐4.9393
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 714.3967 IVHMSK 7706.7320 714.3969 16.3251 3350 1 714.3969 0.4258
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 621.3202 SSTGAAK 185.2372 621.3223 16.7345 2023 1 621.3223 3.70
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1202.6892 GEKPVTVFGIR 1044.1440 1202.6932 20.2569 1921 2 601.8503 3.1238
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 827.4808 LIVHMSK 875.9080 827.4819 16.3231 1665 1 827.4819 1.91
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 870.5196 PVTVFGIR 195.0615 870.5206 16.7253 1645 2 435.7640 0.8187
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1276.5229 YDNEWGYSSR 959.9433 1276.5222 18.6634 789 1 1276.5222 0.5608
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1743.7762 LVSWYDNEWGYSSR 944.1227 1743.7814 18.2839 5628 3 581.9320 2.16
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 2723.2619 DDVELVAVNDPFITTEYMTYMFK 284.1221 2723.2648 22.8257 972 3 908.4265 0.8559
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 21878.2100 33905.9091 25 58.06 None 1417.7322 AASFNIIPSSTGAAK 280.5515 1417.7370 18.3919 1780 2 709.3721 3.77
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 1099.6358 VSAVDLSLAPK 57018.6900 1099.6356 25.7592 26645 2 550.3215 ‐0.4999
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 20144.9600 1797.8319 23.3427 23777 3 599.9488 ‐1.2601
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 1186.5990 TLFSLDSFEK 4614.1850 1186.5994 19.5365 19731 2 593.8033 0.0075
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 1974.0450 2191.1055 24.1103 18846 2 1096.0564 ‐0.1492
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 916.5350 ALLTLEEK 13144.0600 916.5345 24.3430 10501 2 458.7709 ‐1.1002
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 1185.5647 SHDGPFIAGER 15151.2800 1185.5656 18.1866 6221 2 593.2865 0.4597
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 Carbamidomethyl+C(5) 832.4597 ALEICVK 5804.1660 832.4587 20.9737 13319 1 832.4587 ‐0.8588
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 411.7523 2648.3442 21.8004 1400 3 883.4529 10.06
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 3267.4450 2984.5560 39.4407 7942 4 746.8945 2.26
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 2174.1227 IDDKWVTDSDVIVGILEEK 4378.7830 2174.1246 38.5379 4534 3 725.3797 0.6029
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 1903.9589 EFASVGSNIFGTFGTFLK 396.9579 1903.9612 25.8661 5294 3 635.3253 0.9787
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 298.8953 1556.6890 23.8422 3137 2 778.8481 ‐1.3618
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 545.3042 IAGER 105.9191 545.3017 17.1450 2603 1 545.3017 ‐4.4499
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 1000.5673 SAVDLSLAPK 3536.2660 1000.5669 25.7400 1676 1 1000.5669 0.1216
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 641.2678 SHDGPF 1204.9580 641.2684 18.1632 1629 1 641.2684 1.0893
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6507.5210 23568.8964 29 63.68 None 898.5244 ALLTLEEK 397.6703 898.5241 24.7871 4730 2 449.7657 ‐0.9202
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 1099.6358 VSAVDLSLAPK 74640.4100 1099.6356 25.7592 26645 2 550.3215 ‐0.5534
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 22145.6200 1797.8319 23.3427 23777 3 599.9488 ‐1.1015
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 916.5350 ALLTLEEK 12804.9000 916.5345 24.3430 10501 2 458.7709 ‐1.2236
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 Carbamidomethyl+C(5) 832.4597 ALEICVK 5666.8880 832.4587 20.9737 13319 1 832.4587 ‐0.8658
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 1702.8898 WVTDSDVIVGILEEK 1178.7760 1702.8920 37.8244 2377 2 851.9496 1.47
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 2765.3130 2984.5560 39.4407 7942 4 746.8945 2.28
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 2174.1227 IDDKWVTDSDVIVGILEEK 4289.3200 2174.1246 38.5379 4534 3 725.3797 0.6759
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 842.4982 VDLSLAPK 176.4258 842.4990 26.7861 5069 1 842.4990 1.47
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 10359.6900 1556.6932 23.3365 2138 2 778.8502 1.03
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 1000.5673 SAVDLSLAPK 8004.9130 1000.5669 25.7400 1676 1 1000.5669 ‐0.0144
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 2926.2270 1655.7575 23.3446 1581 2 828.3824 ‐0.9865
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 757.3879 IDDKWV 130.9938 757.3859 38.8730 1067 1 757.3859 ‐2.3623
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6402.4020 23568.8964 29 63.68 None 898.5244 ALLTLEEK 417.2127 898.5241 24.7871 4730 2 449.7657 ‐1.0504
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 382.4535 39575.2615 5 10.86 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 3736.1650 1347.6092 29.0450 9733 2 674.3082 1.15
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 382.4535 39575.2615 5 10.86 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 382.4535 39575.2615 5 10.86 None 1366.6849 LVYTNDQGETVK 101.7325 1366.6603 30.9285 1321 2 683.8338 ‐18.0899
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 382.4535 39575.2615 5 10.86 None 1265.6161 KAEQWNVEVY 959.0433 1265.6216 26.4219 3934 2 633.3144 4.1170
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 382.4535 39575.2615 5 10.86 Carbamidomethyl+C(4) 870.4212 VYMCGLK 120.0156 870.4247 29.0866 1367 1 870.4247 4.70
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 1453.7144 SIQMEGLFWGASK 11453.4000 1453.7163 20.0336 15776 2 727.3618 1.1703
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 1991.9630 SSVLIDIKPWDDETDMK 4500.8940 1991.9646 31.9342 13372 3 664.6597 0.5334
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPP 7753.0340 3096.5573 29.3191 10164 3 1032.8573 ‐0.5369
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 945.5768 LVPVGYGIK 10566.6100 945.5764 15.6188 9408 2 473.2918 ‐0.9381
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 1124.6422 KLDEHLLTR 3461.7570 1124.6439 19.6680 1850 2 562.8256 1.1251
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 733.4243 PVGYGIK 540.0917 733.4246 15.6148 2151 1 733.4246 0.7108
NP_001077627.1 elongation factor 1B beta Arabidopsis thaliana 2507.9260 29004.7920 7 31.15 None 1220.5769 SIQMEGLFWGA 278.1818 1220.5793 21.5310 1945 2 610.7933 1.37
NP_001077649.1 general regulatory factor 11 Arabidopsis thaliana 1099.2260 28895.3129 4 5.95 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_001077649.1 general regulatory factor 11 Arabidopsis thaliana 1099.2260 28895.3129 4 5.95 None 505.2365 SGADR 650.6286 505.2365 22.4277 3197 1 505.2365 ‐0.0216
NP_001077649.1 general regulatory factor 11 Arabidopsis thaliana 1099.2260 28895.3129 4 5.95 None 2658.2902 QVYLAKLNEQAERYDEMVEAMK 364.3749 2658.2691 19.5887 4560 3 886.7612 ‐8.1607
NP_001077649.1 general regulatory factor 11 Arabidopsis thaliana 1099.2260 28895.3129 4 5.95 None 2205.1049 HLVPFATSGESTVFYYKMK 263.4725 2205.1088 19.5518 1601 2 1103.0581 2.70
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 43945.2100 1474.7564 22.0197 38063 2 737.8819 ‐0.4929
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 2099.9954 IVMELYADTTPETAENFR 36194.1000 2099.9944 31.1343 37728 2 1050.5008 ‐0.0370
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1651.9279 HVVFGQVVEGLNVVR 5082.5460 1651.9292 18.7344 19313 3 551.3146 0.5544
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1116.5394 VYFDMTVGGK 14708.5800 1116.5393 16.8718 18839 2 558.7733 ‐0.4854
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 Carbamidomethyl+C(24) 2823.3189 HTGPGILSMANAGANTNGSQFFICTE 192.7665 2823.3292 32.4348 3884 3 941.7812 3.51
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1040.5411 FKDENFIK 1029.4450 1040.5442 20.3872 3534 2 520.7757 2.41
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 513.3031 TSKPV 128.9237 513.3045 23.9060 2050 1 513.3045 2.26
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 657.4042 GLNVVR 103.6800 657.4024 22.2456 1849 1 657.4024 ‐2.5661
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1415.8005 VFGQVVEGLNVVR 332.8651 1415.7958 15.8695 1786 3 472.6034 ‐3.6447
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1514.6758 YADTTPETAENFR 262.3021 1514.6828 28.3544 1681 2 757.8451 4.84
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1017.4710 YFDMTVGGK 409.2904 1017.4703 16.8730 1015 1 1017.4703 ‐0.1605
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 9956.8940 16163.0733 22 60.93 None 1023.5146 FKDENFIK 210.3019 1023.5132 19.8335 1786 2 512.2603 ‐1.7699
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 28722.5200 1474.7564 22.0197 38063 2 737.8819 ‐0.4033
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 None 2099.9954 IVMELYADTTPETAENFR 16496.9200 2099.9944 31.1343 37728 2 1050.5008 0.2912
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 None 1040.5411 FKDENFIK 484.1724 1040.5442 20.3872 3534 2 520.7757 2.80
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 None 513.3031 TSKPV 117.5131 513.3045 23.9060 2050 1 513.3045 3.0705
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 Carbamidomethyl+C(10) 1128.5718 TSKPVVIADCG 134.7877 1128.5673 20.3116 1801 2 564.7873 ‐4.3809
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4655.1870 16163.0733 22 60.93 None 1023.5146 FKDENFIK 119.9376 1023.5132 19.8335 1786 2 512.2603 ‐1.8524
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1468.7510 16163.0733 22 60.93 None 1651.9279 HVVFGQVVEGLNVVR 8354.0130 1651.9292 18.7344 19313 3 551.3146 0.1774
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1468.7510 16163.0733 22 60.93 None 1116.5394 VYFDMTVGGK 9647.1230 1116.5393 16.8718 18839 2 558.7733 ‐0.3832



NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1468.7510 16163.0733 22 60.93 None 1415.8005 VFGQVVEGLNVVR 161.9781 1415.7958 15.8695 1786 3 472.6034 ‐4.1099
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1468.7510 16163.0733 22 60.93 None 1017.4710 YFDMTVGGK 373.3973 1017.4703 16.8730 1015 1 1017.4703 ‐0.0061
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1618.8660 VASPQQAQEVHVAVR 26910.2700 1618.8656 19.3502 23207 3 540.2934 ‐0.4906
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1449.7584 GPEFATIVNSVTSK 2305.2370 1449.7581 18.6125 14308 2 725.3827 ‐0.3107
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 7893.5790 1228.6056 18.4791 13218 2 614.8065 1.21
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 6322.1130 2776.3983 23.8328 11708 3 926.1376 ‐0.1696
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1303.6641 IDISGQNSWVGK 8415.1560 1303.6648 24.6006 11619 2 652.3361 0.3486
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1435.7427 GGAFTGEISVEQLK 3019.0790 1435.7434 28.1279 11485 2 718.3753 0.3440
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1762.9269 MAATSLTAPPSFSGLRR 984.7070 1762.9269 31.3166 4279 3 588.3138 ‐0.2655
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1096.5898 WVILGHSER 25846.9600 1096.5909 15.6981 2471 2 548.7991 0.5800
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 3146.6507 LISDLNSATLEADVDVVVSPPFVYIDQV 257.4771 3146.6072 23.9854 1472 3 1049.5406 ‐14.0558
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1475.7853 AATSLTAPPSFSGLR 284.6826 1475.7769 23.4681 1374 2 738.3921 ‐5.7348
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1276.6678 GVVAMAGSGKNGTK 1183.5970 1276.6670 23.2380 1994 2 638.8371 ‐0.8591
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1690.8467 VNSSTRLVSSSSSSHR 376.4093 1690.8334 27.4671 1688 2 845.9204 ‐7.7396
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 Carbamidomethyl+C(1) 766.3917 CFAQLK 341.8900 766.3950 17.1882 3640 1 766.3950 4.63
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1333.7110 TSLTAPPSFSGLR 339.0854 1333.7068 24.3969 2513 2 667.3570 ‐3.4080
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1448.7605 SPQQAQEVHVAVR 337.8167 1448.7582 20.1634 1365 3 483.5909 ‐1.8436
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1136.6171 QAQEVHVAVR 221.2095 1136.6104 20.6894 1308 1 1136.6104 ‐5.1907
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1087.6007 APPSFSGLRR 180.4333 1087.6008 30.4456 1149 2 544.3040 ‐0.3466
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3541.1340 32477.6350 34 57.52 None 1432.7318 GPEFATIVNSVTSK 716.3863 1432.7313 17.1282 999 2 716.8693 ‐0.4644
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1618.8660 VASPQQAQEVHVAVR 34138.7900 1618.8656 19.3502 23207 3 540.2934 ‐0.2914
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1303.6641 IDISGQNSWVGK 7825.4570 1303.6648 24.6006 11619 2 652.3361 0.3730
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1435.7427 GGAFTGEISVEQLK 2654.0420 1435.7434 28.1279 11485 2 718.3753 0.4188
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1762.9269 MAATSLTAPPSFSGLRR 680.3008 1762.9269 31.3166 4279 3 588.3138 ‐0.0990
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1649.8493 IIYGGSVNGGNSAELAK 635.9163 1649.8691 31.6159 3260 2 825.4382 12.22
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1371.7267 HVIGEKDEFIGK 97.6276 1371.7523 30.2836 3214 2 686.3798 18.5606
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1449.7584 GPEFATIVNSVTSK 236.7330 1449.7425 32.0660 3159 2 725.3749 ‐10.9775
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1606.8258 MAATSLTAPPSFSGLR 252.4892 1606.8594 28.8106 2923 3 536.2913 20.8631
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 931.4843 LEEREAGK 98.5240 931.4902 23.8638 2251 2 466.2488 5.12
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 Oxidation+M(8) 1232.6416 SPRGVVAMAGSGK 854.8556 1232.6431 24.9007 1470 2 616.8252 0.9861
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 Oxidation+M(8) 885.4611 SPRGVVAMA 142.8715 885.4611 23.9700 1787 1 885.4611 0.3270
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1448.7605 SPQQAQEVHVAVR 370.8477 1448.7582 20.1634 1365 3 483.5909 ‐1.6057
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1087.6007 APPSFSGLRR 249.3146 1087.6008 30.4456 1149 2 544.3040 ‐0.4047
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1129.5484 SVNGGNSAELAK 131.8512 1129.5446 31.0349 1101 2 565.2759 ‐3.7760
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 Oxidation+M(8) 1214.6310 SPRGVVAMAGSGK 97.5546 1214.6279 23.7957 5050 2 607.8176 ‐2.8529
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2205.3380 32477.6350 34 57.52 None 1286.6375 IDISGQNSWVGK 408.9566 1286.6416 25.3269 2576 2 643.8245 2.25
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 886.5608 ALVTLIEK 31910.3300 886.5594 26.1698 25730 2 443.7834 ‐2.2377
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 1102.5680 VYGPHFASPK 3940.3600 1102.5680 19.4917 14568 2 551.7876 ‐0.4968
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 702.4396 VTLIEK 7294.3340 702.4394 26.1678 6567 1 702.4394 0.0024
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 603.3712 TLIEK 10295.6900 603.3683 26.1697 3040 1 603.3683 ‐4.4765
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 840.4363 GPHFASPK 642.8904 840.4352 19.4942 1295 1 840.4352 ‐0.9622
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1775.2180 18678.6004 6 10.84 None 815.5237 LVTLIEK 1842.3960 815.5248 26.1653 1023 1 815.5248 1.07
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1555.7131 MFVLDEADEMLSR 32745.3200 1555.7123 35.8131 15915 2 778.3598 ‐0.4985
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1401.7332 GLDVIQQAQSGTGK 3974.4400 1401.7322 22.4924 13921 2 701.3698 ‐0.8576
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1827.9388 GIYAYGFEKPSAIQQR 3685.7080 1827.9418 25.5442 11816 3 609.9854 1.06
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 2059.0892 IQVGVFSATMPPEALEITR 2980.0960 2059.0948 20.9263 9855 2 1030.0510 3.1120
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1922.0422 GFKDQIYDIFQLLPPK 2321.9190 1922.0392 23.1887 2369 2 961.5232 ‐1.2527
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 Carbamidomethyl+C(4) 1670.8028 VHACVGGTSVREDQR 136.5277 1670.7946 33.0964 2054 2 835.9009 ‐4.7979
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1114.6830 VLITTDLLAR 5941.1890 1114.6774 18.5965 9358 2 557.8423 ‐5.4547
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1553.7853 DIIMREFRSGSSR 744.3571 1553.7780 21.8821 2502 2 777.3926 ‐4.7176
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 2096.9991 ADNIKMFVLDEADEMLSR 1369.8080 2097.0032 31.2159 1685 2 1049.0052 2.57
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 2367.2125 GVAINFVTRDDERMLFDIQK 640.9935 2367.2116 19.7165 1489 3 789.7420 ‐0.6582
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 789.4465 TTDLLAR 137.8292 789.4496 18.1081 1950 1 789.4496 4.49
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1310.6773 ATMPPEALEITR 194.6020 1310.6722 19.0018 1736 2 655.8397 ‐4.1374
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 763.4349 LFDIQK 113.1298 763.4370 20.4740 910 1 763.4370 3.0866
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1383.7227 GLDVIQQAQSGTGK 313.2029 1383.7224 22.0950 1044 2 692.3648 ‐0.3572
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1730.1870 46042.8078 20 35.07 None 1384.7067 GLDVIQQAQSGTGK 273.2902 1384.7006 21.1376 2441 2 692.8539 ‐4.5403
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1528.9300 46042.8078 20 35.07 None 1555.7131 MFVLDEADEMLSR 39341.9600 1555.7123 35.8131 15915 2 778.3598 ‐0.3779
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1528.9300 46042.8078 20 35.07 None 1401.7332 GLDVIQQAQSGTGK 2857.5840 1401.7322 22.4924 13921 2 701.3698 ‐0.7958
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1528.9300 46042.8078 20 35.07 None 1827.9388 GIYAYGFEKPSAIQQR 3948.6500 1827.9418 25.5442 11816 3 609.9854 1.23
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1528.9300 46042.8078 20 35.07 None 2096.9991 ADNIKMFVLDEADEMLSR 681.5048 2097.0032 31.2159 1685 2 1049.0052 2.28
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 1528.9300 46042.8078 20 35.07 None 1383.7227 GLDVIQQAQSGTGK 304.9830 1383.7224 22.0950 1044 2 692.3648 ‐0.3023
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 9285.7420 3007.5874 21.6500 38266 3 1003.2006 0.6574
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1590.9214 ALEGADLVIIPAGVPR 69428.8000 1590.9223 19.7587 33274 2 795.9648 0.6316
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1318.7001 DDLFNINAGIVK 23366.9900 1318.6979 32.2158 24539 2 659.8526 ‐1.9485
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1219.7045 LFGVTTLDVVR 14762.7300 1219.7046 19.6077 15266 2 610.3559 ‐0.2523
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1471.6370 SQVSGYMGDDDLGK 1330.9100 1471.6391 21.9285 2940 2 736.3232 1.37
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1233.5957 TQDGGTEVVEAK 407.8464 1233.5981 33.8574 1249 2 617.3027 1.13
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 1347.7995 KLFGVTTLDVVR 2202.9180 1347.8010 18.1469 3821 2 674.4041 0.9464
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 596.3515 PAGVPR 249.3883 596.3508 19.8138 2737 1 596.3508 ‐1.0319
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 902.5306 VTTLDVVR 239.5207 902.5330 18.5713 1784 1 902.5330 3.1680
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 5843.2530 33304.4075 12 30.6 None 959.5520 GVTTLDVVR 349.2850 959.5534 19.6033 920 2 480.2804 0.9682
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1141.6560 33304.4075 12 30.6 None 1318.7001 DDLFNINAGIVK 30063.6200 1318.6979 32.2158 24539 2 659.8526 ‐1.9184
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1141.6560 33304.4075 12 30.6 None 1608.8713 MFRSMIVRSASPVK 216.5200 1608.8633 27.4906 2425 2 804.9353 ‐4.7416
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 1821.9534 GAELVLFPEGFIGGYPR 17873.7400 1821.9562 22.3674 19575 2 911.4817 1.73
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 36367.6900 1481.6943 23.9356 15162 2 741.3508 0.0458
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 2052.0495 VTIVQSSTVYNDTPATIDK 3924.4830 2052.0494 25.8135 13922 2 1026.5283 0.3489



NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 8547.6250 2164.0330 31.7844 13037 2 1082.5201 ‐1.7744
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 946.5026 LMPTSLER 5970.3240 946.5004 21.3684 12113 2 473.7538 ‐2.8847
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 1931.9359 FGLAVGVHNEEGRDEFR 1333.7290 1931.9373 25.3252 1013 3 644.6506 0.4744
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 1348.6757 FGLAVGVHNEEGR 328.5790 1348.6774 25.5794 2169 1 1348.6774 2.1416
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 3306.3140 38551.4378 8 27.46 None 549.2780 GGYPR 121.8204 549.2752 21.9185 1166 1 549.2752 ‐4.8717
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 2656.4110 17747.6425 2 20.92 None 2544.2576 AGDSTPEELANATQVQGDYLPIVR 15426.6700 2544.2605 32.6518 14705 3 848.7584 0.8819
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 2656.4110 17747.6425 2 20.92 None 936.5037 GFTLEELK 4523.8600 936.5029 27.5603 13288 2 468.7551 ‐1.5206
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 9041.9180 2485.2862 43.0635 6460 3 829.1003 3.0535
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 None 3041.5426 ADGLVTLTPNQDQEASSEVLPINFNGL 1449.0430 3041.5445 24.0509 6154 3 1014.5197 0.3923
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 None 1503.7584 VVDSMTDNLRPTR 4321.4530 1503.7580 20.2328 4717 3 501.9242 ‐0.5171
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 3204.7430 2711.3964 42.9622 3496 3 904.4703 2.21
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 None 1741.8656 TNQLKWSFSGAFEAR 1286.0570 1741.8634 29.4603 4882 2 871.4353 ‐1.1295
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 846.3353 52288.9193 11 26.79 Carbamidomethyl+C(20) 2515.2650 EVISTWGVQNKIDFLSLSYCR 1042.3000 2515.2744 27.4429 821 4 629.5741 3.07
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 738.6503 52288.9193 11 26.79 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 9043.7630 2485.2862 43.0635 6460 3 829.1003 3.0557
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 738.6503 52288.9193 11 26.79 None 1503.7584 VVDSMTDNLRPTR 2812.1470 1503.7580 20.2328 4717 3 501.9242 ‐0.2917
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 738.6503 52288.9193 11 26.79 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 3644.5110 2711.3964 42.9622 3496 3 904.4703 2.29
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 738.6503 52288.9193 11 26.79 None 1741.8656 TNQLKWSFSGAFEAR 2173.8290 1741.8634 29.4603 4882 2 871.4353 ‐0.9380
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 738.6503 52288.9193 11 26.79 None 1085.5520 MTDNLRPTR 206.9426 1085.5486 22.3382 5409 2 543.2780 ‐3.5948
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3943.7240 16743.9467 8 32.43 None 1434.7111 LTPDYDALDVANK 40554.3700 1434.7115 25.8481 33311 2 717.8594 0.1869
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3943.7240 16743.9467 8 32.43 None 1140.5605 YPLTTESAMK 5646.4360 1140.5598 20.7407 19053 2 570.7835 ‐0.9965
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3943.7240 16743.9467 8 32.43 None 845.4363 DALDVANK 201.4874 845.4385 24.4143 962 1 845.4385 2.67
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3754.5730 16743.9467 8 32.43 None 1434.7111 LTPDYDALDVANK 37654.8200 1434.7115 25.8481 33311 2 717.8594 0.2612
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3754.5730 16743.9467 8 32.43 None 1140.5605 YPLTTESAMK 5695.6120 1140.5598 20.7407 19053 2 570.7835 ‐1.0344
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3754.5730 16743.9467 8 32.43 None 1660.8905 IEDNNTLVFIVDIR 118.7460 1660.8495 32.1134 12057 2 830.9284 ‐24.4057
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3754.5730 16743.9467 8 32.43 None 1213.6899 VNTLIRPDGTK 685.9581 1213.6612 24.5449 1100 2 607.3343 ‐23.9446
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3754.5730 16743.9467 8 32.43 None 1196.6634 VNTLIRPDGTK 111.0132 1196.6619 22.7611 2095 2 598.8346 ‐1.5194
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 None 1645.8003 EGLPAFPMGNIDQTR 6882.0980 1645.8012 31.4782 14231 2 823.4042 0.6255
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 5086.4550 1086.5986 22.5963 9480 2 543.8029 0.4798
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 None 1398.7264 VSLAGYEEYIVR 1187.8410 1398.7265 31.0784 7768 2 699.8669 ‐0.0442
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 12880.9600 1350.6689 23.8548 7481 2 675.8381 0.3419
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 None 808.4199 EEYIVR 199.9446 808.4175 29.7465 38644 1 808.4175 ‐2.6692
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 Carbamidomethyl+C(6) 859.4706 SVVAVCPK 289.7488 859.4721 22.5962 1253 1 859.4721 2.1364
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 Carbamidomethyl+C(5) 1089.5245 NTVECITGTI 406.0395 1089.5248 21.9155 1213 1 1089.5248 0.8495
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 546.3987 64211.7382 8 8.29 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 120.8366 1069.5669 23.4769 2284 2 535.2871 ‐4.3021
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 1055.4430 2225.0891 40.2409 8100 2 1113.0482 1.58
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1969.0171 MGLDDKDIVALSGAHTLGR 1550.0460 1969.0180 28.8943 6910 3 657.0109 0.1968
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 1648.7620 2559.2706 23.3675 6821 3 853.7617 3.16
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1796.8602 EGPGAPGGQSWTPEWLK 2173.6010 1796.8635 31.9936 5564 2 898.9354 2.0193
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK 3481.8270 2381.1879 37.7076 1422 3 794.4008 0.0801
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 989.5051 SGWGKPETK 243.3156 989.4937 19.6460 2597 1 989.4937 ‐10.9568
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1476.7805 GGANGSLRFDIELK 1287.6970 1476.7928 26.0187 8223 3 492.9358 8.0216
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1130.5688 SATAIEEAGGPK 228.8290 1130.5637 23.2724 1427 1 1130.5637 ‐3.8389
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1458.7700 GGANGSLRFDIELK 1327.4330 1458.7675 27.8379 9892 2 729.8874 ‐1.7851
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 571.3546 40393.2397 10 25.88 None 1779.8337 EGPGAPGGQSWTPEWLK 209.9354 1779.8383 32.8348 1654 2 890.4228 2.00
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 739.0339 15148.9616 8 22.90 None 1174.6314 EVATLDALQSK 2166.7720 1174.6299 23.1111 6090 2 587.8186 ‐1.6270
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 739.0339 15148.9616 8 22.90 None 966.5142 YTLDVDLK 3029.4840 966.5121 26.1839 5991 2 483.7597 ‐2.7729
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 739.0339 15148.9616 8 22.90 None 1371.7202 LVNYQHLMPTR 4431.1890 1371.7208 15.6958 5692 3 457.9118 0.1960
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 739.0339 15148.9616 8 22.90 None 1258.6361 VNYQHLMPTR 5839.2610 1258.6365 15.6757 899 2 629.8219 0.0291
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 739.0339 15148.9616 8 22.90 None 1353.7096 LVNYQHLMPTR 181.6723 1353.7156 16.3951 4385 3 451.9101 4.1644
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 452.5498 15148.9616 8 22.90 None 1371.7202 LVNYQHLMPTR 5389.4570 1371.7208 15.6958 5692 3 457.9118 ‐0.2858
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 452.5498 15148.9616 8 22.90 None 1258.6361 VNYQHLMPTR 5749.4400 1258.6365 15.6757 899 2 629.8219 0.0663
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 452.5498 15148.9616 8 22.90 None 1353.7096 LVNYQHLMPTR 225.7320 1353.7156 16.3951 4385 3 451.9101 3.59
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2100.6330 21508.2141 3 13.83 None 1040.6463 LVTPLTLQR 23262.1900 1040.6452 16.8521 13381 2 520.8262 ‐1.3550
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2100.6330 21508.2141 3 13.83 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 10915.2500 1826.0482 22.9121 6702 2 913.5278 1.14
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2100.6330 21508.2141 3 13.83 None 727.4461 PLTLQR 2613.9140 727.4452 16.8522 1461 1 727.4452 ‐0.9886
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 Carbamidomethyl+C(2) 2285.0966 QCNLDKDVDLPDEGLELSPK 1731.0650 2285.0942 30.4876 11460 3 762.3696 ‐1.2366
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 3908.8614 EYQDLTPYANALEENWGKPPGNLNSD 506.7463 3908.7895 40.2207 6657 4 977.9528 ‐17.2974
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 1535.8176 HALEQAEALGIDIR 420.2310 1535.7819 25.9887 4554 3 512.5988 ‐23.3086
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 1086.6405 GILSDVELLK 101.7980 1086.6165 24.2883 3905 2 543.8119 ‐22.5908
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 Carbamidomethyl+C(9) 1270.6501 TVFGFLGECLK 266.1711 1270.6507 23.1106 3570 2 635.8290 0.2698
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 2017.0277 FASYEVVGYLVEELRDK 1013.7490 2017.0455 33.8710 2496 2 1009.0264 9.34
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 2013.9851 ADAVLHFGTHGSLEFMPGK 284.8918 2013.9335 26.4964 1983 2 1007.4704 ‐24.9593
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 1600.6948 SFAFDSDAPGAGMAEK 795.1238 1600.7324 33.1869 1782 2 800.8698 23.6404
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 2099.1284 GNVGTAAYLNVFASIFSVLR 294.3140 2099.1231 36.5296 1129 2 1050.0652 ‐1.7537
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 1924.9974 QLSELISSYQSLKDTGR 436.8303 1924.9748 26.1134 881 3 642.3298 ‐11.8913
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 668.4090 LGIDIR 136.7589 668.4065 25.9795 1967 1 668.4065 ‐3.4448
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 858.4567 QLSELISS 346.6242 858.4566 25.1949 1880 1 858.4566 0.1988
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 None 1203.6368 GYLVEELRDK 227.6989 1203.6375 31.5691 853 2 602.3224 0.2837
NP_001078578.1 magnesium chelatase subunit H Arabidopsis thaliana 87.7811 140450.2424 14 1.58 Carbamidomethyl+C(2) 2268.0701 QCNLDKDVDLPDEGLELSPK 498.8807 2268.0717 32.7582 780 3 756.6954 0.5302
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 1302.5720 2385.1106 23.2571 21395 2 1193.0590 2.93
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16648.9400 1652.8799 24.2825 21162 3 551.6315 0.3579
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 41184.0200 1235.5185 23.3783 19016 2 618.2629 ‐0.2040
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 14206.5600 1784.7790 21.6051 17337 2 892.8932 2.1181
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1468.7318 YETNPALYGELAK 8090.0860 1468.7328 25.7226 15213 2 734.8700 0.5450
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1245.6296 NIANMVPPFDK 10505.8100 1245.6318 29.2855 14059 2 623.3195 1.96
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1674.9214 YAGVGAAIEYAVLHLK 1988.7690 1674.9212 23.0059 9615 3 558.9786 ‐0.3796
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1407.6962 ITAELQAASSSDSK 6282.2150 1407.6971 18.2699 8533 2 704.3522 0.5201



NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(4)
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1045.5524 DDLKDVAAAK 109.3271 1045.5749 33.0675 4611 2 523.2911 21.0604
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1511.6820 NGSSDSETTLQSASK 1031.3450 1511.6942 16.9631 793 2 756.3508 8.0561
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1725.8694 EKYETNPALYGELAK 6857.1060 1725.8702 24.1625 25412 3 575.9616 0.2069
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 2237.1231 LELRRMGNESYEDAIEALK 323.6537 2237.1165 35.6630 5049 3 746.3770 ‐3.1913
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 2716.2883 MVPFWTTVSRNGSSDSETTLQSASK 535.7237 2716.2990 20.5989 1507 3 906.1045 3.79
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 2231.0786 NGSSDSETTLQSASKATKQYK 299.9855 2231.0872 32.7483 1377 2 1116.0472 4.76
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(6)
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1033.5160 SETTLQSASK 443.5732 1033.5216 17.8810 2808 2 517.2644 4.49
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 2736.6850 1424.7674 24.2728 1507 2 712.8873 ‐0.4430
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 298.5286 1197.6393 25.8623 1399 2 599.3233 ‐1.6620
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(9) 1285.5114 ESSAFEDQCGR 266.8810 1285.5095 22.4368 1083 2 643.2584 ‐1.7326
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(4) 829.3985 HSACGGIK 192.8048 829.3961 23.7723 796 1 829.3961 ‐2.5405
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(4) 941.4146 VFACSDSR 791.6388 941.4164 23.3713 785 1 941.4164 2.03
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 385.8476 1634.8757 23.4452 4665 2 817.9415 4.45
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1227.6191 NIANMVPPFDK 1555.0290 1227.6172 29.8912 1391 2 614.3122 ‐1.8097
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1708.8428 EKYETNPALYGELAK 291.2700 1708.8520 24.9164 2213 3 570.2888 5.0712
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1390.6696 ITAELQAASSSDSK 259.0410 1390.6635 19.0753 1960 2 695.8354 ‐4.5370
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 5175.9080 35167.8590 27 64.19 None 1228.6031 NIANMVPPFDK 182.7143 1228.6005 30.5481 1075 2 614.8039 ‐2.3946
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1658.8285 YGAGIGPGVYDIHSPR 44293.4600 1658.8295 24.7853 60413 3 553.6147 0.3320
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 79011.8300 2140.2620 24.7890 47293 2 1070.6346 0.1445
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1411.7904 GGIGVIQIDEAALR 123580.5000 1411.7900 31.4701 46960 2 706.3987 ‐0.3571
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1116.5531 IPSSEEIADR 11351.5500 1116.5523 18.2780 40223 2 558.7798 ‐1.1101
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1096.5786 YLFAGVVDGR 19332.3400 1096.5770 17.7788 39775 2 548.7921 ‐1.8552
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 30384.5600 2861.4293 20.8872 37133 3 954.4813 ‐0.1449
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 51243.8600 2384.2196 40.2650 36154 3 795.4114 0.9931
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1181.6313 GVTAFGFDLVR 55737.1700 1181.6320 20.0652 34594 2 591.3196 0.2097
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 942.5619 VVEVNALAK 14970.4400 942.5601 20.4030 34024 2 471.7837 ‐2.4027
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1199.5732 FALESFWDGK 31607.6200 1199.5739 20.2652 31527 2 600.2906 0.3430
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1235.5759 GNASVPAMEMTK 31197.0900 1235.5764 21.1028 28974 2 618.2918 0.1447
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1146.6769 SFELLSLLPK 31425.4200 1146.6774 22.6040 28955 2 573.8424 0.1314
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 18160.1900 2404.1719 37.0688 28718 3 802.0621 0.4890
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 3415.9120 2213.1448 22.3056 28013 2 1107.0761 0.1424
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2075.0880 ALAGQKDEALFSANAAALASR 24620.2700 2075.0888 28.2858 23832 3 692.3678 0.1311
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2310.3068 LNLPILPTTTIGSFPQTVELR 12575.5600 2310.3054 22.3794 21943 2 1155.6563 0.0464
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 8492.4650 2418.2692 25.5662 14367 3 806.7612 0.9220
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 831.4822 EVITELK 30811.9200 831.4816 20.0938 11206 2 416.2445 ‐1.3231
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1790.9622 GMLTGPVTILNWSFVR 4260.7470 1790.9637 23.6204 9440 2 895.9855 1.0334
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1506.7547 DEALFSANAAALASR 8493.7330 1506.7562 28.8763 5070 2 753.8817 0.9159
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 748.3658 NMVDAAK 1788.2950 748.3631 22.8951 1242 1 748.3631 ‐3.3524
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2671.6730 1714.9309 21.6954 12840 3 572.3151 ‐0.2955
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1662.8558 DEALFSANAAALASRR 1080.5030 1662.8541 23.9738 2649 3 554.9562 ‐1.3203
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 793.3873 QMSAAGTK 217.0757 793.3912 19.3700 1382 1 793.3912 5.81
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1130.5775 MASHIVGYPR 89.6563 1130.5660 27.4990 1326 1 1130.5660 ‐9.5462
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 5262.9540 2438.4042 21.2953 18893 3 813.4729 0.7712
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 3169.5913 EGVKYGAGIGPGVYDIHSPRIPSSEEIA 584.1404 3169.5620 19.6596 16074 5 634.7182 ‐9.2291
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1457.7594 IPSSEEIADRVNK 1051.7010 1457.7599 21.2978 3065 2 729.3836 0.1960
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 Carbamidomethyl+C(16) 2470.2945 MLAVLEQNILWVNPDCGLKTR 2442.1300 2470.2932 25.6540 2257 2 1235.6502 0.2418
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 887.4370 YDIHSPR 86.7855 887.4333 26.0709 5443 2 444.2203 ‐4.7696
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 997.5313 ALAGQKDEAL 453.3489 997.5332 27.4785 4069 2 499.2702 1.50
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 843.4934 VEVNALAK 9126.5200 843.4937 20.4013 2855 1 843.4937 0.7087
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1246.6790 IGSFPQTVELR 320.6811 1246.6766 22.8972 2551 2 623.8419 ‐2.2234
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1228.6354 DTTAMLGAVPPR 306.4784 1228.6315 23.1311 2548 2 614.8194 ‐3.4541
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 603.3712 ITELK 714.9292 603.3705 20.0809 2246 1 603.3705 ‐0.9787
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 924.4938 AFGFDLVR 801.1055 924.4888 20.0547 1522 1 924.4888 ‐4.9001
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 915.4894 QIDEAALR 851.7456 915.4915 31.4683 1497 1 915.4915 2.07
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1438.7437 AGIGPGVYDIHSPR 683.9948 1438.7369 23.0288 1391 2 719.8721 ‐4.8906
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 912.5764 ELLSLLPK 826.8083 912.5786 22.5974 1155 1 912.5786 2.89
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 61 45.62 None 1228.6606 PVLVMDLEGQK 269.7011 1228.6545 38.7966 826 2 614.8309 ‐5.2016
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 85651.0700 2140.2620 24.7890 47293 2 1070.6346 ‐0.2216
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1096.5786 YLFAGVVDGR 14875.9700 1096.5770 17.7788 39775 2 548.7921 ‐1.7439
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 26083.6200 2861.4293 20.8872 37133 3 954.4813 ‐0.0699
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1181.6313 GVTAFGFDLVR 41478.3200 1181.6320 20.0652 34594 2 591.3196 0.2821
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1199.5732 FALESFWDGK 22091.4000 1199.5739 20.2652 31527 2 600.2906 0.4073
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1146.6769 SFELLSLLPK 24587.6600 1146.6774 22.6040 28955 2 573.8424 0.2198
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 5261.5830 2213.1448 22.3056 28013 2 1107.0761 ‐0.2572
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2310.3068 LNLPILPTTTIGSFPQTVELR 6935.1240 2310.3054 22.3794 21943 2 1155.6563 ‐0.3975
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 11535.3900 2418.2692 25.5662 14367 3 806.7612 0.8314
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1790.9622 GMLTGPVTILNWSFVR 8785.3990 1790.9637 23.6204 9440 2 895.9855 0.8271
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2075.0880 ALAGQKDEALFSANAAALASR 3281.2290 2075.0923 17.2678 6414 3 692.3689 1.57
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1309.2310 3013.4246 20.5444 6054 4 754.1116 3.0196
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2304.1718 VVDLQEELDIDVLVHGEPER 551.3341 2304.1821 20.2409 1306 2 1152.5947 4.58
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 396.2130 2384.1926 21.2831 2979 3 795.4024 ‐10.4412
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3023.5210 2438.4042 21.2953 18893 3 813.4729 0.6882
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 Carbamidomethyl+C(16) 2470.2945 MLAVLEQNILWVNPDCGLKTR 1143.2860 2470.2932 25.6540 2257 2 1235.6502 ‐0.2754
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 596.3515 GAVPPR 171.6821 596.3508 19.8138 2737 1 596.3508 ‐1.1538
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 904.4676 LNWSFVR 466.9116 904.4629 25.5519 2472 1 904.4629 ‐4.6730



NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 1331.7470 PVTILNWSFVR 123.2590 1331.7422 25.4628 1413 2 666.3748 ‐3.7985
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 912.5764 ELLSLLPK 608.0148 912.5786 22.5974 1155 1 912.5786 2.45
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 61 45.62 None 2286.1612 VVDLQEELDIDVLVHGEPER 983.8876 2286.1676 20.4609 7455 3 762.7274 2.29
NP_001078628.1 cysteine synthase D2 Arabidopsis thaliana 546.8936 34603.0897 5 9.60 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 13960.2100 1310.5798 23.0313 12975 2 655.7935 0.4519
NP_001078628.1 cysteine synthase D2 Arabidopsis thaliana 546.8936 34603.0897 5 9.60 None 1417.7070 TTGPEIWRDSAGK 814.3116 1417.7073 31.2016 2459 2 709.3573 0.0916
NP_001078628.1 cysteine synthase D2 Arabidopsis thaliana 546.8936 34603.0897 5 9.60 None 2428.1680 TPGGYIPQQFENPANPEIHYR 237.8547 2428.1821 36.8266 1001 3 810.0655 5.19
NP_001078628.1 cysteine synthase D2 Arabidopsis thaliana 546.8936 34603.0897 5 9.60 None 825.4539 IAYSMIK 1003.7740 825.4617 16.7668 997 2 413.2345 8.05
NP_001078628.1 cysteine synthase D2 Arabidopsis thaliana 546.8936 34603.0897 5 9.60 None 2050.0889 IAYSMIKDAEDKGLITPGK 696.2706 2050.0902 18.9374 3554 2 1025.5487 1.0345
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1630.7959 LYSIASSAIGDFGDSK 14374.6100 1630.7987 18.3891 10957 2 815.9030 1.29
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 3333.2500 1347.6092 29.0450 9733 2 674.3082 1.04
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1232.6555 GIDDIMVSLAAK 4572.9390 1232.6573 19.6261 4920 2 616.8323 1.45
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1945.0212 DPNATIIMLGTGTGIAPFR 3589.0100 1945.0236 21.6787 3755 2 973.0154 1.39
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1463.7853 RLVYTNDGGEIVK 511.5788 1463.7742 17.3484 760 2 732.3907 ‐7.6413
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 Carbamidomethyl+C(4) 870.4212 VYMCGLK 110.8870 870.4247 29.0866 1367 1 870.4247 4.31
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1354.6485 SIASSAIGDFGDSK 526.5618 1354.6475 17.6656 1179 2 677.8274 ‐0.9339
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1487.5040 29912.4653 12 27.10 None 1214.6449 GIDDIMVSLAAK 191.5960 1214.6410 18.6349 1055 2 607.8241 ‐3.5665
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 837.5405 29912.4653 12 27.10 None 1630.7959 LYSIASSAIGDFGDSK 7467.2430 1630.7987 18.3891 10957 2 815.9030 1.98
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 837.5405 29912.4653 12 27.10 None 1232.6555 GIDDIMVSLAAK 2567.1690 1232.6573 19.6261 4920 2 616.8323 1.35
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 837.5405 29912.4653 12 27.10 None 1945.0212 DPNATIIMLGTGTGIAPFR 3639.6670 1945.0236 21.6787 3755 2 973.0154 1.70
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 837.5405 29912.4653 12 27.10 None 1463.7853 RLVYTNDGGEIVK 223.4370 1463.7742 17.3484 760 2 732.3907 ‐7.6979
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 1203.6368 EIEYPGQVLR 47833.0800 1203.6372 25.2830 71976 2 602.3222 ‐0.0185
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 37384.1400 2360.1631 24.0049 52490 2 1180.5852 ‐0.4067
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 1609.3400 4704.2380 22.4596 19051 4 1176.8149 1.27
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 1588.7278 TNTDFLPYNGDGFK 4782.8940 1588.7308 29.1127 4875 2 794.8690 1.43
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 2211.1081 TNTDFLPYNGDGFKVQVPAK 955.5228 2211.1045 29.4872 50853 3 737.7063 ‐1.8669
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 832.4676 YPGQVLR 2837.0060 832.4678 25.2842 1775 1 832.4678 0.6502
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 535.2399 EIEY 143.3002 535.2379 25.8434 1611 1 535.2379 ‐3.4951
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6398.0330 23816.0454 16 43.38 None 4687.2111 QAYFGETASEGGFDNNAVATANILESS 514.1138 4687.2225 23.2753 6656 4 1172.5611 3.38
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 3254.9070 23816.0454 16 43.38 None 1203.6368 EIEYPGQVLR 61401.3400 1203.6372 25.2830 71976 2 602.3222 ‐0.0323
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 3254.9070 23816.0454 16 43.38 None 1588.7278 TNTDFLPYNGDGFK 6246.6910 1588.7308 29.1127 4875 2 794.8690 2.0074
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 3254.9070 23816.0454 16 43.38 None 1815.9388 WNPSKEIEYPGQVLR 757.1677 1815.9469 27.6736 2650 3 605.9871 4.29
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 3254.9070 23816.0454 16 43.38 None 2211.1081 TNTDFLPYNGDGFKVQVPAK 1490.6190 2211.1045 29.4872 50853 3 737.7063 ‐1.8023
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 3254.9070 23816.0454 16 43.38 None 961.5102 EYPGQVLR 2953.5450 961.5108 25.2792 2763 1 961.5108 1.0666
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2516.6080 23816.0454 16 43.38 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 22492.5800 2360.1631 24.0049 52490 2 1180.5852 ‐0.8735
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2516.6080 23816.0454 16 43.38 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 1790.7510 4704.2380 22.4596 19051 4 1176.8149 0.0672
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2516.6080 23816.0454 16 43.38 None 4687.2111 QAYFGETASEGGFDNNAVATANILESS 880.0001 4687.2225 23.2753 6656 4 1172.5611 2.67
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1611.9105 ALLDDPVFRPLVEK 23016.3900 1611.9098 19.4114 64717 3 537.9748 ‐0.7068
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 922.4516 LSELGFADA 16734.1500 922.4525 28.5817 48161 1 922.4525 1.85
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 29467.6500 2280.0604 22.0785 47352 2 1140.5339 0.4624
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 2069.0808 QMGLSDKDIVALSGAHTLGR 24679.9500 2069.0798 17.3408 40393 4 518.0254 ‐0.5490
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 2064.8644 YAADEDAFFADYAEAHMK 32930.2000 2064.8647 31.0975 36525 3 688.9597 ‐0.1150
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1101.6150 EGLLQLVSDK 16347.8600 1101.6151 30.8410 34938 2 551.3112 ‐0.3023
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1858.0168 ELLSGEKEGLLQLVSDK 21721.8200 1858.0156 32.7702 30314 3 620.0100 ‐0.9158
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1906.9518 FDAEQAHGANSGIHIALR 10004.3400 1906.9517 23.8452 29257 4 477.4934 ‐0.2140
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 28332.5500 960.4746 19.2483 27705 2 480.7410 ‐1.3233
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 19835.9000 1635.7330 22.6135 22023 3 545.9158 ‐0.4676
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 923.4404 TGGPFGTMR 4311.5220 923.4402 21.0433 20668 2 462.2237 ‐0.7800
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1343.6478 NYPTVSEDYKK 17365.3100 1343.6471 17.5306 12312 3 448.5539 ‐0.7951
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1199.6783 DPVFRPLVEK 369.2922 1199.6773 19.0932 7296 2 600.3423 ‐1.1277
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1141.5558 QMGLSDKDIVA 711.4030 1141.5592 16.6470 3971 2 571.2832 2.59
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1314.7052 DDPVFRPLVEK 963.2769 1314.7088 19.4071 3311 2 657.8580 2.21
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 615.3647 PIMVR 7785.7990 615.3651 19.2506 2955 1 615.3651 0.8552
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 611.2970 FGTMR 57.2650 611.2985 21.0046 2483 1 611.2985 2.39
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 822.3927 GGPFGTMR 104.6716 822.3900 21.1166 2192 1 822.3900 ‐2.9161
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 686.4018 APIMVR 704.7599 686.4028 19.2481 1499 1 686.4028 1.94
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1644.8565 AEQAHGANSGIHIALR 345.5185 1644.8648 23.8423 1275 3 548.9598 4.08
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1444.7107 SNPLIFDNSYFK 295.4941 1444.7160 22.9199 1076 2 722.8616 3.47
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1830.7639 ADEDAFFADYAEAHMK 9537.7450 1830.7657 31.0962 987 2 915.8865 1.25
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 1084.5885 EGLLQLVSDK 178.4796 1084.5932 30.1296 1163 2 542.8003 3.31
NP_001117244.1 L ascorbate peroxidase 1 Arabidopsis thaliana 14382.1800 27846.3943 24 63.20 None 2052.0543 QMGLSDKDIVALSGAHTLGR 593.3583 2052.0527 16.2177 909 2 1026.5300 ‐0.3457
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 1384.7795 AAALNIVPTSTGAAK 63539.9800 1384.7774 24.1670 80331 2 692.8923 ‐1.5727
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 128248.0000 1833.9064 36.1512 39432 2 917.4568 1.1419
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 1254.6113 TFAEEVNAAFR 16989.4200 1254.6108 29.5401 25377 2 627.8090 ‐0.7113
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 1627.8537 DSPLDVVVINDTGGVK 5292.5640 1627.8526 31.0895 13360 2 814.4299 ‐0.4963
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 732.3886 PTSTGAAK 626.0164 732.3868 24.1687 3630 1 732.3868 ‐2.1269
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 1058.5840 NIVPTSTGAAK 2560.0440 1058.5811 24.1662 1599 1 1058.5811 ‐2.4024
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 9361.8060 37952.2598 7 16.57 None 1040.5735 NIVPTSTGAAK 803.4184 1040.5736 23.5565 1082 2 520.7904 ‐0.4312
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 529.0305 37743.2038 8 13.43 None 1158.6517 GVLLYGPPGTGK 9252.7550 1158.6510 16.1401 11147 2 579.8292 ‐0.9479
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 529.0305 37743.2038 8 13.43 None 1800.9564 ESIELPLMNPELFLR 1915.5540 1800.9581 23.8105 3509 2 900.9827 1.1404
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 529.0305 37743.2038 8 13.43 Carbamidomethyl+C(5) 2100.9842 EHQPCIIFMDEIDAIGGR 1932.5870 2100.9853 36.2561 1893 3 700.9999 0.2886
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 529.0305 37743.2038 8 13.43 None 931.5459 VVSSAIIDK 296.9185 931.5226 22.8452 4314 2 466.2650 ‐25.4789
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 389.2020 37743.2038 8 13.43 None 1158.6517 GVLLYGPPGTGK 8863.5860 1158.6510 16.1401 11147 2 579.8292 ‐0.8650
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 389.2020 37743.2038 8 13.43 None 1800.9564 ESIELPLMNPELFLR 1601.3090 1800.9581 23.8105 3509 2 900.9827 0.9294
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 389.2020 37743.2038 8 13.43 None 776.3937 YGPPGTGK 273.7339 776.3946 16.1598 1443 1 776.3946 1.19
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 389.2020 37743.2038 8 13.43 None 1002.5619 LLYGPPGTGK 65.0856 1002.5565 17.2292 1263 1 1002.5565 ‐4.7164
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1573.8432 GVTTIIGGGDSVAAVEK 85300.9300 1573.8443 26.2884 71380 2 787.4258 0.7128
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1404.7369 ELDYLVGAVSNPK 60520.3500 1404.7375 28.1805 46994 2 702.8724 0.2516



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1933.9767 LASLADLYVNDAFGTAHR 12941.4100 1933.9783 19.5726 31529 3 645.3309 0.5845
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 8400.3180 2269.1877 19.7767 30600 3 757.0674 0.6419
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1100.6562 IGVIESLLEK 18128.1800 1100.6556 19.7983 29789 2 550.8314 ‐0.9049
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 999.5986 FSLAPLVPR 30174.2300 999.5969 19.1313 29017 2 500.3021 ‐2.1635
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1539.8992 GVSLLLPTDVVIADK 17828.4700 1539.8998 20.6513 22761 2 770.4535 0.3555
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2028.9469 ADLNVPLDDNQNITDDTR 3787.6270 2028.9477 26.3975 4607 2 1014.9775 0.8047
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1102.6368 RPFAAIVGGSK 2763.9620 1102.6359 14.5341 4346 2 551.8216 ‐1.1473
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1579.8942 VLPGVVALDEATPVTV 2176.2820 1579.9004 36.0306 3634 2 790.4539 3.94
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 713.4556 AAIPTIK 5775.2310 713.4551 20.0633 2517 1 713.4551 ‐0.3979
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 Carbamidomethyl+C(4) 2965.5187 ADDCIGPEVETLVASLPEGGVLLLENVR 590.6031 2965.5167 25.5260 2142 3 989.1771 ‐0.9051
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 1518.7646 AQGLSVGSSLVEEDK 647.1014 1518.7674 16.3975 2121 3 506.9273 1.04
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 329.4609 2488.3322 33.2787 3712 4 622.8385 ‐9.3392
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2874.3655 TFNEALDTTQTVIWNGPMGVFEFEK 224.7536 2874.3372 22.3497 3222 3 958.7839 ‐10.0594
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 789.4101 GTEAVANK 243.8545 789.4110 24.9992 1613 1 789.4110 1.60
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 672.3675 GAVSNPK 233.3506 672.3641 26.1183 5241 1 672.3641 ‐4.9171
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 581.3770 PLVPR 1597.6950 581.3776 19.1263 2462 1 581.3776 1.49
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 987.5721 GVIESLLEK 1041.1860 987.5738 19.7915 2208 1 987.5738 2.39
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 642.4185 AIPTIK 83.0823 642.4156 20.1153 1832 1 642.4156 ‐4.2583
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 930.5506 VIESLLEK 233.9609 930.5492 19.1336 1643 1 930.5492 ‐1.0292
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 571.3814 IPTIK 153.8192 571.3797 20.0611 1594 1 571.3797 ‐2.7932
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 560.3402 IVGGSK 118.9850 560.3404 17.0165 1384 1 560.3404 0.4837
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 589.3556 SLLEK 304.3094 589.3552 20.7239 1319 1 589.3552 ‐0.4569
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2857.3389 TFNEALDTTQTVIWNGPMGVFEFEK 242.1108 2857.3264 22.3096 8710 3 953.1137 ‐4.6031
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8949.3530 42729.4379 38 57.78 None 2011.9203 ADLNVPLDDNQNITDDTR 203.9326 2011.9159 25.6581 1287 2 1006.4616 ‐1.8027
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1573.8432 GVTTIIGGGDSVAAVEK 93960.8900 1573.8442 26.2871 69845 2 787.4257 0.7847
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1404.7369 ELDYLVGAVSNPK 71392.0700 1404.7375 28.1805 46994 2 702.8724 0.3145
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1579.8942 VLPGVVALDEATPVTV 3015.7400 1579.9004 36.0306 3634 2 790.4539 4.1192
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 713.4556 AAIPTIK 6075.5040 713.4551 20.0633 2517 1 713.4551 ‐0.3136
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 806.9935 2488.3322 33.2787 3712 4 622.8385 ‐9.3080
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1518.7646 AQGLSVGSSLVEEDK 128.6503 1518.7368 29.3032 2139 2 759.8720 ‐18.2416
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 672.3675 GAVSNPK 134.4225 672.3641 26.1183 5241 1 672.3641 ‐4.8013
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 642.4185 AIPTIK 73.4267 642.4156 20.1153 1832 1 642.4156 ‐4.1195
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1102.5739 IGGGDSVAAVEK 3104.2580 1102.5731 26.2855 1783 1 1102.5731 ‐0.2862
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1162.6103 DYLVGAVSNPK 1471.1500 1162.6075 28.8698 1674 2 581.8074 ‐2.7349
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 571.3814 IPTIK 152.2714 571.3797 20.0611 1594 1 571.3797 ‐2.5999
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 6551.7600 42729.4379 38 57.78 None 1386.7264 ELDYLVGAVSNPK 328.9953 1386.7290 29.3400 1555 2 693.8682 1.92
NP_001117579.1 MLP like protein 28 Arabidopsis thaliana 1068.0550 19453.9731 4 10.40 None 1197.5634 EIDEHLLAEE 5636.7390 1197.5647 24.7547 8275 2 599.2860 0.8148
NP_001117579.1 MLP like protein 28 Arabidopsis thaliana 1068.0550 19453.9731 4 10.40 None 904.4808 VIEGDLMK 16050.7600 904.4837 20.9614 5748 2 452.7455 2.45
NP_001117579.1 MLP like protein 28 Arabidopsis thaliana 1068.0550 19453.9731 4 10.40 None 921.4676 EIDEHLLA 112.2144 921.4725 23.1024 5832 2 461.2399 4.10
NP_001117579.1 MLP like protein 28 Arabidopsis thaliana 1068.0550 19453.9731 4 10.40 None 832.4199 EIDEHLL 547.7035 832.4192 22.9829 1352 1 832.4192 ‐0.5703
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK 13968.2500 2150.1683 35.6370 17093 2 1075.5878 ‐0.4171
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1271.6266 GLTFDSGGYNIK 8776.1300 1271.6257 26.2535 13368 2 636.3165 ‐1.0101
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 3094.1490 1850.9338 19.9460 11998 2 925.9706 1.50
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1318.6233 TIEVNNTDAEGR 7053.6990 1318.6280 16.1673 9369 2 659.8176 3.90
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1163.5473 SGVADMVNTGGR 11456.1400 1163.5475 20.1943 8039 2 582.2774 ‐0.1869
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1294.6460 FDMGGSAAVLGAAK 1277.2760 1294.6475 26.9093 7283 2 647.8274 0.8904
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 3121.2390 2289.0707 32.2942 6229 2 1145.0390 0.7686
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1031.5408 EIDVIEWK 18684.1700 1031.5433 28.9942 5566 2 516.2753 2.0013
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1991.0808 LSSVSALASGIVLGLFEDGR 1615.0090 1991.0862 25.2729 5556 2 996.0467 3.0873
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1505.7846 AVDIIGFGTGAEVEK 6658.1430 1505.7837 29.9313 4968 2 753.3955 ‐0.6549
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1148.6674 AGGSITAALFLK 298.3584 1148.6688 19.3612 2377 2 574.8380 0.8577
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 2058.1077 GDILVVGVTEKDLAKDGNSK 772.7676 2058.0659 23.8655 2213 2 1029.5366 ‐19.9035
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 832.4523 LAKDGNSK 168.1976 832.4558 21.4004 6076 1 832.4558 4.46
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 534.2558 GLTFD 73.8138 534.2537 26.7418 1477 1 534.2537 ‐4.0081
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 Carbamidomethyl+C(3) 1054.4623 YACNQGVDK 334.2203 1054.4682 21.6818 1468 2 527.7377 5.1785
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 844.4887 GSAAVLGAAK 297.4799 844.4888 24.9001 958 1 844.4888 0.5225
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2027.6030 54794.5679 25 35.19 None 1276.6354 FDMGGSAAVLGAAK 346.3279 1276.6374 24.6290 1063 2 638.8224 1.48
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK 14763.9800 2150.1683 35.6370 17093 2 1075.5878 ‐0.0698
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 1271.6266 GLTFDSGGYNIK 14787.1400 1271.6257 26.2535 13368 2 636.3165 ‐0.9980
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 1163.5473 SGVADMVNTGGR 11169.3100 1163.5475 20.1943 8039 2 582.2774 ‐0.2160
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 1475.7165 YAEDVSYGVIFGR 3035.8830 1475.7191 30.6785 6476 2 738.3632 1.95
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 2541.6250 2289.0707 32.2942 6229 2 1145.0390 1.1690
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 1031.5408 EIDVIEWK 14603.3400 1031.5433 28.9942 5566 2 516.2753 1.18
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 1505.7846 AVDIIGFGTGAEVEK 5453.9160 1505.7837 29.9313 4968 2 753.3955 ‐0.5535
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1765.7830 54794.5679 25 35.19 None 874.4629 EVIAASER 968.9131 874.4782 26.5993 869 2 437.7427 16.7842
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 1439.9330 2346.2137 20.6952 14646 3 782.7427 0.3857
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 8771.2900 2607.3575 37.2538 11544 3 869.7907 0.6468
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1256.6157 LAYGDNSEFIK 7924.3370 1256.6157 24.0154 11441 2 628.8115 ‐0.3352
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 19942.4600 1404.7264 21.1020 10342 2 702.8668 ‐0.1567
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1310.6297 GLDFSALMDDVK 16362.9000 1310.6281 35.5336 9712 2 655.8177 ‐1.4279
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1759.8394 LAGSTFMEYLPMGGSAK 6299.6040 1759.8422 20.0968 9500 2 880.4248 1.49
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 934.5105 VNVGVGAYR 7966.9850 934.5098 19.5274 4693 2 467.7586 ‐1.2489
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1914.9708 IFLEDGHHIGISQSYAK 3616.6070 1914.9716 16.1813 5157 3 638.9954 0.1529
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1740.8486 LTSEYHIYMTRNGR 455.8090 1740.8528 18.9970 1309 2 870.9300 2.21
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1957.0185 NAASKRGMTPISGHFGGLR 680.5924 1957.0176 28.3289 1034 3 653.0107 ‐0.7191
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 797.4516 AIHEVTK 171.9372 797.4544 20.8933 2848 1 797.4544 3.10
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 Carbamidomethyl+C(8) 922.4411 TLSGTGACR 180.7556 922.4383 19.9579 1836 1 922.4383 ‐2.6568



NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 791.3968 ALMDDVK 114.5393 791.3991 35.9106 1510 1 791.3991 3.43
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 878.4288 SALMDDVK 368.0913 878.4276 36.7273 976 1 878.4276 ‐1.0008
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1741.8288 LAGSTFMEYLPMGGSAK 335.2545 1741.8353 21.2147 1266 2 871.4213 3.96
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 1116.6259 TSLAPGSGVVTK 28433.2600 1116.6247 19.0657 12353 2 558.8160 ‐1.4769
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 1777.9041 EVAEVVQSSVLPDMFK 5338.2520 1777.8990 34.4314 5581 2 889.4531 ‐2.4845
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 1331.5824 MFVDYSEPESK 695.8562 1331.5798 22.9838 2505 2 666.2935 ‐2.1437
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 391.0236 2618.2686 34.6548 4605 3 873.4277 ‐18.7592
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 1596.7864 DTIILAGAEYGSGSSR 572.4111 1596.7438 30.0356 2155 2 798.8755 ‐26.5010
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 744.4250 PGSGVVTK 4685.0020 744.4217 19.0548 1128 1 744.4217 ‐4.1179
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 569.0789 87116.1895 7 6.92 None 1760.8775 EVAEVVQSSVLPDMFK 269.3137 1760.8786 34.6827 970 2 880.9430 1.0119
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 7863.2170 11925.1009 7 36.45 None 1114.6466 LITPSILSDR 51166.8200 1114.6469 17.5411 21605 2 557.8271 ‐0.1497
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 7863.2170 11925.1009 7 36.45 None 1657.7890 VNNMVLFDQATYDK 1430.2150 1657.7925 29.1407 8947 2 829.3999 2.1539
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 7863.2170 11925.1009 7 36.45 None 1491.7373 MVAAHSSQQIYTR 2144.9810 1491.7395 16.8157 4860 3 497.9180 1.40
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 7863.2170 11925.1009 7 36.45 None 1914.9266 EKVNNMVLFDQATYDK 917.1817 1914.9278 20.6339 2692 2 957.9675 0.9302
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 7863.2170 11925.1009 7 36.45 None 870.4680 TPSILSDR 422.3306 870.4667 17.4547 1403 2 435.7370 ‐2.0957
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 640.1268 11925.1009 7 36.45 None 1657.7890 VNNMVLFDQATYDK 1417.4960 1657.7925 29.1407 8947 2 829.3999 2.34
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 640.1268 11925.1009 7 36.45 None 1491.7373 MVAAHSSQQIYTR 3742.2010 1491.7395 16.8157 4860 3 497.9180 1.21
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1647.8159 NQVAMNPVNTVFDAK 40820.7700 1647.8175 29.2574 51026 2 824.4124 1.0530
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 91778.8600 2560.2537 34.7455 43509 3 854.0894 0.2208
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 69040.1100 1386.7297 26.8699 33034 2 693.8685 ‐0.2231
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1215.6514 DAGVIAGLNVMR 52058.7200 1215.6511 29.7082 31731 2 608.3292 ‐0.5339
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1426.7649 STVHDVVLVGGSTR 23228.5400 1426.7633 20.9856 22249 3 476.2593 ‐1.3544
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1230.5307 FSDSSVQSDMK 23149.9400 1230.5311 18.8524 19355 2 615.7692 0.0454
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1313.6194 FEELNMDLFR 9908.0640 1313.6191 34.3790 11871 2 657.3132 ‐0.4504
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1822.9408 IQAGPADKPMIYVEYK 1566.4020 1822.9415 18.9728 6373 3 608.3187 0.1043
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPA 16582.3900 2733.1559 20.6962 5491 3 911.7235 1.25
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1441.7144 FEELNMDLFRK 1780.5300 1441.7157 21.2966 874 2 721.3615 0.7749
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1540.7577 ARFEELNMDLFR 4480.5760 1540.7581 19.3307 14074 3 514.2575 ‐0.0064
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 2266.1424 IQAGPADKPMIYVEYKGEEK 4818.7280 2266.1402 24.4480 9539 4 567.2905 ‐0.9328
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 1555.6390 3148.4984 43.9316 9271 3 1050.1710 0.6238
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 3411.1920 3181.5887 34.2961 9038 3 1061.2011 ‐0.5900
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1313.6194 FEELNMDLFR 310.5869 1313.6249 21.2323 3092 2 657.3161 3.79
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 873.4975 IAGLNVMR 109.0872 873.5019 31.4310 2834 2 437.2546 4.61
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 633.2991 ARFEE 239.9239 633.3000 17.1292 1276 1 633.3000 1.97
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1629.8054 NQVAMNPVNTVFDAK 557.9255 1629.8123 27.3306 6614 2 815.4098 4.97
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20078.7200 57578.9412 72 65.64 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1647.8159 NQVAMNPVNTVFDAK 43824.6100 1647.8175 29.2574 51026 2 824.4124 1.87
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1473.6856 TTPSYVAFTDSER 65773.5200 1473.6860 24.2774 49626 2 737.3467 0.3007
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1680.8340 NAVVTVPAYFNDSQR 28750.7400 1680.8377 27.9449 45878 2 840.9225 2.73
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 62853.0600 2560.2537 34.7455 43509 3 854.0894 0.2059
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 49125.0500 1386.7297 26.8699 33034 2 693.8685 ‐0.1670
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1358.6158 NALENYAYNMR 42644.0000 1358.6171 25.4802 32379 2 679.8122 0.8619
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1215.6514 DAGVIAGLNVMR 42539.4300 1215.6511 29.7082 31731 2 608.3292 ‐0.5431
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1426.7649 STVHDVVLVGGSTR 31336.3500 1426.7633 20.9856 22249 3 476.2593 ‐1.1115
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1313.6194 FEELNMDLFR 13131.8600 1313.6191 34.3790 11871 2 657.3132 ‐0.4222
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1822.9408 IQAGPADKPMIYVEYK 3294.8950 1822.9406 25.9011 10731 3 608.3184 ‐0.2003
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 1032.1910 2588.2166 30.6656 2007 3 863.4104 ‐1.5304
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 2266.1424 IQAGPADKPMIYVEYKGEEK 5831.4650 2266.1402 24.4480 9539 4 567.2905 ‐0.9325
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 3444.1140 3148.4984 43.9316 9271 3 1050.1710 0.4751
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 1361.4470 3181.5887 34.2961 9038 3 1061.2011 ‐0.7462
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1007.5520 STVHDVVLVG 444.8661 1007.5508 19.3817 25000 2 504.2790 ‐1.7854
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1029.5874 GVIAGLNVMR 333.2629 1029.5901 28.0566 5200 2 515.2987 2.1246
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1002.5578 DVVLVGGSTR 414.5329 1002.5576 20.7080 3431 2 501.7825 ‐0.7641
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 146.3459 1015.5588 26.1857 3182 2 508.2830 ‐2.2275
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 873.4975 IAGLNVMR 69.5565 873.5019 31.4310 2834 2 437.2546 4.64
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1060.4517 ENYAYNMR 346.9024 1060.4539 25.4807 874 1 1060.4539 2.76



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1629.8054 NQVAMNPVNTVFDAK 944.6093 1629.8123 27.3306 6614 2 815.4098 4.85
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1662.8234 NAVVTVPAYFNDSQR 279.3976 1662.8185 28.4747 903 2 831.9129 ‐2.7115
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11933.3800 57578.9412 72 65.64 None 1663.8075 NAVVTVPAYFNDSQR 134.4987 1663.8007 29.5215 1066 2 832.4040 ‐3.7876
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1278.6300 MVNHFVQEFK 36854.4100 1278.6291 15.5755 20314 2 639.8182 ‐0.8900
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1822.9408 IQAGPADKPMIYVEYK 514.2147 1822.9415 18.9728 6373 3 608.3187 ‐0.2088
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1540.7577 ARFEELNMDLFR 4622.2440 1540.7581 19.3307 14074 3 514.2575 ‐0.4249
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1147.5895 VNHFVQEFK 12401.0900 1147.5905 15.5732 2791 2 574.2989 0.6503
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3743.8260 57578.9412 72 65.64 None 746.3832 ARFEEL 190.5253 746.3819 19.6649 2153 1 746.3819 ‐1.4112
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 1200.6947 VVAVSDITGAIR 20599.5200 1200.6941 17.2262 27719 2 600.8507 ‐0.7413
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 2182.0663 FIVEAANHPTDPDADEILSK 4730.5590 2182.0665 27.2745 15896 3 728.0270 ‐0.1285
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 1296.7158 NPEGIDINALIK 3723.4660 1296.7181 31.6119 13331 2 648.8627 1.30
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 1065.5510 MGAFTLGVNR 14407.7900 1065.5503 16.7156 13283 2 533.2788 ‐1.0876
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 1061.5473 DLSLSELER 33650.4900 1061.5488 27.8565 12335 2 531.2781 0.9982
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 863.4808 SLMIPFR 2349.2830 863.4801 18.4553 5553 2 432.2437 ‐1.3900
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 Carbamidomethyl+C(3) 2170.0849 VECTIPKDDGTLVSYIGFR 1619.9070 2170.0827 19.1020 3566 3 724.0324 ‐1.2788
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 843.4934 VNLELQK 4502.3270 843.4920 19.8576 1558 2 422.2496 ‐2.3530
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 546.2882 ELER 161.0157 546.2856 27.8618 4576 1 546.2856 ‐4.6572
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 551.3188 VNLEL 141.3328 551.3180 19.0778 3728 1 551.3180 ‐1.2921
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 833.4363 SLSELER 947.6652 833.4337 27.8654 1352 1 833.4337 ‐2.7619
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 744.4250 NLELQK 118.0527 744.4217 19.0548 1128 1 744.4217 ‐4.1771
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 832.4523 SDITGAIR 2107.9000 832.4511 17.2201 1061 1 832.4511 ‐1.1446
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2219.3650 45041.2796 20 23.36 None 934.5105 GAFTLGVNR 337.6378 934.5096 16.7295 818 1 934.5096 ‐0.5327
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 2182.0663 FIVEAANHPTDPDADEILSK 2209.8870 2182.0665 27.2745 15896 3 728.0270 ‐0.0573
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 1296.7158 NPEGIDINALIK 2080.2680 1296.7181 31.6119 13331 2 648.8627 1.47
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 843.4934 VNLELQK 5541.1310 843.4920 19.8576 1558 2 422.2496 ‐2.5042
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 1162.6103 TAVADIPYGGAK 85.9998 1162.5959 29.3690 2670 2 581.8016 ‐12.7465
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 744.4250 NLELQK 404.0103 744.4254 20.4001 5608 1 744.4254 0.8178
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 265.1602 45041.2796 20 23.36 None 1921.9138 VEAANHPTDPDADEILSK 975.6096 1921.9069 27.2757 1244 2 961.4571 ‐3.0107
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 636.0788 31160.6566 3 9.76 Carbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 636.0788 31160.6566 3 9.76 None 1410.7926 IGIMPGYIHKPGK 3703.3880 1410.7895 15.3470 2604 3 470.9347 ‐2.4771
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 636.0788 31160.6566 3 9.76 Carbamidomethyl+C(4)
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 1791.9599 IYQLAQGGTAVGTGLNTK 2294.3360 1791.9638 16.1080 4677 2 896.4856 2.67
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 659.3471 GIEANR 256.2918 659.3446 26.5241 4213 1 659.3446 ‐3.6056
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 944.4908 GIEANRER 379.6656 944.4893 18.3752 3430 2 472.7483 ‐2.1656
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 Carbamidomethyl+C(1) 2172.0312 CGLGELSLPENEPGSSIMPGK 557.7819 2172.0355 39.4694 1599 3 724.6834 1.45
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 841.4600 MPEPIVR 3581.3300 841.4579 20.3593 1218 2 421.2326 ‐3.1556
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 1988.0335 IAAAVAEETNLPFVTAENK 2690.8440 1988.0217 30.7235 1096 3 663.3454 ‐6.2024
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 1272.7019 GIEANRERISK 358.2184 1272.7063 27.7074 1978 2 636.8568 3.64
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 1415.7754 IANDIRFLGSGPR 511.2506 1415.7744 32.6753 1645 2 708.3908 ‐0.8257
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 3393.6822 IGRTHTQDATPLTLGQEFGGYATQVEY 1022.3430 3393.6821 25.5243 1600 3 1131.8989 ‐0.2543
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 710.4196 PEPIVR 164.9097 710.4187 20.6913 1214 1 710.4187 ‐0.9802
NP_001119412.1 fumarate hydratase 2 Arabidopsis thaliana 316.2693 45736.1601 11 17.26 None 927.4643 GIEANRER 148.2905 927.4607 20.1715 4778 1 927.4607 ‐3.4447
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 3121.6100 7926.1931 5 34.72 None 1747.8246 LNTDESPNTPGQYGVR 6191.5940 1747.8289 19.9471 9316 2 874.4181 2.64
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 3121.6100 7926.1931 5 34.72 None 965.5150 TTLTSSLDK 13965.6000 965.5149 18.6288 4769 2 483.2611 ‐0.5368
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 3121.6100 7926.1931 5 34.72 None 1071.5218 PNTPGQYGVR 239.0598 1071.5206 19.6584 1642 1 1071.5206 ‐0.5439
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 3121.6100 7926.1931 5 34.72 None 1088.5483 PNTPGQYGVR 311.4151 1088.5495 20.6026 1055 2 544.7784 0.6758
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 3121.6100 7926.1931 5 34.72 None 947.5044 TTLTSSLDK 314.7090 947.5021 18.1538 777 2 474.2547 ‐2.9828
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 324.0648 50633.9739 4 8.52 None 1432.7795 ILVGQGNDGVSFVK 5701.5350 1432.7781 16.8184 5175 2 716.8927 ‐1.0460
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 324.0648 50633.9739 4 8.52 None 1063.5531 VYVGQDLNR 5601.9440 1063.5527 18.7487 2815 2 532.2800 ‐0.7478
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 324.0648 50633.9739 4 8.52 None 1615.9054 SPLFGPNLLGITTGTK 1136.4190 1615.9091 20.8901 1788 2 808.4582 2.22
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 324.0648 50633.9739 4 8.52 None 1107.5429 GQGNDGVSFVK 442.0829 1107.5422 17.2664 1614 2 554.2748 ‐1.0040
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 11138.6300 2931.5557 24.0889 16785 3 977.8568 0.4959
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 1145.5255 EGPLAEENMR 38756.9900 1145.5255 19.1365 14767 2 573.2664 ‐0.4056
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 1634.8425 ILAEEFGWDKDLAK 10267.2700 1634.8433 30.3278 13078 3 545.6193 0.2270
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 Carbamidomethyl+C(2) 1608.7397 NCDPDGPLMLYVSK 7711.3330 1608.7432 29.5795 10081 2 804.8753 2.06
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 2266.0478 LYMEARPMEDGLAEAIDEGR 669.6075 2266.0419 23.8293 9735 3 756.0188 ‐2.8916
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 5012.5500 1387.6722 18.5063 9235 2 694.3397 0.3334
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 890.5094 FSVSPVVR 2408.4610 890.5082 23.1230 7456 2 445.7578 ‐1.9292
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 743.4298 LASDLPK 116.6216 743.4411 21.1467 15648 1 743.4411 15.5402
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 Carbamidomethyl+C(2) 956.4547 FCYEPIK 940.6589 956.4499 19.9611 1832 1 956.4499 ‐4.4809
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  1254.4240 91964.6102 20 12.68 None 1616.8319 ILAEEFGWDKDLAK 478.2566 1616.8259 31.2415 769 2 808.9166 ‐3.6553
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 13621.7300 2931.5557 24.0889 16785 3 977.8568 0.5971
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 3834.7790 1387.6722 18.5063 9235 2 694.3397 0.3115
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 1769.9221 AYLPVVESFGFSGQLR 561.8740 1769.8964 22.9737 11570 2 885.4519 ‐14.5179
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLA 141.0759 3465.6741 24.4023 2129 3 1155.8962 ‐10.4685
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 2776.3916 GTVAFSAGLHGWAFTLTNFAKMYASK 1162.1770 2776.4036 23.0205 804 3 926.1394 4.1286
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 859.4560 AYLPVVES 160.5613 859.4526 21.6679 1832 1 859.4526 ‐3.5016
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 Carbamidomethyl+C(2) 956.4547 FCYEPIK 608.6235 956.4499 19.9611 1832 1 956.4499 ‐4.3666
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis  547.3447 91964.6102 20 12.68 None 1752.8955 AYLPVVESFGFSGQLR 323.6331 1752.8922 21.8510 957 3 584.9689 ‐2.4860
NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 None 1486.7424 SVYAATYNEDLLK 3399.4930 1486.7466 26.6668 8246 2 743.8770 2.20
NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 2337.6050 1294.6695 25.1349 8036 2 647.8384 ‐1.5188



NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 None 1978.8699 DTSGDYEDMLVALLGHGDA 1622.4740 1978.8753 41.0298 4795 2 989.9413 3.51
NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 None 1413.6137 YEGDDVNMMLAR 2022.4340 1413.6145 25.9854 4079 2 707.3109 0.4592
NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 None 1656.7824 SIEEDVAQHTSGDLR 260.0531 1656.7603 30.4855 2395 2 828.8838 ‐13.0816
NP_001154798.1 annexin 2 Arabidopsis thaliana 426.8347 34987.8210 6 18.21 Carbamidomethyl+C(5) 1276.6606 AVITCLTYPEK 529.1457 1276.6670 23.2380 1994 2 638.8371 4.57
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 1475.7529 NVDFEFVHVELK 7996.9610 1475.7513 32.0871 25926 3 492.5886 ‐1.1434
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 1030.5316 VLDVYEHR 41920.9100 1030.5300 18.1136 10697 2 515.7686 ‐2.1018
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 1095.7360 2389.1477 40.9140 5277 3 797.0541 2.28
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 922.5720 VLIALHEK 3069.3170 922.5710 20.7028 2639 2 461.7891 ‐1.7897
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 1124.5259 VPAFEDGDFK 726.7574 1124.5262 24.3063 2420 2 562.7668 ‐0.0989
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 818.3791 DVYEHR 8623.0700 818.3784 18.1176 4659 1 818.3784 ‐0.5213
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 604.2838 YEHR 3064.8670 604.2837 18.1160 3128 1 604.2837 0.2036
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 597.3355 ALHEK 3740.3440 597.3336 20.6827 2869 1 597.3336 ‐2.8952
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 2342.5920 23485.9666 9 28.85 None 710.4196 IALHEK 2059.6310 710.4187 20.6913 1214 1 710.4187 ‐0.8936
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 None 1970.1797 SLLALQGPLAAPVLQHLTK 5578.1460 1970.1819 21.1481 14356 3 657.3988 0.5818
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 None 1121.5738 VGFFSSGPPAR 10083.1800 1121.5749 16.3585 13102 2 561.2911 0.6873
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 None 1658.9112 AEGGFLGADVILQQLK 12078.4000 1658.9129 21.6094 11321 2 829.9601 0.9345
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 2541.4160 3405.7522 24.5318 4640 3 1135.9223 ‐2.5265
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1459.0620 1745.8696 16.2709 1932 3 582.6281 2.37
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 None 1654.8120 MVPFAGWSMPIQYK 711.3674 1654.8450 20.4723 14728 2 827.9261 19.8340
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1288.8870 44787.0270 7 26.47 None 849.4175 SMPIQYK 97.1075 849.4141 21.7489 2619 1 849.4141 ‐3.5722
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1384.7795 AAALNIVPTSTGAAK 43966.3200 1384.7774 24.1670 80331 2 692.8923 ‐1.6280
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 148567.0000 1833.9064 36.1512 39432 2 917.4568 0.9153
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1037.6717 AVALVLPNLK 12976.8400 1037.6707 18.7791 32126 2 519.3390 ‐1.4874
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1780.0215 VPTPNVSVVDLVVQVSK 16547.6900 1780.0232 21.2489 30903 2 890.5152 1.1430
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1254.6113 TFAEEVNAAFR 14965.8300 1254.6108 29.5401 25377 2 627.8090 ‐0.7169
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1456.7795 VVDLADIVANNWK 27150.3200 1456.7802 20.9545 23730 2 728.8937 0.4015
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1786.8184 VIAWYDNEWGYSQR 17712.8300 1786.8193 18.7886 18531 2 893.9133 0.7016
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1555.6805 GTMTTTHSYTGDQR 23164.0800 1555.6814 14.0827 18207 3 519.2320 0.2566
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1627.8537 DSPLDVVVINDTGGVK 3813.4710 1627.8526 31.0895 13360 2 814.4299 ‐0.6443
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1908.1164 VPTPNVSVVDLVVQVSKK 1718.2070 1908.1194 20.3361 10594 3 636.7113 1.38
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 695.3723 VPTPNVS 156.7759 695.3703 18.9674 8974 1 695.3703 ‐2.5710
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 944.5411 IVPTSTGAAK 322.2315 944.5406 22.6448 5983 2 472.7740 ‐1.0531
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1482.8526 PNVSVVDLVVQVSK 323.2272 1482.8480 20.7319 1673 2 741.9276 ‐3.1727
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1397.6114 MTTTHSYTGDQR 7326.3600 1397.6116 14.0799 1512 2 699.3094 0.0110
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 683.4450 VLPNLK 1094.0440 683.4451 18.7779 1357 1 683.4451 0.3622
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1040.5735 NIVPTSTGAAK 333.8965 1040.5736 23.5565 1082 2 520.7904 ‐0.3552
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 796.5291 LVLPNLK 1142.1410 796.5287 18.7783 1020 1 796.5287 ‐0.1168
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arab 13226.9800 37952.2598 18 36.29 None 1266.5709 TTTHSYTGDQR 3232.4640 1266.5700 14.0784 962 2 633.7887 ‐0.9529
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTL 4613.6020 3415.7176 23.9333 14050 3 1139.2440 ‐1.1803
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIF 1259.5030 2971.4195 20.8689 13407 3 991.1447 2.31
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 2819.0840 3048.4398 23.3018 7539 3 1016.8181 1.08
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1111.5994 TLPGPVTDPSK 14464.8500 1111.5994 19.5074 6372 2 556.3033 ‐0.4012
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1449.8312 TLPGPVTDPSKLPK 7976.9050 1449.8308 23.4646 12915 3 483.9485 ‐0.5114
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 2408.2218 RLTGHHETADINTFLWGVANR 729.9067 2408.2328 19.0460 1851 3 803.4158 4.03
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1275.6157 DVNWPLGWPIGG 442.3301 1275.6179 20.6827 3919 2 638.3126 1.50
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1235.6994 PGPVTDPSKLPK 7663.3430 1235.6995 23.4631 3738 2 618.3534 ‐0.1784
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1549.7645 HAAAEIFANPDVIAE 135.7928 1549.7711 24.8508 2550 3 517.2619 3.27
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 740.3726 HAAAEIF 151.5230 740.3732 22.5121 1493 1 740.3732 1.1456
NP_001185327.1 glutamine synthetase Arabidopsis thaliana 1509.0530 40504.5822 11 32.88 None 1707.8952 GQDSEVILYPQAIFK 315.2842 1707.8932 20.4528 906 3 569.9692 ‐1.4469
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 3461.1040 1850.9338 19.9460 11998 2 925.9706 1.1612
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 None 1991.0808 LSSVSALASGIVLGLFEDGR 1409.2900 1991.0862 25.2729 5556 2 996.0467 2.94
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 None 3041.5538 VDAHLSGLLAQVSSEEDFTGKPGQSTV 1436.1410 3041.5435 19.5275 5484 4 761.1413 ‐3.3822
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 None 1678.8799 SGTGFGVATLVEWVQK 435.8420 1678.8905 22.0411 12495 2 839.9489 6.09
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAGIYTPSDE 4121.8780 3151.6265 25.1307 4375 3 1051.2137 ‐0.0654
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 None 1548.7904 AVDIIGFGTGAEEAAK 994.7424 1548.8170 17.2900 1531 3 516.9438 16.4572
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 577.1492 50878.0366 7 26.65 None 860.4360 TPSDELAK 145.6031 860.4355 23.5280 1443 1 860.4355 ‐0.1289
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidops 148.7673 53744.7642 2 5.44 None 1708.9421 IAWEEPFGPVVPVLR 2998.6250 1708.9438 21.9808 2909 2 854.9755 0.9448
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidops 148.7673 53744.7642 2 5.44 None 1367.6590 FLLSDSFPGNDR 2400.7680 1367.6659 18.3069 2595 2 684.3366 4.13
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 10939.1800 10243.5885 6 32.65 None 2116.1384 TILGSVGAETEDSQIELLLK 12842.2400 2116.1366 36.7908 21581 2 1058.5719 ‐0.3716
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 10939.1800 10243.5885 6 32.65 None 1213.6899 GKDLAELIAAGR 41461.6100 1213.6914 26.8977 13821 2 607.3494 0.9557
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 10939.1800 10243.5885 6 32.65 None 1028.5735 DLAELIAAGR 31765.5800 1028.5727 30.6642 10606 2 514.7900 ‐1.2267
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7819.6400 10243.5885 6 32.65 None 2116.1384 TILGSVGAETEDSQIELLLK 9167.1320 2116.1366 36.7908 21581 2 1058.5719 ‐0.0373
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7819.6400 10243.5885 6 32.65 None 1213.6899 GKDLAELIAAGR 33154.4500 1213.6914 26.8977 13821 2 607.3494 0.9457
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7819.6400 10243.5885 6 32.65 None 1028.5735 DLAELIAAGR 18512.8600 1028.5727 30.6642 10606 2 514.7900 ‐1.3073
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1661.8017 LLEQDNPDLGYDAAK 11850.5100 1661.8009 23.6263 19029 2 831.4041 ‐0.4128
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1508.7665 TLFNELEVVEGMK 5807.2390 1508.7645 35.8913 14634 2 754.8859 ‐1.3520
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1196.7361 IGVQIIQNALK 33992.6600 1196.7363 18.4666 11288 2 598.8718 ‐0.1377
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1059.5681 EGVITIQDGK 10248.6700 1059.5662 20.2659 9205 2 530.2867 ‐2.2122
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1235.5871 SVAAGMNAMDLR 2202.6800 1235.5876 24.6703 7872 2 618.2975 0.1419
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1415.7853 LAVDTVVTNLQSR 3378.6090 1415.7841 17.2409 7294 2 708.3957 ‐0.9405
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1399.7256 GYISPYFITNPK 1228.8480 1399.7281 18.1149 4659 2 700.3677 1.98
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 4238.1360 2617.4170 24.3526 3799 3 873.1439 ‐0.7000
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 826.5033 AGIIDPLK 1842.7720 826.5035 25.2817 3160 2 413.7554 ‐0.3194
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 2115.9863 SMVEASTSDYDKEKLQER 403.0240 2115.9931 24.3506 2379 3 706.0025 2.61
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 2814.5248 VTDALNATKAAVEEGIVPGGGVALLYA 648.6467 2814.5032 20.5338 1143 3 938.8393 ‐7.8744
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1132.5957 DTVVTNLQSR 317.0292 1132.5984 18.6510 767 2 566.8029 2.0607
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3770.2650 61820.1386 28 34.31 None 1643.7911 LLEQDNPDLGYDAAK 385.9684 1643.7914 25.7992 793 3 548.6020 ‐0.0882



NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1196.7361 IGVQIIQNALK 45255.7000 1196.7363 18.4666 11288 2 598.8718 ‐0.0721
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1415.7853 LAVDTVVTNLQSR 3742.7070 1415.7841 17.2409 7294 2 708.3957 ‐0.9753
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 Carbamidomethyl+C(34) 3916.9242 ANLHDLAALTGAQVITEELGMNLDNI 413.6345 3916.9424 23.3331 4865 4 979.9910 4.25
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 7241.3620 2617.4170 24.3526 3799 3 873.1439 ‐0.7162
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1508.7665 TLFNELEVVEGMK 416.1772 1508.7666 18.8996 1126 2 754.8870 ‐0.0320
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 2400.3021 AAVEEGIVPGGGVALLYASKELEK 898.7606 2400.3264 21.7009 5860 3 800.7803 9.30
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1399.7256 GYISPYFITNPK 2446.5070 1399.7281 18.1149 4659 2 700.3677 1.25
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1016.5259 GVEDLADAVK 176.5119 1016.5154 20.6513 1876 1 1016.5154 ‐9.5806
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1059.5681 EGVITIQDGK 71.6761 1059.5788 18.6462 1312 1 1059.5788 10.38
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1554.8387 GRNVIIEQSWGAPK 426.0955 1554.8293 16.8696 3668 3 518.9480 ‐6.7268
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 2814.5248 VTDALNATKAAVEEGIVPGGGVALLYA 416.8308 2814.5032 20.5338 1143 3 938.8393 ‐7.8169
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 Carbamidomethyl+C(7)
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 789.3890 ANLHDLAA 163.0832 789.3897 23.2916 2343 1 789.3897 1.83
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 511.3239 IGVQI 146.6718 511.3235 17.7581 1574 1 511.3235 ‐0.7469
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3332.3610 61820.1386 28 34.31 None 1944.0073 ANLHDLAALTGAQVITEEL 363.9400 1944.0061 22.4465 1407 2 972.5067 ‐0.5692
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 69040.1100 1386.7297 26.8699 33034 2 693.8685 ‐0.2231
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1215.6514 DAGVIAGLNVMR 52058.7200 1215.6511 29.7082 31731 2 608.3292 ‐0.5339
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 22306.7200 2658.2673 33.4723 30882 3 886.7606 ‐0.5899
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4076.9320 2574.2724 21.2023 17525 3 858.7623 1.29
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1661.8316 NQVAMNPINTVFDAK 18865.8400 1661.8317 18.9062 14345 2 831.4195 0.1371
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1226.5899 FTDSSVQSDIK 5177.6400 1226.5903 19.5531 9642 2 613.7988 ‐0.0088
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 2026.0049 GEDKEFSAEEISSMILIK 2911.3390 2026.0081 35.0589 7558 3 676.0075 1.36
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1308.7046 EIAEAYLGTTIK 2718.1270 1308.7038 26.6930 4570 2 654.8555 ‐0.8018
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1431.7438 NSIDDVVLVGGSTR 542.4297 1431.7453 26.6014 3759 2 716.3763 0.9686
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1295.6630 FEELNIDLFR 1005.9960 1295.6653 20.7173 3080 2 648.3363 1.12
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 705.6439 2575.2621 34.4855 942 3 859.0922 ‐3.6507
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1596.8189 EFSAEEISSMILIK 464.4445 1596.7958 25.6982 899 2 798.9015 ‐14.4493
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1805.9062 MDKNSIDDVVLVGGSTR 4570.1490 1805.9078 26.2823 4693 3 602.6408 0.6088
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 873.4975 IAGLNVMR 109.0872 873.5019 31.4310 2834 2 437.2546 4.61
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 752.3573 VYEGER 688.3425 752.3603 35.8962 2156 1 752.3603 4.69
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1104.5248 FEELNIDLF 147.6945 1104.5207 20.4633 1852 2 552.7640 ‐4.0738
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 978.4738 DSSVQSDIK 1920.6390 978.4732 19.3433 1673 2 489.7402 ‐1.1543
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1205.6525 VLIQVYEGER 958.0063 1205.6516 30.8452 1194 2 603.3294 ‐1.0639
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1249.6245 MNPINTVFDAK 244.9211 1249.6299 17.5074 876 2 625.3186 4.0516
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1118.5840 NPINTVFDAK 263.0922 1118.5814 17.5195 819 2 559.7944 ‐2.7152
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 42 48.23 None 1788.8796 MDKNSIDDVVLVGGSTR 365.8173 1788.8736 27.7689 1083 2 894.9405 ‐3.1690
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 2280.1605 SQDSEVGDGTTTVVLLAAEFLK 766.1342 2280.1629 33.6667 7914 2 1140.5851 1.24
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 Carbamidomethyl+C(3) 1780.8171 QLCDNAGFDATDVLNK 1623.8870 1780.8182 29.8254 4812 2 890.9127 0.8091
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 1321.6019 GGADQFIEEAER 8039.8750 1321.6023 25.1109 3198 2 661.3048 0.1107
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 Carbamidomethyl+C(7) 1241.5732 FNIFSGCPSGR 3008.2170 1241.5756 17.2840 2299 2 621.2914 1.00
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 Carbamidomethyl+C(10) 1886.9753 AQLVSNINACTAVGDVVR 343.6825 1886.9617 31.3474 4574 2 943.9845 ‐6.9569
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 945.4636 VAEEDLNR 166.5417 945.4536 35.8405 1859 1 945.4536 ‐10.1363
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 2698.3215 LIGGEKEFFATMVVDAVMAIGNDDR 488.6596 2698.3430 20.1022 1330 3 900.1192 7.21
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 Carbamidomethyl+C(18) 2373.1656 LAIGDLATQYFADRDIFCAGR 437.2758 2373.2012 32.7692 1102 3 791.7386 14.7406
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 1712.9541 AVKNSTVVPGGGAIDISK 469.4820 1712.9697 22.2694 1503 2 856.9885 9.28
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 Carbamidomethyl+C(12) 2655.4022 INAINAATEAACLILSVDETVKNPK 931.9401 2655.4081 24.2192 1089 3 885.8076 1.93
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 893.4363 FIEEAER 158.5663 893.4390 24.7340 2660 1 893.4390 3.26
NP_001189863.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 362.7458 59972.3780 12 10.99 None 927.4530 VAEEDLNR 86.6561 927.4481 34.9508 1526 1 927.4481 ‐4.8941
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 1056.6048 AIALTVDTPR 6140.4190 1056.6000 23.9160 21884 2 528.8036 ‐5.0279
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 2011.9026 MDEANDSGLASYVAGQIDR 6204.8950 2011.9038 31.0025 16673 2 1006.4555 1.04
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 992.5047 NFEGLDLGK 6553.6040 992.5044 26.1261 13547 2 496.7558 ‐0.9349
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 Carbamidomethyl+C(12) 1528.6771 DEFELTMALSGCR 642.6217 1528.7069 29.0998 1607 2 764.8571 19.5595
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 864.4825 AIALTVDTP 227.3371 864.4814 25.0916 3510 2 432.7443 ‐2.0839
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 872.4836 ALTVDTPR 1196.2090 872.4853 23.9213 3341 1 872.4853 2.01
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 470.2358 DTPR 109.8090 470.2363 24.8432 1130 1 470.2363 1.69
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 672.0265 40363.6259 21 43.05 None 801.4465 LTVDTPR 1358.8750 801.4469 23.9097 1067 1 801.4469 0.8109



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1875.0110 QLDYVPATISALEEVVK 6375.8640 1875.0136 22.5757 15299 2 938.0104 1.15
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1143.6772 FTLPPNLTLK 19675.1400 1143.6762 18.7456 15283 2 572.3417 ‐1.2008
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 2744.8790 2908.4438 24.9713 12971 3 970.1528 2.70
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1058.5993 VPVFLDGGVR 4198.3600 1058.5985 17.2908 8654 2 529.8029 ‐1.0246
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1533.8168 ISMPIMVAPTAFQK 4515.0340 1533.8174 19.8444 6547 2 767.4123 0.2744
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1913.0565 DIQWLQTITNMPILVK 1219.5750 1913.0593 23.7667 4807 2 957.0333 1.74
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1718.9660 IAIQAGAAGIIVSNHGAR 1704.4000 1718.9661 16.5245 3678 3 573.6602 ‐0.5599
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 280.1461 2269.1563 21.0857 2122 3 757.0570 18.3464
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1459.8267 AGFKAIALTVDTPR 673.0962 1459.8181 18.9133 3523 2 730.4127 ‐6.0556
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1377.7314 FFQLYVYKNR 241.4164 1377.7265 18.6020 1603 2 689.3669 ‐3.7066
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1520.7414 AASAAGTIMTLSSWAT 433.2274 1520.7424 23.1864 1943 2 760.8748 0.5740
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 784.3988 DIQWLQ 97.6735 784.4014 25.6641 1516 1 784.4014 3.30
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1556.7250 40363.6259 21 43.05 None 1125.6667 FTLPPNLTLK 116.7203 1125.6645 16.4945 1479 2 563.3359 ‐2.1602
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 6073.3120 2264.1536 29.7062 10585 2 1132.5804 0.0292
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1159.5953 AIDLIDEAGSR 2117.9030 1159.5988 25.0092 9741 2 580.3030 2.04
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1496.7301 MPTLEEYGTNLTK 1285.8260 1496.7332 27.9058 9131 2 748.8702 2.1028
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1029.5687 TAIAEGLAQR 11501.3300 1029.5677 19.5760 8048 2 515.2875 ‐1.5631
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTIDEYRK 1642.8310 1853.9050 26.6311 6387 3 618.6398 ‐0.7831
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1157.4966 LDMSEFMER 7918.0820 1157.4971 29.5477 5618 2 579.2522 0.0514
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 5335.5040 1354.6797 22.1196 5534 2 677.8435 0.8081
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1022.5339 LDEMIVFR 5356.5270 1022.5347 29.5629 5235 2 511.7710 0.1747
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1116.5895 EIELQVTER 128.1243 1116.5853 29.4033 3852 2 558.7963 ‐4.2286
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 2251.0990 YTDEALVAAAQLSHQYISDR 246.6066 2251.0583 31.4942 8795 2 1126.0328 ‐17.0882
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1476.7845 GSGFVAVEIPFTPR 428.6707 1476.7928 26.0187 8223 3 492.9358 5.90
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 972.5473 AEIANVLSR 216.0674 972.5725 20.6664 5004 2 486.7899 25.3448
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1315.6740 IASGDVPETIEGK 191.3545 1315.6449 20.5274 1399 2 658.3261 ‐22.3300
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1522.7604 LLEDSMAEKMLSR 1538.1480 1522.7550 27.9819 20136 3 508.2565 ‐3.5547
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 2269.1975 SLVTEELKQYFRPEFLNR 311.7921 2269.1758 34.0751 1955 3 757.0634 ‐9.7907
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 286.9767 2365.2194 35.3780 777 3 789.0780 ‐4.4105
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1682.8020 GYVGYTEGGQLTEAVR 1442.8910 1682.7988 29.6827 7055 2 841.9031 ‐1.6332
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1054.5051 EEYGTNLTK 389.6449 1054.5054 25.8947 2110 2 527.7564 ‐0.2155
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 2037.9876 GSPPGYVGYTEGGQLTEAVR 403.3852 2037.9841 29.9427 774 3 679.9995 ‐1.8933
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1458.7740 GSGFVAVEIPFTPR 229.6804 1458.7692 27.3217 17871 2 729.8882 ‐3.2824
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1297.6634 IASGDVPETIEGK 329.0250 1297.6599 20.1745 1745 2 649.3336 ‐2.8912
NP_001190035.1 Clp ATPase Arabidopsis thaliana 559.0873 102413.5602 22 13.46 None 1478.7196 MPTLEEYGTNLTK 262.1268 1478.7154 28.5002 1008 2 739.8613 ‐2.8190
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 348.2074 42637.5607 5 10.39 None 1222.7154 IVEGVLSHQLK 10000.1400 1222.7156 14.7914 3164 2 611.8615 ‐0.0975
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 348.2074 42637.5607 5 10.39 Carbamidomethyl+C(9) 1355.7716 ALQVVLAECKPK 2004.8600 1355.7711 22.6254 2267 2 678.3892 ‐0.5155
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 348.2074 42637.5607 5 10.39 Carbamidomethyl+C(7) 1722.9095 AKIVDICEKGDSFIK 622.8350 1722.9054 17.2807 3276 3 574.9733 ‐2.6403
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 348.2074 42637.5607 5 10.39 None 1669.9232 KADVIAAANTAADVALR 1599.7670 1669.9190 27.9499 1740 3 557.3112 ‐2.7809
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 348.2074 42637.5607 5 10.39 None 1966.0379 DEKELSLTSPEVVTKYK 1019.2990 1966.0477 30.9022 1268 2 983.5275 5.64
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 380.7119 64211.7382 4 6.26 None 1645.8003 EGLPAFPMGNIDQTR 4128.2830 1645.8012 31.4782 14231 2 823.4042 0.7803
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 380.7119 64211.7382 4 6.26 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 5886.3390 1086.5986 22.5963 9480 2 543.8029 0.4213
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 380.7119 64211.7382 4 6.26 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 8252.0750 1350.6689 23.8548 7481 2 675.8381 0.3842
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 380.7119 64211.7382 4 6.26 Carbamidomethyl+C(14) 2123.9948 MAAATSSIAPSLSCPSPSSSSK 235.8278 2123.9703 27.0003 7622 3 708.6616 ‐11.6818
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 2077.0998 VVPGFLGGSADLASSNMTLLK 16842.9400 2077.0953 20.8131 27296 2 1039.0513 ‐1.7179
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1237.6423 VTTTIGYGSPNK 23692.0600 1237.6435 18.3328 24846 2 619.3254 0.7282
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1575.7649 ALPTYTPESPGDATR 40571.3300 1575.7654 22.2271 23977 2 788.3864 0.3381
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1805.9796 SIGINSFGASAPAPLLYK 4221.3080 1805.9803 19.5724 21032 2 903.4938 0.5887
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1005.5615 FLAIDAVEK 15334.4700 1005.5620 26.5189 18096 2 503.2846 ‐0.0413
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1400.7420 SIITGELPAGWEK 24948.0400 1400.7415 30.1141 17299 2 700.8744 ‐0.4695
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 2017.9654 NNLGWPYEPFQVPDDVK 12694.1900 2017.9652 35.1370 15948 2 1009.4862 0.2739
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 2255.0584 AMPNTLMFRPADGNETAGAYK 13424.9000 2255.0603 16.9695 12841 3 752.3583 0.6102
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 957.5728 TPSILALSR 20066.2100 957.5721 16.9124 8386 2 479.2897 ‐1.1611
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1403.6914 ANSYSVHGAALGEK 2642.9330 1403.6901 17.8378 7810 3 468.5682 ‐1.2019
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVS 3841.8670 3420.5988 21.5129 5980 3 1140.8711 1.1713
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1159.5953 ESVLPSDVSAR 2541.4630 1159.5968 21.3850 2340 2 580.3021 0.9440
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1448.7631 EFGITVEAVVDAAK 1541.9400 1448.7645 24.4587 983 3 483.5930 0.6479
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1730.5840 1359.7148 23.7219 19286 2 680.3610 7.0863
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1193.6048 KYPEEASELK 8912.1970 1193.6047 16.9590 4062 2 597.3060 ‐0.4700
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1321.7151 SFGASAPAPLLYK 304.7872 1321.7087 20.6717 3669 2 661.3580 ‐5.0348
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 731.3682 PSDVSAR 65.1035 731.3710 20.5706 2682 1 731.3710 4.0483
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 838.5145 PSILALSR 283.3988 838.5145 16.5578 1343 1 838.5145 0.3602
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 2052.9808 PNTLMFRPADGNETAGAYK 1212.4970 2052.9777 16.9697 1094 3 684.9974 ‐1.7543
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 658.3406 EASELK 238.9370 658.3397 18.5789 959 1 658.3397 ‐1.2134
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 1391.6437 PTYTPESPGDATR 1771.4680 1391.6466 22.2398 909 2 696.3270 1.97
NP_001190145.1 transketolase Arabidopsis thaliana 3624.2430 80295.5034 47 28.92 None 986.4942 GELPAGWEK 185.1982 986.4964 28.5547 894 1 986.4964 2.70
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1575.7649 ALPTYTPESPGDATR 39493.2200 1575.7654 22.2271 23977 2 788.3864 0.4663
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1237.6423 VTTTIGYGSPNK 44369.6600 1237.6427 18.3766 21839 2 619.3250 0.0103
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1005.5615 FLAIDAVEK 12806.0600 1005.5620 26.5189 18096 2 503.2846 ‐0.1307
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1400.7420 SIITGELPAGWEK 28764.7400 1400.7415 30.1141 17299 2 700.8744 ‐0.4081
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 2017.9654 NNLGWPYEPFQVPDDVK 21999.0600 2017.9652 35.1370 15948 2 1009.4862 0.5707
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1403.6914 ANSYSVHGAALGEK 3084.0190 1403.6901 17.8378 7810 3 468.5682 ‐0.9538
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1448.7631 EFGITVEAVVDAAK 434.0095 1448.7645 24.4587 983 3 483.5930 0.8859
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1391.6437 PTYTPESPGDATR 1472.8770 1391.6466 22.2398 909 2 696.3270 1.76
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 986.4942 GELPAGWEK 186.1047 986.4964 28.5547 894 1 986.4964 2.18
NP_001190145.1 transketolase Arabidopsis thaliana 2753.0630 80295.5034 47 28.92 None 1220.6157 VTTTIGYGSPNK 169.3898 1220.6178 19.6085 5807 2 610.8125 1.66
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 2077.0998 VVPGFLGGSADLASSNMTLLK 8423.1180 2077.0953 20.8131 27296 2 1039.0513 ‐2.0552



NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 1805.9796 SIGINSFGASAPAPLLYK 3324.9660 1805.9803 19.5724 21032 2 903.4938 0.3755
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 2255.0584 AMPNTLMFRPADGNETAGAYK 26610.1100 2255.0603 16.9695 12841 3 752.3583 0.4586
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 957.5728 TPSILALSR 22856.8500 957.5721 16.9124 8386 2 479.2897 ‐0.9862
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVS 6604.4390 3420.5988 21.5129 5980 3 1140.8711 1.52
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANA 1726.5250 3485.7838 23.3980 14838 3 1162.5994 ‐2.0027
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 1237.6423 VTTTIGYGSPNK 340.2781 1237.6500 18.0147 3007 2 619.3286 5.22
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 1400.7420 SIITGELPAGWEK 121.6939 1400.7308 22.6128 2001 2 700.8690 ‐8.1652
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 1832.9124 AAAVETVEPTTDSSIVDK 544.7543 1832.9580 23.1552 1463 2 916.9826 24.8992
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 1488.8380 ASTSSLALSQALLAR 181.8627 1488.8194 22.8698 1051 2 744.9133 ‐12.6574
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 Carbamidomethyl+C(6) 3417.7869 NLSQQCLNALAKVVPGFLGGSADLAS 459.3121 3417.7631 25.0444 1874 3 1139.9259 ‐6.8918
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 918.4680 TIGYGSPNK 395.6383 918.4665 18.7040 2856 1 918.4665 ‐1.0089
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 771.3883 AAAVETVE 173.5135 771.3870 23.5892 1367 1 771.3870 ‐1.4416
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 838.5145 PSILALSR 276.8802 838.5145 16.5578 1343 1 838.5145 0.3972
NP_001190145.1 transketolase Arabidopsis thaliana 1718.1280 80295.5034 47 28.92 None 2052.9808 PNTLMFRPADGNETAGAYK 1350.1540 2052.9777 16.9697 1094 3 684.9974 ‐1.9814
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 1288.7334 IVMGLFGEVVPK 15128.1700 1288.7335 20.6079 32708 2 644.8704 ‐0.1186
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 20961.0400 1221.5828 29.7699 25397 1 1221.5828 1.31
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 1343.7140 HVVFGQVIEGMK 11010.7300 1343.7114 17.1953 18246 2 672.3594 ‐2.1152
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 874.4741 SQLVSANR 424.9801 874.4711 25.5943 1824 1 874.4711 ‐3.0601
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 877.4738 SSGIALSSR 470.7980 877.4754 29.7624 1597 1 877.4754 2.21
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 1510.7536 VYFDVEIGGEVAGR 864.6794 1510.7236 17.3265 896 2 755.8655 ‐19.9040
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 Carbamidomethyl+C(6) 2512.2283 HQRTACVKSMAAEEEVIEPQAK 679.8241 2512.2322 28.9055 919 3 838.0823 1.74
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 569.2930 SQLVSA 102.9528 569.2936 23.9182 8567 1 569.2936 1.89
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 645.3315 GGEVAGR 403.1833 645.3324 18.0122 2508 1 645.3324 1.57
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 2177.5320 28421.2958 10 33.98 None 770.4155 QLVSANR 78.6557 770.4123 25.5782 1194 1 770.4123 ‐3.9357
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2427.7610 22325.0810 4 26.90 None 1040.6463 LVTPLTLQR 16846.1100 1040.6452 16.8521 13381 2 520.8262 ‐1.4919
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2427.7610 22325.0810 4 26.90 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 6640.4750 1336.6298 19.5171 7929 2 668.8185 ‐1.4599
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2427.7610 22325.0810 4 26.90 None 1608.7752 LSQEVSGDALGEEFK 6413.9630 1608.7790 25.7826 6962 2 804.8931 2.98
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 2427.7610 22325.0810 4 26.90 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 8868.1620 1826.0482 22.9121 6702 2 913.5278 1.38
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 568.8068 29210.8248 5 23.72 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 3430.7880 2826.4341 20.2509 10460 3 942.8162 0.9736
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 568.8068 29210.8248 5 23.72 None 2017.0726 VNNAGVANALIQHEWRPK 2584.6840 2017.0727 16.6906 3038 4 505.0236 0.0211
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 568.8068 29210.8248 5 23.72 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 958.4877 2192.1268 20.8541 2987 2 1096.5670 ‐2.8075
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 568.8068 29210.8248 5 23.72 None 834.4104 SHNFTTK 154.8514 834.4083 19.6489 3958 1 834.4083 ‐2.1418
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 568.8068 29210.8248 5 23.72 None 1391.7542 NALIQHEWRPK 1581.3190 1391.7525 16.7264 1218 2 696.3799 ‐1.4600
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1204.6783 TAGGLLLTETTK 66525.5500 1204.6789 24.6570 35951 2 602.8431 0.1744
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 7490.5420 2621.4259 17.9397 31952 3 874.4802 ‐0.1498
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1371.6427 YAGTEVEFNDVK 58688.9600 1371.6427 23.1464 29124 2 686.3250 ‐0.1354
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1662.9313 ITPLPVSTGSTVLYSK 29913.2700 1662.9321 17.6193 25537 2 831.9697 0.5898
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 906.4601 ASDVMAILS 4975.8360 906.4612 31.4053 24543 1 906.4612 1.29
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 3746.5650 2083.0947 28.4725 13267 3 695.0364 1.1497
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 5705.3350 2540.3094 35.0605 10812 4 635.8328 0.3446
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1618.9050 IDITVPTGAQIIYSK 7842.1320 1618.9039 18.7421 9829 2 809.9556 ‐0.6591
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1588.7952 EDDIVGILETEDIK 6321.0190 1588.7977 34.0469 5935 2 794.9025 1.73
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1149.6262 YTSIKPLGDR 144.1839 1149.6114 21.9715 2594 2 575.3093 ‐13.2859
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 955.5095 TGSTVLYSK 240.6074 955.5078 18.1160 8321 2 478.2575 ‐2.3058
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1351.7468 LPVSTGSTVLYSK 483.7721 1351.7532 17.6571 4223 2 676.3802 4.22
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 850.4305 VEFNDVK 193.1719 850.4328 22.2248 2003 1 850.4328 3.1054
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 847.4407 LETEDIK 261.9659 847.4405 31.9624 1633 1 847.4405 0.1192
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 692.3825 LTETTK 121.6486 692.3795 24.8488 1176 1 692.3795 ‐4.1000
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1140.5531 AVGPGSLDEEGK 272.7200 1140.5583 30.1667 907 2 570.7828 4.1221
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1238.6627 PVSTGSTVLYSK 280.7585 1238.6663 19.0503 846 2 619.8368 2.19
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 10434.6900 26801.9082 18 56.92 None 1186.6678 TAGGLLLTETTK 285.5337 1186.6718 23.1056 896 2 593.8396 3.1014
NP_001190641.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 33076.3535 4 20.13 None 2234.2013 IDTDSSVLTTVTLTEILPSTK 2436.0600 2234.1987 21.6264 8226 2 1117.6030 ‐0.6209
NP_001190641.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 33076.3535 4 20.13 None 1278.6787 SLVTVSSEIDTK 5509.7020 1278.6806 24.1429 7286 2 639.8439 1.86
NP_001190641.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 33076.3535 4 20.13 None 2085.0764 LEVQYFHDHATVTAAAALK 1546.8110 2085.0756 26.5458 3776 4 522.0243 ‐0.4429
NP_001190641.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 33076.3535 4 20.13 None 965.5051 TAAVGEVYR 4825.8450 965.5046 17.4321 2989 2 483.2559 ‐0.9861
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 1364.7056 EPYTATIVSVER 10409.5500 1364.7082 24.9107 6454 2 682.8577 1.95
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 1156.5918 VMLLPEDDPK 2576.0770 1156.5924 25.1795 6322 2 578.7998 0.1230
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 910.4993 LYSIASTR 3241.9190 910.5013 19.7103 4323 2 455.7543 1.48
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 1712.8014 AIYYDPETGKEDPSK 4702.5880 1712.8034 19.5853 4146 3 571.6060 0.9187
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 630.3933 LTQLR 330.3690 630.3928 21.2174 1625 1 630.3928 ‐0.6643
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 1346.6919 GMMPGIQDTLKR 2409.3160 1346.6937 24.7074 3493 2 673.8505 1.1144
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 2036.9521 MYVQDKIEEYSDEIFK 6380.1920 2036.9517 34.0673 7403 3 679.6554 ‐0.4539
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 1330.6902 KNKQWHVEVY 294.9546 1330.7006 17.7659 4667 2 665.8539 7.21
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 793.4663 39608.9773 20 22.29 None 634.3519 SIASTR 1757.4340 634.3513 19.6962 1352 1 634.3513 ‐0.7718
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1364.7056 EPYTATIVSVER 8074.4170 1364.7082 24.9107 6454 2 682.8577 1.72
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1156.5918 VMLLPEDDPK 3557.4440 1156.5929 25.0997 4951 2 578.8001 0.5067
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 910.4993 LYSIASTR 6305.8720 910.5013 19.7103 4323 2 455.7543 1.91
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1190.5908 GMMPGIQDTLK 779.6567 1190.5986 26.9139 3097 2 595.8029 6.1832
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1790.9139 MALSTTPSQMSVALPTR 391.1790 1790.8937 35.6402 2160 2 895.9505 ‐10.9009
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 630.3933 LTQLR 240.4205 630.3928 21.2174 1625 1 630.3928 ‐0.5163
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 2036.9521 MYVQDKIEEYSDEIFK 4634.3910 2036.9517 34.0673 7403 3 679.6554 ‐0.3497
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 634.3519 SIASTR 2553.1660 634.3513 19.6962 1352 1 634.3513 ‐0.6269
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 857.4403 EPYTATIV 437.6561 857.4393 23.3154 858 2 429.2233 ‐1.9666
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1172.5802 GMMPGIQDTLK 139.3180 1172.5765 28.0079 1404 2 586.7919 ‐3.5048
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 569.5508 39608.9773 20 22.29 None 1773.8874 MALSTTPSQMSVALPTR 99.5086 1773.8780 34.7069 2847 2 887.4426 ‐4.9136
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1969.0171 MGLDDKDIVALSGAHTLGR 1550.0460 1969.0180 28.8943 6910 3 657.0109 0.1968
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 1648.7620 2559.2706 23.3675 6821 3 853.7617 3.16



NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1796.8602 EGPGAPGGQSWTPEWLK 2173.6010 1796.8635 31.9936 5564 2 898.9354 2.0193
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 989.5051 SGWGKPETK 243.3156 989.4937 19.6460 2597 1 989.4937 ‐10.9568
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1476.7805 GGANGSLRFDIELK 1287.6970 1476.7928 26.0187 8223 3 492.9358 8.0216
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1130.5688 SATAIEEAGGPK 228.8290 1130.5637 23.2724 1427 1 1130.5637 ‐3.8389
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1458.7700 GGANGSLRFDIELK 1327.4330 1458.7675 27.8379 9892 2 729.8874 ‐1.7851
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 317.3728 37530.0682 8 17.63 None 1779.8337 EGPGAPGGQSWTPEWLK 209.9354 1779.8383 32.8348 1654 2 890.4228 2.00
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1707.8912 IDGFVSGIGTGGTITGAGK 5314.6940 1707.8927 17.3258 26902 2 854.4500 0.8109
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1449.7440 LIITMPASMSTER 17897.1600 1449.7438 18.1100 15064 2 725.3755 ‐0.3100
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2854.4480 2135.1505 17.7193 14601 4 534.5431 0.4528
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1522.4880 2603.3177 23.1624 12208 3 868.4441 1.55
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1382.7467 LFVAIFPSFGER 20271.0900 1382.7468 22.0432 11371 2 691.8770 ‐0.1166
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1285.6787 YLSTVLFDATR 7107.0400 1285.6786 18.9386 7879 2 643.3429 ‐0.2629
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDE 947.8715 3586.8225 25.5897 6365 3 1196.2790 ‐2.1944
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1413.7736 YLSTVLFDATRK 178.6590 1413.7880 18.6307 955 3 471.9342 9.83
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 Carbamidomethyl+C(21) 2972.5510 DVTELIGNTPLVYLNNVAEGCVGRVAA 516.1676 2972.5317 23.2143 3184 3 991.5154 ‐6.6196
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 10 43.17 None 1377.7485 ESAILSGGKPGPHK 333.4292 1377.7520 19.6170 3699 2 689.3796 2.50
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1707.8912 IDGFVSGIGTGGTITGAGK 11460.2400 1707.8927 17.3258 26902 2 854.4500 0.9793
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1473.7373 IHYETTGPEIWK 6506.6470 1473.7382 24.8919 15953 2 737.3727 0.5414
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1449.7440 LIITMPASMSTER 17457.1200 1449.7438 18.1100 15064 2 725.3755 ‐0.2597
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 2135.1495 LYGVEPVESAILSGGKPGPHK 5187.4740 2135.1505 17.7193 14601 4 534.5431 0.4208
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 13960.2100 1310.5798 23.0313 12975 2 655.7935 0.4519
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1555.4710 2603.3177 23.1624 12208 3 868.4441 1.69
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1382.7467 LFVAIFPSFGER 14671.3300 1382.7468 22.0432 11371 2 691.8770 ‐0.0970
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1285.6787 YLSTVLFDATR 7946.7170 1285.6786 18.9386 7879 2 643.3429 ‐0.2877
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1206.6477 YLKEQNANVK 754.6206 1206.6179 29.6489 4406 2 603.8126 ‐25.0343
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 1377.7485 ESAILSGGKPGPHK 458.4963 1377.7520 19.6170 3699 2 689.3796 2.23
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3396.3150 33919.2387 21 43.17 None 847.4308 YLKEQNA 416.9760 847.4301 28.5753 1525 1 847.4301 ‐0.5245
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1707.8912 IDGFVSGIGTGGTITGAGK 5314.6940 1707.8927 17.3258 26902 2 854.4500 0.8109
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1449.7440 LIITMPASMSTER 17897.1600 1449.7438 18.1100 15064 2 725.3755 ‐0.3100
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2854.4480 2135.1505 17.7193 14601 4 534.5431 0.4528
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 1522.4880 2603.3177 23.1624 12208 3 868.4441 1.55
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1382.7467 LFVAIFPSFGER 20271.0900 1382.7468 22.0432 11371 2 691.8770 ‐0.1166
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1285.6787 YLSTVLFDATR 7107.0400 1285.6786 18.9386 7879 2 643.3429 ‐0.2629
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDE 947.8715 3586.8225 25.5897 6365 3 1196.2790 ‐2.1944
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1413.7736 YLSTVLFDATRK 178.6590 1413.7880 18.6307 955 3 471.9342 9.83
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 Carbamidomethyl+C(21) 2972.5510 DVTELIGNTPLVYLNNVAEGCVGRVAA 516.1676 2972.5317 23.2143 3184 3 991.5154 ‐6.6196
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2440.7690 33919.2387 21 43.17 None 1377.7485 ESAILSGGKPGPHK 333.4292 1377.7520 19.6170 3699 2 689.3796 2.50
NP_001190767.1 GDSL esterase lipase Arabidopsis thaliana 85.5541 45951.6232 4 7.7 None 1523.8217 FLNNNNYILSLAK 540.4205 1523.8146 20.5932 2447 2 762.4109 ‐4.7401
NP_001190767.1 GDSL esterase lipase Arabidopsis thaliana 85.5541 45951.6232 4 7.7 None 1739.9075 LVSLVDHFNQNTPGAK 1753.2320 1739.9055 18.6950 1897 2 870.4564 ‐1.1976
NP_001190767.1 GDSL esterase lipase Arabidopsis thaliana 85.5541 45951.6232 4 7.7 None 4613.3343 EETGRQLGARITFAGQVANHVNTVSQ 332.7357 4613.2959 23.6304 1998 4 1154.0794 ‐8.3135
NP_001190767.1 GDSL esterase lipase Arabidopsis thaliana 85.5541 45951.6232 4 7.7 None 1350.6801 LVSLVDHFNQNT 152.0089 1350.6734 19.0795 5718 2 675.8403 ‐5.1277
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1146.6405 VSVFLPEEVK 50253.0000 1146.6414 28.3704 17757 2 573.8243 0.3980
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 732.3886 AAAAEATK 1400.5280 732.3868 24.1687 3630 1 732.3868 ‐2.1980
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 777.4141 IEFPGSK 7734.0560 777.4164 20.3923 2904 1 777.4164 3.1806
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1311.6427 TFDESKETINK 1214.3120 1311.6716 30.1926 2340 2 656.3394 21.8246
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1939.9495 TFDESKETINKEIEEK 238.6889 1939.9373 27.3904 865 3 647.3173 ‐6.5345
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1651.8942 YLEELVKIEFPGSK 933.0044 1651.9061 19.7861 1436 2 826.4567 7.68
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 664.3301 EFPGSK 104.7850 664.3286 22.0507 2677 1 664.3286 ‐2.0631
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 986.5669 VKIEFPGSK 248.4157 986.5628 18.5953 2267 2 493.7851 ‐4.6478
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1047.5721 SVFLPEEVK 331.4081 1047.5694 28.3704 791 1 1047.5694 ‐1.9620
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 18988.9907 13 28.74 None 1293.6321 TFDESKETINK 212.4125 1293.6368 29.1654 2701 2 647.3220 3.88
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 18988.9907 13 28.74 None 1146.6405 VSVFLPEEVK 78722.8100 1146.6414 28.3704 17757 2 573.8243 0.3624
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 18988.9907 13 28.74 None 777.4141 IEFPGSK 11405.0200 777.4164 20.3923 2904 1 777.4164 3.58
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 5191.9960 18988.9907 13 28.74 None 1047.5721 SVFLPEEVK 398.1773 1047.5694 28.3704 791 1 1047.5694 ‐2.1341
NP_001190817.1 Pleckstrin homology PH domain containing protein Arabidopsis thaliana 857.0727 52284.9875 5 9.21 None 1344.7634 TFIAIKPDGVQR 14621.7400 1344.7624 23.4141 15818 3 448.9257 ‐0.9922
NP_001190817.1 Pleckstrin homology PH domain containing protein Arabidopsis thaliana 857.0727 52284.9875 5 9.21 None 2485.2133 DEISLWFKPEELVSYTSNAEK 2155.2170 2485.2146 31.9963 7517 3 829.0764 0.2631
NP_001190817.1 Pleckstrin homology PH domain containing protein Arabidopsis thaliana 857.0727 52284.9875 5 9.21 None 1110.5578 VPQYASNFGK 846.6897 1110.5493 17.4059 2184 2 555.7783 ‐8.0559
NP_001190817.1 Pleckstrin homology PH domain containing protein Arabidopsis thaliana 857.0727 52284.9875 5 9.21 None 1181.6637 AIGAASVVHATGK 172.2979 1181.6533 23.1525 1033 2 591.3303 ‐9.1060
NP_001190817.1 Pleckstrin homology PH domain containing protein Arabidopsis thaliana 857.0727 52284.9875 5 9.21 None 1093.5313 VPQYASNFGK 114.4431 1093.5265 18.1567 1951 2 547.2669 ‐4.8006
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 2456.5570 1604.8131 25.1092 19276 2 802.9102 4.67
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 2119.0780 FEGITMAPPDPILGVSEAFK 6035.7640 2119.0788 22.2048 9652 2 1060.0430 0.8551
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 1359.7591 VATIQGLSGTGSLR 1984.2090 1359.7603 24.8875 8801 2 680.3838 0.7585
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 1531.8366 TEELQPYVLNVVK 9453.6370 1531.8394 30.8990 7430 2 766.4233 1.12
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 1523.8580 ATAELLFGAGHPVIK 2058.7570 1523.8566 17.7932 7340 3 508.6237 ‐1.1829
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 972.6088 ISLAGLSLAK 5769.0170 972.6087 18.3002 4921 2 486.8080 ‐0.6313
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 856.5251 LAAALIER 2380.5400 856.5238 22.0280 3556 2 428.7655 ‐2.0784
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 962.5418 LNLGVGAYR 3591.5960 962.5404 23.9148 3357 2 481.7738 ‐1.9934
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 1025.4213 AEMEMMAGR 2387.9360 1025.4204 19.7635 2619 2 513.2138 ‐1.3027
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 Carbamidomethyl+C(13) 3200.5470 EAPEGSFILLHGCAHNPTGIDPTPEQW 5340.2790 3200.5524 32.5380 2393 4 800.8936 2.1774
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 2813.3165 NHIPFFDVAYQGFASGSLDEDAASVR 1371.1270 2813.3265 22.4297 1411 3 938.4470 3.64
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 936.4574 VPWSEYR 3146.0210 936.4526 21.9705 2318 2 468.7299 ‐5.6995
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 1519.7005 NHIPFFDVAYQGF 286.3589 1519.7054 21.6887 3149 2 760.3563 3.58
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 975.5218 QGLSGTGSLR 185.2048 975.5234 26.2069 1322 2 488.2653 1.1335
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1528.2760 49495.9061 38 39.29 None 859.5247 SLAGLSLAK 165.6790 859.5211 18.8046 852 2 430.2642 ‐4.8638
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 3184.1070 1604.8131 25.1092 19276 2 802.9102 4.60
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 1359.7591 VATIQGLSGTGSLR 4558.4440 1359.7603 24.8875 8801 2 680.3838 0.8043
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 1531.8366 TEELQPYVLNVVK 14069.1600 1531.8394 30.8990 7430 2 766.4233 1.26



NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 856.5251 LAAALIER 1819.4230 856.5238 22.0280 3556 2 428.7655 ‐2.2247
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 962.5418 LNLGVGAYR 4776.1460 962.5404 23.9148 3357 2 481.7738 ‐2.0992
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 Carbamidomethyl+C(13) 3200.5470 EAPEGSFILLHGCAHNPTGIDPTPEQW 6432.6040 3200.5524 32.5380 2393 4 800.8936 2.76
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 935.4945 NLGLYAER 318.8286 935.5056 21.3446 21823 1 935.5056 12.44
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 936.4574 VPWSEYR 5895.7740 936.4526 21.9705 2318 2 468.7299 ‐5.8152
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 1522.7822 TIGLDFEGMIADIK 509.0524 1522.8135 32.0296 1175 2 761.9104 20.6312
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 2127.0982 VVISSPTWGNHKNIFNDAK 250.2216 2127.1059 24.9943 1530 3 709.7068 3.33
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 601.3668 ALIER 1632.6030 601.3668 21.5724 2855 1 601.3668 0.2846
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1322.9840 49495.9061 38 39.29 None 975.5218 QGLSGTGSLR 219.2348 975.5234 26.2069 1322 2 488.2653 1.0327
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 2119.0780 FEGITMAPPDPILGVSEAFK 8537.8030 2119.0788 22.2048 9652 2 1060.0430 0.4986
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 1523.8580 ATAELLFGAGHPVIK 2011.9590 1523.8566 17.7932 7340 3 508.6237 ‐1.6077
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 972.6088 ISLAGLSLAK 5229.4490 972.6087 18.3002 4921 2 486.8080 ‐0.4632
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 962.5418 LNLGVGAYR 6878.2600 962.5413 15.7483 2592 2 481.7743 ‐0.8262
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 2813.3165 NHIPFFDVAYQGFASGSLDEDAASVR 1093.2570 2813.3265 22.4297 1411 3 938.4470 3.34
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 1359.7591 VATIQGLSGTGSLR 107.7335 1359.7880 19.6515 5503 2 680.3977 21.1249
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 1424.7268 QELYDSLVSKDK 126.4202 1424.6976 20.1966 1191 1 1424.6976 ‐19.0959
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 2835.4346 AENLMLERGDNKEYLPIEGLAAFNK 700.1426 2835.4472 20.7713 1577 5 567.8953 4.59
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 Oxidation+M(5) 1681.8591 IARPMYSNPPVHGAR 1613.1350 1681.8647 17.8682 4302 3 561.2931 2.65
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 1354.6420 AENLMLERGDNK 97.0534 1354.6475 17.6656 1179 2 677.8274 3.60
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 773.6256 49495.9061 38 39.29 None 859.5247 SLAGLSLAK 133.2457 859.5211 18.8046 852 2 430.2642 ‐4.6440
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 1214.6198 VAINMDPTTPR 1519.3640 1214.6171 22.4587 4206 2 607.8122 ‐2.5431
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 1262.6587 LDGLSSTAASVGGK 1294.4960 1262.6594 20.9624 3761 2 631.8333 0.2934
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 1620.8479 VDPTVNKDYVTELK 667.8421 1620.8509 23.1158 1866 3 540.9552 1.48
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 1135.5742 LPHPTDDVNK 64.4075 1135.5816 24.1279 5305 2 568.2944 6.0625
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 668.3362 DPTTPR 143.1850 668.3385 21.4780 2823 1 668.3385 3.18
NP_001190944.1 peroxidase 50 Arabidopsis thaliana 137.5148 36263.0581 6 11.96 None 1197.5932 VAINMDPTTPR 188.5192 1197.5971 24.7801 2391 2 599.3022 2.27
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 212.8142 39050.6793 4 6.52 None 1314.7165 VINTWADIINR 4012.2610 1314.7228 18.7880 11140 2 657.8650 4.34
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 212.8142 39050.6793 4 6.52 None 1459.7328 LIFQYASFNNSR 2582.3770 1459.7319 18.2818 4609 2 730.3696 ‐0.7551
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 212.8142 39050.6793 4 6.52 None 515.3300 IINR 49.2774 515.3306 16.9154 1987 1 515.3306 1.1369
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 212.8142 39050.6793 4 6.52 None 1442.7063 LIFQYASFNNSR 356.4738 1442.7087 19.7351 1828 2 721.8580 1.33
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1252.7260 LIESPAPGIISR 49000.0700 1252.7264 25.3365 55216 2 626.8669 0.1182
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1416.7845 IAQIPVSEAYLGR 26599.6300 1416.7832 27.8121 54990 2 708.8953 ‐1.0497
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1252.7008 VINALANPIDGR 57693.1600 1252.7002 16.3070 51213 2 626.8538 ‐0.7290
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1209.6361 TLTAEAESFLK 43771.0500 1209.6355 30.6743 38914 2 605.3214 ‐0.8273
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1604.8642 TNKPQFQEIIASTK 9437.0140 1604.8637 24.4197 38707 3 535.6261 ‐0.5964
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 64668.7700 2273.2184 24.7845 33648 2 1137.1128 ‐0.5440
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1474.7860 ASSVAQVVTSLQER 29917.5500 1474.7851 28.2696 33065 2 737.8962 ‐0.7098
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1553.7383 EAYPGDVFYLHSR 19606.4200 1553.7382 27.3012 32893 3 518.5843 ‐0.3430
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1101.5535 EGIQEQLER 73853.1300 1101.5535 19.7278 31182 2 551.2804 ‐0.3635
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1030.5527 ADEISNIIR 32994.6300 1030.5528 24.9140 28801 2 515.7800 ‐0.4005
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1942.0604 EVTIVNTGTVLQVGDGIAR 40922.0700 1942.0617 31.8889 28204 2 971.5345 1.0281
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1574.8061 EQHTLIIYDDLSK 12929.2900 1574.8042 27.5490 19491 3 525.6062 ‐1.4698
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 815.4621 ELIIGDR 15066.0600 815.4614 21.1745 8362 2 408.2343 ‐1.6073
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 860.5022 QMSLLLR 14308.1100 860.5032 17.0474 3309 2 430.7552 0.5440
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 775.4825 FLVQLR 6533.4730 775.4817 16.9041 2180 1 775.4817 ‐0.6421
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 2292.1619 EQHTLIIYDDLSKQAQAYR 304.0758 2292.1643 32.9199 3664 2 1146.5858 1.76
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 2429.3221 RSVYEPLQTGLIAIDSMIPIGR 1556.4710 2429.3280 23.7273 1094 3 810.4475 2.31
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 991.5207 PVSEAYLGR 4609.4280 991.5196 27.8098 4761 1 991.5196 ‐0.6624
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 995.5044 TAEAESFLK 5985.0170 995.5052 30.6842 4078 1 995.5052 1.83
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1303.7005 AQIPVSEAYLGR 2108.3220 1303.7026 27.8494 3027 2 652.3549 1.09
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1283.6478 ASSVAQVVTSLQE 177.8790 1283.6414 27.7899 3012 2 642.3243 ‐5.2125
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 785.3788 QEQLER 163.2207 785.3774 19.8771 2865 1 785.3774 ‐1.5095
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 918.4567 SVYEPLQT 154.5537 918.4606 25.4524 2753 1 918.4606 4.15
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 740.3461 YDDLSK 9659.0290 740.3457 27.5378 2368 1 740.3457 ‐0.2470
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 795.3995 SEAYLGR 257.7005 795.3962 27.8451 2089 1 795.3962 ‐3.8545
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1153.6324 INALANPIDGR 230.5349 1153.6286 16.4711 1418 2 577.3179 ‐3.6866
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 742.3842 ANPIDGR 1228.0740 742.3826 16.3057 1357 1 742.3826 ‐1.8803
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 894.4567 AEAESFLK 1821.3430 894.4581 30.6813 1300 1 894.4581 1.45
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 628.4141 LVQLR 1579.5860 628.4143 16.9063 1279 1 628.4143 0.4870
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 601.4032 SLLLR 2417.9220 601.4033 17.0453 995 1 601.4033 0.3152
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 715.4461 ISNIIR 149.1759 715.4490 24.9165 952 1 715.4490 4.90
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 511.3239 VINAL 108.2844 511.3253 15.6931 822 1 511.3253 2.15
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1535.7278 EAYPGDVFYLHSR 347.7957 1535.7282 27.3009 2223 3 512.5809 0.0458
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12669.7000 55385.3855 67 36.88 None 1191.6256 TLTAEAESFLK 154.2155 1191.6309 32.8664 926 2 596.3191 4.1127
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1252.7260 LIESPAPGIISR 38254.9300 1252.7264 25.3365 55216 2 626.8669 0.1231
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1416.7845 IAQIPVSEAYLGR 35569.5700 1416.7832 27.8121 54990 2 708.8953 ‐0.9822
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1209.6361 TLTAEAESFLK 33675.8000 1209.6355 30.6743 38914 2 605.3214 ‐0.8388
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1604.8642 TNKPQFQEIIASTK 11622.4200 1604.8637 24.4197 38707 3 535.6261 ‐0.3940
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1474.7860 ASSVAQVVTSLQER 17593.8100 1474.7851 28.2696 33065 2 737.8962 ‐0.6201
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1553.7383 EAYPGDVFYLHSR 26612.7400 1553.7382 27.3012 32893 3 518.5843 ‐0.1290
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1030.5527 ADEISNIIR 23335.8500 1030.5528 24.9140 28801 2 515.7800 ‐0.4803
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1942.0604 EVTIVNTGTVLQVGDGIAR 45057.4600 1942.0617 31.8889 28204 2 971.5345 1.61
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1574.8061 EQHTLIIYDDLSK 10524.5800 1574.8042 27.5490 19491 3 525.6062 ‐1.2606
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 777.4505 FLLQEK 3824.6900 777.4489 21.9480 3207 2 389.2281 ‐2.8920
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 995.5044 TAEAESFLK 6371.3080 995.5052 30.6842 4078 1 995.5052 1.62
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1283.6478 ASSVAQVVTSLQE 90.6729 1283.6414 27.7899 3012 2 642.3243 ‐5.1958
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 931.5207 VVTSLQER 276.6290 931.5220 27.8964 2478 2 466.2647 0.7460



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 795.3995 SEAYLGR 493.7429 795.3962 27.8451 2089 1 795.3962 ‐3.8330
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 810.4832 PAPGIISR 713.8327 810.4861 25.3458 1670 1 810.4861 3.99
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 894.4567 AEAESFLK 1492.7500 894.4581 30.6813 1300 1 894.4581 1.99
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1535.7278 EAYPGDVFYLHSR 380.0902 1535.7282 27.3009 2223 3 512.5809 0.2639
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6455.1710 55385.3855 67 36.88 None 1191.6256 TLTAEAESFLK 189.5997 1191.6309 32.8664 926 2 596.3191 4.0943
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1252.7008 VINALANPIDGR 56997.9700 1252.7002 16.3070 51213 2 626.8538 ‐0.6890
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 65261.8200 2273.2184 24.7845 33648 2 1137.1128 ‐0.9710
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1942.0604 EVTIVNTGTVLQVGDGIAR 1255.8530 1942.0612 18.9216 5670 2 971.5342 0.4615
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 860.5022 QMSLLLR 4345.8590 860.5032 17.0474 3309 2 430.7552 0.7634
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 775.4825 FLVQLR 7832.0760 775.4817 16.9041 2180 1 775.4817 ‐0.6464
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1209.6361 TLTAEAESFLK 391.2013 1209.6480 17.2313 2115 2 605.3276 9.41
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1604.8642 TNKPQFQEIIASTK 1506.4170 1604.8651 15.7383 2004 3 535.6265 ‐0.1433
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1153.6324 INALANPIDGR 194.1961 1153.6286 16.4711 1418 2 577.3179 ‐3.6013
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 742.3842 ANPIDGR 1154.6620 742.3826 16.3057 1357 1 742.3826 ‐1.9064
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1831.9510 SVYEPLQTGLIAIDSMI 3000.9520 1831.9438 24.7945 1329 2 916.4756 ‐3.9163
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 628.4141 LVQLR 2866.7640 628.4143 16.9063 1279 1 628.4143 0.3861
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 855.4683 LANPIDGR 861.0443 855.4693 16.3143 995 1 855.4693 1.61
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 601.4032 SLLLR 2439.4810 601.4033 17.0453 995 1 601.4033 0.1967
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 511.3239 VINAL 75.1252 511.3253 15.6931 822 1 511.3253 2.38
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 5045.0200 55385.3855 67 36.88 None 1586.8537 TNKPQFQEIIASTK 488.0728 1586.8530 15.8053 1457 3 529.6225 ‐1.1156
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 653.1368 52095.9769 5 9.73 None 1426.7649 LGANVGSAQGPTGLGK 6227.9260 1426.7634 20.6977 9836 2 713.8853 ‐1.0770
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 653.1368 52095.9769 5 9.73 None 1480.7101 SPTGEVIFGGETMR 7718.3130 1480.7103 26.9768 9357 2 740.8588 0.2026
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 653.1368 52095.9769 5 9.73 None 1803.8946 GIDRDFEPVLSMTPLN 6112.9540 1803.8955 35.2356 7752 2 902.4514 0.9538
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 653.1368 52095.9769 5 9.73 None 1227.6229 DIQPWQERR 380.3598 1227.6172 29.8912 1391 2 614.3122 ‐4.9413
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 653.1368 52095.9769 5 9.73 None 910.4451 IFGGETMR 257.8176 910.4447 25.0994 1602 2 455.7260 ‐1.1897
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1955.0233 IFNVLGEPVDNLGPVDTR 22895.4000 1955.0241 19.9756 70262 2 978.0157 0.7469
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 975.5622 IGLFGGAGVGK 32066.8600 975.5601 17.1511 66391 2 488.2837 ‐2.6180
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 2061.0321 GIYPAVDPLDSTSTMLQPR 57731.3300 2061.0293 33.4317 64041 2 1031.0183 ‐0.9456
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1517.7442 ESGVINEQNLAESK 94844.4400 1517.7437 20.5982 63160 2 759.3755 ‐0.3874
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1601.8104 VALVYGQMNEPPGAR 20483.5400 1601.8121 24.8524 55669 2 801.4097 1.0931
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1433.7747 FVQAGSEVSALLGR 48692.8800 1433.7728 18.6497 55345 2 717.3900 ‐1.4674
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1415.7125 TNPTTSNPEVSIR 67140.3000 1415.7114 19.4729 53963 2 708.3594 ‐0.8713
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 6590.9260 2296.1005 30.1147 53568 3 766.0383 2.18
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 18623.4200 2142.0678 20.0808 50603 2 1071.5375 0.3007
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1735.0153 IAQIIGPVLDVAFPPGK 25013.5900 1735.0184 21.4482 48533 2 868.0129 1.94
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1191.6256 SAPAFIELDTK 51836.5900 1191.6247 27.6084 46180 2 596.3160 ‐1.0406
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1007.5772 LSIFETGIK 45930.7100 1007.5739 18.0561 44964 2 504.2906 ‐3.7147
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1630.8071 IVGEEHYETAQQVK 25004.0300 1630.8080 17.6395 41825 3 544.2742 0.2759
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 18846.1600 2401.1819 38.5766 32280 3 801.0655 1.87
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1261.6973 MPNIYNALVVK 21048.5800 1261.6986 19.0667 32201 2 631.3530 0.7939
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1045.6041 VVDLLAPYR 32505.5100 1045.6035 18.1682 31348 2 523.3054 ‐0.9378
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1471.8553 TVLIMELINNIAK 65591.9700 1471.8562 24.5109 29934 2 736.4318 0.5770
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1949.9967 DVNEQDVLLFIDNIFR 57619.6100 1949.9963 25.6237 22820 2 975.5018 0.1052
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1077.5609 AVAMSATEGLK 30413.5600 1077.5600 20.1149 18061 2 539.2837 ‐1.1976
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1233.6620 AVAMSATEGLKR 29814.2000 1233.6622 18.4454 13841 2 617.3348 ‐0.0860
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1229.5177 EGNDLYMEMK 28631.4200 1229.5188 23.7198 11841 2 615.2631 0.6529
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1486.6665 TREGNDLYMEMK 7870.8840 1486.6660 21.8150 10279 3 496.2269 ‐0.5894
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1672.8501 TNPTTSNPEVSIREK 428.3977 1672.8650 32.7497 6924 2 836.9361 9.0281
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1309.7515 IGPVLDVAFPPGK 289.7732 1309.7587 19.3413 26135 2 655.3830 5.52
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1013.5738 SVPVGGATLGR 300.2650 1013.5721 20.8880 8395 2 507.2897 ‐2.1678
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 894.4931 SIFETGIK 2912.9630 894.4884 18.0539 5197 1 894.4884 ‐4.8541
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1063.5565 AMSATEGLKR 15538.7200 1063.5569 18.4375 4616 2 532.2821 0.0048
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1517.7231 VGEEHYETAQQVK 2144.8880 1517.7261 17.6455 3193 2 759.3667 1.72
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 785.4880 LINNIAK 325.0115 785.4886 25.5972 2932 2 393.2479 0.1174
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 602.3620 EGLKR 87.8814 602.3605 19.7888 2015 1 602.3605 ‐2.3652
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 803.4258 ETAQQVK 269.4040 803.4250 20.2377 1892 1 803.4250 ‐0.5849
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1128.5531 INEQNLAESK 256.9763 1128.5539 20.2322 1820 1 1128.5539 1.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1318.6208 VYGQMNEPPGAR 280.1233 1318.6192 26.1426 1760 2 659.8132 ‐1.4774
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1727.8633 PAVDPLDSTSTMLQPR 3233.8320 1727.8711 33.4293 1551 2 864.4392 4.76
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1350.6648 GEPVDNLGPVDTR 124.4411 1350.6579 19.2983 1521 2 675.8326 ‐5.2709
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 999.4676 QMNEPPGAR 147.5999 999.4714 22.1002 1484 1 999.4714 4.33
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 Carbamidomethyl+C(11) 1941.9587 DTLGQEINVTCEVQQLL 236.6874 1941.9677 39.4634 1383 2 971.4875 4.67
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1059.5793 AGSEVSALLGR 1178.7010 1059.5788 18.6462 1312 1 1059.5788 0.1294
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 644.3548 MLQPR 95.6815 644.3558 34.4664 1215 1 644.3558 1.24
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 988.5422 GSEVSALLGR 983.6149 988.5394 18.6700 1127 1 988.5394 ‐2.3439
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 732.4403 LLAPYR 176.2741 732.4383 18.2184 1115 1 732.4383 ‐2.4248
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1033.6041 NIYNALVVK 348.5485 1033.6047 18.1931 1070 2 517.3060 0.1470
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 970.4840 DTLGQEINV 469.3675 970.4792 36.5599 869 1 970.4792 ‐4.4201
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1215.6514 AVAMSATEGLKR 259.0072 1215.6553 18.1511 2691 2 608.3313 2.83
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1499.7336 ESGVINEQNLAESK 268.9932 1499.7260 22.5282 1027 2 750.3667 ‐5.1196
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 1717.9887 IAQIIGPVLDVAFPPGK 329.2078 1717.9932 19.1704 1518 3 573.3359 2.96
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22354.0400 53990.9783 103 59.04 None 2125.0416 GMDVVDMGNPLSVPVGGATLGR 433.3341 2125.0349 21.0126 893 2 1063.0211 ‐2.6677
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 2061.0321 GIYPAVDPLDSTSTMLQPR 84242.4100 2061.0293 33.4317 64041 2 1031.0183 ‐0.6323
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1601.8104 VALVYGQMNEPPGAR 29395.0800 1601.8121 24.8524 55669 2 801.4097 1.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 7617.3570 2296.1005 30.1147 53568 3 766.0383 2.71
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1191.6256 SAPAFIELDTK 62368.9500 1191.6247 27.6084 46180 2 596.3160 ‐1.0590
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 14395.8400 2401.1819 38.5766 32280 3 801.0655 1.00



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1077.5609 AVAMSATEGLK 23511.2600 1077.5600 20.1149 18061 2 539.2837 ‐1.2595
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1233.6620 AVAMSATEGLKR 29530.5700 1233.6622 18.4454 13841 2 617.3348 ‐0.0884
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1328.6706 AHGGVSVFGGVGER 1344.5170 1328.6705 22.4264 4511 2 664.8389 ‐0.1961
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1630.8071 IVGEEHYETAQQVK 119.5123 1630.7779 25.6201 4218 2 815.8926 ‐17.7275
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1672.8501 TNPTTSNPEVSIREK 121.4174 1672.8901 21.7320 3654 3 558.3015 23.8385
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1433.7747 FVQAGSEVSALLGR 386.9716 1433.7574 27.5160 2512 2 717.3823 ‐12.1061
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 721.3628 FGGVGER 119.4162 721.3621 23.5669 18509 1 721.3621 ‐0.5222
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1063.5565 AMSATEGLKR 9102.7770 1063.5569 18.4375 4616 2 532.2821 ‐0.0624
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 907.4553 AMSATEGLK 2075.7150 907.4555 20.1157 2260 1 907.4555 0.5232
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 602.3620 EGLKR 121.5026 602.3605 19.7888 2015 1 602.3605 ‐2.1957
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 Carbamidomethyl+C(11) 1941.9587 DTLGQEINVTCEVQQLL 879.7827 1941.9648 38.5365 1936 2 971.4860 3.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1318.6208 VYGQMNEPPGAR 460.7251 1318.6192 26.1426 1760 2 659.8132 ‐1.4473
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1727.8633 PAVDPLDSTSTMLQPR 3424.3520 1727.8711 33.4293 1551 2 864.4392 4.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 573.3355 AQQVK 51.4922 573.3334 26.5772 1504 1 573.3334 ‐3.4073
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 861.4789 SATEGLKR 8490.9300 861.4793 18.4453 1464 1 861.4793 0.9102
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1105.5347 VALVYGQMNE 166.2160 1105.5393 28.6019 1099 2 553.2733 3.80
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 731.4087 VALVYGQ 165.6362 731.4065 24.7911 931 1 731.4065 ‐2.6367
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 970.4840 DTLGQEINV 386.8766 970.4792 36.5599 869 1 970.4792 ‐4.5330
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 836.4182 MSATEGLK 487.1971 836.4158 20.1071 813 1 836.4158 ‐2.5875
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1310.6600 AHGGVSVFGGVGER 221.8053 1310.6665 21.5976 3672 2 655.8369 4.47
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7691.9560 53990.9783 103 59.04 None 1613.7806 IVGEEHYETAQQVK 167.7440 1613.7770 25.7285 1156 3 538.5972 ‐2.2877
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1955.0233 IFNVLGEPVDNLGPVDTR 36824.5300 1955.0241 19.9756 70262 2 978.0157 0.4654
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 975.5622 IGLFGGAGVGK 38077.2100 975.5601 17.1511 66391 2 488.2837 ‐2.4512
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1433.7747 FVQAGSEVSALLGR 70320.3700 1433.7728 18.6497 55345 2 717.3900 ‐1.5104
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 18675.9700 2142.0678 20.0808 50603 2 1071.5375 ‐0.0664
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1735.0153 IAQIIGPVLDVAFPPGK 35960.0200 1735.0184 21.4482 48533 2 868.0129 1.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1007.5772 LSIFETGIK 30337.7900 1007.5739 18.0561 44964 2 504.2906 ‐3.5627
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1261.6973 MPNIYNALVVK 21535.1100 1261.6986 19.0667 32201 2 631.3530 0.8297
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1045.6041 VVDLLAPYR 25092.6500 1045.6035 18.1682 31348 2 523.3054 ‐0.8031
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1471.8553 TVLIMELINNIAK 71554.1200 1471.8562 24.5109 29934 2 736.4318 0.5166
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1949.9967 DVNEQDVLLFIDNIFR 59230.2500 1949.9963 25.6237 22820 2 975.5018 ‐0.1739
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 2061.0321 GIYPAVDPLDSTSTMLQPR 2462.5820 2061.0306 19.6620 13220 2 1031.0189 ‐0.6335
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1471.7614 VGLTALTMAEYFR 1631.7110 1471.7580 21.2811 949 1 1471.7580 ‐0.9108
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 492.5511 2401.2011 18.6849 2940 4 601.0557 9.40
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAH 2240.1050 3842.9842 20.5852 22842 4 961.5015 0.8139
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1309.7515 IGPVLDVAFPPGK 211.0530 1309.7560 19.6804 106035 2 655.3816 3.03
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 894.4931 SIFETGIK 2345.4180 894.4884 18.0539 5197 1 894.4884 ‐4.7804
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 847.4672 DLLAPYR 5796.5110 847.4636 18.1534 4476 1 847.4636 ‐3.8342
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 907.4672 FIDNIFR 181.0856 907.4644 25.5545 3962 1 907.4644 ‐2.5766
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 715.4461 VSALLGR 524.4918 715.4456 18.1279 3186 1 715.4456 ‐0.4635
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1563.8013 VLGEPVDNLGPVDTR 384.9732 1563.8045 19.0783 2795 3 521.9397 1.92
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 545.3042 GGAGVGK 4158.3760 545.3017 17.1450 2603 1 545.3017 ‐4.6071
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 805.4567 LFGGAGVGK 964.3639 805.4555 17.1598 1616 1 805.4555 ‐1.1461
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 988.5422 GSEVSALLGR 1211.7660 988.5394 18.6700 1127 1 988.5394 ‐2.2085
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 732.4403 LLAPYR 92.9965 732.4383 18.2184 1115 1 732.4383 ‐2.4574
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1033.6041 NIYNALVVK 363.9233 1033.6047 18.1931 1070 2 517.3060 0.2872
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1041.5687 AGSEVSALLGR 203.8483 1041.5711 17.9404 1030 2 521.2892 1.35
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1368.6754 GEPVDNLGPVDTR 454.3390 1368.6727 19.9745 878 1 1368.6727 ‐0.7063
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 Carbamidomethyl+C(11) 2383.1671 DTLGQEINVTCEVQQLLGNNR 322.2935 2383.1741 18.7926 1482 3 795.0629 2.73
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 1717.9887 IAQIIGPVLDVAFPPGK 197.9071 1717.9932 19.1704 1518 3 573.3359 1.73
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11607.1500 53990.9783 103 59.04 None 2125.0416 GMDVVDMGNPLSVPVGGATLGR 232.7722 2125.0349 21.0126 893 2 1063.0211 ‐3.0269
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1228.6532 DLAVEGNEIIR 197157.4000 1228.6525 26.1043 1025497 2 614.8299 ‐0.8371
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1407.6678 LTYYTPEYETK 169569.1000 1407.6650 22.9689 945427 2 704.3361 ‐2.1623
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1465.7546 TFQGPPHGIQVER 55877.5900 1465.7510 21.3466 833357 3 489.2552 ‐2.7378
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1021.5313 DTDILAAFR 85221.2100 1021.5298 31.9895 723542 2 511.2685 ‐1.9040
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 2169.9870 GGLDFTKDDENVNSQPFMR 190291.8000 2169.9829 27.8590 592213 3 723.9991 ‐2.1384
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 163435.9000 1546.7326 32.1634 564164 2 773.8699 ‐2.1716
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 2270.1299 ESTLGFVDLLRDDYVEKDR 149219.0000 2270.1255 34.4883 509581 4 568.2868 ‐1.8909
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 240137.9000 3854.8649 40.2348 448678 3 1285.6265 ‐2.0217
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1249.6787 ESTLGFVDLLR 165352.3000 1249.6781 20.9029 337437 2 625.3427 ‐0.7422
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(5) 910.4452 AVYECLR 46863.1200 910.4434 18.6233 303299 2 455.7253 ‐2.4847
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1447.7652 LSGGDHIHAGTVVGK 66562.0900 1447.7629 17.0221 266648 3 483.2592 ‐1.8489
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 94015.0200 1116.5825 20.5762 243439 2 558.7949 ‐0.8335
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 142337.1000 1261.6288 19.2924 217627 2 631.3180 ‐0.0943
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 107520.3000 1950.9155 21.2554 154132 3 650.9767 ‐0.5544
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 52667.5100 3038.4508 20.4338 136465 4 760.3682 0.7069
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1999.0019 ESTLGFVDLLRDDYVEK 36061.8200 1998.9977 35.8629 98499 3 667.0041 ‐2.3569
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 71626.5700 1794.8159 22.5483 51101 3 598.9435 0.2448
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1451.6220 DDENVNSQPFMR 122137.4000 1451.6213 21.8935 49529 2 726.3143 ‐0.5717
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1819.9549 LEGDRESTLGFVDLLR 7794.5850 1819.9550 20.1716 41057 3 607.3232 ‐0.1883
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1324.6783 EITFNFPTIDK 9421.1190 1324.6806 19.5456 38809 2 662.8440 1.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 10612.3400 2840.4050 33.8647 25795 4 710.8567 ‐0.0574
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 42366.7200 1502.8519 14.2844 25428 3 501.6222 0.2134
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1187.6644 DNGLLLHIHR 35756.4000 1187.6640 23.4958 21263 3 396.5595 ‐0.5973
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 3648.8590 2569.2798 34.9881 9079 4 643.0754 0.8881
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(18) 2173.0666 NEGRDLAVEGNEIIREACK 445.7890 2173.0178 35.9594 4484 2 1087.0125 ‐21.9608
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1039.4691 DDYVEKDR 1325.2400 1039.4857 18.8109 968 2 520.2465 15.5500



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1866.9120 EITFNFPTIDKLDGQE 266540.6000 1866.9079 35.8826 1257527 2 933.9576 ‐1.9452
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(3) 740.3396 YECLR 14265.4700 740.3387 18.6196 100174 1 740.3387 ‐0.9557
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 577.3457 LAAFR 3213.6570 577.3449 31.9879 40424 1 577.3449 ‐1.1815
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(2) 577.2763 ECLR 5170.4880 577.2767 18.6198 19474 1 577.2767 0.7568
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1193.5361 YYTPEYETK 14462.6600 1193.5341 22.9677 18727 1 1193.5341 ‐0.9622
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 15516.0700 1001.4745 19.2922 12498 1 1001.4745 ‐1.1151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 464.2616 AAFR 3557.4780 464.2606 31.9905 11193 1 464.2606 ‐2.0343
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1162.6004 TFQGPPHGIQV 161.0090 1162.6064 19.6266 11141 2 581.8068 4.10
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 690.4297 ILAAFR 2800.0630 690.4297 31.9913 10910 1 690.4297 0.2646
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 958.5945 GLLLHIHR 10752.5400 958.5947 24.3393 10275 2 479.8010 ‐0.2667
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(3) 833.3934 EACVQAR 8723.6810 833.3943 20.5685 9046 1 833.3943 1.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 879.4141 NSQPFMR 461.3084 879.4147 27.8646 9001 1 879.4147 1.0599
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 838.4530 HGIQVER 4289.2660 838.4531 21.3441 7646 1 838.4531 0.5292
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(4) 839.4080 VYECLR 771.7712 839.4088 18.6184 7627 1 839.4088 1.20
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 5328.3090 1123.5232 21.2496 6854 2 562.2652 ‐0.6316
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 609.3606 ELGVPI 3638.0050 609.3634 20.4043 6134 1 609.3634 4.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(2) 704.3509 ACVQAR 6365.4100 704.3494 20.5649 5339 1 704.3494 ‐1.8529
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 675.4049 LHIHR 308.0133 675.4043 24.3264 4634 1 675.4043 ‐0.6457
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(12) 1513.6853 GFTANTSLSHYCR 598.3488 1513.6841 20.9522 4128 2 757.3457 ‐0.7881
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 788.4890 LLHIHR 3844.7830 788.4908 24.3233 3810 1 788.4908 2.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 694.3770 AEAIYK 245.9211 694.3766 21.3149 3787 1 694.3766 ‐0.3980
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 322.5950 1756.8305 21.7607 3658 3 586.2817 ‐3.2466
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(5) 1047.5292 LAAACEVWK 762.9946 1047.5246 32.1628 3380 1 1047.5246 ‐3.8551
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 762.4509 FVDLLR 374.3587 762.4527 20.9038 3239 1 762.4527 2.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(6) 942.4714 VALEACVQA 995.1777 942.4714 21.0988 3212 1 942.4714 0.5494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 210.4274 1114.5660 19.3854 3117 2 557.7867 4.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 867.4094 TPEYETK 152.5936 867.4057 21.1616 3064 1 867.4057 ‐3.8907
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1032.5585 PPHGIQVER 173.0940 1032.5570 20.6787 2989 2 516.7821 ‐1.9205
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1078.4687 GGLDFTKDDE 763.6510 1078.4665 27.8636 2788 1 1078.4665 ‐1.4545
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1367.7028 ELGVPIVMHDYL 576.0837 1367.7023 21.0399 2773 2 684.3548 ‐0.5143
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 870.4217 LSGGDHIHA 204.2136 870.4215 17.6570 2604 1 870.4215 0.2177
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 615.3824 VDLLR 57.0700 615.3849 20.9054 2542 1 615.3849 4.1245
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(1) 854.4077 CAEAIYK 155.2815 854.4108 16.8794 2333 1 854.4108 3.27
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(9) 1208.5477 ANTSLSHYCR 192.1211 1208.5424 20.7710 2291 2 604.7748 ‐4.6947
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1217.6385 QGPPHGIQVER 220.7783 1217.6390 19.2737 2225 2 609.3231 0.0494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(1) 448.2337 CLR 81.7471 448.2339 18.6123 2088 1 448.2339 0.3535
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1334.6811 SGGDHIHAGTVVGK 298.9919 1334.6816 17.6931 2085 2 667.8444 0.1388
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1018.5792 HIHAGTVVGK 163.6056 1018.5749 18.4384 2061 2 509.7911 ‐4.7260
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 631.3774 AGTVVGK 1665.6050 631.3769 17.0166 1922 1 631.3769 ‐0.5036
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 3952.3880 1126.6677 14.2500 1681 2 563.8375 1.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(13) 1570.7067 GGFTANTSLSHYCR 155.0818 1570.6993 26.7598 1675 2 785.8533 ‐4.7592
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1364.7056 VDLLRDDYVEK 421.9659 1364.7032 35.8259 1377 2 682.8552 ‐1.9473
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(1) 721.3338 CEVWK 229.5565 721.3314 32.1590 1323 1 721.3314 ‐3.0165
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 978.4826 VNSQPFMR 208.5368 978.4805 20.9048 1297 2 489.7439 ‐2.6324
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1012.4622 YTPEYETK 189.5187 1012.4587 22.7751 1256 2 506.7330 ‐3.9333
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1523.7376 FNFPTIDKLDGQE 400.6396 1523.7285 35.8750 1191 1 1523.7285 ‐5.0094
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1072.5534 GPPHGIQVER 189.8418 1072.5513 19.3037 1111 2 536.7793 ‐2.4225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1405.6230 GGLDFTKDDENVN 535.9634 1405.6233 27.8543 1079 2 703.3153 0.0940
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 2355.1099 AAESSTGTWTTVWTDGLTSLDR 607.9863 2355.1199 38.7938 1000 2 1178.0636 4.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 445.9001 1038.4610 22.5522 962 1 1038.4610 2.0131
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1120.6361 STLGFVDLLR 298.0712 1120.6394 20.9047 949 1 1120.6394 3.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1133.6062 DHIHAGTVVGK 1228.0740 1133.6029 17.0206 938 2 567.3051 ‐3.2558
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1363.6852 TVWTDGLTSLDR 352.9292 1363.6813 40.2458 834 1 1363.6813 ‐1.9916
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 935.5057 PHGIQVER 140.6225 935.5035 19.6054 762 2 468.2554 ‐2.9049
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1620.7136 GGLDFTKDDENVNSQ 516.1840 1620.7122 28.3292 750 2 810.8598 ‐0.7966
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1447.7441 TFQGPPHGIQVER 126.4039 1447.7502 23.2470 6516 3 483.2549 3.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1306.6678 EITFNFPTIDK 180.5798 1306.6727 18.3916 4333 2 653.8400 3.07
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1429.7546 LSGGDHIHAGTVVGK 252.7955 1429.7552 18.3906 2589 2 715.3812 0.2542
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 630.6398 1776.8061 22.5501 2166 3 592.9402 0.6876
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 76622.5200 53468.3747 226 56.58 None 1170.6378 DNGLLLHIHR 289.2593 1170.6350 25.7858 4332 2 585.8211 ‐2.7727
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1407.6678 LTYYTPEYETK 175396.1000 1407.6650 22.9688 944772 2 704.3361 ‐2.0999
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1465.7546 TFQGPPHGIQVER 88050.7200 1465.7510 21.3466 833357 3 489.2552 ‐2.5037
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1021.5313 DTDILAAFR 51746.0500 1021.5298 31.9895 723542 2 511.2685 ‐1.9873
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2169.9870 GGLDFTKDDENVNSQPFMR 152945.9000 2169.9829 27.8590 592213 3 723.9991 ‐2.0645
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 191600.4000 1546.7326 32.1634 564164 2 773.8699 ‐2.0545
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2270.1299 ESTLGFVDLLRDDYVEKDR 151308.5000 2270.1255 34.4883 509305 4 568.2868 ‐1.8905
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 271618.4000 3854.8648 40.2342 439201 3 1285.6265 ‐2.3481
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(5) 910.4452 AVYECLR 46592.3700 910.4434 18.6233 303299 2 455.7253 ‐2.6104
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1447.7652 LSGGDHIHAGTVVGK 114972.0000 1447.7629 17.0221 266648 3 483.2592 ‐1.6108
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 86071.4400 1116.5825 20.5728 241278 2 558.7949 ‐0.9190
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 97342.0900 1950.9155 21.2520 151650 3 650.9767 ‐0.4507
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1999.0019 ESTLGFVDLLRDDYVEK 46246.3900 1998.9977 35.8629 98499 3 667.0041 ‐2.2441
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 53981.9400 1794.8159 22.5470 50618 3 598.9435 0.4100
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1228.6532 DLAVEGNEIIR 25974.6900 1228.6538 26.0483 32764 2 614.8305 0.1912
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 7053.6260 3038.4516 35.5679 26352 4 760.3684 1.0691
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 8447.4010 2840.4050 33.8647 25795 4 710.8567 0.0228
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1187.6644 DNGLLLHIHR 37027.4400 1187.6640 23.4958 21263 3 396.5595 ‐0.2999



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 8516.4480 1502.8509 21.2150 20478 3 501.6218 ‐0.2553
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 2855.0430 2569.2798 34.9881 9079 4 643.0754 0.9306
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1819.9549 LEGDRESTLGFVDLLR 540.6737 1819.9065 34.2353 5681 2 910.4569 ‐26.1170
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(18) 2173.0666 NEGRDLAVEGNEIIREACK 219.8183 2173.0178 35.9594 4484 2 1087.0125 ‐21.6048
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1866.9120 EITFNFPTIDKLDGQE 226459.0000 1866.9079 35.8826 1257527 2 933.9576 ‐1.7059
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(3) 740.3396 YECLR 25391.1500 740.3387 18.6196 100174 1 740.3387 ‐0.8920
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 577.3457 LAAFR 4126.6940 577.3449 31.9879 40424 1 577.3449 ‐0.9928
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(2) 577.2763 ECLR 5431.3480 577.2767 18.6198 19474 1 577.2767 0.9455
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1193.5361 YYTPEYETK 15425.2100 1193.5341 22.9677 18727 1 1193.5341 ‐1.2463
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1115.5579 PTIDKLDGQE 42957.7600 1115.5559 35.8796 15483 1 1115.5559 ‐1.3998
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 464.2616 AAFR 2416.6180 464.2606 31.9905 11193 1 464.2606 ‐1.7589
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 690.4297 ILAAFR 2158.3510 690.4297 31.9913 10910 1 690.4297 0.3665
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 958.5945 GLLLHIHR 9562.5980 958.5947 24.3393 10275 2 479.8010 ‐0.3740
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(3) 833.3934 EACVQAR 7605.7390 833.3943 20.5685 9046 1 833.3943 1.23
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 644.3726 IQVER 3673.2990 644.3750 21.3690 8000 1 644.3750 4.0528
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 838.4530 HGIQVER 8092.0870 838.4531 21.3441 7646 1 838.4531 0.5175
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(4) 839.4080 VYECLR 987.3394 839.4088 18.6184 7627 1 839.4088 1.96
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 8904.4380 1123.5232 21.2496 6854 2 562.2652 ‐0.6759
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1192.5117 GGLDFTKDDEN 4244.8070 1192.5099 27.8614 6042 1 1192.5099 ‐1.0880
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1190.6276 GDHIHAGTVVGK 59053.0300 1190.6281 17.0193 5952 2 595.8177 0.0094
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(3) 863.4080 AACEVWK 6911.9800 863.4119 32.1529 5345 1 863.4119 4.92
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(2) 704.3509 ACVQAR 5694.1110 704.3494 20.5649 5339 1 704.3494 ‐1.7616
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2575.2311 VTPQPGVPPEEAGAAVAAESSTGTWT 443.4917 2575.2250 38.5041 5031 3 859.0799 ‐2.6060
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(4) 934.4452 AAACEVWK 5855.8450 934.4459 32.1701 5010 1 934.4459 1.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 765.3712 SQPFMR 940.2733 765.3706 27.8604 4658 1 765.3706 ‐0.4051
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 675.4049 LHIHR 296.0487 675.4043 24.3264 4634 1 675.4043 ‐0.5322
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1262.6263 FPTIDKLDGQE 1747.1630 1262.6232 35.8873 4534 1 1262.6232 ‐2.0436
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 550.2806 PFMR 6198.2270 550.2804 27.8610 4346 1 550.2804 ‐0.0918
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 788.4890 LLHIHR 3284.8840 788.4908 24.3233 3810 1 788.4908 2.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1942.8600 DFTKDDENVNSQPFMR 2716.1760 1942.8659 27.8636 3729 2 971.9366 3.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 297.3447 1756.8305 21.7607 3658 3 586.2817 ‐3.0787
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1346.6951 ESTLGFVDLLRD 220.1067 1346.6995 32.5238 3572 2 673.8534 3.1239
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(5) 1047.5292 LAAACEVWK 1197.1840 1047.5246 32.1628 3380 1 1047.5246 ‐4.0271
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 586.3923 TIKPK 154.9296 586.3906 20.8145 3188 1 586.3906 ‐2.5127
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 867.4094 TPEYETK 93.6132 867.4057 21.1616 3064 1 867.4057 ‐3.9246
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1078.4687 GGLDFTKDDE 644.5712 1078.4665 27.8636 2788 1 1078.4665 ‐1.6503
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1591.8002 EITFNFPTIDKLDG 1765.8840 1591.8005 36.3130 2375 2 796.4039 0.3296
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 945.4537 LSGGDHIHAG 3816.9250 945.4536 17.0254 2213 1 945.4536 0.2481
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(1) 448.2337 CLR 152.2675 448.2339 18.6123 2088 1 448.2339 0.6413
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1334.6811 SGGDHIHAGTVVGK 393.1003 1334.6816 17.6931 2085 2 667.8444 0.1750
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 631.3774 AGTVVGK 4480.5310 631.3769 17.0166 1922 1 631.3769 ‐0.3563
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 768.4363 HAGTVVGK 14659.2100 768.4350 17.0213 1902 1 768.4350 ‐1.2658
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(1) 965.4543 CEEMIKR 4930.3800 965.4511 21.2604 1725 1 965.4511 ‐2.9596
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 401.2871 IIR 47.5072 401.2860 24.4951 1670 1 401.2860 ‐2.4790
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1145.5698 LSGGDHIHAGTV 5052.4950 1145.5710 17.0063 1660 2 573.2891 0.6679
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1316.6706 SGGDHIHAGTVVGK 3857.1340 1316.6709 17.0313 1568 3 439.5618 0.2189
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 445.1929 DTDI 54.9610 445.1921 31.9868 1514 1 445.1921 ‐1.4645
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 962.4829 ESTLGFVDL 290.0012 962.4791 33.6805 1450 1 962.4791 ‐3.5725
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(6) 743.3757 VALEACV 122.0818 743.3747 26.0138 1420 1 743.3747 ‐1.0268
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 560.3402 GTVVGK 834.1157 560.3404 17.0165 1384 1 560.3404 0.6854
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1364.7056 VDLLRDDYVEK 680.4241 1364.7032 35.8259 1377 2 682.8552 ‐1.8997
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1012.4622 YTPEYETK 183.7323 1012.4587 22.7751 1256 2 506.7330 ‐4.0201
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 929.5051 VEGNEIIR 403.3825 929.5067 26.0550 1184 1 929.5067 2.0961
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1925.8334 DFTKDDENVNSQPFMR 675.5286 1925.8359 27.8547 1108 2 963.4216 1.74
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1000.5422 AVEGNEIIR 556.4032 1000.5412 26.0699 1091 1 1000.5412 ‐0.5578
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1405.6230 GGLDFTKDDENVN 388.6223 1405.6233 27.8543 1079 2 703.3153 0.1573
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 2674.2995 VTPQPGVPPEEAGAAVAAESSTGTWT 1329.6450 2674.2938 40.2387 1018 2 1337.6505 ‐0.6510
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 141.5970 1194.5660 23.3237 990 2 597.7866 4.1611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 3158.4913 PPEEAGAAVAAESSTGTWTTVWTDG 671.7202 3158.4811 41.6627 985 3 1053.4985 ‐3.6089
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 572.7874 1038.4610 22.5522 962 1 1038.4610 1.80
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1133.6062 DHIHAGTVVGK 1059.9100 1133.6029 17.0206 938 2 567.3051 ‐3.2963
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(2) 687.3243 ACVQAR 63.6872 687.3211 26.1529 871 1 687.3211 ‐4.3674
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1510.7496 NEGRDLAVEGNEII 116.3100 1510.7558 33.8259 762 2 755.8815 4.1473
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1620.7136 GGLDFTKDDENVNSQ 482.1118 1620.7122 28.3292 750 2 810.8598 ‐0.6513
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 501.7134 1932.9057 21.2557 8368 4 483.9819 ‐0.0639
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1447.7441 TFQGPPHGIQVER 105.6024 1447.7502 23.2470 6516 3 483.2549 4.1852
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1003.5207 DTDILAAFR 132.8132 1003.5198 31.9874 4269 2 502.2635 ‐1.4873
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 579.8353 1776.8061 22.5501 2166 3 592.9402 0.8509
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 9909.8910 1933.8912 21.6547 4856 4 484.2283 0.7006
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 61763.1700 53468.3747 226 56.58 None 1170.6378 DNGLLLHIHR 439.7942 1170.6350 25.7858 4332 2 585.8211 ‐2.7991
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1249.6787 ESTLGFVDLLR 134359.9000 1249.6781 20.9029 337437 2 625.3427 ‐0.7009
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 138899.4000 1261.6288 19.2924 217627 2 631.3180 ‐0.0585
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 55299.0700 3038.4508 20.4338 136465 4 760.3682 0.2897
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 53367.4300 3854.8703 22.5711 69647 3 1285.6283 ‐0.1610
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 43128.1700 1116.5827 13.9366 43007 2 558.7950 ‐0.5442
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1819.9549 LEGDRESTLGFVDLLR 21317.3600 1819.9550 20.1716 41057 3 607.3232 ‐0.5025
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1324.6783 EITFNFPTIDK 10488.4500 1324.6808 19.5382 37956 2 662.8440 1.91



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 60033.0200 1950.9202 14.1089 34470 3 650.9783 1.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1407.6678 LTYYTPEYETK 67394.5100 1407.6683 15.0667 27658 2 704.3378 0.1532
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 37246.1200 1502.8519 14.2844 25428 3 501.6222 ‐0.2194
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1465.7546 TFQGPPHGIQVER 34672.9400 1465.7548 14.2770 16946 3 489.2565 ‐0.5971
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 2169.9870 GGLDFTKDDENVNSQPFMR 16329.1300 2169.9846 17.1278 16831 3 723.9997 ‐1.5140
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 30463.3100 1546.7367 19.1371 13728 2 773.8720 0.4194
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 38185.0800 1794.8161 14.7682 12776 3 598.9436 0.0733
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1228.6532 DLAVEGNEIIR 14504.6500 1228.6531 16.4791 6454 2 614.8302 ‐0.3402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1021.5313 DTDILAAFR 12608.8400 1021.5304 19.2851 6413 2 511.2688 ‐1.1893
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1187.6644 DNGLLLHIHR 3112.5890 1187.6642 15.4161 2959 3 396.5596 ‐0.9289
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1684.8613 NEGRDLAVEGNEIIR 297.1870 1684.8842 20.0899 6030 3 562.2996 12.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(18) 2173.0666 NEGRDLAVEGNEIIREACK 275.4969 2173.0271 19.6622 910 3 725.0139 ‐18.6083
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 2270.1299 ESTLGFVDLLRDDYVEKDR 271.8236 2270.1520 23.7433 804 3 757.3889 9.23
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1866.9120 EITFNFPTIDKLDGQE 12046.6400 1866.9135 20.7588 23979 2 933.9604 0.8548
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 14104.5400 1001.4745 19.2922 12498 1 1001.4745 ‐0.9712
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 609.3606 ELGVPI 3679.9350 609.3634 20.4043 6134 1 609.3634 4.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1262.6263 FPTIDKLDGQE 238.2747 1262.6307 21.0481 5832 2 631.8190 3.25
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 16052.7600 2640.2286 20.4335 5789 3 880.7477 ‐2.0692
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 958.5945 GLLLHIHR 886.2506 958.5931 15.8141 3381 2 479.8002 ‐1.7711
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 762.4509 FVDLLR 387.9887 762.4527 20.9038 3239 1 762.4527 2.08
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1577.8282 GDRESTLGFVDLLR 1292.1830 1577.8283 21.2396 3225 2 789.4178 ‐0.0098
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(7) 1273.6246 PELAAACEVWK 428.3281 1273.6305 19.5595 2574 2 637.3189 4.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 615.3824 VDLLR 290.8736 615.3849 20.9054 2542 1 615.3849 4.0151
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(1) 854.4077 CAEAIYK 59.0080 854.4108 16.8794 2333 1 854.4108 4.0401
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 819.4723 GFVDLLR 184.6916 819.4744 21.5768 2028 1 819.4744 2.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1115.5579 PTIDKLDGQE 167.5214 1115.5517 19.3079 1922 1 1115.5517 ‐4.6978
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 2187.0564 VTPQPGVPPEEAGAAVAAESSTGT 332.8891 2187.0670 21.6098 1810 2 1094.0371 4.05
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 6797.6020 1194.5621 14.1081 1768 2 597.7847 1.0218
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 562.3208 HIHR 960.8223 562.3216 15.8066 1704 1 562.3216 1.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 2339.6970 1126.6677 14.2500 1681 2 563.8375 1.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1163.5691 WTDGLTSLDR 198.6506 1163.5692 22.5372 1605 1 1163.5692 0.9952
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 675.4049 LHIHR 1782.2980 675.4047 15.8319 1521 1 675.4047 ‐0.2288
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1217.6385 QGPPHGIQVER 20552.6400 1217.6401 14.2732 1469 2 609.3237 1.0248
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(3) 833.3934 EACVQAR 3180.5730 833.3935 13.9425 1449 1 833.3935 0.4548
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1262.6375 VWTDGLTSLDR 144.9838 1262.6343 24.2318 1306 2 631.8208 ‐2.7977
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 5378.8890 1123.5253 14.1060 1205 2 562.2663 1.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 192.1363 1114.5635 19.6642 1032 1 1114.5635 3.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(2) 704.3509 ACVQAR 3081.7140 704.3516 13.9374 1005 1 704.3516 1.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1367.7028 ELGVPIVMHDYL 91.0579 1367.6969 16.6832 1000 2 684.3521 ‐4.4666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1120.6361 STLGFVDLLR 133.5710 1120.6394 20.9047 949 1 1120.6394 3.22
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 830.4367 EGNEIIR 175.9670 830.4383 16.4709 755 1 830.4383 2.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1801.9443 LEGDRESTLGFVDLLR 164.4070 1801.9377 18.0544 7438 3 601.3174 ‐4.2144
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1848.9014 EITFNFPTIDKLDGQE 238.3641 1848.9092 22.2899 5677 2 924.9582 4.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 1231.6681 ESTLGFVDLLR 274.8989 1231.6672 20.9018 2976 2 616.3373 ‐0.9547
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 391.0033 1932.9082 14.1080 1437 4 483.9825 1.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidop 24235.5400 53468.3747 226 56.58 None 2252.1194 ESTLGFVDLLRDDYVEKDR 166.7925 2252.1229 24.4255 1121 2 1126.5651 1.58
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 967.4553 VQLSEMNF 1030.1460 967.4569 30.2260 6335 1 967.4569 2.1388
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1234.7518 NILVIGPVPGQK 23784.9900 1234.7526 17.6551 5873 2 617.8799 0.3815
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 954.5619 EVIDIIPR 4616.7880 954.5608 28.1297 5053 2 477.7840 ‐1.6746
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 2248.2336 GALNVGAVLILPEGFELAPPDR 2161.2520 2248.2311 23.0985 4714 3 750.0819 ‐1.3637
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1451.7125 GGYEITIVDASNGR 755.9537 1451.7126 22.8988 2493 2 726.3599 ‐0.0170
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1678.9024 IGNLSFQNYRPNKK 364.2342 1678.8905 22.0411 12495 2 839.9489 ‐6.9755
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1038.5367 YPIYVGGNR 151.8505 1038.5140 21.5293 1844 1 1038.5140 ‐21.3579
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1936.0399 EKIGNLSFQNYRPNKK 428.9771 1936.0439 25.0860 4732 2 968.5256 2.89
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 648.3100 YVGGNR 68.7544 648.3070 21.6822 3177 1 648.3070 ‐4.5059
NP_051072.1 cytochrome f Arabidopsis thaliana 1234.9750 35470.9316 10 25.00 None 1661.8758 IGNLSFQNYRPNKK 225.6428 1661.8760 22.6945 757 2 831.4416 0.2026
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4333.8080 9551.7469 7 51.85 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4333.8080 9551.7469 7 51.85 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4333.8080 9551.7469 7 51.85 Carbamidomethyl+C(3) 663.3243 TQCVR 108.5312 663.3219 20.5617 1510 1 663.3219 ‐3.4048
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4333.8080 9551.7469 7 51.85 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 5310.8040 9551.7469 7 51.85 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 5310.8040 9551.7469 7 51.85 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 5310.8040 9551.7469 7 51.85 Carbamidomethyl+C(2)
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1200.6293 VVDAMGVPIDGK 40237.4800 1200.6298 24.4324 25358 2 600.8185 0.1083
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1250.6375 AAELTNLFESR 29169.5900 1250.6378 29.8221 24923 2 625.8225 ‐0.0554
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1043.5732 TGSIVDVPAGK 45795.4300 1043.5720 20.2294 24913 2 522.2896 ‐1.5469
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 8257.9880 2308.1560 24.1680 21707 3 770.0568 ‐0.6006
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1330.7577 TTIAIDTILNQK 31554.6600 1330.7572 18.4922 19273 2 665.8822 ‐0.5771
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1026.5942 AVDSLVPIGR 29447.0700 1026.5942 25.7044 18356 2 513.8008 ‐0.4417
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1283.6994 QPQYAPLPIEK 4771.1970 1283.7006 24.6773 10650 2 642.3539 0.6743
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1572.7441 NFYANFQVDEIGR 1730.6780 1572.7405 30.9385 9508 2 786.8739 ‐2.2816
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 892.4887 LELAQYR 7351.3040 892.4878 21.3428 6983 2 446.7475 ‐1.6160
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1226.6198 SVHEPMQTGLK 5900.5840 1226.6206 17.4635 3541 3 409.5451 0.4143
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 860.5022 QMSLLLR 14308.1100 860.5032 17.0474 3309 2 430.7552 0.5440
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 688.3624 VDEIGR 123.0837 688.3601 29.5851 8309 1 688.3601 ‐3.1879
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 856.4887 DSLVPIGR 2325.1920 856.4910 25.7105 2004 1 856.4910 3.1050
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1002.4925 DAMGVPIDGK 1492.4640 1002.4899 24.4446 1703 1 1002.4899 ‐2.0124



NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 885.5040 SIVDVPAGK 383.9529 885.5032 19.3598 1309 2 443.2552 ‐1.4927
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 601.4032 SLLLR 2417.9220 601.4033 17.0453 995 1 601.4033 0.3152
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4839.7860 55256.4040 26 25.5 None 1208.6092 SVHEPMQTGLK 285.6757 1208.6133 16.7209 1262 2 604.8103 3.0753
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1200.6293 VVDAMGVPIDGK 50373.8200 1200.6298 24.4324 25358 2 600.8185 0.0933
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1250.6375 AAELTNLFESR 28721.5000 1250.6378 29.8221 24923 2 625.8225 ‐0.0513
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1043.5732 TGSIVDVPAGK 58334.4200 1043.5720 20.2294 24913 2 522.2896 ‐1.6218
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1026.5942 AVDSLVPIGR 39176.7100 1026.5942 25.7044 18356 2 513.8008 ‐0.5230
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1283.6994 QPQYAPLPIEK 4474.2830 1283.7006 24.6773 10650 2 642.3539 0.6910
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 1572.7441 NFYANFQVDEIGR 3737.6850 1572.7405 30.9385 9508 2 786.8739 ‐2.1546
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 892.4887 LELAQYR 10259.3400 892.4878 21.3428 6983 2 446.7475 ‐1.7486
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 688.3624 VDEIGR 144.8496 688.3601 29.5851 8309 1 688.3601 ‐3.0844
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4188.3440 55256.4040 26 25.5 None 856.4887 DSLVPIGR 2677.8030 856.4910 25.7105 2004 1 856.4910 3.0795
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 1453.7546 FVIGGPHGDAGLTGR 29431.0300 1453.7530 15.4505 48415 3 485.2558 ‐1.8749
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 2417.2572 VLVNIEQQSPDIAQGVHGHFTK 7531.7630 2417.2578 16.5254 11884 4 605.0699 0.2757
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 1470.7331 TNMVMVFGEITTK 3358.8020 1470.7365 19.9929 8781 2 735.8719 2.1646
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 1141.6113 TIFHLNPSGR 5856.2310 1141.6117 15.2889 2778 2 571.3095 0.1269
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 530.2681 NPSGR 51.4856 530.2667 17.1429 2932 1 530.2667 ‐2.7896
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 1094.5337 GGPHGDAGLTGR 15506.1100 1094.5341 15.4499 1936 2 547.7707 0.0169
NP_171751.1 S adenosylmethionine synthetase 1 Arabidopsis thaliana 1805.0660 43614.3387 7 15.27 None 746.3791 GDAGLTGR 5186.3480 746.3777 15.4480 992 1 746.3777 ‐1.7200
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1124.5259 VPAFEDGDFK 65300.6800 1124.5259 24.4060 54056 2 562.7666 ‐0.3276
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 2021.0776 LVWEQVLKPLYGMTTDK 8736.6380 2021.0788 21.5993 38050 3 674.3644 0.3314
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1030.5316 VLDVYEHR 42389.4000 1030.5300 18.1136 10697 2 515.7686 ‐2.0219
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1503.7842 NLDFEFVHIELK 1900.7230 1503.7829 35.2666 7440 3 501.9325 ‐1.1425
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1002.5578 GNQLVSLGSK 3381.2570 1002.5576 20.7080 3431 2 501.7825 ‐0.6726
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 922.5720 VLIALHEK 3727.9700 922.5710 20.7028 2639 2 461.7891 ‐1.6686
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1556.7744 AITQYIAHFYSDK 715.5096 1556.7474 20.6347 1498 2 778.8773 ‐17.3340
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 604.2838 YEHR 3131.9150 604.2837 18.1160 3128 1 604.2837 0.0356
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 1025.4575 PAFEDGDFK 16832.3500 1025.4589 24.4213 2545 1 1025.4589 1.43
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 928.4047 AFEDGDFK 9200.6540 928.4052 24.4164 2180 1 928.4052 0.9835
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 5942.6730 23598.1604 11 37.32 None 857.3676 FEDGDFK 3846.6120 857.3700 24.4082 852 1 857.3700 3.02
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 1124.5259 VPAFEDGDFK 65300.6800 1124.5259 24.4060 54056 2 562.7666 ‐0.3276
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 2021.0776 LVWEQVLKPLYGMTTDK 8736.6380 2021.0788 21.5993 38050 3 674.3644 0.3314
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 1475.7529 NVDFEFVHVELK 6636.6830 1475.7513 32.0871 25926 3 492.5886 ‐1.3752
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 1030.5316 VLDVYEHR 42389.4000 1030.5300 18.1136 10697 2 515.7686 ‐2.0219
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 1479.2370 2389.1479 40.9144 6075 3 797.0542 2.97
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 922.5720 VLIALHEK 3727.9700 922.5710 20.7028 2639 2 461.7891 ‐1.6686
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 604.2838 YEHR 3131.9150 604.2837 18.1160 3128 1 604.2837 0.0356
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 1025.4575 PAFEDGDFK 16832.3500 1025.4589 24.4213 2545 1 1025.4589 1.43
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 928.4047 AFEDGDFK 9200.6540 928.4052 24.4164 2180 1 928.4052 0.9835
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 6166.5960 23485.9666 10 37.02 None 857.3676 FEDGDFK 3846.6120 857.3700 24.4082 852 1 857.3700 3.02
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 1650.7978 EQIFEMPTGGAAIMR 35357.0100 1650.7996 31.8895 36788 2 825.9034 1.1215
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGL 26458.1400 2936.5160 21.3759 32137 3 979.5102 0.0156
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 1810.9010 AQVEEFYVITWNSPK 749.9587 1810.9020 28.4142 13721 3 604.3055 0.3018
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 990.5043 ITYQFYR 9654.4540 990.5038 15.5896 11645 2 495.7555 ‐1.0489
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 3445.1570 1047.5240 19.2186 3908 2 524.2656 ‐1.5816
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 1938.9960 KAQVEEFYVITWNSPK 420.3815 1938.9897 17.4931 960 3 647.0014 ‐3.5095
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 877.4203 TYQFYR 256.3890 877.4230 15.5808 1166 1 877.4230 3.46
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 None 776.3726 YQFYR 327.2977 776.3707 15.5860 1010 1 776.3707 ‐2.1738
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 6899.4030 22363.6807 20 37.25 Carbamidomethyl+C(3) 1029.5146 EQCLALGTR 225.6568 1029.5203 17.7539 3518 2 515.2638 5.0224
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3239.7080 22363.6807 20 37.25 None 1650.7978 EQIFEMPTGGAAIMR 43734.1700 1650.7996 31.8895 36788 2 825.9034 1.83
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3239.7080 22363.6807 20 37.25 None 1810.9010 AQVEEFYVITWNSPK 325.8590 1810.9020 28.4142 13721 3 604.3055 0.4573
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGL 20662.4200 2936.5160 21.3759 32137 3 979.5102 0.1187
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 990.5043 ITYQFYR 5810.3030 990.5038 15.5896 11645 2 495.7555 ‐0.8890
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 2402.2207 EQIFEMPTGGAAIMREGPNLLK 213.3517 2402.1824 19.4206 1946 3 801.3990 ‐16.2709
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 1650.7978 EQIFEMPTGGAAIMR 405.4464 1650.8243 19.3745 1491 2 825.9158 15.9873
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 3570.7760 KAQVEEFYVITWNSPKEQIFEMPTGGA 546.8920 3570.7423 22.2495 1156 3 1190.9189 ‐9.3038
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 1938.9960 KAQVEEFYVITWNSPK 271.8932 1938.9897 17.4931 960 3 647.0014 ‐3.7792
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 618.3392 GAAIMR 294.5474 618.3388 22.2166 1544 1 618.3388 ‐0.5711
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 877.4203 TYQFYR 267.1794 877.4230 15.5808 1166 1 877.4230 3.71
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3189.4990 22363.6807 20 37.25 None 972.4938 ITYQFYR 513.3643 972.4958 16.9083 1186 2 486.7515 1.64
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 1527.8530 TPLVPASVVFDLGGR 7862.2980 1527.8547 21.0208 8284 2 764.4310 1.1276
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 1666.8395 DQSTLQYTTVINQR 2112.0760 1666.8438 25.0427 5643 2 833.9255 2.71
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 Carbamidomethyl+C(8) 1721.9295 IPNLIFDCGATFLLK 1241.0360 1721.9315 22.7013 5060 2 861.4694 1.90
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 1346.9290 1498.7735 15.6574 4448 3 500.2627 0.5102
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 936.4390 GTVGMAGMGR 520.1734 936.4372 18.4349 3446 1 936.4372 ‐1.4059
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 1095.6772 TVPINPTLLK 4341.3300 1095.6765 16.9647 2028 2 548.3419 ‐1.0494
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 2695.3501 ISSVNPYTVLESSIYNAFTSEFVK 329.5908 2695.3669 30.9424 795 3 899.1272 5.59
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 557.7397 46401.7410 13 18.1 None 778.3698 VGMAGMGR 159.6135 778.3707 18.4378 1093 1 778.3707 1.68
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 423.2134 46401.7410 13 18.1 None 1527.8530 TPLVPASVVFDLGGR 5589.4660 1527.8547 21.0208 8284 2 764.4310 1.0416
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 423.2134 46401.7410 13 18.1 Carbamidomethyl+C(8) 1721.9295 IPNLIFDCGATFLLK 1375.4280 1721.9315 22.7013 5060 2 861.4694 1.1142
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 423.2134 46401.7410 13 18.1 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 2492.6380 1498.7735 15.6574 4448 3 500.2627 0.0760
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 423.2134 46401.7410 13 18.1 None 1095.6772 TVPINPTLLK 4388.1050 1095.6765 16.9647 2028 2 548.3419 ‐0.9377
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 423.2134 46401.7410 13 18.1 Carbamidomethyl+C(8) 1328.6668 SVKPFGACFSTK 381.4105 1328.6719 14.9558 2453 3 443.5621 3.0613
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1649.9949 VLVVANPANTNALILK 78279.2700 1649.9928 18.6336 130621 2 825.5000 ‐1.1895
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1360.7545 MELIDAAFPLLK 84823.4300 1360.7543 22.5131 59699 2 680.8808 ‐0.2862
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 943.5459 LSVPVSDVK 10028.3100 943.5444 21.8905 55845 2 472.2759 ‐2.0609
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1017.5251 EFAPSIPEK 41804.9800 1017.5245 22.3831 54284 2 509.2659 ‐1.0612



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 2349.1721 ELVKDDAWLDGEFISTVQQR 29330.3100 2349.1699 33.6264 32362 3 783.7281 ‐1.1934
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 37717.4700 1645.7952 22.5001 29847 3 549.2699 ‐0.9067
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 11528.0900 2266.1021 24.0943 28868 3 756.0389 0.6787
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1435.6985 MDLTAEELKEEK 19282.4800 1435.6980 21.6193 20997 3 479.2375 ‐0.5984
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1884.9450 NGDWSIVQGLPIDEVSR 7824.5170 1884.9449 35.0586 11170 2 942.9761 0.2143
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 873.4789 ALGQISER 7466.7980 873.4769 16.7539 6600 2 437.2421 ‐2.8315
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 Carbamidomethyl+C(12) 2691.3593 GVVATTDAVEGCTGVNVAVMVGGFP 1690.3690 2691.3578 20.4001 1579 3 897.7908 ‐0.7851
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 Carbamidomethyl+C(9) 1314.5882 EEKDLAYSCLS 480.4173 1314.5881 21.9578 932 2 657.7977 ‐0.3362
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1189.6311 LTAEELKEEK 313.4683 1189.6325 22.2531 2839 2 595.3199 0.8919
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1054.6255 PANTNALILK 17963.4400 1054.6253 18.6325 2045 1 1054.6253 0.3770
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1021.5214 NVIIWGNHS 110.7319 1021.5165 23.8689 1189 2 511.2619 ‐5.2726
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 886.5356 NTNALILK 7772.3720 886.5375 18.6473 1116 1 886.5375 2.14
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1168.6684 NPANTNALILK 8106.0990 1168.6671 18.6390 1014 1 1168.6671 ‐0.4854
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 Carbamidomethyl+C(7) 1174.5270 SAASSACDHIR 266.0676 1174.5212 22.5706 961 2 587.7642 ‐5.2872
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 874.5033 DAAFPLLK 135.6125 874.5000 20.8690 880 2 437.7536 ‐4.3732
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 1100.6714 LIDAAFPLLK 357.2490 1100.6705 22.5167 862 1 1100.6705 ‐0.2431
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 999.5146 EFAPSIPEK 253.2811 999.5168 22.3849 2064 2 500.2621 1.08
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 13953.5000 35913.2053 35 52.41 None 855.4683 ALGQISER 1209.2120 855.4693 16.3143 995 1 855.4693 1.88
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 943.5459 LSVPVSDVK 10990.0700 943.5444 21.8905 55845 2 472.2759 ‐2.1740
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 2349.1721 ELVKDDAWLDGEFISTVQQR 17063.6600 2349.1698 33.6241 31598 3 783.7281 ‐1.2176
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 13109.4300 2266.1021 24.0943 28868 3 756.0389 0.7307
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 38029.9700 1645.7950 22.5206 28204 3 549.2699 ‐0.8282
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 1884.9450 NGDWSIVQGLPIDEVSR 8017.1360 1884.9449 35.0586 11170 2 942.9761 0.4604
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 Carbamidomethyl+C(12) 2563.2644 GVVATTDAVEGCTGVNVAVMVGGFP 265.4017 2563.2034 29.4139 2099 3 855.0726 ‐24.0472
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 1177.6133 KMDLTAEELK 676.5089 1177.6051 25.2877 5832 2 589.3062 ‐7.3301
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 830.4618 SVPVSDVK 6370.2800 830.4632 21.8988 3962 1 830.4632 2.0152
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 Carbamidomethyl+C(11) 1532.7122 SSALSAASSACDHIR 2990.2990 1532.7156 22.5108 2028 2 766.8615 2.53
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 Carbamidomethyl+C(10) 1445.6802 SALSAASSACDHIR 288.9982 1445.6772 23.5776 2014 2 723.3422 ‐2.1077
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 2052.9886 IIWGNHSSSQYPDVNHAK 1815.2330 2052.9910 24.0835 1607 3 685.0019 1.0141
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 Carbamidomethyl+C(7) 1174.5270 SAASSACDHIR 243.0389 1174.5212 22.5706 961 2 587.7642 ‐5.3121
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4379.6500 35913.2053 35 52.41 None 1159.6027 KMDLTAEELK 173.4920 1159.6076 25.4829 1439 2 580.3075 3.62
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 687.5551 15268.7798 1 9.87 None 1396.6928 GGHELSLATGNAGGR 6967.2250 1396.6913 18.1837 8738 3 466.2353 ‐1.0490
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1566.8261 EAEEVEPILEALPK 7000.2910 1566.8248 33.0736 9372 2 783.9161 ‐0.8198
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1504.8006 DLATAFLNVLGNEK 2848.2320 1504.7995 22.8988 6538 2 752.9034 ‐0.7711
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1485.6778 EADFTTDDMILSK 4229.5980 1485.6782 27.9776 6305 2 743.3427 0.2234
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 1483.2660 1724.7858 22.0348 5578 2 862.8965 3.46
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1013.5302 YVTFDGLAK 2439.4070 1013.5290 25.6067 5032 2 507.2682 ‐1.6558
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1332.7369 GKLETESLLQSK 1015.2000 1332.7320 21.5803 1799 2 666.8696 ‐3.8946
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 242.7263 1062.4412 21.1215 4372 2 531.7242 ‐0.0929
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1486.7900 DLATAFLNVLGNEK 587.2948 1486.7945 22.2453 5407 3 496.2697 2.48
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 627.1634 42790.9320 16 20.37 None 1548.8156 EAEEVEPILEALPK 319.0386 1548.8084 31.3879 1541 2 774.9078 ‐4.6359
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1566.8261 EAEEVEPILEALPK 9155.9140 1566.8248 33.0736 9372 2 783.9161 ‐0.6950
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1654.8224 AGGFPEPEIVHYNPK 3494.4630 1654.8256 26.4224 8648 3 552.2801 1.50
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1013.5302 YVTFDGLAK 3417.6960 1013.5290 25.6067 5032 2 507.2682 ‐1.7422
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1640.9483 ILVKEGHQVTLFTR 587.3447 1640.9384 24.9143 3293 3 547.6510 ‐6.0970
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1332.7369 GKLETESLLQSK 972.8956 1332.7320 21.5803 1799 2 666.8696 ‐3.8592
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 751.3985 TFDGLAK 249.4934 751.3985 25.8411 2274 1 751.3985 0.3538
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 580.9043 42790.9320 16 20.37 None 1322.6739 PEPEIVHYNPK 154.6034 1322.6766 27.9714 1496 2 661.8419 1.27
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 14151.3900 16181.9493 2 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 14151.3900 16181.9493 2 54.05 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLT 1725.0460 5122.3306 38.7959 6246 4 1281.3381 0.4473
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 1643.7984 TVNEAVAAAPENSNTR 6796.2870 1643.7993 17.0715 4235 2 822.4033 0.6338
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 1102.5851 VSADQTVINR 22355.8500 1102.5857 17.1977 3122 2 551.7965 0.1379
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 946.5026 NLMLVGDGK 383.3983 946.4927 35.0767 790 1 946.4927 ‐10.0009
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 602.3620 TVINR 248.9457 602.3610 18.1138 1499 1 602.3610 ‐1.5792
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 845.4476 DQTVINR 281.3761 845.4479 17.9540 979 1 845.4479 0.8010
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 602.7822 62143.7425 6 4.67 None 916.4847 ADQTVINR 8246.9660 916.4824 17.2254 797 2 458.7448 ‐3.0566
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1075.5630 GGAIDDSVITK 7704.4590 1075.5631 20.2766 15930 2 538.2852 ‐0.3488
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1970.1797 SLLALQGPLAAPVLQHLTK 4705.1190 1970.1819 21.1481 14356 3 657.3988 0.8398
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1121.5738 VGFFSSGPPAR 7531.2800 1121.5749 16.3585 13102 2 561.2911 0.5874
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1658.9112 AEGGFLGADVILQQLK 4804.9610 1658.9129 21.6094 11321 2 829.9601 1.0805
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 4790.6210 1297.5514 20.6544 9555 2 649.2793 ‐0.0582
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1419.7478 IGEITSGGFSPNLK 3345.6690 1419.7507 26.7002 6557 2 710.3790 1.93
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1415.7066 TALYDFHVAHGGK 1634.1090 1415.7057 22.0355 5317 3 472.5734 ‐0.9136
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 1922.7420 3405.7522 24.5318 4640 3 1135.9223 ‐2.8049
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1564.4860 1745.8696 16.2709 1932 3 582.6281 2.56
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Oxidation+M(9) 1799.9109 DLAHIEEHMKAFKSK 674.5650 1799.9173 21.8755 4208 2 900.4623 3.54
NP_172650.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Oxidation+M(9) 1202.5623 DLAHIEEHMK 165.0677 1202.5568 22.9948 1928 2 601.7820 ‐4.8840
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 1422.7515 VFDLAPEEYVLK 13431.0100 1422.7512 33.3476 15188 2 711.8792 ‐0.3699
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 2361.2548 TVVDQYGQTILDLLLSETQPK 5858.3500 2361.2555 25.1038 9826 3 787.7567 0.0678
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 2260.0153 NADEEEGGELVFGGVDPNHFK 4355.9530 2260.0168 29.5036 8330 3 754.0104 0.4201
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 1432.7657 GPLWILGDVFMGK 4129.8100 1432.7656 24.4391 5997 2 716.8864 ‐0.2254
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 2141.0550 NYLDAQYYGEIAIGTPPQK 3314.7410 2141.0734 20.8988 8647 2 1071.0403 9.1019
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 973.0042 55354.9454 14 17.00 None 1255.6681 YGEIAIGTPPQK 1436.2410 1255.6736 21.8147 3012 2 628.3404 4.0745
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 551.1724 55354.9454 14 17.00 None 1422.7515 VFDLAPEEYVLK 15359.9200 1422.7512 33.3476 15188 2 711.8792 ‐0.3001
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 551.1724 55354.9454 14 17.00 None 2260.0153 NADEEEGGELVFGGVDPNHFK 3783.2740 2260.0168 29.5036 8330 3 754.0104 0.4735
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 551.1724 55354.9454 14 17.00 None 709.3264 NDGTFR 146.6881 709.3254 22.4482 116047 1 709.3254 ‐1.0636
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 551.1724 55354.9454 14 17.00 None 2141.0550 NYLDAQYYGEIAIGTPPQK 356.2175 2141.0843 34.4819 4866 3 714.3663 13.5209



NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 551.1724 55354.9454 14 17.00 None 1662.8367 GVSMGIESVVDKENAK 467.3284 1662.8771 31.7855 1799 2 831.9422 24.5545
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 285.0357 55354.9454 14 17.00 None 2361.2548 TVVDQYGQTILDLLLSETQPK 4832.4020 2361.2555 25.1038 9826 3 787.7567 ‐0.0441
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 285.0357 55354.9454 14 17.00 None 1432.7657 GPLWILGDVFMGK 3288.2800 1432.7656 24.4391 5997 2 716.8864 ‐0.2678
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 285.0357 55354.9454 14 17.00 Carbamidomethyl+C(17) 2749.4746 IYSRTVAVSLIVSFLLCFSAFAER 344.0057 2749.4547 22.8694 1388 3 917.1564 ‐7.4276
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1434.7587 AASFNIIPSSTGAAK 44120.4100 1434.7560 16.8603 294244 2 717.8816 ‐2.0320
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2172.0091 GILGYTEDDVVSTDFVGDNR 169486.3000 2172.0040 32.5020 238071 2 1086.5057 ‐1.8227
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1676.9734 TLLFGEKPVTVFGIR 37433.4400 1676.9733 20.2681 178142 3 559.6626 ‐0.3410
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1498.8475 VPTVDVSVVDLTVR 104418.8000 1498.8461 32.3109 152273 2 749.9267 ‐0.9807
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1734.8156 DAPMFVVGVNEHEYK 95302.8500 1734.8147 27.4180 123121 3 578.9431 ‐0.7622
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1761.7867 LVSWYDNEWGYSSR 120811.9000 1761.7868 18.6674 118814 2 881.3970 0.1904
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2033.0736 FGIVEGLMTTVHSITATQK 23900.8600 2033.0741 23.1031 99281 3 678.3629 0.0034
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 50443.2900 2741.2759 24.1754 81691 2 1371.1416 2.00
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 31301.8800 2923.3645 38.7798 69349 3 975.1264 0.2231
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1140.6445 VVDLIVHMSK 72824.9700 1140.6442 16.3235 48190 2 570.8257 ‐0.6754
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 811.4131 LTGMSFR 7618.5290 811.4124 21.8452 18286 2 406.2099 ‐1.4522
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 800.4876 VVISAPSK 1106.9700 800.4868 20.1968 2387 1 800.4868 ‐0.7419
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 616.3413 VINDR 605.5921 616.3279 16.9007 1686 1 616.3279 ‐21.5489
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1619.8938 VLPSLNGKLTGMSFR 855.4791 1619.8926 20.2328 8191 2 810.4499 ‐0.6860
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 588.2850 YMFK 109.4452 588.2861 24.8330 103093 1 588.2861 1.32
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1462.8417 LFGEKPVTVFGIR 5731.4730 1462.8443 20.2685 11146 2 731.9258 1.51
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 698.3290 TGMSFR 1195.2900 698.3289 21.8380 7496 1 698.3289 0.0965
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 692.4090 TVFGIR 1120.6240 692.4059 16.9817 5466 1 692.4059 ‐4.2454
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2001.9036 LGYTEDDVVSTDFVGDNR 922.1165 2001.8946 34.5202 4027 2 1001.4509 ‐4.1304
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 714.3967 IVHMSK 3656.9510 714.3969 16.3251 3350 1 714.3969 0.4702
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1112.4791 EYMTYMFK 160.2880 1112.4772 23.9148 3300 2 556.7423 ‐2.0774
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 625.3192 SDLDIV 241.7530 625.3193 27.5950 2671 1 625.3193 0.4226
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1058.5840 NIIPSSTGAAK 1692.3300 1058.5817 16.8616 2440 1 1058.5817 ‐1.6818
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1317.6831 MTTVHSITATQK 260.4203 1317.6895 22.5994 2047 2 659.3484 4.31
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 621.3202 SSTGAAK 183.1967 621.3223 16.7345 2023 1 621.3223 3.25
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 975.4530 GVNEHEYK 12753.9400 975.4550 27.4194 1993 1 975.4550 2.49
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1715.8996 VEGLMTTVHSITATQK 510.6338 1715.8971 25.1838 1929 3 572.6372 ‐1.7362
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1202.6892 GEKPVTVFGIR 721.6639 1202.6932 20.2569 1921 2 601.8503 3.0610
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1186.6426 TTVHSITATQK 624.6537 1186.6438 26.0612 1785 2 593.8255 0.6376
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1113.4596 DNEWGYSSR 335.0253 1113.4598 18.3216 1767 1 1113.4598 0.8466
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 827.4808 LIVHMSK 588.7679 827.4819 16.3231 1665 1 827.4819 1.94
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 870.5196 PVTVFGIR 563.2599 870.5206 16.7253 1645 2 435.7640 0.6039
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 603.3461 DLTVR 1962.2310 603.3453 32.3033 1580 1 603.3453 ‐1.0340
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2052.9471 DDVELVAVNDPFITTEYM 211.7867 2052.9558 23.4711 1394 3 684.9901 4.0268
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1162.5626 GILGYTEDDVV 301.4265 1162.5675 31.2019 1380 2 581.7874 3.05
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 707.3471 FVGDNR 201.2260 707.3462 32.4564 1329 1 707.3462 ‐1.0917
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 760.3698 DAPMFVV 173.4439 760.3717 25.7317 1268 1 760.3717 2.80
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1302.7264 TVDVSVVDLTVR 597.2018 1302.7247 32.3259 1124 1 1302.7247 ‐0.4796
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 820.3732 MTYMFK 64.4877 820.3703 24.8855 1014 1 820.3703 ‐3.1980
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1173.5899 VVGVNEHEYK 512.0234 1173.5904 27.4415 991 1 1173.5904 1.0991
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1276.5229 YDNEWGYSSR 1041.4320 1276.5222 18.6634 789 1 1276.5222 0.2365
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 793.4025 LTGMSFR 120.4651 793.4031 22.0935 2343 1 793.4031 1.0520
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 2723.2619 DDVELVAVNDPFITTEYMTYMFK 267.4179 2723.2648 22.8257 972 3 908.4265 0.8325
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 53005.4600 37027.3918 93 65.38 None 1417.7322 AASFNIIPSSTGAAK 353.6230 1417.7282 16.5235 1036 2 709.3677 ‐2.9192
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 2172.0091 GILGYTEDDVVSTDFVGDNR 164692.6000 2172.0040 32.5020 238071 2 1086.5057 ‐1.4670
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1498.8475 VPTVDVSVVDLTVR 124837.4000 1498.8461 32.3105 151449 2 749.9267 ‐0.8889
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1734.8156 DAPMFVVGVNEHEYK 171137.0000 1734.8147 27.4180 123121 3 578.9431 ‐0.5894
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 25339.9900 2923.3646 38.7792 67423 3 975.1264 0.1400
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 811.4131 LTGMSFR 4991.5040 811.4124 21.8452 18286 2 406.2099 ‐1.6157
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1434.7587 AASFNIIPSSTGAAK 2227.3140 1434.7608 26.7978 3886 2 717.8840 1.54
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 800.4876 VVISAPSK 1034.8080 800.4868 20.1968 2387 1 800.4868 ‐0.7244
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 698.3290 TGMSFR 2466.7970 698.3289 21.8380 7496 1 698.3289 0.1924
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 2001.9036 LGYTEDDVVSTDFVGDNR 1088.3650 2001.8946 34.5202 4027 2 1001.4509 ‐3.8397
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 625.3192 SDLDIV 132.5231 625.3193 27.5950 2671 1 625.3193 0.5745
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 2355.1139 PWGEAGADFVVESTGVFTDKDK 316.9229 2355.0991 37.9661 1915 2 1178.0532 ‐5.2162
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1010.4538 STDFVGDNR 960.1357 1010.4560 32.5096 1903 1 1010.4560 2.45
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 603.3461 DLTVR 1892.2250 603.3453 32.3033 1580 1 603.3453 ‐0.8653
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1102.6103 DVSVVDLTVR 410.0916 1102.6046 32.3162 1400 1 1102.6046 ‐4.7018
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1162.5626 GILGYTEDDVV 227.3560 1162.5675 31.2019 1380 2 581.7874 3.11
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 707.3471 FVGDNR 177.8076 707.3462 32.4564 1329 1 707.3462 ‐1.0027
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1302.7264 TVDVSVVDLTVR 525.7049 1302.7247 32.3259 1124 1 1302.7247 ‐0.8474
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 40779.2700 37027.3918 93 65.38 None 1173.5899 VVGVNEHEYK 635.5179 1173.5904 27.4415 991 1 1173.5904 0.8303
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1434.7587 AASFNIIPSSTGAAK 50202.2800 1434.7560 16.8603 294244 2 717.8816 ‐2.0754
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1676.9734 TLLFGEKPVTVFGIR 31413.4100 1676.9733 20.2681 178142 3 559.6626 ‐0.7087
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1761.7867 LVSWYDNEWGYSSR 144125.7000 1761.7868 18.6674 118814 2 881.3970 ‐0.0026
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 2033.0736 FGIVEGLMTTVHSITATQK 13500.6300 2033.0741 23.1031 99281 3 678.3629 ‐0.2311
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 89537.7000 2741.2759 24.1754 81691 2 1371.1416 1.88
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1140.6445 VVDLIVHMSK 50358.0400 1140.6442 16.3235 48190 2 570.8257 ‐0.5842
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1498.8475 VPTVDVSVVDLTVR 25986.4400 1498.8480 19.1768 27537 2 749.9276 0.1713
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 2172.0091 GILGYTEDDVVSTDFVGDNR 10521.7900 2172.0066 19.1874 19137 2 1086.5070 ‐1.0112



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 5427.5670 2923.3690 21.9131 17610 3 975.1278 1.38
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1734.8156 DAPMFVVGVNEHEYK 12853.1600 1734.8156 17.0874 8183 3 578.9434 ‐0.5758
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1619.8938 VLPSLNGKLTGMSFR 601.3220 1619.8926 20.2328 8191 2 810.4499 ‐0.8141
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 Oxidation+M(26) 2864.4532 FGIVEGLMTTVHSITATQKTVDGPSM 602.8506 2864.4675 19.8282 6900 4 716.8723 4.92
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1462.8417 LFGEKPVTVFGIR 6869.7730 1462.8443 20.2685 11146 2 731.9258 1.89
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 692.4090 TVFGIR 463.8437 692.4059 16.9817 5466 1 692.4059 ‐4.3042
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1349.7576 FGEKPVTVFGIR 5200.9780 1349.7594 20.2697 5294 2 675.3833 1.1529
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 883.4672 AASFNIIPS 2547.9240 883.4668 16.8504 4310 2 442.2370 ‐0.8889
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 868.4523 HSITATQK 72.8128 868.4476 23.5205 3772 1 868.4476 ‐4.9393
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 714.3967 IVHMSK 7706.7320 714.3969 16.3251 3350 1 714.3969 0.4258
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 621.3202 SSTGAAK 185.2372 621.3223 16.7345 2023 1 621.3223 3.70
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1202.6892 GEKPVTVFGIR 1044.1440 1202.6932 20.2569 1921 2 601.8503 3.1238
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 827.4808 LIVHMSK 875.9080 827.4819 16.3231 1665 1 827.4819 1.91
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 870.5196 PVTVFGIR 195.0615 870.5206 16.7253 1645 2 435.7640 0.8187
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1276.5229 YDNEWGYSSR 959.9433 1276.5222 18.6634 789 1 1276.5222 0.5608
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1743.7762 LVSWYDNEWGYSSR 944.1227 1743.7814 18.2839 5628 3 581.9320 2.16
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 2723.2619 DDVELVAVNDPFITTEYMTYMFK 284.1221 2723.2648 22.8257 972 3 908.4265 0.8559
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 22688.8700 37027.3918 93 65.38 None 1417.7322 AASFNIIPSSTGAAK 280.5515 1417.7370 18.3919 1780 2 709.3721 3.77
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1248.9910 15719.0970 2 16.67 None 1523.7588 DFGEETTALSIVNK 8803.8390 1523.7593 29.1172 10393 2 762.3833 0.3008
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1248.9910 15719.0970 2 16.67 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 5660.0970 1134.5610 27.1648 8218 2 567.7841 ‐0.5690
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 Carbamidomethyl+C(8) 2588.2661 GVPQINVCFDIDANGILNVSAEDK 830.4615 2588.2655 21.1668 4703 3 863.4267 ‐0.4696
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1250.6562 MKEVAEAFLGR 1316.5370 1250.6558 23.4448 4253 2 625.8315 ‐0.5988
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 Carbamidomethyl+C(8) 1243.6140 GVPQINVCFDI 107.9634 1243.6171 19.3213 4064 2 622.3122 2.46
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 857.4363 LNVSAEDK 112.3112 857.4393 23.3154 858 2 429.2233 2.16
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 5062.9070 71313.8321 23 12.85 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 Carbamidomethyl+C(8) 2588.2661 GVPQINVCFDIDANGILNVSAEDK 4565.6640 2588.2655 21.1668 4703 3 863.4267 ‐0.4967
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 None 1450.7689 IQQLLQDFFNGK 588.5277 1450.7637 19.8832 1301 2 725.8855 ‐3.7158
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 Carbamidomethyl+C(15) 1981.0212 IQQLLQDFFNGKELCK 1457.9630 1981.0335 20.7132 4317 2 991.0204 6.34
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 Carbamidomethyl+C(15) 1963.0106 IQQLLQDFFNGKELCK 241.6433 1963.0071 19.8034 1825 2 982.0072 ‐1.7318
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3237.3210 71313.8321 23 12.85 Carbamidomethyl+C(15) 1963.9946 IQQLLQDFFNGKELCK 240.4415 1964.0037 21.1001 5139 3 655.3394 4.0746
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 1030.5164 DAIADGIEAR 6374.5390 1030.5204 20.2187 11878 2 515.7638 3.82
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 2207.1415 ALAVINPGNPTGQVLSEENQR 8134.1070 2207.1419 28.1598 11210 3 736.3855 ‐0.0786
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 1259.7106 ATGIVVVPGSGFR 13009.6200 1259.7080 17.1780 11082 2 630.3577 ‐2.3442
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 Carbamidomethyl+C(10) 1874.9292 AEGAMYLFPCLHLPQK 3033.5450 1874.9296 20.3130 4958 3 625.6481 ‐0.0303
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 911.5309 ILDQIPGR 3213.1110 911.5299 21.4962 3302 2 456.2686 ‐1.6702
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 971.5520 GEIVNIAQK 302.7827 971.5758 22.0756 1496 2 486.2915 23.9459
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 Carbamidomethyl+C(6) 948.4568 LEGVTCNR 165.3270 948.4651 27.9044 1422 1 948.4651 9.98
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 1157.6498 NLIDQSRRR 345.0402 1157.6529 24.9514 3030 2 579.3301 2.37
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 Carbamidomethyl+C(2) 2984.5074 FCKQEGLVLLADEVYQENVYVPDKK 1998.4910 2984.5086 25.5693 1938 3 995.5077 0.1793
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 Carbamidomethyl+C(2) 1503.7512 FCKQEGLVLLADE 534.1935 1503.7502 25.2215 1696 2 752.3788 ‐0.7163
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 917.5203 VVVPGSGFR 199.7101 917.5246 17.2006 1119 2 459.2660 4.1449
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 888.3610 60448.4559 20 17.13 None 2190.1149 ALAVINPGNPTGQVLSEENQR 418.9214 2190.1099 27.6489 1029 3 730.7082 ‐2.5261
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 2207.1415 ALAVINPGNPTGQVLSEENQR 7598.7000 2207.1419 28.1598 11210 3 736.3855 ‐0.0132
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 911.5309 ILDQIPGR 4254.9810 911.5299 21.4962 3302 2 456.2686 ‐1.7954
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 931.5207 DGILSSLAR 483.5494 931.5015 21.6775 11080 2 466.2544 ‐21.2691
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 1518.6893 GGYMEVTGFTSDVR 474.8147 1518.6719 22.4103 4898 3 506.8955 ‐11.5500
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 Carbamidomethyl+C(10) 2212.0968 QVPGTWHFRCTILPQEDK 217.1917 2212.0914 30.3205 1830 3 738.0353 ‐2.6482
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 935.4522 QVPGTWHF 203.3636 935.4530 29.5176 1385 1 935.4530 1.1638
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 Carbamidomethyl+C(10) 2194.0863 QVPGTWHFRCTILPQEDK 237.6959 2194.0751 29.5638 1315 2 1097.5412 ‐4.1982
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 376.8175 60448.4559 20 17.13 None 2190.1149 ALAVINPGNPTGQVLSEENQR 415.5715 2190.1099 27.6489 1029 3 730.7082 ‐2.4568
NP_173228.1 kunitz type trypsin and protease inhibitor domain containing protein Ara 279.5872 22423.8371 5 9.69 None 1063.5419 DVGVFVQDGK 2642.9030 1063.5396 22.2984 4463 2 532.2734 ‐2.6582
NP_173228.1 kunitz type trypsin and protease inhibitor domain containing protein Ara 279.5872 22423.8371 5 9.69 None 955.5823 LALSDVPLK 2493.2620 955.5837 26.8419 3803 2 478.2955 0.8393
NP_173228.1 kunitz type trypsin and protease inhibitor domain containing protein Ara 279.5872 22423.8371 5 9.69 None 1219.6430 DVGVFVQDGKR 415.2309 1219.6294 24.3019 1412 2 610.3183 ‐11.4039
NP_173228.1 kunitz type trypsin and protease inhibitor domain containing protein Ara 279.5872 22423.8371 5 9.69 None 977.5084 GGGLTMSNLK 136.3164 977.5346 24.8875 1270 2 489.2709 26.1321
NP_173228.1 kunitz type trypsin and protease inhibitor domain containing protein Ara 279.5872 22423.8371 5 9.69 None 1045.5313 DVGVFVQDGK 451.8650 1045.5287 20.4722 2121 2 523.2680 ‐2.9710
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 1890.9596 FSPNTLQPTIVSASWDK 4016.0210 1890.9611 18.7294 15758 2 945.9842 1.0524
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 1188.6371 LWDLAAGVSTR 6448.0050 1188.6373 18.0820 7918 2 594.8223 ‐0.1672
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 2872.2220 1448.6990 16.3796 7520 3 483.5712 ‐0.3428
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 Carbamidomethyl+C(4) 2882.3666 VIYCTSLNWSADGSTLFSGYTDGVIR 582.5767 2882.3822 20.2561 6019 3 961.4656 5.1784
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGSLCASGGK 985.6727 2579.2480 25.1906 5185 3 860.4209 2.39
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 1414.7577 DGVVLLWDLAEGK 3245.7710 1414.7579 39.5150 2605 2 707.8826 0.0380
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 920.5061 AYGVAQRR 127.9587 920.5090 27.8570 1771 2 460.7581 2.99



NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 Carbamidomethyl+C(8) 1120.5456 LWNTLGECK 1937.8330 1120.5459 15.5838 1671 2 560.7766 ‐0.1492
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 1674.8949 IWDLESKSIVEDLK 396.4364 1674.9041 17.3866 3118 2 837.9557 5.62
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 661.3628 AAGVSTR 390.3808 661.3612 17.9592 920 1 661.3612 ‐2.2219
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 Carbamidomethyl+C(8) 1102.5350 LWNTLGECK 203.3770 1102.5309 16.7554 1730 2 551.7691 ‐4.1580
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 844.3010 36146.7965 16 35.17 None 1872.9490 FSPNTLQPTIVSASWDK 276.0029 1872.9388 18.0870 1435 2 936.9730 ‐5.1991
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 621.6623 36146.7965 16 35.17 None 1890.9596 FSPNTLQPTIVSASWDK 1438.1400 1890.9611 18.7294 15758 2 945.9842 0.8002
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 621.6623 36146.7965 16 35.17 None 1188.6371 LWDLAAGVSTR 11353.4800 1188.6373 18.0820 7918 2 594.8223 ‐0.0980
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 621.6623 36146.7965 16 35.17 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 3223.8710 1448.6990 16.3796 7520 3 483.5712 ‐0.7958
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 621.6623 36146.7965 16 35.17 Carbamidomethyl+C(14) 2191.0965 LYSLEANSVIHALCFSPNR 803.1817 2191.0898 20.1485 7051 3 731.0348 ‐3.4918
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 348.9218 17175.5727 5 21.57 None 1186.5990 TLFSLDSFEK 4201.1040 1186.5994 19.5365 19731 2 593.8033 0.0776
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 348.9218 17175.5727 5 21.57 Carbamidomethyl+C(7) 2676.2619 MLVVQICSSPSHEMFWDISPQGK 268.2295 2676.2756 22.3079 17173 3 892.7634 4.05
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 348.9218 17175.5727 5 21.57 None 1944.9061 SWSVPESFPHVHNYMK 325.2950 1944.9091 17.3825 5203 4 486.9827 1.85
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 348.9218 17175.5727 5 21.57 Carbamidomethyl+C(7) 913.4634 MLVVQICS 254.1852 913.4663 22.3437 3295 1 913.4663 3.68
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 348.9218 17175.5727 5 21.57 Carbamidomethyl+C(7) 1202.5908 MLVVQICSSPS 270.6493 1202.5866 21.3017 1244 1 1202.5866 ‐2.5513
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4546.0410 17041.3670 6 20.36 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 31541.1200 2586.2132 29.1675 30788 3 862.7426 0.7167
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4546.0410 17041.3670 6 20.36 None 985.5677 IQTAAVASPK 220.1870 985.5555 23.5717 5748 2 493.2814 ‐12.8738
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4546.0410 17041.3670 6 20.36 None 772.4199 PSGVDVAK 880.1744 772.4186 29.1469 978 1 772.4186 ‐1.3873
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4845.0040 17041.3670 6 20.36 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 33602.3200 2586.2132 29.1675 30788 3 862.7426 0.6959
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4845.0040 17041.3670 6 20.36 None 985.5677 IQTAAVASPK 265.9899 985.5821 21.8604 3143 2 493.2947 14.0529
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 4845.0040 17041.3670 6 20.36 None 772.4199 PSGVDVAK 865.3946 772.4186 29.1469 978 1 772.4186 ‐1.3483
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1583.4610 29896.8514 4 34.34 None 896.4876 GLFDFLGK 14037.3700 896.4842 21.3645 11611 1 896.4842 ‐3.4390
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1583.4610 29896.8514 4 34.34 None 3564.7592 AEDSPAVTSTPLVVTEHPVEPTTELPVE 1305.1970 3564.7631 29.1407 9662 4 891.9462 1.89
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1583.4610 29896.8514 4 34.34 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPE 5034.9340 3399.6533 27.5976 4109 4 850.6688 3.94
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1583.4610 29896.8514 4 34.34 None 2151.0564 AQISEPELAAEHEEVKENK 3136.9450 2151.0596 20.4254 2352 3 717.6914 1.41
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1631.7622 LSGSEFDSFMAIAEK 6509.4690 1631.7626 34.5600 13460 2 816.3849 0.3357
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1546.7748 TNVEVDQIESWVK 11522.1400 1546.7734 31.4462 10612 2 773.8903 ‐0.9273
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1796.8701 LDATANDFPKDTFDVK 2401.6130 1796.8720 26.7839 10314 3 599.6288 0.7806
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1659.8800 VVVSDSLDDIVLNSGK 10581.0800 1659.8813 31.0187 10228 2 830.4443 0.8962
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1352.6441 SASGNVVVYEGDR 24310.8700 1352.6447 18.9833 9094 2 676.8260 0.2585
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1523.8792 AASALSSNVPPVVLAK 1882.4990 1523.8813 27.2817 8794 2 762.4443 1.19
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1122.6041 EAEGIVTYLK 3699.6470 1122.6048 26.6976 7154 2 561.8060 0.2478
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 957.6132 VVVVGIFPK 4972.9380 957.6119 18.1679 6468 2 479.3096 ‐1.8145
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1422.7223 SQPIPAENNEPVK 8088.2080 1422.7218 18.1314 6438 2 711.8645 ‐0.5278
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1087.5742 GESSVTGPVVR 18114.1000 1087.5781 17.3697 5991 2 544.2927 3.1402
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 4913.3650 2773.3342 30.3864 4931 3 925.1163 0.7448
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1328.6733 TKEDFISFVDK 2460.3010 1328.6705 22.4264 4511 2 664.8389 ‐2.2493
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1757.8745 EFATQYEVQGFPTIK 2582.0160 1757.8750 30.9765 4495 2 879.4412 0.4814
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1023.4629 DFDGEALEK 2218.0350 1023.4734 20.3847 10257 2 512.2403 9.29
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 2900.5557 FVKESSIPLITVFDKDPNNHPYVIK 193.9373 2900.5156 21.2132 4405 3 967.5101 ‐14.0378
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 2812.3523 SEETETKEFVLTLDHTNFTDTINK 1014.3220 2812.3128 35.6919 2689 3 938.1091 ‐14.3002
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 748.3836 EVATSNK 115.5511 748.3974 19.7329 1454 1 748.3974 18.7418
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 2191.0361 QSGPASAEIKSADDASEVVSDK 645.5402 2191.0306 17.9572 5128 2 1096.0190 ‐1.9433
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1942.9943 AMLFINFTGEGAESLKSK 2536.3900 1942.9886 22.9912 4906 2 971.9980 ‐2.5804
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 3063.5844 SQPIPAENNEPVKVVVSDSLDDIVLNS 1208.6390 3063.5810 35.3529 2813 3 1021.8652 ‐1.3497
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 1341.6685 EDFISFVDKNK 2286.5570 1341.6818 27.0230 1607 2 671.3445 9.77
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 577.2980 SFVDK 135.8522 577.2980 20.1860 1506 1 577.2980 0.0417
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 727.4461 VTGPVVR 205.6827 727.4452 16.8522 1461 1 727.4452 ‐0.9541
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2916.6130 55886.7726 24 53.29 None 952.4775 DFISFVDK 203.9454 952.4816 20.7721 1454 1 952.4816 4.81
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 774.8158 17602.4973 3 21.5 None 1354.6671 YSQVVSNALDMK 8934.4870 1354.6680 25.3339 13780 2 677.8377 0.5354
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 774.8158 17602.4973 3 21.5 None 2085.0645 AGELSAAEIDNLMTIVANPR 527.9077 2085.0756 26.5458 3776 4 522.0243 5.27
NP_173692.1 40S ribosomal protein S18 Arabidopsis thaliana 774.8158 17602.4973 3 21.5 None 1087.5452 QVVSNALDMK 278.1270 1087.5421 24.0669 1174 2 544.2747 ‐3.3319
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1289.6770 SMPTSAALDVVAK 10361.9900 1289.6790 26.1889 10034 2 645.3432 1.81
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1612.8792 ESQEALSPLVDLALK 7068.5690 1612.8799 35.3495 7637 2 806.9436 0.4499
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1717.7816 EDFGGGHPDPNLTYAK 2967.3940 1717.7803 21.8381 7366 3 573.2650 ‐1.0223
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 Carbamidomethyl+C(16) 2119.0740 IFVEELGAQESALLNCTPK 2134.8780 2119.0763 34.2684 6307 2 1060.0418 1.66
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1441.8373 NTLLSTPAVSAVIR 4065.7340 1441.8356 18.5379 5519 2 721.4215 ‐1.2587
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 4369.2930 2516.1724 27.5967 5257 3 839.3956 1.47
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1114.6103 LQSSIPEVNK 6929.3990 1114.6108 19.8970 5072 2 557.8090 0.1101
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1148.5906 LSGTGSEGATIR 12980.6600 1148.5910 15.9513 4851 2 574.7991 ‐0.0075
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1031.5480 GATLVVSGDGR 3715.5250 1031.5466 18.0925 2766 2 516.2769 ‐1.8542
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 945.5047 MAAANGVRR 680.9863 945.5027 18.5840 1266 1 945.5027 ‐1.6686
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1722.7639 YNMENGGPAPESITDK 4830.5410 1722.7499 21.9018 3299 2 861.8786 ‐7.9887
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 2591.1678 SDTGGEPPEFGAAADGDADRNMILG 1030.0390 2591.1703 27.6103 1259 3 864.3949 0.7027
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 689.3577 VVSGDGR 146.0547 689.3545 16.7629 2916 1 689.3545 ‐4.3621
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 913.5465 TPAVSAVIR 328.2968 913.5423 17.7472 1087 2 457.2748 ‐5.1698
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 974.5517 TSAALDVVAK 184.1431 974.5565 25.0562 1066 2 487.7819 4.41
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1699.7711 EDFGGGHPDPNLTYAK 325.5781 1699.7638 21.5969 1325 2 850.3855 ‐4.1821
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 Carbamidomethyl+C(16) 2101.0635 IFVEELGAQESALLNCTPK 371.5452 2101.0701 32.8609 883 3 701.0282 2.44
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1700.7551 EDFGGGHPDPNLTYAK 614.3050 1700.7559 21.1912 2584 3 567.5901 0.1851
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1440.6670 63398.7992 19 31.73 None 1705.7374 YNMENGGPAPESITDK 335.6726 1705.7454 23.7772 1017 2 853.3763 4.13
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 Carbamidomethyl+C(19) 2634.3134 DASFYGGHGIVGAQIPLGCGLAFAQK 7303.6550 2634.3161 20.2899 3046 3 878.7769 0.8146
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 None 938.4942 DAIITSYR 4169.9710 938.4931 20.6799 1879 2 469.7502 ‐1.6357
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 None 1032.5432 TRDEISGVR 674.8490 1032.5438 23.6442 4271 2 516.7756 0.1234
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 None 1158.6226 DEISGVRQVR 424.9976 1158.6286 19.6778 5757 2 579.8179 4.14
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 None 1004.5524 RGDYVPGLK 444.6609 1004.5531 19.2056 1202 2 502.7802 0.2936
NP_173828.1 pyruvate dehydrogenase E1 component subunit alpha 2 Arabidopsis tha 583.5329 43814.8169 6 8.65 None 920.4836 DAIITSYR 883.6041 920.4860 20.1692 1702 2 460.7466 2.0693
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 551.9412 53599.3082 3 8.73 None 1353.6434 AADLTYWESAAR 18439.0900 1353.6474 27.3913 6914 2 677.3273 2.74



NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 551.9412 53599.3082 3 8.73 Carbamidomethyl+C(11) 3032.4412 ISSVNAMSALCEATGADVTQVAHAVG 1301.0910 3032.4263 33.5558 2062 3 1011.4803 ‐5.2788
NP_173979.1 UDP glucose dehydrogenase 1 Arabidopsis thaliana 551.9412 53599.3082 3 8.73 None 2009.9662 AEGISEQVNVVSDAYEATK 272.7318 2009.9191 20.9266 3293 3 670.6446 ‐23.5653
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 730.0499 17368.3981 4 18.24 None 1106.5589 TYPQSAGNIR 10961.3000 1106.5583 16.4645 14028 2 553.7828 ‐0.9671
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 730.0499 17368.3981 4 18.24 None 1317.6467 LPTDDGLTAQMR 538.7444 1317.6441 21.0450 4119 2 659.3257 ‐2.2403
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 730.0499 17368.3981 4 18.24 Carbamidomethyl+C(12) 2216.0877 KLEDIVPSSHNCDVPHVNR 5849.8940 2216.0871 22.3844 14361 4 554.7772 ‐0.2739
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 730.0499 17368.3981 4 18.24 None 842.4479 PQSAGNIR 128.8808 842.4448 17.9320 2147 1 842.4448 ‐3.3519
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 1265.5545 GPSGSPWYGSDR 37727.9700 1265.5529 20.2175 41273 2 633.2801 ‐1.5704
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 983.4985 FGEAVWFK 43896.1800 983.4981 18.4075 26865 2 492.2527 ‐0.8985
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAG 6473.6240 3957.7752 22.5764 21429 3 1319.9299 ‐0.5598
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 5785.7050 1903.9966 25.2118 10345 2 952.5020 2.64
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 982.5316 ELEVIHSR 27506.1000 982.5315 17.5408 5475 2 491.7694 ‐0.6397
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 1252.6757 NRELEVIHSR 2148.0920 1252.6764 17.3629 2096 3 418.2303 0.2939
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 1061.5374 NRELEVIHS 379.3126 1061.5371 19.2963 5536 2 531.2722 ‐0.7355
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 1111.4803 SGSPWYGSDR 167.1938 1111.4763 20.2134 785 1 1111.4763 ‐3.0183
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 5213.2890 28298.2374 16 36.70 None 1234.6651 NRELEVIHSR 259.7631 1234.6629 17.4135 3585 2 617.8351 ‐2.0569
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 983.4985 FGEAVWFK 86060.5900 983.4981 18.4075 26865 2 492.2527 ‐0.7354
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAG 8047.7910 3957.7752 22.5764 21429 3 1319.9299 ‐0.0751
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 1661.3350 1903.9966 25.2118 10345 2 952.5020 2.83
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLAT 3448.4830 3630.7746 25.0296 4945 3 1210.9297 ‐2.7170
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 1019.5044 DPEAFAELK 151.6282 1019.5042 22.7609 953 1 1019.5042 0.4449
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 2440.2031 VAGNGPLGEAEDLLYPGGSFDPLGL 254.6843 2440.2140 24.1292 805 3 814.0762 4.1661
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4547.3710 28298.2374 16 36.70 None 3612.7744 VAGNGPLGEAEDLLYPGGSFDPLGLAT 97.3348 3612.7582 23.4842 6265 3 1204.9243 ‐4.3317
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 1453.7144 SIQMEGLFWGASK 11453.4000 1453.7163 20.0336 15776 2 727.3618 1.1703
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 1991.9630 SSVLIDIKPWDDETDMK 4500.8940 1991.9646 31.9342 13372 3 664.6597 0.5334
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPP 7753.0340 3096.5573 29.3191 10164 3 1032.8573 ‐0.5369
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 945.5768 LVPVGYGIK 10566.6100 945.5764 15.6188 9408 2 473.2918 ‐0.9381
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 1124.6422 KLDEHLLTR 3461.7570 1124.6439 19.6680 1850 2 562.8256 1.1251
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 733.4243 PVGYGIK 540.0917 733.4246 15.6148 2151 1 733.4246 0.7108
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2507.9260 25246.3106 11 35.06 None 1220.5769 SIQMEGLFWGA 278.1818 1220.5793 21.5310 1945 2 610.7933 1.37
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 429.6237 25246.3106 11 35.06 None 1991.9630 SSVLIDIKPWDDETDMK 2899.5040 1991.9646 31.9342 13372 3 664.6597 0.6478
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 429.6237 25246.3106 11 35.06 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPP 1452.2290 3096.5573 29.3191 10164 3 1032.8573 ‐0.6738
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 429.6237 25246.3106 11 35.06 None 1448.7202 MAAFPNLNSDAGLK 144.8523 1448.7183 34.0927 3217 2 724.8628 ‐1.3152
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 429.6237 25246.3106 11 35.06 None 1124.6422 KLDEHLLTR 7639.6270 1124.6439 19.6680 1850 2 562.8256 1.0811
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 1343.6664 FYGEVTQQMLK 9675.8810 1343.6689 16.6107 19365 2 672.3381 1.33
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 1668.8778 ILVIEGLHPMFDER 5242.2680 1668.8782 19.7408 15610 3 556.9642 ‐0.4007
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 1475.8217 IRDLYEQLIANK 3740.7810 1475.8224 17.6276 12469 2 738.4148 0.3459
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 1961.0226 LDELIYVESHLSNLSTK 1460.0990 1961.0131 20.6546 1665 2 981.0102 ‐4.7947
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 2517.2467 AVSTIYSTQALNSTHFLTSSSSSK 384.5960 2517.2513 20.6433 1160 3 839.7553 1.80
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 3630.4540 2494.1749 23.5504 8081 2 1247.5911 0.3228
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 None 1605.8595 DLYEQLIANKATAR 322.2437 1605.8689 19.6485 4231 2 803.4381 5.64
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 848.1199 44748.8005 8 26.8 Carbamidomethyl+C(8)
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 None 2237.0795 LTESPGLINSSPYEDGWMIK 17812.2900 2237.0735 33.6050 37483 2 1119.0404 ‐1.7097
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 None 1653.8880 VKPSSPAELEALMGPK 3169.9020 1653.8894 28.2820 22255 3 551.9680 0.7551
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 Carbamidomethyl+C(1) 2254.0962 CFSSVLEGLKYANSHEWVK 289.9329 2254.1086 32.9471 1041 3 752.0410 5.05
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 Carbamidomethyl+C(1) 1451.6988 CFSSVLEGLKYAN 793.0153 1451.6961 34.5794 6138 2 726.3517 ‐1.9035
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 None 1471.6951 LTESPGLINSSPYE 158.4700 1471.6899 32.6277 1672 2 736.3486 ‐3.5294
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 2518.2400 18011.2367 6 33.13 Carbamidomethyl+C(1) 2237.0696 CFSSVLEGLKYANSHEWVK 396.7568 2237.0759 34.0741 2992 2 1119.0416 3.29
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 1004.5809 GVTMTALLAK 1728.4760 1004.5783 17.3595 5380 2 502.7928 ‐2.9127
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 1349.6882 NMVESLGVPTFR 4019.5650 1349.6897 18.6652 2432 2 675.3485 0.9597
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 2716.3035 QLQPQEYNTGTFTLSNLGMFGVDR 402.6287 2716.2990 20.5989 1507 3 906.1045 ‐1.8985
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 2501.3068 EVVAAPGVELGSVVPFTTMQGAVSR 788.4590 2501.3130 20.9671 2088 3 834.4425 2.1703
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 1757.9320 VGYTISTDALDALYKK 140.1085 1757.9589 23.5672 801 2 879.4831 15.2919
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 1191.5827 LSNLGMFGVDR 268.2632 1191.5842 21.7956 1144 1 1191.5842 2.96
NP_174703.1 protein embryo defective 3003 Arabidopsis thaliana 208.8943 48363.9065 7 9.89 None 1331.6776 NMVESLGVPTFR 177.0703 1331.6818 19.0495 892 2 666.3445 2.27
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1150.6830 LLVSLVTSYR 1107.6060 1150.6787 18.8679 157704 2 575.8430 ‐4.1609
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1685.7977 VSDSVPAPSDDAEQLR 43657.5000 1685.7991 21.7220 52393 2 843.4032 0.9441
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1397.7787 AILLWTLEPGER 29084.5800 1397.7798 20.7580 31864 2 699.3936 0.6519
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1369.6304 YEGDEVNMTLAK 19485.9100 1369.6301 22.8535 31435 2 685.3187 ‐0.3647
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1146.5711 MLVALLGEDDA 61985.5700 1146.5687 34.3132 28078 1 1146.5687 ‐1.4016
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1034.5378 AQINATFNR 9092.2910 1034.5364 19.0031 24733 2 517.7718 ‐1.7719
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1466.7122 TLDKELSNDFER 62719.1500 1466.7129 23.5262 19880 3 489.5758 0.2624
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 2243.1455 TAFEGWGTNEDLIISILAHR 4878.7790 2243.1437 23.0310 18934 3 748.3861 ‐1.0398
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1566.7435 QAYHETYGEDLLK 3263.3920 1566.7434 23.3853 17958 3 522.9193 ‐0.2863
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 993.5000 VIGEEYQR 39348.9800 993.4992 16.0687 15904 2 497.2533 ‐1.2554
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 7969.0030 1781.8325 18.0930 15003 2 891.4199 1.0288
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1160.5331 HYNDEDVIR 11885.5600 1160.5328 16.6655 13573 2 580.7701 ‐0.5465
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1713.7827 SLEEDVAHHTTGDFR 4463.5180 1713.7871 22.8895 11036 3 571.9339 2.22
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1201.6535 DALLANEATKR 6337.1620 1201.6503 17.9414 10075 2 601.3288 ‐2.9572
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1045.5524 DALLANEATK 12804.9200 1045.5532 18.9071 5129 2 523.2803 0.3415
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1835.9021 SLEEGDDDDKFLALLR 11225.2400 1835.8998 33.5071 44868 3 612.6381 ‐1.5582
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 2957.5288 LLVSLVTSYRYEGDEVNMTLAKQEAK 1137.8150 2957.5478 23.8999 7582 4 740.1424 6.17
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1841.8777 KSLEEDVAHHTTGDFR 1770.4160 1841.8786 21.2875 6874 4 461.2251 0.3244
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1086.6378 SAEQRKVIR 743.6144 1086.6428 26.5472 1234 2 543.8250 4.1527
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1931.0345 VIGEEYQRRNSIPLEK 254.7997 1931.0458 21.2827 1036 2 966.0265 6.1468
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 432.2817 TLAK 118.8714 432.2795 20.8778 43566 1 432.2795 ‐5.0948
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1506.7435 EGDDDDKFLALLR 2791.8390 1506.7369 33.4993 2899 2 753.8721 ‐4.4148
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1198.5699 PAPSDDAEQLR 1857.4070 1198.5667 21.7268 2144 1 1198.5667 ‐1.9232



NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 833.3900 HTTGDFR 170.5363 833.3922 22.5847 1845 1 833.3922 3.0033
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1115.5878 NMTLAKQEAK 224.5861 1115.5936 23.8616 1739 2 558.3004 4.90
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 958.5608 LLVSLVTSY 142.3199 958.5563 21.1311 1407 2 479.7818 ‐5.2401
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1252.5804 DKELSNDFER 210.7094 1252.5872 23.4196 1020 2 626.7972 5.1232
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1384.6240 EDVAHHTTGDFR 2252.4480 1384.6205 22.8898 965 2 692.8139 ‐2.6739
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 789.4213 ANEATKR 8196.5920 789.4213 17.9328 959 1 789.4213 0.2352
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1513.6666 EEDVAHHTTGDFR 1086.6890 1513.6700 22.8851 824 2 757.3387 2.07
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1695.7721 SLEEDVAHHTTGDFR 403.2255 1695.7674 22.0589 1448 3 565.9273 ‐3.0709
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1016.5272 AQINATFNR 179.3200 1016.5300 18.8212 809 2 508.7686 2.90
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 1017.5112 AQINATFNR 255.6691 1017.5137 20.5845 5187 1 1017.5137 2.38
NP_174810.1 annexin 1 Arabidopsis thaliana 11844.6400 36317.7340 47 66.56 None 976.4734 VIGEEYQR 157.7809 976.4777 17.6205 1641 2 488.7425 3.15
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 1146.5711 MLVALLGEDDA 59531.8300 1146.5687 34.3132 28078 1 1146.5687 ‐1.6496
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 1034.5378 AQINATFNR 12389.4300 1034.5364 19.0031 24733 2 517.7718 ‐1.8502
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 1566.7435 QAYHETYGEDLLK 4690.0830 1566.7434 23.3853 17958 3 522.9193 ‐0.0752
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 1020.4956 TGTDEGALTR 220.7113 1020.4990 26.0699 2804 2 510.7531 2.63
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 722.3580 NATFNR 1841.5180 722.3568 19.0131 1510 1 722.3568 ‐1.3207
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 608.3151 ATFNR 2038.1210 608.3166 19.0497 1111 1 608.3166 2.99
NP_174810.1 annexin 1 Arabidopsis thaliana 2616.8240 36317.7340 47 66.56 None 1002.4851 TGTDEGALTR 85.0789 1002.4899 24.4446 1703 1 1002.4899 5.75
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 None 1150.6830 LLVSLVTSYR 1980.2900 1150.6787 18.8679 157704 2 575.8430 ‐4.0743
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 None 1397.7787 AILLWTLEPGER 40512.4600 1397.7798 20.7580 31864 2 699.3936 0.6255
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 None 2243.1455 TAFEGWGTNEDLIISILAHR 5792.3280 2243.1437 23.0310 18934 3 748.3861 ‐1.1958
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 8806.4010 1781.8325 18.0930 15003 2 891.4199 0.8266
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 Carbamidomethyl+C(5) 2210.1638 STIQCLTRPELYFVDVLR 1070.3930 2210.1955 19.6730 11807 3 737.4034 13.9092
NP_174810.1 annexin 1 Arabidopsis thaliana 2445.1480 36317.7340 47 66.56 None 1201.6535 DALLANEATKR 177.2399 1201.6819 19.6634 1265 2 601.3446 23.3891
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1384.7795 AAALNIVPTSTGAAK 43966.3200 1384.7774 24.1670 80331 2 692.8923 ‐1.6280
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 2548.4680 1775.9014 21.1271 20727 2 888.4544 1.1613
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1555.6805 GTMTTTHSYTGDQR 23164.0800 1555.6814 14.0827 18207 3 519.2320 0.2566
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1627.8537 DSPLEVVVLNDSGGVK 6891.7440 1627.8561 31.6966 18045 2 814.4317 1.61
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1289.6583 IVDNETISVDGK 12129.7200 1289.6584 20.4706 17625 2 645.3328 ‐0.1871
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1067.6823 AVSLVLPQLK 14763.2000 1067.6821 18.7985 15968 2 534.3447 ‐0.5847
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1822.0320 VPTPNVSVVDLVINVEK 1927.3140 1822.0347 21.4776 15599 2 911.5210 1.43
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1449.7332 GLTAEDVNEAFRK 2971.8560 1449.7332 24.0258 13365 2 725.3703 ‐0.0946
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1061.4972 YDSMLGTFK 6066.8890 1061.4986 26.3147 13248 2 531.2529 0.8943
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1151.6783 VVDLAHLVASK 5285.3830 1151.6787 16.9802 9788 2 576.3430 ‐0.0031
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1772.8027 VVAWYDNEWGYSQR 4475.8460 1772.8051 18.3207 9199 2 886.9062 1.47
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 812.5240 VIITAPAK 4662.1800 812.5240 18.4653 6542 2 406.7656 ‐0.6779
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1950.1270 VPTPNVSVVDLVINVEKK 759.8932 1950.1297 20.6012 5502 3 650.7148 1.1397
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1148.6198 VLDEEFGIVK 7444.5630 1148.6213 27.6226 25536 2 574.8143 0.9699
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 3192.6700 1440.5955 17.8891 10944 2 720.8014 0.3721
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1577.8282 KGLTAEDVNEAFRK 859.2175 1577.8188 29.5473 2956 2 789.4131 ‐5.9236
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1238.7355 VVDLVINVEKK 227.5380 1238.7317 18.9357 32164 2 619.8695 ‐3.3264
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 944.5411 IVPTSTGAAK 322.2315 944.5406 22.6448 5983 2 472.7740 ‐1.0531
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1107.5429 EDVNEAFRK 235.9091 1107.5387 23.6276 5047 1 1107.5387 ‐3.1433
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1176.5743 VDNETISVDGK 165.9156 1176.5797 19.6961 3912 2 588.7935 4.97
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1347.6249 GADIPTYVMGVNE 310.6079 1347.6229 21.8223 3346 3 449.8792 ‐1.7471
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 600.3715 ITAPAK 1355.5070 600.3720 18.4631 2969 1 600.3720 0.8963
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1397.6114 MTTTHSYTGDQR 7326.3600 1397.6116 14.0799 1512 2 699.3094 0.0110
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 897.5768 SLVLPQLK 627.9678 897.5778 18.7995 1322 1 897.5778 1.62
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1040.5735 NIVPTSTGAAK 333.8965 1040.5736 23.5565 1082 2 520.7904 ‐0.3552
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4935.9680 48115.8491 56 48.55 None 1266.5709 TTTHSYTGDQR 3232.4640 1266.5700 14.0784 962 2 633.7887 ‐0.9529
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1384.7795 AAALNIVPTSTGAAK 63539.9800 1384.7774 24.1670 80331 2 692.8923 ‐1.5727
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1627.8537 DSPLEVVVLNDSGGVK 6209.7810 1627.8561 31.6966 18045 2 814.4317 1.42
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1449.7332 GLTAEDVNEAFRK 2790.4950 1449.7332 24.0258 13365 2 725.3703 ‐0.0145
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1061.4972 YDSMLGTFK 5886.8340 1061.4986 26.3147 13248 2 531.2529 0.8262
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 812.5240 VIITAPAK 16078.7100 812.5240 18.4653 6542 2 406.7656 ‐0.8410
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1148.6198 VLDEEFGIVK 4246.7680 1148.6213 27.6226 25536 2 574.8143 0.9351
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 Carbamidomethyl+C(10) 1419.6686 SAIHSFPAQCSSK 730.0862 1419.6686 24.4265 5474 2 710.3379 ‐0.0392
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 996.5585 ATHAALAVSR 290.6523 996.5472 21.7505 3632 2 498.7772 ‐11.9027
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1755.9487 KDSPLEVVVLNDSGGVK 194.2080 1755.9384 35.2824 1032 2 878.4729 ‐5.4903
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 732.3886 PTSTGAAK 626.0164 732.3868 24.1687 3630 1 732.3868 ‐2.1269
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 600.3715 ITAPAK 7718.1610 600.3720 18.4631 2969 1 600.3720 1.0673
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 Carbamidomethyl+C(7) 1148.5154 HSFPAQCSSK 195.7276 1148.5120 24.4450 1825 2 574.7596 ‐3.2977
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1058.5840 NIVPTSTGAAK 2560.0440 1058.5811 24.1662 1599 1 1058.5811 ‐2.4024
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1049.5514 LDEEFGIVK 220.6346 1049.5492 25.9479 1211 2 525.2782 ‐2.5992
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1040.5735 NIVPTSTGAAK 803.4184 1040.5736 23.5565 1082 2 520.7904 ‐0.4312
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 978.5479 ATHAALAVSR 135.9888 978.5470 20.7363 3969 2 489.7771 ‐1.5454
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 Carbamidomethyl+C(10) 1401.6580 SAIHSFPAQCSSK 130.2578 1401.6542 23.2144 1169 2 701.3307 ‐2.8166
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 3562.9880 48115.8491 56 48.55 None 1432.7067 GLTAEDVNEAFRK 254.2802 1432.7105 22.5714 920 2 716.8589 2.52
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 6069.4930 1775.9014 21.1271 20727 2 888.4544 0.9618
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1067.6823 AVSLVLPQLK 14865.9800 1067.6821 18.7985 15968 2 534.3447 ‐0.4601
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1822.0320 VPTPNVSVVDLVINVEK 1446.6120 1822.0347 21.4776 15599 2 911.5210 1.37
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1151.6783 VVDLAHLVASK 3434.3500 1151.6787 16.9802 9788 2 576.3430 0.0830
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1772.8027 VVAWYDNEWGYSQR 5967.5390 1772.8051 18.3207 9199 2 886.9062 1.66
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1950.1270 VPTPNVSVVDLVINVEKK 446.5084 1950.1297 20.6012 5502 3 650.7148 0.8741
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1384.7795 AAALNIVPTSTGAAK 3105.2630 1384.7797 15.7055 2600 2 692.8935 0.0086



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1238.7355 VVDLVINVEKK 208.6644 1238.7306 19.2883 179006 2 619.8689 ‐4.1515
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 1058.5840 NIVPTSTGAAK 320.9486 1058.5817 16.8616 2440 1 1058.5817 ‐1.5005
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 1306.8920 48115.8491 56 48.55 None 897.5768 SLVLPQLK 519.3640 897.5778 18.7995 1322 1 897.5778 1.19
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 2184.2274 ETPPELILPDNVLPGGKPVAK 5203.1550 2184.2278 32.0808 3894 3 728.7475 ‐0.0892
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 1136.5582 SFEQIEVER 11032.5000 1136.5579 22.7304 3541 2 568.7826 ‐0.6626
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 967.4917 TLMNVFDK 460.2191 967.4913 27.8882 2185 2 484.2493 ‐1.0029
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 1606.8509 TLMNVFDKSPLVDK 600.4268 1606.8597 28.6870 4327 3 536.2914 5.1847
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 1588.8403 TLMNVFDKSPLVDK 159.0275 1588.8320 27.9984 2209 2 794.9196 ‐5.2442
NP_175159.1 gamma carbonic anhydrase 2 Arabidopsis thaliana 763.4550 30179.3329 6 13.67 None 1119.5317 SFEQIEVER 225.5333 1119.5272 23.3844 1094 2 560.2672 ‐4.3910
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1207.6205 TPFTSGLDLEK 1108.4390 1207.6205 27.1385 18594 2 604.3139 ‐0.3341
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1586.8458 VSSVEVDLPAMLAQK 5186.1440 1586.8451 19.4588 14589 2 793.9262 ‐0.4378
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2119.0917 FISPNEVSVETIDGGNTIVK 8832.2390 2119.0892 31.0670 14041 2 1060.0482 ‐0.7119
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 5653.5770 2395.2838 21.5790 8417 3 799.0995 ‐0.4284
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1139.6419 HIIVATGSDVK 13433.8700 1139.6414 17.3841 6832 2 570.3243 ‐0.8414
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1178.5899 VVSVDSSSDGVK 18667.5600 1178.5899 16.2607 6687 2 589.7986 ‐0.3865
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1029.5575 AIDNAEGLVK 12200.2500 1029.5556 21.0041 5475 2 515.2815 ‐2.2764
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2400.0350 2539.3250 36.8824 5272 3 847.1132 ‐0.2284
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1487.8315 IVSSTGALSLSEVPK 1865.4820 1487.8313 16.8549 4636 2 744.4193 ‐0.2041
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1023.4410 2548.3036 37.0586 3628 3 850.1060 2.68
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1991.0783 LIVIGAGYIGLEMGSVWGR 590.4808 1991.0983 23.6513 3927 2 996.0528 10.83
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1187.6015 NLSNSPTDALR 920.8482 1187.6079 25.5991 2474 1 1187.6079 6.0509
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1045.5636 IGVETDKAGR 8787.0340 1045.5633 17.9580 36505 2 523.2853 ‐0.8129
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1168.5932 FPFMANSRAK 1570.6770 1168.5865 28.5898 5275 2 584.7969 ‐6.0734
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 525.5250 1448.7688 24.7584 2964 2 724.8881 ‐6.2737
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1188.6470 STGALSLSEVPK 456.1789 1188.6471 15.8105 30668 3 396.8872 ‐0.2309
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 677.3464 ATGSDVK 360.0231 677.3449 16.8035 1696 1 677.3449 ‐2.1120
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 932.4796 GVETDKAGR 265.2267 932.4821 17.0945 1154 2 466.7447 2.1619
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 224.5176 925.4575 25.0630 903 1 925.4575 2.0282
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1568.8353 VSSVEVDLPAMLAQK 393.6664 1568.8368 18.3144 3921 3 523.6171 0.7143
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1207.6205 TPFTSGLDLEK 1519.8960 1207.6205 27.1385 18594 2 604.3139 ‐0.3464
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2119.0917 FISPNEVSVETIDGGNTIVK 2915.2870 2119.0892 31.0670 14041 2 1060.0482 ‐0.3764
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1139.6419 HIIVATGSDVK 8894.8740 1139.6414 17.3650 5963 2 570.3243 ‐0.8342
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2120.1740 2539.3250 36.8824 5272 3 847.1132 ‐0.2385
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1035.6340 2548.3036 37.0586 3628 3 850.1060 2.46
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1459.7250 EAAMATYDKPIHI 1731.7530 1459.7340 25.1451 14016 3 487.2495 6.1785
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1187.6015 NLSNSPTDALR 290.0525 1187.6123 21.5203 2196 2 594.3098 8.35
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1168.5932 FPFMANSRAK 1074.1340 1168.5865 28.5898 5275 2 584.7969 ‐6.1006
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 507.5805 1448.7688 24.7584 2964 2 724.8881 ‐6.1940
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 304.9343 925.4575 25.0630 903 1 925.4575 1.98
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1119.5827 SAVLMNLESR 4718.4310 1119.5838 25.0781 8408 2 560.2955 0.6213
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1625.8567 MVLAASGVEHEELLK 2458.9980 1625.8607 26.7827 7510 3 542.6251 2.1735
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1462.7132 EIEAIGGNTSASASR 1645.9100 1462.7135 18.2193 6732 2 731.8604 0.1133
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 979.5207 QILTYGER 4395.9480 979.5176 19.8013 5951 2 490.2624 ‐3.7259
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1912.5790 1986.0852 31.1951 2942 3 662.6999 ‐2.9708
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 1727.3860 2323.1431 23.6964 1702 2 1162.0752 1.0722
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1859.9286 NPAFLDWEVNEELRK 166.8014 1859.8843 19.1319 2521 2 930.4458 ‐23.5902
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 573.2991 SAGGPGK 129.6740 573.2962 23.3544 7940 1 573.2962 ‐4.9745
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 870.4680 VNEELRK 114.2282 870.4712 19.5471 2177 2 435.7393 3.1686
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 738.3781 LTYGER 614.8906 738.3765 20.9825 2171 1 738.3765 ‐1.9223
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 749.3610 MNLESR 114.0453 749.3635 25.0707 1642 1 749.3635 3.69
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1841.9181 NPAFLDWEVNEELRK 369.5572 1841.9191 20.8220 947 2 921.4632 0.8171
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 449.2071 54573.1929 28 18.29 None 1607.8462 MVLAASGVEHEELLK 343.3505 1607.8541 27.2285 943 3 536.6229 4.74
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 1119.5827 SAVLMNLESR 8791.2800 1119.5838 25.0781 8408 2 560.2955 0.5754
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 1625.8567 MVLAASGVEHEELLK 1079.2280 1625.8607 26.7827 7510 3 542.6251 2.12
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 979.5207 QILTYGER 3665.3830 979.5176 19.8013 5951 2 490.2624 ‐3.8253
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 1986.0906 VAEPLTSDLPNVPPQLAPK 2237.8980 1986.0852 31.1951 2942 3 662.6999 ‐2.8550
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 974.5669 KPVDQFLK 973.3121 974.5652 20.0611 2625 2 487.7862 ‐2.3755
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 Oxidation+M(10) 2100.9906 LNGELLEEFMTENFTAAR 440.6486 2100.9853 36.2561 1893 3 700.9999 ‐2.7027
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 892.4159 TENFTAAR 260.1574 892.4140 34.7217 9931 1 892.4140 ‐1.7719
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 738.3781 LTYGER 154.2116 738.3765 20.9825 2171 1 738.3765 ‐1.8572
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 810.4509 KPVDQFL 450.2176 810.4472 20.0784 1707 1 810.4472 ‐4.2118
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 749.3610 MNLESR 149.3637 749.3635 25.0707 1642 1 749.3635 3.37
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 862.4451 LMNLESR 196.5234 862.4465 25.0938 1320 1 862.4465 1.98
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 1968.0801 VAEPLTSDLPNVPPQLAPK 445.3154 1968.0823 27.9373 13453 3 656.6989 0.9850
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 956.5564 KPVDQFLK 140.6156 956.5525 21.3637 2035 2 478.7799 ‐4.6959
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 Oxidation+M(10) 2083.9641 LNGELLEEFMTENFTAAR 130.6569 2083.9710 34.2689 3823 2 1042.4891 4.0929
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis 365.2701 54573.1929 28 18.29 None 962.4942 QILTYGER 217.3930 962.4954 18.1350 907 2 481.7513 0.6327
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 28116.6200 1797.0490 22.5185 23157 2 899.0281 2.1148
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 1448.7090 ELTVYPVDEPMR 11896.2000 1448.7103 27.0556 12623 2 724.8588 0.8296
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 1366.7154 TLVAQGFWPYGK 2053.7290 1366.7160 19.0997 10389 2 683.8616 0.2468
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 1131.5649 IGPMLNEMAR 9355.6990 1131.5666 25.1385 9987 2 566.2869 1.1321
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 988.4887 SFLFFDGR 7110.2580 988.4893 20.0612 7916 2 494.7483 0.1353
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 2618.3494 GASFAVEGATLLGAPVESMTLNQQVK 1045.8100 2618.3494 21.2313 11866 3 873.4547 ‐0.2408
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 1250.5800 AANWNDDFVAK 7634.0730 1250.5796 24.4864 7589 2 625.7934 ‐0.6412
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 2293.1459 SRDDPNGKFSDGLITPDFLAK 3475.9660 2293.1486 21.5722 1555 3 765.0544 0.9377



NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 756.4291 FVIQTLA 162.3005 756.4254 23.0252 2762 1 756.4254 ‐4.5922
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 641.3042 FFDGR 952.6191 641.3014 20.0689 1286 1 641.3014 ‐4.0972
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 970.4781 SFLFFDGR 205.1074 970.4766 19.3353 1854 1 970.4766 ‐1.0569
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 2274.2340 43650.3196 24 29.67 None 1349.6889 TLVAQGFWPYGK 238.8260 1349.6897 18.6652 2432 2 675.3485 0.4804
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 795.8199 43650.3196 24 29.67 None 1448.7090 ELTVYPVDEPMR 9664.6900 1448.7103 27.0556 12623 2 724.8588 0.9092
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 795.8199 43650.3196 24 29.67 None 1131.5649 IGPMLNEMAR 14439.3400 1131.5666 25.1385 9987 2 566.2869 1.0907
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 795.8199 43650.3196 24 29.67 None 1250.5800 AANWNDDFVAK 4378.5240 1250.5796 24.4864 7589 2 625.7934 ‐0.6371
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 795.8199 43650.3196 24 29.67 None 1430.6984 ELTVYPVDEPMR 247.8769 1430.6944 25.3143 1097 3 477.5697 ‐2.8410
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 29659.5300 1797.0490 22.5185 23157 2 899.0281 1.56
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 988.4887 SFLFFDGR 5548.3000 988.4893 20.0612 7916 2 494.7483 0.2961
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 2618.3494 GASFAVEGATLLGAPVESMTLNQQVK 1976.2880 2618.3494 21.2313 11866 3 873.4547 ‐0.2566
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 2492.2245 NSPASAPFQFTVFDFYNAVLTR 1265.9840 2492.2342 24.7314 6525 2 1246.6207 4.1695
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 2877.4319 NSPASAPFQFTVFDFYNAVLTRTQR 578.9879 2877.4245 19.9924 6012 3 959.8130 ‐2.7103
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 Oxidation+M(19) 2438.2279 LNDLAKQHNEKIGPMLNEMAR 571.3502 2438.2254 25.6055 2465 2 1219.6163 ‐0.7641
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 641.3042 FFDGR 866.5912 641.3014 20.0689 1286 1 641.3014 ‐4.1896
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1545.5780 43650.3196 24 29.67 None 970.4781 SFLFFDGR 217.7841 970.4766 19.3353 1854 1 970.4766 ‐0.9333
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1109.5950 LGEEGAPAIPR 42265.3600 1109.5944 21.3407 16058 2 555.3008 ‐0.8676
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 9355.1990 1231.6100 22.5737 15650 2 616.3087 ‐0.2334
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1194.6001 TIEAYNIADGK 6236.8100 1194.5987 21.9335 15252 2 597.8030 ‐1.4833
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1516.7067 WAQLPDPGDNFEK 12072.1400 1516.7096 28.1504 14823 2 758.8584 1.52
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1141.6364 APTLQGQWIK 1929.8220 1141.6368 25.6488 11387 2 571.3220 ‐0.0432
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1677.8006 SYDTVTSEWTFLTK 2482.9510 1677.8019 34.0943 10876 2 839.4046 0.8371
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1325.6736 LYSFGGELTPNK 2911.0780 1325.6731 26.7341 8814 2 663.3402 ‐0.5584
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1042.5164 LDEVGGPEAR 48425.5900 1042.5171 16.0140 7883 2 521.7622 0.2431
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1532.7703 WTEVETTGAKPSAR 11836.3100 1532.7711 17.6225 7245 3 511.5952 0.2298
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1340.6481 GWTAYTAATVDGK 1962.5210 1340.6482 24.4760 4930 2 670.8277 ‐0.1092
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 990.5367 GGAGFAVVQGK 2439.4760 990.5351 19.9417 4061 2 495.7712 ‐2.1612
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1378.6161 TDDLYFYAVNSA 2109.8030 1378.6157 32.1121 5586 2 689.8115 ‐0.5067
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1672.8078 WAQLPDPGDNFEKR 1013.8810 1672.8163 26.6523 3201 3 558.2769 4.27
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1497.7696 FRTIEAYNIADGK 1379.8310 1497.7600 29.4215 5638 2 749.3837 ‐6.4540
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 Carbamidomethyl+C(8) 1917.9885 GDAPTVSCLGVRMVAVGTK 569.3069 1917.9700 18.7783 1650 2 959.4886 ‐9.3469
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1818.9385 LYSFGGELTPNKHIDK 200.3400 1818.9308 27.6696 1405 2 909.9691 ‐3.9884
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 557.3082 QWIK 62.2291 557.3066 25.7073 6660 1 557.3066 ‐2.8007
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 867.4247 LYSFGGEL 128.9024 867.4220 28.8050 4112 1 867.4220 ‐2.6735
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 601.3668 AVVQGK 680.5203 601.3668 21.5724 2855 1 601.3668 0.1144
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 Carbamidomethyl+C(8) 1195.5889 GDAPTVSCLGVR 297.9870 1195.5939 16.9617 2810 2 598.3006 3.61
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1031.5156 SFGGELTPNK 146.7764 1031.5106 24.2878 1420 1 1031.5106 ‐4.3424
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1498.6961 WAQLPDPGDNFEK 396.4463 1498.6981 27.5661 2310 2 749.8527 1.06
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1307.6630 LYSFGGELTPNK 342.9156 1307.6679 24.0397 1274 1 1307.6679 4.26
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 1322.6375 GWTAYTAATVDGK 349.8941 1322.6338 22.2982 1014 2 661.8205 ‐3.0616
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 6109.1170 37065.3696 44 46.04 None 973.5102 GGAGFAVVQGK 115.0206 973.5141 21.2388 4176 1 973.5141 4.35
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 7375.6530 1231.6100 22.5737 15650 2 616.3087 ‐0.2366
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1194.6001 TIEAYNIADGK 4951.6240 1194.5987 21.9335 15252 2 597.8030 ‐1.5006
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1516.7067 WAQLPDPGDNFEK 9693.3650 1516.7096 28.1504 14823 2 758.8584 1.08
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1141.6364 APTLQGQWIK 3548.1010 1141.6368 25.6488 11387 2 571.3220 ‐0.0807
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1677.8006 SYDTVTSEWTFLTK 3206.5700 1677.8019 34.0943 10876 2 839.4046 1.0042
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1325.6736 LYSFGGELTPNK 4230.0010 1325.6731 26.7341 8814 2 663.3402 ‐0.5257
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1532.7703 WTEVETTGAKPSAR 5078.3270 1532.7717 17.6040 6740 3 511.5954 0.8170
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1340.6481 GWTAYTAATVDGK 2004.3960 1340.6482 24.4760 4930 2 670.8277 ‐0.0707
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 990.5367 GGAGFAVVQGK 3676.0920 990.5351 19.9417 4061 2 495.7712 ‐2.2563
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1672.8078 WAQLPDPGDNFEKR 1388.4830 1672.8163 26.6523 3201 3 558.2769 4.97
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1272.6769 MAPTLQGQWIK 551.5018 1272.7063 27.7074 1978 2 636.8568 22.8883
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1497.7696 FRTIEAYNIADGK 1667.7090 1497.7600 29.4215 5638 2 749.3837 ‐6.3556
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 595.3388 2692.3078 40.2356 2477 2 1346.6575 8.04
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 2147.0417 IYIFGGRDENRNFENFR 1915.9910 2147.0331 34.1718 1466 2 1074.0202 ‐3.1811
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 557.3082 QWIK 91.4667 557.3066 25.7073 6660 1 557.3066 ‐2.5967
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 980.4684 EAYNIADGK 3636.3600 980.4686 21.9369 1115 1 980.4686 0.5888
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1479.7591 FRTIEAYNIADGK 182.6154 1479.7666 30.9853 2441 2 740.3869 5.0946
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1498.6961 WAQLPDPGDNFEK 286.3796 1498.6981 27.5661 2310 2 749.8527 1.94
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 1651.6670 37065.3696 44 46.04 None 1255.6504 MAPTLQGQWIK 242.7005 1255.6461 28.9642 769 1 1255.6461 ‐2.9998
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1280.7685 VVAAGANPVLITR 158472.5000 1280.7689 15.6378 33020 2 640.8881 0.0960
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1541.7693 EVELEDPVENIGAK 66389.2400 1541.7703 27.4491 29759 2 771.3888 0.5774
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1736.8337 NLIEQAEQDYEKEK 38465.1900 1736.8353 28.3392 24206 3 579.6166 0.6598
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1199.6630 DLVGVLEDAIR 50964.1400 1199.6625 38.9287 23774 2 600.3349 ‐0.7778
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1505.7159 GYISPYFVTDSEK 13441.2200 1505.7185 28.2894 23187 2 753.3629 1.79
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1536.7614 YEDLMAAGIIDPTK 29965.8200 1536.7625 31.0010 21802 2 768.8849 0.6898
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1182.7093 LADLVGVTLGPK 63705.6100 1182.7090 18.1644 20869 2 591.8581 ‐0.5403
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1043.5844 IVNDGVTVAR 28464.1900 1043.5842 17.6280 16959 2 522.2957 ‐0.6391
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 5058.3190 2464.2625 34.7136 13394 3 822.0923 2.1564
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 989.5150 EEVGLSLDK 18905.9700 989.5145 22.1058 13101 2 495.2609 ‐0.9854
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1871.8592 SAENNLYVVEGMQFDR 3217.9470 1871.8626 30.6281 12469 2 936.4349 2.0483
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1607.7759 ETSTIVGDGSTQDAVK 7355.7240 1607.7775 19.0472 12108 2 804.3924 1.0689
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1849.0066 SQYLDDIAILTGATVIR 1444.3340 1849.0099 21.9341 8759 2 925.0086 2.0481
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIA 5715.7700 3179.4373 40.6248 8734 3 1060.4839 0.3387
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 3449.1730 1700.9035 29.5330 7689 2 850.9554 2.12
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1963.9542 ASTFTATSSIGSMVAPNGHK 536.2739 1964.0013 18.9929 1324 3 655.3386 23.7453
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1479.6962 NLIEQAEQDYEK 338.7849 1479.7127 33.5989 1163 2 740.3600 11.0978



NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 825.3989 FVTDSEK 189.7015 825.4028 29.8850 3217 1 825.4028 5.1036
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1509.7067 IEQAEQDYEKEK 4160.4700 1509.7134 28.3174 2783 2 755.3603 4.15
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 514.2508 ETSTI 111.1507 514.2501 18.4915 2325 1 514.2501 ‐1.1568
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 631.3410 ENIGAK 172.8139 631.3409 27.6568 2275 1 631.3409 0.0839
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 872.4836 GVLEDAIR 4526.5820 872.4840 38.9263 1908 1 872.4840 0.8744
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1019.5044 SQYLDDIAI 237.4635 1019.5034 21.6856 1373 1 1019.5034 ‐0.4394
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1076.5218 VGDGSTQDAVK 295.7411 1076.5214 18.3557 1127 2 538.7644 ‐0.7936
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1082.6317 AAGANPVLITR 8262.3190 1082.6307 15.6391 1048 1 1082.6307 ‐0.2901
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 716.3937 LEDAIR 932.4116 716.3916 38.9253 948 1 716.3916 ‐2.6766
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1172.5470 SPYFVTDSEK 4636.1980 1172.5483 28.2877 926 1 1172.5483 1.05
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 998.5881 DLVGVTLGPK 1689.7140 998.5843 18.1658 853 1 998.5843 ‐3.2211
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1026.5578 IVNDGVTVAR 269.1956 1026.5580 16.8266 7159 2 513.7826 ‐0.3033
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 2447.2300 TNDLAGDGTTTSVVLAQGFIAEGVK 424.0323 2447.2343 35.9186 1137 3 816.4163 1.84
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10857.3800 64208.4146 51 42.00 None 1831.9800 SQYLDDIAILTGATVIR 244.3170 1831.9873 23.5806 1022 2 916.4973 4.53
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1199.6630 DLVGVLEDAIR 33336.5400 1199.6625 38.9287 23774 2 600.3349 ‐0.7932
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1505.7159 GYISPYFVTDSEK 26005.0600 1505.7185 28.2894 23187 2 753.3629 1.93
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1536.7614 YEDLMAAGIIDPTK 25380.8500 1536.7625 31.0010 21802 2 768.8849 0.8031
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1043.5844 IVNDGVTVAR 9073.6970 1043.5842 17.6280 16959 2 522.2957 ‐0.7140
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 7241.3780 2464.2625 34.7136 13394 3 822.0923 2.1634
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1871.8592 SAENNLYVVEGMQFDR 4739.1410 1871.8626 30.6281 12469 2 936.4349 2.95
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIA 11200.2700 3179.4373 40.6248 8734 3 1060.4839 0.1830
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2148.4300 1700.9034 29.5286 7261 2 850.9554 2.00
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1280.7685 VVAAGANPVLITR 5363.8080 1280.7686 24.0010 7072 2 640.8879 ‐0.1332
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1607.7759 ETSTIVGDGSTQDAVK 208.0915 1607.8158 18.5665 1742 2 804.4116 25.0250
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1479.6962 NLIEQAEQDYEK 85.9990 1479.7127 33.5989 1163 2 740.3600 11.1893
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1245.6685 EEVGLSLDKAGK 818.8281 1245.6570 23.1191 7822 2 623.3321 ‐9.4957
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 825.3989 FVTDSEK 152.7552 825.4028 29.8850 3217 1 825.4028 5.1020
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 812.4989 NPVLITR 75.8880 812.4963 23.0576 1934 1 812.4963 ‐2.7587
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 872.4836 GVLEDAIR 2804.6270 872.4840 38.9263 1908 1 872.4840 0.8367
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 831.4319 NDGVTVAR 2869.9620 831.4328 17.6251 1803 1 831.4328 1.13
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 716.3937 LEDAIR 450.9361 716.3916 38.9253 948 1 716.3916 ‐2.5946
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 1172.5470 SPYFVTDSEK 4355.0440 1172.5483 28.2877 926 1 1172.5483 1.25
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 987.5833 VGLSLDKAGK 144.1743 987.5792 23.2157 761 2 494.2932 ‐4.7642
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3126.1460 64208.4146 51 42.00 None 2447.2300 TNDLAGDGTTTSVVLAQGFIAEGVK 614.6275 2447.2343 35.9186 1137 3 816.4163 1.92
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1933.9767 LASLADLYVNDAFGTAHR 16237.9100 1933.9783 19.5726 31529 3 645.3309 0.3129
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 9612.2480 2269.1877 19.7767 30600 3 757.0674 0.4956
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1100.6562 IGVIESLLEK 22520.0000 1100.6556 19.7983 29789 2 550.8314 ‐0.7955
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 999.5986 FSLAPLVPR 27175.4400 999.5969 19.1313 29017 2 500.3021 ‐2.0078
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1539.8992 GVSLLLPTDVVIADK 28054.4700 1539.8998 20.6513 22761 2 770.4535 0.2640
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1447.8671 FLKPSVAGFLLQK 1599.5600 1447.8636 19.1448 12929 3 483.2927 ‐3.2004
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1573.8432 GVTTIIGGGDSVAAVEK 17617.5100 1573.8427 16.5179 12783 2 787.4250 ‐0.4240
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1102.6368 RPFAAIVGGSK 4197.3330 1102.6359 14.5341 4346 2 551.8216 ‐1.0387
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 Carbamidomethyl+C(4) 2965.5187 ADDCIGPEVETLVASLPEGGVLLLENVR 1214.6910 2965.5167 25.5260 2142 3 989.1771 ‐0.7912
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1518.7646 AQGLSVGSSLVEEDK 1600.9720 1518.7674 16.3975 2121 3 506.9273 1.1737
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 11653.5500 2370.2919 21.0074 13308 3 790.7688 ‐0.1899
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 581.3770 PLVPR 220.4845 581.3776 19.1263 2462 1 581.3776 1.1332
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 987.5721 GVIESLLEK 1336.5460 987.5738 19.7915 2208 1 987.5738 2.87
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 930.5506 VIESLLEK 286.7616 930.5492 19.1336 1643 1 930.5492 ‐0.9319
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 4144.3250 50052.8164 15 35.15 None 1318.6849 STGGGASLELLEGK 116.3975 1318.6768 22.8248 1115 1 1318.6768 ‐4.9770
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1647.8159 NQVAMNPVNTVFDAK 40820.7700 1647.8175 29.2574 51026 2 824.4124 1.0530
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4076.9320 2574.2724 21.2023 17525 3 858.7623 1.29
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1807.9411 VTPGQADKPMIFVNYK 486.8810 1807.9494 20.4309 892 2 904.4784 4.67
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1697.8242 NGLENYAYNVGNTLR 1151.1780 1697.8308 20.7666 2067 2 849.4190 4.0086
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 2513.3050 FWPFKVTPGQADKPMIFVNYK 382.7315 2513.3098 25.5836 772 3 838.4415 1.23
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1582.8053 FWPFKVTPGQADKP 164.6710 1582.8104 25.6822 4050 2 791.9089 3.58
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1629.8054 NQVAMNPVNTVFDAK 557.9255 1629.8123 27.3306 6614 2 815.4098 4.97
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 9720.6470 68699.0116 40 32.25 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1278.6300 MVNHFVQEFK 36854.4100 1278.6291 15.5755 20314 2 639.8182 ‐0.8900



NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4622.2740 2574.2724 21.2023 17525 3 858.7623 1.06
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 2122.1655 TIDNNILGQFVLSGIPPAPR 690.0654 2122.1565 22.7280 1853 2 1061.5819 ‐4.1396
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1807.9411 VTPGQADKPMIFVNYK 255.5982 1807.9494 20.4309 892 2 904.4784 4.26
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1565.8244 QFAAEEISSMVLIK 680.2838 1565.8034 23.0042 3558 2 783.4053 ‐13.5001
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 2838.3792 KEQEFTTTVDNQPDVLIQVYEGER 650.1908 2838.3839 21.0197 1106 3 946.7995 1.09
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1147.5895 VNHFVQEFK 12401.0900 1147.5905 15.5732 2791 2 574.2989 0.6503
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 951.4894 TIDNNILGQ 240.3001 951.4909 21.8868 2143 1 951.4909 2.1835
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1789.9306 VTPGQADKPMIFVNYK 99.3226 1789.9352 21.4354 3452 2 895.4713 2.15
NP_176036.1 heat shock protein ERD2 Arabidopsis thaliana 3992.5380 68699.0116 40 32.25 None 1548.7978 QFAAEEISSMVLIK 156.2185 1548.8001 25.2430 5850 2 774.9037 1.97
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 2192.0427 VSQMIEDAEPFEGEALLDAK 5357.6270 2192.0382 33.2793 15133 2 1096.5228 ‐1.5207
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 2039.0808 VPVLETPEGPIFESNAIAR 2610.7170 2039.0797 32.7664 10290 2 1020.0435 ‐0.1383
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 2080.0532 MGYAPFSAPAEEAAISALKR 9432.0910 2080.0525 19.4121 4831 3 694.0224 ‐0.5749
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 Carbamidomethyl+C(4) 1238.5908 MLICGSEGPFK 1084.7090 1238.5915 16.8764 4541 2 619.7994 0.3028
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 1289.6332 VDISDEAQKER 6105.8610 1289.6326 16.0094 1973 3 430.5490 ‐0.7648
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 1568.7261 IEESADFQMGVTNK 689.1891 1568.6952 31.3217 3302 2 784.8513 ‐19.6646
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 2111.9340 FIMDEVYDMELYEWTK 1960.7780 2111.9385 40.6761 3140 2 1056.4729 2.19
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 1950.0041 NPLDLLPPSPMVLDDWK 983.9841 1949.9896 23.0820 1615 2 975.4984 ‐7.1363
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1167.6590 46628.5595 9 30.99 None 1274.6813 NPLDLLPPSPMV 252.5598 1274.6762 23.3668 6252 2 637.8417 ‐4.2810
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 5277.1110 15824.4513 3 64.86 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 5277.1110 15824.4513 3 64.86 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTC 2461.4320 5030.3098 37.6159 14559 4 1258.3329 ‐1.4106
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 5277.1110 15824.4513 3 64.86 None 1580.8642 ASTALSSAIVGTSFIR 261.9656 1580.8471 22.8111 3305 3 527.6206 ‐10.9060
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1357.7070 RETDPVLSPSTR 2713.9640 1357.7064 17.4870 9585 2 679.3568 ‐0.6189
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1181.5837 AFDDVYNPIK 1368.4740 1181.5808 19.3541 2924 2 591.2940 ‐2.8053
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1926.9556 DPFLPTLTELSEGHQSR 838.9802 1926.9120 20.3808 4900 2 963.9596 ‐22.3206
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1148.5695 NPNPNPSPSPK 129.7312 1148.5869 25.6038 1851 1 1148.5869 15.8461
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1201.6059 ETDPVLSPSTR 174.4236 1201.6326 33.6575 873 2 601.3199 21.8639
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 Carbamidomethyl+C(5) 1573.9029 AMLVCRVIAGRVTK 429.5096 1573.9168 20.6720 15905 3 525.3105 8.10
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 Carbamidomethyl+C(4) 2013.0110 SLQCKSKAFDDVYNPIK 210.2010 2012.9977 32.8444 2508 3 671.6708 ‐6.8720
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1379.7351 VEMIFKVQNGSK 216.0317 1379.7456 33.6778 751 2 690.3764 7.37
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 945.4676 DDVYNPIK 197.3745 945.4727 17.2898 2831 2 473.2400 4.07
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 Carbamidomethyl+C(5) 1227.6813 AMLVCRVIAGR 93.6857 1227.6764 20.9551 750 2 614.3418 ‐4.2976
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1908.9450 DPFLPTLTELSEGHQSR 301.7514 1908.9394 18.4433 1056 3 636.9846 ‐3.2207
NP_176441.1 uncharacterized protein Arabidopsis thaliana 228.0738 31100.2844 12 7.86 None 1130.5589 NPNPNPSPSPK 148.4391 1130.5574 25.5992 1017 2 565.7823 ‐1.6806
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1676.7618 VANPIVEMDGDEMTR 29698.4800 1676.7636 27.5822 34894 2 838.8854 1.1228
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 2041.9964 DTYLNTEEFIDAVAAELK 120845.3000 2041.9975 44.1447 23810 2 1021.5024 0.9401
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 29463.3900 1320.6456 19.2475 22368 2 660.8265 ‐0.8022
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1287.7559 LITPFVELDIK 17399.8100 1287.7561 21.1418 21514 2 644.3817 ‐0.0289
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1797.8766 GGETSTNSIASIFAWTR 5626.5570 1797.8772 21.4022 19786 2 899.4423 0.5561
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1251.6653 LIDDMVAYALK 10881.9100 1251.6655 19.5054 17891 2 626.3364 ‐0.1440
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1418.6257 AFADASMNTAYEK 18094.1900 1418.6258 21.5534 13396 2 709.8165 ‐0.0114
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1355.6914 TIEAEAAHGTVTR 39021.0900 1355.6911 16.6495 13224 3 452.5686 ‐0.4636
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 3892.4350 1156.5098 21.8400 11705 2 578.7585 0.1242
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 926.4652 LTMTFEGK 7109.8930 926.4639 22.9088 11501 2 463.7356 ‐1.8891
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1117.5789 YFDLGLPHR 2469.9250 1117.5789 17.2187 10805 2 559.2931 ‐0.3520
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 865.4666 LLDFTEK 9250.7900 865.4655 24.3765 7648 2 433.2364 ‐1.8261
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 2327.1401 DTYLNTEEFIDAVAAELKER 4738.5530 2327.1491 41.9862 7274 3 776.3879 3.59
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1066.6255 DLALIIHGSK 6644.6690 1066.6254 16.3600 7082 2 533.8163 ‐0.5271
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLV 1700.0220 3290.5409 25.0001 3407 3 1097.5185 1.80
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 793.4454 VTEFGLK 1844.5320 793.4385 21.3210 5967 2 397.2229 ‐9.4419
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1762.8395 YFDLGLPHRDATDDK 294.2038 1762.8838 29.9045 2279 2 881.9455 25.2881
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1546.7206 AFADASMNTAYEKK 116.4081 1546.7350 34.4765 1512 2 773.8711 9.28
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1821.9076 DATDDKVTIESAEATKK 1969.3540 1821.9106 17.8858 10391 3 607.9750 1.88
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1693.8127 DATDDKVTIESAEATK 1444.1730 1693.8110 19.3461 6004 3 565.2752 ‐1.2607
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 874.4629 AKLDDNAK 501.3342 874.4643 18.5758 2059 1 874.4643 2.0163
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 846.3840 DATDDKVT 329.4710 846.3854 17.0214 1303 1 846.3854 2.0616
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 863.4873 FVELDIK 133.8598 863.4829 21.5398 1146 1 863.4829 ‐4.7212
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 Carbamidomethyl+C(7) 940.4346 GGYVWACK 819.5154 940.4293 21.8539 949 1 940.4293 ‐5.1088
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1507.7486 TDDKVTIESAEATK 133.3489 1507.7415 20.0813 905 2 754.3744 ‐4.7584
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11142.9900 46088.4641 43 53.90 None 1233.6548 LIDDMVAYALK 356.2590 1233.6551 20.1533 1257 2 617.3312 ‐0.0373
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1676.7618 VANPIVEMDGDEMTR 28516.5200 1676.7636 27.5822 34894 2 838.8854 1.95
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 2041.9964 DTYLNTEEFIDAVAAELK 86044.6200 2041.9975 44.1447 23810 2 1021.5024 1.62
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1418.6257 AFADASMNTAYEK 9217.9060 1418.6258 21.5534 13396 2 709.8165 0.0568
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 2584.2530 1156.5098 21.8400 11705 2 578.7585 0.0924
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 926.4652 LTMTFEGK 9323.6830 926.4639 22.9088 11501 2 463.7356 ‐2.0087
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 865.4666 LLDFTEK 6242.6280 865.4655 24.3765 7648 2 433.2364 ‐1.9689
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 2327.1401 DTYLNTEEFIDAVAAELKER 3608.4970 2327.1491 41.9862 7274 3 776.3879 3.40
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1514.7162 DIFQEVYEASWK 2555.5780 1514.7416 36.7882 16168 2 757.8745 16.8703
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 793.4454 VTEFGLK 1922.8090 793.4385 21.3210 5967 2 397.2229 ‐9.6122
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1355.6914 TIEAEAAHGTVTR 184.7427 1355.6655 25.9154 3309 2 678.3364 ‐19.2429
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1546.7206 AFADASMNTAYEKK 132.3504 1546.7350 34.4765 1512 2 773.8711 9.99
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 1762.8395 YFDLGLPHRDATDDK 155.2759 1762.8739 33.1176 769 3 588.2961 19.4023
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 874.4629 AKLDDNAK 139.5271 874.4643 18.5758 2059 1 874.4643 1.71
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 694.3770 TEFGLK 1841.5070 694.3766 21.3149 3787 1 694.3766 ‐0.2976
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 639.2984 DFTEK 3724.1020 639.3010 24.3978 2428 1 639.3010 4.71



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 None 813.3811 TMTFEGK 5482.9490 813.3811 22.9061 1858 1 813.3811 0.3648
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 5764.3760 46088.4641 43 53.90 Carbamidomethyl+C(7) 940.4346 GGYVWACK 338.2251 940.4293 21.8539 949 1 940.4293 ‐5.1987
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3267.0210 17542.0704 11 64.81 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 14152.4000 1824.9397 20.9974 20232 2 912.9735 0.7688
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3267.0210 17542.0704 11 64.81 None 3569.7758 APIAVGDVVPDGTISFFDENDQLQTAS 1363.9130 3569.7707 21.0171 15446 3 1190.5951 ‐1.6440
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3267.0210 17542.0704 11 64.81 None 1047.6085 FALLLDDLK 20461.7400 1047.6087 20.5945 11584 2 524.3080 ‐0.1963
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 3267.0210 17542.0704 11 64.81 None 2238.1136 VTVANVESGGEFTVSSADDILK 2580.6390 2238.1095 32.6775 9532 2 1119.5584 ‐1.2404
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 19797.5900 1824.9397 20.9974 20232 2 912.9735 0.5469
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 3569.7758 APIAVGDVVPDGTISFFDENDQLQTAS 1089.1800 3569.7707 21.0171 15446 3 1190.5951 ‐1.3042
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 1047.6085 FALLLDDLK 33674.8700 1047.6087 20.5945 11584 2 524.3080 ‐0.0626
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 2238.1136 VTVANVESGGEFTVSSADDILK 656.8580 2238.1128 19.1939 4525 3 746.7091 ‐0.7638
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 2420.2344 FVADGSGEYTHLLGLELDLKDK 2497.1820 2420.2221 19.6667 9657 3 807.4122 ‐5.4090
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 3118.4964 GDVVPDGTISFFDENDQLQTASVHSLA 631.3413 3118.5006 21.4480 2344 3 1040.1717 1.74
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5395.6850 17542.0704 11 64.81 None 3552.7493 APIAVGDVVPDGTISFFDENDQLQTAS 270.5467 3552.7314 23.1438 19258 3 1184.9153 ‐4.9029
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 7451.6020 2531.2399 28.7063 11905 3 844.4181 0.4379
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1111.5994 TLPGPVTDPSK 16572.4700 1111.5994 19.5074 6372 2 556.3033 ‐0.4501
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 Carbamidomethyl+C(8) 2375.1370 GNNILVMCDAYTPAGEPIPTNK 939.4943 2375.1440 30.2172 2409 3 792.3862 2.85
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1407.7015 SFGRDIVDAHYK 87.8095 1407.6726 29.0795 14547 2 704.3399 ‐20.6142
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1517.7091 EHISAYGEGNERR 464.8524 1517.7382 20.6158 6743 2 759.3728 19.2389
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1797.8662 IIAEYIWVGGSGMDMR 126.7321 1797.8177 32.5747 1849 2 899.4125 ‐26.5600
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1449.8312 TLPGPVTDPSKLPK 10681.2000 1449.8308 23.4646 12915 3 483.9485 ‐0.2737
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1235.6994 PGPVTDPSKLPK 7374.6220 1235.6995 23.4631 3738 2 618.3534 ‐0.1799
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 1116.5796 RDIVDAHYK 62.7034 1116.5855 28.9276 3168 2 558.7964 4.28
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1404.6010 39321.2500 17 36.52 None 701.3253 EHISAY 406.9460 701.3279 20.6164 1444 1 701.3279 4.0275
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTL 6426.3010 3415.7176 23.9333 14050 3 1139.2440 ‐0.8981
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIF 1428.4130 2971.4195 20.8689 13407 3 991.1447 2.93
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 2375.7000 3048.4398 23.3018 7539 3 1016.8181 1.57
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 2706.3266 RPASNMDPYVVTSMIAETTLLWNP 296.6781 2706.3652 21.3218 4600 3 902.7933 14.0655
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 2408.2218 RLTGHHETADINTFLWGVANR 885.5409 2408.2328 19.0460 1851 3 803.4158 4.59
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 2012.9932 IIAEYIWVGGSGMDMRSK 172.3313 2012.9774 17.3876 1828 4 503.9998 ‐7.8638
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1115.1320 39321.2500 17 36.52 None 740.3726 HAAAEIF 144.4376 740.3732 22.5121 1493 1 740.3732 1.1182
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 950.4690 NLNTDAFR 35377.3200 950.4684 20.3816 64810 2 475.7378 ‐1.1813
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1167.6078 YKEDIQLMK 9823.6040 1167.6069 21.3746 34911 2 584.3071 ‐1.1378
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1541.6795 EYADYVFTEYGGK 1776.2820 1541.6785 28.0849 11852 2 771.3429 ‐0.6539
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1151.5772 FGLYYVDFK 6563.2390 1151.5744 19.6372 8632 1 1151.5744 ‐1.7536
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 2152.1397 NVDHSAIGSQPLTAALPVYAK 3485.4820 2152.1359 17.8823 4382 3 718.0502 ‐1.9981
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 Carbamidomethyl+C(9) 1206.5976 GPALWDIFCK 1332.6940 1206.5988 21.3422 2997 2 603.8030 0.6557
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1568.7187 DKDSVEVGTADYNR 1266.8800 1568.7209 32.1695 992 2 784.8641 1.48
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 2724.3200 VLDFMLGWHLDPTTFGDYPQIMK 484.2109 2724.2562 35.6287 6388 3 908.7569 ‐23.6563
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1405.7362 FYHDLIDELLK 1304.1740 1405.7337 30.9150 1359 2 703.3705 ‐1.9359
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 1841.9908 YYKDFLGQGVRPSALK 252.5648 1842.0078 18.7536 1150 3 614.6741 8.16
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 Carbamidomethyl+C(6) 981.4863 LWDIFCK 242.3273 981.4892 21.8331 1918 2 491.2482 2.56
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 836.4261 LNTDAFR 188.6866 836.4264 20.4096 1607 1 836.4264 0.7379
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 536.2351 YKED 1954.2980 536.2339 21.3792 1594 1 536.2339 ‐2.2126
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 706.3155 NTDAFR 817.4604 706.3173 20.4011 841 1 706.3173 2.42
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 1120.9430 60180.0062 15 22.52 None 987.5179 KEDIQLMK 328.7450 987.5170 21.9037 761 2 494.2622 ‐1.4023
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 275264.6000 1548.8068 18.7796 1516269 2 774.9070 ‐1.5047
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 935.4945 IIGFDNTR 56434.7700 935.4924 22.4499 567688 2 468.2499 ‐2.7624
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 97188.1100 2080.9950 21.1172 290935 3 694.3365 ‐0.2513
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1009.5102 EYPNAFIR 52073.1300 1009.5092 24.0804 195379 2 505.2582 ‐1.4355
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 42722.2700 1942.9722 19.6820 159726 2 971.9897 ‐0.1811
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1941.9692 FETLSYLPDLTDSELAK 207269.2000 1941.9673 35.4640 159583 2 971.4873 ‐0.6490
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 914.4229 YWTMWK 53560.8300 914.4209 18.1550 117004 2 457.7141 ‐2.7642
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1351.5662 EHGNSPGYYDGR 5570.6460 1351.5689 13.9131 7057 3 451.1945 1.43
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 924.5666 VWPPIGKK 2226.2290 924.5685 16.3157 1371 1 924.5685 2.18
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 2070.0641 KFETLSYLPDLTDSELAK 97327.1900 2070.0593 33.6699 254302 3 690.6913 ‐2.5692
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 2198.1591 KKFETLSYLPDLTDSELAK 21747.2700 2198.1576 31.7456 35791 3 733.3907 ‐0.9161
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 709.3264 GFDNTR 20797.2500 709.3254 22.4482 116047 1 709.3254 ‐1.1510
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 822.4104 IGFDNTR 2276.8390 822.4082 22.4575 47419 1 822.4082 ‐2.4307
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1088.5470 PDLTDSELAK 467.6167 1088.5439 33.6694 15450 1 1088.5439 ‐2.2819
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 652.3049 FDNTR 709.8387 652.3021 22.4423 6997 1 652.3021 ‐4.0819
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 982.5244 KFETLSYL 5076.8540 982.5241 33.6689 6613 1 982.5241 0.2026
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 565.2803 TMWK 2768.0690 565.2801 18.1467 6196 1 565.2801 ‐0.2717
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(6) 688.3487 LPLFGC 133.4206 688.3521 19.0730 3757 1 688.3521 5.1797
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1296.6371 FELEHGFVYR 199.0432 1296.6331 20.4716 3539 2 648.8202 ‐3.3469
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 991.4942 DLTDSELAK 1940.7830 991.4948 33.6619 3284 1 991.4948 1.1139
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1296.6623 SFIAYKPPSFTG 231.4562 1296.6592 23.2019 2587 2 648.8332 ‐2.6195
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1003.5800 1190.5537 18.7821 2135 1 1190.5537 2.89
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 730.3155 GYYDGR 163.1232 730.3145 14.4928 1875 1 730.3145 ‐1.0978
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 896.4512 YKPPSFTG 249.4698 896.4541 18.9638 1174 2 448.7307 2.27
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 763.3832 TDSELAK 182.8598 763.3845 35.1169 1076 1 763.3845 1.28
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(4) 1192.5820 QVQCISFIAY 214.7657 1192.5765 17.3318 750 2 596.7919 ‐4.9374
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1070.5364 PDLTDSELAK 241.6394 1070.5347 33.6585 750 1 1070.5347 ‐1.0589
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 991.4996 EYPNAFIR 186.2310 991.5012 24.0792 10862 2 496.2543 1.1767
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 None 1333.5556 EHGNSPGYYDGR 643.0906 1333.5578 15.5918 2938 2 667.2826 1.18
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 60736.9800 20501.3116 70 59.44 Carbamidomethyl+C(4) 1924.9626 QVQCISFIAYKPPSFTG 398.6924 1924.9652 19.6828 1467 2 962.9862 1.73
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 935.4945 IIGFDNTR 79872.5500 935.4924 22.4499 567688 2 468.2499 ‐2.8785
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 1009.5102 EYPNAFIR 60206.8000 1009.5092 24.0814 194219 2 505.2582 ‐1.5487



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 907.4884 EVDYLIR 42617.9600 907.4867 24.4991 166588 2 454.2470 ‐2.5448
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 1941.9692 FETLSYLPDLTDSELAK 145658.5000 1941.9673 35.4640 159583 2 971.4873 ‐0.3812
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 936.2955 1942.9731 29.5355 999 3 648.3292 ‐0.1740
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 2668.3143 ASSMLSSATMVASPAQATMVAPFNG 584.4501 2668.3165 33.5312 930 3 890.1103 0.5337
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 2070.0641 KFETLSYLPDLTDSELAK 82490.0000 2070.0593 33.6699 254302 3 690.6913 ‐2.4726
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 2198.1591 KKFETLSYLPDLTDSELAK 22194.6900 2198.1576 31.7456 35791 3 733.3907 ‐0.8486
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 822.4104 IGFDNTR 4768.6530 822.4082 22.4575 47419 1 822.4082 ‐2.4300
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 717.4042 PNAFIR 8228.0990 717.4037 24.0812 24443 1 717.4037 ‐0.3621
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 1088.5470 PDLTDSELAK 265.7774 1088.5439 33.6694 15450 1 1088.5439 ‐2.4854
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 652.3049 FDNTR 1269.3870 652.3021 22.4423 6997 1 652.3021 ‐3.9507
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 982.5244 KFETLSYL 7052.0320 982.5241 33.6689 6613 1 982.5241 0.0804
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 564.3504 YLIR 179.9582 564.3501 23.7500 5277 1 564.3501 ‐0.1506
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 778.4458 VDYLIR 298.0500 778.4462 23.7472 4866 1 778.4462 0.8823
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 991.4942 DLTDSELAK 3808.2700 991.4948 33.6619 3284 1 991.4948 0.9849
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 505.2365 DNTR 1707.7900 505.2365 22.4277 3197 1 505.2365 0.2244
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 763.3832 TDSELAK 100.4787 763.3813 33.6670 2891 1 763.3813 ‐2.1402
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 401.2871 LIR 136.0552 401.2869 23.7568 1720 1 401.2869 ‐0.1756
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 706.3770 KFETLS 577.5102 706.3735 33.6737 1711 1 706.3735 ‐4.7099
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 1201.6311 LPDLTDSELAK 204.7160 1201.6326 33.6575 873 2 601.3199 0.9165
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 1070.5364 PDLTDSELAK 347.7617 1070.5347 33.6585 750 1 1070.5347 ‐1.2486
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 991.4996 EYPNAFIR 244.7128 991.5012 24.0792 10862 2 496.2543 1.0820
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 26953.5000 20501.3116 70 59.44 None 2052.0536 KFETLSYLPDLTDSELAK 379.9618 2052.0562 33.6694 933 3 684.6903 1.1545
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 405007.1000 1548.8068 18.7796 1516269 2 774.9070 ‐1.6002
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 110699.7000 2080.9950 21.1172 290935 3 694.3365 ‐0.4680
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 64776.6900 1942.9722 19.6820 159726 2 971.9897 ‐0.4570
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 914.4229 YWTMWK 23618.1500 914.4209 18.1550 117004 2 457.7141 ‐2.5695
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 935.4945 IIGFDNTR 9796.8990 935.4940 15.1486 8117 2 468.2506 ‐0.8785
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 497.3711 2830.4194 25.6261 2125 3 944.1446 ‐7.3485
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 924.5666 VWPPIGKK 635.4261 924.5685 16.3157 1371 1 924.5685 2.52
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 751.3596 WTMWK 1162.7370 751.3580 18.1637 12924 1 751.3580 ‐1.7964
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 565.2803 TMWK 2020.6020 565.2801 18.1467 6196 1 565.2801 ‐0.4140
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(6) 688.3487 LPLFGC 129.1853 688.3521 19.0730 3757 1 688.3521 5.1181
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1179.4520 1190.5537 18.7821 2135 1 1190.5537 3.68
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1198.8920 1289.6206 18.7786 2128 1 1289.6206 1.79
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 709.3264 GFDNTR 320.6955 709.3235 15.1462 1773 1 709.3235 ‐3.9260
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(4) 1619.8251 QVQCISFIAYKPPS 382.1889 1619.8281 19.6842 1758 2 810.4177 1.09
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 None 1296.6371 FELEHGFVYR 189.5749 1296.6326 20.3452 950 1 1296.6326 ‐2.3527
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 48775.5700 20501.3116 70 59.44 Carbamidomethyl+C(4) 1924.9626 QVQCISFIAYKPPSFTG 442.0338 1924.9652 19.6828 1467 2 962.9862 1.96
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 None 2127.0467 SAYTASSFVKEIFTMGYPK 1631.0190 2127.0474 22.1465 7904 2 1064.0273 0.4281
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 Carbamidomethyl+C(17) 1946.9600 LLPSAANANTAGTESICTR 1419.7350 1946.9612 18.2901 4751 3 649.6586 0.0609
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 None 2366.1948 EFSPVYPLMLQIGSSLTQENL 601.2747 2366.1963 23.6201 3798 2 1183.6018 0.8524
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 Carbamidomethyl+C(7)
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 None 2660.3389 DMAELELAVGQNLFPVEQLGAPYR 639.5531 2660.3271 21.6742 1496 3 887.4472 ‐4.6716
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 Oxidation+M(14) 2925.4662 SRGDKEFSPVYPLMLQIGSSLTQENL 178.3875 2925.4578 24.9595 2543 3 975.8241 ‐3.0266
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 None 956.4910 IFTMGYPK 99.0220 956.4878 21.7312 1976 1 956.4878 ‐2.7064
NP_176960.1 Golgi transport complex related protein Arabidopsis thaliana 116.7142 92221.5125 8 7.9 None 1067.5230 EIFTMGYPK 129.0105 1067.5229 22.7704 1361 1 1067.5229 0.6517
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 2222.1049 VGLDVFEEEPFMKPGLADTK 2014.2460 2222.1052 34.9128 7090 3 741.3733 ‐0.1252
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1663.8149 MNLIYFDLYQSTR 7279.2230 1663.8125 21.0100 6926 2 832.4099 ‐1.3298
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1449.7948 EADLISLHPVLDK 1393.7320 1449.7934 28.9278 4849 3 483.9360 ‐1.2405
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1415.7675 EGMATLAALNVLGR 1131.6000 1415.7645 20.3593 4763 2 708.3859 ‐2.2368
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 2486.1917 MMVEGFKMNLIYFDLYQSTR 789.0996 2486.2154 23.1575 2487 3 829.4100 9.57
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1440.6724 MMVEGFKMNLIY 288.1958 1440.6675 25.3999 12123 2 720.8374 ‐3.5289
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1532.7744 NLIYFDLYQSTR 359.5448 1532.7811 20.7831 3908 3 511.5986 4.1451
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1701.7838 MMVEGFKMNLIYFD 549.9912 1701.7844 24.5785 1103 2 851.3959 0.5171
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 437.5019 42476.0530 12 15.54 None 1645.8043 MNLIYFDLYQSTR 858.8042 1645.8022 18.7567 3096 2 823.4047 ‐1.2138
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 135.5353 42476.0530 12 15.54 None 2222.1049 VGLDVFEEEPFMKPGLADTK 1183.0650 2222.1052 34.9128 7090 3 741.3733 ‐0.0632
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 135.5353 42476.0530 12 15.54 None 1449.7948 EADLISLHPVLDK 1709.5040 1449.7934 28.9278 4849 3 483.9360 ‐1.0028
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 135.5353 42476.0530 12 15.54 None 1415.7675 EGMATLAALNVLGR 459.4130 1415.7744 32.6753 1645 2 708.3908 4.46
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 Carbamidomethyl+C(16) 2973.4146 NSYETSDQLLEPLLLCYESLQSSGAR 2351.3190 2973.4218 37.2089 6440 3 991.8121 2.0687
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 None 1051.5419 ILEKDYDR 1534.2870 1051.5388 21.8111 1776 2 526.2730 ‐3.3926
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 None 1404.7039 MAGIEDTANLLEK 1397.2870 1404.7057 28.8032 3813 2 702.8565 1.01
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 None 1401.7736 VVPLFETVNDLR 143.2602 1401.8009 26.9197 792 3 467.9385 19.4113
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 None 1071.5905 LDLRQEAAR 858.9182 1071.5867 22.6337 6757 2 536.2970 ‐4.1015
NP_177043.2 phosphoenolpyruvate carboxylase 4 Arabidopsis thaliana 90.3997 117327.8245 6 3.29 Oxidation+M(3) 867.4128 ELMTTEK 402.5647 867.4080 22.9667 14394 1 867.4080 ‐5.1855
NP_177543.1 enolase 1 Arabidopsis thaliana 275.6590 51873.7603 4 7.34 Carbamidomethyl+C(2) 918.5077 SCNALLLK 7316.8350 918.5057 21.9521 16571 2 459.7565 ‐2.8358
NP_177543.1 enolase 1 Arabidopsis thaliana 275.6590 51873.7603 4 7.34 None 1943.9379 NQADVDALMLELDGTPNK 2107.2920 1943.9363 33.2523 2774 2 972.4718 ‐0.4659
NP_177543.1 enolase 1 Arabidopsis thaliana 275.6590 51873.7603 4 7.34 None 1058.5477 IEEELGNVR 2873.2230 1058.5422 19.6315 3510 2 529.7747 ‐5.6261
NP_177543.1 enolase 1 Arabidopsis thaliana 275.6590 51873.7603 4 7.34 None 1445.6803 IGMDVAASEFFMK 370.2967 1445.6772 23.5776 2014 2 723.3422 ‐2.2893
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 800.4876 AVDAALIK 8035.9060 800.4879 21.9210 17174 1 800.4879 0.6774
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1280.6845 VNQAYVIGTSTK 6614.0510 1280.6850 19.8179 11141 2 640.8462 0.1807
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1185.6085 QGMKPHELVF 420.3955 1185.5987 20.9675 3971 2 593.3030 ‐8.5411
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 968.4724 FYPAEDVK 416.3437 968.4978 25.5195 2560 2 484.7525 25.7519
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1396.7444 AKNGGVFPRHDAK 225.8114 1396.7534 17.1046 3650 3 466.2560 6.1841
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 945.5265 AKNGGVFPR 1283.3010 945.5221 19.7100 3245 1 945.5221 ‐4.1267
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1551.7901 VDISGVTLDKFDDK 829.6659 1551.7895 16.7635 2620 2 776.3984 ‐0.3521
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1414.7900 KDDQKAVDAALIK 483.7572 1414.7984 25.3051 1369 3 472.2710 5.32
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 527.2936 AKNGGV 46.1458 527.2963 18.7671 2950 1 527.2963 5.0686



NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 963.4782 TLDKFDDK 142.5706 963.4832 17.5142 2676 2 482.2452 4.59
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 515.3552 AALIK 801.2297 515.3545 27.5663 1561 1 515.3545 ‐1.1997
NP_177545.1 60S ribosomal protein L6 3 Arabidopsis thaliana 648.8865 26106.7578 12 18.45 None 1263.6579 VNQAYVIGTSTK 196.7229 1263.6525 18.6528 1241 2 632.3299 ‐4.5427
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1563.8013 AVVQVFEGTSGIDNK 21745.9400 1563.8036 26.4067 19033 2 782.4054 1.86
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 5615.0670 2178.1517 19.3730 15997 3 726.7221 1.0378
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1088.5769 TPVSLDMLGR 10562.7300 1088.5779 27.9923 14069 2 544.7926 0.5270
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1912.8786 GYPGYMYTDLATIYER 15981.9100 1912.8798 34.0934 13799 2 956.9435 0.9329
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1715.9327 VTLFLNLANDPTIER 4133.9180 1715.9345 20.3641 12186 2 858.4709 1.1791
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1034.5629 YQEIVNIR 2935.6030 1034.5617 23.0643 10892 2 517.7845 ‐1.6439
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1368.8097 TVSGVAGPLVILDK 8824.4880 1368.8124 19.3116 8591 2 684.9098 1.48
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1073.5473 GQVLEVDGEK 6848.0480 1073.5475 18.5460 6588 2 537.2774 ‐0.2231
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1369.7362 FTTVQFTGEVLK 7958.0940 1369.7367 18.1461 6464 2 685.3720 0.2094
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1187.5514 FVMQGAYDTR 1548.1060 1187.5536 21.9317 3697 2 594.2804 1.26
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 10774.5400 2772.4072 41.5797 9016 3 924.8073 3.1664
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 Carbamidomethyl+C(19) 2774.5135 IPLFSAAGLPHNEIAAQICRQAGLVK 641.7687 2774.5017 20.9107 7656 3 925.5054 ‐4.4676
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 2652.2875 GYPGYMYTDLATIYERAGRIEGR 1665.0930 2652.2899 22.1421 3126 3 884.7682 0.6744
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1055.5368 GQVLEVDGEK 343.3827 1055.5397 18.7826 1412 1 1055.5397 3.11
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2445.1100 54221.7466 33 34.36 None 1698.9061 VTLFLNLANDPTIER 324.0422 1698.8983 22.0113 1699 2 849.9528 ‐4.4837
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1563.8013 AVVQVFEGTSGIDNK 26273.3100 1563.8036 26.4067 19033 2 782.4054 1.22
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1088.5769 TPVSLDMLGR 9002.1510 1088.5779 27.9923 14069 2 544.7926 0.4692
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1912.8786 GYPGYMYTDLATIYER 22689.5800 1912.8798 34.0934 13799 2 956.9435 1.1897
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1034.5629 YQEIVNIR 3509.3120 1034.5617 23.0643 10892 2 517.7845 ‐1.7223
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1029.5000 TLDQFYSR 2569.2830 1029.4981 22.0419 7987 2 515.2527 ‐2.4026
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1187.5514 FVMQGAYDTR 1926.3130 1187.5536 21.9317 3697 2 594.2804 1.26
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 743.4410 EIVNIR 186.7746 743.4394 21.9143 23535 1 743.4394 ‐1.7818
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1188.6259 AVVQVFEGTSGI 323.0732 1188.6290 25.8861 9991 2 594.8181 2.05
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 1067.5004 FEGTSGIDNK 248.3636 1067.5046 27.4763 5956 1 1067.5046 4.37
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1882.8120 54221.7466 33 34.36 None 815.3682 DQFYSR 215.3047 815.3692 22.0307 1417 1 815.3692 1.74
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 5734.8170 2178.1517 19.3730 15997 3 726.7221 0.8575
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1596.9108 QIYPPINVLPSLSR 4485.5860 1596.9116 20.1844 12643 2 798.9595 0.4334
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1715.9327 VTLFLNLANDPTIER 2853.3710 1715.9345 20.3641 12186 2 858.4709 1.0071
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1368.8097 TVSGVAGPLVILDK 5355.3960 1368.8124 19.3116 8591 2 684.9098 1.16
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1369.7362 FTTVQFTGEVLK 5141.0010 1369.7367 18.1461 6464 2 685.3720 0.1958
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1689.9323 NIFQSLDLAWTLLR 1686.0040 1689.9303 25.6206 3142 2 845.4688 ‐1.2058
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1563.8013 AVVQVFEGTSGIDNK 342.7907 1563.7824 19.9584 2835 2 782.3948 ‐12.1841
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 793.6390 54221.7466 33 34.36 None 1698.9061 VTLFLNLANDPTIER 348.6433 1698.8983 22.0113 1699 2 849.9528 ‐4.6479
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2096.5840 20786.3981 4 17.30 None 896.4876 GLFDFLGK 14037.3700 896.4842 21.3645 11611 1 896.4842 ‐3.4390
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2096.5840 20786.3981 4 17.30 None 1393.6441 VATEESSAEVTDR 11015.4700 1393.6454 15.4326 10847 2 697.3263 0.7502
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2096.5840 20786.3981 4 17.30 None 1263.6579 VHISEPEPEVK 12033.4600 1263.6567 19.1752 6682 2 632.3320 ‐1.2550
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2096.5840 20786.3981 4 17.30 None 993.4483 ESSAEVTDR 133.0955 993.4530 15.2274 2990 2 497.2301 4.1852
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 Carbamidomethyl+C(7) 1279.5987 EFGVTECVNPK 3809.4290 1279.6005 21.9336 6202 2 640.3039 1.1299
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 957.5251 TDIPGVVEK 18788.0600 957.5239 20.5978 4490 2 479.2656 ‐1.7717
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 982.5204 INPDAPLDK 4780.8960 982.5222 19.0872 3615 2 491.7647 1.15
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 992.5411 IIGVDFNSK 7322.7800 992.5395 15.9494 3390 2 496.7734 ‐2.0847
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 2431.3231 AAVAWEAGKPLVIEEVEVAPPQK 5261.6090 2431.3264 31.8928 2941 3 811.1137 1.1051
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 2224.0663 DHDKPIQQVIAEMTDGGVDR 2811.5000 2224.0662 33.8645 4518 3 742.0269 ‐0.2954
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 1547.8540 IAGASRIIGVDFNSK 279.0304 1547.8427 23.9705 7674 3 516.6191 ‐7.5527
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 1493.7668 TDIPGVVEKYMNK 1614.3960 1493.7703 16.8293 1837 2 747.3888 2.59
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 1147.5816 PGVVEKYMNK 269.6824 1147.5778 18.2915 6006 2 574.2925 ‐3.7054
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 741.4505 IPGVVEK 372.2859 741.4489 20.0873 1349 1 741.4489 ‐1.9087
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 766.3730 GVDFNSK 630.3654 766.3710 15.9638 876 1 766.3710 ‐2.2352
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 1475.7563 TDIPGVVEKYMNK 299.6399 1475.7635 19.0448 6710 2 738.3854 4.59
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 1311.8110 41862.5280 13 22.43 None 965.4938 INPDAPLDK 232.3213 965.4896 21.0238 1364 1 965.4896 ‐3.9089
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1352.6441 SASGNVVVYEGDR 24310.8700 1352.6447 18.9833 9094 2 676.8260 0.2585
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1122.6041 EAEGIVTYLK 3699.6470 1122.6048 26.6976 7154 2 561.8060 0.2478
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1422.7223 SQPIPAENNEPVK 8088.2080 1422.7218 18.1314 6438 2 711.8645 ‐0.5278
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1605.8595 AASELSSHNPPLALAK 2432.3730 1605.8615 16.5942 3692 3 535.9587 0.9981
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1857.8501 IDASEEANKEFANEYK 1475.0990 1857.8527 21.7674 2417 3 619.9558 1.1484
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1369.6998 TKEDFINFVEK 606.4401 1369.7018 25.5935 1595 1 1369.7018 2.91
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 1980.9913 EFVLTLDHSNFTETISK 586.5526 1980.9891 21.9793 1624 2 990.9982 ‐0.7628
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 748.3836 EVATSNK 115.5511 748.3974 19.7329 1454 1 748.3974 18.7418
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 2317.1882 KQSGPASVEIKSADSATEVVGEK 1393.9200 2317.2019 20.4073 3049 3 773.0722 5.32
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 Oxidation+M(*) 2625.2727 FFESPATKAMMFVNFTGATAEALK 267.9784 2625.2736 21.7270 1897 3 875.7627 0.1053
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1098.3220 56649.6896 11 23.43 None 2061.0346 SGPASVEIKSADSATEVVGEK 514.8701 2061.0296 20.0959 1764 2 1031.0184 ‐2.0310
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2756.4580 25120.5464 6 17.51 None 1341.6321 FGNFSIESESPK 12265.5000 1341.6328 25.5289 26470 2 671.3200 0.3284
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2756.4580 25120.5464 6 17.51 None 1346.7791 SPLLLQSNPIHK 19366.5400 1346.7779 15.9587 12774 3 449.5975 ‐1.1352
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2756.4580 25120.5464 6 17.51 None 835.4560 EFIEAVK 16372.9800 835.4553 21.2338 6953 2 418.2313 ‐1.4391
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2756.4580 25120.5464 6 17.51 None 899.4258 GVEFEYR 14850.8700 899.4242 21.3825 5012 2 450.2157 ‐2.3039
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 2756.4580 25120.5464 6 17.51 None 881.4152 GVEFEYR 169.8510 881.4167 20.4977 6347 1 881.4167 2.1089
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1613.1560 25120.5464 6 17.51 None 1346.7791 SPLLLQSNPIHK 29171.2300 1346.7779 15.9587 12774 3 449.5975 ‐1.6262
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 951.5258 GTVTFAVTR 6159.0050 951.5248 21.8467 9892 2 476.2661 ‐1.5340
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 1940.0058 GVTGFQILPNGNMVLHDK 4563.7450 1940.0023 19.8993 4006 2 970.5048 ‐1.5297
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 3847.1650 1311.8087 23.2629 3160 2 656.4080 1.1294
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 3203.4826 AFSYFPAATYLEWEETFAFFSNYFVR 808.7800 3203.4804 20.7544 1811 3 1068.4983 ‐0.8851
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 2221.0448 VLNEPGYAPYITEYDASYR 733.6237 2221.0249 30.6125 1594 3 741.0131 ‐9.2096
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 2997.4404 VNGVNKLVSRTSDMNGSDGPYSMVL 3929.5430 2997.4355 20.2381 8538 3 999.8167 ‐1.8689
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 3960.8796 LGSDGSLKAFSYFPAATYLEWEETFAFF 546.8870 3960.8689 21.4840 1783 3 1320.9611 ‐2.8999



NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 933.5152 GTVTFAVTR 160.7261 933.5162 22.3010 823 1 933.5162 1.54
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate binding d 480.6848 51278.9025 9 20.44 None 2204.0182 VLNEPGYAPYITEYDASYR 317.1037 2204.0123 32.6854 1065 3 735.3423 ‐2.9335
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 1639.7996 ILENGNMVIYDSSGK 3023.3840 1639.7952 26.2741 11645 2 820.4012 ‐2.6449
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 5747.4360 2287.0452 27.7488 9027 2 1144.0262 ‐2.0709
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 1185.5687 GFVPFSDNFR 925.7002 1185.5701 18.8031 6256 2 593.2887 0.8163
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 2268.1547 FVWQSFDSPTDTLLVGQSLK 4602.9530 2268.1553 21.5697 5971 2 1134.5813 0.8636
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 1473.7795 DSPTDTLLVGQSLK 845.4238 1473.7796 22.1434 4186 3 491.9314 ‐0.2129
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 593.2325 49849.7912 6 14.74 None 868.4411 VIYDSSGK 226.6306 868.4437 24.0965 1199 1 868.4437 3.47
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 2092.0566 VSGPVVVADGMAGAAMYELVR 3674.4690 2092.0568 22.2561 13566 2 1046.5321 0.5827
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1795.8683 LAEMPADSGYPAYLAAR 5307.4880 1795.8721 28.4119 12498 2 898.4397 2.78
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1578.7170 FEDPAEGEDTLVEK 4891.6720 1578.7182 24.0950 11105 2 789.8628 0.8106
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1545.8054 TTLVANTSNMPVAAR 4318.4910 1545.8052 23.1688 9526 2 773.4063 ‐0.0888
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1255.7005 LAADTPLLTGQR 2259.6850 1255.7009 24.1907 9428 2 628.3541 0.0381
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1019.5520 ISGDVYIPR 1990.0240 1019.5501 23.0020 8674 2 510.2787 ‐2.3251
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1471.7639 EDDLNEIVQLVGK 12843.7900 1471.7643 34.7671 7937 2 736.3858 0.2205
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 4625.1880 3736.8232 24.3501 6824 3 1246.2793 ‐0.3355
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1337.6260 YSTALESFYEK 1240.8050 1337.6280 27.0611 6201 2 669.3176 1.75
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3226.0500 2690.3533 35.3336 6145 3 897.4559 0.2648
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 2080.9346 LTTFEDDEKESEYGYVR 6141.6020 2080.9352 24.1631 5780 3 694.3166 0.0606
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 5866.0800 1675.7395 21.9911 4256 2 838.3734 0.9099
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2284.1470 2465.1591 23.8659 3709 2 1233.0832 4.1047
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1335.7379 VGHDNLIGEIIR 2442.7090 1335.7376 29.3940 2479 3 445.9174 ‐0.4958
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 883.4672 LGDLFYR 3042.1290 883.4668 16.8504 4310 2 442.2370 ‐1.0993
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1574.8272 DALAEGDKITLETAK 880.6833 1574.8284 23.8436 8721 3 525.6143 0.4956
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 2409.2184 LVSQKFEDPAEGEDTLVEKFK 1657.8400 2409.2085 21.5572 3604 2 1205.1079 ‐3.3841
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 Carbamidomethyl+C(19) 2899.4124 LLREDYLAQNAFTPYDKFCPFYK 1898.5510 2899.4077 22.3370 1511 3 967.1408 ‐1.8346
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1204.6420 EGDKITLETAK 279.9247 1204.6442 25.9995 3221 2 602.8257 1.23
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 915.4458 LESFYEK 63.1392 915.4419 29.4579 1992 1 915.4419 ‐3.8463
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1009.5135 GAAMYELVR 176.2350 1009.5181 20.5904 1697 1 1009.5181 5.0299
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 770.3832 GDLFYR 158.3398 770.3812 16.8345 1391 1 770.3812 ‐2.2549
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 664.3777 AYLAAR 179.8068 664.3766 29.8156 1123 1 664.3766 ‐1.4114
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1002.4527 ESEYGYVR 121.8736 1002.4493 23.5929 813 2 501.7283 ‐3.8961
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1858.0990 69154.7867 26 50.40 None 1777.8578 LAEMPADSGYPAYLAAR 601.6770 1777.8615 27.5480 5433 2 889.4344 2.61
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1749.0269 LVAGLPEGGVLLLENVR 42726.4900 1749.0291 21.5486 37540 2 875.0182 1.77
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 21662.8800 2266.1778 21.9875 34364 2 1133.5925 ‐0.2473
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1539.8992 GVSLLLPTDVVIADK 28054.4700 1539.8998 20.6513 22761 2 770.4535 0.2640
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1573.8432 GVTTIIGGGDSVAAVEK 17617.5100 1573.8427 16.5179 12783 2 787.4250 ‐0.4240
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1465.8236 FLKPSVAGFLMQK 470.0929 1465.8186 18.7340 7745 3 489.2777 ‐4.0792
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1903.9661 LAALADVYVNDAFGTAHR 1282.8650 1903.9643 18.8602 7386 3 635.3263 ‐1.5032
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1074.6306 KPFAAIVGGSK 6455.0460 1074.6308 14.2628 4096 2 537.8190 ‐0.1004
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1072.6513 YSLKPLVPR 981.9605 1072.6532 15.4289 4086 2 536.8302 1.97
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1518.7646 AQGLSVGSSLVEEDK 1600.9720 1518.7674 16.3975 2121 3 506.9273 1.1737
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1753.8618 TIIWNGPMGVFEFDK 170.8920 1753.8945 19.3651 1674 2 877.4509 18.5954
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 11653.5500 2370.2919 21.0074 13308 3 790.7688 ‐0.1899
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1504.7318 LAALADVYVNDAFGT 155.9599 1504.7250 17.4102 3812 2 752.8661 ‐4.6603
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 581.3770 PLVPR 281.4928 581.3765 15.4307 1754 1 581.3765 ‐0.7197
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 2248.1682 IVPATAIPDGWMGLDIGPDSIK 758.1881 2248.1723 22.6363 5143 2 1124.5898 1.07
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 5134.3450 42188.8769 15 39.90 None 1732.0003 LVAGLPEGGVLLLENVR 309.3215 1731.9928 23.1520 2715 2 866.5000 ‐4.4020
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 None 1417.6918 LASIGLDNTEDNR 5667.0180 1417.6980 22.1372 15074 2 709.3526 4.39
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 8679.0730 1484.8169 26.8613 13951 2 742.9121 1.53
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 None 873.4577 EAAWGLAR 22486.3800 873.4585 22.3635 13832 2 437.2329 0.2913
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3742.3130 2404.1246 33.1218 10630 3 802.0464 1.95
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 Carbamidomethyl+C(5) 910.4451 TFVDCLR 5306.5850 910.4436 23.3198 5242 2 455.7255 ‐2.2142
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 None 3087.6136 QLLLTTPGLGDYISGSILFEETLYQSTK 539.9611 3087.6120 25.0280 2012 3 1029.8755 ‐0.7423
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 None 2022.0688 NKASPETVADFTLTMLKR 226.9782 2022.0821 21.8303 8194 3 674.6989 6.79
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 None 673.3780 AWGLAR 96.7756 673.3807 21.4533 2272 1 673.3807 4.1538
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1453.6080 42555.2237 18 24.4 Carbamidomethyl+C(5) 892.4346 TFVDCLR 213.9041 892.4387 22.1087 1399 2 446.7230 4.0187
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 None 1417.6918 LASIGLDNTEDNR 3118.3740 1417.6980 22.1372 15074 2 709.3526 4.17
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 9964.9400 1484.8169 26.8613 13951 2 742.9121 1.88
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 None 873.4577 EAAWGLAR 39077.9300 873.4585 22.3635 13832 2 437.2329 0.1515
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 6735.5360 2404.1246 33.1218 10630 3 802.0464 1.01
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 Carbamidomethyl+C(5) 910.4451 TFVDCLR 7575.7100 910.4436 23.3198 5242 2 455.7255 ‐2.3399
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 Carbamidomethyl+C(5) 1817.9579 TFVDCLRDANIVPGIK 317.9370 1817.9658 24.0867 1399 2 909.4866 4.52
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 None 1352.7056 AGAYSDELVKTAK 259.6380 1352.6928 18.5754 952 2 676.8501 ‐9.5975
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 None 740.4665 NIVPGIK 43.0732 740.4677 22.9002 1222 1 740.4677 1.36
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2036.0320 42555.2237 18 24.4 Carbamidomethyl+C(5) 892.4346 TFVDCLR 306.9444 892.4387 22.1087 1399 2 446.7230 3.61
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3830.6890 28677.6266 4 41.13 None 983.4985 FGEAVWFK 86060.5900 983.4981 18.4075 26865 2 492.2527 ‐0.7354
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3830.6890 28677.6266 4 41.13 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAED 4401.2780 3555.7427 24.6003 6775 3 1185.9191 ‐2.7630
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3830.6890 28677.6266 4 41.13 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAG 2885.6870 4016.7984 21.8256 5527 3 1339.6043 ‐0.6969
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 3830.6890 28677.6266 4 41.13 None 3157.5378 GPIENLFDHLADPVANNAWSYATNFV 332.0691 3157.4903 21.0988 1523 3 1053.1683 ‐15.0594
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 983.4985 FGEAVWFK 43896.1800 983.4981 18.4075 26865 2 492.2527 ‐0.8985
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1631.8176 STPQSIWYGPDRPK 7211.6120 1631.8180 23.2440 11607 3 544.6109 ‐0.0234
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAED 1503.8880 3555.7427 24.6003 6775 3 1185.9191 ‐3.0975
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 982.5316 ELEVIHSR 27506.1000 982.5315 17.5408 5475 2 491.7694 ‐0.6397
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1252.6757 NRELEVIHSR 2148.0920 1252.6764 17.3629 2096 3 418.2303 0.2939
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1175.6314 VGVSGGGRVTMR 660.6776 1175.6417 22.6011 2146 2 588.3245 8.95



NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1061.5374 NRELEVIHS 379.3126 1061.5371 19.2963 5536 2 531.2722 ‐0.7355
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1443.7379 PQSIWYGPDRPK 156.6621 1443.7440 24.0098 2454 2 722.3757 4.1230
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1348.6631 LAEDPEAFSELK 111.6880 1348.6568 23.8661 1229 2 674.8321 ‐4.8267
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 2816.2180 28706.5844 10 29.81 None 1234.6651 NRELEVIHSR 259.7631 1234.6629 17.4135 3585 2 617.8351 ‐2.0569
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 9053.0820 2104.0913 22.6777 12562 2 1052.5493 ‐0.3318
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1116.6259 TSLAPGSGVVTK 16910.8200 1116.6247 19.0657 12353 2 558.8160 ‐1.4298
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1550.7849 VVNFSFDGQPAELK 6147.4510 1550.7860 17.9441 11022 2 775.8966 0.6507
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1292.6634 FYSLPALNDPR 9232.7560 1292.6626 18.0141 10982 2 646.8349 ‐0.8568
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8481.9490 1548.8259 21.7389 10770 2 774.9166 ‐1.2046
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 914.5669 ILLESAIR 8202.5640 914.5650 16.5584 8887 2 457.7861 ‐2.6764
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 2323.8810 2298.2826 21.7484 7854 3 766.7657 0.1939
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 1288.3120 2398.1391 35.2643 7557 2 1199.5732 ‐3.1203
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1557.7140 SGEDADTLGLTGHER 6655.3470 1557.7140 19.8876 7085 3 519.9095 ‐0.2601
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1009.5135 LSVFDAAMR 12749.7200 1009.5156 17.4675 6265 2 505.2614 1.45
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1956.9145 SSGEDTIILAGAEYGSGSSR 3050.6700 1956.9180 26.9133 4635 2 978.9627 2.1425
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1497.7254 SDETVAMIEAYLR 11268.5300 1497.7263 36.2555 3830 2 749.3668 0.5879
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1774.9545 SVLSPSVSSTSPSSLLAR 914.7264 1774.9527 19.2355 3452 2 887.9800 ‐0.8436
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLE 279.3027 3169.5782 24.0832 1065 3 1057.1976 ‐15.0206
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1596.7864 DTIILAGAEYGSGSSR 359.4164 1596.7571 26.8533 812 3 532.9239 ‐18.6009
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1470.6819 GEDADTLGLTGHER 240.4288 1470.6870 20.1949 30295 2 735.8471 3.17
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 Carbamidomethyl+C(3) 650.3113 LACMR 109.7596 650.3133 24.3953 2456 1 650.3133 3.68
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 1529.8057 SVLSPSVSSTSPSSLL 226.5848 1529.8125 20.0655 1980 2 765.4099 4.69
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 None 991.5030 LSVFDAAMR 209.1366 991.4995 18.4076 2070 2 496.2534 ‐3.9840
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1351.5900 108828.8021 45 19.70 Carbamidomethyl+C(16) 2381.1218 VYSSYLELNLDDVEPCISGPK 221.3528 2381.1146 34.7833 816 3 794.3764 ‐3.2472
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1116.6259 TSLAPGSGVVTK 28433.2600 1116.6247 19.0657 12353 2 558.8160 ‐1.4769
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 1372.7370 2398.1391 35.2643 7557 2 1199.5732 ‐2.6783
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1497.7254 SDETVAMIEAYLR 6594.5670 1497.7263 36.2555 3830 2 749.3668 0.6862
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 467.0224 2104.0852 36.4305 3489 2 1052.5462 ‐2.9187
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1217.6525 GFAIPKEAQEK 289.3688 1217.6376 21.3446 56467 2 609.3224 ‐12.4994
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1596.7864 DTIILAGAEYGSGSSR 572.4111 1596.7438 30.0356 2155 2 798.8755 ‐26.5010
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1573.7890 MYLTASSSASSSIIR 322.8915 1573.7669 23.5227 2133 2 787.3871 ‐13.9559
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 1148.5906 TASSSASSSIIR 166.3807 1148.5941 22.2674 4038 2 574.8007 2.17
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 None 744.4250 PGSGVVTK 4685.0020 744.4217 19.0548 1128 1 744.4217 ‐4.1179
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 573.4861 108828.8021 45 19.70 Carbamidomethyl+C(16) 2381.1218 VYSSYLELNLDDVEPCISGPK 282.8265 2381.1146 34.7833 816 3 794.3764 ‐3.2213
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 11419.1300 2104.0913 22.6777 12562 2 1052.5493 ‐0.6814
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 1550.7849 VVNFSFDGQPAELK 4416.3780 1550.7860 17.9441 11022 2 775.8966 0.5543
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 1292.6634 FYSLPALNDPR 7711.2530 1292.6626 18.0141 10982 2 646.8349 ‐0.8352
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 3101.5111 ATIANMSPEYGATMGFFPVDHVTLQY 446.3775 3101.5161 21.8660 10883 3 1034.5102 1.05
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 9718.4600 1548.8259 21.7389 10770 2 774.9166 ‐1.3001
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 914.5669 ILLESAIR 5106.8370 914.5650 16.5584 8887 2 457.7861 ‐2.4817
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 2082.8760 2997.4355 20.2381 8538 3 999.8167 1.94
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 3149.1590 2298.2826 21.7484 7854 3 766.7657 0.0585
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 1009.5135 LSVFDAAMR 10023.2100 1009.5156 17.4675 6265 2 505.2614 1.57
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 1774.9545 SVLSPSVSSTSPSSLLAR 887.9843 1774.9527 19.2355 3452 2 887.9800 ‐1.0427
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 688.3988 LESAIR 2624.8170 688.3960 16.5711 2847 1 688.3960 ‐3.8587
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 1529.8057 SVLSPSVSSTSPSSLL 946.7552 1529.8116 19.2436 2316 2 765.4095 3.28
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 801.4829 LLESAIR 445.0688 801.4819 16.5551 1130 1 801.4819 ‐0.8979
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 None 3083.5005 ATIANMSPEYGATMGFFPVDHVTLQY 408.6605 3083.4930 22.6336 7500 3 1028.5025 ‐2.5153
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 785.2779 108828.8021 45 19.70 Carbamidomethyl+C(12) 1531.8012 SNLVGMGIIPLCFK 356.7510 1531.7967 20.9489 1900 2 766.4020 ‐3.0113
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1200.6293 VVDAMGVPIDGK 40237.4800 1200.6298 24.4324 25358 2 600.8185 0.1083
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1250.6375 AAELTNLFESR 29169.5900 1250.6378 29.8221 24923 2 625.8225 ‐0.0554
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1043.5732 TGSIVDVPAGK 45795.4300 1043.5720 20.2294 24913 2 522.2896 ‐1.5469
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 8257.9880 2308.1560 24.1680 21707 3 770.0568 ‐0.6006
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1330.7577 TTIAIDTILNQK 31554.6600 1330.7572 18.4922 19273 2 665.8822 ‐0.5771
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1026.5942 AVDSLVPIGR 29447.0700 1026.5942 25.7044 18356 2 513.8008 ‐0.4417
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1283.6994 QPQYAPLPIEK 4771.1970 1283.7006 24.6773 10650 2 642.3539 0.6743
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1572.7441 NFYANFQVDEIGR 1730.6780 1572.7405 30.9385 9508 2 786.8739 ‐2.2816
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 892.4887 LELAQYR 7351.3040 892.4878 21.3428 6983 2 446.7475 ‐1.6160
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 815.4621 ELLIGDR 13413.7600 815.4617 21.9634 4881 2 408.2345 ‐1.2428
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1226.6198 SVHEPMQTGLK 5900.5840 1226.6206 17.4635 3541 3 409.5451 0.4143
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 860.5022 QMSLLLR 14308.1100 860.5032 17.0474 3309 2 430.7552 0.5440
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1865.9352 AESLHAGNIELAEDLQR 480.4081 1865.9746 17.3986 2483 3 622.6631 20.8927
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 688.3624 VDEIGR 123.0837 688.3601 29.5851 8309 1 688.3601 ‐3.1879
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 856.4887 DSLVPIGR 2325.1920 856.4910 25.7105 2004 1 856.4910 3.1050
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1002.4925 DAMGVPIDGK 1492.4640 1002.4899 24.4446 1703 1 1002.4899 ‐2.0124
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 885.5040 SIVDVPAGK 383.9529 885.5032 19.3598 1309 2 443.2552 ‐1.4927
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 601.4032 SLLLR 2417.9220 601.4033 17.0453 995 1 601.4033 0.3152
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 4971.1420 86275.6177 19 19.43 None 1208.6092 SVHEPMQTGLK 285.6757 1208.6133 16.7209 1262 2 604.8103 3.0753
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 1114.6466 LITPSILSDR 51166.8200 1114.6469 17.5411 21605 2 557.8271 ‐0.1497
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 1657.7890 VNNMVLFDQATYDK 1430.2150 1657.7925 29.1407 8947 2 829.3999 2.1539
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 Carbamidomethyl+C(5) 1477.7679 IQISCVVSLTDSR 1244.7880 1477.7645 18.0938 3350 2 739.3859 ‐2.3769
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 1788.8888 SHHHPLNPPNPVAESR 360.1402 1788.9005 22.5418 1853 3 596.9717 6.51
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 Carbamidomethyl+C(6) 1633.8690 RIQISCVVSLTDSR 1051.4100 1633.8621 20.2770 3532 2 817.4347 ‐4.1671
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 1914.9266 EKVNNMVLFDQATYDK 917.1817 1914.9278 20.6339 2692 2 957.9675 0.9302
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 870.4680 TPSILSDR 422.3306 870.4667 17.4547 1403 2 435.7370 ‐2.0957
NP_179229.1 40S ribosomal protein S25 1 Arabidopsis thaliana 7778.1680 14421.7768 8 44.80 None 1770.8783 SHHHPLNPPNPVAESR 186.1492 1770.8816 22.1705 927 3 590.9654 1.77
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 618.4400 40242.4443 9 15.8 Carbamidomethyl+C(5)



NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 618.4400 40242.4443 9 15.8 Carbamidomethyl+C(2) 1900.9698 VCIVGSGPAAHTAAIYASR 11241.9000 1900.9698 15.6844 5255 3 634.3281 ‐0.2546
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 618.4400 40242.4443 9 15.8 None 2701.4196 NVVTGDVSDLKVSGLFFAIGHEPATK 350.3062 2701.4112 35.4308 1755 3 901.1419 ‐3.3201
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 618.4400 40242.4443 9 15.8 Carbamidomethyl+C(5)
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 618.4400 40242.4443 9 15.8 None 1528.7867 VGSGPAAHTAAIYASR 408.4781 1528.7883 16.1510 826 3 510.2676 0.8159
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 406.2698 40242.4443 9 15.8 None 1357.6998 FGTTIFTETVNK 246.6459 1357.7064 17.4870 9585 2 679.3568 4.42
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 406.2698 40242.4443 9 15.8 Carbamidomethyl+C(2) 1900.9698 VCIVGSGPAAHTAAIYASR 7804.5000 1900.9698 15.6844 5255 3 634.3281 ‐0.5385
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 406.2698 40242.4443 9 15.8 None 1146.6001 NVVTGDVSDLK 211.3409 1146.6246 18.0526 1492 2 573.8159 21.0708
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 406.2698 40242.4443 9 15.8 None 1528.7867 VGSGPAAHTAAIYASR 299.2373 1528.7883 16.1510 826 3 510.2676 0.3928
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1463.7563 ASIYNAMPLAGVEK 5349.6340 1463.7560 29.1918 9832 2 732.3816 ‐0.2719
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1065.5463 SELEAEFIK 6199.5260 1065.5470 26.1401 4291 2 533.2771 0.2309
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1324.7947 NVGPSGVTIVIIR 2460.7160 1324.7924 18.3443 4270 2 662.8998 ‐1.9586
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1308.5493 GSGMSVMEMSHR 2895.6060 1308.5494 20.5361 2576 3 436.8546 ‐0.2339
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1162.6830 GKEFLSIIQK 1344.5620 1162.6823 16.7361 2126 2 581.8448 ‐0.9412
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1837.0582 VINFAAGPAALPENVLLK 564.3351 1837.0666 20.9491 1237 2 919.0369 4.62
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1464.7581 SELEAEFIKEAAK 524.3998 1464.7747 20.5326 7964 2 732.8910 11.68
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1885.9178 YTKVPTFDGLEQSSDAK 153.6089 1885.9297 39.8677 1327 2 943.4685 6.10
NP_179354.1 pyridoxal phosphate dependent transferases superfamily protein Arabid 539.9243 47089.8352 9 18.1 None 1867.9072 YTKVPTFDGLEQSSDAK 97.2351 1867.9160 39.4663 5885 2 934.4617 4.90
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 2002.9465 ASGDYAIVIAHNPDSDTTR 8163.5760 2002.9487 23.2288 13809 3 668.3211 0.8795
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 9410.8160 1974.9474 24.7696 9997 3 658.9873 0.9106
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 1016.5306 AMIGQVAGGGR 7864.1790 1016.5302 18.2116 9768 2 508.7687 ‐0.8700
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 1292.6957 GVVTEIIHDPGR 3329.5350 1292.6962 24.1322 9543 2 646.8517 0.1301
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 1251.7783 ATLVVGNVLPLR 13290.6000 1251.7786 19.3104 7279 2 626.3930 ‐0.0172
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 823.3945 SLDFGER 21041.8000 823.3947 20.0719 5416 2 412.2010 ‐0.3833
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 1868.0025 NGYLKGVVTEIIHDPGR 991.5742 1867.9956 28.7000 4318 3 623.3367 ‐3.9213
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 623.2784 DFGER 2745.1710 623.2798 20.0611 2349 1 623.2798 2.98
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 701.3689 GQVAGGGR 3670.7060 701.3688 18.2116 1120 1 701.3688 0.0427
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2936.9880 28030.2598 20 32.95 None 1274.6852 GVVTEIIHDPGR 325.1552 1274.6838 25.4762 3080 2 637.8455 ‐1.3535
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 2002.9465 ASGDYAIVIAHNPDSDTTR 8604.4960 2002.9487 23.2288 13809 3 668.3211 0.9914
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 4251.4560 1974.9474 24.7696 9997 3 658.9873 1.0288
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 1016.5306 AMIGQVAGGGR 14459.9100 1016.5302 18.2116 9768 2 508.7687 ‐0.9552
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 1292.6957 GVVTEIIHDPGR 2359.4580 1292.6962 24.1322 9543 2 646.8517 0.1503
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 Carbamidomethyl+C(17) 2312.1090 ELFVAAEGMYTGQFLYCGKK 274.4044 2312.0938 26.6523 4795 3 771.3694 ‐6.8085
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 1868.0025 NGYLKGVVTEIIHDPGR 759.9390 1867.9956 28.7000 4318 3 623.3367 ‐3.7787
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 Carbamidomethyl+C(7) 1774.8290 PEGAVVCNVEHHVGDR 351.1724 1774.8337 24.7695 2653 3 592.2828 2.51
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 701.3689 GQVAGGGR 6360.4230 701.3688 18.2116 1120 1 701.3688 0.1363
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 Carbamidomethyl+C(7) 1201.6034 TGQFLYCGKK 97.1155 1201.6076 24.7189 814 3 401.2074 3.62
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1677.7990 28030.2598 20 32.95 None 1274.6852 GVVTEIIHDPGR 191.0931 1274.6838 25.4762 3080 2 637.8455 ‐1.3402
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 1453.7144 SIQMEGLFWGASK 7916.5450 1453.7163 20.0336 15776 2 727.3618 1.1182
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 945.5768 LVPVGYGIK 17954.4900 945.5764 15.6188 9408 2 473.2918 ‐0.7577
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 2423.2453 DDITVFTALSKPPTSEFVNVSR 409.7375 2423.2529 20.4167 1841 3 808.4225 2.06
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 1284.6848 WFNHIDALLR 205.6732 1284.6977 17.9291 40872 2 642.8525 9.37
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 733.4243 PVGYGIK 692.6494 733.4246 15.6148 2151 1 733.4246 0.6789
NP_179402.1 translation elongation factor EF1B ribosomal protein S6 family protein A 1214.8320 25380.4934 6 23.38 None 1235.5878 QMEGLFWGASK 356.0692 1235.5936 18.3198 1174 2 618.3005 4.79
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1089.5786 GVAASSLEEVK 3609.7060 1089.5796 21.3398 27557 2 545.2935 0.5135
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1660.8428 VPIDVFAGITDEDAAK 29537.8300 1660.8451 33.1739 17431 2 830.9262 1.10
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1687.8901 AIQDVFPNESELVVK 9091.0600 1687.8877 31.4599 14049 2 844.4475 ‐1.3168
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1389.6744 LITADDLDDAAEK 4410.0180 1389.6746 23.9780 13777 2 695.3409 0.0189
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1885.0140 1317.6824 25.2335 4713 2 659.3448 ‐0.7786
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1217.6736 GVAASSLEEVKK 11133.1900 1217.6752 18.2617 2656 2 609.3412 1.0273
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1182.5538 LNFDDNAAFR 2916.4450 1182.5608 25.8230 14367 2 591.7841 5.96
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 622.3559 GLGTFK 259.6783 622.3626 16.9320 6334 1 622.3626 10.69
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 2516.2562 QKEVFAMRDPTQEDPREVAAAK 441.8651 2516.2104 24.5501 4503 3 839.4083 ‐18.4256
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1074.5426 LEGTNVEQGK 656.8260 1074.5325 32.0975 769 1 1074.5325 ‐8.8317
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1758.8956 RLNIHEYQGAELMGK 1243.5270 1758.8998 18.5025 3571 3 586.9715 2.1688
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1036.5323 RLNIHEYQ 240.9936 1036.5303 17.9621 1247 2 518.7688 ‐2.3642
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1094.5378 RLNIHEYQG 229.5209 1094.5354 19.9000 882 2 547.7713 ‐2.6090
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 2164.1890 45630.7876 21 31.35 None 1056.5320 LEGTNVEQGK 219.1761 1056.5361 30.7335 3589 2 528.7717 3.90
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 1089.5786 GVAASSLEEVK 3658.2180 1089.5796 21.3398 27557 2 545.2935 0.4562
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 1660.8428 VPIDVFAGITDEDAAK 29243.6100 1660.8451 33.1739 17431 2 830.9262 1.16
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 1687.8901 AIQDVFPNESELVVK 9056.1670 1687.8877 31.4599 14049 2 844.4475 ‐1.1458
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 2096.9580 1317.6824 25.2335 4713 2 659.3448 ‐0.7489
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 818.4254 DSIEQVK 483.3567 818.4161 21.0169 3131 1 818.4161 ‐11.0765
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 1690.7853 EVFAMRDPTQEDPR 354.6665 1690.8180 27.1044 2785 2 845.9127 19.6196
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1621.3410 45630.7876 21 31.35 None 1119.5528 GGTSIEDLAEK 272.2259 1119.5795 23.1287 1006 2 560.2934 23.3780
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 1449.7584 GPEFATIVNSVTSK 2064.3140 1449.7581 18.6125 14308 2 725.3827 ‐0.3610
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 4355.4730 1228.6056 18.4791 13218 2 614.8065 1.30
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 6800.4420 2776.3983 23.8328 11708 3 926.1376 ‐0.1264
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 1435.7427 GGAFTGEISVEQLK 500.9443 1435.7418 19.6901 2710 2 718.3745 ‐0.8337
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 1096.5898 WVILGHSER 26477.7200 1096.5909 15.6981 2471 2 548.7991 0.6914
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 1475.7853 AATSLTAPPSFSGLR 135.4588 1475.7769 23.4681 1374 2 738.3921 ‐5.7969
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 510.6512 2349.1962 22.0674 2647 2 1175.1017 ‐6.4903
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 Carbamidomethyl+C(1) 766.3917 CFAQLK 315.2247 766.3950 17.1882 3640 1 766.3950 4.60
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 577.2980 AAYALS 489.2761 577.2980 20.1860 1506 1 577.2980 ‐0.0944
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1758.2240 33573.8825 10 34.92 None 1432.7318 GPEFATIVNSVTSK 676.0567 1432.7313 17.1282 999 2 716.8693 ‐0.5068
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 2763.1930 11031.2792 6 45.00 None 1646.7756 NEEDVSPSLEGLTEK 9939.4810 1646.7802 25.6259 10524 2 823.8938 2.03
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 2763.1930 11031.2792 6 45.00 None 1573.6628 SFYGSGGDYSMFAGK 8481.8070 1573.6647 28.3663 7180 2 787.3360 1.95
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 2763.1930 11031.2792 6 45.00 None 1837.8967 EINTLNDWETKFEAK 1334.1540 1837.8976 29.8081 3695 3 613.3040 0.2365



NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 2763.1930 11031.2792 6 45.00 None 973.5201 PSLEGLTEK 479.5189 973.5193 24.1829 2205 2 487.2633 ‐1.3191
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 1764.7640 11031.2792 6 45.00 None 1573.6628 SFYGSGGDYSMFAGK 11765.1000 1573.6647 28.3663 7180 2 787.3360 1.69
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thalia 1764.7640 11031.2792 6 45.00 None 1837.8967 EINTLNDWETKFEAK 817.4977 1837.8976 29.8081 3695 3 613.3040 0.3859
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 1213.6899 GKDLAELIAAGR 41461.6100 1213.6914 26.8977 13821 2 607.3494 0.9557
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGG 6252.0050 2598.2792 21.7640 11843 3 866.7646 1.61
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 1028.5735 DLAELIAAGR 31765.5800 1028.5727 30.6642 10606 2 514.7900 ‐1.2267
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 3112.5505 LASVPSGGGGGVAVASATSGGGGGG 197.3868 3112.5823 29.2636 3336 3 1038.1990 9.69
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 787.3945 GGAPAAESK 93.8884 787.3973 21.1104 2109 1 787.3973 3.76
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 10112.3700 11451.8423 10 42.61 None 1655.7984 SGGGGGGGAPAAESKKEEK 299.9186 1655.7981 28.2184 859 2 828.4027 ‐0.0981
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8661.0160 11451.8423 10 42.61 None 1213.6899 GKDLAELIAAGR 33154.4500 1213.6914 26.8977 13821 2 607.3494 0.9457
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8661.0160 11451.8423 10 42.61 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGG 9451.6740 2598.2792 21.7640 11843 3 866.7646 1.26
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8661.0160 11451.8423 10 42.61 None 1028.5735 DLAELIAAGR 18512.8600 1028.5727 30.6642 10606 2 514.7900 ‐1.3073
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8661.0160 11451.8423 10 42.61 None 787.3945 GGAPAAESK 137.1335 787.3973 21.1104 2109 1 787.3973 3.52
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1204.6208 NVVLDEFGSPK 8747.7880 1204.6244 26.5063 23473 2 602.8158 2.51
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1479.7478 GYISPQFVTNPEK 14588.1700 1479.7479 25.8754 21212 2 740.3776 ‐0.0425
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 35411.3000 2247.1208 40.6406 19377 3 749.7118 1.45
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1290.6172 VGAATETELEDR 15269.6200 1290.6177 18.3511 19050 2 645.8125 0.1908
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1561.6904 ELFETDSVYDSEK 26575.7800 1561.6935 25.7402 17972 2 781.3504 1.50
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1753.9265 AIELPNAMENAGAALIR 7602.9660 1753.9288 20.0537 17721 2 877.4680 1.02
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1904.9560 DSTTLIADAASKDELQAR 13340.4800 1904.9604 25.9017 15191 3 635.6583 2.0896
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 29789.1600 1271.6783 16.9195 14894 2 636.3428 0.2412
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1043.5844 VVNDGVTIAR 17249.7300 1043.5840 18.5878 13985 2 522.2956 ‐0.8105
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1192.6056 DSTTLIADAASK 1429.8300 1192.6012 30.5034 12951 2 596.8043 ‐3.9638
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1257.7049 TVQGLIEELQK 12454.8800 1257.7045 31.3983 11889 2 629.3559 ‐0.6104
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 2250.2955 APLLIIAEDVTGEALATLVVNK 14849.9800 2250.2962 25.7296 11416 3 750.7703 0.0590
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1097.5660 APAAAAPEGLMV 5215.9480 1097.5681 28.4055 10421 2 549.2877 1.69
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1650.7929 TNDSAGDGTTTASILAR 4713.3140 1650.7959 21.9158 9760 2 825.9016 1.17
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 2278.2653 ALLSPAALIAQNAGVEGEVVVEK 648.5850 2278.2767 20.9171 5863 3 760.0971 4.57
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 898.5720 GVLNVVAVK 5279.6270 898.5712 25.4815 5550 2 449.7892 ‐1.4991
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 940.5714 DIIPILEK 10802.5300 940.5704 30.3378 5131 2 470.7888 ‐1.6054
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 843.4934 LGADIVQK 17255.8700 843.4926 18.2428 4007 2 422.2499 ‐1.6351
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1142.5661 LGGGNQQQGQR 676.3066 1142.5587 25.5954 5358 2 571.7830 ‐6.8315
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1689.7854 KELFETDSVYDSEK 715.6752 1689.8043 32.0916 2218 2 845.4058 11.18
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 303.1589 1580.8061 18.5139 934 3 527.6069 22.7592
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 Carbamidomethyl+C(14) 2054.9958 MASANALSSASVLCSSRQSK 920.5921 2054.9883 21.5478 9565 2 1027.9978 ‐3.2382
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 Carbamidomethyl+C(1) 972.5295 CVGLTLGPR 206.3829 972.5350 16.8078 3775 2 486.7711 5.1023
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 845.4476 NDGVTIAR 3935.7710 845.4463 18.7156 3441 1 845.4463 ‐1.1007
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 991.5095 VLDEFGSPK 179.6562 991.5063 26.4600 3392 1 991.5063 ‐2.7455
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1116.5830 AMENAGAALIR 215.4726 1116.5832 20.8880 3060 1 1116.5832 0.8305
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 Carbamidomethyl+C(9) 1563.7796 ALSSASVLCSSRQSK 317.9958 1563.7824 19.9584 2835 2 782.3948 1.50
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 730.4094 GADIVQK 3727.9630 730.4076 18.2440 1730 1 730.4076 ‐2.2151
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 742.4822 LNVVAVK 833.4276 742.4838 25.4851 1273 1 742.4838 2.36
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 761.3464 DEFGSPK 165.9121 761.3448 27.1820 1230 1 761.3448 ‐1.8324
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5906.4650 62243.1879 63 46.25 None 1125.5396 LGGGNQQQGQR 115.2073 1125.5439 26.8435 785 2 563.2756 3.05
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1204.6208 NVVLDEFGSPK 8802.2230 1204.6244 26.5063 23473 2 602.8158 2.17
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1479.7478 GYISPQFVTNPEK 17732.4800 1479.7479 25.8754 21212 2 740.3776 0.0490
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 26185.4000 2247.1208 40.6406 19377 3 749.7118 1.08
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1062.5578 LLAEFENAR 2616.8810 1062.5561 24.1455 19087 2 531.7817 ‐2.1459
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1043.5844 VVNDGVTIAR 7457.6490 1043.5840 18.5878 13985 2 522.2956 ‐0.8854
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1257.7049 TVQGLIEELQK 6395.6390 1257.7045 31.3983 11889 2 629.3559 ‐0.6036
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1097.5660 APAAAAPEGLMV 5750.9980 1097.5681 28.4055 10421 2 549.2877 1.26
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 898.5720 GVLNVVAVK 6261.2790 898.5712 25.4815 5550 2 449.7892 ‐1.6293
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 940.5714 DIIPILEK 6512.3500 940.5704 30.3378 5131 2 470.7888 ‐1.7196
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 843.4934 LGADIVQK 15772.3600 843.4926 18.2428 4007 2 422.2499 ‐1.7863
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1192.6056 DSTTLIADAASK 455.7181 1192.6012 30.5034 12951 2 596.8043 ‐3.9818
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1650.7929 TNDSAGDGTTTASILAR 751.0769 1650.8353 22.4599 5588 2 825.9213 25.8669
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 1059.5469 PQFVTNPEK 162.9233 1059.5441 26.4907 4281 2 530.2757 ‐3.2132
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 836.3897 AEFENAR 261.1715 836.3923 24.1561 2434 1 836.3923 3.34
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 730.4094 GADIVQK 3555.1070 730.4076 18.2440 1730 1 730.4076 ‐2.1438
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 742.4822 LNVVAVK 982.3834 742.4838 25.4851 1273 1 742.4838 2.56
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 761.3464 DEFGSPK 179.2945 761.3448 27.1820 1230 1 761.3448 ‐1.7849
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 845.4476 NDGVTIAR 139.3649 845.4479 17.9540 979 1 845.4479 0.7829
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 972.5473 GTTTASILAR 538.5952 972.5464 23.1103 831 2 486.7769 ‐1.4677
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 629.3981 NVVAVK 907.2749 629.3969 25.4770 830 1 629.3969 ‐1.5800
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2423.1560 62243.1879 63 46.25 None 765.3526 EFENAR 114.3457 765.3505 24.8989 805 1 765.3505 ‐2.3632
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 1753.9265 AIELPNAMENAGAALIR 13815.8300 1753.9288 20.0537 17721 2 877.4680 1.08
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 31592.6700 1271.6783 16.9195 14894 2 636.3428 0.2724
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 2250.2955 APLLIIAEDVTGEALATLVVNK 23315.8700 2250.2962 25.7296 11416 3 750.7703 ‐0.0943
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 2278.2653 ALLSPAALIAQNAGVEGEVVVEK 750.7798 2278.2767 20.9171 5863 3 760.0971 4.27
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 697.5945 2247.1174 21.4285 1701 2 1124.0623 0.1999
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 1904.9560 DSTTLIADAASKDELQAR 128.8807 1904.9860 21.7798 1602 2 952.9966 15.7944
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 843.4934 LGADIVQK 99.3551 843.5089 18.0617 1514 2 422.2581 17.9344
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 135.9420 1580.8061 18.5139 934 3 527.6069 22.3556
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 Carbamidomethyl+C(13) 2139.1591 AALQAGIDKLADCVGLTLGPR 310.4944 2139.1659 20.3006 821 3 713.7268 2.73
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 1212.6107 NAGVEGEVVVEK 404.7470 1212.6105 21.7609 1184 2 606.8089 ‐0.3867
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1988.9630 62243.1879 63 46.25 None 2229.1067 AVASISAGNDDLIGSMIADAIDK 343.0670 2229.1114 21.0081 1332 2 1115.0593 2.95
NP_180440.1 histone H2B Arabidopsis thaliana 1577.0300 16529.5002 3 19.87 None 939.5873 LVLPGELAK 18804.9800 939.5871 26.5421 16165 2 470.2972 ‐0.7893



NP_180440.1 histone H2B Arabidopsis thaliana 1577.0300 16529.5002 3 19.87 None 1180.6321 QVHPDIGISSK 5655.5480 1180.6324 18.4872 5515 2 590.8198 ‐0.0310
NP_180440.1 histone H2B Arabidopsis thaliana 1577.0300 16529.5002 3 19.87 None 1017.5575 EAVTGGVEKK 667.5687 1017.5593 26.0943 3678 2 509.2833 1.97
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 691.8160 26114.3506 5 15.18 None 1695.8476 GIPYEYVEEILENK 10230.9300 1695.8479 38.1218 5876 2 848.4276 0.3151
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 691.8160 26114.3506 5 15.18 None 1822.9190 LVDEQIMNVGFISMAR 733.3613 1822.9582 26.6276 1718 3 608.3242 21.2397
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 691.8160 26114.3506 5 15.18 None 2266.1206 LVDEQIMNVGFISMARADEK 993.3141 2266.1157 25.5403 1130 2 1133.5615 ‐1.5492
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 691.8160 26114.3506 5 15.18 None 698.3719 LVDEQI 126.0657 698.3741 26.7687 1038 1 698.3741 3.79
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 565.5605 26114.3506 5 15.18 None 1695.8476 GIPYEYVEEILENK 9048.9690 1695.8479 38.1218 5876 2 848.4276 0.4890
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1419.7552 GVAFETIPVDLMK 68886.5900 1419.7507 20.3169 89758 2 710.3790 ‐3.3098
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1514.8213 LAGVLDVYEAHLSK 89621.6600 1514.8184 17.7659 84868 3 505.6110 ‐2.1885
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 27852.0400 2892.5190 25.4225 44766 3 964.8445 0.0511
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 41175.6200 2349.2107 21.1851 41857 2 1175.1090 ‐0.1199
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 886.5608 ALVTLIEK 21913.5400 886.5594 26.1698 25730 2 443.7834 ‐2.1029
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1102.5680 VYGPHFASPK 3332.0380 1102.5680 19.4917 14568 2 551.7876 ‐0.4444
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1003.4996 YGPHFASPK 1509.6260 1003.4987 19.4888 9919 2 502.2530 ‐1.3879
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 702.4396 VTLIEK 17269.9100 702.4394 26.1678 6567 1 702.4394 ‐0.0903
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1273.6787 VLDVYEAHLSK 314.3833 1273.6743 19.5660 4851 2 637.3408 ‐3.6556
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1174.6103 LDVYEAHLSK 276.1147 1174.6081 17.5821 3703 2 587.8077 ‐2.1680
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 1592.7955 QPFGTVPAVVDGDYK 2678.1980 1592.7939 21.1510 3285 2 796.9006 ‐0.9919
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 603.3712 TLIEK 7521.4920 603.3683 26.1697 3040 1 603.3683 ‐4.6453
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 506.2643 DLMK 98.0203 506.2634 19.8855 1727 1 506.2634 ‐1.7626
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 2616.3708 AGDFVSLADLAHLPFTDYLVGPIGK 2265.6390 2616.3739 25.4249 1297 2 1308.6906 2.0895
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 840.4363 GPHFASPK 641.1189 840.4352 19.4942 1295 1 840.4352 ‐0.9490
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 985.4890 YGPHFASPK 119.6754 985.4851 19.3167 1179 1 985.4851 ‐3.4548
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 18682.4500 24145.9233 26 43.72 None 815.5237 LVTLIEK 1806.3520 815.5248 26.1653 1023 1 815.5248 1.47
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 1419.7552 GVAFETIPVDLMK 89843.9100 1419.7507 20.3169 89758 2 710.3790 ‐3.3463
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 1514.8213 LAGVLDVYEAHLSK 89894.5600 1514.8184 17.7659 84868 3 505.6110 ‐2.6168
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 23986.0500 2892.5190 25.4225 44766 3 964.8445 0.1377
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 26864.7100 2349.2107 21.1851 41857 2 1175.1090 ‐0.5817
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 1592.7955 QPFGTVPAVVDGDYK 1811.1690 1592.7939 21.1510 3285 2 796.9006 ‐1.1076
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 1061.5262 DVYEAHLSK 8155.9380 1061.5232 17.7704 1939 1 1061.5232 ‐2.0734
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 847.4308 YEAHLSK 3329.8440 847.4274 17.7689 1692 1 847.4274 ‐3.5993
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 916.5172 TIPVDLMK 327.9098 916.5196 20.3250 1419 1 916.5196 3.1640
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17047.1700 24145.9233 26 43.72 None 2616.3708 AGDFVSLADLAHLPFTDYLVGPIGK 2134.7200 2616.3739 25.4249 1297 2 1308.6906 1.54
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1118.6092 IPVLVDGDYK 28259.1000 1118.6089 25.5693 38475 2 559.8081 ‐0.6941
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1577.8421 LAEVLDVYEAQLSK 42200.0400 1577.8432 31.7275 25956 2 789.4253 0.7234
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1409.8039 VLTIYAPLFASSK 9077.5110 1409.8039 20.5666 25371 2 705.4056 ‐0.0936
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1438.7246 GVSFETVNVDLMK 13859.7500 1438.7247 31.5455 18935 2 719.8660 ‐0.0393
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIG 3007.1030 3149.6167 25.4929 15309 3 1050.5438 ‐1.0573
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1390.7365 QPEYLAIQPFGK 3032.9240 1390.7360 30.2929 9537 2 695.8716 ‐0.5393
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 858.5295 AVVTLVEK 11061.8600 858.5286 20.7425 6838 2 429.7679 ‐1.6221
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 688.4240 VTLVEK 2524.1450 688.4234 20.7368 2351 1 688.4234 ‐0.6251
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 749.4192 PLFASSK 282.8003 749.4201 21.7922 1327 1 749.4201 1.77
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6435.6830 24230.0320 24 46.05 None 1197.6514 TIYAPLFASSK 467.4933 1197.6451 20.5666 768 1 1197.6451 ‐4.5508
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 1118.6092 IPVLVDGDYK 34243.3200 1118.6089 25.5693 38475 2 559.8081 ‐0.7404
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 1577.8421 LAEVLDVYEAQLSK 50498.0900 1577.8432 31.7275 25956 2 789.4253 0.8524
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 1438.7246 GVSFETVNVDLMK 19698.3800 1438.7247 31.5455 18935 2 719.8660 0.0366
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 1390.7365 QPEYLAIQPFGK 1974.1050 1390.7360 30.2929 9537 2 695.8716 ‐0.4818
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 858.5295 AVVTLVEK 18234.3400 858.5286 20.7425 6838 2 429.7679 ‐1.7676
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 684.3352 QPEYLA 303.3842 684.3354 29.8688 2410 1 684.3354 0.6300
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 688.4240 VTLVEK 2620.1720 688.4234 20.7368 2351 1 688.4234 ‐0.5216
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 6860.6940 24230.0320 24 46.05 None 589.3556 TLVEK 1047.1290 589.3552 20.7239 1319 1 589.3552 ‐0.2774
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 1409.8039 VLTIYAPLFASSK 9645.2830 1409.8039 20.5666 25371 2 705.4056 ‐0.1256
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIG 3270.9940 3149.6167 25.4929 15309 3 1050.5438 ‐0.8746
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 1438.7246 GVSFETVNVDLMK 1495.9370 1438.7539 17.7156 4687 2 719.8806 20.1968
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 1577.8421 LAEVLDVYEAQLSK 414.5980 1577.8410 18.2489 1874 2 789.4242 ‐0.7778
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 1197.6514 TIYAPLFASSK 502.8473 1197.6451 20.5666 768 1 1197.6451 ‐4.2783
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 1141.8560 24230.0320 24 46.05 None 1420.7141 GVSFETVNVDLMK 247.8417 1420.7197 19.6625 1055 2 710.8635 3.39
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 1439.9330 2346.2137 20.6952 14646 3 782.7427 0.3857
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 8771.2900 2607.3575 37.2538 11544 3 869.7907 0.6468
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1256.6157 LAYGDNSEFIK 7924.3370 1256.6157 24.0154 11441 2 628.8115 ‐0.3352
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 19942.4600 1404.7264 21.1020 10342 2 702.8668 ‐0.1567
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1310.6297 GLDFSALMDDVK 16362.9000 1310.6281 35.5336 9712 2 655.8177 ‐1.4279
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1759.8394 LAGSTFMEYLPMGGSAK 6299.6040 1759.8422 20.0968 9500 2 880.4248 1.49
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 934.5105 VNVGVGAYR 7966.9850 934.5098 19.5274 4693 2 467.7586 ‐1.2489
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1914.9708 IFLEDGHHIGISQSYAK 3616.6070 1914.9716 16.1813 5157 3 638.9954 0.1529
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1740.8486 LTSEYHIYMTRNGR 455.8090 1740.8528 18.9970 1309 2 870.9300 2.21
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1957.0185 NAASKRGMTPISGHFGGLR 680.5924 1957.0176 28.3289 1034 3 653.0107 ‐0.7191
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 797.4516 AIHEVTK 171.9372 797.4544 20.8933 2848 1 797.4544 3.10
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 Carbamidomethyl+C(8) 922.4411 TLSGTGACR 180.7556 922.4383 19.9579 1836 1 922.4383 ‐2.6568
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 791.3968 ALMDDVK 114.5393 791.3991 35.9106 1510 1 791.3991 3.43
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 878.4288 SALMDDVK 368.0913 878.4276 36.7273 976 1 878.4276 ‐1.0008
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2454.4100 48099.9890 15 37.44 None 1741.8288 LAGSTFMEYLPMGGSAK 335.2545 1741.8353 21.2147 1266 2 871.4213 3.96
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 241.0281 35446.4952 5 12.00 None 1350.7488 APGGAPANVAIAVSR 4889.3090 1350.7480 22.7859 8299 2 675.8776 ‐0.8075
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 241.0281 35446.4952 5 12.00 None 1537.7744 VSDVELEFLTGSNK 356.7493 1537.7540 34.0736 14890 2 769.3806 ‐13.3181
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 241.0281 35446.4952 5 12.00 None 2551.2899 NGVDDQGINFDTGARTALAFVTLR 4153.4360 2551.2873 20.4742 3229 3 851.1006 ‐1.2666
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 241.0281 35446.4952 5 12.00 None 735.3784 APGGAPANV 196.2933 735.3755 21.0814 2722 1 735.3755 ‐3.6275
NP_180697.1 probable fructokinase 1 Arabidopsis thaliana 241.0281 35446.4952 5 12.00 None 1332.7383 APGGAPANVAIAVSR 198.5885 1332.7445 22.2108 2203 2 666.8759 4.73



NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 5177.0760 2323.2295 21.3552 18258 3 775.0814 1.34
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 1629.8094 MAAFYAGFPETVAVR 13776.2500 1629.8155 19.5425 15809 2 815.4114 3.98
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 2671.4149 TGDEKPITVSVDDGIRPTTTLASLGK 2101.1860 2671.4185 29.2081 13830 4 668.6101 1.77
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 9626.3000 2336.3071 21.8484 13228 3 779.4406 0.8006
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 1487.7740 DTYPDDLLAPVLR 9751.3630 1487.7732 34.9465 9310 2 744.3902 ‐0.6418
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 10213.0000 2334.1364 18.0117 9091 3 778.7170 1.63
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 1934.0018 GNFKDTYPDDLLAPVLR 4804.9680 1934.0008 33.4822 6692 3 645.3384 ‐0.7866
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSV 801.1862 3183.5107 22.7651 3621 3 1061.8417 ‐0.8156
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 957.5880 GLPVLGVFR 1401.1070 957.5829 20.0938 1497 1 957.5829 ‐4.9098
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 Carbamidomethyl+C(2) 1688.8636 QCSSGLQAVADVAAAIK 708.2254 1688.8842 25.3413 1147 2 844.9457 12.99
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 1929.9162 FGVSRQEQDQAAVDSHR 322.3877 1929.9068 32.1750 2899 2 965.4571 ‐4.5237
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 Carbamidomethyl+C(19) 2215.1540 TSLYGDDVVIVAAHRTPLCK 274.2620 2215.1570 33.6093 1525 2 1108.0822 1.26
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 771.4359 GSVNPAVK 232.7583 771.4362 21.9058 1502 1 771.4362 0.6483
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 2366.7020 49091.9856 29 47.84 None 740.4301 ADVAAAIK 178.4106 740.4264 25.3038 827 1 740.4264 ‐4.7220
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 2671.4149 TGDEKPITVSVDDGIRPTTTLASLGK 1904.8980 2671.4185 29.2081 13830 4 668.6101 1.44
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 1487.7740 DTYPDDLLAPVLR 9345.4820 1487.7732 34.9465 9310 2 744.3902 ‐0.5472
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 1934.0018 GNFKDTYPDDLLAPVLR 8780.4940 1934.0015 33.4970 6182 3 645.3387 ‐0.3006
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 944.5411 VEAQGLLSK 811.3119 944.5406 22.6448 5983 2 472.7740 ‐1.1658
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 1286.7063 VEAQGLLSKDAR 176.1761 1286.7100 27.4743 3828 2 643.8586 2.40
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 Carbamidomethyl+C(7) 2059.9762 FGVVSMCIGTGMGAAAVFER 801.7234 2059.9995 37.0720 995 3 687.3380 11.1509
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 Carbamidomethyl+C(19) 2215.1540 TSLYGDDVVIVAAHRTPLCK 257.8110 2215.1570 33.6093 1525 2 1108.0822 2.47
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 748.3494 49091.9856 29 47.84 None 926.5306 VEAQGLLSK 245.6973 926.5326 23.1121 4100 2 463.7700 1.80
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 3103.4390 2323.2295 21.3552 18258 3 775.0814 1.72
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 1629.8094 MAAFYAGFPETVAVR 15446.7300 1629.8155 19.5425 15809 2 815.4114 3.72
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 9083.2200 2336.3071 21.8484 13228 3 779.4406 0.6793
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 6963.9560 2334.1364 18.0117 9091 3 778.7170 1.1143
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 2308.1449 KDGTTTAGNSSQVSDGAGAVLLMK 344.9820 2308.1529 18.6188 4013 3 770.0558 3.0682
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSV 628.8967 3183.5107 22.7651 3621 3 1061.8417 ‐0.6202
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1524.1970 49091.9856 29 47.84 None 975.5258 GFPETVAVR 89.1717 975.5294 17.8534 2856 1 975.5294 4.40
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 None 1443.7876 IVLEMAGVENALGK 527.9838 1443.7884 19.0384 4659 2 722.3979 0.4488
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 None 1809.0164 VMLRPASPGTGVIAGGAVR 6211.0580 1809.0171 15.7836 3344 3 603.6772 ‐0.1911
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 None 1701.9130 ATASALSSLSSLSLHTR 1880.4390 1701.8834 17.1722 3822 3 567.9660 ‐18.0038
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 Oxidation+M(21) 2788.4383 QLGSNNALNNARATLAAVQQMRQFR 337.4020 2788.4412 22.9774 1891 3 930.1519 0.8523
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 None 1039.5129 IVLEMAGVEN 247.2539 1039.5087 19.8424 1434 1 1039.5087 ‐3.2633
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 519.3707 32702.2169 6 16.50 None 1425.7770 IVLEMAGVENALGK 460.8177 1425.7761 19.3414 2636 2 713.3917 ‐0.8229
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 4176.6900 16313.8401 11 37.33 None 1443.7326 IEDVTPIPTDSTR 23499.4800 1443.7348 22.5525 16801 2 722.3711 1.39
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 4176.6900 16313.8401 11 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 5496.3760 2265.0612 28.4568 13908 3 755.6919 1.06
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 4176.6900 16313.8401 11 37.33 None 1054.5640 TPGPGAQSALR 10204.4000 1054.5640 16.4241 12376 2 527.7857 ‐0.3941
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 4176.6900 16313.8401 11 37.33 None 1141.6575 VDVVTLGPSVR 8485.2630 1141.6589 25.0943 7574 2 571.3331 0.8001
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 4176.6900 16313.8401 11 37.33 None 868.4523 PIPTDSTR 147.8916 868.4476 23.5205 3772 1 868.4476 ‐4.9964
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 3188.2970 2265.0612 28.4568 13908 3 755.6919 1.29
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 1141.6575 VDVVTLGPSVR 14534.5800 1141.6589 25.0943 7574 2 571.3331 0.7626
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 1599.8337 IEDVTPIPTDSTRR 314.8322 1599.7954 23.0224 3400 2 800.4013 ‐23.7555
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 985.6389 2492.2242 27.3736 4767 4 623.8115 1.91
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 1339.6965 DVTPIPTDSTRR 204.0750 1339.7001 25.9056 2079 3 447.2382 2.83
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1541.6150 16313.8401 11 37.33 None 1581.8231 IEDVTPIPTDSTRR 229.1507 1581.8287 20.9760 2515 3 527.9477 3.31
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 25306.0700 2329.2035 20.9671 78018 3 777.0727 ‐0.2202
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1750.9010 FADELIANAAYIGTPGK 42139.4400 1750.9016 18.9280 48395 2 875.9544 0.4936
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1045.5459 NLNAMNQLK 5244.9800 1045.5446 21.0179 33513 2 523.2759 ‐1.7235
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1332.7005 GILAADESTGTIGK 50311.2800 1332.6989 22.6928 27642 2 666.8531 ‐1.4243
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 2152.1145 IGVNEPSQLAIHENAYGLAR 12187.7800 2152.1156 27.2793 13053 3 718.0434 0.2235
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1296.6140 SSDGTPFVDMLK 8642.3520 1296.6147 31.0956 10370 2 648.8110 0.2775
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1600.8402 LASINVENVESNRR 1406.2080 1600.8380 21.8054 9365 3 534.2842 ‐1.6360
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1320.7270 VAPEVIAEHTVR 2173.7830 1320.7243 21.2266 7798 3 440.9129 ‐2.3523
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1210.6426 LGEGAAESLHVK 7806.0860 1210.6412 19.7219 5427 2 605.8242 ‐1.5123
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1147.5742 TWGGKEENVK 1013.1980 1147.5574 25.9058 3227 2 574.2823 ‐15.0135
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1124.5582 ANSEATLGAYK 452.1458 1124.5699 19.3206 1016 2 562.7886 10.0145
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1266.7456 TVPAAVPAIVFLS 328.2074 1266.7413 20.2117 12733 2 633.8743 ‐3.6586
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1882.9406 NEPSQLAIHENAYGLAR 426.0906 1882.9339 25.8907 2744 3 628.3161 ‐3.8328
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 842.4367 GGKEENVK 116.8269 842.4407 23.6616 1863 1 842.4407 5.1796
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1416.7190 SINVENVESNRR 437.0965 1416.7180 20.8319 1707 2 708.8626 ‐0.8388
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 783.4359 AESLHVK 1565.8410 783.4346 19.2222 1347 1 783.4346 ‐1.4421
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 712.3988 ESLHVK 516.1116 712.3980 19.2209 786 1 712.3980 ‐0.9513
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 7128.4570 38729.0214 36 43.02 None 1106.5477 ANSEATLGAYK 443.0293 1106.5449 18.2845 2481 2 553.7761 ‐2.8960
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1045.5459 NLNAMNQLK 9838.4170 1045.5446 21.0179 33513 2 523.2759 ‐1.7977
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1332.7005 GILAADESTGTIGK 41543.4000 1332.6989 22.6928 27642 2 666.8531 ‐1.3888
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 2152.1145 IGVNEPSQLAIHENAYGLAR 6897.7710 2152.1156 27.2793 13053 3 718.0434 0.3014
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1296.6140 SSDGTPFVDMLK 6484.8510 1296.6147 31.0956 10370 2 648.8110 0.2991
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1600.8402 LASINVENVESNRR 2142.2470 1600.8380 21.8054 9365 3 534.2842 ‐1.4327
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1320.7270 VAPEVIAEHTVR 2077.5540 1320.7243 21.2266 7798 3 440.9129 ‐2.0853
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1210.6426 LGEGAAESLHVK 12745.8100 1210.6412 19.7219 5427 2 605.8242 ‐1.5235
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 933.5152 AQEAFLVR 1208.6580 933.5162 22.3010 823 1 933.5162 1.01
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1147.5742 TWGGKEENVK 667.5609 1147.5574 25.9058 3227 2 574.2823 ‐15.0487
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1124.5582 ANSEATLGAYK 505.4409 1124.5699 19.3206 1016 2 562.7886 9.05
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1416.7190 SINVENVESNRR 608.4333 1416.7216 23.4688 15218 2 708.8644 1.29
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 842.4367 GGKEENVK 130.4369 842.4404 25.9239 1454 1 842.4404 4.93
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 783.4359 AESLHVK 1611.2370 783.4346 19.2222 1347 1 783.4346 ‐1.4115



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1049.5109 AADESTGTIGK 3745.5840 1049.5109 22.6941 1124 1 1049.5109 0.3040
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1143.5905 IHENAYGLAR 344.2415 1143.5911 27.6305 989 2 572.2992 0.1345
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 712.3988 ESLHVK 532.3425 712.3980 19.2209 786 1 712.3980 ‐0.8662
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1106.5477 ANSEATLGAYK 471.2537 1106.5449 18.2845 2481 2 553.7761 ‐2.9468
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3116.4900 38729.0214 36 43.02 None 1583.8136 LASINVENVESNRR 357.0012 1583.8215 20.2086 1124 3 528.6120 4.10
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2005.0600 VTAAVPSGASTGIYEALELR 41972.1600 2005.0569 33.6000 74408 2 1003.0321 ‐1.1785
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1573.8432 VNQIGSVTESIEAVK 59542.2400 1573.8428 27.7702 64040 2 787.4250 ‐0.2440
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 45497.8900 3000.3571 38.6640 44892 3 1000.7905 ‐0.3405
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1852.9700 LAMQEFMILPVGAASFK 72977.6600 1852.9706 22.7080 43408 2 926.9889 0.5898
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1174.6830 AGAVVSGIPLYK 49560.7400 1174.6830 27.0689 34612 2 587.8451 ‐0.3755
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1896.9338 IEEELGSEAIYAGVNFR 5459.0890 1896.9345 31.7242 23601 2 948.9709 0.6708
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 5983.6030 2252.1245 22.9244 19853 2 1126.5659 ‐1.5079
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 24252.7900 2324.0478 24.4191 19753 3 775.3541 2.0000
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 5425.3100 3220.4076 37.9111 19704 3 1074.1407 ‐0.9384
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 22281.9700 2420.1699 32.0551 19423 3 807.3948 0.3661
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 Carbamidomethyl+C(2) 918.5077 SCNALLLK 7316.8350 918.5057 21.9521 16571 2 459.7565 ‐2.8358
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1212.6194 MGVEVYHHLK 16095.6200 1212.6190 19.1545 9108 3 404.8778 ‐0.6373
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 801.4716 EGLELLK 18354.1500 801.4709 25.7199 7519 2 401.2391 ‐1.5349
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1549.9061 AVGNVNNIIGPALIGK 4057.4940 1549.9098 18.8651 1552 3 517.3081 2.1744
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2312.1851 LAMQEFMILPVGAASFKEAMK 356.8997 2312.1727 21.8937 1765 3 771.3958 ‐5.6144
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2452.1375 KYGQDATNVGDEGGFAPNIQENK 4219.1960 2452.1412 23.0974 3921 3 818.0519 1.56
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2427.2263 QIFDSRGNPTVEVDIHTSNGIK 946.7269 2427.2069 22.6216 3598 3 809.7405 ‐8.2307
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 252.6564 2585.2613 18.8102 3385 3 862.4253 4.60
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1623.8337 NPTVEVDIHTSNGIK 620.3688 1623.8328 21.6197 11044 2 812.4200 ‐0.4934
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2091.0492 ETEDTFIADLAVGLSTGQIK 299.9679 2091.0552 21.1300 2885 2 1046.0312 3.16
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1329.7525 AVGNVNNIIGPALI 443.8736 1329.7506 18.9748 2091 2 665.3789 ‐1.6642
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 615.4076 LELLK 195.8232 615.4083 26.8151 2030 1 615.4083 1.19
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 697.3780 YHHLK 62.9342 697.3745 18.3871 2018 1 697.3745 ‐4.8549
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1563.8013 PSGASTGIYEALELR 225.5954 1563.7974 34.7532 1416 2 782.4023 ‐2.5262
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 777.4505 SGIPLYK 266.3586 777.4524 27.0783 1391 1 777.4524 2.60
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2304.0455 PIVSIEDPFDQDDWEHYAK 1172.5290 2304.0445 38.6609 1002 2 1152.5259 0.1714
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1557.7431 IEEELGSEAIYAGVN 793.6228 1557.7429 31.0200 798 2 779.3751 ‐0.1301
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 2234.1187 SGETEDTFIADLAVGLSTGQIK 549.4319 2234.1239 21.6264 2518 4 559.2864 2.98
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 14685.7000 48004.5112 59 65.32 None 1879.9072 IEEELGSEAIYAGVNFR 336.0867 1879.9157 34.9998 882 3 627.3101 4.34
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 2005.0600 VTAAVPSGASTGIYEALELR 72124.7300 2005.0569 33.6000 74408 2 1003.0321 ‐0.8865
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1573.8432 VNQIGSVTESIEAVK 59171.5900 1573.8428 27.7702 64040 2 787.4250 ‐0.1166
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 37386.4200 3000.3571 38.6640 44892 3 1000.7905 ‐0.4555
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1174.6830 AGAVVSGIPLYK 77830.5000 1174.6830 27.0689 34612 2 587.8451 ‐0.4004
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1896.9338 IEEELGSEAIYAGVNFR 1811.1350 1896.9345 31.7242 23601 2 948.9709 0.9215
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 4869.7870 3220.4076 37.9111 19704 3 1074.1407 ‐1.1034
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 22432.4900 2420.1698 32.0521 18982 3 807.3948 0.3635
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 Carbamidomethyl+C(2) 918.5077 SCNALLLK 18612.7100 918.5057 21.9521 16571 2 459.7565 ‐2.9584
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1212.6194 MGVEVYHHLK 25877.5100 1212.6190 19.1545 9108 3 404.8778 ‐0.3456
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 801.4716 EGLELLK 14823.4900 801.4709 25.7199 7519 2 401.2391 ‐1.7022
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1360.7318 QIGSVTESIEAVK 1096.4050 1360.7389 28.7463 4187 2 680.8731 5.0723
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1563.8013 PSGASTGIYEALELR 336.2864 1563.7974 34.7532 1416 2 782.4023 ‐2.4026
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 777.4505 SGIPLYK 484.7739 777.4524 27.0783 1391 1 777.4524 2.12
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 12085.4200 48004.5112 59 65.32 None 1879.9072 IEEELGSEAIYAGVNFR 77.5965 1879.9137 30.9725 3803 2 940.4605 3.39
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1852.9700 LAMQEFMILPVGAASFK 57671.5700 1852.9706 22.7080 43408 2 926.9889 0.3550
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1174.6830 AGAVVSGIPLYK 22562.3600 1174.6827 16.9626 23137 2 587.8450 ‐0.5638
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 11011.8600 2252.1245 22.9244 19853 2 1126.5659 ‐1.9252
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 5653.9910 2420.1721 19.0146 8404 3 807.3956 1.48
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1573.8432 VNQIGSVTESIEAVK 3550.0830 1573.8384 17.1432 4775 2 787.4228 ‐3.1191
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1549.9061 AVGNVNNIIGPALIGK 3612.0550 1549.9098 18.8651 1552 3 517.3081 1.93
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 830.1025 3000.3771 21.9374 3497 3 1000.7972 6.15
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 2312.1851 LAMQEFMILPVGAASFKEAMK 230.7565 2312.1727 21.8937 1765 3 771.3958 ‐5.7447
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 175.1595 2585.2613 18.8102 3385 3 862.4253 4.79
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 671.4087 LVTNPK 1452.1710 671.4120 20.3387 22506 1 671.4120 5.1207
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 876.5189 VSGIPLYK 359.3078 876.5173 16.7388 4983 2 438.7623 ‐2.1991
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 2091.0492 ETEDTFIADLAVGLSTGQIK 664.4431 2091.0552 21.1300 2885 2 1046.0312 2.80
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1329.7525 AVGNVNNIIGPALI 376.5254 1329.7506 18.9748 2091 2 665.3789 ‐1.6595
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 907.4560 SFVAEYPI 119.3329 907.4568 24.5598 1076 1 907.4568 1.68
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1379.8005 GNVNNIIGPALIGK 189.3522 1379.7951 18.0884 787 3 460.6032 ‐4.6725
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 3951.4780 48004.5112 59 65.32 None 1555.8326 VNQIGSVTESIEAVK 270.1647 1555.8267 17.5675 2399 3 519.2804 ‐4.4775
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1453.7546 FVIGGPHGDAGLTGR 31624.5400 1453.7530 15.4505 48415 3 485.2558 ‐1.4238
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 Carbamidomethyl+C(2)
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 9803.7900 2383.2759 26.3069 16577 4 596.5744 1.22
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1761.8555 YLDDNTIFHLNPSGR 4527.8250 1761.8552 18.0793 16056 3 587.9566 ‐0.4044
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1525.9200 TGTIPDKDILVLIK 6654.0930 1525.9197 19.0823 14512 3 509.3114 ‐0.4167
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1613.6960 2649.3376 27.3214 10929 4 663.0898 0.5793
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 967.5095 TQVTVEYK 8760.1710 967.5088 17.1467 4820 2 484.2580 ‐1.2489
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1141.6113 TIFHLNPSGR 3932.0940 1141.6117 15.2889 2778 2 571.3095 0.0361
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1967.9718 EAFDFRPGMMAINLDLK 895.6962 1967.9737 20.9896 3641 3 656.6627 0.7169
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 151.7235 1229.6287 20.6734 1289 2 615.3180 15.2336
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 530.2681 NPSGR 76.2979 530.2667 17.1429 2932 1 530.2667 ‐2.6243
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 1094.5337 GGPHGDAGLTGR 14261.8000 1094.5341 15.4499 1936 2 547.7707 ‐0.0954
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2756.4870 42953.7605 13 34.87 None 746.3791 GDAGLTGR 5238.3680 746.3777 15.4480 992 1 746.3777 ‐1.6966



NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 1989.9552 GFGFVTYDSSQEVQNAIK 5772.5770 1989.9591 31.3175 11299 2 995.4832 2.42
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 1018.4800 SLDGADLDGR 8736.4960 1018.4804 18.7216 6433 2 509.7438 ‐0.0642
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 3386.6611 GFGFVTYDSSQEVQNAIKSLDGADLDG 2377.6560 3386.6582 21.8873 3625 3 1129.5576 ‐1.0741
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 1198.5811 DGADLDGRQIR 202.6859 1198.5870 21.0950 1801 2 599.7972 4.47
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 1381.6594 YDSSQEVQNAIK 580.0802 1381.6555 33.4329 1533 1 1381.6555 ‐1.9170
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 661.8386 30717.9789 6 10.73 None 818.3639 DGADLDGR 637.8974 818.3677 18.7312 1365 1 818.3677 4.64
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 60138.4300 1631.8330 38.7889 23287 2 816.4201 1.37
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 None 998.5629 QAVDISPLR 2494.1910 998.5626 23.1527 3746 2 499.7849 ‐0.8037
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 None 1403.8005 VNQAIFLLTTGAR 1487.7960 1403.8043 19.1654 3053 2 702.4058 2.65
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 None 1159.5711 LTNSLMMHGR 137.2644 1159.5829 26.5498 1899 2 580.2951 9.86
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 Carbamidomethyl+C(8) 1987.0529 NIKTIAECLADELINAAK 938.0750 1987.0439 20.8641 6129 3 663.0195 ‐4.7907
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 Carbamidomethyl+C(8) 2894.4928 NIKTIAECLADELINAAKGSSNSYAIK 610.6920 2894.5196 23.7719 2413 3 965.5114 9.0305
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 None 677.3617 NSYAIK 126.9789 677.3581 23.9112 3490 1 677.3581 ‐5.1623
NP_181264.1 40S ribosomal protein S5 1 Arabidopsis thaliana 4566.3680 23104.6172 8 28.50 None 1141.5605 LTNSLMMHGR 115.7563 1141.5649 25.6967 2543 1 1141.5649 4.58
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 614.6675 8255.5719 1 17.72 None 1458.7369 GGVIMDVVNAEQAR 3468.4810 1458.7374 28.3389 10128 2 729.8724 0.3372
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1654.8435 VLQFAGIDDVFTSSR 8420.0550 1654.8450 20.4723 14728 2 827.9261 0.9475
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1556.7802 ALSTSKPDPVVEDQA 7420.2320 1556.7802 20.0840 11111 2 778.8938 ‐0.0140
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1522.7172 SPYQEHTDFLASK 1687.6960 1522.7201 21.5740 9883 3 508.2449 1.91
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 Carbamidomethyl+C(5) 982.4663 ATFDCLQK 4882.5550 982.4648 19.3489 8219 2 491.7361 ‐1.9549
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 551.2572 GDFGR 5455.5960 551.2570 23.5570 7405 1 551.2570 ‐0.2644
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1388.6885 TYGFLTPEFWK 166.0877 1388.7240 33.4761 1334 2 694.8656 25.3711
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1624.8806 AFVVVGDGNGHVGLGVK 280.9078 1624.8568 24.7683 981 2 812.9320 ‐14.5633
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 Carbamidomethyl+C(20) 2275.2016 FKAFVVVGDGNGHVGLGVKCSK 491.3140 2275.2033 24.4607 4042 2 1138.1053 1.82
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 Carbamidomethyl+C(16) 2115.0903 GSTKTLGNFVKATFDCLQK 247.8056 2115.0779 23.2904 1266 4 529.5249 ‐5.9072
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1339.6740 ALSTSKPDPVVED 432.3807 1339.6738 21.0925 1870 2 670.3405 ‐0.3675
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1096.5269 GIDDVFTSSR 204.4656 1096.5225 18.7792 1562 1 1096.5225 ‐3.4450
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1020.5513 FKAFVVVGDG 128.5401 1020.5490 25.7098 1117 1 1020.5490 ‐1.7055
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 1166.6150 31106.7657 13 27.37 None 1504.7067 SPYQEHTDFLASK 311.4318 1504.7100 21.3519 949 2 752.8587 2.1744
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1438.7940 LGSYALVGLPASYK 3221.1870 1438.7945 18.3926 6324 2 719.9009 0.1819
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 5437.4910 1716.8066 17.9549 4168 2 858.9069 3.45
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1735.8497 NSVATGEVYPLDSEVR 4090.8570 1735.8549 25.9260 4150 2 868.4311 3.1276
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 6194.5790 1280.6407 17.8963 2353 3 427.5518 ‐0.9886
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1804.9076 EGDSILINHTTGKEYK 582.5269 1804.9223 18.7560 3767 2 902.9648 8.05
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1015.5167 SAAEPQERK 153.9651 1015.5055 19.4744 1244 2 508.2564 ‐11.4827
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 947.5560 LVGLPASYK 563.9964 947.5553 18.4265 3684 2 474.2813 ‐1.3273
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1485.8060 SILINHTTGKEYK 334.9498 1485.8019 16.9190 1177 3 495.9388 ‐3.0522
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 963.4894 HTTGKEYK 252.7553 963.4917 18.3865 921 2 482.2495 1.37
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1150.5410 27075.4396 15 29.88 None 1787.8810 EGDSILINHTTGKEYK 365.6531 1787.8898 19.8726 846 3 596.6348 4.99
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 571.8994 27075.4396 15 29.88 None 1438.7940 LGSYALVGLPASYK 4362.6850 1438.7945 18.3926 6324 2 719.9009 0.1366
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 571.8994 27075.4396 15 29.88 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 4826.9770 1716.8066 17.9549 4168 2 858.9069 3.21
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 571.8994 27075.4396 15 29.88 None 1446.7369 MAASLQSANPTLSR 374.1087 1446.7679 19.5152 2046 2 723.8876 21.2210
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 571.8994 27075.4396 15 29.88 None 3051.5680 MAASLQSANPTLSRTLASPNKPSSFAT 180.3276 3051.5942 22.7195 837 3 1017.8696 8.63
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 571.8994 27075.4396 15 29.88 None 947.5560 LVGLPASYK 733.7054 947.5553 18.4265 3684 2 474.2813 ‐1.1478
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 831.4822 EVITELK 30811.9200 831.4816 20.0938 11206 2 416.2445 ‐1.3231
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 1636.7813 SDALQLFNASPSDGSK 435.0199 1636.7729 18.0306 2033 2 818.8901 ‐5.0751
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 1600.7635 EITELQSHGDNVMK 353.9673 1600.7615 16.2958 1341 3 534.2587 ‐1.5277
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 805.3985 MNIGTNR 1641.2560 805.4055 33.8550 5743 1 805.4055 9.0026
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 862.4530 QHQQPPK 222.9438 862.4398 19.1270 1825 1 862.4398 ‐14.8282
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 603.3712 ITELK 714.9292 603.3705 20.0809 2246 1 603.3705 ‐0.9787
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 801.3989 EITELQS 207.2399 801.3983 18.1095 1359 1 801.3983 ‐0.3479
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 1618.7707 SDALQLFNASPSDGSK 559.2100 1618.7715 18.3768 2715 2 809.8894 0.4980
NP_181908.1 formin like protein 2 Arabidopsis thaliana 309.8645 98662.4666 9 4.92 None 1582.7530 EITELQSHGDNVMK 224.5411 1582.7583 17.1864 1348 3 528.2576 3.0637
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1045.0820 25459.8123 11 40.53 None 1889.0855 ATPLIVHLVDTSSLPLGR 4932.5000 1889.0870 20.6891 11330 3 630.3672 0.5432
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1045.0820 25459.8123 11 40.53 None 1778.9575 VDVSTFEEVLVPIGFK 3351.3930 1778.9591 22.8644 9150 2 889.9832 1.1193
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1045.0820 25459.8123 11 40.53 None 1519.7863 AVSVEENPHAIPTR 5400.0620 1519.7862 19.2306 3743 3 507.2669 ‐0.3598
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1045.0820 25459.8123 11 40.53 None 1647.8813 AVSVEENPHAIPTRK 1281.6930 1647.8830 17.4517 1536 3 549.9658 0.7462
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1045.0820 25459.8123 11 40.53 None 1218.6252 VDVSTFEEVLV 233.4528 1218.6281 20.5011 1116 2 609.8177 2.0434
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 1889.0855 ATPLIVHLVDTSSLPLGR 1489.1340 1889.0870 20.6891 11330 3 630.3672 0.2549
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 1778.9575 VDVSTFEEVLVPIGFK 5135.2890 1778.9591 22.8644 9150 2 889.9832 0.9184
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 3277.6523 SMYELLKPDGELITLMYPITDHVGGPP 975.1584 3277.6633 22.9181 4053 4 820.1713 3.84
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 3170.4695 MAEEQQNSDQSNGGNVIPTPEEVAT 944.7430 3170.5321 20.9109 1030 5 634.9122 19.7393
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 812.4625 TSSLPLGR 354.3240 812.4631 20.6751 2559 1 812.4631 1.1668
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 725.3135 25459.8123 11 40.53 None 1218.6252 VDVSTFEEVLV 142.6029 1218.6281 20.5011 1116 2 609.8177 2.0989
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 253.1310 36207.4081 5 10.46 None 1494.7547 VVHQEGDVEIVDR 3965.1150 1494.7559 19.0115 5290 3 498.9235 0.5165
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 253.1310 36207.4081 5 10.46 None 2151.1808 LEGTIGFGKPTADVSAIHIPK 1362.1540 2151.1873 17.6650 3488 4 538.5523 2.60
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 253.1310 36207.4081 5 10.46 None 1106.5324 SQKDKDEEK 235.0949 1106.5533 23.3250 778 2 553.7803 18.4976
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 253.1310 36207.4081 5 10.46 None 1248.6947 PTADVSAIHIPK 287.7764 1248.6897 19.1982 1431 2 624.8485 ‐4.2259
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 253.1310 36207.4081 5 10.46 None 1477.7281 VVHQEGDVEIVDR 206.1560 1477.7314 17.3750 1209 2 739.3693 2.1226
NP_181951.3 uncharacterized protein Arabidopsis thaliana 231.9990 46367.5714 5 12.66 None 2284.1608 IVDGTNTLREPQGLYFFADK 2943.6060 2284.1626 19.6981 30333 3 762.0591 0.4082
NP_181951.3 uncharacterized protein Arabidopsis thaliana 231.9990 46367.5714 5 12.66 None 2238.1302 DVIGYWPGSLFNSLGREATR 1457.3290 2238.1273 22.2018 3718 3 746.7139 ‐1.7130
NP_181951.3 uncharacterized protein Arabidopsis thaliana 231.9990 46367.5714 5 12.66 Carbamidomethyl+C(18) 2462.1951 MTGFIVAMMIAAAIFTTCVDGNK 238.1266 2462.2329 22.7618 3054 2 1231.6201 15.6367
NP_181951.3 uncharacterized protein Arabidopsis thaliana 231.9990 46367.5714 5 12.66 None 1688.8602 EATRVEWGGEIINSK 2230.3560 1688.8653 19.8389 5510 2 844.9363 2.00
NP_181951.3 uncharacterized protein Arabidopsis thaliana 231.9990 46367.5714 5 12.66 None 2007.0083 IGYWPGSLFNSLGREATR 205.5470 2007.0018 22.2731 992 2 1004.0045 ‐3.1799
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 912.0626 29482.4114 9 20.29 None 1885.9906 FSITTFSPAGVAITSTGTK 8613.2670 1885.9924 19.5640 21419 2 943.4999 1.44
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 912.0626 29482.4114 9 20.29 None 1999.0342 DSTITVGTQHSLDPLTSVK 3694.5660 1999.0356 27.7151 19736 3 667.0167 0.4450
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 912.0626 29482.4114 9 20.29 None 1949.0603 VNSAGIASALIQHEWKPK 922.1032 1949.0623 17.8992 5241 4 488.0210 0.8771
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 912.0626 29482.4114 9 20.29 None 1162.6467 GPGLYTEIGKK 115.7545 1162.6182 18.5004 1035 2 581.8127 ‐24.8005



NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 912.0626 29482.4114 9 20.29 None 1981.0237 DSTITVGTQHSLDPLTSVK 233.7583 1981.0184 27.9890 1615 3 661.0110 ‐2.9167
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1213.8650 29482.4114 9 20.29 None 1885.9906 FSITTFSPAGVAITSTGTK 7582.2730 1885.9924 19.5640 21419 2 943.4999 1.0145
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1213.8650 29482.4114 9 20.29 None 881.5819 VGLALALKP 18702.2800 881.5809 18.1336 6676 2 441.2941 ‐1.4628
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1213.8650 29482.4114 9 20.29 None 1949.0603 VNSAGIASALIQHEWKPK 1257.9520 1949.0623 17.8992 5241 4 488.0210 1.0016
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1213.8650 29482.4114 9 20.29 None 782.5135 GLALALKP 4813.7220 782.5136 18.1275 865 1 782.5136 0.4679
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 970.5680 VTTLPNGLR 427.0137 970.5682 23.7545 13524 2 485.7877 ‐0.3215
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 5864.1530 2594.2613 27.8331 11361 3 865.4253 1.0329
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 2117.0146 ALEEEIEDIGGHLNAYTSR 4205.8150 2117.0155 32.8185 10995 3 706.3433 0.1798
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 2012.0117 SSLLLHMDGTSPIAEDIGR 11555.6700 2012.0127 31.5783 9860 3 671.3424 0.2441
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 2028.0107 VAINEIAESIMAFNTNYK 3711.2650 2028.0099 22.6197 9790 3 676.6748 ‐0.6439
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 1040.6099 TILGPAQNVK 6993.7780 1040.6092 20.2296 8253 2 520.8082 ‐1.0986
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 1604.1450 2006.9124 40.2475 8211 2 1003.9599 2.09
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 1240.6572 DTGLFGVYAVAK 5250.3850 1240.6573 18.7689 7506 2 620.8323 ‐0.2280
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYT 4832.4410 3313.5811 34.4198 7401 4 829.1507 1.0821
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 850.4781 QLLTYGR 3107.2190 850.4735 20.1742 1577 2 425.7404 ‐6.0804
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 1365.7121 LAYRVSDADVTR 365.4155 1365.7249 32.5173 2507 2 683.3661 9.31
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1579.7030 59217.0685 21 33.33 None 778.4458 VTTLPNGL 169.3712 778.4462 23.7472 4866 1 778.4462 0.8496
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 4302.1760 2594.2613 27.8331 11361 3 865.4253 1.0103
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 2117.0146 ALEEEIEDIGGHLNAYTSR 3088.5410 2117.0155 32.8185 10995 3 706.3433 0.2657
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 2012.0117 SSLLLHMDGTSPIAEDIGR 11424.1500 2012.0127 31.5783 9860 3 671.3424 0.3539
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 1040.6099 TILGPAQNVK 10154.7700 1040.6092 20.2296 8253 2 520.8082 ‐1.1746
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 926.3000 2006.9124 40.2475 8211 2 1003.9599 2.35
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYT 3310.7070 3313.5811 34.4198 7401 4 829.1507 1.80
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 850.4781 QLLTYGR 5036.0200 850.4735 20.1742 1577 2 425.7404 ‐6.2289
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 2028.0107 VAINEIAESIMAFNTNYK 567.5063 2028.0031 28.1603 1014 3 676.6725 ‐3.8937
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis t 1209.1680 59217.0685 21 33.33 None 704.4090 LLTYGR 123.1706 704.4080 21.7296 4687 1 704.4080 ‐1.0617
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1136.6020 YVDAVMTIPK 7616.1480 1136.6033 25.9752 10618 2 568.8053 0.7757
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1786.8646 TIAVPEGFDYELYNR 5332.5730 1786.8680 31.8708 8257 2 893.9377 2.0971
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1886.4900 1606.7468 33.0030 8147 2 803.8770 0.6328
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 Carbamidomethyl+C(8) 1685.7874 EAVTVQQCYMELSK 3745.3530 1685.7880 26.4476 6675 2 843.3976 0.5007
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 3035.5837 EGVSTAVSHGLWLNIPDYDAPTQLVK 2340.8860 3035.5818 20.0189 4136 4 759.6509 ‐0.2116
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1194.6041 LSPIDPYFDK 4287.2080 1194.6049 28.2153 3545 2 597.8061 0.3121
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 Carbamidomethyl+C(3) 1210.6613 VICDHLGLGVK 3668.7950 1210.6625 15.2071 3142 2 605.8349 0.6850
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 839.4410 GYPFSLR 4652.4490 839.4401 16.6381 2492 1 839.4401 ‐0.6818
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1122.6266 AVNALEQHIK 8163.1790 1122.6271 18.8020 2296 2 561.8172 0.1247
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 Carbamidomethyl+C(8) 2283.1724 EAVTVQQCYMELSKLVKEK 422.6376 2283.1654 20.8199 6790 2 1142.0863 ‐2.4186
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 Carbamidomethyl+C(10) 1734.8408 KYIFTIDDDCFVAK 551.9799 1734.8490 20.8994 1236 2 867.9281 4.87
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1564.8118 EGVSTAVSHGLWLNI 326.8028 1564.8064 18.6842 8750 2 782.9068 ‐3.4501
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 952.5211 NALEQHIK 2314.6140 952.5213 18.8138 1218 2 476.7643 ‐0.2966
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 1389.5850 41142.3624 20 34.73 None 1769.8381 TIAVPEGFDYELYNR 196.1870 1769.8289 32.0441 1312 2 885.4181 ‐5.0198
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 None 1136.6020 YVDAVMTIPK 8905.6240 1136.6033 25.9752 10618 2 568.8053 0.7363
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 None 1786.8646 TIAVPEGFDYELYNR 5480.3750 1786.8680 31.8708 8257 2 893.9377 2.58
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1164.6680 1606.7468 33.0030 8147 2 803.8770 0.7728
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 Carbamidomethyl+C(8) 1685.7874 EAVTVQQCYMELSK 3244.3950 1685.7880 26.4476 6675 2 843.3976 0.6708
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 None 1122.6266 AVNALEQHIK 9897.3220 1122.6271 18.8020 2296 2 561.8172 0.0800
NP_186872.1 reversibly glycosylated polypeptide 1 Arabidopsis thaliana 926.6031 41142.3624 20 34.73 None 952.5211 NALEQHIK 3044.5720 952.5213 18.8138 1218 2 476.7643 ‐0.4063
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 490.9290 53862.4089 5 9.5 None 1643.8639 NAELANLLVDPEFAK 3884.3190 1643.8634 35.0449 7178 2 822.4354 ‐0.0661
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 490.9290 53862.4089 5 9.5 None 1948.9440 EGNLPLYGFHDPESFVK 6427.2780 1948.9456 31.7580 6898 3 650.3200 0.7061
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 490.9290 53862.4089 5 9.5 Carbamidomethyl+C(5) 1196.5616 DSGPCVTYIGK 5000.3120 1196.5620 20.9378 3661 2 598.7847 0.0051
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 490.9290 53862.4089 5 9.5 None 2077.0389 KEGNLPLYGFHDPESFVK 892.1981 2077.0427 29.5290 1708 3 693.0191 1.95
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 490.9290 53862.4089 5 9.5 None 480.2817 SFVK 331.6357 480.2810 29.3223 1713 1 480.2810 ‐1.1677
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1631.8527 IQTPTDEIVVPYEK 7130.7340 1631.8542 27.5953 11856 2 816.4307 0.9768
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 2108.1022 VQLLEIAQVPDEHVNEFK 10198.4400 2108.1013 31.9936 8537 3 703.3720 ‐0.6942
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1373.7100 VVADEFVPWPSK 2219.3400 1373.7165 31.2664 7700 2 687.3619 4.74
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1300.7359 SIPSIVELDSLK 15422.1900 1300.7353 32.4895 6713 2 650.8713 ‐0.6446
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1348.7008 FFDNAIGVNVPR 6505.6250 1348.7000 17.8517 6515 2 674.8537 ‐0.7530
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 2901.3020 2412.2652 25.5612 6352 2 1206.6362 0.5096
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 965.5415 SGFISLVSR 5598.6150 965.5425 17.6680 5613 2 483.2749 0.5929
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1305.6355 MTPVSQDVAETK 9247.3240 1305.6359 18.5524 5169 2 653.3216 0.0595
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 941.5125 MEIIPNPK 6694.6060 941.5118 23.0725 3843 2 471.2595 ‐1.2686
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1008.5360 LDTFLSQGK 1204.3240 1008.5224 23.1496 4549 2 504.7649 ‐13.9669
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1757.9068 TNPSNPSIELGPEFKK 892.1041 1757.9159 24.4917 3428 3 586.6435 4.09
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 793.4567 VATFLSR 149.1264 793.4589 16.9020 2453 1 793.4589 3.34
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1651.8901 TLADVKGGTLISYEGK 695.6740 1651.9019 30.6396 3159 2 826.4546 7.77
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 2237.1197 IVEKYTNSNVDIHTFNQSK 279.7968 2237.1061 31.1255 1046 2 1119.0567 ‐5.5038
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 700.3876 ASSDLLL 215.8389 700.3866 26.3334 1178 1 700.3866 ‐1.1203
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1032.4997 IVEKYTNSN 199.0478 1032.4984 30.0469 936 1 1032.4984 ‐0.6475
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 1100.6198 PSIVELDSLK 5082.8870 1100.6197 32.4999 871 2 550.8135 ‐0.4330
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1872.2080 51909.5962 39 38.17 None 990.5255 LDTFLSQGK 247.0208 990.5260 21.7572 884 1 990.5260 1.0519
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1631.8527 IQTPTDEIVVPYEK 7542.0100 1631.8542 27.5953 11856 2 816.4307 1.1264
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 2108.1022 VQLLEIAQVPDEHVNEFK 6689.7920 2108.1013 31.9936 8537 3 703.3720 ‐0.6063
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1373.7100 VVADEFVPWPSK 3850.3650 1373.7165 31.2664 7700 2 687.3619 4.84
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1300.7359 SIPSIVELDSLK 13719.4600 1300.7353 32.4895 6713 2 650.8713 ‐0.6213
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 941.5125 MEIIPNPK 6361.2380 941.5118 23.0725 3843 2 471.2595 ‐1.3825
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1008.5360 LDTFLSQGK 2908.0350 1008.5224 23.1496 4549 2 504.7649 ‐14.0552
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1547.7489 YLSGEAQHIEWSK 691.0753 1547.7759 30.1638 2370 2 774.3916 17.5374
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 1100.6198 PSIVELDSLK 4254.0280 1100.6197 32.4999 871 2 550.8135 ‐0.4861



NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1114.9010 51909.5962 39 38.17 None 990.5255 LDTFLSQGK 267.8004 990.5260 21.7572 884 1 990.5260 0.9236
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1348.7008 FFDNAIGVNVPR 5224.8480 1348.7000 17.8517 6515 2 674.8537 ‐0.7570
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 2412.2657 ASSDLLLVQSDLYTLVDGFVTR 1929.8560 2412.2652 25.5612 6352 2 1206.6362 0.0189
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 965.5415 SGFISLVSR 5089.9410 965.5425 17.6680 5613 2 483.2749 0.7642
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1475.8005 IFNTNNLWVNLK 239.7367 1475.7635 19.0448 6710 2 738.3854 ‐25.2172
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1373.7100 VVADEFVPWPSK 258.7630 1373.6984 19.2252 2172 2 687.3528 ‐8.6345
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1547.7489 YLSGEAQHIEWSK 157.3901 1547.7780 17.9367 1403 2 774.3927 18.7222
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1493.7999 VSGDVWFGSSIVLK 192.5169 1493.7781 25.5211 1014 1 1493.7781 ‐13.1092
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1651.8901 TLADVKGGTLISYEGK 185.3390 1651.9061 19.7861 1436 2 826.4567 9.94
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 Oxidation+M(1) 2796.3278 MAATTENLPQLKSAVDGLTEMSESEK 435.4544 2796.3329 20.4308 2362 3 932.7825 1.48
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1366.7213 DVKGGTLISYEGK 111.6883 1366.7160 19.0997 10389 2 683.8616 ‐4.0626
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 1184.6058 FDNAIGVNVPR 1572.1130 1184.6093 17.8834 2822 2 592.8083 2.19
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 344.7501 51909.5962 39 38.17 None 700.3876 ASSDLLL 172.6909 700.3866 26.3334 1178 1 700.3866 ‐1.1739
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1658.8285 YGAGIGPGVYDIHSPR 44293.4600 1658.8295 24.7853 60413 3 553.6147 0.3320
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1411.7904 GGIGVIQIDEAALR 123580.5000 1411.7900 31.4701 46960 2 706.3987 ‐0.3571
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1096.5786 YLFAGVVDGR 19332.3400 1096.5770 17.7788 39775 2 548.7921 ‐1.8552
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1181.6313 GVTAFGFDLVR 55737.1700 1181.6320 20.0652 34594 2 591.3196 0.2097
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1199.5732 FALESFWDGK 31607.6200 1199.5739 20.2652 31527 2 600.2906 0.3430
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1235.5759 GNASVPAMEMTK 31197.0900 1235.5764 21.1028 28974 2 618.2918 0.1447
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 18160.1900 2404.1719 37.0688 28718 3 802.0621 0.4890
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 3415.9120 2213.1448 22.3056 28013 2 1107.0761 0.1424
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 2310.3068 LNLPILPTTTIGSFPQTVELR 12575.5600 2310.3054 22.3794 21943 2 1155.6563 0.0464
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1790.9622 GMLTGPVTILNWSFVR 4260.7470 1790.9637 23.6204 9440 2 895.9855 1.0334
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1116.5531 IPSTDEIADR 1306.9930 1116.5497 19.4630 8194 2 558.7785 ‐3.4369
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2671.6730 1714.9309 21.6954 12840 3 572.3151 ‐0.2955
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 2171.0363 ALAGQTNESFFTANADALSSR 1011.9570 2171.0285 29.9883 6020 2 1086.0179 ‐3.0849
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1130.5775 MASHIVGYPR 89.6563 1130.5660 27.4990 1326 1 1130.5660 ‐9.5462
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 5262.9540 2438.4042 21.2953 18893 3 813.4729 0.7712
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 3169.5913 EGVKYGAGIGPGVYDIHSPRIPSTDEIA 830.3970 3169.6236 22.1749 3680 3 1057.2127 9.12
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 Carbamidomethyl+C(16) 2470.2945 MLAVLEQNILWVNPDCGLKTR 2442.1300 2470.2932 25.6540 2257 2 1235.6502 0.2418
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 887.4370 YDIHSPR 86.7855 887.4333 26.0709 5443 2 444.2203 ‐4.7696
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1246.6790 IGSFPQTVELR 320.6811 1246.6766 22.8972 2551 2 623.8419 ‐2.2234
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 924.4938 AFGFDLVR 801.1055 924.4888 20.0547 1522 1 924.4888 ‐4.9001
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 915.4894 QIDEAALR 851.7456 915.4915 31.4683 1497 1 915.4915 2.07
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1438.7437 AGIGPGVYDIHSPR 683.9948 1438.7369 23.0288 1391 2 719.8721 ‐4.8906
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1003.4691 PSTDEIADR 349.2881 1003.4662 18.2780 1053 1 1003.4662 ‐2.3826
NP_187028.1 methionine synthase 2 Arabidopsis thaliana 6237.0630 84926.1401 24 27.71 None 1098.5426 IPSTDEIADR 219.8784 1098.5461 21.5286 3793 2 549.7767 2.26
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1069.0410 23735.0415 5 13.68 None 2009.9253 ATYHFYNPAQNNWDLR 9308.5810 2009.9278 17.6951 17881 3 670.6475 1.0176
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1069.0410 23735.0415 5 13.68 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 5887.5900 1439.6527 17.5924 11989 2 720.3300 0.0331
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1069.0410 23735.0415 5 13.68 None 831.4683 TNAAVTVR 145.0774 831.4577 16.8564 5255 1 831.4577 ‐12.4331
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 966.3410 23735.0415 5 13.68 None 2009.9253 ATYHFYNPAQNNWDLR 10460.8300 2009.9278 17.6951 17881 3 670.6475 0.7744
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 966.3410 23735.0415 5 13.68 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 2883.9210 1439.6527 17.5924 11989 2 720.3300 ‐0.0125
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 1791.9739 LLSSGELYDIVGIPTSK 8339.3310 1791.9740 20.3957 11187 2 896.4907 0.2881
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 2025.0386 IDLAIDGADEVDPNLDLVK 4365.2570 2025.0378 34.1285 9354 2 1013.0225 ‐0.0100
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 2701.4593 AVEAIKPGMVLGLGTGSTAAFAVDQIG 830.5811 2701.4657 20.4730 7071 3 901.1601 2.1324
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 2536.2242 VDGDGKPYVTDNSNYIIDLYFK 628.5774 2536.2322 20.4245 2440 3 846.0822 2.53
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 1635.8523 MASLSFVSSSHLTLR 726.9553 1635.8486 19.0906 3700 2 818.4279 ‐2.2155
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 763.4349 LQDLFK 712.4694 763.4276 28.5388 2109 1 763.4276 ‐9.2563
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 1258.6354 SNYIIDLYFK 182.3121 1258.6391 20.8723 1488 1 1258.6391 3.84
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1003.5240 29419.8729 8 38.77 None 2061.9764 VDGDGKPYVTDNSNYIIDL 255.4200 2061.9862 20.7405 875 3 688.0003 4.65
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 None 1158.6517 GVLLYGPPGTGK 8863.5860 1158.6510 16.1401 11147 2 579.8292 ‐0.8650
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 None 1967.9379 TMLELLNQLDGFSSDER 861.3747 1967.9467 21.9491 2342 2 984.4770 4.67
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 Carbamidomethyl+C(5) 2033.0624 EKAPCIIFIDEIDAIGTK 566.1764 2033.0743 22.4663 36182 3 678.3630 5.70
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 None 1038.5652 TMLELLNQL 344.9740 1038.5641 22.7234 2621 1 1038.5641 ‐0.3980
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 None 776.3937 YGPPGTGK 273.7339 776.3946 16.1598 1443 1 776.3946 1.19
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 352.0378 47765.2844 6 6.84 None 1002.5619 LLYGPPGTGK 65.0856 1002.5565 17.2292 1263 1 1002.5565 ‐4.7164
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 1656.7904 VFISDDFDGELFPR 4141.7650 1656.7916 35.3800 9881 2 828.8995 0.9703
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 3596.4350 1233.6455 21.9599 8372 2 617.3264 ‐4.5763
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 1097.4833 FGWSANMER 1808.5830 1097.4850 24.9591 5036 2 549.2462 1.1489
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 1507.7863 GVVDSHDLPLNVSR 771.3881 1507.7908 24.9792 3077 3 503.2684 2.78
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 1529.7152 AQSTGDTISLDYMK 2040.8240 1529.7167 26.2738 2011 2 765.3620 1.0921
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 874.4629 EILQESR 451.1612 874.4720 27.9601 10372 1 874.4720 10.11
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 1250.6627 YLSVTNPELSK 1285.6380 1250.6549 23.4829 3604 2 625.8311 ‐6.4642
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 None 2328.1605 AYKEKDFVDISKEDLDLGDK 261.7303 2328.1458 29.2673 2275 3 776.7201 ‐6.5623
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 228.7095 90795.1185 9 7.88 Carbamidomethyl+C(6) 2197.0992 QELVDCLGTIAQSGTAKFMK 261.4582 2197.0808 33.6118 1492 2 1099.0441 ‐7.4421
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1207.6317 AVAGAGVLSGYDK 7752.9140 1207.6303 22.9656 12654 2 604.3188 ‐1.5208
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1446.7416 YFPTQALNFAFK 8741.7550 1446.7423 20.7007 12171 2 723.8748 0.3697
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1084.4836 MMMTSGEAVK 15985.8100 1084.4838 18.5314 9403 2 542.7456 ‐0.1417
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1408.7219 TIKDEGFGSLWR 1111.8640 1408.7226 28.9652 4336 3 470.2457 0.1893
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 Carbamidomethyl+C(5) 1223.6202 GIGDCFGRTIK 1705.0970 1223.6307 16.2462 4398 2 612.3190 8.84
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 Carbamidomethyl+C(5) 2271.0975 GIGDCFGRTIKDEGFGSLWR 971.2965 2271.1114 17.3152 1382 3 757.7087 5.12
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1136.6099 PTQALNFAFK 196.5656 1136.6053 21.8865 10556 2 568.8063 ‐4.3656
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 810.4509 ALNFAFK 106.0075 810.4472 20.0784 1707 1 810.4472 ‐4.2221
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1037.5262 AGAGVLSGYDK 220.5686 1037.5283 22.4471 1616 2 519.2678 1.24
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 953.4431 MMTSGEAVK 371.5294 953.4423 19.3307 1448 1 953.4423 ‐0.3659
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 921.4829 QALNFAFK 94.6603 921.4867 21.6459 871 1 921.4867 4.42
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 None 1390.7114 TIKDEGFGSLWR 298.1202 1390.7145 28.1517 6718 2 695.8609 2.1005



NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 994.4605 41589.6888 13 14.44 Carbamidomethyl+C(5) 1205.6096 GIGDCFGRTIK 255.7281 1205.6067 18.0255 816 2 603.3070 ‐2.6683
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 2251.1129 LEEYVEIPSDSGISFNVQPK 5541.5150 2251.1062 32.5097 12428 2 1126.0567 ‐2.3637
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 986.5881 LVDLALASGK 5216.9370 986.5871 16.2527 7961 2 493.7972 ‐1.4638
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 4181.3010 2719.2448 24.2025 7742 4 680.5666 ‐1.2605
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 2277.1609 DVLDGSSVGFVETLEADLAALR 4566.3480 2277.1619 48.5647 7180 2 1139.0846 1.0622
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 1069.6616 LDQVQLLLK 2218.7290 1069.6651 18.0446 6392 2 535.3362 2.82
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 1000.4622 IYEDEGFK 4297.8840 1000.4634 19.0022 4273 2 500.7353 0.7131
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 Carbamidomethyl+C(20) 2630.2556 TIGLIVLDGWGESDPDQYNCIHK 301.6901 2630.2936 22.5916 2403 2 1315.6504 15.3761
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 791.1675 60934.9776 12 17.32 None 774.4356 DLALASGK 371.8501 774.4348 16.2553 1238 1 774.4348 ‐0.7659
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 591.9726 60934.9776 12 17.32 None 2251.1129 LEEYVEIPSDSGISFNVQPK 3156.3840 2251.1062 32.5097 12428 2 1126.0567 ‐1.9779
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 591.9726 60934.9776 12 17.32 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 2892.1200 2719.2448 24.2025 7742 4 680.5666 ‐1.1972
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 591.9726 60934.9776 12 17.32 None 2277.1609 DVLDGSSVGFVETLEADLAALR 5312.5010 2277.1619 48.5647 7180 2 1139.0846 1.79
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabido 591.9726 60934.9776 12 17.32 None 1030.5238 APTPAMDSLK 6937.2790 1030.5245 19.9923 4188 2 515.7659 0.2096
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1020.5760 34190.1525 5 19.38 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQ 4617.3200 3550.9068 23.8942 16184 3 1184.3071 ‐2.3480
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1020.5760 34190.1525 5 19.38 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNI 5993.9000 3174.6460 24.9198 10550 3 1058.8869 ‐0.1297
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1020.5760 34190.1525 5 19.38 None 1045.5888 VGSSEAALLAK 160.5761 1045.5640 20.3142 2465 1 1045.5640 ‐23.0184
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1020.5760 34190.1525 5 19.38 None 1821.9381 DPSQTSFFQVLNIPTK 424.4486 1821.9347 25.4719 3588 2 911.4710 ‐1.9025
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1020.5760 34190.1525 5 19.38 Carbamidomethyl+C(2) 3157.6198 LCQLIDEYTQILVVAADNVGSTQLQNI 221.7248 3157.6078 23.0191 1663 3 1053.2075 ‐3.8303
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 61420.1500 2779.3084 29.4165 100293 4 695.5825 0.7592
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 92308.1900 1250.5978 18.7889 78329 2 625.8025 ‐0.9916
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1552.6955 EYADFVFQEYGGK 54876.5200 1552.6959 30.4344 70482 2 776.8516 0.3002
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 950.4690 NLNTDAFR 35377.3200 950.4684 20.3816 64810 2 475.7378 ‐1.1813
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2132.1022 GVSQAGVQFYHDLIDELIK 6355.5200 2132.1013 23.5951 63972 3 711.3719 ‐0.7134
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 45696.4000 2251.1831 17.9983 59881 3 751.0659 ‐0.1648
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1523.7199 WMQDSLITWESK 29874.8600 1523.7192 19.2933 49752 2 762.3632 ‐0.5181
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1417.7798 DFLSQGVRPSALK 25934.7000 1417.7798 25.9556 41352 3 473.2648 ‐0.2815
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1167.6078 YKEDIQLMK 9823.6040 1167.6069 21.3746 34911 2 584.3071 ‐1.1378
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 860.4447 MSIAWPR 11274.3700 860.4439 17.1712 21000 2 430.7256 ‐1.5507
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 827.2628 1543.7540 26.6511 9121 2 772.3806 ‐4.4024
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1151.5772 FGLYYVDFK 6563.2390 1151.5744 19.6372 8632 1 1151.5744 ‐1.7536
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1872.0014 YYKDFLSQGVRPSALK 816.7755 1872.0033 16.4199 8417 4 468.7563 0.8446
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 1862.4950 2706.3416 25.0272 2654 3 902.7854 ‐4.1513
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 Carbamidomethyl+C(6) 1437.7267 KAPGRCSSYVNAK 260.5496 1437.7370 22.8209 1803 3 479.9172 6.67
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 729.4042 SIAWPR 3953.4070 729.4027 17.1991 7104 1 729.4027 ‐1.7841
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1545.8748 KDFLSQGVRPSALK 322.7746 1545.8774 15.2900 5227 3 515.9640 1.27
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2288.0214 SPAWFEAHDLADSQDGASIDR 442.7326 2288.0287 28.2997 4256 3 763.3478 2.76
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 2077.0713 NAQNYAIGSKPLTAALNVYS 1573.3910 2077.0701 17.9744 2905 3 693.0282 ‐0.8407
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 Carbamidomethyl+C(5) 912.4033 WDIYCR 3404.5700 912.4031 18.7846 2765 1 912.4031 0.2614
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 618.3206 GASIDR 180.5490 618.3192 29.7859 2547 1 618.3192 ‐2.0230
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 822.4468 ALNVYSR 276.8834 822.4436 17.1857 2522 1 822.4436 ‐3.6200
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1078.5415 DSLITWESK 152.0267 1078.5450 19.7599 1928 1 1078.5450 3.33
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 235.2639 1025.4840 18.7811 1852 1 1025.4840 ‐2.6957
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1918.9082 IGIAHSPAWFEAHDLADS 2646.6420 1918.9040 29.4176 1802 2 959.9556 ‐1.9257
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 836.4261 LNTDAFR 188.6866 836.4264 20.4096 1607 1 836.4264 0.7379
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 536.2351 YKED 1954.2980 536.2339 21.3792 1594 1 536.2339 ‐2.2126
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1405.7362 FYHDLIDELIK 170.9795 1405.7300 20.3168 1148 3 469.2482 ‐4.7056
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1245.6222 ISHAEAVEAYR 246.9820 1245.6163 25.5763 1111 1 1245.6163 ‐4.0019
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1362.6132 DLADSQDGASIDR 398.6225 1362.6114 29.0836 926 2 681.8093 ‐1.4692
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1206.6001 QDSLITWESK 494.4452 1206.6016 19.2889 925 1 1206.6016 1.72
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1260.5895 ADFVFQEYGGK 536.0961 1260.5878 30.4293 867 1 1260.5878 ‐0.6335
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 706.3155 NTDAFR 817.4604 706.3173 20.4011 841 1 706.3173 2.42
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 987.5179 KEDIQLMK 328.7450 987.5170 21.9037 761 2 494.2622 ‐1.4023
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10662.9200 60233.8928 76 38.17 None 1506.6933 WMQDSLITWESK 144.7538 1506.7005 19.2820 867 2 753.8539 4.51
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 35416.7200 2779.3084 29.4165 100293 4 695.5825 0.8309
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1552.6955 EYADFVFQEYGGK 71283.4600 1552.6959 30.4331 69307 2 776.8516 0.3680
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 950.4690 NLNTDAFR 49307.6400 950.4684 20.3816 64810 2 475.7378 ‐1.2918
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1417.7798 DFLSQGVRPSALK 31595.8400 1417.7798 25.9556 41352 3 473.2648 ‐0.0365
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1167.6078 YKEDIQLMK 10652.4100 1167.6069 21.3746 34911 2 584.3071 ‐1.1654
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 1262.0280 1543.7540 26.6511 9121 2 772.3806 ‐4.2864
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 464.4429 2251.2038 24.9424 1410 3 751.0728 9.0584
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 2390.1353 HWITFNEPWVFSHAGYDVGK 482.4345 2390.0758 35.2787 1205 3 797.3634 ‐25.1143
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 723.3420 NTDAFR 7679.6860 723.3420 20.3860 8059 1 723.3420 0.3343
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1155.6844 LSQGVRPSALK 10207.6100 1155.6858 25.9639 5961 2 578.3465 0.7632
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 2288.0214 SPAWFEAHDLADSQDGASIDR 150.3827 2288.0287 28.2997 4256 3 763.3478 2.46
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1042.6004 SQGVRPSALK 12069.2200 1042.6006 25.9564 2892 2 521.8039 ‐0.3280
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 618.3206 GASIDR 343.4009 618.3192 29.7859 2547 1 618.3192 ‐1.8657
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1918.9082 IGIAHSPAWFEAHDLADS 1951.3610 1918.9040 29.4176 1802 2 959.9556 ‐1.6666
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 536.2351 YKED 2344.4690 536.2339 21.3792 1594 1 536.2339 ‐1.9923
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1362.6132 DLADSQDGASIDR 297.2825 1362.6114 29.0836 926 2 681.8093 ‐1.4223
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1664.7645 HWITFNEPWVFSH 459.9159 1664.7689 36.5482 910 2 832.8881 2.87
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 1260.5895 ADFVFQEYGGK 1285.4810 1260.5878 30.4293 867 1 1260.5878 ‐0.9690
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5313.7540 60233.8928 76 38.17 None 706.3155 NTDAFR 1258.3290 706.3173 20.4011 841 1 706.3173 2.39
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 21943.7300 1250.5978 18.7889 78329 2 625.8025 ‐0.9507
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 2132.1022 GVSQAGVQFYHDLIDELIK 2960.5900 2132.1013 23.5951 63972 3 711.3719 ‐0.9109
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 57812.6600 2251.1831 17.9983 59881 3 751.0659 ‐0.3179
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1523.7199 WMQDSLITWESK 45490.7400 1523.7192 19.2933 49752 2 762.3632 ‐0.6022
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 860.4447 MSIAWPR 6996.7490 860.4439 17.1712 21000 2 430.7256 ‐1.3313



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1552.6955 EYADFVFQEYGGK 31598.7800 1552.6961 18.3883 8866 2 776.8517 0.2836
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1151.5772 FGLYYVDFK 8004.7930 1151.5744 19.6372 8632 1 1151.5744 ‐1.5112
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1872.0014 YYKDFLSQGVRPSALK 1103.0650 1872.0033 16.4199 8417 4 468.7563 1.0074
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 636.9670 2706.3495 20.5251 3970 4 677.3428 ‐0.9941
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 729.4042 SIAWPR 6378.8640 729.4027 17.1991 7104 1 729.4027 ‐1.8187
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1204.6684 PLTAALNVYSR 10502.3200 1204.6673 16.5591 6793 2 602.8373 ‐1.1896
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1545.8748 KDFLSQGVRPSALK 554.0607 1545.8774 15.2900 5227 3 515.9640 1.0260
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 927.4571 VFQEYGGK 77.1122 927.4607 20.1715 4778 1 927.4607 4.44
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 Carbamidomethyl+C(5) 912.4033 WDIYCR 1550.8220 912.4031 18.7846 2765 1 912.4031 0.3469
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 822.4468 ALNVYSR 734.7316 822.4436 17.1857 2522 1 822.4436 ‐3.5936
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1078.5415 DSLITWESK 171.2849 1078.5450 19.7599 1928 1 1078.5450 4.0077
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 79.8751 1025.4840 18.7811 1852 1 1025.4840 ‐2.5361
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 188.3281 1096.5225 18.7792 1562 1 1096.5225 ‐0.9908
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1206.6001 QDSLITWESK 420.8669 1206.6016 19.2889 925 1 1206.6016 2.56
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1938.0443 NYAIGSKPLTAALNVYSR 1104.1420 1938.0406 17.9896 907 2 969.5239 ‐1.8849
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1443.7267 SGYEAYLVTHNLL 285.2104 1443.7249 20.5817 768 2 722.3661 ‐1.4136
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4962.5640 60233.8928 76 38.17 None 1506.6933 WMQDSLITWESK 149.7648 1506.7005 19.2820 867 2 753.8539 4.88
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 69040.1100 1386.7297 26.8699 33034 2 693.8685 ‐0.2231
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1215.6514 DAGVIAGLNVMR 52058.7200 1215.6511 29.7082 31731 2 608.3292 ‐0.5339
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 22306.7200 2658.2673 33.4723 30882 3 886.7606 ‐0.5899
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4076.9320 2574.2724 21.2023 17525 3 858.7623 1.29
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1661.8316 NQVAMNPINTVFDAK 18865.8400 1661.8317 18.9062 14345 2 831.4195 0.1371
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1226.5899 FTDSSVQSDIK 5177.6400 1226.5903 19.5531 9642 2 613.7988 ‐0.0088
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 2026.0049 GEDKEFSAEEISSMILIK 2911.3390 2026.0081 35.0589 7558 3 676.0075 1.36
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1308.7046 EIAEAYLGTTIK 2718.1270 1308.7038 26.6930 4570 2 654.8555 ‐0.8018
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1431.7438 NSIDDVVLVGGSTR 542.4297 1431.7453 26.6014 3759 2 716.3763 0.9686
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1295.6630 FEELNIDLFR 1005.9960 1295.6653 20.7173 3080 2 648.3363 1.12
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 705.6439 2575.2621 34.4855 942 3 859.0922 ‐3.6507
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1596.8189 EFSAEEISSMILIK 464.4445 1596.7958 25.6982 899 2 798.9015 ‐14.4493
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1805.9062 MDKNSIDDVVLVGGSTR 4570.1490 1805.9078 26.2823 4693 3 602.6408 0.6088
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 873.4975 IAGLNVMR 109.0872 873.5019 31.4310 2834 2 437.2546 4.61
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 752.3573 VYEGER 688.3425 752.3603 35.8962 2156 1 752.3603 4.69
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1104.5248 FEELNIDLF 147.6945 1104.5207 20.4633 1852 2 552.7640 ‐4.0738
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 978.4738 DSSVQSDIK 1920.6390 978.4732 19.3433 1673 2 489.7402 ‐1.1543
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1205.6525 VLIQVYEGER 958.0063 1205.6516 30.8452 1194 2 603.3294 ‐1.0639
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1249.6245 MNPINTVFDAK 244.9211 1249.6299 17.5074 876 2 625.3186 4.0516
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1118.5840 NPINTVFDAK 263.0922 1118.5814 17.5195 819 2 559.7944 ‐2.7152
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 13628.2800 71603.9617 80 48.23 None 1788.8796 MDKNSIDDVVLVGGSTR 365.8173 1788.8736 27.7689 1083 2 894.9405 ‐3.1690
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1473.6856 TTPSYVAFTDSER 65773.5200 1473.6860 24.2774 49626 2 737.3467 0.3007
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1680.8340 NAVVTVPAYFNDSQR 28750.7400 1680.8377 27.9449 45878 2 840.9225 2.73
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 49125.0500 1386.7297 26.8699 33034 2 693.8685 ‐0.1670
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1358.6158 NALENYAYNMR 42644.0000 1358.6171 25.4802 32379 2 679.8122 0.8619
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1215.6514 DAGVIAGLNVMR 42539.4300 1215.6511 29.7082 31731 2 608.3292 ‐0.5431
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 29709.1300 2658.2673 33.4723 30882 3 886.7606 ‐0.6271
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1308.7046 EIAEAYLGTTIK 2178.9320 1308.7038 26.6930 4570 2 654.8555 ‐0.7755
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 1032.1910 2588.2166 30.6656 2007 3 863.4104 ‐1.5304
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 424.5158 2575.2621 34.4855 942 3 859.0922 ‐3.6690
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1817.9327 NQVAMNPINTVFDAKR 404.0008 1817.9237 30.2513 755 3 606.6461 ‐5.0372
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1805.9062 MDKNSIDDVVLVGGSTR 5086.3180 1805.9078 26.2823 4693 3 602.6408 0.7655
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 576.3100 VGGSTR 169.2642 576.3118 27.5486 5680 1 576.3118 3.53
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1029.5874 GVIAGLNVMR 333.2629 1029.5901 28.0566 5200 2 515.2987 2.1246
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 146.3459 1015.5588 26.1857 3182 2 508.2830 ‐2.2275
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 873.4975 IAGLNVMR 69.5565 873.5019 31.4310 2834 2 437.2546 4.64
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 752.3573 VYEGER 562.2076 752.3603 35.8962 2156 1 752.3603 4.13
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1205.6525 VLIQVYEGER 639.5351 1205.6516 30.8452 1194 2 603.3294 ‐1.0769



NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1060.4517 ENYAYNMR 346.9024 1060.4539 25.4807 874 1 1060.4539 2.76
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1799.9221 NQVAMNPINTVFDAKR 744.8383 1799.9185 29.1942 1726 3 600.6444 ‐2.0863
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1662.8234 NAVVTVPAYFNDSQR 279.3976 1662.8185 28.4747 903 2 831.9129 ‐2.7115
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1788.8796 MDKNSIDDVVLVGGSTR 331.5707 1788.8736 27.7689 1083 2 894.9405 ‐2.9595
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 7458.5420 71603.9617 80 48.23 None 1663.8075 NAVVTVPAYFNDSQR 134.4987 1663.8007 29.5215 1066 2 832.4040 ‐3.7876
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1278.6300 MVNHFVQEFK 36854.4100 1278.6291 15.5755 20314 2 639.8182 ‐0.8900
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4622.2740 2574.2724 21.2023 17525 3 858.7623 1.06
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1661.8316 NQVAMNPINTVFDAK 18063.4800 1661.8317 18.9062 14345 2 831.4195 ‐0.0102
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1295.6630 FEELNIDLFR 955.3835 1295.6653 20.7173 3080 2 648.3363 1.15
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1183.6470 FELSGIPPAPR 185.3431 1183.6504 22.4668 7869 2 592.3289 2.93
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1431.7438 NSIDDVVLVGGSTR 139.6353 1431.7283 21.2730 1676 2 716.3678 ‐10.9562
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 2786.3632 KEQVFSTYSDNQPGVLIQVYEGER 417.0355 2786.3550 24.2029 1639 3 929.4565 ‐3.1030
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 160.8680 1937.9806 25.5468 1407 2 969.4940 ‐17.8853
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1320.6616 AMNPINTVFDAK 222.7523 1320.6684 17.5059 4759 2 660.8378 4.94
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1147.5895 VNHFVQEFK 12401.0900 1147.5905 15.5732 2791 2 574.2989 0.6503
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 4380.5680 71603.9617 80 48.23 None 1187.6095 VQQLLVDFFN 295.1841 1187.6079 25.5991 2474 1 1187.6079 ‐0.4583
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1397.7999 SPIAKDVDIGALAK 670.7217 1397.7945 19.6919 24063 2 699.4009 ‐3.9561
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1842.9848 NAPSIIFIDEIDSIAPK 26985.8200 1842.9870 39.9494 12723 2 921.9971 1.88
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 1859.2900 1564.7799 25.0035 8329 2 782.8936 0.6883
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1786.9222 LDQLIYIPLPDEDSR 8159.4810 1786.9225 35.4097 8115 2 893.9649 0.3780
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1312.6743 EIDIGVPDEIGR 3679.0040 1312.6786 28.4980 7333 2 656.8430 3.0646
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1059.5317 LAEDVDLER 13584.2500 1059.5318 20.7499 6740 2 530.2695 ‐0.3626
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 2177.6130 2496.2320 29.3102 6688 3 832.7489 1.1080
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1158.6517 GILLYGPPGSGK 11551.5700 1158.6509 16.8124 6473 2 579.8291 ‐1.0402
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 5566.2900 1251.6178 16.7420 6460 2 626.3126 ‐1.2614
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1075.5378 LAGESESNLR 5555.5110 1075.5360 15.6976 3142 2 538.2717 ‐2.0737
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 968.5775 ELVELPLR 5744.2140 968.5776 29.0952 2783 2 484.7924 ‐0.4434
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1135.6106 YAIRENIEK 653.4156 1135.5998 19.5475 2879 2 568.3036 ‐9.8534
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1730.8708 FDREIDIGVPDEIGR 1000.4330 1730.8337 26.8370 805 2 865.9205 ‐21.2620
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 Carbamidomethyl+C(6)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 2037.8996 EDEERLDDVGYDDVGGVR 993.5010 2037.9005 24.0202 1424 3 679.9717 0.1955
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1513.4740 90134.8774 37 26.82 None 1379.7893 SPIAKDVDIGALAK 287.6754 1379.7951 18.0884 787 3 460.6032 3.71
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 1676.8346 VLNQLLTEMDGMNAK 360.7590 1676.8261 38.6136 8679 2 838.9167 ‐4.7879
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 1458.8300 1564.7799 25.0035 8329 2 782.8936 0.8123
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 1786.9222 LDQLIYIPLPDEDSR 7186.8080 1786.9225 35.4097 8115 2 893.9649 0.5867
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 1312.6743 EIDIGVPDEIGR 4244.8500 1312.6786 28.4980 7333 2 656.8430 3.0923
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 1250.6220 2496.2320 29.3102 6688 3 832.7489 1.1077
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 901.4989 DVDIGALAK 2629.6670 901.5022 24.2213 2371 2 451.2548 2.46
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 1059.5317 LAEDVDLER 162.7986 1059.5568 30.7002 1553 2 530.2821 23.2498
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 889.4778 QANFISVK 202.1748 889.4779 23.7537 6869 2 445.2426 ‐0.6157
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 350.8140 90134.8774 37 26.82 None 1294.6638 EIDIGVPDEIGR 386.7198 1294.6684 27.9572 3088 2 647.8379 3.45
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 1676.8346 VLNQLLTEMDGMNAK 644.6541 1676.8395 19.5496 7049 2 838.9234 2.66
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 1158.6517 GILLYGPPGSGK 11603.2600 1158.6509 16.8124 6473 2 579.8291 ‐0.9573
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 4121.8460 1251.6184 16.7227 5087 2 626.3128 ‐0.7849
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 819.4723 GDLFLVR 655.3446 819.4726 20.9017 20015 1 819.4726 0.7108
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 2495.4093 TVFIIGATNRPDIIDSALLRPGR 447.1168 2495.3619 19.1884 4757 4 624.5959 ‐18.9909
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 2454.2623 ETVVEVPNVSWNDIGGLENVKR 162.2240 2454.2897 22.3997 2863 3 818.7681 10.50
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 1730.8708 FDREIDIGVPDEIGR 136.8403 1730.8441 20.5593 1547 2 865.9257 ‐15.4434
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 1842.9848 NAPSIIFIDEIDSIAPK 269.3821 1842.9704 23.2372 1013 2 921.9888 ‐7.7950
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 850.4305 ETVVEVPN 534.9933 850.4328 22.2248 2003 1 850.4328 3.1506
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 276.1968 90134.8774 37 26.82 None 1784.9541 TVFIIGATNRPDIIDSA 147.2812 1784.9488 18.5120 1023 2 892.9780 ‐3.0101
NP_187706.1 large subunit ribosomal protein L37Ae Arabidopsis thaliana 1876.4080 10673.4106 3 36.96 Carbamidomethyl+C(3)
NP_187706.1 large subunit ribosomal protein L37Ae Arabidopsis thaliana 1876.4080 10673.4106 3 36.96 None 1569.7690 AGGAYTMNTASAVTVR 5021.3480 1569.7710 14.8499 3497 2 785.3892 1.49
NP_187706.1 large subunit ribosomal protein L37Ae Arabidopsis thaliana 1876.4080 10673.4106 3 36.96 None 1143.5905 YGTRYGASLR 716.9001 1143.5911 27.6305 989 2 572.2992 0.1712
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 3188.2970 2265.0612 28.4568 13908 3 755.6919 1.29
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 1157.6525 VETVTLGPSVR 12596.6200 1157.6515 22.5858 11940 2 579.3294 ‐1.2225
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 1599.8337 IEDVTPIPTDSTRR 314.8322 1599.7954 23.0224 3400 2 800.4013 ‐23.7555
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 2492.2198 VKADRDESSPYAAMLAAQDVAQR 985.6389 2492.2242 27.3736 4767 4 623.8115 1.91
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 1339.6965 DVTPIPTDSTRR 204.0750 1339.7001 25.9056 2079 3 447.2382 2.83
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1399.4980 16329.8395 6 32.00 None 1581.8231 IEDVTPIPTDSTRR 229.1507 1581.8287 20.9760 2515 3 527.9477 3.31
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1748.9065 SGGLGDLNYPLISDVTK 10243.2800 1748.9075 33.8957 22689 2 874.9574 0.7071
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1855.8749 APDFEAEAVFDQEFIK 1977.5270 1855.8771 35.5926 13327 2 928.4422 1.54
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1240.6532 AQADDLPLVGNK 25732.5700 1240.6552 24.1235 12363 2 620.8312 1.72
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1525.8485 SFGVLIHDQGIALR 1673.3310 1525.8449 18.1653 10649 3 509.2865 ‐2.6429
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 729.3454 EYFSAI 2928.9180 729.3442 28.0825 10371 1 729.3442 ‐1.3540
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 8013.0730 2871.4014 31.3540 7471 3 957.8053 0.8783
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 923.4833 AQADDLPLV 264.4651 923.4800 22.1940 2158 1 923.4800 ‐3.0582
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1377.7260 DLNYPLISDVTK 270.6839 1377.7270 33.9640 901 2 689.3671 0.5368
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2841.7070 29206.0989 16 37.97 None 1731.8800 SGGLGDLNYPLISDVTK 657.2929 1731.8756 33.1574 1215 2 866.4414 ‐2.3902
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1748.9065 SGGLGDLNYPLISDVTK 7331.8660 1748.9075 33.8957 22689 2 874.9574 0.9014
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1855.8749 APDFEAEAVFDQEFIK 1215.7630 1855.8771 35.5926 13327 2 928.4422 1.05



NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1240.6532 AQADDLPLVGNK 28719.8700 1240.6552 24.1235 12363 2 620.8312 1.75
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 7389.6390 2871.4014 31.3540 7471 3 957.8053 0.7927
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1681.8425 MASVASSTTLISSPSSR 206.8032 1681.8833 35.8651 1654 2 841.4453 24.5395
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1525.8485 SFGVLIHDQGIALR 493.2867 1525.8265 32.8735 1575 2 763.4169 ‐14.3509
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2571.0340 29206.0989 16 37.97 None 1377.7260 DLNYPLISDVTK 335.4596 1377.7270 33.9640 901 2 689.3671 0.5894
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 1934.9593 SFDVGLPEEVSEADLISK 6598.5530 1934.9542 33.8290 6875 2 967.9808 ‐2.3201
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 1465.9352 SNIVGLPVSLLLLK 3389.5370 1465.9385 23.5024 2940 2 733.4729 2.1662
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 2296.1932 GNWIKPGAAVIDVGTNAVSDPSK 846.1718 2296.1891 19.2406 1183 3 766.0679 ‐2.0192
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 1688.8966 HINEEHILGAISIDK 260.1951 1688.8653 19.8389 5510 2 844.9363 ‐18.4347
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 Carbamidomethyl+C(13) 1858.0078 LAMKGREPLFLPCTPK 1241.6960 1857.9899 25.1746 6022 2 929.4986 ‐9.3600
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 1533.8271 INEEHILGAISIDK 343.6997 1533.8352 19.5677 2537 3 511.9499 4.13
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 Carbamidomethyl+C(4) 862.4492 FLPCTPK 114.8193 862.4465 25.0938 1320 1 862.4465 ‐2.7265
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 634.0881 31817.7553 8 23.75 None 2278.1826 GNWIKPGAAVIDVGTNAVSDPSK 669.4055 2278.1794 20.4761 1121 2 1139.5933 ‐0.8162
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 1484.7268 SPASDTYVIFGEAK 6440.0560 1484.7281 28.3875 14594 2 742.8677 0.8420
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 1921.9502 IEDLSSQIQSQAAEQFK 4448.6790 1921.9537 28.7900 7273 3 641.3227 1.19
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 1928.0270 DIELVMTQAGVSRPNAVK 4130.0620 1928.0285 17.0613 4960 3 643.3477 0.5391
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 1519.8883 NILFVISKPDVFK 364.8948 1519.9131 20.0363 18581 2 760.4602 16.2749
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 2405.0474 GESSSAAVVQDDEEVDEEGVEPK 563.5278 2405.0502 22.4106 4238 2 1203.0287 1.01
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Ara 1270.1190 21982.2932 6 35.47 None 1018.4952 QSQAAEQFK 333.8102 1018.4902 29.2721 1131 1 1018.4902 ‐4.3756
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4076.9320 2574.2724 21.2023 17525 3 858.7623 1.29
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1313.6194 FEELNMDLFR 9908.0640 1313.6191 34.3790 11871 2 657.3132 ‐0.4504
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1649.7952 NQVAMNPTNTVFDAK 2965.7220 1649.7993 25.5444 5473 2 825.4033 2.92
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1260.6834 EIAEAFLGSPVK 6008.9180 1260.6826 28.7018 4369 2 630.8449 ‐0.9361
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1231.6463 DAGVISGLNVMR 4939.8070 1231.6464 28.8023 3789 2 616.3268 ‐0.2411
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 705.6439 2575.2621 34.4855 942 3 859.0922 ‐3.6507
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1441.7144 FEELNMDLFRK 1780.5300 1441.7157 21.2966 874 2 721.3615 0.7749
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 2800.3788 KEQIFSTYSDNQPGVLIQVYEGER 433.7135 2800.3605 22.7520 858 3 934.1250 ‐6.7612
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1540.7577 ARFEELNMDLFR 4480.5760 1540.7581 19.3307 14074 3 514.2575 ‐0.0064
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 3000.6187 DAGVISGLNVMRIINEPTAAAIAYGLD 1043.4990 3000.6278 24.3263 8788 3 1000.8808 2.17
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1868.9609 QFSAEEISSMVLIKMR 1328.0740 1868.9597 21.4231 7191 2 934.9835 ‐0.3535
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1313.6194 FEELNMDLFR 310.5869 1313.6249 21.2323 3092 2 657.3161 3.79
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 633.2991 ARFEE 239.9239 633.3000 17.1292 1276 1 633.3000 1.97
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1631.7846 NQVAMNPTNTVFDAK 251.6532 1631.7917 24.5608 1325 2 816.3995 4.17
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 9870.8580 71500.7772 48 39.85 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1473.6856 TTPSYVAFTDSER 65773.5200 1473.6860 24.2774 49626 2 737.3467 0.3007
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1680.8340 NAVVTVPAYFNDSQR 28750.7400 1680.8377 27.9449 45878 2 840.9225 2.73
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1358.6158 NALENYAYNMR 42644.0000 1358.6171 25.4802 32379 2 679.8122 0.8619
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1313.6194 FEELNMDLFR 13131.8600 1313.6191 34.3790 11871 2 657.3132 ‐0.4222
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1649.7952 NQVAMNPTNTVFDAK 4129.2100 1649.7993 25.5444 5473 2 825.4033 2.56
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1260.6834 EIAEAFLGSPVK 6569.1280 1260.6826 28.7018 4369 2 630.8449 ‐0.9281
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1231.6463 DAGVISGLNVMR 4409.2440 1231.6464 28.8023 3789 2 616.3268 ‐0.2442
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 Carbamidomethyl+C(6) 1414.7359 ELESLCNPIIAR 1506.1180 1414.7379 27.8380 2682 2 707.8726 1.96
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 1032.1910 2588.2166 30.6656 2007 3 863.4104 ‐1.5304
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 424.5158 2575.2621 34.4855 942 3 859.0922 ‐3.6690
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1060.4517 ENYAYNMR 346.9024 1060.4539 25.4807 874 1 1060.4539 2.76
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1662.8234 NAVVTVPAYFNDSQR 279.3976 1662.8185 28.4747 903 2 831.9129 ‐2.7115
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1663.8075 NAVVTVPAYFNDSQR 134.4987 1663.8007 29.5215 1066 2 832.4040 ‐3.7876
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4821.9770 71500.7772 48 39.85 None 1214.6198 DAGVISGLNVMR 213.8456 1214.6231 28.8606 923 2 607.8152 2.47
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1573.8432 GVTTIIGGGDSVAAVEK 85300.9300 1573.8443 26.2884 71380 2 787.4258 0.7128
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2015.9516 ADLNVPLDDNQTITDDTR 35383.7500 2015.9524 26.7859 52892 2 1008.4798 0.7645
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1404.7369 ELDYLVGAVSNPK 60520.3500 1404.7375 28.1805 46994 2 702.8724 0.2516
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 7464.8960 2270.1366 21.4723 44059 2 1135.5719 0.2956
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1092.5684 FAAGTEAIANK 58326.4600 1092.5682 18.5788 37087 2 546.7878 ‐0.5601
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1605.9462 VLPGVIALDEAIPVTV 30977.7700 1605.9482 23.4256 34679 2 803.4777 1.28
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1933.9767 LASLADLYVNDAFGTAHR 12941.4100 1933.9783 19.5726 31529 3 645.3309 0.5845
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 8400.3180 2269.1877 19.7767 30600 3 757.0674 0.6419
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1100.6562 IGVIESLLEK 18128.1800 1100.6556 19.7983 29789 2 550.8314 ‐0.9049
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 999.5986 FSLAPLVPR 30174.2300 999.5969 19.1313 29017 2 500.3021 ‐2.1635



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1105.5735 SVGDLTSADLK 55624.7300 1105.5733 22.2975 28254 2 553.2903 ‐0.5979
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 8151.6250 2951.5021 25.5203 26250 3 984.5055 ‐0.5555
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1201.7038 LSELLGIEVTK 16149.2700 1201.7036 18.3993 20021 2 601.3555 ‐0.4692
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 4547.5980 2858.3451 23.0136 11889 3 953.4532 2.14
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1102.6368 RPFAAIVGGSK 2763.9620 1102.6359 14.5341 4346 2 551.8216 ‐1.1473
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 713.4556 AAIPTIK 5775.2310 713.4551 20.0633 2517 1 713.4551 ‐0.3979
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1518.7646 AQGLSVGSSLVEEDK 647.1014 1518.7674 16.3975 2121 3 506.9273 1.04
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 329.4609 2488.3322 33.2787 3712 4 622.8385 ‐9.3392
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 9229.3310 2356.2746 20.4883 21097 3 786.0964 ‐0.7710
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 2864.7980 2600.4084 36.8783 16678 3 867.4743 1.95
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 2285.1368 ADLNVPLDDNQTITDDTRIR 276.2794 2285.1519 33.8564 1064 3 762.3888 6.59
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 672.3675 GAVSNPK 233.3506 672.3641 26.1183 5241 1 672.3641 ‐4.9171
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 849.4101 FAPDANSK 347.0885 849.4104 18.6528 4644 2 425.2088 ‐0.2472
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1313.6195 IVPASGIEDGWMG 215.7923 1313.6210 22.5935 3399 2 657.3141 0.9729
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1191.6984 VLPGVIALDEAI 3489.7090 1191.6965 23.4273 2539 1 1191.6965 ‐0.8343
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 581.3770 PLVPR 1597.6950 581.3776 19.1263 2462 1 581.3776 1.49
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 987.5721 GVIESLLEK 1041.1860 987.5738 19.7915 2208 1 987.5738 2.39
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 642.4185 AIPTIK 83.0823 642.4156 20.1153 1832 1 642.4156 ‐4.2583
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1238.5544 NGPMGVFEMEK 119.7599 1238.5485 21.6917 1831 2 619.7779 ‐5.0281
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1145.5871 MGLDIGPDSIK 183.0096 1145.5866 20.1138 1690 2 573.2970 ‐0.7429
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 930.5506 VIESLLEK 233.9609 930.5492 19.1336 1643 1 930.5492 ‐1.0292
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 571.3814 IPTIK 153.8192 571.3797 20.0611 1594 1 571.3797 ‐2.7932
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 743.4410 LLENVR 45.8517 743.4382 24.4268 1507 1 743.4382 ‐3.5577
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 560.3402 IVGGSK 118.9850 560.3404 17.0165 1384 1 560.3404 0.4837
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 862.4516 DLTSADLK 154.1576 862.4558 23.8393 1356 1 862.4558 5.98
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 589.3556 SLLEK 304.3094 589.3552 20.7239 1319 1 589.3552 ‐0.4569
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1773.9018 PTDVVVADKFAPDANSK 271.1467 1773.8972 21.4510 935 3 591.9706 ‐2.8491
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14350.7700 50225.9048 55 62.58 None 1088.6198 SELLGIEVTK 1015.7410 1088.6199 18.3843 789 1 1088.6199 0.7520
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1573.8432 GVTTIIGGGDSVAAVEK 93960.8900 1573.8442 26.2871 69845 2 787.4257 0.7847
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1404.7369 ELDYLVGAVSNPK 71392.0700 1404.7375 28.1805 46994 2 702.8724 0.3145
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1092.5684 FAAGTEAIANK 26867.5500 1092.5682 18.5788 37087 2 546.7878 ‐0.6163
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1105.5735 SVGDLTSADLK 444.9924 1105.5701 23.8787 2868 2 553.2887 ‐3.5676
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 713.4556 AAIPTIK 6075.5040 713.4551 20.0633 2517 1 713.4551 ‐0.3136
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 806.9935 2488.3322 33.2787 3712 4 622.8385 ‐9.3080
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1518.7646 AQGLSVGSSLVEEDK 128.6503 1518.7368 29.3032 2139 2 759.8720 ‐18.2416
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1485.4730 2600.4091 36.8705 12109 3 867.4745 2.1156
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 2285.1368 ADLNVPLDDNQTITDDTRIR 218.3080 2285.1519 33.8564 1064 3 762.3888 6.36
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 672.3675 GAVSNPK 134.4225 672.3641 26.1183 5241 1 672.3641 ‐4.8013
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 803.4258 GTEAIANK 192.0410 803.4250 20.2377 1892 1 803.4250 ‐0.5709
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 642.4185 AIPTIK 73.4267 642.4156 20.1153 1832 1 642.4156 ‐4.1195
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1102.5739 IGGGDSVAAVEK 3104.2580 1102.5731 26.2855 1783 1 1102.5731 ‐0.2862
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1162.6103 DYLVGAVSNPK 1471.1500 1162.6075 28.8698 1674 2 581.8074 ‐2.7349
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 571.3814 IPTIK 152.2714 571.3797 20.0611 1594 1 571.3797 ‐2.5999
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 945.5000 AAGTEAIANK 3664.6960 945.5027 18.5840 1266 1 945.5027 3.80
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 7057.2310 50225.9048 55 62.58 None 1386.7264 ELDYLVGAVSNPK 328.9953 1386.7290 29.3400 1555 2 693.8682 1.92
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1280.7685 VVAAGANPVLITR 158472.5000 1280.7689 15.6378 33020 2 640.8881 0.0960
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1541.7693 EVELEDPVENIGAK 66389.2400 1541.7703 27.4491 29759 2 771.3888 0.5774
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1736.8337 NLIEQAEQDYEKEK 38465.1900 1736.8353 28.3392 24206 3 579.6166 0.6598
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1199.6630 DLVGVLEDAIR 50964.1400 1199.6625 38.9287 23774 2 600.3349 ‐0.7778
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1505.7159 GYISPYFVTDSEK 13441.2200 1505.7185 28.2894 23187 2 753.3629 1.79
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1536.7614 YEDLMAAGIIDPTK 29965.8200 1536.7625 31.0010 21802 2 768.8849 0.6898
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1182.7093 LADLVGVTLGPK 63705.6100 1182.7090 18.1644 20869 2 591.8581 ‐0.5403
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1043.5844 IVNDGVTVAR 28464.1900 1043.5842 17.6280 16959 2 522.2957 ‐0.6391
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 5058.3190 2464.2625 34.7136 13394 3 822.0923 2.1564
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 989.5150 EEVGLSLDK 18905.9700 989.5145 22.1058 13101 2 495.2609 ‐0.9854
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1871.8592 SAENNLYVVEGMQFDR 3217.9470 1871.8626 30.6281 12469 2 936.4349 2.0483
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1849.0066 SQYLDDIAILTGATVIR 1444.3340 1849.0099 21.9341 8759 2 925.0086 2.0481
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 3449.1730 1700.9035 29.5330 7689 2 850.9554 2.12
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIA 1245.2310 3160.4352 36.0475 6171 3 1054.1499 ‐2.0166
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 7551.6460 1145.4612 16.9613 2232 2 573.2342 0.4665
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1618.7806 VDAIKDTLENDEEK 1119.9140 1618.7824 20.9225 2056 3 540.2657 0.8470
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1479.6962 NLIEQAEQDYEK 338.7849 1479.7127 33.5989 1163 2 740.3600 11.0978
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 2014.0564 NAGVNGSVVSEKVLANDNVK 701.7947 2014.0566 22.1485 8876 2 1007.5319 0.4939
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 2315.1977 VDAIKDTLENDEEKVGAEIVK 464.4967 2315.1920 22.3963 6858 4 579.5535 ‐2.3824
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1245.7235 ALVNELKLMSK 4890.6560 1245.7216 17.6124 4318 2 623.3644 ‐1.7965
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 3299.6617 VLANDNVKFGYNAATGKYEDLMAAG 964.4151 3299.6725 23.0566 1029 3 1100.5624 3.0740
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1522.7860 NAGVNGSVVSEKVLAN 293.2781 1522.7800 22.1698 4608 2 761.8936 ‐4.0032
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 825.3989 FVTDSEK 189.7015 825.4028 29.8850 3217 1 825.4028 5.1036
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1509.7067 IEQAEQDYEKEK 4160.4700 1509.7134 28.3174 2783 2 755.3603 4.15
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 631.3410 ENIGAK 172.8139 631.3409 27.6568 2275 1 631.3409 0.0839
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 872.4836 GVLEDAIR 4526.5820 872.4840 38.9263 1908 1 872.4840 0.8744
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1019.5044 SQYLDDIAI 237.4635 1019.5034 21.6856 1373 1 1019.5034 ‐0.4394
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 962.5339 NELKLMSK 144.8620 962.5293 17.3753 1268 2 481.7683 ‐5.3023
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1082.6317 AAGANPVLITR 8262.3190 1082.6307 15.6391 1048 1 1082.6307 ‐0.2901
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 716.3937 LEDAIR 932.4116 716.3916 38.9253 948 1 716.3916 ‐2.6766
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1172.5470 SPYFVTDSEK 4636.1980 1172.5483 28.2877 926 1 1172.5483 1.05
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 998.5881 DLVGVTLGPK 1689.7140 998.5843 18.1658 853 1 998.5843 ‐3.2211



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1026.5578 IVNDGVTVAR 269.1956 1026.5580 16.8266 7159 2 513.7826 ‐0.3033
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 2447.2300 TNDLAGDGTTTSVVLAQGFIAEGVK 424.0323 2447.2343 35.9186 1137 3 816.4163 1.84
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10553.1500 63740.8883 74 47.99 None 1831.9800 SQYLDDIAILTGATVIR 244.3170 1831.9873 23.5806 1022 2 916.4973 4.53
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1199.6630 DLVGVLEDAIR 33336.5400 1199.6625 38.9287 23774 2 600.3349 ‐0.7932
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1505.7159 GYISPYFVTDSEK 26005.0600 1505.7185 28.2894 23187 2 753.3629 1.93
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1536.7614 YEDLMAAGIIDPTK 25380.8500 1536.7625 31.0010 21802 2 768.8849 0.8031
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1043.5844 IVNDGVTVAR 9073.6970 1043.5842 17.6280 16959 2 522.2957 ‐0.7140
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 7241.3780 2464.2625 34.7136 13394 3 822.0923 2.1634
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1871.8592 SAENNLYVVEGMQFDR 4739.1410 1871.8626 30.6281 12469 2 936.4349 2.95
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2148.4300 1700.9034 29.5286 7261 2 850.9554 2.00
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1280.7685 VVAAGANPVLITR 5363.8080 1280.7686 24.0010 7072 2 640.8879 ‐0.1332
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIA 1198.6090 3160.4352 36.0475 6171 3 1054.1499 ‐2.1680
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1479.6962 NLIEQAEQDYEK 85.9990 1479.7127 33.5989 1163 2 740.3600 11.1893
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1245.6685 EEVGLSLDKAGK 818.8281 1245.6570 23.1191 7822 2 623.3321 ‐9.4957
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 825.3989 FVTDSEK 152.7552 825.4028 29.8850 3217 1 825.4028 5.1020
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 812.4989 NPVLITR 75.8880 812.4963 23.0576 1934 1 812.4963 ‐2.7587
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 872.4836 GVLEDAIR 2804.6270 872.4840 38.9263 1908 1 872.4840 0.8367
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 831.4319 NDGVTVAR 2869.9620 831.4328 17.6251 1803 1 831.4328 1.13
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 716.3937 LEDAIR 450.9361 716.3916 38.9253 948 1 716.3916 ‐2.5946
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 1172.5470 SPYFVTDSEK 4355.0440 1172.5483 28.2877 926 1 1172.5483 1.25
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 987.5833 VGLSLDKAGK 144.1743 987.5792 23.2157 761 2 494.2932 ‐4.7642
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2604.2600 63740.8883 74 47.99 None 2447.2300 TNDLAGDGTTTSVVLAQGFIAEGVK 614.6275 2447.2343 35.9186 1137 3 816.4163 1.92
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1280.7685 VVAAGANPVLITR 63458.0200 1280.7689 15.6378 33020 2 640.8881 0.1231
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1182.7093 LADLVGVTLGPK 37348.8000 1182.7090 18.1644 20869 2 591.8581 ‐0.4684
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1849.0066 SQYLDDIAILTGATVIR 3386.9020 1849.0099 21.9341 8759 2 925.0086 1.52
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1680.9850 1700.9019 17.9387 4571 2 850.9546 1.0808
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 1240.9570 2569.4204 25.7997 8554 3 857.1450 2.19
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1199.6630 DLVGVLEDAIR 326.4242 1199.6773 19.0932 7296 2 600.3423 11.34
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 508.0699 2464.2320 20.1547 2620 2 1232.6196 ‐9.7076
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1541.7693 EVELEDPVENIGAK 143.9284 1541.7544 22.9140 970 2 771.3808 ‐9.7942
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 2566.3359 IVNDGVTVAREVELEDPVENIGAK 263.2771 2566.2898 25.6120 909 3 856.1015 ‐18.2313
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1900.0386 LSGGVAVIQVGAQTETELK 483.3784 1899.9924 22.1746 892 2 950.4998 ‐24.2844
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 2800.4338 FGYNAATGKYEDLMAAGIIDPTKVVR 1346.8450 2800.4395 19.6283 8609 4 700.8653 2.0148
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1245.7235 ALVNELKLMSK 5739.3950 1245.7216 17.6124 4318 2 623.3644 ‐1.7534
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 3299.6617 VLANDNVKFGYNAATGKYEDLMAAG 584.6948 3299.6725 23.0566 1029 3 1100.5624 3.28
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1585.8796 VAVIQVGAQTETELK 569.3364 1585.8836 21.4138 2165 2 793.4454 2.99
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1019.5044 SQYLDDIAI 351.5047 1019.5034 21.6856 1373 1 1019.5034 ‐0.2837
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 962.5339 NELKLMSK 409.9934 962.5293 17.3753 1268 2 481.7683 ‐5.1296
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1082.6317 AAGANPVLITR 3969.5640 1082.6307 15.6391 1048 1 1082.6307 ‐0.0930
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 998.5881 DLVGVTLGPK 1690.4140 998.5843 18.1658 853 1 998.5843 ‐3.0791
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1830.9960 SQYLDDIAILTGATVIR 215.9247 1830.9982 20.0897 2578 2 916.0027 1.00
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2387.3950 63740.8883 74 47.99 None 1831.9800 SQYLDDIAILTGATVIR 262.7089 1831.9873 23.5806 1022 2 916.4973 4.0002
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEG 8994.1680 3655.8813 22.2585 43869 4 914.7258 0.4910
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 1395.7301 IFGSDGSVITMLR 12933.7800 1395.7300 19.7760 39044 2 698.3686 ‐0.2137
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 1820.9429 QTSPPFGLEAGTVFELK 14287.9300 1820.9447 20.8309 28808 2 910.9760 0.9883
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 5321.0040 3072.4485 25.4911 21794 2 1536.7279 ‐3.6219
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 1933.9502 TSDVIGSDEGTHFTLQVK 5742.2550 1933.9498 16.7182 13168 3 645.3214 ‐0.7223
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 2301.0670 QLTAFGSDDGTVWDDGAYVGVK 198.7757 2301.0779 20.9562 2498 2 1151.0426 4.05
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3218.9340 32158.1143 7 43.62 None 635.3763 VFELK 328.6075 635.3770 20.2034 3123 1 635.3770 1.69
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1420.7431 VYVGQGQDGISAVK 5222.7290 1420.7425 21.3005 15959 2 710.8749 ‐0.5066
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1435.7977 IFGSDGLIITMLR 4393.6330 1435.7940 22.3345 11421 2 718.4007 ‐2.6881
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 3123.5700 2225.0366 25.6037 7772 3 742.3504 0.1785
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1147.2020 2442.2957 20.7665 7146 3 814.7701 1.36
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1348.7107 TSPPYGLETQKK 5805.7940 1348.7105 17.5489 4845 3 450.2417 ‐0.4001
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSE 4171.3870 4275.0264 40.2874 4025 4 1069.5120 0.3676
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 1370.5250 2347.1612 20.1484 3582 2 1174.0843 2.24
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1957.0138 VHVGQGQDGVSSINVVYAK 785.3749 1957.0099 23.8151 966 3 653.0081 ‐2.2388
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 2096.9744 VEAGGGAGGASWDDGVHDGVRK 421.6538 2097.0165 18.7070 2501 2 1049.0119 20.5424
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1059.5429 GQGQDGISAVK 269.4048 1059.5399 20.4490 1114 1 1059.5399 ‐2.3036
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1063.5782 PYGLETQKK 206.1118 1063.5774 17.9119 1020 2 532.2924 ‐1.1782
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1710.6350 32022.7035 19 62.33 None 1331.6842 TSPPYGLETQKK 236.3267 1331.6818 19.0495 892 2 666.3445 ‐1.9806
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 1420.7431 VYVGQGQDGISAVK 6045.0690 1420.7425 21.3005 15959 2 710.8749 ‐0.4376
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 1348.7107 TSPPYGLETQKK 6049.5570 1348.7105 17.5489 4845 3 450.2417 ‐0.1394
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSE 4219.5890 4275.0264 40.2874 4025 4 1069.5120 0.6472
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 1220.6157 TSPPYGLETQK 76.9201 1220.5988 25.8951 4048 2 610.8030 ‐14.1726
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 827.3934 TSPPYGLE 131.0044 827.3930 25.4628 2156 1 827.3930 ‐0.1137
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 1160.6310 PPYGLETQKK 1481.3900 1160.6324 17.5551 1173 2 580.8199 0.8513
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1075.4530 32022.7035 19 62.33 None 1202.6052 TSPPYGLETQK 104.7348 1202.6103 24.6770 4150 2 601.8088 3.21
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1853.9855 SLSTQEVITALTFTTNK 9997.2030 1853.9847 20.7046 13433 2 927.4960 ‐0.1561
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1390.7325 VYVGQGQDGVAAVK 22707.8900 1390.7325 20.0428 13334 2 695.8699 ‐0.1677
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1214.6627 SSTTPVPSTPLK 6273.3750 1214.6622 20.5101 12588 2 607.8348 ‐0.6802
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1292.6481 SGFQISAPEATGK 4423.2420 1292.6478 23.4253 12563 2 646.8275 ‐0.4988
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1553.8574 NFGVDTVVTTLIFK 1545.7750 1553.8581 22.7641 7267 2 777.4327 0.4301
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2363.1750 1939.9784 30.4732 7007 2 970.4929 1.35
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 2383.4230 2122.9679 32.0494 5881 2 1061.9876 0.6277
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1640.8683 VSIPFGIGAGTAFEFK 3941.1240 1640.8711 21.5585 2994 2 820.9392 1.02
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 1207.5702 NGSQVVFGDER 220.0040 1207.5654 24.4270 1377 2 604.2863 ‐4.2781



NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 932.4472 QVVFGDER 463.2906 932.4500 22.3848 3437 1 932.4500 3.47
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 1138.6050 72473.6018 24 17.87 None 760.3836 SAPEATGK 151.8705 760.3855 23.6730 3266 1 760.3855 2.07
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1390.7325 VYVGQGQDGVAAVK 22249.9200 1390.7325 20.0428 13334 2 695.8699 ‐0.1102
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1214.6627 SSTTPVPSTPLK 7293.0760 1214.6622 20.5101 12588 2 607.8348 ‐0.6898
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1292.6481 SGFQISAPEATGK 4911.4170 1292.6478 23.4253 12563 2 646.8275 ‐0.4786
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2769.3920 1939.9784 30.4732 7007 2 970.4929 1.06
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1068.4920 2122.9679 32.0494 5881 2 1061.9876 0.9646
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1106.6204 FTLQVQDKK 1033.4930 1106.6180 19.6667 1782 2 553.8127 ‐2.6011
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 233.8289 2251.0506 30.0241 6202 2 1126.0289 ‐4.3493
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 418.0121 2319.0827 36.2403 1576 2 1160.0450 ‐7.5574
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 2460.0433 LEAQGNSTGGTSWDDGSDYDGVTK 124.5512 2460.0641 30.1682 1247 2 1230.5357 9.33
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1354.4420 2068.0730 28.5797 9315 3 690.0292 0.8360
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1774.8395 FEYKNGSQVVFGDER 393.8449 1774.8332 28.7814 1252 2 887.9203 ‐3.1419
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1018.4952 SQVVFGDER 122.9310 1018.4902 29.2721 1131 1 1018.4902 ‐4.5263
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 24 17.87 None 1274.6375 SGFQISAPEATGK 226.3908 1274.6363 25.0746 2443 2 637.8218 ‐1.1951
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 5739.2420 2170.0785 22.1593 14638 2 1085.5429 0.5683
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 7291.7220 2963.3705 23.2089 12122 3 988.4617 0.1641
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 1729.9331 NKDSTITVTLAPENVK 6459.9130 1729.9340 24.1462 10131 3 577.3162 0.2709
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 822.4138 SGALSMTR 978.1085 822.4179 17.7398 1587 1 822.4179 5.71
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 2625.3276 VLNEVLLQNMYAGFAGSMGRAVER 1825.5110 2625.3477 19.8001 6743 3 875.7874 7.16
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 1033.5207 AGSMGRAVER 204.2483 1033.5243 19.3979 901 1 1033.5243 3.70
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1572.6370 30566.4136 12 27.54 None 804.4032 SGALSMTR 242.6320 804.4017 19.5451 1640 1 804.4017 ‐1.5384
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1228.1150 30566.4136 12 27.54 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 7327.0870 2170.0785 22.1593 14638 2 1085.5429 0.1885
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1228.1150 30566.4136 12 27.54 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 5302.1560 2963.3705 23.2089 12122 3 988.4617 0.2772
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1228.1150 30566.4136 12 27.54 None 1156.5997 TSFTFSITPR 3602.8580 1156.5995 17.9995 2722 2 578.8034 ‐0.4484
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1228.1150 30566.4136 12 27.54 None 822.4138 SGALSMTR 555.3834 822.4179 17.7398 1587 1 822.4179 5.36
NP_188274.1 legume lectin like protein Arabidopsis thaliana 1228.1150 30566.4136 12 27.54 None 804.4032 SGALSMTR 184.8199 804.4017 19.5451 1640 1 804.4017 ‐1.5238
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1063.5782 VVDIVDTFR 34416.7600 1063.5774 29.0386 30250 2 532.2923 ‐1.2205
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1781.8857 EGSTNPTFLYFAHGLK 9225.2110 1781.8854 18.9215 21775 3 594.6333 ‐0.4623
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 4058.5270 2447.2034 23.4027 18207 2 1224.1053 0.0651
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1165.5735 LSEEDQAVFK 4341.6440 1165.5737 21.0502 8649 2 583.2905 ‐0.1764
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1293.6685 LSEEDQAVFKK 8977.7350 1293.6674 18.6447 7414 2 647.3373 ‐1.1193
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 811.4713 GFIAYIK 13533.2700 811.4704 16.9581 2739 1 811.4704 ‐0.7138
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1249.6423 LQEQPTYDKK 362.2119 1249.6687 26.4848 1492 2 625.3380 20.8531
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 2166.1077 VVDIVDTFRLQEQPTYDK 978.9486 2166.1041 25.5902 2378 2 1083.5557 ‐1.1489
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1595.8217 STNPTFLYFAHGLK 263.1241 1595.8263 18.5894 3375 2 798.4168 2.68
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1180.5844 SEEDQAVFKK 220.7674 1180.5823 17.5578 2981 2 590.7948 ‐2.1724
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 964.5098 VDIVDTFR 3117.3170 964.5063 29.0375 2130 1 964.5063 ‐3.2005
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 835.4461 YFAHGLK 116.3450 835.4419 19.0058 1723 1 835.4419 ‐4.6266
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 965.4575 EEDQAVFK 228.7189 965.4625 19.8775 1098 2 483.2349 4.53
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 4661.3680 18967.3870 19 44.05 None 1764.8592 EGSTNPTFLYFAHGLK 371.3490 1764.8577 21.0044 1268 2 882.9325 ‐0.6616
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1811.1480 18967.3870 19 44.05 None 1781.8857 EGSTNPTFLYFAHGLK 10344.0500 1781.8854 18.9215 21775 3 594.6333 ‐0.7907
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1811.1480 18967.3870 19 44.05 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 3995.1570 2447.2034 23.4027 18207 2 1224.1053 ‐0.4415
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1811.1480 18967.3870 19 44.05 None 811.4713 GFIAYIK 4842.8730 811.4704 16.9581 2739 1 811.4704 ‐0.6946
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1811.1480 18967.3870 19 44.05 None 2316.1646 LVYQDLLTGDELLSDSFPYK 1048.4870 2316.1858 23.7083 4417 3 772.7335 8.89
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1811.1480 18967.3870 19 44.05 None 1595.8217 STNPTFLYFAHGLK 567.4758 1595.8293 18.3060 10073 2 798.4183 4.74
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1206.6113 ANVDYEQIVR 8980.9380 1206.6104 23.2766 19897 2 603.8089 ‐1.0649
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 14863.6500 2383.2759 26.3069 16577 4 596.5744 1.88
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1296.7773 IPDKEILEIVK 35110.9000 1296.7783 28.5329 11081 2 648.8928 0.5074
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 1469.3390 2649.3376 27.3214 10929 4 663.0898 0.6329
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 873.5152 SIVASGLAR 28436.3400 873.5143 19.7782 8620 2 437.2608 ‐1.8011
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1662.8374 DDADFTWEVVKPLK 33047.3700 1662.8389 31.2243 7451 3 554.9512 0.8724
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 2007.0216 TQVTIEYINESGAMVPVR 1619.6470 2007.0220 30.2708 7385 2 1004.0146 0.8986
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1288.7623 EHVIKPVIPEK 1616.7510 1288.7613 19.1735 3771 3 430.2586 ‐0.7872
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1470.7331 TNMVMVFGEITTK 162.9757 1470.6953 27.3539 2349 2 735.8513 ‐25.7028
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1183.6933 PDKEILEIVK 28378.8700 1183.6941 28.5519 3234 2 592.3507 0.3270
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 673.3992 VASGLAR 3752.5350 673.3988 19.7800 2642 1 673.3988 ‐0.2542
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 574.3307 ASGLAR 18407.0900 574.3307 19.7748 2106 1 574.3307 0.2864
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 922.4629 DYEQIVR 504.5059 922.4597 23.2630 1569 1 922.4597 ‐3.0570
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 807.4359 YEQIVR 145.3439 807.4326 22.3593 1546 2 404.2199 ‐4.9527
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1086.6405 DKEILEIVK 196.3815 1086.6428 26.5472 1234 2 543.8250 1.24
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 4427.8830 43194.8578 17 38.93 None 1189.5848 ANVDYEQIVR 222.7023 1189.5889 23.8933 3023 2 595.2981 3.1173
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1774.8970 NYELPDGQVITIGAER 72996.5900 1774.8985 30.6936 33164 2 887.9529 0.9990
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1147.6027 EITALAPSSMK 25737.2900 1147.6023 23.0512 32826 2 574.3048 ‐0.7603
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1176.5354 GYMFTTTAER 33256.9400 1176.5356 22.8649 16472 2 588.7714 ‐0.1793
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1968.0801 IAPEEHPVLLTEAPLNPK 2216.7400 1968.0823 27.9373 13453 3 656.6989 0.8648
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGFSLPHAI 985.8758 3151.6471 19.8380 9713 4 788.6672 2.0101
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1875.8681 LSFVAVDYEQEMETSK 6202.8990 1875.8686 30.8222 7779 2 938.4379 0.5511
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1918.8640 YPIEHGVVSNWDDMEK 2672.5060 1918.8674 27.1106 6651 3 640.2940 1.05
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1413.6757 AEYDEAGPGIVHR 4739.6170 1413.6767 19.2839 5251 3 471.8971 0.4363
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1184.6899 AVFPSVVGRPR 2009.1990 1184.6915 15.2810 2390 2 592.8494 1.0730
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1788.8949 ILTERGYMFTTTAER 1581.4500 1788.8819 22.0911 2136 2 894.9446 ‐7.0483
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1202.5899 TTGIVLDSGDGVS 392.1137 1202.5866 21.3017 1244 1 1202.5866 ‐2.0754
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1014.5843 FPSVVGRPR 2135.1220 1014.5832 15.2821 1179 2 507.7953 ‐1.5556
NP_188508.1 actin 2 Arabidopsis thaliana 5514.1250 42105.1171 13 38.73 None 1158.5248 GYMFTTTAER 335.8607 1158.5240 24.2251 3900 2 579.7656 ‐1.0960
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1737.8541 FVSESVEDQTEQVLK 2525.9510 1737.8589 26.9036 18002 2 869.4331 2.53



NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1375.7580 STYQVAALPLNAK 14192.1600 1375.7596 26.3782 10767 2 688.3834 0.9981
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1005.5152 YFPAPSPAR 5430.0750 1005.5175 20.3756 10051 2 503.2624 1.15
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1083.5317 ASGADYSSVVK 9031.2260 1083.5312 17.9068 6488 2 542.2692 ‐0.8963
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1942.1008 ANNLVFLSGVLGLIPETGK 6150.7530 1942.1021 24.1127 5540 2 971.5547 0.9895
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 531.2773 PETGK 119.2802 531.2798 22.9144 2258 1 531.2798 4.85
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 987.5047 YFPAPSPAR 135.8421 987.5069 20.6550 987 2 494.2571 1.75
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2606.7690 19929.9347 13 35.83 None 1720.8276 FVSESVEDQTEQVLK 325.1195 1720.8214 26.9656 7091 2 860.9143 ‐3.4650
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2329.1690 19929.9347 13 35.83 None 1737.8541 FVSESVEDQTEQVLK 1381.5750 1737.8589 26.9036 18002 2 869.4331 3.0553
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2329.1690 19929.9347 13 35.83 None 1375.7580 STYQVAALPLNAK 20553.1100 1375.7596 26.3782 10767 2 688.3834 1.0499
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2329.1690 19929.9347 13 35.83 None 1005.5152 YFPAPSPAR 15821.9200 1005.5161 20.4073 7984 2 503.2617 0.3053
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2329.1690 19929.9347 13 35.83 None 1338.6974 TTIMLADLADFK 436.9521 1338.6650 28.1001 9402 2 669.8361 ‐24.3446
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2329.1690 19929.9347 13 35.83 None 1720.8276 FVSESVEDQTEQVLK 256.5917 1720.8214 26.9656 7091 2 860.9143 ‐3.2815
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 1167.6078 YKEDIQLMK 9823.6040 1167.6069 21.3746 34911 2 584.3071 ‐1.1378
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 2666.2959 VLDFVIGWHLDPTTFGDYPQSMK 294.8530 2666.3015 18.6663 1354 3 889.4387 1.64
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 1717.8432 NPTWATDALVEFEPK 622.4415 1717.8489 33.5978 1272 2 859.4281 3.50
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 1597.7929 DTDLSVALNDHNRK 347.3246 1597.8327 33.6856 36697 2 799.4200 24.9285
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 915.4894 IGSQPNTAK 454.7969 915.5045 22.5414 1947 2 458.2559 15.9696
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 1405.7362 FYHDLIDELLK 1304.1740 1405.7337 30.9150 1359 2 703.3705 ‐1.9359
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 Carbamidomethyl+C(6) 1209.5681 EFGKLCQDGR 1543.8280 1209.5654 23.9250 1118 2 605.2863 ‐2.5758
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 2629.3198 VKNWITFNEPWVFSRSGYDVGK 333.3578 2629.3398 23.3542 1042 3 877.1181 7.59
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 Carbamidomethyl+C(6) 735.3495 EFGKLC 112.0184 735.3470 24.3719 1865 1 735.3470 ‐3.0319
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 536.2351 YKED 1954.2980 536.2339 21.3792 1594 1 536.2339 ‐2.2126
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 None 987.5179 KEDIQLMK 328.7450 987.5170 21.9037 761 2 494.2622 ‐1.4023
NP_188774.2 beta glucosidase 19 Arabidopsis thaliana 243.6824 60414.3364 12 8.92 Carbamidomethyl+C(6) 1192.5416 EFGKLCQDGR 195.3047 1192.5450 24.5270 4303 2 596.7762 2.62
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 874.9323 32452.7509 3 12.13 None 1473.7373 IHYETTGPEIWK 11447.8800 1473.7382 24.8919 15953 2 737.3727 0.6307
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 874.9323 32452.7509 3 12.13 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 11770.8800 1310.5798 23.0313 12975 2 655.7935 0.4788
NP_188885.3 O acetylserine thiol lyase OAS TL isoform A2 Arabidopsis thaliana 874.9323 32452.7509 3 12.13 None 1539.7472 DRIGYSMIADAEAK 2327.8850 1539.7335 26.5076 955 2 770.3704 ‐8.7756
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1661.8017 LLEQDNPDLGYDAAK 11850.5100 1661.8009 23.6263 19029 2 831.4041 ‐0.4128
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1508.7665 TLFNELEVVEGMK 5807.2390 1508.7645 35.8913 14634 2 754.8859 ‐1.3520
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1196.7361 IGVQIIQNALK 33992.6600 1196.7363 18.4666 11288 2 598.8718 ‐0.1377
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1059.5681 EGVITIQDGK 10248.6700 1059.5662 20.2659 9205 2 530.2867 ‐2.2122
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1235.5871 SVAAGMNAMDLR 2202.6800 1235.5876 24.6703 7872 2 618.2975 0.1419
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1585.7592 SAIELSTSDYDKEK 14605.8800 1585.7602 20.9254 6721 3 529.2582 0.3724
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1418.6951 GYTSPYFITNQK 3600.9460 1418.6957 25.4135 6553 2 709.8515 0.3217
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 5161.5370 2615.3286 40.8633 5540 3 872.4477 1.59
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 4252.0380 1123.5495 16.6208 4750 2 562.2784 0.4346
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 826.5033 AGIIDPLK 1842.7720 826.5035 25.2817 3160 2 413.7554 ‐0.3194
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1146.5637 IGGASEAEVGEK 3430.7450 1146.5640 15.4383 2926 2 573.7856 ‐0.1409
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1033.5313 LPTANFDQK 1120.4900 1033.5293 25.4498 1015 2 517.2683 ‐2.4031
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 3852.4280 2743.4271 38.5583 2664 3 915.1472 2.40
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 Oxidation+M(22) 2949.5237 EGVITIQDGKTLFNELEVVEGMKLDR 430.4041 2949.5244 33.8988 761 3 983.8463 0.0041
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 4294.5630 61622.8664 47 26.86 None 1643.7911 LLEQDNPDLGYDAAK 385.9684 1643.7914 25.7992 793 3 548.6020 ‐0.0882
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1661.8017 LLEQDNPDLGYDAAK 7110.6910 1661.8009 23.6263 19029 2 831.4041 ‐0.2518
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1508.7665 TLFNELEVVEGMK 7982.6270 1508.7645 35.8913 14634 2 754.8859 ‐1.2494
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1235.5871 SVAAGMNAMDLR 2450.8580 1235.5876 24.6703 7872 2 618.2975 0.1402
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1418.6951 GYTSPYFITNQK 3822.5800 1418.6957 25.4135 6553 2 709.8515 0.3900
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 6022.8060 2615.3286 40.8633 5540 3 872.4477 1.85
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 Carbamidomethyl+C(1) 1594.8146 CELDDPLILIHEK 895.5704 1594.8184 31.6664 3523 3 532.2776 2.36
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 826.5033 AGIIDPLK 6153.2460 826.5035 25.2817 3160 2 413.7554 ‐0.4771
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 960.5724 ISSINSIVK 2452.1430 960.5690 22.8213 1714 2 480.7882 ‐4.1373
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 235.0611 1123.5426 29.0121 33797 2 562.2749 ‐5.7670
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1033.5313 LPTANFDQK 3107.8790 1033.5404 20.4661 8310 2 517.2739 8.14
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1732.8963 VTVSKDDTVILDGAGDK 190.9808 1732.8774 33.5643 4102 2 866.9424 ‐10.5667
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 784.8898 2235.0517 24.0592 2564 3 745.6887 ‐7.0669
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1391.6882 SVAAGMNAMDLRR 128.0608 1391.6961 32.0273 1794 2 696.3517 5.25
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 3037.7540 2743.4271 38.5583 2664 3 915.1472 2.74
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 2583.2283 LLEQDNPDLGYDAAKGEYVDMVK 414.2287 2583.2327 29.1549 2566 3 861.7491 1.51
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1498.6696 LLEQDNPDLGYDAA 209.6006 1498.6684 26.4611 2895 2 749.8379 ‐0.7595
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 698.3542 VDLSMLG 142.3449 698.3532 27.0700 1429 1 698.3532 ‐1.0124
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 990.8564 61622.8664 47 26.86 None 1643.7911 LLEQDNPDLGYDAAK 238.5946 1643.7914 25.7992 793 3 548.6020 0.1054
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1196.7361 IGVQIIQNALK 45255.7000 1196.7363 18.4666 11288 2 598.8718 ‐0.0721
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 3279.0680 1123.5495 16.6208 4750 2 562.2784 0.5336
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1417.7719 GISMAVDAVVTNLK 670.8187 1417.7732 19.7218 2277 2 709.3903 0.7616
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1508.7665 TLFNELEVVEGMK 416.1772 1508.7666 18.8996 1126 2 754.8870 ‐0.0320
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 2093.0179 MISTSEEIAQVGTISANGER 329.9404 2093.0026 21.4796 2548 3 698.3390 ‐7.8079
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 2500.3756 TALVDAASVSSLLTTTEAVVVDLPK 491.1354 2500.3499 25.4857 2228 3 834.1215 ‐10.5702
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1016.5259 GVEDLADAVK 176.5119 1016.5154 20.6513 1876 1 1016.5154 ‐9.5806
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 535.7125 2946.4702 22.1559 1670 3 982.8282 ‐13.2412
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1059.5681 EGVITIQDGK 71.6761 1059.5788 18.6462 1312 1 1059.5788 10.38
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 2320.1561 ARMISTSEEIAQVGTISANGER 1467.0840 2320.1627 19.8713 16853 3 774.0591 2.20
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 Oxidation+M(9)
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 511.3239 IGVQI 146.6718 511.3235 17.7581 1574 1 511.3235 ‐0.7469
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 None 1714.8316 MISTSEEIAQVGTISAN 215.0667 1714.8230 21.4026 1043 2 857.9151 ‐5.0946
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2942.1970 61622.8664 47 26.86 Oxidation+M(9)
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2974.3090 23849.1166 5 21.30 None 1613.7766 AGAEVIGISGDDSASHK 24172.1200 1613.7765 19.7914 15879 3 538.5970 ‐0.3166
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2974.3090 23849.1166 5 21.30 None 1047.5469 GQAAPDFTLK 12368.7100 1047.5461 23.1996 15479 2 524.2767 ‐1.2529
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2974.3090 23849.1166 5 21.30 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 5675.6740 2142.0658 18.1629 7341 3 714.6934 3.62



NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2974.3090 23849.1166 5 21.30 None 791.4298 APDFTLK 164.3659 791.4280 23.1894 1128 1 791.4280 ‐1.8804
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 2974.3090 23849.1166 5 21.30 None 1595.7660 AGAEVIGISGDDSASHK 358.8292 1595.7625 18.5597 2354 2 798.3849 ‐2.1736
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 920.4910 ITMIWEK 20955.7600 920.4891 17.2666 47721 2 460.7482 ‐2.6258
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1240.6354 GLEGHVMEQLK 12838.2300 1240.6351 22.7663 22796 2 620.8212 ‐0.5768
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1398.7304 VYEIDFQFIPK 2630.4680 1398.7312 20.4114 9240 2 699.8693 0.4655
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1166.5841 IWNYTLGDGK 908.6447 1166.5944 16.5110 2202 2 583.8008 8.88
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1487.7233 SMVIDMEDHVLKA 3765.2050 1487.7211 29.8518 9329 3 496.5785 ‐1.7425
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1939.9218 RNDDFPEPSSYMQLLK 235.7416 1939.9299 40.2335 1849 2 970.4686 4.42
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 807.4069 TMIWEK 5103.9400 807.4085 17.2653 12079 1 807.4085 2.26
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1070.5299 EGHVMEQLK 8158.1350 1070.5321 22.7587 6577 2 535.7697 1.96
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 902.4804 ITMIWEK 91.5271 902.4765 18.8202 2220 2 451.7419 ‐4.9357
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1148.5735 IWNYTLGDGK 394.4881 1148.5684 17.2470 1852 2 574.7878 ‐4.8227
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2156.8360 17887.1234 11 44.74 None 1149.5575 IWNYTLGDGK 316.9644 1149.5604 18.3590 3508 2 575.2838 2.1696
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 1967.8460 25905.8296 5 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 27659.1800 1980.0291 27.4217 19935 3 660.6812 ‐0.5810
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 2611.4710 25905.8296 5 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 36705.6800 1980.0291 27.4217 19935 3 660.6812 ‐0.4639
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 2611.4710 25905.8296 5 7.11 None 1355.6702 QEEVYHPNALR 362.2291 1355.6752 27.9621 2630 2 678.3412 3.20
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 2611.4710 25905.8296 5 7.11 None 1752.9028 AIGGVQEEVYHPNALR 2317.7010 1752.9051 27.4165 1674 2 876.9562 1.42
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 2611.4710 25905.8296 5 7.11 None 1568.7816 GGVQEEVYHPNALR 2724.0730 1568.7768 27.4348 1597 2 784.8920 ‐2.9273
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 15180.1200 1903.8761 28.2662 20204 3 635.2969 0.6896
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 1927.8556 EADVDGDGQINYEEFVK 11660.2200 1927.8580 28.6575 15548 2 964.4327 1.83
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 1568.7075 DTDSEEELKEAFR 3695.0170 1568.7086 24.6909 13550 3 523.5744 0.4781
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 1827.8429 MKDTDSEEELKEAFR 1304.2230 1827.8480 23.5646 9695 3 609.9542 2.38
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGT 375.8478 4064.8806 25.4663 4118 3 1355.6317 ‐1.3241
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 1352.6329 DSEEELKEAFR 2138.4820 1352.6354 24.6880 1505 2 676.8213 1.91
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 1398.6536 GDGQINYEEFVK 214.7299 1398.6472 28.9012 963 2 699.8273 ‐4.6745
NP_189967.1 calmodulin 7 Arabidopsis thaliana 3609.3340 16904.7557 8 57.72 None 892.4887 ELKEAFR 222.5400 892.4898 25.0250 903 2 446.7485 0.6383
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 36367.6900 1481.6943 23.9356 15162 2 741.3508 0.0458
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 8547.6250 2164.0330 31.7844 13037 2 1082.5201 ‐1.7744
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 946.5026 LMPTSLER 5970.3240 946.5004 21.3684 12113 2 473.7538 ‐2.8847
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1837.9483 GSELVVFPEAFIGGYPR 4281.0470 1837.9511 21.9106 10799 2 919.4792 1.68
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 2022.0390 ATIVQASTVYNDTPATLEK 3923.4790 2022.0405 26.8101 10286 2 1011.5239 1.1444
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1917.9202 FGLGVGVHNEEGRDEFR 797.7338 1917.9216 20.1667 2405 2 959.4644 1.0228
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1370.6811 FGLGVGVHNEEGR 750.6470 1370.6833 21.6289 1309 3 457.5660 1.37
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1351.6740 TVYNDTPATLEK 489.6414 1351.6740 26.1711 2084 2 676.3407 ‐0.1445
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 722.3580 RDEFR 191.8032 722.3568 19.0131 1510 1 722.3568 ‐1.3995
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1819.9377 GSELVVFPEAFIGGYPR 508.9912 1819.9418 21.1940 900 3 607.3188 1.17
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2650.4620 37552.3507 11 28.2 None 1353.6546 FGLGVGVHNEEGR 241.9060 1353.6590 20.7712 1187 2 677.3332 3.0990
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 8547.6250 2164.0330 31.7844 13037 2 1082.5201 ‐1.7744
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 Carbamidomethyl+C(6) 1189.5783 IGAAICWENR 11777.4800 1189.5799 24.8527 8105 2 595.2936 1.0502
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 None 882.4680 VPGPEVER 561.9521 882.4690 19.3894 5978 1 882.4690 1.16
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 None 1931.9359 FGLAVGVHNEEGRDEFR 1333.7290 1931.9373 25.3252 1013 3 644.6506 0.4744
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 None 1573.8180 NTTQVIGVDPSSTVR 126.0396 1573.8427 35.4032 1354 2 787.4250 15.6984
NP_190018.1 nitrilase 3 Arabidopsis thaliana 928.6615 38364.4292 12 24.86 None 1348.6757 FGLAVGVHNEEGR 328.5790 1348.6774 25.5794 2169 1 1348.6774 2.1416
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 None 2052.0495 VTIVQSSTVYNDTPATLDK 2022.4540 2052.0494 25.8135 13922 2 1026.5283 0.6588
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 8758.0310 2164.0330 31.7844 13037 2 1082.5201 ‐1.4218
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 Carbamidomethyl+C(6) 1189.5783 IGAAICWENR 10732.1000 1189.5799 24.8527 8105 2 595.2936 1.0310
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 None 1384.6968 FGLAVGVHNEEGR 252.4991 1384.7047 19.3627 2118 3 462.2397 5.01
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 None 4066.0193 REFPEHPDYLFNDIVDTKEHDPTVSGG 332.7228 4065.9734 40.2372 990 3 1355.9960 ‐11.8343
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1248.2700 38364.4292 12 24.86 None 1024.5211 FGLAVGVHNE 114.0041 1024.5252 19.0329 906 2 512.7662 3.81
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 3921.2710 13807.1787 2 9.84 None 1318.7253 VIDLFSSPDVVK 39866.2600 1318.7244 19.1036 34338 2 659.8658 ‐0.9041
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 5190.8360 13807.1787 2 9.84 None 1318.7253 VIDLFSSPDVVK 52773.5000 1318.7244 19.1036 34338 2 659.8658 ‐0.8944
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1219.7045 LFGVTTLDVVR 14762.7300 1219.7046 19.6077 15266 2 610.3559 ‐0.2523
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1777.0946 VAVLGAAGGIGQPLSLLIK 6427.6540 1777.0968 22.2798 8072 2 889.0520 1.06
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1272.6695 GVAFANKPAAAAAN 1685.9150 1272.6707 18.5565 7805 2 636.8390 0.6892
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 2925.0370 1711.8172 19.3974 6317 3 571.2772 ‐0.7961
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1375.7216 DDLFNINANIVK 2489.2660 1375.7214 32.1498 6233 2 688.3643 ‐0.3186
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 Carbamidomethyl+C(11) 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 2651.8170 3011.3599 24.2414 3630 3 1004.4581 ‐0.7788
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1439.7224 STSLISGSDSSSLAK 891.4572 1439.7371 33.1291 3445 2 720.3722 10.1244
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1468.7213 AGAGSATLSMAYAAAR 361.3241 1468.7068 17.7476 2774 2 734.8570 ‐9.9570
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1347.7995 KLFGVTTLDVVR 2202.9180 1347.8010 18.1469 3821 2 674.4041 0.9464
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1069.5789 GVAFANKPAAAA 409.2130 1069.5839 17.7544 350495 2 535.2956 4.73
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 902.5306 VTTLDVVR 239.5207 902.5330 18.5713 1784 1 902.5330 3.1680
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 959.5520 GVTTLDVVR 349.2850 959.5534 19.6033 920 2 480.2804 0.9682
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1290.9450 42633.7482 32 41.19 None 1450.7107 AGAGSATLSMAYAAAR 375.4428 1450.7147 17.0103 1151 2 725.8610 2.15
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 None 1272.6695 GVAFANKPAAAAAN 1365.3760 1272.6707 18.5565 7805 2 636.8390 0.7017
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 2334.3760 1711.8172 19.3974 6317 3 571.2772 ‐0.6180
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 None 1375.7216 DDLFNINANIVK 3600.6270 1375.7214 32.1498 6233 2 688.3643 ‐0.2668
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 None 1439.7224 STSLISGSDSSSLAK 601.6736 1439.7371 33.1291 3445 2 720.3722 10.07
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 None 1369.7110 AQTSDKKPYGFK 159.4161 1369.7276 22.9628 1541 3 457.2474 12.0921
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 287.5410 42633.7482 32 41.19 None 2236.0979 NGLEAVIESDLQGLTEYEQK 263.4062 2236.1159 30.1622 1437 3 746.0435 7.11
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1219.7045 LFGVTTLDVVR 23870.4500 1219.7046 19.6077 15266 2 610.3559 ‐0.1973
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1777.0946 VAVLGAAGGIGQPLSLLIK 6708.5600 1777.0968 22.2798 8072 2 889.0520 1.06
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1901.0201 MSPLVSTLHLYDIANVK 1434.7220 1901.0159 20.4558 6160 3 634.3435 ‐2.7707
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 2106.0713 TKPSVNFTDEEIQELTVR 843.8262 2106.0670 18.0039 2648 3 702.6939 ‐2.5132
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1375.7216 DDLFNINANIVK 901.0497 1375.7461 22.3965 3986 2 688.3767 17.6048
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 Carbamidomethyl+C(11) 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 5626.0630 3011.3599 24.2414 3630 3 1004.4581 ‐0.6477
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 894.4680 ANTFVSQK 536.1690 894.4737 17.3257 3068 2 447.7405 6.0518



NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1468.7213 AGAGSATLSMAYAAAR 195.1700 1468.7068 17.7476 2774 2 734.8570 ‐10.0160
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAA 301.5458 2694.3317 18.3358 5511 4 674.3384 ‐7.3861
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 2861.4779 NGLEAVIESDLQGLTEYEQKALEALK 473.1070 2861.4632 22.2571 1445 3 954.4926 ‐5.2913
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1339.6715 MSPLVSTLHLYD 285.5232 1339.6738 21.0925 1870 2 670.3405 1.00
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 902.5306 VTTLDVVR 145.6097 902.5330 18.5713 1784 1 902.5330 3.70
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1606.6650 42633.7482 32 41.19 None 1450.7107 AGAGSATLSMAYAAAR 219.3326 1450.7147 17.0103 1151 2 725.8610 2.08
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1282.7518 AVVTALNKPAWI 472.5060 1282.7568 19.4920 156377 2 641.8820 3.64
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1895.9094 TGEVIAHVAEGDAEDINR 1279.9200 1895.9141 23.7748 6225 3 632.6429 2.31
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 Carbamidomethyl+C(8) 2434.1537 AGTVWVNCFDVFDAAIPFGGYK 8972.3760 2434.1526 23.6243 3321 2 1217.5800 0.3209
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 Carbamidomethyl+C(11) 1950.8710 SGIESNATLECGGDQIGDK 964.3707 1950.8711 22.1105 3111 2 975.9392 0.4033
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1197.6474 GIEQGPQIDLK 289.8089 1197.6699 27.6991 15502 2 599.3386 18.4802
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1495.7315 SPFIVFEDADIDK 1745.4810 1495.7318 33.3672 3517 2 748.3695 0.1131
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 2194.1099 TGEVIAHVAEGDAEDINRAVK 446.9735 2194.1287 23.7610 2744 2 1097.5680 9.1392
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1729.9119 GIEQGPQIDLKQFEK 1071.4930 1729.9129 24.9449 1971 3 577.3092 0.3047
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 Carbamidomethyl+C(14) 2355.1133 YIKSGIESNATLECGGDQIGDK 388.2484 2355.1026 40.2382 1177 2 1178.0549 ‐3.8878
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1133.6466 AVVTALNKPAW 863.4468 1133.6515 18.8765 116537 2 567.3294 3.33
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1123.5994 IEQGPQIDLK 318.4878 1123.6012 27.0871 8050 2 562.3042 1.13
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 742.3366 SGIESNAT 109.0185 742.3388 21.3437 3566 1 742.3388 3.17
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 815.4734 DINRAVK 226.5127 815.4726 24.6830 998 1 815.4726 ‐0.5777
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 502.4221 58988.1952 14 18.40 None 1265.7252 AVVTALNKPAWI 345.2301 1265.7292 20.5905 2115 2 633.3682 2.77
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1622.8748 AGSGVATLGLPDSPGVPK 991.8525 1622.8778 27.8169 11693 2 811.9426 2.0641
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1240.6467 NLMPGGVNSPVR 3968.4080 1240.6458 23.6906 7790 2 620.8266 ‐0.9471
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1413.6896 LSQPGTYEYLDK 1168.8910 1413.6861 23.9914 6966 2 707.3467 ‐2.5596
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 549.4049 2215.0803 30.3244 1865 3 739.0316 ‐21.7588
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1620.8414 AFKSVGGQPVVMDSAK 758.0153 1620.8407 29.4363 5761 3 540.9517 ‐0.5249
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1755.9163 LSQPGTYEYLDKITK 646.0857 1755.8988 33.1939 2461 2 878.4530 ‐9.6250
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 749.3862 VVMDSAK 63.4479 749.3821 28.8157 9701 1 749.3821 ‐5.1670
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 192.8780 50483.8266 8 8.90 None 1379.7165 AGSGVATLGLPDSPGV 400.3509 1379.7140 29.1688 826 2 690.3607 ‐1.9139
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 687.1581 55772.4915 17 13.4 None 1426.8264 GVPLTQLNLASSVK 9597.5370 1426.8254 18.0148 13211 2 713.9163 ‐0.8096
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 687.1581 55772.4915 17 13.4 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 6603.8570 1420.6908 24.8387 9661 2 710.8491 1.16
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 687.1581 55772.4915 17 13.4 None 1221.5845 EGTTVTEEDIK 4501.0920 1221.5850 17.4690 8450 2 611.2961 0.1312
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 687.1581 55772.4915 17 13.4 None 2711.2359 ATAAPLNAAYTAEEFEFYLSDSDSK 3603.0180 2711.2355 38.2878 4984 3 904.4167 ‐0.3845
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 687.1581 55772.4915 17 13.4 Carbamidomethyl+C(5) 1200.6042 EEINCAVIPR 305.6171 1200.5998 25.5809 2000 1 1200.5998 ‐2.8976
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 5949.4030 1420.6908 24.8387 9661 2 710.8491 1.06
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 None 2711.2359 ATAAPLNAAYTAEEFEFYLSDSDSK 2689.7430 2711.2355 38.2878 4984 3 904.4167 ‐0.4337
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 None 1221.5845 EGTTVTEEDIK 453.0301 1221.5554 21.2912 1337 2 611.2813 ‐24.1084
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 None 1202.6892 RVFITDNLPK 1073.8800 1202.6872 24.1373 5294 2 601.8473 ‐1.9350
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 None 959.5309 RVFITDNL 212.9581 959.5360 24.1902 3286 2 480.2716 4.60
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 279.4158 55772.4915 17 13.4 None 1185.6626 RVFITDNLPK 165.9938 1185.6582 22.6164 2511 2 593.3328 ‐4.0523
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 2932.5302 ISPIEVDAVLLTHPDVSQGVAFGVPDE 2175.5370 2932.5268 21.5300 13412 3 978.1805 ‐1.2912
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 1426.8264 GVPLTQLNLASSVK 12353.6200 1426.8254 18.0148 13211 2 713.9163 ‐0.8494
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 1330.6136 FSATTFWPDMK 977.5046 1330.6138 19.5665 4213 2 665.8105 ‐0.0735
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 1461.7431 DSDTLSGLLENVAK 1329.1960 1461.7760 18.7059 1754 3 487.9302 21.7846
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 862.4305 AFGVPDEK 144.5000 862.4327 23.5103 1793 1 862.4327 2.22
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 512.1149 55772.4915 17 13.4 None 942.5255 QLNLASSVK 167.9994 942.5288 17.6542 1070 1 942.5288 4.0961
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 16889.5400 2140.1136 17.4515 49429 3 714.0427 ‐0.6986
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 973.5313 ETIVNELR 35454.4200 973.5304 22.9076 32352 2 487.2688 ‐1.4246
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1035.5469 SALVDFDLR 32647.1200 1035.5468 29.7734 27655 2 518.2770 ‐0.5683
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 2152.9757 AYADGTQTFFNAFVEAMNR 24127.5900 2152.9754 23.4281 25196 2 1076.9913 0.3757
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1574.7955 MGNITPTTGTQGQIR 15189.5500 1574.7965 20.4659 24942 2 787.9019 0.6465
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1345.6358 FFNAFVEAMNR 1511.9510 1345.6390 20.0882 12571 2 673.3231 2.57
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 3509.0130 2758.4841 25.5906 6771 3 920.1662 0.7200
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 Carbamidomethyl+C(20) 4332.1138 MHFSSSSTSSTWTILITLGCLMLHASLS 775.3171 4332.0086 25.0125 885 3 1444.6744 ‐24.4728
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 764.3937 VDFDLR 183.8875 764.3915 28.9459 67685 1 764.3915 ‐2.6023
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1265.6161 AAQLTPTFYDR 194.4874 1265.6216 26.4219 3934 2 633.3144 4.1072
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1090.6295 PFFTLPQLK 305.3969 1090.6252 24.6989 2410 2 545.8162 ‐4.3792
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1500.7693 DSLQAFLELANANL 652.6574 1500.7623 24.6199 1036 2 750.8848 ‐4.6858
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 1369.6747 SAAQLTPTFYDR 222.4187 1369.6797 24.4732 783 1 1369.6797 4.37
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4986.4710 39345.4223 33 38.53 None 955.5207 ETIVNELR 234.4568 955.5188 22.9093 879 2 478.2631 ‐2.4958
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 31560.0100 1193.5732 23.8320 47198 2 597.2902 ‐0.3336
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 None 1035.5469 SALVDFDLR 26647.7100 1035.5468 29.7734 27655 2 518.2770 ‐0.6463
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 None 1574.7955 MGNITPTTGTQGQIR 17969.4600 1574.7965 20.4659 24942 2 787.9019 0.7743
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 Carbamidomethyl+C(19) 4201.0733 HFSSSSTSSTWTILITLGCLMLHASLSAA 959.8541 4201.0750 40.2201 1348 3 1401.0298 ‐0.1764
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 None 764.3937 VDFDLR 158.9395 764.3925 29.7744 5490 1 764.3925 ‐1.2667
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 Carbamidomethyl+C(1) 951.4717 CQFILDR 187.9198 951.4732 25.7156 2003 2 476.2403 0.9756
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2350.9520 39345.4223 33 38.53 None 877.4778 LVDFDLR 144.4846 877.4754 29.7624 1597 1 877.4754 ‐2.3153
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 11446.7800 2140.1136 17.4515 49429 3 714.0427 ‐0.8932
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 2152.9757 AYADGTQTFFNAFVEAMNR 9641.7440 2152.9754 23.4281 25196 2 1076.9913 0.0037
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1345.6358 FFNAFVEAMNR 2995.3490 1345.6390 20.0882 12571 2 673.3231 2.31
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 1301.5710 2758.4841 25.5906 6771 3 920.1662 0.7565
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 2501.2882 GLIQSDQELFSSPNATDTIPLVR 223.5505 2501.3044 19.9571 5729 3 834.4397 6.1840
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 Carbamidomethyl+C(20) 4332.1138 MHFSSSSTSSTWTILITLGCLMLHASLS 265.0889 4332.0086 25.0125 885 3 1444.6744 ‐23.8482
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1671.7861 GLIQSDQELFSSPNAT 333.0632 1671.7813 21.7045 4257 2 836.3943 ‐2.9111
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 999.5146 DSLQAFLEL 680.2686 999.5134 25.6347 1557 1 999.5134 ‐0.4742
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1927.0032 GLDRPSDLVALSGGHTFGK 290.8346 1927.0074 17.2504 1231 4 482.5073 2.1584
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1369.6747 SAAQLTPTFYDR 89.3026 1369.6797 24.4732 783 1 1369.6797 4.91
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1067.5480 NVGLDRPSDL 79.6654 1067.5445 20.2821 775 2 534.2759 ‐3.6172



NP_190481.1 peroxidase 34 Arabidopsis thaliana 1431.5020 39345.4223 33 38.53 None 1202.6052 DSLQAFLELAN 231.6082 1202.6067 23.9167 756 1 1202.6067 2.62
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 39940.6800 2604.3012 33.8845 87388 3 868.7719 ‐1.2740
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1203.6579 NTAASVGEITLK 46668.6700 1203.6561 23.5187 71698 2 602.3317 ‐1.8540
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 950.5710 VPFLFTVK 18689.2900 950.5698 19.7409 46328 2 475.7885 ‐1.7564
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 8217.0660 1362.6390 18.7783 31041 2 681.8231 ‐0.8162
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 881.4880 FLVPSYR 22454.2600 881.4864 16.2347 27439 2 441.2468 ‐2.3667
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1192.5997 IQGVWYGQIE 23091.7900 1192.5995 31.1298 21940 2 596.8034 ‐0.5011
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 6219.7520 2256.0869 34.8090 17393 2 1128.5471 ‐1.5900
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 5210.7750 2174.9668 26.8415 14796 2 1087.9871 0.9464
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1562.7558 GGSTGYDNAVALPAGGR 19203.4000 1562.7580 22.1482 11004 2 781.8826 1.07
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 8437.0270 2294.1284 30.0633 10687 3 765.3810 ‐0.9020
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 2018.9665 EEDGIDYAAVTVQLPGGER 3611.2710 2018.9676 30.5411 9159 2 1009.9874 0.9013
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1464.7329 QLEASGKPESFSGK 2455.3160 1464.7325 17.0997 6707 3 488.9157 ‐0.5360
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1096.5521 LTYDEIQSK 1930.8020 1096.5644 19.5692 11851 2 548.7858 10.96
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1252.6532 RLTYDEIQSK 17853.1800 1252.6523 18.4114 15842 2 626.8298 ‐1.0177
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 4688.4910 1490.7342 17.7548 10851 2 745.8708 ‐0.4813
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 522.2671 PSYR 1833.4750 522.2669 16.2147 9871 1 522.2669 ‐0.3342
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 908.4724 EPTSFTVK 351.0800 908.4705 18.4841 7564 2 454.7389 ‐2.6683
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 621.3355 VPSYR 492.9454 621.3340 16.2726 7238 1 621.3340 ‐2.1910
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1014.4738 QPSDTDLGAK 364.9275 1014.4736 34.5357 6009 1 1014.4736 0.3336
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 891.4571 RLTYDEI 207.1055 891.4548 17.0091 4136 1 891.4548 ‐2.0864
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 988.5673 AASVGEITLK 1536.7170 988.5667 23.5161 2077 1 988.5667 ‐0.1421
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 917.5302 ASVGEITLK 837.9681 917.5319 23.5197 1783 1 917.5319 2.56
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 846.4931 SVGEITLK 1550.2100 846.4904 23.5161 1700 1 846.4904 ‐2.8356
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 751.3621 PESFSGK 151.3589 751.3595 17.5907 1594 1 751.3595 ‐3.1912
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 779.4298 PTSFTVK 176.8080 779.4285 20.3255 1137 2 390.2179 ‐2.2612
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 932.5604 VPFLFTVK 94.0085 932.5568 20.9046 4684 1 932.5568 ‐3.4031
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1185.6474 NTAASVGEITLK 356.4157 1185.6511 24.4455 1063 2 593.3292 2.14
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 2001.9400 EEDGIDYAAVTVQLPGGER 456.1604 2001.9426 33.0425 2560 2 1001.4749 1.32
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9216.2620 35247.4575 29 53.78 None 1186.6314 NTAASVGEITLK 299.7448 1186.6347 24.8094 1798 2 593.8210 2.69
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1878.9848 TSVPDVYAVGDVATFPLK 13795.7300 1878.9860 20.1463 13689 2 939.9966 0.9374
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 11418.5600 2255.0231 37.4291 12446 2 1128.0152 ‐2.1037
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1786.9334 EFANQGVQPGELAVISK 8974.4230 1786.9371 28.0054 10600 2 893.9722 2.13
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1496.6686 VVGAFMEGGSGDENK 14281.3100 1496.6682 21.6300 10482 2 748.8378 ‐0.2981
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1414.7536 ARPSAESLDELVK 3346.8080 1414.7525 24.5961 9550 3 472.2557 ‐1.0581
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1430.7638 EAVAPYERPALSK 7392.7710 1430.7613 19.6452 8811 3 477.5920 ‐2.0035
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1112.5524 FGAYWVQGGK 7584.4180 1112.5534 16.3325 6810 2 556.7804 0.5845
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 849.4716 LLPESYK 8061.6790 849.4730 19.1176 5266 2 425.2402 1.0279
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 Carbamidomethyl+C(15) 2219.0446 INNLDVTMVFPEPWCMPR 1497.8630 2219.0069 26.7910 1706 3 740.3405 ‐17.2641
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 623.3035 PESYK 202.2886 623.3049 19.2063 2136 1 623.3049 2.25
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2632.0990 46658.2958 28 30.18 None 1396.7431 ARPSAESLDELVK 236.2005 1396.7502 25.6719 1730 2 698.8787 4.13
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 23257.0400 2255.0231 37.4291 12446 2 1128.0152 ‐1.7163
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1786.9334 EFANQGVQPGELAVISK 7008.2170 1786.9371 28.0054 10600 2 893.9722 2.00
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1496.6686 VVGAFMEGGSGDENK 7856.7710 1496.6682 21.6300 10482 2 748.8378 ‐0.2001
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1414.7536 ARPSAESLDELVK 3777.1750 1414.7525 24.5961 9550 3 472.2557 ‐0.8124
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1430.7638 EAVAPYERPALSK 5936.9980 1430.7613 19.6452 8811 3 477.5920 ‐1.7615
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 849.4716 LLPESYK 10154.8000 849.4711 19.2238 3422 2 425.2392 ‐1.4154
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1562.7809 GTVASGFTAQPNGEVK 344.4442 1562.7516 27.4907 4596 2 781.8794 ‐18.6297
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 623.3035 PESYK 477.5856 623.3049 19.2063 2136 1 623.3049 2.60
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1060.5786 PYERPALSK 1314.8600 1060.5744 19.6800 1580 2 530.7909 ‐4.3868
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1234.6062 SGFTAQPNGEVK 217.4569 1234.6067 26.9641 1173 2 617.8070 0.0554
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1412.7532 EAVAPYERPALSK 286.2198 1412.7490 20.7971 2287 3 471.5879 ‐3.0235
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2085.2790 46658.2958 28 30.18 None 1396.7431 ARPSAESLDELVK 235.8687 1396.7502 25.6719 1730 2 698.8787 5.0212
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 841.7883 46658.2958 28 30.18 None 1878.9848 TSVPDVYAVGDVATFPLK 13096.0400 1878.9860 20.1463 13689 2 939.9966 0.6908
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 841.7883 46658.2958 28 30.18 None 1112.5524 FGAYWVQGGK 11188.8200 1112.5534 16.3325 6810 2 556.7804 0.6886
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 841.7883 46658.2958 28 30.18 None 2030.9746 LFTADIAAFYETYYTNK 862.3093 2030.9897 21.8713 1847 2 1015.9985 7.82
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 841.7883 46658.2958 28 30.18 None 1080.5473 GYLFPEGAAR 305.9938 1080.5500 21.4151 1233 1 1080.5500 3.35
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 841.7883 46658.2958 28 30.18 None 2296.2911 YQTLIIATGSTVLRLTDFGVK 579.2557 2296.3025 22.3218 1232 3 766.1057 4.09
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 25306.0700 2329.2035 20.9671 78018 3 777.0727 ‐0.2202
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1750.9010 FADELIANAAYIGTPGK 42139.4400 1750.9016 18.9280 48395 2 875.9544 0.4936
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2223.0425 IGENEPSEHSIHENAYGLAR 30980.0200 2223.0421 20.9310 33714 4 556.5160 ‐0.1636
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1045.5459 NLNAMNQLK 5244.9800 1045.5446 21.0179 33513 2 523.2759 ‐1.7235
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 21429.5100 2263.0660 26.8678 30912 2 1132.0367 ‐0.4641
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1614.8558 LASINVENVETNRR 17234.3300 1614.8555 22.0157 29913 3 538.9567 ‐0.4489
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1332.7005 GILAADESTGTIGK 50311.2800 1332.6989 22.6928 27642 2 666.8531 ‐1.4243
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1336.7219 VSPEVIAEHTVR 53352.2400 1336.7202 22.3405 27536 3 446.2449 ‐1.5734
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1196.6270 LGDGAAESLHVK 27661.2000 1196.6255 19.2206 17690 2 598.8164 ‐1.5464
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 847.5288 LFVDILK 8618.0000 847.5282 19.2442 12757 2 424.2678 ‐1.2370
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 869.5091 EGGVLPGIK 5344.7960 869.5082 22.9028 11887 2 435.2577 ‐1.6769
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 1196.3080 2856.4922 17.8838 10776 4 714.8785 0.2394
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1458.7547 LASINVENVETNR 9961.1210 1458.7548 23.6415 6105 2 729.8811 0.0147
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1020.5473 AAQEALYVR 5018.3960 1020.5462 19.1944 3863 2 510.7767 ‐1.5416
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1154.5688 ANSEATLGTYK 967.9307 1154.5418 17.3812 22264 2 577.7746 ‐23.7099
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 4631.2150 2605.2645 25.9201 25458 3 869.0930 1.42
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1614.8558 RLASINVENVETNR 1716.6910 1614.8536 22.4249 10452 3 538.9561 ‐1.6278
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1525.7493 ANSEATLGTYKGDAK 10165.0400 1525.7506 16.4122 6937 3 509.2551 0.5982
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 Carbamidomethyl+C(1) 1813.8749 CKANSEATLGTYKGDAK 870.6271 1813.8745 19.4411 2373 2 907.4409 ‐0.0043



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 Carbamidomethyl+C(24) 2679.2890 GTVELAGTDGETTTQGLDGLGDRCKK 1162.4360 2679.2761 36.3837 1942 3 893.7635 ‐5.0818
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1116.5756 VENVETNRR 164.1957 1116.5813 22.7480 19635 2 558.7943 4.54
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1266.7456 TVPAAVPAIVFLS 328.2074 1266.7413 20.2117 12733 2 633.8743 ‐3.6586
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1430.7346 SINVENVETNRR 5027.2690 1430.7343 22.0133 3113 2 715.8708 ‐0.3166
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1692.7671 GTDGETTTQGLDGLGDR 298.0173 1692.7579 25.3135 2825 2 846.8826 ‐5.3143
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1150.6215 PEVIAEHTVR 352.1221 1150.6202 21.2242 2670 2 575.8137 ‐1.4849
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 764.4050 NAYGLAR 180.7351 764.4021 22.6962 2153 1 764.4021 ‐3.3961
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 2109.9584 GENEPSEHSIHENAYGLAR 6937.9720 2109.9599 20.9318 1752 3 703.9915 0.4221
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 587.3763 VDILK 820.8978 587.3762 19.2479 1622 1 587.3762 ‐0.0754
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 913.4374 QGLDGLGDR 148.0709 913.4335 28.6593 1393 1 913.4335 ‐3.8507
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 740.4665 GGVLPGIK 265.4597 740.4677 22.9002 1222 1 740.4677 1.87
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1763.8042 AGTDGETTTQGLDGLGDR 1122.1880 1763.8013 25.6336 1070 3 588.6053 ‐1.9412
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1507.7387 ANSEATLGTYKGDAK 261.4928 1507.7320 16.9687 3973 3 503.2488 ‐4.7508
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 None 1003.5207 AAQEALYVR 196.0247 1003.5260 18.3547 2490 2 502.2666 4.87
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 13133.8900 38882.0050 57 61.45 Carbamidomethyl+C(1) 1796.8484 CKANSEATLGTYKGDAK 307.1776 1796.8495 18.3427 923 3 599.6214 0.3642
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 2223.0425 IGENEPSEHSIHENAYGLAR 35648.7200 2223.0421 20.9310 33714 4 556.5160 ‐0.1693
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1045.5459 NLNAMNQLK 9838.4170 1045.5446 21.0179 33513 2 523.2759 ‐1.7977
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1614.8558 LASINVENVETNRR 15548.5200 1614.8555 22.0157 29913 3 538.9567 ‐0.2488
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1332.7005 GILAADESTGTIGK 41543.4000 1332.6989 22.6928 27642 2 666.8531 ‐1.3888
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1336.7219 VSPEVIAEHTVR 54049.6800 1336.7202 22.3405 27536 3 446.2449 ‐1.3100
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1196.6270 LGDGAAESLHVK 28445.1200 1196.6255 19.2206 17690 2 598.8164 ‐1.5629
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 869.5091 EGGVLPGIK 4177.7720 869.5082 22.9028 11887 2 435.2577 ‐1.8182
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1458.7547 LASINVENVETNR 5167.8820 1458.7548 23.6415 6105 2 729.8811 0.0982
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1020.5473 AAQEALYVR 3547.0700 1020.5462 19.1944 3863 2 510.7767 ‐1.6253
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1614.8558 RLASINVENVETNR 1854.6880 1614.8536 22.4249 10452 3 538.9561 ‐1.4277
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1116.5756 VENVETNRR 449.2179 1116.5813 22.7480 19635 2 558.7943 4.84
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1430.7346 SINVENVETNRR 3524.4720 1430.7343 22.0133 3113 2 715.8708 ‐0.2438
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1150.6215 PEVIAEHTVR 408.0110 1150.6202 21.2242 2670 2 575.8137 ‐1.5189
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 2109.9584 GENEPSEHSIHENAYGLAR 7973.6890 2109.9599 20.9318 1752 3 703.9915 0.5097
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 7618.5780 38882.0050 57 61.45 None 1049.5109 AADESTGTIGK 3745.5840 1049.5109 22.6941 1124 1 1049.5109 0.3040
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 32061.4900 2329.2035 20.9671 78018 3 777.0727 ‐0.3441
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 1750.9010 FADELIANAAYIGTPGK 52524.5200 1750.9016 18.9280 48395 2 875.9544 0.3055
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 847.5288 LFVDILK 10172.7600 847.5282 19.2442 12757 2 424.2678 ‐1.0117
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 2244.5230 2909.5341 25.5379 11798 3 970.5162 ‐1.1241
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 928.5905 2856.4922 17.8838 10776 4 714.8785 ‐0.0874
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 1614.8558 LASINVENVETNRR 386.1629 1614.8491 18.7245 9017 2 807.9282 ‐4.2267
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 1266.7456 TVPAAVPAIVFLS 460.0173 1266.7413 20.2117 12733 2 633.8743 ‐3.6251
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5001.0520 38882.0050 57 61.45 None 587.3763 VDILK 449.4478 587.3762 19.2479 1622 1 587.3762 ‐0.2032
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 2125.0118 VLNLEEGGAFTNSSAEDMLK 5961.0530 2125.0048 32.0810 32744 2 1063.0061 ‐2.4513
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 1163.6307 YAILADDGVVK 14602.6100 1163.6308 25.6360 19476 2 582.3191 ‐0.2370
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 1063.5994 TVTVSSLTAGK 4886.2730 1063.5991 21.5315 7668 2 532.3032 ‐0.7024
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 1191.6943 TVTVSSLTAGKK 16706.2000 1191.6938 19.1853 5516 2 596.3505 ‐0.8176
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 914.5306 LGVELDLR 7259.0760 914.5311 27.8803 4192 2 457.7692 ‐0.0711
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 1807.8960 LPDSTLSYLDPSTGDVK 8443.9700 1807.8962 29.3306 4135 2 904.4518 0.5582
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 991.5782 TVSSLTAGKK 2449.8420 991.5793 19.1820 778 2 496.2933 0.4971
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 3184.8190 24798.3627 8 29.6 None 1313.6042 AFTNSSAEDMLK 113.3335 1313.6103 30.9441 754 2 657.3088 4.39
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1842.9848 NAPSIIFIDEIDSIAPK 26985.8200 1842.9870 39.9494 12723 2 921.9971 1.88
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1312.6743 EIDIGVPDEIGR 3679.0040 1312.6786 28.4980 7333 2 656.8430 3.0646
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1059.5317 LAEDVDLER 13584.2500 1059.5318 20.7499 6740 2 530.2695 ‐0.3626
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1158.6517 GILLYGPPGSGK 11551.5700 1158.6509 16.8124 6473 2 579.8291 ‐1.0402
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 5566.2900 1251.6178 16.7420 6460 2 626.3126 ‐1.2614
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 Carbamidomethyl+C(14)
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1075.5378 LAGESESNLR 5555.5110 1075.5360 15.6976 3142 2 538.2717 ‐2.0737
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 968.5775 ELVELPLR 5744.2140 968.5776 29.0952 2783 2 484.7924 ‐0.4434
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 Carbamidomethyl+C(6) 1578.7945 AIANECQANFISIK 340.3512 1578.7546 19.4508 8163 2 789.8809 ‐25.2470
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1135.6106 YAIRENIEK 653.4156 1135.5998 19.5475 2879 2 568.3036 ‐9.8534
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 1730.8708 FDREIDIGVPDEIGR 1000.4330 1730.8337 26.8370 805 2 865.9205 ‐21.2620
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 Carbamidomethyl+C(5) 3324.5550 QSAPCVLFFDELDSIATQRGNSVGDAG 388.4754 3324.5849 19.9203 15703 4 831.9017 9.23
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 2932.4251 GNSVGDAGGAADRVLNQLLTEMDGM 1749.6640 2932.4324 22.5212 10062 3 978.1490 2.42
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1262.3400 91139.0184 14 17.67 None 2333.0813 KRAESPEAMEEDEEEIAEIK 117.0960 2333.0629 28.6927 2060 4 584.0212 ‐7.8292
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 1267.7984 VTVVPSAAALVIK 31314.1300 1267.7979 18.5359 33504 2 634.4026 ‐0.6338
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 1343.7165 VTGGEVGAASSLAPK 21332.6000 1343.7167 21.0115 32160 2 672.3620 ‐0.0694
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 1883.8869 DLQQEIQEGEIEIPEN 22212.5200 1883.8888 32.3265 13562 2 942.4481 1.89
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 865.5506 IGPLGLAPK 18034.8100 865.5498 16.1627 7618 2 433.2785 ‐1.4659
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 869.5455 PSAAALVIK 10512.3400 869.5449 18.5350 3598 1 869.5449 ‐0.2401
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 752.4665 GPLGLAPK 5029.7380 752.4654 16.1552 1645 1 752.4654 ‐1.1348
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7498.7120 18083.9248 7 31.93 None 1143.6004 GGEVGAASSLAPK 396.5933 1143.6024 22.5602 995 2 572.3048 1.43
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1515.7948 ASGTSLPAQGLMGLGR 14174.2400 1515.7976 18.0481 15039 2 758.4024 1.20
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYT 1281.7380 2956.4904 22.1324 13950 3 986.1683 ‐1.3890
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1246.7154 AIVQSPTYIVR 3317.3810 1246.7170 24.8907 12889 2 623.8621 1.0003
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1116.6412 LVEPAYVAVR 10930.3000 1116.6397 24.0327 8885 2 558.8235 ‐1.7027
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1383.7631 SSLYYVNLVGIR 4188.9030 1383.7626 19.5556 4641 2 692.3850 ‐0.4778
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1463.7376 TSVSWADTLLQDK 1528.2490 1463.7383 21.3253 2190 3 488.5843 0.1822
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 Carbamidomethyl+C(8) 3120.5935 VFHINSLCSPFKTSVSWADTLLQDKAR 860.6404 3120.6043 24.0687 2566 3 1040.8729 3.08
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 748.4352 PTYIVR 152.2966 748.4347 26.5181 1179 1 748.4347 ‐0.4355
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 None 1259.6266 TIFDSGTVYTR 195.9612 1259.6303 22.2340 827 2 630.3188 2.91
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1129.1450 46273.6158 14 24.71 Carbamidomethyl+C(8) 1430.7250 VFHINSLCSPFK 170.3156 1430.7291 25.6124 802 1 1430.7291 3.95



NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 427.2948 46273.6158 14 24.71 None 1246.7154 AIVQSPTYIVR 5991.9080 1246.7170 24.8907 12889 2 623.8621 1.0029
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 427.2948 46273.6158 14 24.71 None 1116.6412 LVEPAYVAVR 11318.6200 1116.6397 24.0327 8885 2 558.8235 ‐1.7497
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 427.2948 46273.6158 14 24.71 None 1463.7376 TSVSWADTLLQDK 192.5489 1463.7492 36.8154 2313 2 732.3783 7.36
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 427.2948 46273.6158 14 24.71 None 904.4887 EPAYVAVR 268.3763 904.4896 24.9401 4486 1 904.4896 1.56
NP_191077.1 60S ribosomal protein L35 3 Arabidopsis thaliana 2895.6790 14177.0012 4 9.76 None 1260.7158 SIAQVLTVSSQK 29680.7100 1260.7159 16.2701 7039 2 630.8616 ‐0.1893
NP_191077.1 60S ribosomal protein L35 3 Arabidopsis thaliana 2895.6790 14177.0012 4 9.76 None 1060.5997 AQVLTVSSQK 210.8092 1060.6040 17.6167 830 2 530.8057 3.80
NP_191077.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3405.2790 14177.0012 4 9.76 None 1260.7158 SIAQVLTVSSQK 34904.1100 1260.7159 16.2701 7039 2 630.8616 ‐0.1531
NP_191077.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3405.2790 14177.0012 4 9.76 None 1060.5997 AQVLTVSSQK 344.3711 1060.6040 17.6167 830 2 530.8057 3.58
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1407.6784 EAGSTMDVVAAQTK 103315.8000 1407.6773 20.2016 52203 2 704.3423 ‐0.9410
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1408.6955 AILNESSEFVGDK 31524.7500 1408.6966 24.9997 46221 2 704.8519 0.6558
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 17841.9100 3392.8701 24.2572 41243 3 1131.6282 ‐0.6559
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 59915.5000 1375.6889 24.0309 41107 2 688.3481 0.0388
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1104.5644 NVSADVAATTR 49718.9200 1104.5647 17.0113 39011 2 552.7860 ‐0.1194
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 14650.1100 2304.2007 22.2608 37222 2 1152.6040 ‐0.0481
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1777.9191 VASPAQAQEVHDELRK 70660.9500 1777.9195 18.5702 35800 3 593.3113 ‐0.0663
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 40228.6600 1571.7317 18.9627 23815 2 786.3695 0.3606
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 722.5064 2788.4810 22.2786 21406 3 930.1652 1.06
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1033.6041 VAYALAQGLK 37278.4500 1033.6032 15.7193 10916 2 517.3053 ‐1.2463
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(4) 2764.3492 VIACVGETLEEREAGSTMDVVAAQTK 992.8475 2764.3538 29.3667 1462 3 922.1228 1.59
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 649.0898 1338.6700 18.7792 4686 1 1338.6700 17.9423
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(1) 1007.4463 CNGTAEEVK 693.8553 1007.4358 18.3023 2136 2 504.2215 ‐10.8766
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 784.4199 IVNTLNE 1718.7430 784.4185 21.9283 6035 1 784.4185 ‐1.4701
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 833.3999 GETLEER 1264.8760 833.3974 24.0333 2138 1 833.3974 ‐2.6239
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1224.6331 AQEVHDELRK 16429.4200 1224.6333 18.5598 1987 2 612.8203 ‐0.1360
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1153.5960 QEVHDELRK 376.1942 1153.5971 17.5458 1514 2 577.3022 0.5494
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(5) 976.4669 AAQNCWVK 274.1515 976.4694 18.2744 1120 2 488.7383 1.46
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1111.4902 NESSEFVGDK 262.3271 1111.4876 24.9986 1043 1 1111.4876 ‐1.6842
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 627.7144 1163.5338 24.0342 982 1 1163.5338 ‐1.3791
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 962.4975 MDVVAAQTK 725.8317 962.4954 18.1350 907 2 481.7513 ‐2.7639
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1224.5743 LNESSEFVGDK 425.5280 1224.5731 24.9997 907 1 1224.5731 ‐0.1994
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1090.5415 AILNESSEFV 298.7801 1090.5401 24.9161 752 2 545.7737 ‐1.6917
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1390.6849 AILNESSEFVGDK 270.5305 1390.6789 22.7548 3070 2 695.8431 ‐4.4717
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1086.5538 NVSADVAATTR 479.9870 1086.5550 16.0236 844 2 543.7811 0.6592
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 Carbamidomethyl+C(12) 1321.6205 IIYGGSVNGGNCK 259.7918 1321.6239 19.4775 3544 2 661.3156 2.07
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 23894.5900 27397.2140 49 74.80 None 1391.6689 AILNESSEFVGDK 637.0263 1391.6718 24.9014 1494 2 696.3396 1.48
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1408.6955 AILNESSEFVGDK 18227.3300 1408.6966 24.9997 46221 2 704.8519 0.7202
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 42807.1100 1375.6889 24.0309 41107 2 688.3481 0.0907
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1777.9191 VASPAQAQEVHDELRK 89294.0800 1777.9194 18.5552 33697 3 593.3113 0.0574
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 Carbamidomethyl+C(10) 2071.0066 KFFVGGNWKCNGTAEEVK 586.1172 2070.9945 28.6100 2473 3 691.0030 ‐6.0249
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 833.3999 GETLEER 744.9890 833.3974 24.0333 2138 1 833.3974 ‐2.6316
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1224.6331 AQEVHDELRK 19373.5700 1224.6333 18.5598 1987 2 612.8203 ‐0.1418
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1520.7816 PAQAQEVHDELRK 11324.5000 1520.7830 18.5587 1873 2 760.8951 0.9985
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1153.5960 QEVHDELRK 343.2304 1153.5971 17.5458 1514 2 577.3022 0.5165
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1224.5743 LNESSEFVGDK 148.6858 1224.5699 22.9209 1107 2 612.7886 ‐3.8753
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 None 1111.4902 NESSEFVGDK 143.3751 1111.4876 24.9986 1043 1 1111.4876 ‐1.9053
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8580.1020 27397.2140 49 74.80 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 510.0319 1163.5338 24.0342 982 1 1163.5338 ‐1.6402
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 10357.5900 3392.8701 24.2572 41243 3 1131.6282 ‐0.3822
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 12013.6100 2304.2007 22.2608 37222 2 1152.6040 ‐0.4893
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 40464.0300 1571.7317 18.9627 23815 2 786.3695 0.2545
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1640.7690 2788.4810 22.2786 21406 3 930.1652 1.84
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 1033.6041 VAYALAQGLK 52215.5000 1033.6032 15.7193 10916 2 517.3053 ‐1.1062
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 17900.4300 1375.6885 15.5691 10645 2 688.3479 ‐0.2718
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 1096.5898 WVILGHSER 26477.7200 1096.5909 15.6981 2471 2 548.7991 0.6914
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 Carbamidomethyl+C(4) 2764.3492 VIACVGETLEEREAGSTMDVVAAQTK 288.1684 2764.4117 24.0782 1162 3 922.1421 22.4176
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 2362.7840 2423.2870 21.3155 8461 3 808.4338 1.79
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 784.4199 IVNTLNE 867.4217 784.4185 21.9283 6035 1 784.4185 ‐1.4686
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8371.8750 27397.2140 49 74.80 None 767.3934 IVNTLNE 500.5681 767.3931 24.2853 1356 1 767.3931 ‐0.0669
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 1633.8618 YTGGMVPDVNQIIVK 20618.0800 1633.8614 18.4646 14199 2 817.4343 ‐0.1771
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 1202.5688 FEETLYGTSR 9233.4520 1202.5685 21.7038 8893 2 601.7879 ‐0.5447
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 1235.6630 GIFTNVTSPTAK 30288.6600 1235.6628 16.0323 8857 2 618.3350 ‐0.4795
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 5448.6220 1294.6315 19.3420 6767 2 647.8194 ‐0.3766
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 2806.3900 2484.3144 24.5610 6721 3 828.7763 0.2020
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 1991.9670 1607.8216 18.4322 6548 3 536.6120 ‐2.4482
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 Carbamidomethyl+C(1) 2035.9641 CEIGQSLEEFLAQATPDK 863.2795 2035.9110 35.4228 30258 2 1018.4591 ‐25.6988
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 3175.8330 2881.3872 37.3368 6760 3 961.1339 ‐0.6499
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 1879.9218 ETTEIAEGKMFSPGNLR 1448.6910 1879.9310 30.3005 2027 2 940.4692 5.1626
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 2662.3471 TQVAYGSKNEIIRFEETLYGTSR 1422.8440 2662.3484 22.9466 955 3 888.1210 0.2273
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 None 696.3675 LYGTSR 247.4727 696.3691 19.4681 12892 1 696.3691 2.44
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 2376.0620 42813.6359 12 36.13 Carbamidomethyl+C(12) 1590.7985 LLFEALQYSHVCK 311.3849 1590.8067 17.7565 752 3 530.9404 4.33
NP_191183.1 copper chaperone Arabidopsis thaliana 2711.4250 13084.7737 4 44.63 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2711.4250 13084.7737 4 44.63 None 1767.8469 MEGVESFDIDIKEQK 701.5956 1767.8236 33.1967 1162 2 884.4154 ‐12.8405
NP_191183.1 copper chaperone Arabidopsis thaliana 2711.4250 13084.7737 4 44.63 None 1130.5688 AAEAETKPSQV 125.3558 1130.5574 25.5992 1017 2 565.7823 ‐10.4760
NP_191183.1 copper chaperone Arabidopsis thaliana 2711.4250 13084.7737 4 44.63 None 1565.7905 VETVTETKTEAETK 330.4203 1565.7832 19.7532 1255 2 783.3952 ‐4.5313
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(19) 2445.2265 ATTSTDVYAFGLVMLEVVCGRR 2660.4810 2445.2274 20.5679 10058 3 815.7473 0.0459
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 None 1666.8435 GLPGASSDQYLGIFNK 468.5621 1666.8451 22.7357 1009 2 833.9262 0.9042
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 None 2242.0371 DEEFGDIDDNHVGININGLR 582.0825 2242.0669 21.9520 26925 3 748.0271 12.06
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(5) 2283.1883 LGVLCSHQAASIRPAMSVVMR 219.9573 2283.1654 20.8199 6790 2 1142.0863 ‐9.8329



NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(22) 2603.2957 TGRATTSTDVYAFGLVMLEVVCGR 718.9664 2603.2839 21.6969 5130 3 868.4328 ‐4.7572
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(11) 1450.7545 AFGLVMLEVVCGR 438.2921 1450.7486 19.5199 2227 2 725.8779 ‐4.2287
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(5) 814.4240 LEVVCGR 85.4179 814.4262 23.0808 1760 1 814.4262 3.0455
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 None 1080.5360 DQYLGIFNK 70.8076 1080.5320 24.0217 1209 1 1080.5320 ‐2.9411
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 Carbamidomethyl+C(19) 2427.2159 ATTSTDVYAFGLVMLEVVCGRR 558.0859 2427.2069 22.6216 3598 3 809.7405 ‐4.0635
NP_191529.1 lectin receptor kinase Arabidopsis thaliana 124.4907 74721.3290 10 5.75 None 1648.8329 GLPGASSDQYLGIFNK 244.5253 1648.8399 21.1968 2770 2 824.9236 4.1318
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1334.7467 LIAVVFPSFGER 7981.9960 1334.7490 20.8181 8767 2 667.8781 1.51
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 2346.2300 TQVIGVEPTESDILSGGKPGPHK 1867.6700 2346.2308 20.9546 6773 3 782.7485 0.1143
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 Carbamidomethyl+C(7)
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1385.8111 LASQILSTLLGNR 1446.3950 1385.8050 18.0907 3376 2 693.4061 ‐4.5463
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1479.7368 LILTMPASMSMER 2496.8400 1479.7406 19.1786 5527 2 740.3740 2.16
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 2097.0935 RETGPDGLNIADNVSQLIGK 544.0508 2097.1162 33.9761 3151 3 699.7102 10.34
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1341.6355 IGYSMVTDAEQK 299.6017 1341.6495 24.1692 1339 2 671.3284 10.16
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1158.5720 LILTMPASMSM 217.9727 1158.5784 20.3521 6545 2 579.7928 5.1635
NP_191535.2 cysteine synthase C Arabidopsis thaliana 674.1645 46157.0662 19 19.7 None 1368.7845 LASQILSTLLGNR 388.2786 1368.7883 17.3854 1110 2 684.8978 2.10
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1334.7467 LIAVVFPSFGER 8939.7580 1334.7490 20.8181 8767 2 667.8781 1.74
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1385.8111 LASQILSTLLGNR 622.6859 1385.8050 18.0907 3376 2 693.4061 ‐4.5673
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 2160.1659 SVLVEPTSGNTGIGLAFIAASR 573.3633 2160.1614 20.6284 1247 2 1080.5843 ‐1.9664
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1939.0171 YLSTPLFQSIREEVEK 2565.5410 1939.0014 19.0568 8639 3 647.0053 ‐8.6182
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1789.9807 VDIFVAGIGTGGTITGVGR 910.0090 1789.9465 20.2798 1124 2 895.4769 ‐19.0846
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1474.7934 GMTGAVQKAEEILK 245.3107 1474.8010 19.0882 2188 2 737.9041 5.0160
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 2523.2800 YLSTPLFQSIREEVEKMQPEV 323.9576 2523.2668 20.0987 869 3 841.7605 ‐5.4989
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1301.7100 VDIFVAGIGTGGTI 439.4197 1301.7076 20.2995 1825 2 651.3575 ‐2.0091
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1457.7668 GMTGAVQKAEEILK 110.7351 1457.7735 18.5157 2300 2 729.3904 4.97
NP_191535.2 cysteine synthase C Arabidopsis thaliana 433.3136 46157.0662 19 19.7 None 1368.7845 LASQILSTLLGNR 123.9893 1368.7883 17.3854 1110 2 684.8978 2.78
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 541.2809 49937.8236 7 10.81 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 7026.4960 1930.9413 15.9324 6807 3 644.3186 0.3470
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 541.2809 49937.8236 7 10.81 None 2588.3184 FQGTSPYIYPLYGLGELPQAFAR 2575.7880 2588.3213 23.1047 3638 3 863.4453 0.9020
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 541.2809 49937.8236 7 10.81 None 922.4993 LYAESLAR 7704.3950 922.4969 20.0279 3211 2 461.7521 ‐3.1546
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 541.2809 49937.8236 7 10.81 Carbamidomethyl+C(15) 1817.8561 SAVYGGTYMLNKPECK 681.2217 1817.8564 17.2485 2925 3 606.6236 ‐0.1009
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 383.7116 49937.8236 7 10.81 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 6313.0620 1930.9413 15.9324 6807 3 644.3186 0.0743
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 383.7116 49937.8236 7 10.81 None 2588.3184 FQGTSPYIYPLYGLGELPQAFAR 2741.1260 2588.3213 23.1047 3638 3 863.4453 0.8749
NP_191551.1 RAB GDP dissociation inhibitor 2 Arabidopsis thaliana 383.7116 49937.8236 7 10.81 Carbamidomethyl+C(15) 1817.8561 SAVYGGTYMLNKPECK 321.5298 1817.8564 17.2485 2925 3 606.6236 ‐0.4159
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1541.7702 IIMTMPSYTSLER 28348.8100 1541.7710 18.5544 41142 2 771.3892 0.5201
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1347.7155 SFGAELVLTDPAK 44061.4900 1347.7138 29.7423 26921 2 674.3606 ‐1.3833
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 931.5611 TPLVFLNK 28700.2200 931.5592 17.3126 24450 2 466.2832 ‐2.6324
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1233.5667 EAEEMKPVSVD 7464.6200 1233.5666 19.4611 19466 2 617.2870 ‐0.3822
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 27444.8800 1297.6094 17.1668 18343 2 649.3084 ‐0.1317
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1469.7999 YLSSVLFDELRK 7402.2130 1469.7984 19.2565 9571 3 490.6043 ‐1.2457
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1400.7202 DRPAIAMIADAEK 13735.9600 1400.7210 25.5726 8016 3 467.5785 0.2971
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 816.4825 DASLLIGK 12237.3000 816.4811 22.7220 7527 1 816.4811 ‐1.3718
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1528.8152 DRPAIAMIADAEKK 2974.6050 1528.8189 23.7802 6209 3 510.2778 2.1874
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1697.8713 IIMTMPSYTSLERR 607.1724 1697.8733 21.2366 1100 2 849.4403 1.65
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 2300.2642 ELALKEGLMVGISSGANTVAAIR 745.8455 2300.2135 22.6666 5954 3 767.4093 ‐22.3211
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 2284.1386 TTLIEPTSGNMGISLAFMAAMK 567.7135 2284.0830 40.2388 998 2 1142.5451 ‐23.7198
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1488.7805 DLPKDFPSTNAKR 84.4195 1488.7741 32.0855 2147 2 744.8907 ‐4.3925
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 Carbamidomethyl+C(2) 968.4506 GCEAYVAAK 151.1474 968.4560 16.1943 3626 2 484.7317 5.0641
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1083.5139 MPSYTSLER 169.4977 1083.5104 18.2573 3605 2 542.2588 ‐3.6507
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 952.4734 PSYTSLER 693.6722 952.4770 18.5339 2884 1 952.4770 4.98
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 606.3358 DRPAIA 2816.5530 606.3346 23.7478 2854 1 606.3346 ‐1.9225
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 532.2766 YLSSV 149.5214 532.2757 22.0319 1716 1 532.2757 ‐1.6370
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 630.4185 SLLIGK 10976.7300 630.4178 22.7268 1439 1 630.4178 ‐0.9473
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 733.4607 LVFLNK 923.3883 733.4605 17.3152 976 1 733.4605 0.0412
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 934.4629 PSYTSLER 237.6227 934.4648 19.1636 858 2 467.7360 1.79
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5509.4200 40155.4964 22 37.23 None 1215.5562 EAEEMKPVSVD 198.9621 1215.5513 19.5761 1145 2 608.2793 ‐4.3074
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1633.7857 NPFGQVPAFEDGDLK 89672.2600 1633.7862 30.7576 105548 2 817.3967 0.3892
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1924.9386 SIYGLTTDEAVVAEEEAK 147860.8000 1924.9411 29.5598 102211 2 962.9742 1.44
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 964.5098 VLDVYEAR 46527.1500 964.5085 21.0175 85200 2 482.7579 ‐1.8499
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1610.7657 YENQGTNLLQTDSK 72265.1000 1610.7657 21.1193 69685 2 805.8865 0.0855
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 995.5560 LAFEQIFK 31292.0600 995.5554 19.3893 56940 2 498.2813 ‐1.1344
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1188.6259 VNEWVAEITK 34885.6400 1188.6271 27.9757 45312 2 594.8172 0.6779
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 5028.0070 2792.3405 21.5436 43123 3 931.4517 0.5811
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1455.7842 NLDFELVHVELK 28325.5900 1455.7822 33.0550 39330 3 485.9322 ‐1.6730
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1072.5898 AITQYIAHR 10155.3800 1072.5892 19.5107 10279 2 536.7983 ‐0.9467
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 922.5720 VLIALHEK 3727.9700 922.5710 20.7028 2639 2 461.7891 ‐1.6686
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 2150.1240 NLDFELVHVELKDGEHKK 755.1549 2150.1343 22.7290 6385 2 1075.5708 5.29
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 865.4414 LDVYEAR 4322.5670 865.4413 21.0155 6397 1 865.4413 0.3012
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1228.6572 DFELVHVELK 36785.0800 1228.6585 33.0493 3284 2 614.8329 0.7770
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 951.4571 NLDFELVH 171.1534 951.4532 21.3132 2799 2 476.2302 ‐4.6136
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 773.3828 NISQYAI 118.6755 773.3859 21.1270 2410 1 773.3859 4.42
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 745.3879 FDPVASK 218.4129 745.3892 25.6031 1550 1 745.3892 1.15
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 920.4108 YENQGTNL 315.9294 920.4156 22.1264 1379 2 460.7115 4.37
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 677.3253 NISQYA 179.2768 677.3230 21.5204 1200 1 677.3230 ‐3.2083
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 973.4625 PAFEDGDLK 166.9433 973.4591 32.1366 1066 1 973.4591 ‐3.0475
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1724.8225 YGLTTDEAVVAEEEAK 1835.7800 1724.8256 29.5896 929 2 862.9164 1.44
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 31024.0700 24128.6155 49 62.74 None 1054.5792 AITQYIAHR 145.9330 1054.5748 18.8766 2450 2 527.7910 ‐4.6254
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1633.7857 NPFGQVPAFEDGDLK 113261.6000 1633.7862 30.7576 105548 2 817.3967 0.5395
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 964.5098 VLDVYEAR 39416.3900 964.5085 21.0175 85200 2 482.7579 ‐1.9549



NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1610.7657 YENQGTNLLQTDSK 62252.1200 1610.7657 21.1193 69685 2 805.8865 0.2271
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1188.6259 VNEWVAEITK 41905.5400 1188.6271 27.9757 45312 2 594.8172 0.6584
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1455.7842 NLDFELVHVELK 48760.9300 1455.7822 33.0550 39330 3 485.9322 ‐1.4367
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1924.9386 SIYGLTTDEAVVAEEEAK 2670.7900 1924.9410 29.4719 14492 2 962.9741 1.11
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1072.5898 AITQYIAHR 10129.0600 1072.5892 19.5107 10279 2 536.7983 ‐1.0105
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 922.5720 VLIALHEK 3069.3170 922.5710 20.7028 2639 2 461.7891 ‐1.7897
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 752.3573 DVYEAR 9996.7140 752.3570 21.0130 13248 1 752.3570 ‐0.1668
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1447.7023 ENQGTNLLQTDSK 14253.6800 1447.7052 21.0915 8303 2 724.3562 1.23
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 865.4414 LDVYEAR 2580.4500 865.4413 21.0155 6397 1 865.4413 0.2689
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 538.2620 YEAR 3685.9180 538.2616 21.0371 4379 1 538.2616 ‐0.4494
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 637.3304 VYEAR 1591.2060 637.3301 20.9720 4353 1 637.3301 ‐0.1782
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1228.6572 DFELVHVELK 81229.9800 1228.6585 33.0493 3284 2 614.8329 0.7728
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 659.3624 YIAHR 3758.6350 659.3613 19.5091 2924 1 659.3613 ‐1.3102
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 597.3355 ALHEK 3740.3440 597.3336 20.6827 2869 1 597.3336 ‐2.8952
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 991.4731 PAFEDGDLK 5328.5170 991.4745 30.7617 2407 1 991.4745 1.63
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 920.4108 YENQGTNL 274.3540 920.4156 22.1264 1379 2 460.7115 4.18
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 710.4196 IALHEK 2059.6310 710.4187 20.6913 1214 1 710.4187 ‐0.8936
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 973.4625 PAFEDGDLK 196.5875 973.4591 32.1366 1066 1 973.4591 ‐3.1627
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1074.5313 EAVVAEEEAK 333.3419 1074.5325 32.0975 769 1 1074.5325 1.84
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 19123.7500 24128.6155 49 62.74 None 1054.5792 AITQYIAHR 178.9025 1054.5748 18.8766 2450 2 527.7910 ‐4.6961
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 995.5560 LAFEQIFK 26859.9800 995.5554 19.3893 56940 2 498.2813 ‐0.9768
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 1924.9386 SIYGLTTDEAVVAEEEAK 778.4537 1924.9416 17.8145 6129 2 962.9744 1.71
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 1455.7842 NLDFELVHVELK 1472.8900 1455.7871 19.4527 3115 3 485.9339 1.93
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 811.4349 FEQIFK 9957.7720 811.4347 19.3717 6229 1 811.4347 0.1271
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 882.4720 AFEQIFK 3372.1110 882.4690 19.3894 5978 1 882.4690 ‐2.8502
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1163.0500 24128.6155 49 62.74 None 1437.7736 NLDFELVHVELK 255.1180 1437.7686 20.9380 4444 2 719.3879 ‐3.6698
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 2113.0733 VDVVDDPELLELVEMELR 5395.4560 2113.0731 43.3619 6453 2 1057.0402 0.3829
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 2204.1784 VLDKPFLMPIEDVFSIQGR 1997.3310 2204.1833 22.6097 3100 3 735.3993 1.16
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 2685.3045 NMITGAAQMDGGILVVSGPDGPMPQ 574.9781 2685.3188 36.7623 1005 3 895.7778 5.0860
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 701.3828 APEEKK 674.4383 701.3891 21.3509 11777 1 701.3891 9.78
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 775.4495 MASVVLR 242.3659 775.4431 24.0108 1787 1 775.4431 ‐7.8811
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 1021.5201 AIAFDEIDK 591.6030 1021.5138 20.6039 1348 2 511.2605 ‐6.5709
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 1575.7901 AIAFDEIDKAPEEK 3577.5270 1575.7911 24.9003 6278 3 525.9352 0.3988
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 356.0782 49638.0295 17 20.70 None 1854.9596 KFEAEIYVLTKDEGGR 2013.7600 1854.9585 23.7796 1640 2 927.9829 ‐0.3697
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 1588.7925 GSALSALQGTNDEIGR 1225.1250 1588.7950 25.6094 8133 2 794.9012 1.44
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 1632.7938 LMDAVDEYIPDPVR 2961.2850 1632.7852 32.2052 6982 2 816.8962 ‐5.0385
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 2113.0733 VDVVDDPELLELVEMELR 7345.9390 2113.0731 43.3619 6453 2 1057.0402 0.7160
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 1213.6787 VGEEVEILGLR 1705.6870 1213.6777 30.3233 5865 2 607.3425 ‐1.0906
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 2685.3045 NMITGAAQMDGGILVVSGPDGPMPQ 828.8729 2685.3188 36.7623 1005 3 895.7778 5.0427
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 1603.8326 GITIATAHVEYETAK 116.7644 1603.7990 30.1914 3801 3 535.2712 ‐21.0426
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 775.4495 MASVVLR 196.6099 775.4431 24.0108 1787 1 775.4431 ‐7.8443
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 1021.5201 AIAFDEIDK 189.9120 1021.5138 20.6039 1348 2 511.2605 ‐6.6542
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 527.0176 49638.0295 17 20.70 None 740.3461 EYETAK 124.8649 740.3457 27.5378 2368 1 740.3457 ‐0.1833
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 Carbamidomethyl+C(9) 1493.7417 APSTLQAFCGVSAGK 383.4306 1493.7377 23.7361 3313 2 747.3725 ‐2.7513
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 None 1233.6442 LAELDMMVRR 531.8245 1233.6400 29.5277 1587 2 617.3236 ‐3.6947
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 None 1695.8184 EANVDAELGLPSHTDK 3881.9410 1695.8149 23.0761 1386 3 565.9431 ‐2.3617
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 None 1021.5201 EGYIIDSPK 923.2849 1021.5123 21.3549 22925 2 511.2598 ‐8.0959
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 None 2054.0483 MIQLYAEKLAELDMMVR 538.4150 2054.0543 34.4866 6518 3 685.3563 2.64
NP_192214.2 2 oxoglutarate dependent dioxygenase Arabidopsis thaliana 281.9734 31534.3186 6 14.19 None 892.4775 GYIIDSPK 346.4814 892.4760 21.7450 956 2 446.7416 ‐2.2029
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 913.9116 38658.8892 5 20.23 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 11670.4000 1211.5308 21.9279 14555 2 606.2691 0.6900
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 913.9116 38658.8892 5 20.23 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 6987.7790 2488.2562 35.6616 7481 3 830.0902 ‐0.4009
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 913.9116 38658.8892 5 20.23 Carbamidomethyl+C(4) 2571.3236 TVSCADLLAIAAQESVVLAGGPSWR 1757.7530 2571.3259 23.7822 1984 3 857.7802 0.6757
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 913.9116 38658.8892 5 20.23 None 1476.7441 NGNQSVLVDFDLR 501.3150 1476.7404 17.7053 1836 3 492.9183 ‐2.8225
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 913.9116 38658.8892 5 20.23 None 534.2704 IMDR 91.6140 534.2724 20.6176 1695 1 534.2724 3.73
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1355.6930 17602.4973 3 21.5 None 2085.0645 AGELSAAEIDNLMTIVANPR 5412.4970 2085.0579 22.0494 15309 2 1043.0326 ‐2.7116
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1355.6930 17602.4973 3 21.5 None 1354.6671 YSQVVSNALDMK 8151.2770 1354.6680 25.3339 13780 2 677.8377 0.4916
NP_192718.1 40S ribosomal protein S18 Arabidopsis thaliana 1355.6930 17602.4973 3 21.5 None 729.3414 AGELSAAE 133.6216 729.3392 22.9548 1652 1 729.3392 ‐2.6551
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 987.5833 GLISEIISR 8991.1280 987.5830 19.0292 17748 2 494.2951 ‐0.8658
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 1344.7634 TFIAIKPDGVQR 14621.7400 1344.7624 23.4141 15818 3 448.9257 ‐0.9922
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 887.4945 GDLAVTVGR 20161.7100 887.4930 19.7872 10354 2 444.2501 ‐2.3174
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 1231.7045 VIVPSKDFAQK 7898.9170 1231.7037 20.2099 5659 3 411.2394 ‐0.9039
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 531.3249 VTVGR 82.9709 531.3224 19.7879 1440 1 531.3224 ‐4.6983
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2204.7250 25848.5057 6 17.23 None 1019.5520 VPSKDFAQK 402.8793 1019.5563 20.2136 1198 2 510.2818 3.29
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1444.7464 VLQAQDDIVNAMK 16269.8400 1444.7479 26.8500 18891 2 722.8776 0.8807
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 4473.2000 1190.5847 18.3696 15966 2 595.7960 0.7549
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 11523.7500 1129.6405 20.0238 11967 2 565.3239 0.1946
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 2966.5400 1862.8917 19.1247 4694 4 466.4784 ‐0.6474
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1165.6212 VHAPEVAVDTK 5492.4310 1165.6233 18.0664 3707 2 583.3153 1.63
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1054.6619 LKEPSVLLR 1715.6560 1054.6612 23.0478 2556 2 527.8342 ‐1.1251
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1297.6205 IDYSMQLNASR 517.5565 1297.6359 18.1837 3292 2 649.3216 11.25
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 2293.1082 EEDLGLVEAVLDDAKEEYAGK 751.9575 2293.1050 38.8298 1957 3 765.0398 ‐1.6446
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1958.0012 VLQAQDDIVNAMKDQAAK 243.8156 1957.9595 34.2931 1032 2 979.4834 ‐20.9349
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1585.7857 DLLNVSRDEYAYK 293.1948 1585.7545 18.1633 1000 2 793.3809 ‐19.6414
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 545.3406 VLASR 67.2293 545.3434 18.2985 5762 1 545.3434 5.63
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1794.8691 VLQAQDDIVNAMKDQAA 464.7714 1794.8704 32.7939 894 2 897.9389 0.9525
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(1) 978.4310 CENTLDAR 1632.6090 978.4303 18.3753 884 1 978.4303 ‐0.2062
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(9) 1219.4909 SNDPHGLHCSGG 339.5238 1219.4900 20.3135 782 2 610.2486 ‐1.0732



NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 Carbamidomethyl+C(9) 1845.8661 SNDPHGLHCSGGVVLASR 274.4106 1845.8700 19.2229 1324 3 615.9615 1.51
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2256.0590 26288.1451 16 52.17 None 1427.7199 VLQAQDDIVNAMK 275.4984 1427.7187 25.5733 1285 1 1427.7187 0.1100
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 1351.7038 ANAVALGNYLMSK 2232.5830 1351.6987 20.9298 37333 2 676.3530 ‐4.0204
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 14215.2600 1206.6277 15.5883 18607 2 603.8175 ‐2.2376
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 1517.7707 NAVFGDSSALAPGGVR 23051.0200 1517.7728 26.1163 14814 2 759.3900 1.32
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 4358.4530 1991.8873 37.2312 14477 2 996.4473 3.61
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 1618.8363 ISATSIYFESLPYK 7756.0290 1618.8373 19.2546 10702 2 809.9223 0.6512
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 1340.6481 DFEQIGEFLSR 6528.2860 1340.6464 34.5099 7910 2 670.8268 ‐1.5007
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 992.4796 YSEGIPGNR 7840.8690 992.4795 16.6012 4808 2 496.7434 ‐0.5439
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 903.4717 IGAPAMTSR 17457.5800 903.4713 17.3495 3572 2 452.2393 ‐0.9347
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 790.3876 GAPAMTSR 116.0204 790.3912 18.6717 8237 1 790.3912 4.22
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 669.4042 LAPGGVR 196.3905 669.4043 25.2788 3864 1 669.4043 0.2758
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 907.4706 LGNYLMSK 534.4572 907.4710 20.9223 3098 2 454.2392 ‐0.0886
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2191.1350 52174.2496 29 23.14 None 1333.6933 ANAVALGNYLMSK 387.8984 1333.6989 19.6515 4958 2 667.3531 4.0357
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 1517.7707 NAVFGDSSALAPGGVR 43860.2800 1517.7728 26.1163 14814 2 759.3900 1.93
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 2970.8440 1991.8873 37.2312 14477 2 996.4473 4.1030
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 1340.6481 DFEQIGEFLSR 7178.7770 1340.6464 34.5099 7910 2 670.8268 ‐1.4622
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 903.4717 IGAPAMTSR 26390.1300 903.4713 17.3495 3572 2 452.2393 ‐1.0630
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 910.6149 1206.6356 31.7658 1410 2 603.8214 4.57
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 1351.7038 ANAVALGNYLMSK 918.2242 1351.6987 20.9298 37333 2 676.3530 ‐3.9778
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 Carbamidomethyl+C(4) 2012.9647 LLICGGSAYPRDWDYAR 973.5980 2012.9494 29.9017 2513 2 1006.9784 ‐6.9196
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 1860.9814 DFNKGLVNNKDLDQLK 394.7038 1860.9639 31.1530 894 2 930.9856 ‐8.8952
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 669.4042 LAPGGVR 265.4423 669.4043 25.2788 3864 1 669.4043 0.3939
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 1280.6667 NAVALGNYLMSK 165.2390 1280.6619 20.9310 3118 2 640.8346 ‐4.0176
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 None 907.4706 LGNYLMSK 334.3602 907.4710 20.9223 3098 2 454.2392 ‐0.2154
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 2516.2960 52174.2496 29 23.14 Carbamidomethyl+C(4) 1188.6194 LLICGGSAYPR 90.1392 1188.6177 33.1191 979 2 594.8125 ‐1.7685
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 301.2213 52174.2496 29 23.14 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 5513.3440 1206.6277 15.5883 18607 2 603.8175 ‐2.1766
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 301.2213 52174.2496 29 23.14 None 1618.8363 ISATSIYFESLPYK 4855.1830 1618.8373 19.2546 10702 2 809.9223 0.5235
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 301.2213 52174.2496 29 23.14 None 2651.3199 EPVSSWGNTSLVSVDPEIHDLIEK 472.7725 2651.3349 22.8930 3121 3 884.4498 5.98
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 301.2213 52174.2496 29 23.14 Carbamidomethyl+C(2)
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 27315.3100 1237.6244 23.1133 21004 2 619.3158 ‐0.4584
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 36835.6300 1960.9533 37.6290 18283 2 980.9803 0.2171
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 1137.5575 TEFGPSQPFK 3570.0900 1137.5547 23.0723 13043 2 569.2810 ‐2.8650
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 998.5993 AGIIVLAEGR 14110.6700 998.5992 26.2944 12332 2 499.8032 ‐0.7230
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHE 1560.9900 2887.4512 36.6097 12225 3 963.1552 1.0462
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 24608.4500 3033.4414 38.1222 11973 3 1011.8187 ‐1.3560
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 2879.6570 1757.7617 31.4348 9912 2 879.3845 1.65
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 1475.8064 LVGVSEETTTGVKR 10849.4500 1475.8048 18.6553 7332 3 492.6065 ‐1.1150
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 994.4993 DSAAVFAWK 1988.5880 994.5003 27.6683 7286 2 497.7538 0.4834
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 1071.6157 ITIKPQTDR 377.9641 1071.5990 25.2621 16796 2 536.3031 ‐16.0551
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 2361.1510 DQSDYVSIPIEGPYKPPHYR 1637.7500 2361.1543 28.3402 13224 4 591.0440 1.28
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 865.4302 AEEIFEK 54.7435 865.4421 29.0371 5983 1 865.4421 14.1194
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 1020.5320 EETTTGVKR 212.9251 1020.5304 19.6079 1496 2 510.7688 ‐2.1539
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 4715.7390 54005.9669 14 35.05 None 1263.6539 GVSEETTTGVKR 10380.6500 1263.6525 18.6528 1241 2 632.3299 ‐1.3501
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 1458.7700 LYDPNQAALNALR 6019.0370 1458.7692 27.3217 17871 2 729.8882 ‐0.6079
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 1710.9385 NTGIEVIIGVPNTDLR 1832.1650 1710.9423 19.5554 6134 2 855.9748 2.77
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 1083.5622 NFGLFFPNK 1914.1670 1083.5640 19.7000 3003 2 542.2857 1.86
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 932.4796 SLTNPSSAR 508.3911 932.4855 24.6041 1420 2 466.7464 5.80
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 2567.3174 IKVSTAIDMTLIGNSFPPSSGEFR 1565.5150 2567.3015 21.9522 4183 3 856.4387 ‐6.4505
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 845.4476 LTNPSSAR 147.7754 845.4508 24.7256 1026 2 423.2291 3.45
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 1066.5356 NFGLFFPNK 100.0821 1066.5417 21.0114 11936 2 533.7745 5.09
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 376.0615 37768.5905 18 27.33 None 2550.2909 IKVSTAIDMTLIGNSFPPSSGEFR 352.9489 2550.3033 18.5618 1362 3 850.7726 4.58
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2043.0334 SWLQNNVLNYYPAVSFK 1273.1710 2043.0336 21.3273 10468 2 1022.0204 0.1715
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 1710.9385 NTGIEVIIGVPNTDLR 1750.6800 1710.9423 19.5554 6134 2 855.9748 2.79
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2172.0972 GYQNLFDALLDVVYSAVER 345.5858 2172.0928 20.2534 4682 2 1086.5501 ‐1.8507
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 1083.5622 NFGLFFPNK 2221.1610 1083.5640 19.7000 3003 2 542.2857 1.59
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 1009.5465 FPITFSAAR 996.3161 1009.5386 18.5248 8802 2 505.2729 ‐8.1931
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2475.1748 GVETYLFAMFDENQKSPEIEK 245.7687 2475.1913 21.5860 6452 3 825.7353 6.09
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2567.3174 IKVSTAIDMTLIGNSFPPSSGEFR 1400.3880 2567.3015 21.9522 4183 3 856.4387 ‐6.4854
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 1066.5356 NFGLFFPNK 105.5195 1066.5314 19.5447 1653 1 1066.5314 ‐3.1865
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2550.2909 IKVSTAIDMTLIGNSFPPSSGEFR 133.5608 2550.3033 18.5618 1362 3 850.7726 4.45
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nem 247.6111 37768.5905 18 27.33 None 2026.0069 SWLQNNVLNYYPAVSFK 511.2446 2026.0092 20.3535 931 3 676.0079 0.6703
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 288.4386 38905.2823 4 5.83 None 1171.5187 EMTLEEYEK 10570.2100 1171.5206 22.4211 7189 2 586.2639 1.42
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 288.4386 38905.2823 4 5.83 None 1298.6308 GPREGNQRDGGR 725.5027 1298.6381 23.8501 1775 2 649.8227 5.93
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 288.4386 38905.2823 4 5.83 None 1325.6781 EARNAPGGGRGAGR 179.0821 1325.6800 25.8727 3153 2 663.3436 1.24
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 288.4386 38905.2823 4 5.83 None 1281.6043 GPREGNQRDGGR 163.1350 1281.6114 22.7984 930 2 641.3093 5.85
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2379.4790 15560.2332 9 29.32 None 1565.7992 GVTLMPNVGYGSDKK 2253.1180 1565.8011 24.6058 10625 3 522.6052 0.9140
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2379.4790 15560.2332 9 29.32 None 1201.6535 ASQLDVVVTNR 7722.8670 1201.6541 21.9147 8001 2 601.3307 0.1660
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2379.4790 15560.2332 9 29.32 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 15209.4100 1493.7048 19.2503 7539 3 498.5731 ‐0.6477
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2379.4790 15560.2332 9 29.32 None 1409.7093 TLMPNVGYGSDKK 1113.0830 1409.7091 24.1116 1584 2 705.3582 ‐0.2638
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 2379.4790 15560.2332 9 29.32 None 1064.5371 PNVGYGSDKK 164.7477 1064.5340 23.9110 925 1 1064.5340 ‐2.3168
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1949.3810 15560.2332 9 29.32 None 1565.7992 GVTLMPNVGYGSDKK 1729.5310 1565.8011 24.6058 10625 3 522.6052 1.1253
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1949.3810 15560.2332 9 29.32 None 1201.6535 ASQLDVVVTNR 8093.9480 1201.6541 21.9147 8001 2 601.3307 0.1514
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1949.3810 15560.2332 9 29.32 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 11099.3300 1493.7048 19.2503 7539 3 498.5731 ‐0.4200
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1949.3810 15560.2332 9 29.32 None 1064.5371 PNVGYGSDKK 287.1771 1064.5379 24.6046 1548 2 532.7726 0.2288
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1810.8817 GITINTATVEYETENR 17078.6700 1810.8855 26.3972 36261 2 905.9464 2.39



NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1681.9483 ILDEALAGDNVGLLLR 34286.6500 1681.9492 20.6037 35451 2 841.4782 0.6342
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1157.6525 VGETVDLVGLR 57181.9000 1157.6522 27.4850 32751 2 579.3297 ‐0.5866
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1129.6463 TVGAGVIGTILE 7131.9250 1129.6465 34.7164 30914 1 1129.6465 0.8424
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 2051.0154 IYELMDAVDDYIPIPQR 16178.6900 2051.0167 21.7666 29054 2 1026.0120 1.0296
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 8678.1920 1812.9739 20.2555 19396 2 906.9906 1.51
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 2135.1383 QTELPFLLAVEDVFSITGR 3063.9900 2135.1378 25.6883 13167 2 1068.0726 0.2715
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1445.7821 QVGVPDMVVFLNK 2811.3530 1445.7853 20.2161 7743 2 723.3963 2.1395
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 2114.0499 EDQVDDAELLELVELEVR 3991.8210 2114.0507 40.7469 6548 2 1057.5290 0.8199
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1389.6719 SYTVTGVEMFQK 11095.9600 1389.6815 27.5178 26341 2 695.3444 6.95
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1095.6449 FEAIIYVLK 1136.0220 1095.6456 20.0636 8310 2 548.3264 0.2831
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 Carbamidomethyl+C(9) 1395.6355 MAISAPAACSSSSR 268.2138 1395.6363 25.8927 3205 2 698.3218 0.3671
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1650.8731 TTDVTGKVTKIMNDK 790.9431 1650.8622 25.1740 5995 2 825.9347 ‐6.5361
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1531.8149 TDVTGKVTKIMNDK 287.2162 1531.8093 24.6312 5678 3 511.2746 ‐3.8945
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1455.7802 DEALAGDNVGLLLR 450.2215 1455.7871 19.4527 3115 3 485.9339 4.24
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1194.6841 ALAGDNVGLLLR 1948.8090 1194.6890 20.5860 2436 2 597.8482 3.66
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1312.6015 TATVEYETENR 266.4127 1312.6049 23.9975 2140 2 656.8061 2.54
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 956.5524 GDNVGLLLR 190.8695 956.5525 21.3637 2035 2 478.7799 ‐0.3829
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1058.5841 GETVDLVGLR 1875.7480 1058.5802 27.4851 1495 1 1058.5802 ‐3.0335
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1116.5684 DDYIPIPQR 132.9633 1116.5697 19.5690 1413 2 558.7885 0.7923
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 Carbamidomethyl+C(3) 1120.5667 SLCPAISTSGK 183.6667 1120.5713 26.6283 996 2 560.7893 3.24
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 765.3488 IYELMD 71.8178 765.3447 24.1539 984 1 765.3447 ‐5.0472
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 872.5200 TVDLVGLR 2865.1670 872.5181 27.4803 950 1 872.5181 ‐1.8192
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 Carbamidomethyl+C(9) 1377.6250 MAISAPAACSSSSR 315.5573 1377.6283 27.1958 1260 2 689.3178 2.04
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 2118.1117 QTELPFLLAVEDVFSITGR 340.9893 2118.1172 25.8852 1770 2 1059.5622 3.0430
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4765.4100 51915.3932 50 43.91 None 1633.8465 TTDVTGKVTKIMNDK 343.7959 1633.8444 25.4722 993 2 817.4259 ‐1.2387
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1810.8817 GITINTATVEYETENR 17561.3200 1810.8855 26.3972 36261 2 905.9464 2.18
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1157.6525 VGETVDLVGLR 70387.5500 1157.6522 27.4850 32751 2 579.3297 ‐0.6180
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1129.6463 TVGAGVIGTILE 8436.2430 1129.6465 34.7164 30914 1 1129.6465 0.6074
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1389.6719 SYTVTGVEMFQK 12185.2900 1389.6815 27.5178 26341 2 695.3444 6.67
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1312.6015 TATVEYETENR 223.6051 1312.6049 23.9975 2140 2 656.8061 2.32
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1038.5288 VTGVEMFQK 138.7655 1038.5340 27.4462 2066 2 519.7707 4.08
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 Carbamidomethyl+C(7) 1470.7257 SPSPSLCPAISTSGK 223.2132 1470.7234 28.9236 1936 2 735.8653 ‐1.6046
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 1058.5841 GETVDLVGLR 2078.4480 1058.5802 27.4851 1495 1 1058.5802 ‐3.2140
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 None 939.4604 TGVEMFQK 1507.7980 939.4627 27.5102 925 1 939.4627 2.75
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2747.5320 51915.3932 50 43.91 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1681.9483 ILDEALAGDNVGLLLR 41160.7300 1681.9492 20.6037 35451 2 841.4782 0.4777
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 2051.0154 IYELMDAVDDYIPIPQR 43168.5000 2051.0167 21.7666 29054 2 1026.0120 0.7042
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 14805.9100 1812.9739 20.2555 19396 2 906.9906 1.86
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 2135.1383 QTELPFLLAVEDVFSITGR 3867.2480 2135.1378 25.6883 13167 2 1068.0726 ‐0.0923
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1445.7821 QVGVPDMVVFLNK 2594.7840 1445.7853 20.2161 7743 2 723.3963 2.0910
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQ 1374.0230 2673.3095 20.5048 4366 3 891.7747 1.81
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1095.6449 FEAIIYVLK 1096.6270 1095.6456 20.0636 8310 2 548.3264 0.3949
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1157.6525 VGETVDLVGLR 402.8357 1157.6406 17.2062 2023 2 579.3239 ‐10.5030
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1810.8817 GITINTATVEYETENR 516.9843 1810.9008 17.2971 1443 3 604.3051 9.72
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1194.6841 ALAGDNVGLLLR 2157.1070 1194.6890 20.5860 2436 2 597.8482 3.31
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 1139.6419 VGETVDLVGLR 451.7967 1139.6410 17.5152 869 2 570.3241 ‐1.0617
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3773.5550 51915.3932 50 43.91 None 2118.1117 QTELPFLLAVEDVFSITGR 313.6787 2118.1172 25.8852 1770 2 1059.5622 2.70
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1573.8373 FYLQPLPPTEAAAR 37055.0200 1573.8364 17.7926 49362 2 787.4218 ‐0.5857
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1670.8636 YYAETVSALNEVLAK 18791.6500 1670.8645 19.1349 40695 2 835.9359 0.6290
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1498.7424 LFDTIDNLDYAAK 71293.9700 1498.7417 30.3295 39969 2 749.8745 ‐0.5483
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 17380.5500 1989.9620 21.7749 25332 3 663.9922 ‐0.4684
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1378.7577 YDLNTIISSKPK 13318.3500 1378.7572 16.3144 15494 3 460.2572 ‐0.6244
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1295.7682 DIINVKPLIDR 8701.1790 1295.7688 28.8192 12657 2 648.3880 0.2559
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 777.4505 DFALALK 9709.2100 777.4497 27.5647 6869 1 777.4497 ‐0.7239
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1423.8631 DIINVKPLIDRK 2798.0990 1423.8640 16.6296 2863 3 475.2928 0.3369
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1471.6772 PSGGLPGTDNSDQAR 305.4006 1471.6708 20.7884 10531 2 736.3390 ‐4.4051
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1022.5629 PLPPTEAAAR 483.6933 1022.5625 17.7994 1696 1 1022.5625 0.0800
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 907.4996 LPPTEAAAR 564.8273 907.4995 17.7485 1683 1 907.4995 0.3092
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1454.6506 PSGGLPGTDNSDQAR 493.3783 1454.6495 23.7014 1116 2 727.8284 ‐0.8634
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1238.5899 DTIDNLDYAAK 2325.6780 1238.5933 30.3340 1062 1 1238.5933 3.08
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 10984.4500 23795.1646 30 42.15 None 1555.8267 FYLQPLPPTEAAAR 609.4943 1555.8267 17.5675 2399 3 519.2804 ‐0.2911
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 1498.7424 LFDTIDNLDYAAK 30489.4300 1498.7417 30.3295 39969 2 749.8745 ‐0.4496
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 12345.9200 1989.9620 21.7749 25332 3 663.9922 ‐0.3535
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 1295.7682 DIINVKPLIDR 11684.9700 1295.7688 28.8192 12657 2 648.3880 0.2772
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 777.4505 DFALALK 7770.4120 777.4497 27.5647 6869 1 777.4497 ‐0.6887
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 515.3552 ALALK 4980.9850 515.3545 27.5663 1561 1 515.3545 ‐0.9634
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 1471.6772 PSGGLPGTDNSDQAR 213.0295 1471.6727 20.7149 1484 2 736.3400 ‐2.9985
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 3760.3350 23795.1646 30 42.15 None 1238.5899 DTIDNLDYAAK 1892.9080 1238.5933 30.3340 1062 1 1238.5933 3.1721
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1573.8373 FYLQPLPPTEAAAR 38585.6000 1573.8364 17.7926 49362 2 787.4218 ‐0.6927
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1670.8636 YYAETVSALNEVLAK 44230.2100 1670.8645 19.1349 40695 2 835.9359 0.4776
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1378.7577 YDLNTIISSKPK 8769.6220 1378.7572 16.3144 15494 3 460.2572 ‐1.1035
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1423.8631 DIINVKPLIDRK 2096.8690 1423.8640 16.6296 2863 3 475.2928 ‐0.1253
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1273.6998 ETVSALNEVLAK 281.3530 1273.7018 20.1879 4920 2 637.3545 1.68
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1022.5629 PLPPTEAAAR 364.8414 1022.5625 17.7994 1696 1 1022.5625 0.2377
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 907.4996 LPPTEAAAR 509.0518 907.4995 17.7485 1683 1 907.4995 0.3914



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 741.4618 PLIDRK 149.6868 741.4614 16.9171 1080 1 741.4614 ‐0.2343
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis tha 5982.2840 23795.1646 30 42.15 None 1556.8108 FYLQPLPPTEAAAR 336.1799 1556.8100 19.4093 2562 2 778.9087 ‐0.5734
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 666.2314 33712.4766 8 20.65 None 1225.6059 SLVDSLYGTDR 5161.9710 1225.6075 26.4557 5131 2 613.3074 1.0271
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 666.2314 33712.4766 8 20.65 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 3052.0420 2719.2845 45.3252 5129 3 907.0997 1.25
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 666.2314 33712.4766 8 20.65 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 2607.2950 2989.5416 39.2431 3816 3 997.1854 0.1583
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 329.7211 33712.4766 8 20.65 None 1225.6059 SLVDSLYGTDR 2983.8910 1225.6075 26.4557 5131 2 613.3074 1.0216
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 329.7211 33712.4766 8 20.65 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 1464.1090 2989.5416 39.2431 3816 3 997.1854 0.0458
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 329.7211 33712.4766 8 20.65 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 597.0016 2719.2935 37.0869 1300 3 907.1027 4.00
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 329.7211 33712.4766 8 20.65 None 1504.7966 GLLTSVQDTASSVAR 270.5682 1504.7724 27.5377 38668 2 752.8898 ‐16.0307
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis th 329.7211 33712.4766 8 20.65 None 2267.0786 VDEISQTIDSDNFTVQNSVR 513.9622 2267.1235 37.4916 3933 2 1134.0654 20.7826
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 8675.8550 1894.0075 17.9960 19275 2 947.5074 0.6160
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1533.8887 FSSIVPVVTLGSISK 16163.2000 1533.8901 20.2903 15199 2 767.4487 0.8772
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1194.6187 IMVVSDEVFR 21470.7200 1194.6182 28.8241 13414 2 597.8127 ‐0.7866
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1643.9003 EENLVVLPGIAFSQK 7506.3760 1643.8974 20.2945 12797 2 822.4523 ‐1.7081
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1241.5797 NFEIDFDSVR 3864.7750 1241.5815 30.6002 10094 2 621.2944 1.1835
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDIL 3115.4450 3173.7120 23.0452 8570 3 1058.5755 ‐2.8786
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1854.8902 HSIDMETPVLEDALER 7392.9880 1854.8942 30.7641 6166 3 618.9696 1.48
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1167.5793 TPQEFFDKR 8328.2900 1167.5809 20.5861 5993 2 584.2941 1.0504
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1780.9745 ANVLLPSPGFPWDLVR 1607.4540 1780.9795 23.1693 5582 2 890.9934 2.62
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1580.7930 WTLFGSNPFVPMGK 259.4996 1580.7879 19.0251 3260 2 790.8976 ‐3.1868
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1348.6591 NEILETSNTAEK 1598.6270 1348.6541 31.4285 1016 2 674.8307 ‐3.8914
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1299.7882 SIVPVVTLGSISK 193.5333 1299.7822 19.4941 183880 2 650.3947 ‐4.8816
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 417.2132 FSSI 92.8124 417.2124 19.7172 3720 1 417.2124 ‐2.1102
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 833.4152 IDFDSVR 166.7253 833.4127 30.5044 1934 1 833.4127 ‐2.6803
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1066.5316 PQEFFDKR 245.2755 1066.5314 19.5447 1653 1 1066.5314 0.3989
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 565.3093 FDKR 56.2736 565.3064 21.4815 1523 1 565.3064 ‐5.0258
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1059.6197 VLPGIAFSQK 288.8165 1059.6220 20.4337 1347 2 530.3146 1.38
NP_194091.1 cystine lyase Arabidopsis thaliana 3353.9350 47438.3211 28 39.34 None 1150.5527 TPQEFFDKR 144.5148 1150.5578 20.0676 1425 1 1150.5578 5.0256
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 7996.3000 1894.0075 17.9960 19275 2 947.5074 0.3625
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1533.8887 FSSIVPVVTLGSISK 19512.3300 1533.8901 20.2903 15199 2 767.4487 0.7885
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1643.9003 EENLVVLPGIAFSQK 8826.1520 1643.8974 20.2945 12797 2 822.4523 ‐1.8472
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDIL 2531.1450 3173.7120 23.0452 8570 3 1058.5755 ‐2.6869
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1780.9745 ANVLLPSPGFPWDLVR 2098.5550 1780.9795 23.1693 5582 2 890.9934 2.44
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 Carbamidomethyl+C(18) 3012.5248 DAAAASLGSYTSALYALCDPHGKPILPP 508.0405 3012.5258 20.1125 5921 4 753.8869 0.3199
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1389.7373 SAVAEYLNQGLPK 254.3987 1389.7448 19.4204 1609 2 695.3760 5.04
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1299.7882 SIVPVVTLGSISK 141.1703 1299.7822 19.4941 183880 2 650.3947 ‐4.8633
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1059.6197 VLPGIAFSQK 280.9510 1059.6220 20.4337 1347 2 530.3146 1.21
NP_194091.1 cystine lyase Arabidopsis thaliana 1682.5210 47438.3211 28 39.34 None 1371.7267 SAVAEYLNQGLPK 147.2322 1371.7308 18.1269 8694 2 686.3690 2.13
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1383.7559 VFDIIYEFIPK 182855.8000 1383.7554 23.6530 78803 2 692.3813 ‐0.4830
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 920.4910 ITMIWEK 20955.7600 920.4891 17.2666 47721 2 460.7482 ‐2.6258
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1399.5835 NDDFPEPSGYMK 88965.7900 1399.5842 24.7312 36681 2 700.2957 0.3855
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1235.6201 GLDGHVMEHLK 3381.8170 1235.6183 20.8871 15041 3 412.5443 ‐1.7563
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1262.5688 SWDYTYDGKK 18877.7600 1262.5676 19.9083 13729 3 421.5274 ‐1.2048
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1134.4738 SWDYTYDGK 11830.2100 1134.4746 22.3081 5302 2 567.7409 0.2742
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 862.3789 EIDDENK 1358.5490 862.3940 27.8502 1848 1 862.3940 17.9323
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1439.7311 QMVVDIEGHVNKA 7781.4970 1439.7290 23.0356 25182 3 480.5812 ‐1.7256
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1555.6846 RNDDFPEPSGYMK 13084.1200 1555.6848 22.8166 22974 3 519.2331 ‐0.1452
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 807.4069 TMIWEK 5103.9400 807.4085 17.2653 12079 1 807.4085 2.26
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 711.3672 TYDGKK 163.2355 711.3702 19.0676 12009 1 711.3702 4.19
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1065.5146 DGHVMEHLK 2554.0970 1065.5166 20.8525 9955 2 533.2619 1.05
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1137.6190 DIIYEFIPK 5791.0900 1137.6146 23.6552 2430 1 1137.6146 ‐3.2775
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 648.2736 RNDDF 857.7538 648.2750 22.8184 1721 1 648.2750 2.58
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 908.4182 PEPSGYMK 1623.9950 908.4178 24.7291 1605 1 908.4178 ‐0.0879
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 682.3229 PSGYMK 385.8579 682.3224 22.7901 1216 1 682.3224 ‐0.4635
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 880.4451 VFDIIYE 195.6030 880.4415 24.8638 1022 1 880.4415 ‐3.6546
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 902.4804 ITMIWEK 91.5271 902.4765 18.8202 2220 2 451.7419 ‐4.9357
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 23626.8400 17631.8509 40 47.68 None 1217.6096 GLDGHVMEHLK 209.8853 1217.6046 20.1665 1123 1 1217.6046 ‐3.3820
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1235.6201 GLDGHVMEHLK 3126.8090 1235.6183 20.8871 15041 3 412.5443 ‐1.4699
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1262.5688 SWDYTYDGKK 23133.7800 1262.5676 19.9083 13729 3 421.5274 ‐0.9245
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1134.4738 SWDYTYDGK 9608.4500 1134.4746 22.3081 5302 2 567.7409 0.2340
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1439.7311 QMVVDIEGHVNKA 7285.0790 1439.7290 23.0356 25182 3 480.5812 ‐1.4856
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1555.6846 RNDDFPEPSGYMK 12825.1100 1555.6848 22.8166 22974 3 519.2331 0.0684
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1929.9164 RNDDFPEPSGYMKFVK 319.4102 1929.9068 32.1750 2899 2 965.4571 ‐4.3562
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1065.5146 DGHVMEHLK 2169.2500 1065.5164 20.8824 8696 2 533.2618 1.1713
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 754.3842 EGHVNKA 110.6772 754.3828 25.5280 1819 1 754.3828 ‐1.5116
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 648.2736 RNDDF 554.8943 648.2750 22.8184 1721 1 648.2750 2.01
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 682.3229 PSGYMK 975.8600 682.3224 22.7901 1216 1 682.3224 ‐0.3553
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 875.4556 HVMEHLK 207.3785 875.4569 20.1005 1014 2 438.2321 0.7065
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1217.6096 GLDGHVMEHLK 219.9244 1217.6109 21.9091 6930 2 609.3091 0.7721
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2332.5080 17631.8509 40 47.68 None 1421.7206 QMVVDIEGHVNKA 299.7875 1421.7267 22.0065 1036 2 711.3670 4.23
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 1383.7559 VFDIIYEFIPK 141481.9000 1383.7554 23.6530 78803 2 692.3813 ‐0.5031
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 920.4910 ITMIWEK 45576.9600 920.4891 17.2666 47721 2 460.7482 ‐2.4339
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 1439.7311 QMVVDIEGHVNKA 5499.5860 1439.7306 15.0796 6281 3 480.5817 ‐1.0710
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 807.4069 TMIWEK 7941.7590 807.4085 17.2653 12079 1 807.4085 2.92
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 706.3593 MIWEK 21306.2900 706.3587 17.2645 5181 1 706.3587 ‐0.5502
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 1137.6190 DIIYEFIPK 4303.3760 1137.6146 23.6552 2430 1 1137.6146 ‐3.0443
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 880.4451 VFDIIYE 72.7594 880.4415 24.8638 1022 1 880.4415 ‐3.5901



NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 12419.4700 17631.8509 40 47.68 None 902.4804 ITMIWEK 102.1454 902.4765 18.8202 2220 2 451.7419 ‐4.7356
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1240.6354 GLEGHVMEQLK 12838.2300 1240.6351 22.7663 22796 2 620.8212 ‐0.5768
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1370.7355 VYDVVYQFIPK 7167.0050 1370.7408 20.0981 17838 2 685.8741 3.38
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1788.8228 SWNYTWDGKEEVFK 12570.6400 1788.8240 29.0805 10819 3 596.9462 0.3959
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1339.5471 NDDSPEPSGYMK 4957.9530 1339.5463 18.0994 6446 2 670.2768 ‐0.7580
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1257.6256 SLVADMGNHVSK 3517.6540 1257.6254 20.3296 6383 2 629.3163 ‐0.4459
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 936.4785 EEVFKER 433.1823 936.4698 22.7614 1172 1 936.4698 ‐8.8362
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1495.6482 RNDDSPEPSGYMK 3580.7890 1495.6496 16.7588 1259 3 499.2214 0.6660
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1070.5299 EGHVMEQLK 8158.1350 1070.5321 22.7587 6577 2 535.7697 1.96
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 807.4359 EVFKER 157.1991 807.4349 21.4079 5808 2 404.2211 ‐1.8977
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 414.2459 KER 38.7711 414.2442 23.1476 2308 1 414.2442 ‐4.1545
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1057.5095 VADMGNHVSK 981.9896 1057.5088 20.3200 1568 2 529.2580 ‐1.0935
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 996.4825 VYDVVYQF 161.5135 996.4863 20.8848 1319 1 996.4863 4.66
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 3316.4640 17530.6210 25 41.72 None 1240.5990 SLVADMGNHVSK 184.2075 1240.6056 19.7889 5271 2 620.8065 5.0340
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1240.6354 GLEGHVMEQLK 11516.6300 1240.6351 22.7663 22796 2 620.8212 ‐0.5765
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1788.8228 SWNYTWDGKEEVFK 8721.3060 1788.8240 29.0805 10819 3 596.9462 0.5565
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1257.6256 SLVADMGNHVSK 4098.7200 1257.6254 20.3296 6383 2 629.3163 ‐0.4391
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1070.5299 EGHVMEQLK 10961.0000 1070.5321 22.7587 6577 2 535.7697 1.50
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 941.4873 GHVMEQLK 127.7496 941.4841 23.9544 1803 2 471.2457 ‐4.0168
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 951.4782 DGKEEVFK 135.8935 951.4760 27.7979 1720 1 951.4760 ‐1.8843
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1057.5095 VADMGNHVSK 1071.6710 1057.5088 20.3200 1568 2 529.2580 ‐1.1631
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 1973.2840 17530.6210 25 41.72 None 1515.7114 NYTWDGKEEVFK 270.9115 1515.7087 29.0876 918 2 758.3580 ‐1.7685
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2297.9070 17530.6210 25 41.72 None 1370.7355 VYDVVYQFIPK 6196.8630 1370.7408 20.0981 17838 2 685.8741 3.97
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2297.9070 17530.6210 25 41.72 None 902.5346 ITLIWEK 39831.2000 902.5344 18.1054 6699 2 451.7708 ‐0.5946
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2297.9070 17530.6210 25 41.72 Oxidation+M(19) 2395.1598 ITLIWEKRNDDSPEPSGYMK 235.0282 2395.1565 20.9853 5550 2 1198.0819 ‐1.1722
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Ara 2297.9070 17530.6210 25 41.72 None 996.4825 VYDVVYQF 81.0176 996.4863 20.8848 1319 1 996.4863 4.72
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1485.7907 GLVDSDTLPLNVSR 6513.0820 1485.7908 28.9292 7226 2 743.3990 ‐0.0519
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1620.7653 FAVSEDTWNEPLGR 2368.8390 1620.7647 28.9048 5970 2 810.8860 ‐0.2761
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1097.4833 FGWSANMER 874.1545 1097.4850 24.9591 5036 2 549.2462 1.33
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1260.6066 GNLASENVDDVK 2777.1110 1260.6019 18.8465 4749 2 630.8046 ‐4.0335
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1080.5936 LTSLDQYIK 3481.1900 1080.5932 26.5437 4727 2 540.8002 ‐0.7528
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1792.9327 FLALTDKDVLGEGDTAK 1609.9250 1792.9359 28.4669 4538 3 598.3168 1.03
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1523.8138 LMDIIINSLYSNK 853.9325 1523.8146 20.5932 2447 2 762.4109 0.5034
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1637.8057 ETVYEWELLNDVK 1104.5840 1637.8066 33.2026 1695 2 819.4069 0.5912
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 2469.2582 ETAQLMYQTALIESGFILTDPK 1331.0290 2469.2506 34.1327 1542 3 823.7551 ‐3.2852
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 840.4938 VLEINPR 2071.2950 840.4948 19.9056 1193 2 420.7510 0.6103
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 711.3380 1289.6847 21.8380 6491 2 645.3460 5.86
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 2101.0812 SQKDIFYITGSSKEQLEK 649.0992 2101.0572 21.9411 4660 2 1051.0322 ‐10.9577
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 925.4625 SGTSAFVEK 351.4829 925.4470 33.1388 2554 1 925.4470 ‐16.3500
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 3954.8493 GYEVIFFTDPVDEYLMQYLMDYEDKK 646.6930 3954.8269 23.0644 3265 3 1318.9472 ‐5.8376
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1744.8574 LMDYEDKKFQNVSK 174.9850 1744.8502 21.9388 2156 2 872.9287 ‐4.0103
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 905.4211 SENVDDVK 365.6384 905.4210 17.8495 2064 1 905.4210 0.3377
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1403.7781 ALIESGFILTDPK 823.5878 1403.7742 34.0628 1145 2 702.3907 ‐2.9125
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94261.1615 18 15.80 None 1365.6896 YITGSSKEQLEK 269.8434 1365.6953 21.8431 863 2 683.3513 3.17
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1580.8067 AVITVPAYFNDSQR 19545.6600 1580.8079 17.9569 17857 2 790.9076 0.7397
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1579.8115 QAVVNPENTFFSVK 4871.1000 1579.8121 30.3937 13651 2 790.4097 0.4226
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1381.6594 NQADSVVYQTEK 68863.2400 1381.6597 17.8114 13487 2 691.3335 0.0498
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1066.5779 TTPSVVAYTK 22993.0800 1066.5773 19.5261 12345 2 533.7923 ‐1.0223
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1024.6150 IPAVQELVR 7946.1550 1024.6160 26.4285 12012 2 512.8117 0.5973
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 3861.7950 2535.3024 21.7848 11291 3 845.7723 0.2688
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1461.7696 QFAAEEISAQVLR 16966.8200 1461.7699 30.3979 9077 2 731.3886 0.0726
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1737.8806 IINEPTAASLAYGFDR 5782.8300 1737.8820 30.4721 8985 2 869.4446 0.9141
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 870.5407 IAGLEVLR 14439.9800 870.5396 17.0323 6767 2 435.7734 ‐1.8835
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1373.7271 DIDEVILVGGSTR 5972.9470 1373.7264 29.1310 5648 2 687.3668 ‐0.6980
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 869.5091 GVPQIEVK 3078.1690 869.5079 21.0863 4272 2 435.2576 ‐2.0136
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 Carbamidomethyl+C(3) 944.4870 LECPAINK 1029.4820 944.4882 17.8981 2854 2 472.7477 0.7012
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 2988.5901 DAGRIAGLEVLRIINEPTAASLAYGFDR 2343.2570 2988.5907 23.8513 13058 3 996.8684 ‐0.0236
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 2885.4540 1595.7700 28.8818 12242 2 798.3886 ‐2.1249
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 1474.4080 2902.4504 31.4984 7482 4 726.3681 1.53
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 Carbamidomethyl+C(7) 1850.9429 AKFEELCSDLLDRVR 714.2758 1850.9517 30.8606 3688 3 617.6554 4.68
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1750.8970 NQADSVVYQTEKQLK 288.2367 1750.8918 35.0810 2390 2 875.9495 ‐2.8027
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 2514.3450 GVPQIEVKFDIDANGILSVSAVDK 642.2165 2514.3280 23.5666 2370 3 838.7809 ‐6.9902
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1982.0342 AVITVPAYFNDSQRTATK 380.1037 1982.0136 22.3360 1238 2 991.5105 ‐9.9943
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 864.4825 PSVVAYTK 132.9722 864.4813 19.4102 5239 2 432.7443 ‐2.0533
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1117.5888 PFITATADGPK 402.9377 1117.5866 23.6471 2931 2 559.2969 ‐2.3956
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 411.2238 YTK 49.2881 411.2240 20.7518 2081 1 411.2240 0.5488
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1085.5837 NGILSVSAVDK 250.5413 1085.5863 23.8696 1869 2 543.2968 1.42
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1097.5010 PAYFNDSQR 811.6131 1097.5057 17.9617 1801 1 1097.5057 4.14
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1511.7125 NEPTAASLAYGFDR 315.5722 1511.7113 20.0096 1629 2 756.3593 ‐0.8244
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 680.3978 VVAYTK 139.8859 680.3982 18.5430 1299 1 680.3982 0.9190
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 1191.6045 AVITVPAYFND 222.6728 1191.6001 18.4190 1097 2 596.3037 ‐3.9566
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 None 851.4985 GVPQIEVK 132.2985 851.5020 19.7422 4305 1 851.5020 4.34
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2946.3450 76622.1668 43 30.22 Carbamidomethyl+C(3) 926.4764 LECPAINK 296.5941 926.4755 17.6472 1082 2 463.7414 ‐1.5397
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1579.8115 QAVVNPENTFFSVK 5900.4710 1579.8121 30.3937 13651 2 790.4097 0.5523
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1066.5779 TTPSVVAYTK 27581.7400 1066.5773 19.5261 12345 2 533.7923 ‐1.0884
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1024.6150 IPAVQELVR 7870.9280 1024.6160 26.4285 12012 2 512.8117 0.5152
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1461.7696 QFAAEEISAQVLR 20389.9000 1461.7699 30.3979 9077 2 731.3886 0.1572



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1737.8806 IINEPTAASLAYGFDR 4662.3020 1737.8820 30.4721 8985 2 869.4446 1.1041
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1373.7271 DIDEVILVGGSTR 7361.0700 1373.7264 29.1310 5648 2 687.3668 ‐0.6469
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 869.5091 GVPQIEVK 2084.8780 869.5079 21.0863 4272 2 435.2576 ‐2.1549
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1381.6594 NQADSVVYQTEK 138.8071 1381.6434 26.0757 3435 2 691.3253 ‐11.6943
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1381.7110 TGPFSTPTSAFLR 1460.7230 1381.6753 22.7207 2106 2 691.3413 ‐25.9461
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1229.6484 TPVENSLRDAK 184.7253 1229.6622 25.6224 1777 2 615.3348 10.55
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 Carbamidomethyl+C(7) 1850.9429 AKFEELCSDLLDRVR 749.7911 1850.9517 30.8606 3688 3 617.6554 4.32
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 864.4825 PSVVAYTK 146.1089 864.4813 19.4102 5239 2 432.7443 ‐2.1965
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 411.2238 YTK 43.9115 411.2240 20.7518 2081 1 411.2240 0.8650
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1259.0360 76622.1668 43 30.22 None 1397.6696 EPTAASLAYGFDR 171.1543 1397.6651 29.3458 1750 2 699.3362 ‐3.3156
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 6641.2660 14601.4680 6 43.07 None 1655.8850 EQLALAADVPLTAESK 29674.0100 1655.8871 29.6064 20035 2 828.4472 1.07
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 6641.2660 14601.4680 6 43.07 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQ 15002.3900 3233.6038 48.1333 11141 3 1078.5394 ‐0.8999
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 6641.2660 14601.4680 6 43.07 Carbamidomethyl+C(5) 1546.8258 LQISCAAKAETVQK 662.0501 1546.8159 17.6927 819 3 516.2768 ‐6.6880
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 5974.0820 14601.4680 6 43.07 None 1655.8850 EQLALAADVPLTAESK 23361.4900 1655.8871 29.6064 20035 2 828.4472 1.94
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 5974.0820 14601.4680 6 43.07 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQ 15249.1500 3233.6038 48.1333 11141 3 1078.5394 ‐1.0679
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 5974.0820 14601.4680 6 43.07 None 1126.5487 ASSSQSVTFGR 221.8075 1126.5483 22.5264 4216 2 563.7778 ‐0.7723
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 1116.5354 ALVDAPDMER 30501.9600 1116.5378 22.4074 22127 2 558.7726 1.38
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 1301.6484 VALVNYGEDHGK 20327.5400 1301.6469 19.1942 10722 3 434.5538 ‐1.4567
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 904.4808 ALIEAMEK 17240.0900 904.4798 22.1136 8729 2 452.7435 ‐1.7330
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 1371.7842 LSLTDIVIDINR 1463.8530 1371.7857 21.4338 7984 2 686.3965 0.9439
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 964.4483 ANLNDFDR 18419.0800 964.4481 19.4007 4237 2 482.7277 ‐0.6940
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 957.5364 DIVIDINR 367.7028 957.5319 20.6711 2530 1 957.5319 ‐4.1848
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 833.3458 DAPDMER 504.4116 833.3467 22.4142 1527 1 833.3467 1.24
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 1131.5429 LVNYGEDHGK 12735.5200 1131.5450 19.1857 1231 2 566.2761 1.59
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6356.6390 15505.4234 14 37.31 None 932.4142 VDAPDMER 2369.5010 932.4148 22.4031 1202 1 932.4148 1.0911
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3508.2310 15505.4234 14 37.31 None 1301.6484 VALVNYGEDHGK 33342.5500 1301.6469 19.1942 10722 3 434.5538 ‐1.1853
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3508.2310 15505.4234 14 37.31 None 904.4808 ALIEAMEK 8749.0480 904.4798 22.1136 8729 2 452.7435 ‐1.8610
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3508.2310 15505.4234 14 37.31 None 720.3597 IEAMEK 3555.7000 720.3618 22.1074 2163 1 720.3618 3.04
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3508.2310 15505.4234 14 37.31 None 1202.5800 ALVNYGEDHGK 18810.3300 1202.5803 19.1966 1784 2 601.7938 ‐0.0715
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3508.2310 15505.4234 14 37.31 None 1131.5429 LVNYGEDHGK 19806.8100 1131.5450 19.1857 1231 2 566.2761 1.46
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 1661.8969 AVVAQYNASQLITQR 2119.6410 1661.9012 26.2627 7000 2 831.4542 2.66
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 979.5095 EFTAAIEAK 909.7103 979.5087 20.9204 2201 2 490.2580 ‐1.3110
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 1226.7355 VLPSIINETLK 2656.7470 1226.7359 18.5163 1886 2 613.8716 0.0710
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 1259.6590 EIAQTIANSANK 225.0891 1259.6638 26.8251 6919 2 630.3355 3.74
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 2157.2139 SAQLIGQAIANNQAFITLRK 750.7584 2157.1747 17.2417 1514 3 719.7298 ‐18.3957
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 953.5415 SAQLIGQAIA 397.9765 953.5408 16.9834 1524 2 477.2740 ‐1.2450
NP_194580.1 prohibitin 1 Arabidopsis thaliana 301.8141 31706.5393 7 12.15 None 1241.6484 EIAQTIANSANK 225.8015 1241.6442 26.8170 1681 2 621.3257 ‐3.7113
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1854.0007 VTSVNSYTLPILEYVR 17635.4800 1853.9998 21.8894 17710 2 927.5035 ‐0.2465
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1883.9570 IDVQLAQQLQNQQDSR 1354.9270 1883.9597 25.5689 9624 2 942.4835 1.05
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 2060.0739 YVIEQGGLYLPTFFTSPK 3658.8470 2060.0753 22.1055 8917 2 1030.5413 1.1055
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1336.7219 ISYVVQGTGISGR 3771.1430 1336.7217 23.0475 5720 2 668.8645 ‐0.3772
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1760.9330 NLWSGFDAQVIAQALK 3857.4850 1760.9365 22.5308 5497 2 880.9719 2.1572
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1105.6000 ADVYKPSLGR 2241.6640 1105.5995 18.4396 3407 2 553.3034 ‐0.8871
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 2079.9631 SEAGQIEYWDHNHPQLR 1917.1600 2079.9616 24.2637 5024 4 520.7459 ‐0.8039
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 2070.0866 ALPLEVISNGFQISPEEAR 467.4535 2070.0426 36.3470 3486 2 1035.5249 ‐20.8315
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 2039.0516 IQVVNDNGQNVLDQQVQK 440.1084 2039.0379 33.0691 2967 3 680.3508 ‐6.9863
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 2198.1816 ALPLEVISNGFQISPEEARK 1636.2260 2198.1595 20.9799 1242 2 1099.5834 ‐9.4787
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 775.4057 QGTGISGR 172.8282 775.4045 23.6588 7907 1 775.4045 ‐1.1671
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1365.7413 ALPLEVISNGFQI 350.9814 1365.7368 21.0873 4625 3 455.9171 ‐3.5418
NP_194581.1 cruciferin 3 Arabidopsis thaliana 1453.5520 58577.4855 26 27.48 None 1181.5909 IQVVNDNGQNV 160.5058 1181.5850 32.9893 1165 2 591.2961 ‐5.3376
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1195.6317 FNTLETTLTR 2329.0630 1195.6327 25.1430 13592 2 598.3200 0.4872
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1883.9570 IDVQLAQQLQNQQDSR 1436.9950 1883.9597 25.5689 9624 2 942.4835 1.63
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 Carbamidomethyl+C(11) 1960.8640 YNMNANEILYCTGGQGR 1697.9230 1960.8658 27.1369 7144 2 980.9365 1.84
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1336.7219 ISYVVQGTGISGR 3586.3370 1336.7217 23.0475 5720 2 668.8645 ‐0.3402
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1105.6000 ADVYKPSLGR 4541.5620 1105.5995 18.4396 3407 2 553.3034 ‐0.9383
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1226.6926 GVLQGNAMVLPK 1610.2790 1226.6926 26.9534 10156 2 613.8499 ‐0.2809
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 2487.1760 VFHLAGNNQQGGFGGSQQQQEQK 374.1850 2487.1791 21.7344 1581 3 829.7312 1.0186
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 1034.5629 DVYKPSLGR 2662.1130 1034.5636 18.4369 1848 2 517.7854 0.1331
NP_194581.1 cruciferin 3 Arabidopsis thaliana 450.2071 58577.4855 26 27.48 None 2470.1494 VFHLAGNNQQGGFGGSQQQQEQK 410.4000 2470.1459 20.1256 1759 3 824.0535 ‐1.6541
NP_194581.1 cruciferin 3 Arabidopsis thaliana 943.9808 58577.4855 26 27.48 None 1854.0007 VTSVNSYTLPILEYVR 14080.7500 1853.9998 21.8894 17710 2 927.5035 ‐0.4817
NP_194581.1 cruciferin 3 Arabidopsis thaliana 943.9808 58577.4855 26 27.48 None 2060.0739 YVIEQGGLYLPTFFTSPK 5341.9790 2060.0753 22.1055 8917 2 1030.5413 0.7760
NP_194581.1 cruciferin 3 Arabidopsis thaliana 943.9808 58577.4855 26 27.48 None 1760.9330 NLWSGFDAQVIAQALK 1946.6950 1760.9365 22.5308 5497 2 880.9719 1.46
NP_194581.1 cruciferin 3 Arabidopsis thaliana 943.9808 58577.4855 26 27.48 None 2198.1816 ALPLEVISNGFQISPEEARK 1285.6430 2198.1595 20.9799 1242 2 1099.5834 ‐9.8714
NP_194664.1 profilin 2 Arabidopsis thaliana 1403.5610 14111.9643 2 33.59 Carbamidomethyl+C(19) 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 3525.4100 2798.3491 35.2126 9872 3 933.4546 ‐0.1112
NP_194664.1 profilin 2 Arabidopsis thaliana 1403.5610 14111.9643 2 33.59 None 1987.9760 DFEEAGHLAPTGLFLGGEK 5038.4840 1987.9754 32.5944 8803 3 663.3300 ‐0.5589
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 1479.7954 FQQTFVTAPATLR 2711.7920 1479.7942 17.0897 5820 2 740.4007 ‐0.8958
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 1771.9589 EVVVLTGGPSYPVELGR 965.5360 1771.9644 30.8465 4254 2 886.4858 3.23
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 1214.6198 IAINMDPTSPR 930.0581 1214.6171 22.4587 4206 2 607.8122 ‐2.5334
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 1640.8279 GLFTSDQILFTDQR 1439.4710 1640.8286 19.9001 3822 2 820.9179 0.4859
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 Carbamidomethyl+C(2) 1493.6723 GCDASIMIASPSER 3587.7260 1493.6722 23.3355 1900 2 747.3397 ‐0.1644
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 838.4128 IAINMDPT 190.4833 838.4159 21.0600 2364 1 838.4159 4.1689
NP_194746.1 peroxidase 45 Arabidopsis thaliana 407.0117 36342.0943 7 21.23 None 1074.5255 FQQTFVTAPA 1194.6090 1074.5206 18.3498 794 2 537.7639 ‐4.9398
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 1040.6463 LVTPLTLQR 16846.1100 1040.6452 16.8521 13381 2 520.8262 ‐1.4919
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 6640.4750 1336.6298 19.5171 7929 2 668.8185 ‐1.4599
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 8868.1620 1826.0482 22.9121 6702 2 913.5278 1.38
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 1608.7752 ISQEVSGDALGEEFK 2396.5460 1608.7798 26.0601 5553 2 804.8936 2.19
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 916.4523 TYVNTYR 407.3763 916.4522 19.8015 2510 1 916.4522 0.2820



NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 1641.8079 GENDLPGLTDTEKPR 555.8770 1641.8270 30.3453 2229 3 547.9472 11.60
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 1769.9028 KGENDLPGLTDTEKPR 5312.1250 1769.9052 20.1834 2445 3 590.6399 1.1101
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2127.9400 28595.2031 8 30.40 None 1623.7973 GENDLPGLTDTEKPR 502.4846 1623.7962 31.2062 2058 3 541.9369 ‐0.9541
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 544.6912 23917.8178 4 9.59 None 1232.5940 ELDEQAAAVMR 9487.3400 1232.5949 22.2808 5893 2 616.8011 0.5023
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 544.6912 23917.8178 4 9.59 None 1218.6212 KETQVEVEEK 594.5582 1218.6178 19.7339 1486 2 609.8125 ‐3.1028
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 544.6912 23917.8178 4 9.59 None 2491.2708 LASVKDTSTEVKELDEQAAAVMR 390.4807 2491.2217 38.4754 1178 3 831.0788 ‐19.9632
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 544.6912 23917.8178 4 9.59 None 618.3392 AAAVMR 192.0578 618.3388 22.2166 1544 1 618.3388 ‐0.4637
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1221.6660 IAILNANYMAK 4184.2340 1221.6662 17.2624 7655 2 611.3368 ‐0.1148
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1320.6735 EYAAFPAPWLR 5012.0280 1320.6726 20.2432 6394 2 660.8399 ‐0.9414
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 2760.2722 NIMENPAWYTQYTPYQAEISQGR 4195.1670 2760.2709 19.4879 5409 3 920.7618 ‐0.7231
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1171.6430 GNINIEEVRK 938.9014 1171.6375 27.3821 1754 2 586.3224 ‐4.9619
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 727.1561 2484.2116 20.3189 1538 3 828.7420 ‐0.7718
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1791.9527 LGVAEVQELPFFDTVK 1199.4640 1791.9640 26.9206 2502 3 597.9928 6.0228
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 279.2929 2328.1458 29.2673 2275 3 776.7201 14.3530
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1205.6242 QALRMAMQTR 189.0605 1205.6148 28.8345 2489 2 603.3110 ‐8.1077
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 2773.4090 GNADVQNNVLKGAPHPPSLLMADTW 212.0150 2773.4343 25.6214 1231 3 925.1496 8.96
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 271.6089 113894.9909 11 9.16 None 1036.5673 LGVAEVQELP 411.3885 1036.5660 26.8706 1003 2 518.7866 ‐1.7289
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 None 2403.2078 SLLQSDDLYQYILETSVYPR 3949.5900 2403.2076 22.8103 15839 3 801.7407 ‐0.3307
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 None 1694.8847 EGPALPVLDEIVADEK 9875.8140 1694.8862 36.3917 13260 2 847.9468 1.0116
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 Carbamidomethyl+C(4)
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 None 977.5302 DFVLELNK 15503.4100 977.5278 28.6051 11096 2 489.2675 ‐2.9935
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 None 931.5030 ILAMDVNR 11276.9900 931.5015 21.6775 11080 2 466.2544 ‐2.0880
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 None 705.3348 AMDVNR 11445.8000 705.3342 21.6938 2857 1 705.3342 ‐0.5870
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1878.9810 29269.3167 10 26.25 Carbamidomethyl+C(11) 1331.6810 MLPVGDGITICR 178.2566 1331.6784 21.1625 1306 2 666.3428 ‐2.1858
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1049.1730 29269.3167 10 26.25 None 2403.2078 SLLQSDDLYQYILETSVYPR 7620.3640 2403.2076 22.8103 15839 3 801.7407 ‐0.4269
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1049.1730 29269.3167 10 26.25 Carbamidomethyl+C(4)
NP_195131.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1049.1730 29269.3167 10 26.25 None 1694.8847 EGPALPVLDEIVADEK 303.4937 1694.9224 17.4911 1800 3 565.6456 21.5889
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1198.7154 LAVQLVAGGSGVK 7736.7790 1198.7105 16.0785 26178 2 599.8589 ‐4.3921
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 3209.2700 2555.3483 22.4652 20558 3 852.4543 1.0236
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 5158.6670 2567.1998 32.4559 12954 3 856.4048 ‐0.4693
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 7523.2050 1159.6507 18.9304 11914 2 580.3290 ‐0.0990
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 2278.1965 GIIEPISDVYVNLVNADFTAK 2552.9580 2278.1903 22.8738 11452 2 1139.5988 ‐2.1067
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1143.6004 GGVIDEDALVR 30803.0300 1143.6023 24.7340 11317 2 572.3048 1.96
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1324.6644 VIAHDPYAPADR 22789.8800 1324.6612 17.7174 5495 3 442.2252 ‐2.7245
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFM 1135.5580 3005.4977 22.3356 4340 3 1002.5041 5.0161
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 921.5404 YVGVSLVGK 3241.5960 921.5402 23.4945 2337 2 461.2738 ‐0.7135
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 Carbamidomethyl+C(6) 2174.1737 LVLVSCSTGDGSKPTILVAEK 1114.5140 2174.1301 21.7089 2711 2 1087.5687 ‐19.5556
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 781.4203 ITYASAR 131.2069 781.4068 28.5094 2551 1 781.4068 ‐16.9083
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1428.7845 SPLPSAISVAFPSR 295.6378 1428.7527 22.2573 1710 2 714.8800 ‐22.4010
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1677.8766 SATAAASSSIAVATNSLR 326.6807 1677.9141 25.6524 1379 2 839.4607 22.4308
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1703.9618 IGEIPAVEEFVFLKL 2905.0020 1703.9593 24.7038 7332 2 852.4833 ‐1.3667
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1085.5514 IGEIPAVEEF 178.5633 1085.5486 22.3382 5409 2 543.2780 ‐2.9059
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 686.4196 DALIVR 280.3393 686.4190 17.0319 1438 1 686.4190 ‐0.5595
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1086.5790 TVQLSNVESK 213.8968 1086.5792 20.1074 918 2 543.7932 ‐0.1833
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1104.5895 TVQLSNVESK 202.6227 1104.5911 21.6891 916 2 552.7992 0.9859
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 1433.7522 VLLDGSPESPLETI 132.6617 1433.7591 23.7959 861 2 717.3832 4.51
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1874.0510 63610.2070 40 36.32 None 985.5313 VQLSNVESK 136.7349 985.5301 20.6290 814 2 493.2687 ‐1.6526
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 3910.2960 2567.1998 32.4559 12954 3 856.4048 ‐0.4857
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 None 1324.6644 VIAHDPYAPADR 13750.6200 1324.6612 17.7174 5495 3 442.2252 ‐2.4584
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 None 921.5404 YVGVSLVGK 3178.5900 921.5402 23.4945 2337 2 461.2738 ‐0.8350
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 None 1457.7668 QAIMAIGVDDIPSK 738.6147 1457.7633 28.9392 1863 2 729.3853 ‐2.4712
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 None 1677.8766 SATAAASSSIAVATNSLR 345.0856 1677.9141 25.6524 1379 2 839.4607 22.5979
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 496.3687 63610.2070 40 36.32 None 1359.6764 VGREVFESSHGR 259.7410 1359.6629 22.1014 1237 2 680.3351 ‐10.0640
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1198.7154 LAVQLVAGGSGVK 10015.0000 1198.7105 16.0785 26178 2 599.8589 ‐4.3274
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 5553.1090 2555.3483 22.4652 20558 3 852.4543 0.9842
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 4180.6600 1159.6507 18.9304 11914 2 580.3290 ‐0.0165
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 2278.1965 GIIEPISDVYVNLVNADFTAK 2146.1840 2278.1903 22.8738 11452 2 1139.5988 ‐2.5360
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPL 1152.4790 3468.7807 24.8887 6336 4 867.9506 2.14
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFM 1077.9430 3005.4977 22.3356 4340 3 1002.5041 5.1449
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1702.9374 ALDAGIVAQAALDVFTK 1944.6080 1702.9375 23.2373 2879 2 851.9724 0.0317
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1428.7845 SPLPSAISVAFPSR 125.1821 1428.7527 22.2573 1710 2 714.8800 ‐22.4417
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 Carbamidomethyl+C(17) 1994.0263 VGSFEVDVTLEGSIILCR 333.0750 1993.9866 22.4078 821 2 997.4969 ‐19.8614
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1617.9323 TLAVLGFGKVGTEVAR 145.6917 1617.9433 20.8341 9569 3 539.9859 6.1383
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1703.9618 IGEIPAVEEFVFLKL 3029.4690 1703.9593 24.7038 7332 2 852.4833 ‐1.5332
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 Oxidation+M(10) 1325.6769 ILNDETFAKMK 315.4398 1325.6687 25.6027 1302 1 1325.6687 ‐5.0272
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 686.4196 DALIVR 186.0973 686.4190 17.0319 1438 1 686.4190 ‐0.6223
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 764.0634 63610.2070 40 36.32 None 1433.7522 VLLDGSPESPLETI 238.3991 1433.7591 23.7959 861 2 717.3832 4.22
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5915.4420 18606.1756 5 21.51 None 2098.9750 IEMELFADTTPNTAENFR 52175.4000 2098.9718 33.1250 42395 2 1049.9895 ‐0.7280
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5915.4420 18606.1756 5 21.51 Carbamidomethyl+C(7) 1192.5878 VVTITDCGQLS 6716.9890 1192.5861 24.0675 7813 1 1192.5861 ‐1.0576
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5915.4420 18606.1756 5 21.51 None 1040.5411 FKDENFIK 484.1724 1040.5442 20.3872 3534 2 520.7757 2.80
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5915.4420 18606.1756 5 21.51 None 1483.6812 FADTTPNTAENFR 93.9536 1483.6851 31.1452 4368 2 742.3462 2.68
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5915.4420 18606.1756 5 21.51 None 1023.5146 FKDENFIK 119.9376 1023.5132 19.8335 1786 2 512.2603 ‐1.8524
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1901.0531 VFNFAAGPATLPENVLLK 1772.8450 1901.0565 21.3466 10780 2 951.0319 2.0560
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1463.7563 ASIYNAMPLAGVEK 5349.6340 1463.7560 29.1918 9832 2 732.3816 ‐0.2719
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1589.7693 VPSFEELEQTPDAK 1360.9780 1589.7707 27.2522 9701 2 795.3890 0.8881
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1905.9626 DLIGNAQDITPVMLDYK 3091.2970 1905.9619 34.6174 8381 2 953.4846 ‐0.1047



NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1065.5463 SELEAEFIK 6199.5260 1065.5470 26.1401 4291 2 533.2771 0.2309
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1324.7947 NVGPSGVTIVIIR 2460.7160 1324.7924 18.3443 4270 2 662.8998 ‐1.9586
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1308.5493 GSGMSVMEMSHR 2895.6060 1308.5494 20.5361 2576 3 436.8546 ‐0.2339
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1162.6830 GKEFLSIIQK 1344.5620 1162.6823 16.7361 2126 2 581.8448 ‐0.9412
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1464.7581 SELEAEFIKEAAK 524.3998 1464.7747 20.5326 7964 2 732.8910 11.68
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 812.4876 PENVLLK 549.1775 812.4863 21.0575 6571 2 406.7468 ‐2.2774
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 756.5903 47815.6348 31 24.88 None 1194.7093 PATLPENVLLK 410.9234 1194.7066 20.0411 1876 1 1194.7066 ‐1.5127
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1463.7563 ASIYNAMPLAGVEK 5844.8680 1463.7560 29.1918 9832 2 732.3816 ‐0.1864
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1905.9626 DLIGNAQDITPVMLDYK 4077.4140 1905.9619 34.6174 8381 2 953.4846 0.1494
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1589.7693 VPSFEELEQTPDAK 1325.0400 1589.7724 27.2184 5977 2 795.3898 2.0643
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1308.5493 GSGMSVMEMSHR 1730.6130 1308.5494 20.5361 2576 3 436.8546 0.0359
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 2034.0576 KDLIGNAQDITPVMLDYK 534.0594 2034.0374 32.6480 3390 2 1017.5223 ‐9.2238
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1297.6973 LVAFMKDFQAK 155.6255 1297.7240 32.5396 805 2 649.3656 20.3629
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 Carbamidomethyl+C(17) 2814.3880 ADLLYNAIEESNGFFRCPVEKSVR 356.2202 2814.3994 33.8833 3632 3 938.8046 3.11
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 2051.0412 SVGGMRASIYNAMPLAGVEK 1087.4240 2051.0359 27.3366 2829 2 1026.0216 ‐1.8874
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 672.3352 ADLLYN 237.1166 672.3331 33.1044 1622 1 672.3331 ‐2.7420
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 469.2722 47815.6348 31 24.88 None 1571.7588 VPSFEELEQTPDAK 280.4190 1571.7628 25.4880 1629 2 786.3850 2.15
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1901.0531 VFNFAAGPATLPENVLLK 1206.5250 1901.0565 21.3466 10780 2 951.0319 1.92
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1324.7947 NVGPSGVTIVIIR 2786.9940 1324.7924 18.3443 4270 2 662.8998 ‐1.9517
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1162.6830 GKEFLSIIQK 2844.4680 1162.6823 16.7361 2126 2 581.8448 ‐0.8601
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1464.7581 SELEAEFIKEAAK 635.8316 1464.7747 20.5326 7964 2 732.8910 11.1897
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1463.7563 ASIYNAMPLAGVEK 250.7436 1463.7419 19.6487 2999 2 732.3746 ‐9.9657
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 904.4887 TNVIWSGK 171.1051 904.4816 17.3248 1312 1 904.4816 ‐7.3403
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1981.9753 YTKVPSFEELEQTPDAK 493.9576 1981.9845 18.7879 2053 2 991.4959 4.92
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1194.7093 PATLPENVLLK 88.0701 1194.7066 20.0411 1876 1 1194.7066 ‐1.2421
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1446.7475 SELEAEFIKEAAK 125.1653 1446.7423 20.7007 12171 2 723.8748 ‐3.7389
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 231.4840 47815.6348 31 24.88 None 1963.9647 YTKVPSFEELEQTPDAK 226.9660 1963.9702 17.7252 1606 3 655.3283 2.20
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 9053.0820 2104.0913 22.6777 12562 2 1052.5493 ‐0.3318
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 1116.6259 TSLAPGSGVVTK 16910.8200 1116.6247 19.0657 12353 2 558.8160 ‐1.4298
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8481.9490 1548.8259 21.7389 10770 2 774.9166 ‐1.2046
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 914.5669 ILLESAIR 8202.5640 914.5650 16.5584 8887 2 457.7861 ‐2.6764
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 2323.8810 2298.2826 21.7484 7854 3 766.7657 0.1939
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 1777.9041 EVAEVVQSSVLPDMFK 3343.5640 1777.8990 34.4314 5581 2 889.4531 ‐2.6898
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 1331.5824 MFVDYSEPESK 1207.4220 1331.5798 22.9838 2505 2 666.2935 ‐2.1787
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 2624.2699 NEGRDTIILAGAEYGSGSSRDWAAK 638.0459 2624.3119 32.4865 5455 3 875.4422 15.7695
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 981.5364 TVHIPTGEK 1712.8720 981.5489 17.9702 2469 2 491.2781 12.65
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 981.5074 LSVFDAAMK 438.7558 981.4993 21.3260 1876 1 981.4993 ‐7.7012
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 2523.2150 ALEKPDGGEFGNYYSLPALNDPR 508.9867 2523.2668 20.0987 869 3 841.7605 20.2758
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 1596.7864 DTIILAGAEYGSGSSR 359.4164 1596.7571 26.8533 812 3 532.9239 ‐18.6009
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 None 1673.8381 DVEKILDWENTSPK 512.9002 1673.8356 33.0900 2638 2 837.4214 ‐1.3813
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 810.3113 98836.5880 14 15.3 Carbamidomethyl+C(3) 650.3113 LACMR 109.7596 650.3133 24.3953 2456 1 650.3133 3.68
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1333.7151 AAYPIEFIPNAK 5001.2070 1333.7178 18.3422 15165 2 667.3625 1.64
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1762.8759 FGTVLENVVFDEHTR 2537.2350 1762.8779 31.9772 14126 3 588.2975 0.8907
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 2345.1368 SAPTTPINQNAAAAFAAVSEEER 1352.0780 2345.1328 31.2099 11484 3 782.3825 ‐1.9458
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1876.8316 GSPNIEMDEHTFMVNR 3933.9210 1876.8341 26.5839 9749 3 626.2829 1.0585
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1587.9064 IQLQSISASLASLTR 3531.5120 1587.9057 20.8232 8566 2 794.4565 ‐0.4391
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1908.8875 VFVNDQYLNWDPENR 2854.3300 1908.8906 31.5428 8061 2 954.9489 1.23
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1151.5943 AVDYLNSLEK 8437.4920 1151.5955 25.7132 8014 2 576.3014 0.7215
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 1342.7001 EKEPDIWNAIK 1621.6770 1342.7023 28.8434 3285 2 671.8548 1.13
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 3390.6991 TEIFGFEIPTEIEGIPSEILDPVNSWSDK 526.4233 3390.6825 25.2793 1374 3 1130.8990 ‐5.1187
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 Carbamidomethyl+C(9)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 712.3512 EKEPDI 371.4804 712.3513 28.4208 3012 1 712.3513 0.4197
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 694.3406 EKEPDI 837.9268 694.3420 30.4195 1932 1 694.3420 2.1555
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 650.5745 73975.4881 43 25.63 None 987.4782 AVDYLNSLE 220.3011 987.4819 24.1900 985 2 494.2446 3.15
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1762.8759 FGTVLENVVFDEHTR 3608.7830 1762.8779 31.9772 14126 3 588.2975 1.0572
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1876.8316 GSPNIEMDEHTFMVNR 4300.4330 1876.8341 26.5839 9749 3 626.2829 1.91
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1908.8875 VFVNDQYLNWDPENR 2099.9190 1908.8906 31.5428 8061 2 954.9489 2.1776
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1151.5943 AVDYLNSLEK 7189.2860 1151.5955 25.7132 8014 2 576.3014 0.6879
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1342.7001 EKEPDIWNAIK 1285.1070 1342.7023 28.8434 3285 2 671.8548 1.05
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1578.8283 GLFSVMHYLMPKR 1196.0900 1578.7993 33.7780 80307 2 789.9033 ‐18.2648
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 Carbamidomethyl+C(9)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 2015.0444 YEKGSFITSNGALATLSGAK 622.0283 2015.0460 31.3506 6161 2 1008.0266 1.57
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 Oxidation+M(1) 2586.2154 MKSQGATGWLVNTGWSGGSYGVGN 265.8167 2586.2045 29.7632 6196 3 862.7397 ‐4.4655
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 712.3512 EKEPDI 782.8353 712.3477 29.4195 3047 1 712.3477 ‐4.5384
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 1172.6270 TSNGALATLSGAK 368.8216 1172.6293 30.8901 2780 2 586.8183 1.08
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 None 694.3406 EKEPDI 410.3388 694.3420 30.4195 1932 1 694.3420 2.44
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 432.6753 73975.4881 43 25.63 Oxidation+M(1) 1158.5612 MKSQGATGWLV 377.9260 1158.5562 28.9166 798 2 579.7817 ‐4.7033
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1333.7151 AAYPIEFIPNAK 4336.7920 1333.7178 18.3422 15165 2 667.3625 1.92
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1587.9064 IQLQSISASLASLTR 3528.6270 1587.9057 20.8232 8566 2 794.4565 ‐0.5526
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1273.7038 LTEEILAAGPIF 3206.9710 1273.7036 21.9006 6599 2 637.3555 ‐0.3786
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 Carbamidomethyl+C(8) 2781.3699 ILSLHSGCNMGKDGDVALFFGLSGTG 1545.4120 2781.3719 20.5469 2348 3 927.7955 0.5530
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 3390.6991 TEIFGFEIPTEIEGIPSEILDPVNSWSDK 856.6581 3390.6825 25.2793 1374 3 1130.8990 ‐4.8459
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1725.8662 REMVILGTQYAGEMK 412.4481 1725.8714 15.5905 971 3 575.9620 2.33
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1762.8759 FGTVLENVVFDEHTR 298.9368 1762.8995 19.9243 10812 2 881.9534 13.3920
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1483.7427 DGDVALFFGLSGTGK 762.6284 1483.7379 19.7396 7473 2 742.3726 ‐3.4106
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1422.7272 GLFSVMHYLMPK 785.7576 1422.7445 19.3523 3124 2 711.8759 12.0142
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1594.8435 GSFITSNGALATLSGAK 578.4005 1594.8710 18.7875 2682 3 532.2952 16.5996



NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1697.8601 EMVILGTQYAGEMKK 218.5833 1697.8308 20.7666 2067 2 849.4190 ‐17.3101
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 2115.0288 YTHYMTSSTSVDLNLARR 177.2088 2115.0245 19.6549 1154 3 705.6797 ‐2.4608
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1394.8366 KIIDAIHSGSLLK 844.7251 1394.8351 16.1754 1107 3 465.6165 ‐1.8350
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1266.7416 IIDAIHSGSLLK 404.1301 1266.7397 16.2250 3996 3 422.9181 ‐2.3292
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 956.5636 VDLNLARR 125.3868 956.5634 18.9606 2399 2 478.7854 ‐0.5092
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 2097.0182 YTHYMTSSTSVDLNLARR 214.7584 2097.0165 18.7070 2501 2 1049.0119 ‐0.6795
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 385.5753 73975.4881 43 25.63 None 1577.8170 GSFITSNGALATLSGAK 169.3524 1577.8226 20.7840 3119 2 789.4150 3.88
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1550.7962 AVVTVPAYFNDAQR 10576.3000 1550.7967 28.1757 13621 2 775.9020 0.3001
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1939.0066 GVNPDEAVAMGAAIQGGILR 2471.2890 1939.0068 20.1105 7804 2 970.0070 0.4180
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1417.7355 EVDEVLLVGGMTR 6518.4390 1417.7391 30.2108 5904 2 709.3732 2.52
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1813.9542 IPAEIASEIETAVSDLR 2368.9990 1813.9576 40.9634 5647 3 605.3240 1.04
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1240.6242 MKETAEAYLGK 9625.4610 1240.6256 19.1621 4746 2 620.8164 0.8278
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1477.7645 QAVTNPTNTIFGSK 771.8990 1477.7647 25.2605 3879 2 739.3860 0.0634
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1278.5882 TAMAGEDVEDIK 2278.2240 1278.5862 20.9454 3444 2 639.7968 ‐1.7865
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 981.4888 ETAEAYLGK 5250.6370 981.4888 18.6860 3253 2 491.2480 ‐0.4329
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 871.4996 IAGLDVQR 5920.0450 871.5004 20.4743 2101 2 436.2538 0.3593
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1140.6735 GELLVGTPAKR 5632.6510 1140.6738 19.2158 1433 2 570.8406 ‐0.0886
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1327.6376 NSADTTIYSVEK 2558.8090 1327.6334 20.4112 3874 2 664.3203 ‐3.3784
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 818.4367 QATKDAGK 534.9745 818.4414 25.8508 1622 1 818.4414 6.1022
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1993.0502 SINKAVVTVPAYFNDAQR 349.9418 1993.0529 22.9203 6005 4 499.0187 1.12
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 Carbamidomethyl+C(14) 1720.8939 VQEIVSEIFGKSPCK 1294.9880 1720.8861 21.6571 4592 2 860.9467 ‐4.3812
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1473.8020 DKATGKEQNITIR 680.8776 1473.7878 17.5527 3884 2 737.3975 ‐9.7016
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1573.8445 LIGRRFDDPQTQK 470.0898 1573.8466 32.8675 1213 2 787.4269 1.81
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 Carbamidomethyl+C(9) 1152.5718 SEIFGKSPCK 307.5292 1152.5708 23.4964 4165 2 576.7891 ‐1.1951
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 967.4268 AYFNDAQR 132.7908 967.4224 22.5549 1514 1 967.4224 ‐4.0543
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 1014.6580 73360.1934 31 24.63 None 1460.7380 QAVTNPTNTIFGSK 260.4021 1460.7418 26.1711 1589 2 730.8746 2.96
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1550.7962 AVVTVPAYFNDAQR 17874.5100 1550.7967 28.1757 13621 2 775.9020 0.4187
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1417.7355 EVDEVLLVGGMTR 7585.2030 1417.7391 30.2108 5904 2 709.3732 2.31
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1813.9542 IPAEIASEIETAVSDLR 1637.8380 1813.9576 40.9634 5647 3 605.3240 1.53
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1240.6242 MKETAEAYLGK 5647.2050 1240.6256 19.1621 4746 2 620.8164 0.8281
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1477.7645 QAVTNPTNTIFGSK 657.5214 1477.7647 25.2605 3879 2 739.3860 0.1541
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 871.4996 IAGLDVQR 7899.7590 871.5004 20.4743 2101 2 436.2538 0.2188
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1140.6735 GELLVGTPAKR 6347.1060 1140.6738 19.2158 1433 2 570.8406 ‐0.1264
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1327.6376 NSADTTIYSVEK 281.7781 1327.6554 23.7592 4197 2 664.3313 13.2237
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 1993.0502 SINKAVVTVPAYFNDAQR 256.8058 1993.0529 22.9203 6005 4 499.0187 1.35
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 911.2526 73360.1934 31 24.63 None 967.4268 AYFNDAQR 73.3603 967.4224 22.5549 1514 1 967.4224 ‐4.1649
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 10970.4900 2402.2067 36.5487 22111 3 801.4071 ‐1.0255
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1569.8054 NTVPGDVSAMVPGGIR 23569.9800 1569.8031 28.9693 19075 2 785.4052 ‐1.4027
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1806.7738 LDESTGYIDYDQMEK 16657.5600 1806.7774 25.3336 16224 2 903.8924 2.99
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 2171.0900 LKDFVSAMESSSTIQSEIAK 3473.2230 2171.0911 18.4080 14458 3 724.3686 0.2479
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 7806.8190 2738.3783 23.4743 13156 3 913.4643 1.06
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1337.6696 AYQEQVLSNSAK 39150.2500 1337.6708 18.3417 12425 2 669.3390 0.7338
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1041.4888 GFVEEDFAK 27598.4600 1041.4896 23.9487 12091 2 521.2484 0.3732
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 995.4979 FAQTLMER 3531.5390 995.4963 21.4556 11703 2 498.2518 ‐2.0228
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 933.4822 MGTPALTSR 9568.4860 933.4802 18.2612 11538 2 467.2438 ‐2.6811
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1066.5568 QFPTIGFEK 6944.7580 1066.5573 28.3496 10262 2 533.7823 0.0325
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1660.8403 ISAVSIFFETMPYR 1546.3130 1660.8454 22.6570 10218 2 830.9263 3.1148
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 3773.2120 2253.2203 17.7500 9812 4 564.0605 ‐1.5240
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1180.6684 VLEAVHIASNK 10452.2500 1180.6691 19.9360 9422 2 590.8382 0.2523
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 841.4389 GAMIFFR 5495.4580 841.4372 18.3831 5955 1 841.4372 ‐1.7082
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1091.6208 LIVAGASAYAR 17590.9800 1091.6208 14.7551 4511 2 546.3140 ‐0.3975
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYA 4316.4310 3655.8515 23.7761 4511 4 914.7183 1.1741
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1157.5361 EVLYDFEDK 7858.1000 1157.5372 25.7962 3898 2 579.2722 0.5804
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 999.4530 YSEGYPGAR 3437.0660 999.4521 15.2695 2980 2 500.2297 ‐1.4474
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 706.3883 ALEAFR 747.4357 706.3901 20.0509 2344 1 706.3901 2.91
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 2525.2381 HEVEEFAKQFPTIGFEKETMK 1777.9240 2525.2229 20.9622 3349 3 842.4125 ‐6.2684
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1893.8905 GFVEEDFAKVAEYFDK 724.7645 1893.9037 33.5820 1765 2 947.4555 7.95
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1393.6515 MESSSTIQSEIAK 1085.8930 1393.6507 18.1498 4321 2 697.3290 ‐0.7713
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1674.9173 SGGTDNHLVLVNLKPK 255.7166 1674.9096 17.5262 3538 3 558.9747 ‐4.8811
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1081.6000 LEAVHIASNK 10858.3100 1081.5996 19.9326 2046 2 541.3034 ‐0.8301
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1226.6126 ISAVSIFFETM 316.6192 1226.6074 23.8601 1861 2 613.8073 ‐4.5112
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 829.4414 QVLSNSAK 239.4149 829.4395 18.2825 1787 1 829.4395 ‐1.9575
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 837.3989 VEEDFAK 3659.7110 837.3984 23.9516 1368 1 837.3984 ‐0.1647
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 738.3305 EEDFAK 7868.4090 738.3314 23.9478 1164 1 738.3314 1.32
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1086.5426 QEQVLSNSAK 778.2911 1086.5438 19.6917 769 2 543.7756 0.7614
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1255.6463 PGDVSAMVPGGIR 1715.2540 1255.6461 28.9642 769 1 1255.6461 0.5342
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5280.2930 57571.8807 55 55.51 None 1320.6430 AYQEQVLSNSAK 391.7217 1320.6461 18.1500 1843 2 660.8267 2.1393
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 22858.0900 2402.2067 36.5487 22111 3 801.4071 ‐1.0044
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1569.8054 NTVPGDVSAMVPGGIR 17420.9300 1569.8031 28.9693 19075 2 785.4052 ‐1.2768
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 995.4979 FAQTLMER 2965.3630 995.4963 21.4556 11703 2 498.2518 ‐2.1161
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 933.4822 MGTPALTSR 13767.3900 933.4802 18.2612 11538 2 467.2438 ‐2.7980
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1066.5568 QFPTIGFEK 5104.0650 1066.5573 28.3496 10262 2 533.7823 ‐0.0336
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1180.6684 VLEAVHIASNK 10330.8200 1180.6691 19.9360 9422 2 590.8382 0.2297
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 715.4713 AVTIALK 1677.6570 715.4700 21.1187 2132 1 715.4700 ‐1.4604
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1337.6696 AYQEQVLSNSAK 1078.6010 1337.6703 23.8227 1780 2 669.3388 0.4133



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1893.8905 GFVEEDFAKVAEYFDK 754.6806 1893.9037 33.5820 1765 2 947.4555 7.91
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1158.5936 GDVSAMVPGGIR 164.7761 1158.5908 29.8960 2106 2 579.7991 ‐2.7314
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1081.6000 LEAVHIASNK 14529.8700 1081.5996 19.9326 2046 2 541.3034 ‐0.8905
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 545.3657 TIALK 4697.6260 545.3659 21.1259 1762 1 545.3659 0.5572
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2109.5680 57571.8807 55 55.51 None 1875.8800 GFVEEDFAKVAEYFDK 333.8135 1875.8890 32.1561 846 2 938.4481 5.73
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 2171.0900 LKDFVSAMESSSTIQSEIAK 4505.2930 2171.0911 18.4080 14458 3 724.3686 0.0649
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 6094.2280 2738.3783 23.4743 13156 3 913.4643 1.96
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 1660.8403 ISAVSIFFETMPYR 1208.2300 1660.8454 22.6570 10218 2 830.9263 2.80
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 2022.5310 2253.2203 17.7500 9812 4 564.0605 ‐1.5507
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 841.4389 GAMIFFR 7615.3820 841.4372 18.3831 5955 1 841.4372 ‐1.6693
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 1091.6208 LIVAGASAYAR 10202.2400 1091.6208 14.7551 4511 2 546.3140 ‐0.2839
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYA 4592.3810 3655.8515 23.7761 4511 4 914.7183 0.4499
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 1569.8054 NTVPGDVSAMVPGGIR 118.8462 1569.8159 20.0338 6125 2 785.4116 6.06
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 1555.7825 QFPTIGFEKETMK 512.3716 1555.7652 19.7727 4565 2 778.3862 ‐11.2422
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 140.8876 2402.1763 23.7825 750 3 801.3970 ‐13.7508
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1248.9960 57571.8807 55 55.51 None 1393.6515 MESSSTIQSEIAK 252.9680 1393.6507 18.1498 4321 2 697.3290 ‐0.7958
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1624.9057 HVVFGQVVEGLDVVK 5437.3140 1624.9101 18.9786 22332 3 542.3082 2.77
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 2254.3270 2073.0650 20.5109 19448 3 691.6932 ‐0.0045
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1111.5704 IVMELYTDK 7113.1480 1111.5710 25.5291 18569 2 556.2891 0.1831
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1085.4534 FEDENFER 8929.2860 1085.4532 19.2856 12915 2 543.2302 ‐0.6454
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 834.3992 TDWLDGK 3886.4060 834.4003 21.9767 5079 2 417.7038 0.6508
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1465.7719 IVMELYTDKTPR 9106.2750 1465.7727 15.7436 6774 3 489.2624 0.2327
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 731.3797 IVMELY 170.6841 731.3819 24.0207 2975 1 731.3819 3.77
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 899.4179 MELYTDK 4145.7410 899.4211 25.5322 2491 1 899.4211 4.0297
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 733.3515 DWLDGK 3582.1880 733.3521 21.9425 1447 1 733.3521 0.9893
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1352.6879 VMELYTDKTPR 401.9709 1352.6914 15.7652 1181 2 676.8493 2.89
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1122.5790 ELYTDKTPR 219.2103 1122.5767 16.5069 1169 2 561.7920 ‐2.3755
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 809.3424 DENFER 1252.4840 809.3417 19.2614 1157 1 809.3417 ‐0.5647
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1253.6194 MELYTDKTPR 1829.3190 1253.6172 15.7394 918 2 627.3122 ‐2.0572
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1695.1050 18601.0075 14 36.63 None 1607.8792 HVVFGQVVEGLDVVK 518.7401 1607.8869 18.8439 1243 3 536.6338 4.13
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1905.1840 20420.9192 8 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 2070.5660 2144.9900 21.5165 23291 2 1072.9986 2.59
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1905.1840 20420.9192 8 27.7 None 1399.7104 IYDKDGDYIGIK 4729.4430 1399.7139 22.2887 18572 3 467.2428 2.16
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1905.1840 20420.9192 8 27.7 None 978.5003 GNLDIFSGR 7065.9240 978.5008 26.7359 15358 2 489.7540 ‐0.0057
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1905.1840 20420.9192 8 27.7 None 990.5214 AGTDSIISAR 18722.1500 990.5197 18.9218 9539 2 495.7635 ‐2.2344
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 381.3178 20420.9192 8 27.7 None 1399.7104 IYDKDGDYIGIK 2745.3680 1399.7139 22.2887 18572 3 467.2428 2.07
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 381.3178 20420.9192 8 27.7 None 978.5003 GNLDIFSGR 3675.2790 978.5008 26.7359 15358 2 489.7540 ‐0.1054
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 381.3178 20420.9192 8 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 166.4780 2144.9536 32.6914 1672 2 1072.9805 ‐14.1702
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 381.3178 20420.9192 8 27.7 None 1123.5630 DKDGDYIGIK 418.1055 1123.5636 23.9130 3196 2 562.2854 0.1408
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1458.7369 GGVIMDVVNAEQAR 7776.8290 1458.7374 28.3389 10128 2 729.8724 0.2537
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1866.9266 MEGTGVVAVYGNGAITEAK 187.2778 1866.9189 38.8958 7229 2 933.9631 ‐3.8465
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1319.6698 MSDPQMIKEIK 880.8268 1319.6717 18.1345 2436 2 660.3395 1.82
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1515.8125 TKGEAGTGNIIEAVR 1742.0150 1515.8221 18.6441 2406 2 758.4147 6.50
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1477.8083 KLAAPYDLVMQTK 1843.6400 1477.8114 17.2012 2222 3 493.2753 1.68
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1959.0150 AQGGVARMSDPQMIKEIK 425.8879 1959.0247 24.0293 855 3 653.6797 4.95
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1301.6592 MSDPQMIKEIK 388.6210 1301.6616 19.9440 961 2 651.3344 1.54
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1302.6432 MSDPQMIKEIK 363.1800 1302.6423 17.3277 5594 3 434.8856 ‐0.9997
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 395.2200 33501.5484 9 19.74 None 1460.7818 KLAAPYDLVMQTK 402.0494 1460.7855 15.6740 1435 2 730.8964 2.12
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 563.0320 31196.5219 4 13.79 None 1755.8701 STPFQPYSEVFGIQR 7820.3980 1755.8730 19.4353 15535 2 878.4401 1.70
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 563.0320 31196.5219 4 13.79 None 2724.3264 GPLNNWATHLSDPLHTTIIDTFSSS 1752.0100 2724.3328 21.9355 3131 3 908.7825 2.1529
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 563.0320 31196.5219 4 13.79 Carbamidomethyl+C(4) 1316.6529 FRECELIHGR 217.3081 1316.6422 16.5563 1336 2 658.8248 ‐8.2610
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 563.0320 31196.5219 4 13.79 Carbamidomethyl+C(1) 866.4302 CELIHGR 53.2904 866.4256 18.3786 2348 1 866.4256 ‐4.8779
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1647.8159 NQVAMNPVNTVFDAK 40820.7700 1647.8175 29.2574 51026 2 824.4124 1.0530
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 4076.9320 2574.2724 21.2023 17525 3 858.7623 1.29
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 Carbamidomethyl+C(8) 1631.8496 MKELESVCNPIIAK 940.6814 1631.8553 18.6832 4066 3 544.6233 3.13
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1565.8356 MREIAEAFLGTTVK 444.8714 1565.8436 17.0763 1076 3 522.6194 4.00
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 705.6439 2575.2621 34.4855 942 3 859.0922 ‐3.6507
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 3525.7860 NTTIPTKKEQVFSTYSDNQPGVLIQVFE 1109.3940 3525.7927 22.4371 8070 4 882.2036 2.33
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1156.6069 NKQDITGQPR 2641.7870 1156.6066 24.1300 3744 2 578.8069 ‐0.6380
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1320.6616 MREIAEAFLGTT 188.5527 1320.6684 17.5059 4759 2 660.8378 4.04
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324



NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1025.5374 KQDITGQPR 129.3165 1025.5359 22.9004 1300 2 513.2716 ‐1.9642
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1629.8054 NQVAMNPVNTVFDAK 557.9255 1629.8123 27.3306 6614 2 815.4098 4.97
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1547.8250 MREIAEAFLGTTVK 341.4647 1547.8210 18.4031 1626 2 774.4141 ‐2.6031
NP_195869.1 heat shock protein 70 Arabidopsis thaliana 10561.4800 71786.0504 32 40.89 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1647.8159 NQVAMNPVNTVFDAK 40820.7700 1647.8175 29.2574 51026 2 824.4124 1.0530
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1473.6856 TTPSYVAFTDSER 70756.8400 1473.6860 24.2774 49626 2 737.3467 0.2115
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1680.8340 NAVVTVPAYFNDSQR 25021.2500 1680.8377 27.9449 45878 2 840.9225 2.90
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 91778.8600 2560.2537 34.7455 43509 3 854.0894 0.2208
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1675.7307 ATAGDTHLGGEDFDNR 25540.2100 1675.7294 19.1218 42389 3 559.2480 ‐1.0420
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 69040.1100 1386.7297 26.8699 33034 2 693.8685 ‐0.2231
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1358.6158 NALENYAYNMR 39105.4000 1358.6171 25.4802 32379 2 679.8122 0.8166
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1215.6514 DAGVIAGLNVMR 52058.7200 1215.6511 29.7082 31731 2 608.3292 ‐0.5339
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 22306.7200 2658.2673 33.4723 30882 3 886.7606 ‐0.5899
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1426.7649 STVHDVVLVGGSTR 23228.5400 1426.7633 20.9856 22249 3 476.2593 ‐1.3544
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1278.6300 MVNHFVQEFK 41914.6000 1278.6291 15.5755 20314 2 639.8182 ‐0.9181
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1230.5307 FSDSSVQSDMK 23149.9400 1230.5311 18.8524 19355 2 615.7692 0.0454
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1313.6194 FEELNMDLFR 9908.0640 1313.6191 34.3790 11871 2 657.3132 ‐0.4504
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1822.9408 IQAGPADKPMIYVEYK 1566.4020 1822.9415 18.9728 6373 3 608.3187 0.1043
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 2733.1515 MYQGAGGEAGGPGASGMDDDAPPA 16582.3900 2733.1559 20.6962 5491 3 911.7235 1.25
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIP 899.0701 3035.6970 25.7674 3571 3 1012.5705 ‐3.2187
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 927.1576 2588.2166 30.6656 2007 3 863.4104 ‐1.5091
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 705.6439 2575.2621 34.4855 942 3 859.0922 ‐3.6507
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1441.7144 FEELNMDLFRK 1780.5300 1441.7157 21.2966 874 2 721.3615 0.7749
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1540.7577 ARFEELNMDLFR 4480.5760 1540.7581 19.3307 14074 3 514.2575 ‐0.0064
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 2266.1424 IQAGPADKPMIYVEYKGEEK 4818.7280 2266.1402 24.4480 9539 4 567.2905 ‐0.9328
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 1555.6390 3148.4984 43.9316 9271 3 1050.1710 0.6238
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 3411.1920 3181.5887 34.2961 9038 3 1061.2011 ‐0.5900
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1979.9015 MVQEAEKYKSEDEEHK 355.1066 1979.9148 35.4536 2090 2 990.4611 7.0929
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1503.6459 AGDTHLGGEDFDNR 45648.0800 1503.6449 19.1180 5906 2 752.3261 ‐0.6830
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1147.5895 VNHFVQEFK 639.6036 1147.5846 16.5630 3984 2 574.2959 ‐4.5887
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1313.6194 FEELNMDLFR 310.5869 1313.6249 21.2323 3092 2 657.3161 3.79
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 873.4975 IAGLNVMR 109.0872 873.5019 31.4310 2834 2 437.2546 4.61
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 752.3573 VYEGER 688.3425 752.3603 35.8962 2156 1 752.3603 4.69
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1194.5823 MVQEAEKYKS 188.5585 1194.5801 34.2601 1877 2 597.7937 ‐2.1988
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1604.6936 TAGDTHLGGEDFDNR 1896.4520 1604.6969 19.1225 1658 2 802.8521 2.1147
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1432.6088 GDTHLGGEDFDNR 7056.9460 1432.6087 19.1246 1510 2 716.8080 ‐0.1324
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 633.2991 ARFEE 239.9239 633.3000 17.1292 1276 1 633.3000 1.97
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1205.6525 VLIQVYEGER 958.0063 1205.6516 30.8452 1194 2 603.3294 ‐1.0639
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1060.4517 ENYAYNMR 313.2910 1060.4539 25.4807 874 1 1060.4539 2.95
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1629.8054 NQVAMNPVNTVFDAK 557.9255 1629.8123 27.3306 6614 2 815.4098 4.97
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 20935.4000 71757.0669 84 64.21 None 1662.8234 NAVVTVPAYFNDSQR 267.9037 1662.8185 28.4747 903 2 831.9129 ‐2.8728
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1647.8159 NQVAMNPVNTVFDAK 43824.6100 1647.8175 29.2574 51026 2 824.4124 1.87
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1473.6856 TTPSYVAFTDSER 65773.5200 1473.6860 24.2774 49626 2 737.3467 0.3007
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1680.8340 NAVVTVPAYFNDSQR 28750.7400 1680.8377 27.9449 45878 2 840.9225 2.73
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 62853.0600 2560.2537 34.7455 43509 3 854.0894 0.2059
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 49125.0500 1386.7297 26.8699 33034 2 693.8685 ‐0.1670
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1358.6158 NALENYAYNMR 42644.0000 1358.6171 25.4802 32379 2 679.8122 0.8619
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1215.6514 DAGVIAGLNVMR 42539.4300 1215.6511 29.7082 31731 2 608.3292 ‐0.5431
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 29709.1300 2658.2673 33.4723 30882 3 886.7606 ‐0.6271
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1426.7649 STVHDVVLVGGSTR 31336.3500 1426.7633 20.9856 22249 3 476.2593 ‐1.1115
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1313.6194 FEELNMDLFR 13131.8600 1313.6191 34.3790 11871 2 657.3132 ‐0.4222
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1822.9408 IQAGPADKPMIYVEYK 3294.8950 1822.9406 25.9011 10731 3 608.3184 ‐0.2003
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 1032.1910 2588.2166 30.6656 2007 3 863.4104 ‐1.5304
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSAEDK 424.5158 2575.2621 34.4855 942 3 859.0922 ‐3.6690
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 2266.1424 IQAGPADKPMIYVEYKGEEK 5831.4650 2266.1402 24.4480 9539 4 567.2905 ‐0.9325
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 3444.1140 3148.4984 43.9316 9271 3 1050.1710 0.4751
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 3181.5899 RTLSSTAQTTIEIDSLYEGIDFYSTITR 1361.4470 3181.5887 34.2961 9038 3 1061.2011 ‐0.7462
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1007.5520 STVHDVVLVG 444.8661 1007.5508 19.3817 25000 2 504.2790 ‐1.7854
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1029.5874 GVIAGLNVMR 333.2629 1029.5901 28.0566 5200 2 515.2987 2.1246
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1002.5578 DVVLVGGSTR 414.5329 1002.5576 20.7080 3431 2 501.7825 ‐0.7641
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 146.3459 1015.5588 26.1857 3182 2 508.2830 ‐2.2275
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 873.4975 IAGLNVMR 69.5565 873.5019 31.4310 2834 2 437.2546 4.64
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 752.3573 VYEGER 562.2076 752.3603 35.8962 2156 1 752.3603 4.13
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1205.6525 VLIQVYEGER 639.5351 1205.6516 30.8452 1194 2 603.3294 ‐1.0769
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1060.4517 ENYAYNMR 346.9024 1060.4539 25.4807 874 1 1060.4539 2.76
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1629.8054 NQVAMNPVNTVFDAK 944.6093 1629.8123 27.3306 6614 2 815.4098 4.85
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1662.8234 NAVVTVPAYFNDSQR 279.3976 1662.8185 28.4747 903 2 831.9129 ‐2.7115



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 13001.9500 71757.0669 84 64.21 None 1663.8075 NAVVTVPAYFNDSQR 134.4987 1663.8007 29.5215 1066 2 832.4040 ‐3.7876
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1278.6300 MVNHFVQEFK 36854.4100 1278.6291 15.5755 20314 2 639.8182 ‐0.8900
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1822.9408 IQAGPADKPMIYVEYK 514.2147 1822.9415 18.9728 6373 3 608.3187 ‐0.2088
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1183.6470 FELSGIPPAPR 185.3431 1183.6504 22.4668 7869 2 592.3289 2.93
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIP 664.9113 3035.6970 25.7674 3571 3 1012.5705 ‐3.0785
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 2786.3632 KEQVFSTYSDNQPGVLIQVYEGER 417.0355 2786.3550 24.2029 1639 3 929.4565 ‐3.1030
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1540.7577 ARFEELNMDLFR 4622.2440 1540.7581 19.3307 14074 3 514.2575 ‐0.4249
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1147.5895 VNHFVQEFK 12401.0900 1147.5905 15.5732 2791 2 574.2989 0.6503
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3792.0090 71757.0669 84 64.21 None 746.3832 ARFEEL 190.5253 746.3819 19.6649 2153 1 746.3819 ‐1.4112
NP_196005.1 40S ribosomal protein S28 1 Arabidopsis thaliana 3692.2600 7370.5678 1 18.75 None 1374.7111 EGDILTLLESER 19692.0500 1374.7105 35.6185 20972 2 687.8589 ‐0.5654
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 6729.2480 2584.3501 35.6905 8147 3 862.1215 ‐0.3841
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 7362.9870 1527.8211 27.4718 8100 2 764.4142 0.6812
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 2481.2330 VPNQLYLTMDDLADEFGIGTLR 3016.9780 2481.2372 24.9319 7230 3 827.7506 1.00
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 1142.6568 NVLAPAAPYVK 4645.6430 1142.6566 24.5359 4839 2 571.8320 ‐0.5331
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 1077.5251 ELPEWEFK 3245.0120 1077.5277 28.9488 4334 2 539.2675 1.89
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 1265.7073 AIVVTQREHGR 178.8191 1265.7315 19.1414 28575 2 633.3694 18.8324
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 None 1844.9137 LERQTKESFGEYTTR 334.3786 1844.8979 27.1926 3637 2 922.9526 ‐8.3227
NP_196079.1 sulfite reductase Arabidopsis thaliana 616.6577 72406.4715 12 11.99 Oxidation+M(7) 1377.7770 QNLKTVMSSIIK 739.6705 1377.7721 20.7648 1946 2 689.3897 ‐3.6924
NP_196079.1 sulfite reductase Arabidopsis thaliana 372.0236 72406.4715 12 11.99 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 3138.4770 2584.3501 35.6905 8147 3 862.1215 ‐0.4044
NP_196079.1 sulfite reductase Arabidopsis thaliana 372.0236 72406.4715 12 11.99 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 5471.7520 1527.8211 27.4718 8100 2 764.4142 0.7910
NP_196079.1 sulfite reductase Arabidopsis thaliana 372.0236 72406.4715 12 11.99 None 1142.6568 NVLAPAAPYVK 5296.9840 1142.6566 24.5359 4839 2 571.8320 ‐0.5701
NP_196079.1 sulfite reductase Arabidopsis thaliana 372.0236 72406.4715 12 11.99 None 1077.5251 ELPEWEFK 4656.8180 1077.5277 28.9488 4334 2 539.2675 1.70
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1376.7164 MVDALEIVDIMK 3396.1520 1376.7172 27.9761 8424 2 688.8623 0.4535
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 780.4138 YDEIIK 35747.2000 780.4145 18.5702 5429 2 390.7109 0.2453
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 945.4499 SLFYEMR 2185.4880 945.4536 17.0254 2213 1 945.4536 4.37
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 805.4818 GLLVFEK 3170.4100 805.4809 17.7525 2142 1 805.4809 ‐0.7849
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 Carbamidomethyl+C(16)
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1703.8019 GDLALEFYKEMMEK 461.2906 1703.8458 25.9465 1523 2 852.4265 25.8640
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 Carbamidomethyl+C(3) 776.4084 SLCIAGR 552.2259 776.3937 17.3812 1369 1 776.3937 ‐18.5836
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 3926.8721 DGFSHRVGIYNTMLSIAGEARNLDMV 210.9407 3926.8942 38.1423 10813 3 1309.6363 5.22
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1721.9486 IQGNAVLRFFSWVGK 420.7288 1721.9448 18.8165 6153 2 861.4761 ‐2.0367
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 2116.0678 MRKSGFELDATAYNIMIR 983.8715 2116.0717 27.3252 4934 3 706.0288 1.63
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1751.8857 NVEEATRTFREMIR 1720.9490 1751.8682 22.9210 2811 2 876.4377 ‐9.8528
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 Carbamidomethyl+C(3) 1812.9313 SLCIAGRGDLALEFYK 1743.5060 1812.9313 20.9164 2665 2 906.9693 0.1825
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1790.8953 SEKVDVVQSIADDMVR 828.6560 1790.8937 35.6402 2160 2 895.9505 ‐0.7109
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1967.0167 RKSGFELDATAYNIMIR 250.4860 1967.0083 27.2879 2076 3 656.3410 ‐4.5389
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 617.3505 DEIIK 2775.7000 617.3498 18.5505 1977 1 617.3498 ‐0.9881
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 927.4393 SLFYEMR 139.4875 927.4425 18.2781 1606 1 927.4425 3.97
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 583.4357 118564.1193 17 7.77 None 1704.9220 IQGNAVLRFFSWVGK 211.7174 1704.9197 21.2470 1411 2 852.9635 ‐1.2496
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 1443.6937 IGSAMYELFQER 4734.1800 1443.6945 19.3015 8977 2 722.3509 0.4443
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 1410.7926 IGIMPGYIHKPGK 3703.3880 1410.7895 15.3470 2604 3 470.9347 ‐2.4771
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 884.4585 HALNSQSK 241.1667 884.4469 19.6465 2009 1 884.4469 ‐12.6976
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 1141.6072 HALNSQSKTR 306.1330 1141.6175 17.8156 9691 2 571.3124 8.17
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 1187.7219 LIGSLSSKARR 213.7898 1187.7137 20.1483 2740 2 594.3605 ‐7.1766
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 602.3256 QSKTR 28.7074 602.3229 16.1971 2562 1 602.3229 ‐4.4339
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 Carbamidomethyl+C(4)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 805.3569 36607.8299 15 11.82 None 1426.6671 IGSAMYELFQER 219.8084 1426.6601 18.8968 6579 2 713.8337 ‐5.0291
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 None 1443.6937 IGSAMYELFQER 5745.5200 1443.6945 19.3015 8977 2 722.3509 0.3968
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 None 1410.7926 IGIMPGYIHKPGK 2541.6670 1410.7895 15.3470 2604 3 470.9347 ‐2.9442
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 Oxidation+M(20) 2954.4928 SLNDAGVKVVESPAKIGSAMYELFQER 336.7219 2954.4807 19.2724 1510 4 739.3756 ‐4.0885
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 Carbamidomethyl+C(4)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 652.3383 36607.8299 15 11.82 Oxidation+M(20) 2937.4662 SLNDAGVKVVESPAKIGSAMYELFQER 304.7974 2937.4579 20.6660 756 3 979.8242 ‐2.9499
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 None 1649.8104 DVPVWNAMITGYQR 1357.4010 1649.8092 31.1067 5755 2 825.4082 ‐0.5465
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 Carbamidomethyl+C(3) 1875.8840 NLCSWNSMIGSLATHGK 824.1630 1875.8795 27.7908 2187 3 625.9647 ‐2.5209
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 None 1544.7890 HDEALTLFAQMLR 1877.1730 1544.7835 32.3848 1228 2 772.8954 ‐3.4466
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 None 2503.2100 NVTSWTTVISGFSQNGNYSEALK 261.9906 2503.2271 36.2318 1188 3 835.0806 6.16
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 None 2237.0954 DVPVWNAMITGYQRRGDMK 361.7393 2237.1165 35.6630 5049 3 746.3770 9.88
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 Carbamidomethyl+C(5)
NP_196468.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 124.1554 58950.8483 7 8.61 None 913.4237 DVPVWNAM 127.7943 913.4225 34.3630 1100 1 913.4225 ‐0.8515
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 611.1519 50005.5853 5 11.91 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 7026.4960 1930.9413 15.9324 6807 3 644.3186 0.3470
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 611.1519 50005.5853 5 11.91 None 1104.5895 AIGVTSAGETAK 7539.0980 1104.5873 15.6658 5902 2 552.7973 ‐2.4335
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 611.1519 50005.5853 5 11.91 None 922.4993 LYAESLAR 7704.3950 922.4969 20.0279 3211 2 461.7521 ‐3.1546
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 611.1519 50005.5853 5 11.91 None 1791.8732 RFRGSDTPEENLGASR 1349.3390 1791.8842 19.7507 3187 2 896.4458 6.83
NP_196517.3 RAB GDP dissociation inhibitor Arabidopsis thaliana 611.1519 50005.5853 5 11.91 Carbamidomethyl+C(15) 1817.8561 SAVYGGTYMLNKPECK 681.2217 1817.8564 17.2485 2925 3 606.6236 ‐0.1009
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1550.7962 AVVTVPAYFNDAQR 10576.3000 1550.7967 28.1757 13621 2 775.9020 0.3001
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1355.6689 NTADTTIYSIEK 4414.9250 1355.6668 23.0026 10413 2 678.3370 ‐1.7299
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1793.9102 IINEPTAAALSYGMTNK 5978.9270 1793.9103 17.1033 8148 2 897.4588 0.2491
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1417.7355 EVDEVLLVGGMTR 6518.4390 1417.7391 30.2108 5904 2 709.3732 2.52
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1130.5688 EIEDAVADLR 14928.2700 1130.5690 24.9340 5501 2 565.7882 ‐0.1667
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1240.6242 MKETAEAYLGK 9625.4610 1240.6256 19.1621 4746 2 620.8164 0.8278
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 981.4888 ETAEAYLGK 5250.6370 981.4888 18.6860 3253 2 491.2480 ‐0.4329



NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1140.6735 GELLVGTPAKR 5632.6510 1140.6738 19.2158 1433 2 570.8406 ‐0.0886
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1821.9090 SQVFSTAADNQTQVGIR 2640.6180 1821.9252 22.9654 21555 2 911.4662 9.1082
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1164.6259 TTPSVVAFNTK 2392.4730 1164.6247 22.8120 4964 2 582.8160 ‐1.4015
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1235.5750 SASSGDDLNEIK 2051.3340 1235.5748 18.0548 4400 2 618.2910 ‐0.4262
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 757.4454 IPSEIAK 114.7754 757.4410 20.7318 2063 1 757.4410 ‐5.5824
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 2104.1033 VIENAEGARTTPSVVAFNTK 219.2076 2104.0852 36.4305 3489 2 1052.5462 ‐8.1565
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1302.7165 RTTPSVVAFNTK 118.1409 1302.7125 36.4502 4038 2 651.8599 ‐3.2356
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 657.3090 EIEDAV 111.5705 657.3121 25.8685 2137 1 657.3121 4.50
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1217.5644 SASSGDDLNEIK 312.6080 1217.5611 19.6362 1641 2 609.2842 ‐3.0749
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1293.7500 73218.7294 27 18.77 None 1775.8996 IINEPTAAALSYGMTNK 347.6729 1775.8964 17.6375 1182 3 592.6370 ‐2.1026
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1550.7962 AVVTVPAYFNDAQR 17874.5100 1550.7967 28.1757 13621 2 775.9020 0.4187
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1417.7355 EVDEVLLVGGMTR 7585.2030 1417.7391 30.2108 5904 2 709.3732 2.31
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1240.6242 MKETAEAYLGK 5647.2050 1240.6256 19.1621 4746 2 620.8164 0.8281
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1140.6735 GELLVGTPAKR 6347.1060 1140.6738 19.2158 1433 2 570.8406 ‐0.1264
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 715.4461 ATAALLR 214.2845 715.4490 24.9165 952 1 715.4490 4.04
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1164.6259 TTPSVVAFNTK 3727.2060 1164.6247 22.8120 4964 2 582.8160 ‐1.4302
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1821.9090 SQVFSTAADNQTQVGIR 387.1854 1821.9427 36.2397 751 2 911.4750 18.9515
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1589.8897 VQSIVAEIFGKSPSK 441.7952 1589.8763 24.1967 3738 3 530.6303 ‐8.4900
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1613.8758 SRFETLVNHLIER 885.6645 1613.8641 29.4949 2259 2 807.4357 ‐7.0450
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 828.4890 73218.7294 27 18.77 None 1596.8493 SRFETLVNHLIER 442.3020 1596.8426 27.7826 787 3 532.9524 ‐4.2271
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1492.6914 VQEEGPAESLDYR 4033.3320 1492.6932 21.5998 13713 2 746.8502 1.0969
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1318.6638 IIQETNESWAK 11830.9200 1318.6652 20.5304 10735 2 659.8362 0.8603
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1039.4942 SVDAGDLSLY 4068.4390 1039.4928 28.8376 8028 1 1039.4928 ‐0.8553
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1367.6801 AHLVNDVEDVEK 2738.5350 1367.6798 20.5579 7382 2 684.3435 ‐0.4387
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 969.5040 VFFLDGSGK 3022.3490 969.5058 19.6805 4212 1 969.5058 2.09
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1495.6985 MEVATDEDFTPIK 5090.5530 1495.6977 26.7016 3914 2 748.3525 ‐0.6019
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1967.9266 MEVATDEDFTPIKQDTK 6601.7040 1967.9281 24.4474 7115 3 656.6476 0.5022
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 829.4778 PIKQDTK 307.7092 829.4773 23.0980 6024 1 829.4773 ‐0.2333
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 950.4578 PAESLDYR 196.7898 950.4602 20.3516 2675 2 475.7337 2.0133
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1007.4793 GPAESLDYR 272.6284 1007.4785 21.1955 2315 1 1007.4785 ‐0.2195
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1065.5099 TDEDFTPIK 162.7277 1065.5147 25.5668 1069 2 533.2610 4.0615
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1707.8436 VATDEDFTPIKQDTK 401.5863 1707.8446 25.0888 788 3 569.9530 0.3246
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1436.6904 DEDFTPIKQDTK 149.0642 1436.6949 25.5939 769 1 1436.6949 4.0892
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 1092.4956 QETNESWAK 286.7293 1092.5013 22.6042 767 2 546.7543 4.77
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1164.9950 33665.2145 19 24.00 None 951.4934 VFFLDGSGK 168.3547 951.4909 21.8868 2143 1 951.4909 ‐2.1574
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 382.4075 33665.2145 19 24.00 None 1318.6638 IIQETNESWAK 7006.3200 1318.6652 20.5304 10735 2 659.8362 0.8903
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 382.4075 33665.2145 19 24.00 None 1039.4942 SVDAGDLSLY 1444.4550 1039.4928 28.8376 8028 1 1039.4928 ‐1.0212
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 382.4075 33665.2145 19 24.00 None 1367.6801 AHLVNDVEDVEK 1934.0160 1367.6699 21.8882 2994 2 684.3386 ‐7.5670
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 382.4075 33665.2145 19 24.00 None 1349.6696 AHLVNDVEDVEK 503.2978 1349.6663 23.3096 1660 2 675.3368 ‐2.5968
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1774.8970 NYELPDGQVITIGAER 72996.5900 1774.8985 30.6936 33164 2 887.9529 0.9990
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1147.6027 EITALAPSSMK 25737.2900 1147.6023 23.0512 32826 2 574.3048 ‐0.7603
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1954.0644 VAPEEHPVLLTEAPLNPK 9724.7730 1954.0631 27.3812 24678 3 652.0259 ‐0.9359
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1176.5354 GYMFTTTAER 33256.9400 1176.5356 22.8649 16472 2 588.7714 ‐0.1793
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1475.6761 SEYDESGPSIVHR 16520.7300 1475.6756 18.8922 9684 3 492.5634 ‐0.6184
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 4762.3580 2183.0782 21.4033 7719 2 1092.0427 ‐0.3534
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 2308.0696 HTGVMVGMGQKDAYVGDEAQSK 249.5061 2308.1128 34.4964 2613 3 770.0425 18.4688
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 2311.1751 KDLYGNIVLSGGSTMFPGIADR 436.4803 2311.1577 19.8901 2012 3 771.0574 ‐7.7746
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1547.8098 LDLAGRDLTDSLMK 252.8804 1547.8399 25.3183 1528 3 516.6182 19.1967
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1788.8949 ILTERGYMFTTTAER 1581.4500 1788.8819 22.0911 2136 2 894.9446 ‐7.0483
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 Carbamidomethyl+C(3) 3465.7004 FRCPEVLFQPSLIGMEAPGIHETTYNSI 1197.6200 3465.6741 24.4023 2129 3 1155.8962 ‐7.7890
NP_196543.1 actin 7 Arabidopsis thaliana 6147.5350 41964.0047 20 42.71 None 1158.5248 GYMFTTTAER 335.8607 1158.5240 24.2251 3900 2 579.7656 ‐1.0960
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1774.8970 NYELPDGQVITIGAER 56939.4500 1774.8985 30.6936 33164 2 887.9529 1.31
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1147.6027 EITALAPSSMK 33704.0700 1147.6023 23.0512 32826 2 574.3048 ‐0.7955
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1954.0644 VAPEEHPVLLTEAPLNPK 5933.0140 1954.0631 27.3812 24678 3 652.0259 ‐0.8129
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1176.5354 GYMFTTTAER 42269.5100 1176.5356 22.8649 16472 2 588.7714 ‐0.2035
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 804.4284 ALAPSSMK 224.1662 804.4262 24.0600 3171 1 804.4262 ‐2.3345
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1325.6736 NYELPDGQVITI 233.8000 1325.6688 33.2633 1981 2 663.3380 ‐3.7890
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1158.5248 GYMFTTTAER 233.6391 1158.5240 24.2251 3900 2 579.7656 ‐1.1271
NP_196543.1 actin 7 Arabidopsis thaliana 4804.4170 41964.0047 20 42.71 None 1129.5922 EITALAPSSMK 340.3946 1129.5961 24.9706 3703 2 565.3017 3.1053
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 None 1001.5877 LITVTPETK 4379.0910 1001.5864 20.2229 6773 2 501.2968 ‐1.7955
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 4834.9420 2289.9958 35.3479 6668 2 1145.5015 0.1321
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 None 1790.7823 MEESGFESTTISDVMK 1548.3690 1790.7867 29.3239 6531 2 895.8970 2.06
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 None 1079.4972 AMQLMTDNR 27322.0400 1079.4968 19.9718 6129 2 540.2520 ‐0.8218
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 None 1135.5300 VGDIMTEENK 11205.6100 1135.5306 18.0461 5325 2 568.2689 0.1968
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 Carbamidomethyl+C(12) 1587.8312 VINPAIQPSVFCSR 205.6475 1587.8078 20.6345 4990 3 529.9408 ‐14.9797
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 2532.6120 22843.2794 13 39.32 None 1451.7046 STKVGDIMTEENK 341.7716 1451.6961 34.5794 6138 2 726.3517 ‐6.0047
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 None 1001.5877 LITVTPETK 3671.8510 1001.5864 20.2229 6773 2 501.2968 ‐1.8864
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 4414.6160 2289.9958 35.3479 6668 2 1145.5015 0.5328
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 None 1790.7823 MEESGFESTTISDVMK 1500.0440 1790.7867 29.3239 6531 2 895.8970 2.08
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 None 1079.4972 AMQLMTDNR 8085.0490 1079.4968 19.9718 6129 2 540.2520 ‐0.8830
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 Carbamidomethyl+C(12) 1587.8312 VINPAIQPSVFCSR 687.5975 1587.8661 23.5212 1102 3 529.9602 21.9158
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1105.4930 22843.2794 13 39.32 Carbamidomethyl+C(9) 1261.6358 PAIQPSVFCSR 227.8463 1261.6392 23.1163 1012 2 631.3232 2.03
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1755.8588 AIFGSGSPFDPVVYDGK 3435.5040 1755.8587 19.8698 14076 2 878.4330 0.0750
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 2027.5520 2700.4131 23.2690 11435 3 900.8092 ‐1.4754
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 2364.2558 DAHYLTGLLPPVILSQDVQER 3924.8510 2364.2579 21.6411 10673 3 788.7575 0.6535
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1319.6954 TYDLGLASNLPR 7290.0260 1319.6958 28.6207 10643 2 660.3515 0.0992
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1436.6515 FAESSMYSPVYR 3888.4480 1436.6534 24.9968 8818 2 718.8304 1.85



NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1269.5966 YMALMDLQER 2955.0200 1269.5975 29.2167 8503 2 635.3024 0.4777
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 3308.5210 2600.4665 21.3737 6638 3 867.4937 0.0505
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1004.5524 QYTVPLQR 10214.7600 1004.5524 20.6723 4995 2 502.7799 ‐0.4075
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1285.7110 GIQVIVVTDGER 9042.3470 1285.7103 25.9206 4566 2 643.3588 ‐0.7792
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWV 9229.7270 3788.8271 25.0159 4193 3 1263.6139 ‐1.5886
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1643.7507 GSTPTDLPGEDVADNR 332.6903 1643.7567 16.5763 6528 2 822.3820 3.64
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 Carbamidomethyl+C(15) 2973.5714 LSLYTALGGIRPSACLPITIDVGTNNEK 357.7942 2973.5191 22.1295 3328 3 991.8445 ‐17.8232
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1389.7736 KPQGLYISLNEK 737.3798 1389.7675 24.3817 1903 3 463.9273 ‐4.7042
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 Carbamidomethyl+C(9) 1253.5831 YTPTVGEACQK 124.4781 1253.5888 23.5874 4113 2 627.2980 4.30
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 1082.5477 GTSGVGQTFTK 501.3259 1082.5503 19.5473 2590 1 1082.5503 2.70
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 876.4938 YTVPLQR 182.0644 876.4955 22.0571 1078 2 438.7514 1.51
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 800.4665 KPQGLYI 99.0469 800.4625 24.3976 979 1 800.4625 ‐4.6154
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1692.3740 64812.0598 39 39.97 None 987.5258 QYTVPLQR 181.6946 987.5258 21.0488 1529 2 494.2666 ‐0.4711
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1319.6954 TYDLGLASNLPR 8572.3580 1319.6958 28.6207 10643 2 660.3515 0.1296
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1436.6515 FAESSMYSPVYR 5373.8870 1436.6534 24.9968 8818 2 718.8304 1.36
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1269.5966 YMALMDLQER 2556.0200 1269.5975 29.2167 8503 2 635.3024 0.4891
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 1512.6630 1784.9400 33.6469 6670 2 892.9736 0.5237
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1004.5524 QYTVPLQR 14979.4500 1004.5524 20.6723 4995 2 502.7799 ‐0.4973
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1285.7110 GIQVIVVTDGER 9185.6180 1285.7103 25.9206 4566 2 643.3588 ‐0.7617
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 1389.7736 KPQGLYISLNEK 875.5745 1389.7675 24.3817 1903 3 463.9273 ‐4.4528
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 518.8018 2130.9381 38.8179 1295 2 1065.9727 ‐10.5386
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 876.4938 YTVPLQR 100.3469 876.4955 22.0571 1078 2 438.7514 1.65
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 800.4665 KPQGLYI 122.8066 800.4625 24.3976 979 1 800.4625 ‐4.5979
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 799.4073 64812.0598 39 39.97 None 987.5258 QYTVPLQR 176.6633 987.5258 21.0488 1529 2 494.2666 ‐0.5673
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 1755.8588 AIFGSGSPFDPVVYDGK 2295.0320 1755.8587 19.8698 14076 2 878.4330 ‐0.1153
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 8062.3430 1784.9410 20.2912 13642 2 892.9741 0.6716
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 4085.9850 2700.4131 23.2690 11435 3 900.8092 ‐1.4606
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 2364.2558 DAHYLTGLLPPVILSQDVQER 5775.3000 2364.2579 21.6411 10673 3 788.7575 0.5427
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 2386.9050 2600.4665 21.3737 6638 3 867.4937 0.0280
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWV 12210.3800 3788.8271 25.0159 4193 3 1263.6139 ‐1.1670
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 489.1104 2130.9711 22.0942 4034 3 710.9952 3.33
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 2649.3995 ERDAHYLTGLLPPVILSQDVQER 371.7863 2649.3630 21.1311 7442 3 883.7925 ‐13.9953
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 1643.7507 GSTPTDLPGEDVADNR 362.8872 1643.7567 16.5763 6528 2 822.3820 3.74
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1599.4680 64812.0598 39 39.97 None 1082.5477 GTSGVGQTFTK 205.1118 1082.5503 19.5473 2590 1 1082.5503 3.40
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 545.8232 22057.4154 8 41.18 None 1484.7268 SPASDTYVIFGEAK 6440.0560 1484.7281 28.3875 14594 2 742.8677 0.8420
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 545.8232 22057.4154 8 41.18 None 1519.8883 NILFVISKPDVFK 364.8948 1519.9131 20.0363 18581 2 760.4602 16.2749
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 545.8232 22057.4154 8 41.18 None 3887.7425 APNLSNVISQGETSSAATAAAVQDDD 420.4214 3887.7392 31.2976 2838 3 1296.5846 ‐1.0320
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 770.1454 22057.4154 8 41.18 None 1484.7268 SPASDTYVIFGEAK 6931.2920 1484.7281 28.3875 14594 2 742.8677 0.9354
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 770.1454 22057.4154 8 41.18 None 1921.9502 IEDLSSQLQSQAAEQFK 527.3199 1921.9482 28.5529 4829 2 961.4778 ‐0.4369
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 770.1454 22057.4154 8 41.18 None 3887.7425 APNLSNVISQGETSSAATAAAVQDDD 1161.2210 3887.7392 31.2976 2838 3 1296.5846 ‐1.3488
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 770.1454 22057.4154 8 41.18 None 1643.8785 DIELVMTQAGVSKPR 465.3833 1643.8462 29.9053 1786 2 822.4267 ‐19.4384
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Ara 770.1454 22057.4154 8 41.18 None 913.4335 DIELVMTQ 207.0625 913.4335 28.6593 1393 1 913.4335 0.2848
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 3892.4350 1156.5098 21.8400 11705 2 578.7585 0.1242
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2284.0842 MVFVPEDGNAPVELDVYDFK 1974.8790 2284.0761 36.3691 3377 2 1142.5417 ‐2.9314
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1974.9259 IQVQNPIVEMDGDEMTR 975.1122 1974.9289 30.1885 2430 2 987.9681 1.51
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1691.8421 GPGVALAMYNVDESIR 1400.9220 1691.8385 31.2077 3347 2 846.4229 ‐2.0172
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1541.7271 DIFQEVYEANWK 269.8653 1541.6883 25.6241 2637 2 771.3478 ‐25.1877
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2234.0969 ASLTAMLSSSTSAGLSSSFVSSR 168.8678 2234.1130 30.7270 2473 3 745.3758 6.50
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1315.6641 FLSSGIFSSGASR 522.8864 1315.6540 27.5177 1077 2 658.3306 ‐7.8790
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2967.5184 LHQKGQETSTNSIASIFAWTRGLEHR 577.2900 2967.5343 21.5198 10570 3 989.8496 5.1457
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1479.7876 LDKNEKLMDFVK 469.9541 1479.7787 27.8408 2026 2 740.3930 ‐6.0600
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 3007.4771 QKFEEHSIWYEHRLIDDMVAYAVK 1394.3050 3007.4567 25.0245 1746 3 1003.1571 ‐7.0157
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2375.2102 LHQKGQETSTNSIASIFAWTR 507.8548 2375.1872 24.1758 1663 2 1188.0972 ‐9.0170
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 982.4629 QKFEEHSI 277.5756 982.4646 26.3402 4195 2 491.7360 1.90
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2163.0598 SLTAMLSSSTSAGLSSSFVSSR 139.8960 2163.0483 29.3031 3534 2 1082.0278 ‐4.8111
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1207.5702 LHQKGQETSTN 129.3102 1207.5760 22.5188 2811 2 604.2916 4.25
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 Carbamidomethyl+C(7) 940.4346 GGYVWACK 819.5154 940.4293 21.8539 949 1 940.4293 ‐5.1088
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 1523.7165 DIFQEVYEANWK 661.2937 1523.7205 26.9339 2596 2 762.3639 2.74
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 285.4717 54538.3990 36 17.53 None 2266.0736 MVFVPEDGNAPVELDVYDFK 350.1984 2266.0811 38.2223 1108 2 1133.5442 3.63
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 2584.2530 1156.5098 21.8400 11705 2 578.7585 0.0924
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1034.5629 NILDGTVFR 1434.8770 1034.5587 27.4417 10956 2 517.7830 ‐4.5826
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 2284.0842 MVFVPEDGNAPVELDVYDFK 919.6319 2284.0761 36.3691 3377 2 1142.5417 ‐2.5330
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1974.9259 IQVQNPIVEMDGDEMTR 1597.2280 1974.9289 30.1885 2430 2 987.9681 2.1256
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1691.8421 GPGVALAMYNVDESIR 1833.0420 1691.8385 31.2077 3347 2 846.4229 ‐1.8448
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1110.5942 YFDLGILNR 203.2481 1110.5827 26.9866 2756 2 555.7950 ‐10.7762
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 2234.0969 ASLTAMLSSSTSAGLSSSFVSSR 781.4813 2234.1130 30.7270 2473 3 745.3758 7.0143
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1371.6863 TLESEAAHGTVTR 110.6340 1371.6558 27.3767 2014 2 686.3315 ‐22.3313
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1816.8905 FKDIFQEVYEANWK 363.2645 1816.8609 29.0616 1388 3 606.2918 ‐16.3759
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1315.6641 FLSSGIFSSGASR 1016.7110 1315.6540 27.5177 1077 2 658.3306 ‐7.8501
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1123.5816 NEKLMDFVK 385.4261 1123.5838 28.6874 3858 2 562.2956 1.41
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 2308.1033 YDGRFKDIFQEVYEANWK 761.1265 2308.1128 34.4964 2613 3 770.0425 3.50
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1762.8705 DATDDKVTVESAEAALK 336.7433 1762.8838 29.9045 2279 2 881.9455 7.87
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1479.7876 LDKNEKLMDFVK 597.1504 1479.7787 27.8408 2026 2 740.3930 ‐5.9685
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1797.8806 DIFQEVYEANWKQK 863.4024 1797.8829 27.3155 1309 3 599.9658 1.1526
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 767.3835 YDGRFK 129.7378 767.3800 35.2077 1996 1 767.3800 ‐4.2531
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 1066.5316 YEANWKQK 153.4990 1066.5299 26.9239 1894 2 533.7686 ‐2.1090
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 Carbamidomethyl+C(7) 940.4346 GGYVWACK 338.2251 940.4293 21.8539 949 1 940.4293 ‐5.1987



NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 325.5719 54538.3990 36 17.53 None 2266.0736 MVFVPEDGNAPVELDVYDFK 228.4251 2266.0811 38.2223 1108 2 1133.5442 4.79
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1264.6684 NFVPGYNQVVK 15816.4200 1264.6686 24.9411 32798 2 632.8379 ‐0.1723
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1334.6661 FVEDLNEMLPK 16952.3000 1334.6671 18.7042 32684 2 667.8372 0.5698
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 15108.2800 1673.8433 22.7802 24452 2 837.4253 0.3807
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1235.6167 GEWNVAGIAYR 15800.2800 1235.6178 27.9852 21285 2 618.3125 0.5712
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1411.6740 GEDFPTENYIVK 9216.7900 1411.6759 26.4604 19737 2 706.3416 1.91
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1048.5058 DGELAPQYR 55925.8200 1048.5059 18.0291 17539 2 524.7566 ‐0.3317
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 23484.8400 1531.7858 32.0659 17218 2 766.3965 ‐0.0774
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPA 6286.5650 2779.3300 29.9687 17119 3 927.1149 ‐1.0113
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 12217.1400 2333.1042 24.8022 16679 3 778.3729 1.0248
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1544.7989 LQMAPELEKETGAK 18701.1100 1544.7992 22.5880 16287 3 515.6046 ‐0.0492
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 955.5683 GVLIVNNAR 15558.8900 955.5653 20.2307 14018 2 478.2863 ‐3.6816
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 758.4957 ILILMR 3454.8410 758.4915 17.6203 4418 1 758.4915 ‐5.2869
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1933.8926 DWLESQGHQYIVTDDK 660.0156 1933.9065 28.7041 19569 3 645.3070 6.25
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1136.6132 GMFNKELIGK 224.6486 1136.6351 23.7055 5250 2 568.8212 18.8802
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1849.9007 YFKGEDFPTENYIVK 17557.9800 1849.9014 27.5678 14241 3 617.3053 0.1469
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 453.3435 ILIL 251.3671 453.3428 16.3295 14831 1 453.3428 ‐1.5794
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 532.3276 ILMR 3664.1650 532.3270 17.5989 3201 1 532.3270 ‐0.9149
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1101.5786 PELEKETGAK 988.4246 1101.5785 23.1069 2987 2 551.2929 ‐0.4765
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 645.4116 LILMR 988.1834 645.4111 17.6006 2906 1 645.4111 ‐0.5800
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1088.5292 EDLNEMLPK 842.8217 1088.5290 18.7155 2367 1 1088.5290 0.3425
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1172.6157 APELEKETGAK 440.6797 1172.6197 22.6327 2346 2 586.8135 3.0631
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 634.3307 APQYR 365.3653 634.3299 17.8440 2205 1 634.3299 ‐1.1303
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 686.3944 IVNNAR 4772.5790 686.3935 20.2318 1829 1 686.3935 ‐1.1472
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1079.5918 MFNKELIGK 181.2421 1079.5929 23.8297 1726 1 1079.5929 1.81
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 904.4887 PGYNQVVK 78.9050 904.4924 24.5871 1603 1 904.4924 4.73
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1091.5078 FVEDLNEML 346.3635 1091.5053 18.3585 813 2 546.2563 ‐2.6836
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 6619.2670 42694.8017 51 48.96 None 1316.6555 FVEDLNEMLPK 179.1133 1316.6612 17.4376 1424 2 658.8342 4.1012
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1264.6684 NFVPGYNQVVK 25697.5300 1264.6686 24.9411 32798 2 632.8379 ‐0.1629
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1235.6167 GEWNVAGIAYR 20242.8000 1235.6178 27.9852 21285 2 618.3125 0.5696
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 29506.3100 1531.7858 32.0659 17218 2 766.3965 0.0340
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPA 4302.6020 2779.3300 29.9687 17119 3 927.1149 ‐1.0760
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 10475.0900 2333.1042 24.8022 16679 3 778.3729 1.0616
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1544.7989 LQMAPELEKETGAK 14394.8900 1544.7992 22.5880 16287 3 515.6046 0.1669
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1058.5551 LQMAPELEK 1499.3770 1058.5531 22.8556 15791 2 529.7802 ‐2.3927
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1411.6740 GEDFPTENYIVK 7618.2000 1411.6760 26.4465 15782 2 706.3417 1.20
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 955.5683 GVLIVNNAR 19030.8400 955.5653 20.2307 14018 2 478.2863 ‐3.7900
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1334.6661 FVEDLNEMLPK 1158.7130 1334.6700 31.1911 2716 2 667.8386 2.92
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1933.8926 DWLESQGHQYIVTDDK 519.8074 1933.9065 28.7041 19569 3 645.3070 7.0501
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1849.9007 YFKGEDFPTENYIVK 7880.7640 1849.9014 27.5678 14241 3 617.3053 0.2936
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1354.7287 DVIVINMPLTEK 1132.5260 1354.7357 32.0172 4541 2 677.8715 5.0359
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1172.6157 APELEKETGAK 333.5067 1172.6197 22.6327 2346 2 586.8135 3.0375
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 686.3944 IVNNAR 4531.9010 686.3935 20.2318 1829 1 686.3935 ‐1.0422
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1101.5786 PELEKETGAK 3728.5020 1101.5812 22.5856 935 2 551.2942 1.44
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4489.2050 42694.8017 51 48.96 None 1041.5285 LQMAPELEK 153.6341 1041.5277 25.2707 4062 2 521.2675 ‐1.3158
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 None 1334.6661 FVEDLNEMLPK 28395.8900 1334.6671 18.7042 32684 2 667.8372 0.5722
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 6406.5380 1673.8436 22.7957 23444 2 837.4254 0.3788
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 1571.1280 1632.8307 16.5907 7734 3 544.9484 ‐1.1718
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 651.3355 1531.7905 18.7310 2374 3 511.2683 2.65
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPA 1074.7250 2779.3051 17.6384 2885 3 927.1066 ‐9.9254
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 None 617.3327 EMLPK 137.2127 617.3324 20.6105 1765 1 617.3324 ‐0.4978
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1214.4850 42694.8017 51 48.96 None 1317.6395 FVEDLNEMLPK 296.4934 1317.6422 18.9195 2258 2 659.3247 1.27
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 8282.7350 2192.1316 36.0613 15262 2 1096.5694 ‐0.2184
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 2008.0709 ENAITVGTQHALDPLTTVK 17254.2500 2008.0726 29.1346 14347 3 670.0290 0.5484
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 2787.8520 2826.4341 20.2509 10460 3 942.8162 0.9116
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 1334.7314 GSLFLGDVATQVK 8404.9750 1334.7311 30.0431 9629 2 667.8692 ‐0.4786
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 881.5819 VGIALALKP 21074.5700 881.5809 18.1336 6676 2 441.2941 ‐1.6725
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 2017.0726 VNNAGVANALIQHEWRPK 3185.4870 2017.0727 16.6906 3038 4 505.0236 ‐0.0695
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 1162.6467 GPGLYTEIGKK 115.7545 1162.6182 18.5004 1035 2 581.8127 ‐24.8005
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 834.4104 SHNFTTK 178.3579 834.4083 19.6489 3958 1 834.4083 ‐2.1761
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 980.5061 QHEWRPK 142.8837 980.5042 18.1817 2483 2 490.7557 ‐2.4307
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 1580.8642 TVGTQHALDPLTTVK 153.2951 1580.8565 28.6310 1799 3 527.6237 ‐5.1578
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 1303.6641 VGAEISHNFTTK 175.3829 1303.6706 22.0427 1273 2 652.3389 4.95
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 1391.7542 NALIQHEWRPK 979.7548 1391.7525 16.7264 1218 2 696.3799 ‐1.4363
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 3400.7300 29210.8248 19 38.69 None 782.5135 GIALALKP 3325.7150 782.5136 18.1275 865 1 782.5136 0.4677
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 10076.5400 2192.1316 36.0613 15262 2 1096.5694 0.1450
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 2008.0709 ENAITVGTQHALDPLTTVK 16587.9600 2008.0726 29.1346 14347 3 670.0290 0.6592
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 1334.7314 GSLFLGDVATQVK 14065.6800 1334.7311 30.0431 9629 2 667.8692 ‐0.4424
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 2481.2409 HFNAGFNFTKDDLTASLILNDK 455.0877 2481.2047 32.8245 1585 3 827.7398 ‐14.7990
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 1162.6467 GPGLYTEIGKK 328.5315 1162.6182 18.5004 1035 2 581.8127 ‐24.8299
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2639.6290 29210.8248 19 38.69 None 1580.8642 TVGTQHALDPLTTVK 141.4709 1580.8565 28.6310 1799 3 527.6237 ‐4.9499
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1136.6020 YVDAVMTIPK 7616.1480 1136.6033 25.9752 10618 2 568.8053 0.7757
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1886.4900 1606.7468 33.0030 8147 2 803.8770 0.6328
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 3035.5837 EGVSTAVSHGLWLNIPDYDAPTQLVK 2340.8860 3035.5818 20.0189 4136 4 759.6509 ‐0.2116
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1967.0062 GIFWQEEIIPFFQNAK 2707.1990 1966.9977 23.7122 4096 2 984.0025 ‐3.9684
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1767.8337 IHVPEGYDYELYNR 2596.8160 1767.8352 26.2471 3177 3 589.9499 0.6256
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 839.4410 GYPFSLR 4652.4490 839.4401 16.6381 2492 1 839.4401 ‐0.6818



NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1122.6266 AVNALEQHIK 8163.1790 1122.6271 18.8020 2296 2 561.8172 0.1247
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 Carbamidomethyl+C(11) 1996.0420 LSKEAVTVQQCYIELSK 1085.4970 1996.0805 22.4388 1904 2 998.5439 19.6863
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 Carbamidomethyl+C(4) 2351.1166 NLLCPSSPFFFNTLYDPYR 137.0443 2351.0609 38.1861 1127 2 1176.0341 ‐22.9834
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 Carbamidomethyl+C(10) 1734.8408 KYIFTIDDDCFVAK 551.9799 1734.8490 20.8994 1236 2 867.9281 4.87
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1564.8118 EGVSTAVSHGLWLNI 326.8028 1564.8064 18.6842 8750 2 782.9068 ‐3.4501
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 986.4618 GIFWQEEI 163.0302 986.4576 22.2810 3729 2 493.7324 ‐4.7968
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 839.4046 YELYNR 232.0733 839.4038 25.0151 1401 1 839.4038 ‐0.6392
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 952.5211 NALEQHIK 2314.6140 952.5213 18.8138 1218 2 476.7643 ‐0.2966
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 1065.3170 41403.5567 29 32.22 None 1750.8071 IHVPEGYDYELYNR 352.4396 1750.8130 24.9825 16675 3 584.2758 3.0626
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 1136.6020 YVDAVMTIPK 8905.6240 1136.6033 25.9752 10618 2 568.8053 0.7363
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 1164.6680 1606.7468 33.0030 8147 2 803.8770 0.7728
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 1767.8337 IHVPEGYDYELYNR 1890.5160 1767.8352 26.2471 3177 3 589.9499 0.7909
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 1122.6266 AVNALEQHIK 9897.3220 1122.6271 18.8020 2296 2 561.8172 0.0800
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 Carbamidomethyl+C(3) 1240.6719 VICDHLSLGVK 238.0337 1240.6861 28.8876 1888 2 620.8467 11.1891
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 Carbamidomethyl+C(4) 2351.1166 NLLCPSSPFFFNTLYDPYR 233.1882 2351.0609 38.1861 1127 2 1176.0341 ‐22.5594
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 839.4046 YELYNR 232.8622 839.4038 25.0151 1401 1 839.4038 ‐0.6516
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 952.5211 NALEQHIK 3044.5720 952.5213 18.8138 1218 2 476.7643 ‐0.4063
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 662.2045 41403.5567 29 32.22 None 1750.8071 IHVPEGYDYELYNR 285.3986 1750.8130 24.9825 16675 3 584.2758 3.18
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 354.7064 41403.5567 29 32.22 None 3035.5837 EGVSTAVSHGLWLNIPDYDAPTQLVK 2708.5550 3035.5818 20.0189 4136 4 759.6509 ‐0.6274
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 354.7064 41403.5567 29 32.22 None 1967.0062 GIFWQEEIIPFFQNAK 1837.1730 1966.9977 23.7122 4096 2 984.0025 ‐4.2553
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 354.7064 41403.5567 29 32.22 None 839.4410 GYPFSLR 2783.9820 839.4401 16.6381 2492 1 839.4401 ‐0.6442
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 354.7064 41403.5567 29 32.22 Carbamidomethyl+C(8) 1667.8309 EAVTVQQCYIELSK 155.0743 1667.8665 21.3720 4660 2 834.4369 21.2600
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 354.7064 41403.5567 29 32.22 None 1564.8118 EGVSTAVSHGLWLNI 361.4319 1564.8064 18.6842 8750 2 782.9068 ‐3.5529
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 5042.5970 2357.2057 35.7223 14387 3 786.4067 ‐0.2409
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 950.5306 DVIFVTTR 4176.6870 950.5284 24.8432 8925 2 475.7678 ‐2.8881
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 1067.5554 LETMVGVYR 9681.1300 1067.5566 23.8604 5694 2 534.2819 0.6557
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 949.5353 VFLDAKEK 512.9372 949.5416 21.0782 2806 2 475.2744 6.0109
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 1566.8050 LTGKDVVFEYPVEA 162.2375 1566.7881 27.7835 1321 2 783.8977 ‐10.6416
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 1973.9862 DLYINQAVHMDISGNRK 282.7982 1973.9681 26.2429 795 3 658.6609 ‐9.2830
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1277.1750 22117.7333 7 33.68 None 1548.7944 LTGKDVVFEYPVEA 179.5427 1548.7918 27.0840 961 2 774.8995 ‐1.6172
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1658.8285 YGAGIGPGVYDIHSPR 44293.4600 1658.8295 24.7853 60413 3 553.6147 0.3320
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 79011.8300 2140.2620 24.7890 47293 2 1070.6346 0.1445
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1411.7904 GGIGVIQIDEAALR 123580.5000 1411.7900 31.4701 46960 2 706.3987 ‐0.3571
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1116.5531 IPSSEEIADR 11351.5500 1116.5523 18.2780 40223 2 558.7798 ‐1.1101
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1096.5786 YLFAGVVDGR 19332.3400 1096.5770 17.7788 39775 2 548.7921 ‐1.8552
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 30384.5600 2861.4293 20.8872 37133 3 954.4813 ‐0.1449
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 51243.8600 2384.2196 40.2650 36154 3 795.4114 0.9931
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1181.6313 GVTAFGFDLVR 55737.1700 1181.6320 20.0652 34594 2 591.3196 0.2097
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 942.5619 VVEVNALAK 14970.4400 942.5601 20.4030 34024 2 471.7837 ‐2.4027
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1199.5732 FALESFWDGK 31607.6200 1199.5739 20.2652 31527 2 600.2906 0.3430
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1235.5759 GNASVPAMEMTK 31197.0900 1235.5764 21.1028 28974 2 618.2918 0.1447
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1146.6769 SFELLSLLPK 31425.4200 1146.6774 22.6040 28955 2 573.8424 0.1314
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 18160.1900 2404.1719 37.0688 28718 3 802.0621 0.4890
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 3415.9120 2213.1448 22.3056 28013 2 1107.0761 0.1424
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2075.0880 ALAGQKDEALFSANAAALASR 24620.2700 2075.0888 28.2858 23832 3 692.3678 0.1311
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2310.3068 LNLPILPTTTIGSFPQTVELR 12575.5600 2310.3054 22.3794 21943 2 1155.6563 0.0464
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 8492.4650 2418.2692 25.5662 14367 3 806.7612 0.9220
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 831.4822 EVITELK 30811.9200 831.4816 20.0938 11206 2 416.2445 ‐1.3231
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1790.9622 GMLTGPVTILNWSFVR 4260.7470 1790.9637 23.6204 9440 2 895.9855 1.0334
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1506.7547 DEALFSANAAALASR 8493.7330 1506.7562 28.8763 5070 2 753.8817 0.9159
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 748.3658 NMVDAAK 1788.2950 748.3631 22.8951 1242 1 748.3631 ‐3.3524
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 Carbamidomethyl+C(1) 1714.9309 CVKPPVIYGDVSRPK 2671.6730 1714.9309 21.6954 12840 3 572.3151 ‐0.2955
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1662.8558 DEALFSANAAALASRR 1080.5030 1662.8541 23.9738 2649 3 554.9562 ‐1.3203
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 793.3873 QMSAAGTK 217.0757 793.3912 19.3700 1382 1 793.3912 5.81
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1130.5775 MASHIVGYPR 89.6563 1130.5660 27.4990 1326 1 1130.5660 ‐9.5462
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 5262.9540 2438.4042 21.2953 18893 3 813.4729 0.7712
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 3169.5913 EGVKYGAGIGPGVYDIHSPRIPSSEEIA 584.1404 3169.5620 19.6596 16074 5 634.7182 ‐9.2291
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1457.7594 IPSSEEIADRVNK 1051.7010 1457.7599 21.2978 3065 2 729.3836 0.1960
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 Carbamidomethyl+C(16) 2470.2945 MLAVLEQNILWVNPDCGLKTR 2442.1300 2470.2932 25.6540 2257 2 1235.6502 0.2418
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 887.4370 YDIHSPR 86.7855 887.4333 26.0709 5443 2 444.2203 ‐4.7696
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 997.5313 ALAGQKDEAL 453.3489 997.5332 27.4785 4069 2 499.2702 1.50
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 843.4934 VEVNALAK 9126.5200 843.4937 20.4013 2855 1 843.4937 0.7087
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1246.6790 IGSFPQTVELR 320.6811 1246.6766 22.8972 2551 2 623.8419 ‐2.2234
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1228.6354 DTTAMLGAVPPR 306.4784 1228.6315 23.1311 2548 2 614.8194 ‐3.4541
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 603.3712 ITELK 714.9292 603.3705 20.0809 2246 1 603.3705 ‐0.9787
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 924.4938 AFGFDLVR 801.1055 924.4888 20.0547 1522 1 924.4888 ‐4.9001
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 915.4894 QIDEAALR 851.7456 915.4915 31.4683 1497 1 915.4915 2.07
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1438.7437 AGIGPGVYDIHSPR 683.9948 1438.7369 23.0288 1391 2 719.8721 ‐4.8906
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 912.5764 ELLSLLPK 826.8083 912.5786 22.5974 1155 1 912.5786 2.89
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 13023.7000 84698.9500 79 45.62 None 1228.6606 PVLVMDLEGQK 269.7011 1228.6545 38.7966 826 2 614.8309 ‐5.2016
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1658.8285 YGAGIGPGVYDIHSPR 43532.7300 1658.8295 24.7853 60413 3 553.6147 0.5221
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1411.7904 GGIGVIQIDEAALR 122815.9000 1411.7900 31.4701 46960 2 706.3987 ‐0.2915
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 40332.5100 2384.2196 40.2650 36154 3 795.4114 1.0182
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 942.5619 VVEVNALAK 18364.0400 942.5601 20.4030 34024 2 471.7837 ‐2.5161
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1235.5759 GNASVPAMEMTK 33745.3000 1235.5764 21.1028 28974 2 618.2918 0.1431
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 10187.7700 2404.1719 37.0688 28718 3 802.0621 0.5096
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 2075.0880 ALAGQKDEALFSANAAALASR 13091.5900 2075.0888 28.2858 23832 3 692.3678 0.2266



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1506.7547 DEALFSANAAALASR 6429.9310 1506.7562 28.8763 5070 2 753.8817 1.0177
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1021.5465 SWLAFAAQK 459.4874 1021.5266 33.5866 4647 2 511.2670 ‐20.0259
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 2304.1718 VVDLQEELDIDVLVHGEPER 445.1223 2304.1620 35.2159 2259 3 768.7255 ‐4.4491
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 793.3873 QMSAAGTK 140.4121 793.3912 19.3700 1382 1 793.3912 5.10
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 748.3658 NMVDAAK 1098.2490 748.3631 22.8951 1242 1 748.3631 ‐3.2949
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 887.4370 YDIHSPR 45.7019 887.4333 26.0709 5443 2 444.2203 ‐4.9040
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 997.5313 ALAGQKDEAL 208.6741 997.5332 27.4785 4069 2 499.2702 1.26
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 1262.6852 ALFSANAAALASR 1003.4830 1262.6795 28.8934 4057 2 631.8434 ‐4.6964
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 667.3410 ALAGQKD 96.3018 667.3443 28.1873 3450 1 667.3443 5.49
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 843.4934 VEVNALAK 278.2740 843.4918 22.1061 2403 1 843.4918 ‐1.5574
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5843.7360 84698.9500 79 45.62 None 915.4894 QIDEAALR 1090.5260 915.4915 31.4683 1497 1 915.4915 2.00
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 85651.0700 2140.2620 24.7890 47293 2 1070.6346 ‐0.2216
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1096.5786 YLFAGVVDGR 14875.9700 1096.5770 17.7788 39775 2 548.7921 ‐1.7439
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 26083.6200 2861.4293 20.8872 37133 3 954.4813 ‐0.0699
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1181.6313 GVTAFGFDLVR 41478.3200 1181.6320 20.0652 34594 2 591.3196 0.2821
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1199.5732 FALESFWDGK 22091.4000 1199.5739 20.2652 31527 2 600.2906 0.4073
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1146.6769 SFELLSLLPK 24587.6600 1146.6774 22.6040 28955 2 573.8424 0.2198
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 5261.5830 2213.1448 22.3056 28013 2 1107.0761 ‐0.2572
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2310.3068 LNLPILPTTTIGSFPQTVELR 6935.1240 2310.3054 22.3794 21943 2 1155.6563 ‐0.3975
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 11535.3900 2418.2692 25.5662 14367 3 806.7612 0.8314
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1790.9622 GMLTGPVTILNWSFVR 8785.3990 1790.9637 23.6204 9440 2 895.9855 0.8271
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2075.0880 ALAGQKDEALFSANAAALASR 3281.2290 2075.0923 17.2678 6414 3 692.3689 1.57
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1309.2310 3013.4246 20.5444 6054 4 754.1116 3.0196
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2304.1718 VVDLQEELDIDVLVHGEPER 551.3341 2304.1821 20.2409 1306 2 1152.5947 4.58
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 396.2130 2384.1926 21.2831 2979 3 795.4024 ‐10.4412
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 3023.5210 2438.4042 21.2953 18893 3 813.4729 0.6882
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 Carbamidomethyl+C(16) 2470.2945 MLAVLEQNILWVNPDCGLKTR 1143.2860 2470.2932 25.6540 2257 2 1235.6502 ‐0.2754
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 596.3515 GAVPPR 171.6821 596.3508 19.8138 2737 1 596.3508 ‐1.1538
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 904.4676 LNWSFVR 466.9116 904.4629 25.5519 2472 1 904.4629 ‐4.6730
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 1331.7470 PVTILNWSFVR 123.2590 1331.7422 25.4628 1413 2 666.3748 ‐3.7985
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 912.5764 ELLSLLPK 608.0148 912.5786 22.5974 1155 1 912.5786 2.45
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase 5649.0540 84698.9500 79 45.62 None 2286.1612 VVDLQEELDIDVLVHGEPER 983.8876 2286.1676 20.4609 7455 3 762.7274 2.29
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1454.8213 TEEGKPLVLDVVR 3429.9880 1454.8143 26.4901 9492 3 485.6096 ‐5.1091
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 2779.3210 SLLPFFDSAYQGFASGSLDTDAQSVR 1665.0330 2779.3259 23.0381 7250 3 927.1135 1.15
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1514.8002 VFNLAGLSVEYFR 863.1250 1514.8023 21.7069 6297 2 757.9048 1.83
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 Carbamidomethyl+C(9) 1829.8739 TFVADGGECLIAQSYAK 2169.5780 1829.8781 28.3009 6055 2 915.4427 2.72
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1589.8217 TVPHLADAMHAAVTR 7630.6650 1589.8246 15.6699 4793 3 530.6130 1.73
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 962.5418 INLGVGAYR 4923.4170 962.5413 15.7483 2592 2 481.7743 ‐0.9989
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 2196.1183 APEDPILGVTVAYNNDPSPVK 243.7989 2196.1707 19.8964 6415 4 549.7981 23.8846
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 2349.1618 QIGMFTFTGLNKEQVEFMTK 331.7452 2349.1841 32.9231 2329 3 783.7329 9.67
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1256.6230 AEQQLVNDPSR 250.4159 1256.6397 15.6030 753 2 628.8235 13.0435
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1347.7114 SADVASKVESQVK 950.0503 1347.7152 21.5199 1951 3 449.9099 2.03
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 Carbamidomethyl+C(6) 2223.1802 VTTVQCLSGTGSLRVGAEFLK 295.2486 2223.2016 23.9927 1513 3 741.7387 9.82
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1384.7179 KAEQQLVNDPSR 6193.8980 1384.7191 14.9126 1284 3 462.2445 0.5765
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1004.5007 LDTDAQSVR 270.5162 1004.5028 21.5795 2564 2 502.7551 1.98
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 713.3617 VEYFR 182.8793 713.3617 21.3590 2336 1 713.3617 0.2435
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 958.5204 ASKVESQVK 525.0592 958.5210 21.0128 1713 2 479.7642 0.1500
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 None 1329.7009 SADVASKVESQVK 308.2991 1329.6977 20.7224 3455 2 665.3525 ‐2.5756
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 763.6152 44494.8401 29 29.14 Carbamidomethyl+C(9) 1811.8633 TFVADGGECLIAQSYAK 648.9671 1811.8612 29.4154 2493 2 906.4342 ‐0.9451
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 None 1454.8213 TEEGKPLVLDVVR 3305.3210 1454.8143 26.4901 9492 3 485.6096 ‐4.8725
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 Carbamidomethyl+C(9) 1829.8739 TFVADGGECLIAQSYAK 2166.7180 1829.8781 28.3009 6055 2 915.4427 2.23
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 None 1600.7312 SSDMYNNWTIELK 1376.0920 1600.7337 31.2154 3232 2 800.8705 1.60
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 None 2349.1618 QIGMFTFTGLNKEQVEFMTK 243.1793 2349.1841 32.9231 2329 3 783.7329 9.99
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 None 1011.4816 EQVEFMTK 237.8438 1011.4863 29.4506 796 1 1011.4863 5.0571
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 257.9232 44494.8401 29 29.14 Oxidation+M(9) 1605.8166 TVPHLADAMHAAVTR 420.2858 1605.8078 31.9115 11027 2 803.4075 ‐5.2858
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 1514.8002 VFNLAGLSVEYFR 1177.3070 1514.8023 21.7069 6297 2 757.9048 1.83
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 1589.8217 TVPHLADAMHAAVTR 5350.1880 1589.8246 15.6699 4793 3 530.6130 1.1671
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 2196.1183 APEDPILGVTVAYNNDPSPVK 173.7354 2196.1707 19.8964 6415 4 549.7981 23.8862
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 763.4349 VGAEFLK 238.0653 763.4241 17.3034 1392 1 763.4241 ‐13.8573
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 1256.6230 AEQQLVNDPSR 139.8802 1256.6397 15.6030 753 2 628.8235 13.0816
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 252.8676 44494.8401 29 29.14 None 713.3617 VEYFR 213.7893 713.3617 21.3590 2336 1 713.3617 0.1984
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1553.0840 25617.9951 3 14.48 None 1015.5782 LVIVGDGGTGK 17781.5800 1015.5776 20.2430 15718 2 508.2924 ‐1.1878
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1553.0840 25617.9951 3 14.48 None 1228.6208 NLQYYEISAK 5250.1370 1228.6212 23.5817 14202 2 614.8142 ‐0.0001
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1553.0840 25617.9951 3 14.48 Carbamidomethyl+C(3) 1404.5889 FYCWDTAGQEK 8648.4240 1404.5887 24.1839 6287 2 702.7980 ‐0.2153
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1245.6838 SAIVQVDAAPFK 28536.3100 1245.6835 26.9021 18679 2 623.3454 ‐0.4710
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1704.8915 VLDVVYNASNNELVR 8351.4690 1704.8928 17.3843 18448 2 852.9500 0.8410
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1561.7241 SLDSHIEDQFASGR 6931.8880 1561.7246 23.7052 18061 3 521.2464 0.0207
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 965.4938 ADGYILEGK 40763.3800 965.4926 20.6024 12999 2 483.2499 ‐1.7736
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1657.7453 LDTGNYSWGSEATTR 2926.0400 1657.7485 23.7961 12177 2 829.3779 2.0669
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 959.4543 ELEFYMK 13773.8100 959.4544 26.6073 8844 2 480.2308 ‐0.4131
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1857.8712 DGEEGEEAAVAAPEEVKK 3453.8130 1857.8718 19.1841 7546 3 619.9621 0.0376
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1607.7965 QWYLSHYGVELGR 1521.4040 1607.7992 18.0694 5192 3 536.6046 1.20
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1985.9662 KDGEEGEEAAVAAPEEVKK 2948.3580 1985.9695 17.8010 5329 4 497.2478 1.45
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 717.3276 EFYMK 77.6702 717.3311 28.6151 4019 1 717.3311 5.1120
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1115.4851 KDGEEGEEAAV 197.8939 1115.4829 18.7182 1802 2 558.2451 ‐2.3957
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 729.4141 PEEVKK 77.9869 729.4132 20.6312 1729 1 729.4132 ‐1.0616
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1967.9556 KDGEEGEEAAVAAPEEVKK 141.8666 1967.9637 17.5398 2153 4 492.7464 3.23



NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1227.6732 SAIVQVDAAPFK 179.2365 1227.6797 28.0417 914 2 614.3435 5.0393
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1228.6572 SAIVQVDAAPFK 320.6093 1228.6517 28.1350 2435 2 614.8295 ‐4.7766
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 5405.0450 25107.6706 26 46.85 None 1590.7700 QWYLSHYGVELGR 218.3292 1590.7713 17.1828 934 2 795.8893 0.8402
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 1245.6838 SAIVQVDAAPFK 30073.2000 1245.6835 26.9021 18679 2 623.3454 ‐0.4688
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 1561.7241 SLDSHIEDQFASGR 6223.5010 1561.7246 23.7052 18061 3 521.2464 0.2329
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 1657.7453 LDTGNYSWGSEATTR 2755.3340 1657.7485 23.7961 12177 2 829.3779 2.63
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 959.4543 ELEFYMK 15133.3200 959.4544 26.6073 8844 2 480.2308 ‐0.5201
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 1607.7965 QWYLSHYGVELGR 377.1978 1607.7815 32.5419 2211 2 804.3944 ‐9.1760
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 717.3276 EFYMK 68.6586 717.3311 28.6151 4019 1 717.3311 5.33
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 648.3100 QFASGR 134.6257 648.3070 21.6822 3177 1 648.3070 ‐4.3701
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2703.4870 25107.6706 26 46.85 None 1227.6732 SAIVQVDAAPFK 547.2303 1227.6737 27.5230 1858 2 614.3405 0.1245
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 458.7997 25107.6706 26 46.85 None 1704.8915 VLDVVYNASNNELVR 6790.2360 1704.8928 17.3843 18448 2 852.9500 0.6740
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 458.7997 25107.6706 26 46.85 None 1687.8650 VLDVVYNASNNELVR 154.3254 1687.8576 17.5333 3664 2 844.4324 ‐4.4106
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 2166.2533 VFQVVGDALKPALDTALPIAK 2087.8710 2166.2536 20.5847 4226 3 722.7561 ‐0.0970
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 1351.7831 VISIPLEELPNK 4631.2310 1351.7846 30.8137 3365 2 676.3959 0.9036
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 4069.5010 1645.8478 32.8492 3287 2 823.4276 0.8363
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 1980.9621 TINQVQETGSSVFDATQR 1813.8540 1980.9759 25.7005 5658 3 660.9968 6.64
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 592.3301 SSLSAK 78.5026 592.3199 24.1317 2709 1 592.3199 ‐17.0200
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 2242.0445 KAQEAMQSSGFDSEPVFNAAK 1347.9950 2242.0669 21.9520 26925 3 748.0271 9.96
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 Carbamidomethyl+C(16) 1994.0263 GYKGDLTPAQTLDLLCTK 2667.7430 1994.0272 18.6912 2177 3 665.3473 0.1948
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 Carbamidomethyl+C(9) 1242.6399 PAQTLDLLCTK 998.6210 1242.6384 18.3918 1428 2 621.8229 ‐1.4409
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 Carbamidomethyl+C(4) 749.3862 DLLCTK 187.1685 749.3864 17.7682 1292 1 749.3864 0.4635
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 1014.4891 GYKGDLTPAQ 361.5568 1014.4892 18.9315 1186 2 507.7483 ‐0.3342
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 500.2144 41399.5387 14 23.26 None 2224.0339 KAQEAMQSSGFDSEPVFNAAK 258.3509 2224.0296 21.2565 1915 4 556.7628 ‐1.9432
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 409.7310 41399.5387 14 23.26 None 1351.7831 VISIPLEELPNK 6030.6340 1351.7846 30.8137 3365 2 676.3959 0.9463
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 409.7310 41399.5387 14 23.26 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 3010.2480 1645.8478 32.8492 3287 2 823.4276 0.9912
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 409.7310 41399.5387 14 23.26 None 1980.9621 TINQVQETGSSVFDATQR 2280.2540 1980.9759 25.7005 5658 3 660.9968 6.33
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1744.8653 GFIFGVASSAYQVEGGR 5103.7900 1744.8683 19.4179 14996 2 872.9378 1.12
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1074.5798 GMIGPVMITR 15770.8300 1074.5796 17.3976 14949 2 537.7934 ‐0.6571
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1718.9224 NWITINQLYTVPTR 7177.8680 1718.9264 20.0499 12816 2 859.9668 2.27
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1298.6126 GIYYVMDYFK 27703.9900 1298.6126 20.4515 12370 2 649.8099 ‐0.2389
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1077.5324 GYALGTDAPGR 13614.5100 1077.5304 19.1123 12215 2 539.2688 ‐2.2272
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 Carbamidomethyl+C(5)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1433.7522 LPEFSETEAALVK 3279.6980 1433.7526 29.4538 8507 2 717.3800 0.1606
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1520.7169 WFLPFDHSQESK 3556.3330 1520.7177 18.9943 7715 3 507.5774 0.2958
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1331.6491 GLNVWDSFTHR 4609.3190 1331.6497 18.2984 4606 2 666.3285 0.2638
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 2092.9723 WFLPFDHSQESKDATER 450.2639 2093.0193 26.0697 1471 3 698.3446 22.1845
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 2153.0761 EYVGDRLPEFSETEAALVK 5618.8890 2153.0775 31.1449 21342 3 718.3640 0.4150
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1025.5262 TKYKDDQK 460.6011 1025.5280 22.8029 2797 1 1025.5280 2.87
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 2781.3631 LFNSGNFEKGFIFGVASSAYQVEGGR 1124.6010 2781.3719 20.5469 2348 3 927.7955 2.48
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 Oxidation+M(10) 2757.3680 AKIFFHGWFMGPLTEGKYPDIMR 390.2542 2757.3823 21.5441 2478 3 919.7989 4.71
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1146.5942 NWITINQLY 193.4937 1146.5998 21.8573 5089 2 573.8035 4.75
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1374.6113 WFLPFDHSQES 374.2483 1374.6084 21.4997 2784 2 687.8078 ‐2.3279
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1902.9385 LFNSGNFEKGFIFGVASS 323.3143 1902.9288 20.4981 2239 2 951.9681 ‐4.7703
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 647.3260 SFTHR 112.2209 647.3269 20.2191 2156 1 647.3269 1.84
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1191.5827 TEGKYPDIMR 188.0370 1191.5893 23.6628 2094 2 596.2983 5.43
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 773.4338 GPVMITR 3336.6600 773.4348 17.4046 2041 1 773.4348 1.27
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1128.5070 YYVMDYFK 1267.0430 1128.5100 20.4838 1667 1 1128.5100 3.51
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1305.7161 TINQLYTVPTR 278.6289 1305.7222 18.5282 1239 3 435.9123 4.51
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 Carbamidomethyl+C(3)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 2107.2060 51994.4753 36 35.53 None 1314.6226 GLNVWDSFTHR 185.4569 1314.6166 18.4402 2204 2 657.8119 ‐4.7759
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1744.8653 GFIFGVASSAYQVEGGR 5934.0660 1744.8683 19.4179 14996 2 872.9378 1.60
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1074.5798 GMIGPVMITR 16770.6500 1074.5796 17.3976 14949 2 537.7934 ‐0.5357
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1718.9224 NWITINQLYTVPTR 8190.7480 1718.9264 20.0499 12816 2 859.9668 2.93
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1298.6126 GIYYVMDYFK 14991.0100 1298.6126 20.4515 12370 2 649.8099 ‐0.2200
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 Carbamidomethyl+C(5)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1520.7169 WFLPFDHSQESK 3038.5560 1520.7177 18.9943 7715 3 507.5774 ‐0.1303
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1331.6491 GLNVWDSFTHR 3171.8060 1331.6497 18.2984 4606 2 666.3285 0.2676
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 Oxidation+M(10) 2757.3680 AKIFFHGWFMGPLTEGKYPDIMR 382.8288 2757.3823 21.5441 2478 3 919.7989 4.33
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 773.4338 GPVMITR 1961.8760 773.4348 17.4046 2041 1 773.4348 1.70
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1128.5070 YYVMDYFK 550.8336 1128.5100 20.4838 1667 1 1128.5100 3.23
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1305.7161 TINQLYTVPTR 373.3136 1305.7222 18.5282 1239 3 435.9123 3.87
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1379.0720 51994.4753 36 35.53 None 1314.6226 GLNVWDSFTHR 100.0605 1314.6166 18.4402 2204 2 657.8119 ‐4.7643
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2092.8320 14104.1740 7 29.3 None 1033.5598 IMEIASLEK 15036.6500 1033.5590 25.8881 15214 2 517.2831 ‐1.2494
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2092.8320 14104.1740 7 29.3 Carbamidomethyl+C(8) 1667.7945 GVSFTIDCSKPVDDK 4762.6320 1667.7957 23.4523 8606 3 556.6034 0.4221
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2092.8320 14104.1740 7 29.3 None 1146.6113 AGALGDSVSITR 4395.1500 1146.6103 21.7745 7984 2 573.8088 ‐1.2228
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2015.7760 14104.1740 7 29.3 None 1033.5598 IMEIASLEK 9260.2380 1033.5590 25.8881 15214 2 517.2831 ‐1.3281
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2015.7760 14104.1740 7 29.3 Carbamidomethyl+C(8) 1667.7945 GVSFTIDCSKPVDDK 6482.8010 1667.7957 23.4523 8606 3 556.6034 0.6103
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2015.7760 14104.1740 7 29.3 None 1146.6113 AGALGDSVSITR 5781.0110 1146.6103 21.7745 7984 2 573.8088 ‐1.2583
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2015.7760 14104.1740 7 29.3 None 920.4757 MEIASLEK 8272.8930 920.4750 25.8961 1501 1 920.4750 ‐0.3921
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1494.7223 ITPSWVGFTDSER 39701.3900 1494.7224 18.0536 23060 2 747.8648 ‐0.0210
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1564.8291 VFSPEEISAMILTK 57534.0300 1564.8298 21.9015 22537 2 782.9186 0.4608
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1907.0021 IKDAVVTVPAYFNDAQR 31044.6400 1907.0029 17.2163 18981 3 636.3392 0.1450
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1345.6457 NALETYVYNMK 22603.5900 1345.6465 28.6239 17938 2 673.3269 0.4540



NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1155.6480 DAGVIAGLNVAR 12904.1200 1155.6501 26.3390 17288 2 578.3287 1.31
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 6458.0040 2103.1266 18.4902 15425 3 701.7137 ‐0.2921
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 2045.4470 1861.9479 31.8204 15305 2 931.4776 0.3852
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 2053.0124 VEIESLFDGVDFSEPLTR 42733.6700 2053.0133 38.9881 15247 2 1027.0103 0.8494
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1550.7962 AVVTVPAYFNDAQR 10576.3000 1550.7967 28.1757 13621 2 775.9020 0.3001
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1296.6219 FEELNNDLFR 10663.1100 1296.6211 29.4299 11797 2 648.8142 ‐0.8198
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1665.8231 DAVVTVPAYFNDAQR 4983.3420 1665.8146 29.0202 11165 2 833.4109 ‐5.0296
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1473.7907 SQIDEIVLVGGSTR 42476.9100 1473.7915 28.5131 10434 2 737.3994 0.4589
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 2498.0841 EALEWLDENQNSEKEEYDEK 6893.4140 2498.0858 26.9749 9710 3 833.3668 0.4194
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1073.6354 LVPYQIVNK 14073.3100 1073.6363 15.6691 8224 2 537.3218 0.4330
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1210.5739 DFFEGKEPNK 7519.5300 1210.5734 19.8175 4836 2 605.7903 ‐0.7008
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1240.6242 MKETAEAYLGK 9625.4610 1240.6256 19.1621 4746 2 620.8164 0.8278
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 1084.6020 2102.0760 20.1121 4558 2 1051.5416 ‐3.2732
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1536.7513 NGHVEIIANDQGNR 1721.9790 1536.7515 17.1735 3918 3 512.9220 ‐0.1526
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 981.4888 ETAEAYLGK 5250.6370 981.4888 18.6860 3253 2 491.2480 ‐0.4329
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 998.5014 NQAAVNPER 246.3626 998.5251 16.5553 1089 2 499.7662 23.2943
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1523.7601 ARFEELNNDLFR 2070.6290 1523.7622 28.4877 13183 3 508.5923 1.1211
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 2499.2296 IDARNALETYVYNMKNQVNDK 1126.2620 2499.2313 22.4410 1112 3 833.7486 0.4239
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 817.3913 YVYNMK 77.2796 817.3887 26.9971 2626 1 817.3887 ‐2.7683
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 474.3286 ILTK 222.1322 474.3278 23.5764 2279 1 474.3278 ‐1.5857
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 295.5634 1334.6922 30.6107 1650 2 667.8497 2.91
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 778.3842 NNDLFR 238.2921 778.3835 28.4676 1517 1 778.3835 ‐0.5606
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 861.4829 PYQIVNK 4056.0130 861.4837 15.6563 1018 1 861.4837 1.20
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1157.6565 IKDAVVTVPAY 246.7972 1157.6618 17.6035 978 2 579.3345 4.00
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1647.8125 DAVVTVPAYFNDAQR 291.7956 1647.8153 28.0398 2912 2 824.4113 1.07
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1137.6375 DAGVIAGLNVAR 531.0873 1137.6394 24.6515 2572 2 569.3234 1.78
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 11714.2500 73914.5211 57 37.22 None 1192.5633 DFFEGKEPNK 204.7691 1192.5653 21.5217 2054 1 1192.5653 2.22
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1345.6457 NALETYVYNMK 23055.3200 1345.6465 28.6239 17938 2 673.3269 0.4943
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1155.6480 DAGVIAGLNVAR 13725.8600 1155.6501 26.3390 17288 2 578.3287 1.09
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3451.3540 1861.9479 31.8204 15305 2 931.4776 0.6225
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 2053.0124 VEIESLFDGVDFSEPLTR 34897.6300 2053.0133 38.9881 15247 2 1027.0103 1.1597
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1550.7962 AVVTVPAYFNDAQR 17874.5100 1550.7967 28.1757 13621 2 775.9020 0.4187
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1296.6219 FEELNNDLFR 8241.5490 1296.6211 29.4299 11797 2 648.8142 ‐0.7981
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1665.8231 DAVVTVPAYFNDAQR 5811.5180 1665.8146 29.0202 11165 2 833.4109 ‐4.8671
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1473.7907 SQIDEIVLVGGSTR 38292.9300 1473.7915 28.5131 10434 2 737.3994 0.5481
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1240.6242 MKETAEAYLGK 5647.2050 1240.6256 19.1621 4746 2 620.8164 0.8281
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1564.8291 VFSPEEISAMILTK 188.0975 1564.8019 31.7338 1498 2 782.9046 ‐17.2857
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1374.7111 LADKLEGDEKEK 496.8817 1374.7150 22.2542 3136 2 687.8611 2.33
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 817.3913 YVYNMK 79.2878 817.3887 26.9971 2626 1 817.3887 ‐2.7637
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 328.2679 1334.6922 30.6107 1650 2 667.8497 2.53
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 778.3842 NNDLFR 452.7912 778.3835 28.4676 1517 1 778.3835 ‐0.5261
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 705.3414 GDEKEK 161.2116 705.3395 20.8906 1152 1 705.3395 ‐2.2757
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1647.8125 DAVVTVPAYFNDAQR 264.3309 1647.8153 28.0398 2912 2 824.4113 1.64
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1137.6375 DAGVIAGLNVAR 520.4428 1137.6394 24.6515 2572 2 569.3234 1.88
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4188.1260 73914.5211 57 37.22 None 1648.7966 DAVVTVPAYFNDAQR 476.8777 1648.7968 30.3680 870 2 824.9020 0.3703
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 Carbamidomethyl+C(9) 1991.9565 TAHEMGIPCVAVYSTIDK 3952.6270 1991.9564 28.8775 7235 3 664.6570 ‐0.3111
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 2453.0100 2641.3598 41.5902 4091 3 881.1248 1.05
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 1393.7474 ITSYLPSGGPFVR 6073.6010 1393.7478 17.9943 3723 2 697.3776 0.1510
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 1091.5983 LILDVEDFK 4864.5630 1091.5977 31.8457 3570 2 546.3025 ‐0.9644
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 1720.8752 HEEELAEPQEIVAVK 2200.7140 1720.8771 25.0593 2757 3 574.2972 0.8458
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 4637.1380 2372.1094 31.8879 2435 3 791.3746 ‐1.1462
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 955.5724 LIVWAPTR 877.9125 955.5729 17.1327 1183 2 478.2901 ‐0.0040
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 275.9677 2197.0893 20.3127 1697 2 1099.0483 ‐8.6588
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 Carbamidomethyl+C(10) 1366.6268 ATSGGLGVTCSGGDK 354.3463 1366.6350 24.4773 1499 3 456.2165 5.88
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 Carbamidomethyl+C(12) 2077.0145 FGNVVHFGERDCSIQRR 344.4484 2077.0028 19.0265 1652 2 1039.0050 ‐5.1848
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 None 948.4931 VMGDKATAR 1071.2620 948.4839 23.9985 1300 1 948.4839 ‐9.2244
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 738.6439 58900.5131 12 21.42 Oxidation+M(21) 4020.9180 GSFYFMEMNTRIQVEHPVTEMIYSVD 486.7594 4020.9286 21.4504 2164 4 1005.9876 3.47
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 45564.5700 1288.6698 26.5222 16204 2 644.8385 1.41
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1423.6700 ELAEDGYSGVEVR 34170.4800 1423.6709 22.2251 11343 2 712.3391 0.5347
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1544.7414 FKDGYMVSSGQPTK 2487.0330 1544.7410 18.9344 5151 3 515.5852 ‐0.5090
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 917.5302 ELTSLVQK 3822.6650 917.5298 20.7280 4184 2 459.2686 ‐0.9648
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1269.5780 DGYMVSSGQPTK 1077.4660 1269.5771 17.5831 2289 2 635.2922 ‐0.9570
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1073.6313 ELTSLVQKR 540.2753 1073.6204 24.3200 14387 2 537.3139 ‐10.5784
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1942.9909 FVADGVFYAELNEVLTR 519.6542 1942.9768 23.5002 2069 2 971.9920 ‐6.9498
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 3590.7611 EDDVYIAPAQVVTQAAFVPEAPLTTTD 3010.2020 3590.7596 41.1494 1399 3 1197.5914 ‐0.6212
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 Carbamidomethyl+C(3) 1579.8261 GLCAIAQAESLRYK 467.8839 1579.8322 20.2228 8787 2 790.4197 3.32
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1257.7022 TQNVLGEKGRR 366.8671 1257.7033 22.2227 3487 2 629.3553 0.5672
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1216.6644 ATRTQNVLGEK 1387.8940 1216.6651 24.9225 1164 2 608.8362 0.2408
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 754.3842 ATRTQNV 130.9011 754.3828 25.5280 1819 1 754.3828 ‐1.5621
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 1251.5674 DGYMVSSGQPTK 239.6646 1251.5736 16.4779 1648 2 626.2904 4.48
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 None 899.5197 ELTSLVQK 275.0930 899.5204 20.8225 989 2 450.2639 0.2863
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 4779.6920 27629.2556 15 46.37 Carbamidomethyl+C(3) 1271.6413 GLCAIAQAESLR 193.0130 1271.6478 24.4700 1744 2 636.3275 4.17



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 405007.1000 1548.8068 18.7796 1516269 2 774.9070 ‐1.6002
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 110699.7000 2080.9950 21.1172 290935 3 694.3365 ‐0.4680
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 47541.6700 2086.0298 19.8442 118691 2 1043.5185 ‐0.6762
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 914.4229 YWTMWK 23618.1500 914.4209 18.1550 117004 2 457.7141 ‐2.5695
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1939.9899 FETLSYLPDLSDVELAK 90694.5300 1939.9887 21.3246 114406 2 970.4980 ‐0.5707
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 935.4945 IIGFDNTR 9796.8990 935.4940 15.1486 8117 2 468.2506 ‐0.8785
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1080.5837 KEYPGAFIR 1327.4010 1080.5717 15.8254 5902 2 540.7895 ‐11.3243
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFT 698.2877 2754.4037 23.3298 3348 3 918.8061 5.39
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 924.5666 VWPPIGKK 635.4261 924.5685 16.3157 1371 1 924.5685 2.52
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 2068.0849 KFETLSYLPDLSDVELAK 60396.7900 2068.0833 20.4656 164977 3 690.0326 ‐1.2361
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 2196.1798 KKFETLSYLPDLSDVELAK 21019.1200 2196.1791 19.5058 64891 3 732.7312 ‐0.7327
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 751.3596 WTMWK 1162.7370 751.3580 18.1637 12924 1 751.3580 ‐1.7964
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1086.5677 PDLSDVELAK 1138.2130 1086.5662 20.4781 12017 1 1086.5662 ‐0.5843
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 565.2803 TMWK 2020.6020 565.2801 18.1467 6196 1 565.2801 ‐0.4140
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 854.4294 FETLSYL 250.7415 854.4324 20.1147 5062 1 854.4324 3.00
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(6) 688.3487 LPLFGC 129.1853 688.3521 19.0730 3757 1 688.3521 5.1181
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 952.4887 EYPGAFIR 2506.2980 952.4882 15.8216 2551 2 476.7477 ‐0.8638
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1480.7206 FETLSYLPDLSDV 163.0882 1480.7219 19.7043 2263 2 740.8646 0.7738
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1179.4520 1190.5537 18.7821 2135 1 1190.5537 3.68
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1198.8920 1289.6206 18.7786 2128 1 1289.6206 1.79
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1110.5466 AYKPPSFTEA 1656.7880 1110.5423 19.8546 2079 1 1110.5423 ‐3.0674
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 709.3264 GFDNTR 320.6955 709.3235 15.1462 1773 1 709.3235 ‐3.9260
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 Carbamidomethyl+C(4) 1996.9837 QVQCISFIAYKPPSFTE 353.9853 1996.9913 20.1835 1437 3 666.3353 3.68
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1189.6616 KKFETLSYLP 182.1928 1189.6614 22.0796 1060 2 595.3343 ‐0.3834
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1068.5572 PDLSDVELAK 68.2250 1068.5514 23.2683 1053 1 1068.5514 ‐4.6332
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 1296.6371 FELEHGFVYR 189.5749 1296.6326 20.3452 950 1 1296.6326 ‐2.3527
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 2050.0743 KFETLSYLPDLSDVELAK 355.1244 2050.0847 20.9537 1182 2 1025.5460 5.1732
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 56011.6600 20569.5334 28 69.06 None 2737.3609 MASSMLSSAAVVTSPAQATMVAPFT 340.6540 2737.3708 23.8966 888 3 913.1285 3.40
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 275264.6000 1548.8068 18.7796 1516269 2 774.9070 ‐1.5047
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 935.4945 IIGFDNTR 56434.7700 935.4924 22.4499 567688 2 468.2499 ‐2.7624
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 97188.1100 2080.9950 21.1172 290935 3 694.3365 ‐0.2513
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 952.4887 EYPGAFIR 8783.5530 952.4868 24.1688 199909 2 476.7470 ‐2.5353
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 907.4884 EVDYLLR 55334.0200 907.4867 24.4991 166588 2 454.2470 ‐2.4180
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 42877.0500 2086.0298 19.8442 118691 2 1043.5185 ‐0.3348
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 914.4229 YWTMWK 53560.8300 914.4209 18.1550 117004 2 457.7141 ‐2.7642
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1939.9899 FETLSYLPDLSDVELAK 68446.2600 1939.9887 21.3246 114406 2 970.4980 ‐0.2961
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1365.5818 EHGNTPGYYDGR 50954.7900 1365.5823 14.5015 22997 3 455.8656 0.0622
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 924.5666 VWPPIGKK 2226.2290 924.5685 16.3157 1371 1 924.5685 2.18
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 709.3264 GFDNTR 20797.2500 709.3254 22.4482 116047 1 709.3254 ‐1.1510
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 822.4104 IGFDNTR 2276.8390 822.4082 22.4575 47419 1 822.4082 ‐2.4307
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 660.3828 PGAFIR 1947.7130 660.3815 24.1650 34105 1 660.3815 ‐1.6484
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 652.3049 FDNTR 709.8387 652.3021 22.4423 6997 1 652.3021 ‐4.0819
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 565.2803 TMWK 2768.0690 565.2801 18.1467 6196 1 565.2801 ‐0.2717
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 564.3504 YLLR 162.6996 564.3501 23.7500 5277 1 564.3501 ‐0.3493
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 854.4294 FETLSYL 79.1998 854.4324 20.1147 5062 1 854.4324 3.26
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 761.4040 SDVELAK 157.9621 761.4040 22.0880 4333 1 761.4040 0.3540
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(6) 688.3487 LPLFGC 133.4206 688.3521 19.0730 3757 1 688.3521 5.1797
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1296.6371 FELEHGFVYR 199.0432 1296.6331 20.4716 3539 2 648.8202 ‐3.3469
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1066.5092 FETLSYLPD 162.6849 1066.5082 21.6743 2143 2 533.7577 ‐1.3015
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1003.5800 1190.5537 18.7821 2135 1 1190.5537 2.89
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(1) 1730.8459 CISFIAYKPPSFTEA 347.1355 1730.8441 20.5593 1547 2 865.9257 ‐0.8591
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 Carbamidomethyl+C(4) 1996.9837 QVQCISFIAYKPPSFTE 503.5098 1996.9913 20.1835 1437 3 666.3353 3.49
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1039.5095 YKPPSFTEA 2639.5930 1039.5087 19.8424 1434 1 1039.5087 ‐0.1890
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 693.2951 EHGNTPG 5015.1160 693.2937 14.4967 1427 1 693.2937 ‐1.6837
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1086.5677 PDLSDVELAK 309.4682 1086.5736 21.1396 975 2 543.7904 4.45
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 51051.9200 20635.5059 54 62.98 None 1347.5713 EHGNTPGYYDGR 547.5190 1347.5723 16.4306 2004 2 674.2898 0.6007
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 405007.1000 1548.8068 18.7796 1516269 2 774.9070 ‐1.6002
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 110699.7000 2080.9950 21.1172 290935 3 694.3365 ‐0.4680
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 47541.6700 2086.0298 19.8442 118691 2 1043.5185 ‐0.6762
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 914.4229 YWTMWK 23618.1500 914.4209 18.1550 117004 2 457.7141 ‐2.5695
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1939.9899 FETLSYLPDLSDVELAK 90694.5300 1939.9887 21.3246 114406 2 970.4980 ‐0.5707
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 935.4945 IIGFDNTR 9796.8990 935.4940 15.1486 8117 2 468.2506 ‐0.8785
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1080.5837 KEYPGAFIR 1327.4010 1080.5717 15.8254 5902 2 540.7895 ‐11.3243
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 924.5666 VWPPIGKK 635.4261 924.5685 16.3157 1371 1 924.5685 2.52
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 2068.0849 KFETLSYLPDLSDVELAK 60396.7900 2068.0833 20.4656 164977 3 690.0326 ‐1.2361
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 2196.1798 KKFETLSYLPDLSDVELAK 21019.1200 2196.1791 19.5058 64891 3 732.7312 ‐0.7327
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 751.3596 WTMWK 1162.7370 751.3580 18.1637 12924 1 751.3580 ‐1.7964
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1086.5677 PDLSDVELAK 1138.2130 1086.5662 20.4781 12017 1 1086.5662 ‐0.5843
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 565.2803 TMWK 2020.6020 565.2801 18.1467 6196 1 565.2801 ‐0.4140
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 854.4294 FETLSYL 250.7415 854.4324 20.1147 5062 1 854.4324 3.00
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(6) 688.3487 LPLFGC 129.1853 688.3521 19.0730 3757 1 688.3521 5.1181
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 952.4887 EYPGAFIR 2506.2980 952.4882 15.8216 2551 2 476.7477 ‐0.8638
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1480.7206 FETLSYLPDLSDV 163.0882 1480.7219 19.7043 2263 2 740.8646 0.7738
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1179.4520 1190.5537 18.7821 2135 1 1190.5537 3.68
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1198.8920 1289.6206 18.7786 2128 1 1289.6206 1.79
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1110.5466 AYKPPSFTEA 1656.7880 1110.5423 19.8546 2079 1 1110.5423 ‐3.0674
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 709.3264 GFDNTR 320.6955 709.3235 15.1462 1773 1 709.3235 ‐3.9260



NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 Carbamidomethyl+C(4) 1996.9837 QVQCISFIAYKPPSFTE 353.9853 1996.9913 20.1835 1437 3 666.3353 3.68
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1189.6616 KKFETLSYLP 182.1928 1189.6614 22.0796 1060 2 595.3343 ‐0.3834
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1068.5572 PDLSDVELAK 68.2250 1068.5514 23.2683 1053 1 1068.5514 ‐4.6332
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 1296.6371 FELEHGFVYR 189.5749 1296.6326 20.3452 950 1 1296.6326 ‐2.3527
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 55903.6300 20635.5059 54 62.98 None 2050.0743 KFETLSYLPDLSDVELAK 355.1244 2050.0847 20.9537 1182 2 1025.5460 5.1732
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 275264.6000 1548.8068 18.7796 1516269 2 774.9070 ‐1.5047
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 935.4945 IIGFDNTR 56434.7700 935.4924 22.4499 567688 2 468.2499 ‐2.7624
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 97188.1100 2080.9950 21.1172 290935 3 694.3365 ‐0.2513
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 952.4887 EYPGAFIR 8783.5530 952.4868 24.1688 199909 2 476.7470 ‐2.5353
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 907.4884 EVDYLLR 55334.0200 907.4867 24.4991 166588 2 454.2470 ‐2.4180
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 914.4229 YWTMWK 53560.8300 914.4209 18.1550 117004 2 457.7141 ‐2.7642
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1365.5818 EHGNTPGYYDGR 50954.7900 1365.5823 14.5015 22997 3 455.8656 0.0622
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1954.0056 FETLSYLPDLTDVELAK 6150.5390 1954.0073 21.5266 15123 2 977.5073 1.20
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 924.5666 VWPPIGKK 2226.2290 924.5685 16.3157 1371 1 924.5685 2.18
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 2082.1005 KFETLSYLPDLTDVELAK 5195.7760 2082.1009 20.6550 44106 3 694.7052 ‐0.0572
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 2210.1955 KKFETLSYLPDLTDVELAK 765.7800 2210.2034 20.1268 1643 4 553.3063 3.10
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 709.3264 GFDNTR 20797.2500 709.3254 22.4482 116047 1 709.3254 ‐1.1510
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 822.4104 IGFDNTR 2276.8390 822.4082 22.4575 47419 1 822.4082 ‐2.4307
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 660.3828 PGAFIR 1947.7130 660.3815 24.1650 34105 1 660.3815 ‐1.6484
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 652.3049 FDNTR 709.8387 652.3021 22.4423 6997 1 652.3021 ‐4.0819
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 565.2803 TMWK 2768.0690 565.2801 18.1467 6196 1 565.2801 ‐0.2717
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 564.3504 YLLR 162.6996 564.3501 23.7500 5277 1 564.3501 ‐0.3493
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 Carbamidomethyl+C(6) 688.3487 LPLFGC 133.4206 688.3521 19.0730 3757 1 688.3521 5.1797
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1296.6371 FELEHGFVYR 199.0432 1296.6331 20.4716 3539 2 648.8202 ‐3.3469
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1100.5834 PDLTDVELAK 138.3990 1100.5805 20.6747 3286 1 1100.5805 ‐2.0138
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1376.7308 YLPDLTDVELAK 163.3715 1376.7336 20.3199 3180 2 688.8704 1.66
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1003.5800 1190.5537 18.7821 2135 1 1190.5537 2.89
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 693.2951 EHGNTPG 5015.1160 693.2937 14.4967 1427 1 693.2937 ‐1.6837
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 40936.9300 20571.4625 45 59.12 None 1347.5713 EHGNTPGYYDGR 547.5190 1347.5723 16.4306 2004 2 674.2898 0.6007
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 405007.1000 1548.8068 18.7796 1516269 2 774.9070 ‐1.6002
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 110699.7000 2080.9950 21.1172 290935 3 694.3365 ‐0.4680
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 914.4229 YWTMWK 23618.1500 914.4209 18.1550 117004 2 457.7141 ‐2.5695
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 1954.0056 FETLSYLPDLTDVELAK 8652.1960 1954.0073 21.5266 15123 2 977.5073 0.9510
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 935.4945 IIGFDNTR 9796.8990 935.4940 15.1486 8117 2 468.2506 ‐0.8785
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 1080.5837 KEYPGAFIR 1327.4010 1080.5717 15.8254 5902 2 540.7895 ‐11.3243
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 2754.3875 MASSMLSSAAVVTSPAQATMVAPFT 698.2877 2754.4037 23.3298 3348 3 918.8061 5.39
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 924.5666 VWPPIGKK 635.4261 924.5685 16.3157 1371 1 924.5685 2.52
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 2082.1005 KFETLSYLPDLTDVELAK 7769.5240 2082.1009 20.6550 44106 3 694.7052 ‐0.2735
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 2210.1955 KKFETLSYLPDLTDVELAK 864.5905 2210.2034 20.1268 1643 4 553.3063 3.56
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 751.3596 WTMWK 1162.7370 751.3580 18.1637 12924 1 751.3580 ‐1.7964
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 565.2803 TMWK 2020.6020 565.2801 18.1467 6196 1 565.2801 ‐0.4140
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 Carbamidomethyl+C(6) 688.3487 LPLFGC 129.1853 688.3521 19.0730 3757 1 688.3521 5.1181
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 1100.5834 PDLTDVELAK 138.9185 1100.5805 20.6747 3286 1 1100.5805 ‐1.8049
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 1376.7308 YLPDLTDVELAK 148.2889 1376.7336 20.3199 3180 2 688.8704 1.97
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 952.4887 EYPGAFIR 2506.2980 952.4882 15.8216 2551 2 476.7477 ‐0.8638
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1179.4520 1190.5537 18.7821 2135 1 1190.5537 3.68
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1198.8920 1289.6206 18.7786 2128 1 1289.6206 1.79
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 709.3264 GFDNTR 320.6955 709.3235 15.1462 1773 1 709.3235 ‐3.9260
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 1296.6371 FELEHGFVYR 189.5749 1296.6326 20.3452 950 1 1296.6326 ‐2.3527
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 43578.1200 20571.4625 45 59.12 None 2737.3609 MASSMLSSAAVVTSPAQATMVAPFT 340.6540 2737.3708 23.8966 888 3 913.1285 3.40
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 651.8422 11927.5146 3 28.83 None 2577.2063 AVELDTESDGSQIQSGLAEWTGQR 2463.9060 2577.2137 32.1152 8126 3 859.7428 2.11
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 651.8422 11927.5146 3 28.83 Carbamidomethyl+C(3)
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 651.8422 11927.5146 3 28.83 None 1473.7445 QIQSGLAEWTGQR 826.4631 1473.7471 32.0862 2916 2 737.3772 1.40
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 1690.8130 AEGESEAAQLISDATAK 4568.0560 1690.8175 29.2711 10054 2 845.9124 2.00
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 1168.6936 VLPSIGNEVLK 6016.3270 1168.6881 17.2717 7722 2 584.8477 ‐5.0601
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 2368.2143 AAFGLGTAATVLNTSLFTVDGGER 2082.0690 2368.2169 22.6949 5201 3 790.0772 0.8667
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 1520.8067 GSQQAAVSFLSNLAK 738.2779 1520.7784 20.9768 1817 3 507.5976 ‐18.9053
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 2574.3708 TKPHTFSSISGTKDLQMVNLTLR 310.5271 2574.3143 20.9027 1564 3 858.7763 ‐22.2027
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 2350.2038 AAFGLGTAATVLNTSLFTVDGGER 627.1088 2350.2055 23.4230 2377 2 1175.6064 1.70
NP_198893.1 prohibitin 3 Arabidopsis thaliana 765.4241 30399.8826 7 24.19 None 1503.7802 GSQQAAVSFLSNLAK 268.5746 1503.7764 22.2400 1621 2 752.3918 ‐2.5861
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1702.8858 VVDLSASLNAAEEEKK 2694.2400 1702.8891 31.3133 3927 2 851.9482 2.0977
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1035.4966 DIHETHQR 262.3310 1035.5022 19.2249 8896 2 518.2548 4.82
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1387.7176 TTVVEQLEAQNR 596.7776 1387.7326 25.4640 5122 2 694.3699 10.65
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1262.6409 ETLMGLGEEKR 597.3639 1262.6310 23.2451 2972 2 631.8192 ‐8.0760
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1766.8933 DLFSLRDIHETHQR 253.4877 1766.8637 21.5700 1555 2 883.9355 ‐16.5288
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1974.0073 TTVVEQLEAQNREMVAR 962.4186 1973.9618 22.4415 1297 2 987.4845 ‐22.6903
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1595.7521 DIHETHQRESSTR 226.6635 1595.7365 25.1480 1056 2 798.3719 ‐9.7602
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1551.7505 VREDEKEKEMMK 301.7867 1551.7819 28.8481 1028 2 776.3946 20.2109
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 886.5217 TVVARGQR 1321.9920 886.5234 27.6453 7601 1 886.5234 2.04
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1711.8320 TTVVEQLEAQNREMV 597.8568 1711.8345 23.6543 8544 3 571.2830 1.25
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1052.5115 EKEKEMMK 312.4618 1052.5150 28.1040 8107 2 526.7611 2.80
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1081.5524 TTVVEQLEAQ 765.4531 1081.5535 26.8051 2934 2 541.2804 0.6286
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1955.9967 TTVVEQLEAQNREMVAR 524.5573 1955.9943 22.5600 2113 2 978.5008 ‐0.9111
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 1577.7415 DIHETHQRESSTR 330.1263 1577.7412 25.9059 1281 2 789.3742 ‐0.2013
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 91.9449 182148.9940 19 1.58 None 868.5112 TVVARGQR 113.4890 868.5126 30.1072 891 2 434.7599 1.0081
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 29.8727 182148.9940 19 1.58 None 1702.8858 VVDLSASLNAAEEEKK 1166.6330 1702.8891 31.3133 3927 2 851.9482 2.44
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 29.8727 182148.9940 19 1.58 None 1046.5728 VTEQVLTEK 692.1555 1046.5734 24.1066 1598 2 523.7904 0.0684



NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 29.8727 182148.9940 19 1.58 None 1004.5445 GMIKEIADK 317.3555 1004.5531 19.2056 1202 2 502.7802 8.0313
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 29.8727 182148.9940 19 1.58 None 490.2871 LTEK 54.9543 490.2845 23.0735 3999 1 490.2845 ‐5.1576
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1787.9902 IINEPTAAAIAYGLDKK 68546.5900 1787.9891 17.3851 105545 3 596.6679 ‐0.8716
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1228.6280 VEIIANDQGNR 33656.5500 1228.6270 18.0758 35035 2 614.8171 ‐1.1378
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1659.8952 IINEPTAAAIAYGLDK 41297.8800 1659.8961 30.2947 26616 2 830.4517 0.6216
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1494.7223 ITPSWVGFTDSER 39701.3900 1494.7224 18.0536 23060 2 747.8648 ‐0.0210
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1564.8291 VFSPEEISAMILTK 57534.0300 1564.8298 21.9015 22537 2 782.9186 0.4608
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1907.0021 IKDAVVTVPAYFNDAQR 31044.6400 1907.0029 17.2163 18981 3 636.3392 0.1450
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1345.6457 NALETYVYNMK 22603.5900 1345.6465 28.6239 17938 2 673.3269 0.4540
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1155.6480 DAGVIAGLNVAR 12904.1200 1155.6501 26.3390 17288 2 578.3287 1.31
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 6458.0040 2103.1266 18.4902 15425 3 701.7137 ‐0.2921
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 2045.4470 1861.9479 31.8204 15305 2 931.4776 0.3852
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 2019.0281 VEIESLFDGVDLSEPLTR 38281.9100 2019.0272 38.4841 14863 2 1010.0172 ‐0.0409
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1550.7962 AVVTVPAYFNDAQR 10576.3000 1550.7967 28.1757 13621 2 775.9020 0.3001
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1296.6219 FEELNNDLFR 10663.1100 1296.6211 29.4299 11797 2 648.8142 ‐0.8198
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1665.8231 DAVVTVPAYFNDAQR 4983.3420 1665.8146 29.0202 11165 2 833.4109 ‐5.0296
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1473.7907 SQIDEIVLVGGSTR 42476.9100 1473.7915 28.5131 10434 2 737.3994 0.4589
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 2498.0841 EALEWLDENQNSEKEEYDEK 6893.4140 2498.0858 26.9749 9710 3 833.3668 0.4194
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1073.6354 LVPYQIVNK 14073.3100 1073.6363 15.6691 8224 2 537.3218 0.4330
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1210.5739 DFFEGKEPNK 7519.5300 1210.5734 19.8175 4836 2 605.7903 ‐0.7008
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1240.6242 MKETAEAYLGK 9625.4610 1240.6256 19.1621 4746 2 620.8164 0.8278
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 1084.6020 2102.0760 20.1121 4558 2 1051.5416 ‐3.2732
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1536.7513 NGHVEIIANDQGNR 1721.9790 1536.7515 17.1735 3918 3 512.9220 ‐0.1526
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 981.4888 ETAEAYLGK 5250.6370 981.4888 18.6860 3253 2 491.2480 ‐0.4329
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1248.6470 GTPQIEVTFEK 243.4292 1248.6264 26.6340 2114 2 624.8168 ‐16.8263
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 998.5014 NQAAVNPER 246.3626 998.5251 16.5553 1089 2 499.7662 23.2943
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1523.7601 ARFEELNNDLFR 2070.6290 1523.7622 28.4877 13183 3 508.5923 1.1211
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 2016.9695 NALETYVYNMKNQVSDK 666.6700 2016.9691 21.1918 1458 2 1008.9882 0.1902
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 907.5247 IAYGLDKK 189.4268 907.5259 16.2877 22776 2 454.2666 0.6933
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 817.3913 YVYNMK 77.2796 817.3887 26.9971 2626 1 817.3887 ‐2.7683
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 474.3286 ILTK 222.1322 474.3278 23.5764 2279 1 474.3278 ‐1.5857
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1416.7005 NEPTAAAIAYGLDK 461.1353 1416.7020 30.2742 1965 2 708.8547 0.9410
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 295.5634 1334.6922 30.6107 1650 2 667.8497 2.91
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 778.3842 NNDLFR 238.2921 778.3835 28.4676 1517 1 778.3835 ‐0.5606
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 774.3489 ANDQGNR 1092.8010 774.3517 18.0767 1517 1 774.3517 3.72
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 887.4330 IANDQGNR 1456.2130 887.4299 18.0848 1274 1 887.4299 ‐3.0570
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 861.4829 PYQIVNK 4056.0130 861.4837 15.6563 1018 1 861.4837 1.20
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1157.6565 IKDAVVTVPAY 246.7972 1157.6618 17.6035 978 2 579.3345 4.00
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1208.5728 YNMKNQVSDK 210.1366 1208.5706 22.8503 785 3 403.5284 ‐2.1070
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1647.8125 DAVVTVPAYFNDAQR 291.7956 1647.8153 28.0398 2912 2 824.4113 1.07
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1137.6375 DAGVIAGLNVAR 531.0873 1137.6394 24.6515 2572 2 569.3234 1.78
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 11652.0000 67685.6184 76 41.76 None 1192.5633 DFFEGKEPNK 204.7691 1192.5653 21.5217 2054 1 1192.5653 2.22
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1659.8952 IINEPTAAAIAYGLDK 26428.2100 1659.8961 30.2947 26616 2 830.4517 0.7819
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1345.6457 NALETYVYNMK 23055.3200 1345.6465 28.6239 17938 2 673.3269 0.4943
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1155.6480 DAGVIAGLNVAR 13725.8600 1155.6501 26.3390 17288 2 578.3287 1.09
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3451.3540 1861.9479 31.8204 15305 2 931.4776 0.6225
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 2019.0281 VEIESLFDGVDLSEPLTR 31755.6600 2019.0272 38.4841 14863 2 1010.0172 0.2564
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1550.7962 AVVTVPAYFNDAQR 17874.5100 1550.7967 28.1757 13621 2 775.9020 0.4187
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1296.6219 FEELNNDLFR 8241.5490 1296.6211 29.4299 11797 2 648.8142 ‐0.7981
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1665.8231 DAVVTVPAYFNDAQR 5811.5180 1665.8146 29.0202 11165 2 833.4109 ‐4.8671
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1473.7907 SQIDEIVLVGGSTR 38292.9300 1473.7915 28.5131 10434 2 737.3994 0.5481
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1240.6242 MKETAEAYLGK 5647.2050 1240.6256 19.1621 4746 2 620.8164 0.8281
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1248.6470 GTPQIEVTFEK 176.3002 1248.6264 26.6340 2114 2 624.8168 ‐16.8229
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1564.8291 VFSPEEISAMILTK 188.0975 1564.8019 31.7338 1498 2 782.9046 ‐17.2857
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1374.7111 LADKLEGDEKEK 496.8817 1374.7150 22.2542 3136 2 687.8611 2.33
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 817.3913 YVYNMK 79.2878 817.3887 26.9971 2626 1 817.3887 ‐2.7637
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 328.2679 1334.6922 30.6107 1650 2 667.8497 2.53
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 778.3842 NNDLFR 452.7912 778.3835 28.4676 1517 1 778.3835 ‐0.5261
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 705.3414 GDEKEK 161.2116 705.3395 20.8906 1152 1 705.3395 ‐2.2757
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1647.8125 DAVVTVPAYFNDAQR 264.3309 1647.8153 28.0398 2912 2 824.4113 1.64
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1137.6375 DAGVIAGLNVAR 520.4428 1137.6394 24.6515 2572 2 569.3234 1.88
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4184.8070 67685.6184 76 41.76 None 1648.7966 DAVVTVPAYFNDAQR 476.8777 1648.7968 30.3680 870 2 824.9020 0.3703
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1787.9902 IINEPTAAAIAYGLDKK 92574.2300 1787.9891 17.3851 105545 3 596.6679 ‐1.1977
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1494.7223 ITPSWVGFTDSER 45318.8200 1494.7224 18.0536 23060 2 747.8648 ‐0.0918
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1564.8291 VFSPEEISAMILTK 98353.6800 1564.8298 21.9015 22537 2 782.9186 0.3579
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1907.0021 IKDAVVTVPAYFNDAQR 37507.5900 1907.0029 17.2163 18981 3 636.3392 ‐0.1367
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 7683.4420 2103.1266 18.4902 15425 3 701.7137 ‐0.5005
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1073.6354 LVPYQIVNK 15090.7500 1073.6363 15.6691 8224 2 537.3218 0.5549
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 916.4527 2102.0760 20.1121 4558 2 1051.5416 ‐3.6219
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 981.4888 ETAEAYLGK 277.1819 981.5034 18.7648 1378 1 981.5034 15.5942
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 998.5014 NQAAVNPER 123.2270 998.5251 16.5553 1089 2 499.7662 23.4505
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 907.5247 IAYGLDKK 137.7901 907.5259 16.2877 22776 2 454.2666 0.8912
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1674.9061 INEPTAAAIAYGLDKK 401.6032 1674.9096 17.5262 3538 3 558.9747 1.65
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1447.7791 EPTAAAIAYGLDKK 9987.3080 1447.7778 17.4216 2581 2 724.3925 ‐1.0609
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 861.4829 PYQIVNK 3394.6160 861.4837 15.6563 1018 1 861.4837 1.40
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1157.6565 IKDAVVTVPAY 198.8574 1157.6618 17.6035 978 2 579.3345 4.34
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1318.6923 SPEEISAMILTK 1569.0010 1318.6849 21.9216 772 1 1318.6849 ‐4.4292



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7751.1230 67685.6184 76 41.76 None 1546.8185 VFSPEEISAMILTK 567.6229 1546.8170 21.6228 1738 2 773.9121 ‐1.0986
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 943.5459 LSVPVSDVK 10990.0700 943.5444 21.8905 55845 2 472.2759 ‐2.1740
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 38029.9700 1645.7950 22.5206 28204 3 549.2699 ‐0.8282
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 1999.0243 NGEWTIVQGLPIDDASRK 259.0058 1999.0356 27.7151 19736 3 667.0167 5.72
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 859.4632 ALGQVSER 245.3019 859.4721 22.5962 1253 1 859.4721 10.36
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 1177.6133 KMDLTAEELK 676.5089 1177.6051 25.2877 5832 2 589.3062 ‐7.3301
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 830.4618 SVPVSDVK 6370.2800 830.4632 21.8988 3962 1 830.4632 2.0152
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 Carbamidomethyl+C(11) 1532.7122 SSALSAASSACDHIR 2990.2990 1532.7156 22.5108 2028 2 766.8615 2.53
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 Carbamidomethyl+C(10) 1445.6802 SALSAASSACDHIR 288.9982 1445.6772 23.5776 2014 2 723.3422 ‐2.1077
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 Carbamidomethyl+C(7) 1174.5270 SAASSACDHIR 243.0389 1174.5212 22.5706 961 2 587.7642 ‐5.3121
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 1981.0138 NGEWTIVQGLPIDDASRK 308.9482 1981.0184 27.9890 1615 3 661.0110 2.45
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 2150.6470 36017.3599 11 18.37 None 1159.6027 KMDLTAEELK 173.4920 1159.6076 25.4829 1439 2 580.3075 3.62
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEV 3325.8400 2860.5210 30.2715 8909 3 954.1785 0.0195
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 1099.6146 TQVPWLVEK 1267.5170 1099.6134 28.3233 8805 2 550.3103 ‐1.5324
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 3716.2690 2256.2235 22.1993 8760 2 1128.6154 0.6221
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 2205.5870 1999.9660 17.4678 6320 3 667.3268 3.16
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 1379.6770 SATGVGIMMNDRK 457.6342 1379.6790 20.3384 2314 2 690.3431 1.36
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 1899.0334 PLVIEDVQVAPPQAGEVR 1926.8860 1899.0250 30.2961 10124 2 950.0161 ‐4.1795
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 684.3352 AAVAYEP 292.8307 684.3354 29.8688 2410 1 684.3354 0.5219
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 616.9921 41554.2214 20 23.75 None 1325.6736 VEPGSNVAIFGLGT 696.1343 1325.6693 22.9122 1399 2 663.3383 ‐3.4164
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEV 2015.5810 2860.5210 30.2715 8909 3 954.1785 ‐0.0636
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 1099.6146 TQVPWLVEK 1091.1490 1099.6134 28.3233 8805 2 550.3103 ‐1.5859
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 2767.3150 1431.7123 28.4453 5286 2 716.3598 5.1021
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 1379.6770 SATGVGIMMNDRK 665.1307 1379.6790 20.3384 2314 2 690.3431 1.69
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 1150.5891 FGVNEFVNPK 136.5596 1150.6124 22.3445 7418 2 575.8099 19.8613
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 1251.5820 SATGVGIMMNDR 2238.9800 1251.5894 23.1173 5633 2 626.2983 5.24
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 1858.9545 VDEYITHNLTLGEINK 506.5371 1858.9677 26.7277 3228 2 929.9875 7.53
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 None 784.3988 GTAFGGFK 2412.3620 784.4056 21.0146 1565 1 784.4056 9.0032
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 426.7344 41554.2214 20 23.75 Carbamidomethyl+C(9) 1360.6678 FDLLHEGTCLR 264.0468 1360.6646 28.4380 1094 2 680.8359 ‐2.5104
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 674.0510 41554.2214 20 23.75 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 8620.2290 2256.2235 22.1993 8760 2 1128.6154 0.2029
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 674.0510 41554.2214 20 23.75 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 2857.6380 1999.9660 17.4678 6320 3 667.3268 3.47
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 674.0510 41554.2214 20 23.75 Oxidation+M(11) 2022.0728 TQVPWLVEKYMNKEIK 388.9076 2022.0821 21.8303 8194 3 674.6989 4.0766
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 2303.2394 VFDGQVSQGQLIAVPQGFSVVK 8291.3190 2303.2418 19.8634 11409 3 768.4188 0.8058
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 2639.4079 ADVYKPQLGYISTLNSYDLPILR 1459.9010 2639.4062 21.4549 10312 3 880.4736 ‐0.8846
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1357.7151 GLYLPSFFNTAK 1769.1450 1357.7149 20.9287 9763 2 679.3611 ‐0.2618
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 983.4985 FQWVEFK 1860.7380 983.4983 18.7037 9680 2 492.2528 ‐0.6921
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1343.7026 TNANAQINTLAGR 6834.8610 1343.7025 19.7838 9393 2 672.3549 ‐0.2285
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 Carbamidomethyl+C(5) 2067.9441 VIPGCAETFQDSSEFQPR 7629.3770 2067.9486 26.7924 8193 2 1034.4780 2.69
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1435.8532 VQGPFGVIRPPLR 1668.3600 1435.8469 17.9339 7556 3 479.2872 ‐4.6685
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1500.7706 IEVWDHHAPQLR 792.8732 1500.7687 23.2744 3700 3 500.9277 ‐1.5629
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 Carbamidomethyl+C(13) 2365.1619 IEVWDHHAPQLRCSGVSFAR 521.3366 2365.1416 23.3273 2530 2 1183.0744 ‐7.8850
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1258.6440 VWDHHAPQLR 543.0802 1258.6451 25.1770 2349 2 629.8262 0.6513
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 708.3715 WVEFK 2074.3600 708.3740 18.6718 2175 1 708.3740 3.89
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 Carbamidomethyl+C(5) 1359.6950 PQLRCSGVSFAR 350.0630 1359.6887 22.1734 1529 2 680.3480 ‐4.8671
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 861.4829 PQGFSVVK 945.3727 861.4793 18.4453 1464 1 861.4793 ‐3.7303
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 1361.0130 52937.2947 21 27.12 None 1128.6120 ANAQINTLAGR 186.8544 1128.6088 19.1673 900 2 564.8080 ‐3.2070
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 1343.7026 TNANAQINTLAGR 7179.1430 1343.7025 19.7838 9393 2 672.3549 ‐0.1889
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 Carbamidomethyl+C(5) 2067.9441 VIPGCAETFQDSSEFQPR 4155.6480 2067.9486 26.7924 8193 2 1034.4780 2.28
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 1500.7706 IEVWDHHAPQLR 1139.4240 1500.7687 23.2744 3700 3 500.9277 ‐1.3368
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 2001.0049 SEAGRIEVWDHHAPQLR 197.7164 2000.9960 28.0982 881 3 667.6702 ‐4.5905
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 1258.6440 VWDHHAPQLR 293.6751 1258.6451 25.1770 2349 2 629.8262 0.6585
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 1128.6120 ANAQINTLAGR 174.0041 1128.6088 19.1673 900 2 564.8080 ‐3.2494
NP_199225.1 12S seed storage protein CRU1 Arabidopsis thaliana 485.8448 52937.2947 21 27.12 None 1482.7601 IEVWDHHAPQLR 203.5441 1482.7527 21.3822 1575 2 741.8800 ‐4.9360
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 643.0092 50393.5293 5 11.49 None 1696.8329 NSSYFVEWIPNNVK 5661.2520 1696.8362 19.7400 6636 2 848.9217 1.41
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 643.0092 50393.5293 5 11.49 None 1139.6935 LAVNLIPFPR 16126.0200 1139.6951 20.3057 5361 2 570.3512 1.0686
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 643.0092 50393.5293 5 11.49 None 1215.5827 VSEQFTAMFR 1763.5810 1215.5829 17.9733 5257 2 608.2951 ‐0.0901
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 643.0092 50393.5293 5 11.49 None 1919.8990 MASTFIGNSTSIQEMFR 1290.0180 1919.9059 20.3201 3617 2 960.4566 3.26
NP_199247.1 tubulin beta 4 chain Arabidopsis thaliana 643.0092 50393.5293 5 11.49 None 2798.3434 SGPFGQIFRPDNFVFGQSGAGNNWA 208.1633 2798.3561 25.6447 3389 2 1399.6817 4.98
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 763.4461 FALVSAR 1616.2230 763.4454 20.1427 20408 1 763.4454 ‐0.5688
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1687.8472 IAGADVPMPYAANLER 9920.3960 1687.8489 29.2228 13478 2 844.4281 1.1213
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1191.6004 VLAPYSAEDAR 33914.9500 1191.6002 19.7953 11988 2 596.3037 ‐0.5331
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1705.7585 DALNSAIDEEMSADPK 9868.4690 1705.7608 27.4727 10718 2 853.3840 1.27
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1513.8220 LAEEGISAEVINLR 42171.8800 1513.8229 30.0926 10346 2 757.4151 0.5025
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1804.8574 VFVMGEEVGQYQGAYK 1347.3170 1804.8597 28.3144 5114 2 902.9335 1.01
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1009.5564 DVTIVTFSK 4504.6110 1009.5556 26.0024 4108 2 505.2814 ‐1.2995
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 Carbamidomethyl+C(34) 4338.1527 AAIRDPDPVVFLENELLYGESFPISEEAL 388.0431 4338.1433 25.4879 2160 4 1085.2913 ‐1.0936
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 700.3512 LAEEGIS 377.4381 700.3505 31.9915 3023 1 700.3505 ‐0.7255
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 572.2675 DALNSA 90.8923 572.2655 25.8203 2048 1 572.2655 ‐3.2628
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 500.2867 FALVS 87.3081 500.2873 20.6869 1951 1 500.2873 1.39
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 1092.5320 LAPYSAEDAR 329.8683 1092.5349 20.5696 983 2 546.7711 2.46
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3770.3540 39461.0815 22 35.26 None 991.5459 DVTIVTFSK 151.9675 991.5498 25.8387 1780 2 496.2786 3.75
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1687.8472 IAGADVPMPYAANLER 7481.7590 1687.8489 29.2228 13478 2 844.4281 1.22
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1191.6004 VLAPYSAEDAR 19951.0600 1191.6002 19.7953 11988 2 596.3037 ‐0.5515
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1513.8220 LAEEGISAEVINLR 21015.6300 1513.8229 30.0926 10346 2 757.4151 0.6070
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1804.8574 VFVMGEEVGQYQGAYK 2056.9400 1804.8597 28.3144 5114 2 902.9335 1.57
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1009.5564 DVTIVTFSK 2888.3390 1009.5556 26.0024 4108 2 505.2814 ‐1.3874
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 831.4683 ATINASVR 101.7031 831.4579 24.1683 2182 1 831.4579 ‐12.1416



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 700.3512 LAEEGIS 293.6634 700.3505 31.9915 3023 1 700.3505 ‐0.6312
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 1092.5320 LAPYSAEDAR 194.1879 1092.5349 20.5696 983 2 546.7711 2.84
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1909.3890 39461.0815 22 35.26 None 991.5459 DVTIVTFSK 165.8073 991.5498 25.8387 1780 2 496.2786 3.27
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(6) 2073.0784 VILAECILPETPDSSLSTK 7358.8530 2073.0720 32.5033 11279 2 1037.0396 ‐2.6607
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(11) 1877.8732 NEDGVSIAALCLMNQDK 4766.3960 1877.8761 32.1512 10427 2 939.4417 1.14
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1259.6630 DAILDGGIPFNK 16245.1300 1259.6631 29.7073 10241 2 630.3352 ‐0.2151
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1141.5670 NPEAPVMLDR 9228.5490 1141.5652 22.3307 10031 2 571.2862 ‐1.9542
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 18554.9300 1513.7679 16.9273 9241 2 757.3876 ‐0.0522
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(3) 1689.9244 VVCDAFGVNLIELLK 9992.3460 1689.9252 23.6557 8492 2 845.4662 0.5361
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(8) 1006.5391 IYGLGPVCK 10493.2400 1006.5383 15.5757 4311 2 503.7728 ‐1.2727
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(2) 1311.5522 NCYESLPEDGK 4579.6240 1311.5532 18.7098 3539 2 656.2803 0.5826
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1165.6099 TEKEFEALAK 1077.0160 1165.6127 19.7790 2196 2 583.3100 1.41
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(7) 2160.0801 QVVHVDCIMLAHNPGGKER 286.2149 2160.1082 32.8922 761 3 720.7076 12.15
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1580.8465 LPTKNPEAPVMLDR 929.9985 1580.8471 22.8111 3305 3 527.6206 0.1186
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 Carbamidomethyl+C(6) 1099.5201 YSVLTCSNR 375.3870 1099.5180 16.5149 2005 2 550.2626 ‐2.3515
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1387.7315 ILPETPDSSLSTK 275.5802 1387.7388 32.0938 1417 2 694.3731 5.1401
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 2920.6510 40131.2842 19 38.29 None 1241.6525 DAILDGGIPFNK 235.8783 1241.6568 29.3395 852 2 621.3320 3.24
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 960.5156 40131.2842 19 38.29 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 10645.0500 1513.7679 16.9273 9241 2 757.3876 ‐0.1317
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 960.5156 40131.2842 19 38.29 Carbamidomethyl+C(3) 1689.9244 VVCDAFGVNLIELLK 7033.8060 1689.9252 23.6557 8492 2 845.4662 0.3760
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 960.5156 40131.2842 19 38.29 Carbamidomethyl+C(8) 1006.5391 IYGLGPVCK 9209.2660 1006.5383 15.5757 4311 2 503.7728 ‐1.1202
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 960.5156 40131.2842 19 38.29 None 1891.0171 GFEGLTSLVDVGGGIGATLK 1007.8800 1891.0163 21.8376 4209 2 946.0118 ‐0.4211
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thalia 960.5156 40131.2842 19 38.29 None 1141.5670 NPEAPVMLDR 173.3424 1141.5884 18.6564 1730 2 571.2978 18.4596
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1102.1610 21795.8635 5 35.78 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 3433.7140 2594.2787 23.0710 9104 3 865.4311 0.2840
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1102.1610 21795.8635 5 35.78 None 1779.9276 LWQVPETLHEEALSK 5392.7630 1779.9289 28.9522 7450 3 593.9812 0.5012
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1102.1610 21795.8635 5 35.78 None 1456.6451 GGSPYGAGTFAGDGSR 3846.2680 1456.6457 20.2360 6074 2 728.8265 0.3086
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1102.1610 21795.8635 5 35.78 None 1857.0076 LAEEIRKGAASVEGVEAK 484.9854 1857.0194 17.3802 1179 3 619.6780 6.0725
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1102.1610 21795.8635 5 35.78 None 1255.5702 PYGAGTFAGDGSR 224.6630 1255.5730 20.6704 1068 2 628.2901 1.14
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1402.7940 LFNAVAAEDLIVK 1754.9850 1402.7921 19.6866 11155 2 701.8997 ‐1.5548
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 8438.2760 2170.0933 36.6811 11072 3 724.0360 2.0977
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1418.6944 ALDMNTAEDAIVR 6714.0730 1418.6952 27.1914 10838 2 709.8513 0.4583
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1455.6793 MGPTFGAMMISGQK 3546.0690 1455.6824 18.2325 7226 2 728.3448 2.0427
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1284.6439 SIGMIDHVPGMK 2113.4190 1284.6457 26.1114 4182 2 642.8265 1.1309
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1844.9065 ATTAGYDLNAFTFDPIK 512.9122 1844.8715 19.7236 1066 3 615.6287 ‐19.2502
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1153.5380 TFGAMMISGQK 231.5457 1153.5436 17.1961 2463 2 577.2754 4.60
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1139.6095 LFNAVAAEDLI 326.3886 1139.6084 19.7305 1209 1 1139.6084 ‐0.3897
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1108.4946 ATTAGYDLNAF 309.9966 1108.4974 21.7087 1060 2 554.7523 2.1822
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1063.1150 36778.4092 22 25.79 None 1266.6333 SIGMIDHVPGMK 304.4830 1266.6342 27.7467 3063 2 633.8207 0.4151
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 844.9670 36778.4092 22 25.79 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 8720.9440 2170.0933 36.6811 11072 3 724.0360 2.1715
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 844.9670 36778.4092 22 25.79 None 1418.6944 ALDMNTAEDAIVR 6582.5380 1418.6952 27.1914 10838 2 709.8513 0.5265
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 844.9670 36778.4092 22 25.79 None 1284.6439 SIGMIDHVPGMK 2181.7200 1284.6457 26.1114 4182 2 642.8265 1.1480
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 844.9670 36778.4092 22 25.79 None 757.3839 EIDGAPR 148.0205 757.3803 38.0332 2691 1 757.3803 ‐4.4408
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 844.9670 36778.4092 22 25.79 None 1266.6333 SIGMIDHVPGMK 192.4776 1266.6342 27.7467 3063 2 633.8207 0.4254
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 1402.7940 LFNAVAAEDLIVK 1570.3840 1402.7921 19.6866 11155 2 701.8997 ‐1.5836
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 1455.6793 MGPTFGAMMISGQK 5581.9170 1455.6824 18.2325 7226 2 728.3448 1.97
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 1306.6824 HAALFTSTIMSK 289.5991 1306.6727 18.3916 4333 2 653.8400 ‐7.6510
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 2516.2667 ATTAGYDLNAFTFDPIKESIVSR 587.4923 2516.2936 23.8003 2856 2 1258.6504 10.52
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 Carbamidomethyl+C(6) 1943.9756 IVVSSCGHDGPFGATGVKR 317.0578 1944.0133 16.8952 1259 2 972.5103 19.4167
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 2421.2085 SFSVRATTAGYDLNAFTFDPIK 1493.0680 2421.1957 21.9944 14087 2 1211.1015 ‐5.0514
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 348.3480 36778.4092 22 25.79 None 2046.9556 SFSVRATTAGYDLNAFTFD 1007.9670 2046.9607 21.9756 6869 2 1023.9840 2.95
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 2564.3467 AAVSALQHQPVVNAVIDGDDIIYR 5571.1840 2564.3462 32.8967 8211 3 855.4536 ‐0.4478
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 586.3810 LLLDI 10137.1300 586.3806 34.6382 6159 1 586.3806 ‐0.5328
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 852.5666 GLVVPVIR 5781.3890 852.5649 17.4259 2535 2 426.7861 ‐2.5249
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 897.4829 EAVYFLR 2303.1610 897.4817 26.3142 1790 2 449.2445 ‐1.9233
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 1228.6208 SQYKDAFLEK 1032.0200 1228.6264 22.3076 1342 2 614.8168 4.60
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 2774.3739 LKDSQNTFALLTTFNEVDMTNLMK 493.6156 2774.4095 22.6640 10297 3 925.4747 12.81
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 1598.8020 ISTSADAVSHVAPSEK 564.8757 1598.8065 25.9954 952 3 533.6070 2.56
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 1508.7663 GSSSASGLGKSLQSSR 328.8207 1508.7598 24.2221 30358 2 754.8835 ‐4.3787
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 1396.6413 DADKMNFADIEK 876.2053 1396.6393 17.2937 2865 2 698.8233 ‐1.5757
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 1102.6004 AAVSALQHQPV 242.9831 1102.6046 32.3162 1400 1 1102.6046 4.73
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 722.3719 FADIEK 86.3930 722.3729 15.1354 912 1 722.3729 1.67
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxogluta 750.2520 50304.6848 12 14.22 None 2756.3634 LKDSQNTFALLTTFNEVDMTNLMK 678.1310 2756.3682 24.7532 5858 3 919.4609 1.87
NP_200615.1 temperature induced lipocalin TIL1 Arabidopsis thaliana 548.0749 21434.2876 4 15.59 None 1255.6106 WYEIASFPSR 3333.8460 1255.6114 18.1705 6045 2 628.3093 0.3850
NP_200615.1 temperature induced lipocalin TIL1 Arabidopsis thaliana 548.0749 21434.2876 4 15.59 None 1110.5313 AVEEGYDISK 2125.4900 1110.5320 17.9819 3617 2 555.7697 0.2248
NP_200615.1 temperature induced lipocalin TIL1 Arabidopsis thaliana 548.0749 21434.2876 4 15.59 None 971.4833 GFIEGSAYK 5146.3380 971.4815 20.5691 1896 2 486.2444 ‐2.2967
NP_200615.1 temperature induced lipocalin TIL1 Arabidopsis thaliana 548.0749 21434.2876 4 15.59 None 687.3784 GLNVER 171.9215 687.3935 17.2782 1549 1 687.3935 22.1426
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 1245.6838 SAIVQVDAAPFK 28536.3100 1245.6835 26.9021 18679 2 623.3454 ‐0.4710
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 965.4938 ADGYILEGK 40763.3800 965.4926 20.6024 12999 2 483.2499 ‐1.7736
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 959.4543 ELEFYMK 13773.8100 959.4544 26.6073 8844 2 480.2308 ‐0.4131
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 1190.6263 GEAVTTEEVKK 1036.4980 1190.6281 17.0193 5952 2 595.8177 1.1528
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 1639.7711 LDTGNFSWGSEAVTR 537.9915 1639.7893 33.2635 14540 2 820.3983 11.1503
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 2575.2318 LEMRQEGRALDSHLEEQFSSGR 707.5748 2575.2250 38.5041 5031 3 859.0799 ‐2.8539
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 717.3276 EFYMK 77.6702 717.3311 28.6151 4019 1 717.3311 5.1120
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 1227.6732 SAIVQVDAAPFK 179.2365 1227.6797 28.0417 914 2 614.3435 5.0393
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 3929.4960 23887.4363 9 36.19 None 1228.6572 SAIVQVDAAPFK 320.6093 1228.6517 28.1350 2435 2 614.8295 ‐4.7766
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 664.1971 30293.8839 1 5.69 None 1661.9109 SDIIVSPSILSANFAK 11664.9600 1661.9115 20.0892 10587 2 831.4594 0.4634
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1209.6110 VATTAQAFNSLS 1217.8080 1209.6138 25.6011 30756 2 605.3105 1.33
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1211.7358 LSVAISLIGNPK 265.5148 1211.7326 31.1183 24839 2 606.3699 ‐2.9830



NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1362.6933 GSALMQAVEESLK 4081.3730 1362.6909 25.2785 4257 2 681.8491 ‐1.9517
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1237.6423 NLTYQAADLTK 218.6682 1237.6549 22.3792 5688 2 619.3311 9.75
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 Carbamidomethyl+C(11) 1673.8680 LGIFVDGGLQCVGNPK 478.7704 1673.8356 33.0900 2638 2 837.4214 ‐19.0774
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1547.8064 SVSLFDGGVADKPAGK 251.3210 1547.8399 25.3183 1528 3 516.6182 21.5894
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1039.5055 TTAQAFNSLS 388.4408 1039.5050 25.5605 3381 1 1039.5050 ‐0.0797
NP_200982.1 ABC transporter A family member 10 Arabidopsis thaliana 100.2115 94600.8198 8 4.36 None 1194.7093 LSVAISLIGNPK 220.4018 1194.7065 31.1175 22648 2 597.8569 ‐2.6068
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 10507.1800 2242.1627 40.4239 9500 3 748.0591 ‐0.6005
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 1610.8384 TPGVDDITGEPLIQR 5969.3740 1610.8388 27.5800 9276 2 805.9230 0.2629
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 1617.8483 VLNFAIDDAILEER 11175.3300 1617.8469 35.2297 8301 2 809.4271 ‐0.8091
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 1085.6354 LIFIGPPGSGK 3306.5550 1085.6352 17.6265 6951 2 543.3212 ‐0.5811
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 2506.2164 MATGGAAADLEDVQTVDLMSELLR 135.0851 2506.1906 26.9809 921 3 836.0684 ‐10.5352
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2057.9680 27160.1083 15 24.80 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 533.7218 2224.1502 40.8623 1122 3 742.0549 ‐1.5048
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1622.8660 27160.1083 15 24.80 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 10208.5600 2242.1627 40.4239 9500 3 748.0591 ‐0.5430
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1622.8660 27160.1083 15 24.80 None 1610.8384 TPGVDDITGEPLIQR 7936.3680 1610.8388 27.5800 9276 2 805.9230 0.4044
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1622.8660 27160.1083 15 24.80 None 1617.8483 VLNFAIDDAILEER 4699.9750 1617.8469 35.2297 8301 2 809.4271 ‐0.6649
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1622.8660 27160.1083 15 24.80 None 959.4833 VLNFAIDDA 226.9974 959.4836 33.1470 1646 1 959.4836 0.6905
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1622.8660 27160.1083 15 24.80 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 349.4315 2224.1502 40.8623 1122 3 742.0549 ‐1.4432
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 707.2932 27160.1083 15 24.80 None 1951.9912 LAAFHSQTQPVIDYYAK 4396.5080 1951.9897 16.5711 7975 3 651.3348 ‐1.3043
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 707.2932 27160.1083 15 24.80 None 1085.6354 LIFIGPPGSGK 4118.0790 1085.6352 17.6265 6951 2 543.3212 ‐0.4648
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 707.2932 27160.1083 15 24.80 None 1021.5465 GFILDGFPR 5389.5370 1021.5461 19.5473 4638 2 511.2767 ‐0.7648
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 707.2932 27160.1083 15 24.80 Carbamidomethyl+C(12)
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1622.8748 AGSGVATLGLPDSPGVPK 961.9365 1622.8778 27.8169 11693 2 811.9426 1.80
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1286.7215 IIGGGLPVGAYGGR 11387.4600 1286.7200 16.5709 10897 2 643.8636 ‐1.4310
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1240.6467 NLMPGGVNSPVR 3979.1060 1240.6458 23.6906 7790 2 620.8266 ‐0.9474
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 2008.9710 AATSDTLTAPYNDLEAVEK 8345.7820 2008.9742 29.3068 5325 2 1004.9907 2.0044
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1298.7314 SVGGQPVLIDSVK 4000.4350 1298.7321 24.7496 4851 2 649.8697 0.3004
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1825.9153 DNGVLLIFDEVMTGFR 3304.0710 1825.9144 25.6487 2373 2 913.4608 ‐0.2832
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1272.7158 ELTNGILEAGKK 713.5624 1272.7058 18.7132 3167 2 636.8565 ‐8.0901
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 1015.3000 2215.0803 30.3244 1865 3 739.0316 ‐21.8225
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1428.7369 LKQAGTYEYLDK 2522.5740 1428.7355 16.9642 7448 2 714.8714 ‐1.0772
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 Carbamidomethyl+C(16) 2191.0734 MSATLTGSGTALGFSCSSKISK 962.8296 2191.0898 20.1485 7051 3 731.0348 7.55
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 2878.4516 SFSLQKSEEAFNAAKNLMPGGVNSPV 321.1307 2878.4602 19.3633 6167 4 720.3705 3.50
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 3698.8638 RDIMEMVAPAGPMYQAGTLSGNPLA 1713.1670 3698.8673 23.3346 1471 3 1233.6273 0.7506
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1656.8228 SFSLQKSEEAFNAAK 461.9926 1656.8349 25.5551 1164 2 828.9211 7.52
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 Carbamidomethyl+C(4) 1082.5299 GFSCSSKISK 202.6536 1082.5352 21.3755 30027 2 541.7712 4.81
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 611.2970 MTGFR 85.0287 611.2998 23.4344 1227 1 611.2998 4.41
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 761.3676 AATSDTLT 237.2662 761.3690 31.5057 1194 1 761.3690 2.1450
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1092.4330 50769.1194 17 44.09 None 1410.7264 LKQAGTYEYLDK 330.2473 1410.7329 17.3926 4201 3 470.9158 4.98
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 Carbamidomethyl+C(7)
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 1517.7741 MSNIGVVTGANGEIR 3453.2310 1517.7725 25.6762 3365 3 506.5957 ‐1.3034
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 978.5367 FSALGLNTR 5415.3140 978.5371 16.0088 2377 2 489.7722 ‐0.0938
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 1900.9763 TAGPNLNLQGFEVIDNAK 292.7026 1900.9527 31.3074 1169 3 634.3224 ‐12.6852
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 1985.0563 DTVILTQGTGWQVPTGRR 1086.5300 1985.0914 20.2162 1123 2 993.0493 18.0463
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 1543.7686 STFNVEFARSMVR 786.6783 1543.7703 17.4798 1783 2 772.3888 1.0760
NP_201217.1 peroxidase 71 Arabidopsis thaliana 431.9014 35459.9067 7 14.2 None 1526.7420 STFNVEFARSMVR 283.0985 1526.7460 17.2670 3026 3 509.5868 2.51
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 1740.3830 1294.6693 25.1314 8706 2 647.8383 ‐1.7242
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1486.7424 SVYAATYNEDLLK 4753.2110 1486.7466 26.6668 8246 2 743.8770 2.78
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1887.9447 VPSNVPLPEDDAEQLHK 8580.1210 1887.9475 23.5497 7249 3 629.9874 1.18
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1978.8699 DTSGDYEDMLVALLGHGDA 3973.7840 1978.8753 41.0298 4795 2 989.9413 3.1031
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1656.7824 SIEEDVAQHTSGDLR 4181.2190 1656.7846 23.1533 4339 3 552.9330 1.0627
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1413.6137 YEGDDVNMMLAR 2698.8670 1413.6145 25.9854 4079 2 707.3109 0.3929
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1158.7245 LLLPLVSTFR 3974.7090 1158.7255 21.6690 3310 2 579.8664 0.4743
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1117.4796 SYSDDDFIR 4795.8760 1117.4786 22.7899 3054 2 559.2429 ‐1.3215
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 2534.2959 AVMLWTLDPPERDAYLAKESTK 1689.7400 2534.2841 24.6311 1354 3 845.4329 ‐4.8970
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1409.6907 ALDKELSSDFER 1045.7680 1409.6925 23.4201 3090 3 470.5690 1.0307
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1096.5058 AFSGWGTNEK 215.0334 1096.5254 25.6223 929 1 1096.5254 18.4740
NP_201307.1 annexin 2 Arabidopsis thaliana 1678.8280 36380.3511 12 44.16 None 1181.5433 PEDDAEQLHK 366.4257 1181.5445 24.0139 950 2 591.2759 0.7218
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1630.7959 LYSIASSAIGDFGDSK 14374.6100 1630.7987 18.3891 10957 2 815.9030 1.29
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 3333.2500 1347.6092 29.0450 9733 2 674.3082 1.04
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 4887.2690 2690.2717 33.6834 5056 3 897.4287 ‐0.8275
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1232.6555 GIDDIMVSLAAK 4572.9390 1232.6573 19.6261 4920 2 616.8323 1.45
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1945.0212 DPNATIIMLGTGTGIAPFR 3589.0100 1945.0236 21.6787 3755 2 973.0154 1.39
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1463.7853 RLVYTNDGGEIVK 511.5788 1463.7742 17.3484 760 2 732.3907 ‐7.6413
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 Carbamidomethyl+C(4) 870.4212 VYMCGLK 110.8870 870.4247 29.0866 1367 1 870.4247 4.31
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1354.6485 SIASSAIGDFGDSK 526.5618 1354.6475 17.6656 1179 2 677.8274 ‐0.9339
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1813.3220 40668.7089 17 26.39 None 1214.6449 GIDDIMVSLAAK 191.5960 1214.6410 18.6349 1055 2 607.8241 ‐3.5665
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 3736.1650 1347.6092 29.0450 9733 2 674.3082 1.15
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 4679.1020 2690.2717 33.6834 5056 3 897.4287 ‐0.8719
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 1536.7653 LDFAVSREQTNEK 236.0210 1536.7633 34.4900 8160 2 768.8853 ‐1.1766
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 1630.7959 LYSIASSAIGDFGDSK 367.9077 1630.8303 30.3299 2156 3 544.2816 21.0046
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 1307.6842 LVYTNDGGEIVK 418.2992 1307.6894 27.2942 1610 2 654.3483 3.43
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 1441.7533 EGQSIGVIPEGIDK 147.4493 1441.7269 21.8944 1091 2 721.3671 ‐18.3416
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 Carbamidomethyl+C(4) 870.4212 VYMCGLK 120.0156 870.4247 29.0866 1367 1 870.4247 4.70
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 473.9143 40668.7089 17 26.39 None 1423.7427 EGQSIGVIPEGIDK 364.6233 1423.7406 23.4215 1834 2 712.3739 ‐1.5844
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 Carbamidomethyl+C(14) 1789.8902 AAIGLSEHGFNTACITK 1272.1890 1789.8803 20.9072 7221 2 895.4438 ‐5.3088
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 1126.5528 AFGGQSLDFGK 3066.0460 1126.5530 25.3346 5920 2 563.7801 ‐0.1807
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 Carbamidomethyl+C(23) 3246.6252 AGLPLQDLEFVQFHPTGIYGAGCLITEG 1795.4160 3246.6185 22.3914 4967 3 1082.8777 ‐2.2991



NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 Carbamidomethyl+C(19) 2622.2035 GDDPDAVIPGLMAAGEAACASVHGA 1542.2640 2622.2044 34.4098 3626 3 874.7396 0.0793
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 1242.6688 QKPLEKDAGEK 588.9258 1242.6735 26.1821 1845 2 621.8404 3.14
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 2033.0702 EAPKAVIELENYGLPFSR 553.6067 2033.0743 22.4663 36182 3 678.3630 1.17
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 1755.8847 FMERYAPTAKDLASR 835.7491 1755.8988 33.1939 2461 2 878.4530 8.79
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 2744.3348 LDYRPVHMDTLDDEIDTFPPKAR 843.3240 2744.3547 31.1487 1834 3 915.4564 7.0108
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 248.1633 70283.8301 15 13.41 None 466.2296 DFGK 109.2225 466.2273 24.1144 1761 1 466.2273 ‐4.8833
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 None 1126.5528 AFGGQSLDFGK 5785.7140 1126.5530 25.3346 5920 2 563.7801 ‐0.2239
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 Carbamidomethyl+C(19) 2622.2035 GDDPDAVIPGLMAAGEAACASVHGA 912.1236 2622.2044 34.4098 3626 3 874.7396 0.0503
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 None 1117.5960 DLASRDVVSR 223.0960 1117.5866 23.6471 2931 2 559.2969 ‐8.8936
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 None 2744.3348 LDYRPVHMDTLDDEIDTFPPKAR 784.2177 2744.3547 31.1487 1834 3 915.4564 6.41
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 None 2231.1091 TEEGKIYQRAFGGQSLDFGK 296.0775 2231.0872 32.7483 1377 2 1116.0472 ‐8.8717
NP_201477.1 succinate dehydrogenase ubiquinone flavoprotein subunit 1 Arabidopsis 142.7463 70283.8301 15 13.41 None 1936.9294 GEGGILRNSEGERFMER 492.1584 1936.9268 31.5301 1055 2 968.9670 ‐0.7510
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 29651.6592 4 22.10 None 2234.2013 IDTDSSVLTTVTLTEILPSTK 2436.0600 2234.1987 21.6264 8226 2 1117.6030 ‐0.6209
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 29651.6592 4 22.10 None 1278.6787 SLVTVSSEIDTK 5509.7020 1278.6806 24.1429 7286 2 639.8439 1.86
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 29651.6592 4 22.10 None 2085.0764 LEVQYFHDHATVTAAAALK 1546.8110 2085.0756 26.5458 3776 4 522.0243 ‐0.4429
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 688.7525 29651.6592 4 22.10 None 965.5051 TAAVGEVYR 4825.8450 965.5046 17.4321 2989 2 483.2559 ‐0.9861
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 2280.1403 MTPTKPMVVETFSEYPPLGR 58773.4700 2280.1382 18.6500 165806 3 760.7176 ‐1.1535
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1025.6102 IGGIGTVPVGR 46274.0200 1025.6083 22.8989 155086 2 513.3078 ‐2.2724
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 60581.2800 2506.3285 19.7071 147452 3 836.1143 ‐0.6707
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 85144.0400 1451.6709 20.8605 87489 3 484.5618 ‐2.1743
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 975.5510 LPLQDVYK 20619.3900 975.5489 24.1153 77158 2 488.2781 ‐2.5824
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1026.4891 STNLDWYK 50914.9800 1026.4891 23.7895 55312 2 513.7482 ‐0.4960
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 914.5669 QTVAVGVIK 22992.9300 914.5647 20.8032 50054 2 457.7860 ‐3.0030
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 780.4138 YDEIIK 35747.2000 780.4145 18.5702 5429 2 390.7109 0.2453
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1120.5997 STTTGHLIYK 923.1786 1120.6004 16.9630 2420 2 560.8038 0.2655
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1144.6208 SGKEIEKEPK 273.0414 1144.5974 19.9829 1593 2 572.8024 ‐20.7952
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1007.5520 ARYDEIIK 10391.4400 1007.5508 19.3817 25000 2 504.2790 ‐1.6975
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 2694.3232 VGYNPDKIPFVPISGFEGDNMIER 507.3739 2694.3317 18.3358 5511 4 674.3384 3.83
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 Oxidation+M(12) 3456.7364 FLKNGDAGMVKMTPTKPMVVETFSE 510.8182 3456.7206 20.9258 8440 3 1152.9117 ‐4.7863
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 869.4516 VGYNPDKI 118.9070 869.4479 18.3569 4350 1 869.4479 ‐3.8532
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 765.4141 LQDVYK 4679.8380 765.4122 24.1143 3533 1 765.4122 ‐2.1679
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 861.4465 ARYDEII 255.8453 861.4493 20.2450 3427 2 431.2283 2.52
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 586.3923 AVGVIK 3453.9000 586.3906 20.8145 3188 1 586.3906 ‐2.6962
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 927.5146 PTGLTTEVK 225.5335 927.5116 20.1904 2847 2 464.2594 ‐3.7979
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 685.4607 VAVGVIK 515.5604 685.4597 20.7993 2243 1 685.4597 ‐1.2734
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 628.3777 TVPVGR 159.6152 628.3766 22.8901 2136 1 628.3766 ‐1.6265
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 786.5084 TVAVGVIK 306.8050 786.5065 20.7925 2124 1 786.5065 ‐2.0058
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 617.3505 DEIIK 2775.7000 617.3498 18.5505 1977 1 617.3498 ‐0.9881
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 862.4669 PLQDVYK 453.4719 862.4642 23.1951 1348 1 862.4642 ‐2.6844
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1016.5623 APTGLTTEVK 369.5328 1016.5614 19.7165 1267 1 1016.5614 ‐0.2978
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1264.6783 TFAPTGLTTEVK 342.2584 1264.6797 19.7019 1065 1 1264.6797 1.77
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 798.4832 IGTVPVGR 156.7669 798.4840 22.8884 1030 1 798.4840 1.88
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 1166.5841 TFSEYPPLGR 258.6076 1166.5776 18.6330 972 1 1166.5776 ‐4.8867
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 Carbamidomethyl+C(3) 915.3917 YYCTVID 2162.2710 915.3896 20.8627 920 1 915.3896 ‐1.8574
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 743.4298 IEKEPK 116.6501 743.4275 21.6576 820 1 743.4275 ‐2.7258
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 11505.1700 49844.5675 41 34.52 None 896.5564 QTVAVGVIK 134.2230 896.5537 20.8012 1794 2 448.7805 ‐3.5366
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 2280.1403 MTPTKPMVVETFSEYPPLGR 51064.1600 2280.1382 18.6500 165806 3 760.7176 ‐1.2958
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 34032.8100 2506.3285 19.7071 147452 3 836.1143 ‐0.7284
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1025.6102 IGGIGTVPVGR 2553.6590 1025.6110 15.1193 1371 2 513.3091 0.4352
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1578.7542 MTPTKPMVVETFSE 482.9303 1578.7546 19.4508 8163 2 789.8809 0.1447
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 2048.0521 PTKPMVVETFSEYPPLGR 5887.8040 2048.0500 18.6713 4368 2 1024.5286 ‐0.9471
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1741.8176 MTPTKPMVVETFSEY 796.7495 1741.8253 18.6472 3610 2 871.4163 4.44
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 945.5251 PTGLTTEVK 695.2447 945.5221 19.7100 3245 1 945.5221 ‐2.6034
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 2360.2240 VETGMIKPGMVVTFAPTGLTTEV 399.9876 2360.2232 19.5714 2811 3 787.4126 ‐0.7131
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1016.5623 APTGLTTEVK 229.7975 1016.5614 19.7165 1267 1 1016.5614 ‐0.1441
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1264.6783 TFAPTGLTTEVK 216.9995 1264.6797 19.7019 1065 1 1264.6797 2.1342
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 4156.2600 49844.5675 41 34.52 None 1166.5841 TFSEYPPLGR 192.5790 1166.5776 18.6330 972 1 1166.5776 ‐4.6345
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2251.1129 LEEYVEIPSDSGISFNVQPK 5541.5150 2251.1062 32.5097 12428 2 1126.0567 ‐2.3637
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 4181.3010 2719.2448 24.2025 7742 4 680.5666 ‐1.2605
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2303.1554 KEPGANDQYLPPFVIVDESGK 3613.9690 2303.1574 32.4204 7097 3 768.3907 0.6320
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2305.1922 DVLDGSSVGFVETLEADLVALR 2487.4090 2305.1932 48.5319 5064 3 769.0692 0.1931
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 1083.6772 LDQLQLLIK 1731.0560 1083.6771 18.9026 3845 2 542.3422 ‐0.5061
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 926.4618 IFEGEGFK 2889.3140 926.4586 22.3268 3018 2 463.7330 ‐3.9739
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 1586.7632 MATSSAWKLDDHPK 6511.1690 1586.7629 18.7985 5734 2 793.8851 ‐0.1642
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2059.9794 MYVTLDRYENDWEVVK 269.0957 2059.9995 37.0720 995 3 687.3380 9.88
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 813.3777 FEGEGFK 118.5818 813.3811 22.9061 1858 1 813.3811 4.04
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 757.3879 DWEVVK 107.5819 757.3859 38.8730 1067 1 757.3859 ‐2.4129
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 713.1367 60807.7717 19 21.90 None 2285.1448 KEPGANDQYLPPFVIVDESGK 265.0401 2285.1367 32.8925 785 3 762.3837 ‐3.8211
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2251.1129 LEEYVEIPSDSGISFNVQPK 3156.3840 2251.1062 32.5097 12428 2 1126.0567 ‐1.9779
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALG 2892.1200 2719.2448 24.2025 7742 4 680.5666 ‐1.1972
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2303.1554 KEPGANDQYLPPFVIVDESGK 3805.3560 2303.1574 32.4204 7097 3 768.3907 0.6757
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2305.1922 DVLDGSSVGFVETLEADLVALR 3445.8910 2305.1932 48.5319 5064 3 769.0692 0.2362
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2175.0604 EPGANDQYLPPFVIVDESGK 708.7438 2175.0638 30.8526 1748 2 1088.0355 2.18
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 1030.5238 APTPAMDSLK 6937.2790 1030.5245 19.9923 4188 2 515.7659 0.2096
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 Carbamidomethyl+C(2) 1062.5249 LCDQALASGK 216.5929 1062.5532 26.5929 3650 2 531.7803 26.2099
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabi 692.1772 60807.7717 19 21.90 None 2285.1448 KEPGANDQYLPPFVIVDESGK 344.6670 2285.1469 34.1729 2473 3 762.3871 0.6819
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 6881.0490 16163.6518 4 25.81 None 1330.6849 VAGASADILDAAEK 58293.4100 1330.6856 24.6605 17351 2 665.8464 0.3476



NP_563934.1 salt tolerance related protein Arabidopsis thaliana 6881.0490 16163.6518 4 25.81 None 1056.5796 VVAEAAQAAAR 19147.7500 1056.5790 15.3578 10367 2 528.7932 ‐0.9963
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 6881.0490 16163.6518 4 25.81 None 1482.6707 KDDEESGGGLGGYAK 2655.3060 1482.6726 16.5569 4303 3 494.8957 1.0317
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 6881.0490 16163.6518 4 25.81 None 858.4428 AEAAQAAAR 9740.3900 858.4425 15.3609 1052 1 858.4425 0.0536
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 409.9117 29029.3586 5 14.17 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 1342.5100 1275.6616 30.8800 8196 2 638.3344 ‐0.0562
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 409.9117 29029.3586 5 14.17 None 2006.8938 DNLTLWTSDLNEEGDER 4433.6440 2006.8979 31.3148 7257 2 1003.9526 2.50
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 409.9117 29029.3586 5 14.17 None 879.4934 NLVSVGYK 1747.2500 879.4924 20.9709 4102 2 440.2499 ‐1.8643
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 409.9117 29029.3586 5 14.17 None 862.4669 NLVSVGYK 116.5179 862.4646 21.0828 1321 2 431.7359 ‐3.4623
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 409.9117 29029.3586 5 14.17 Carbamidomethyl+C(2) 1258.6348 VCNDILSVIDK 162.4277 1258.6304 30.5276 817 2 629.8188 ‐3.7767
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1761.9381 LLEATGISTVPGSGFGQK 26969.8900 1761.9388 17.3900 18276 2 881.4730 0.5549
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1924.9175 DGYPSDPELIFLTDGASK 10892.8300 1924.9194 34.3729 11850 2 962.9633 1.39
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 2195.0610 TTILPAEDEMPEIMDSFKK 10505.9800 2195.0591 34.8300 10672 3 732.3579 ‐1.1305
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 991.5207 EVAEFIQR 6395.6800 991.5190 21.6914 9986 2 496.2632 ‐2.1807
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1394.6798 ALDYDTLNENVK 6092.8030 1394.6828 23.7374 8316 2 697.8450 1.13
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 7574.9850 1140.5753 18.3516 8076 2 570.7913 ‐0.8129
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1783.8610 HYLSLTSGGLGAYSDSR 2706.7900 1783.8592 16.6652 6700 3 595.2912 ‐1.2625
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1463.0630 2255.1309 17.8598 6192 3 752.3818 1.09
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 4739.6350 1172.5091 20.4336 5031 2 586.7582 1.0152
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1225.5955 VLMEMGSPFSK 3095.8190 1225.5941 17.8241 4732 2 613.3007 ‐1.4626
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 879.4822 VVEEIYK 7029.7740 879.4834 18.2727 2237 2 440.2453 0.7619
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 321.9112 2133.0129 18.9053 3903 2 1067.0101 11.42
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 989.5262 ASELQKEGK 719.7993 989.5428 25.2810 3699 2 495.2750 16.2736
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1119.6157 KEVAEFIQR 341.4535 1119.5891 27.7667 1557 1 1119.5891 ‐23.1445
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 1698.9650 GLPGVRKEVAEFIQR 667.3578 1698.9629 22.8925 6171 2 849.9851 ‐1.1123
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(14) 2300.1340 ALDYDTLNENVKKCQYAVR 408.6887 2300.1403 24.2819 1129 2 1150.5738 3.92
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 210.3033 1041.5041 19.3566 2473 1 1041.5041 ‐2.6404
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2695.0950 53814.5894 34 39.71 None 681.3454 EEIYK 130.5454 681.3474 19.8421 1045 1 681.3474 3.69
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1924.9175 DGYPSDPELIFLTDGASK 10744.2500 1924.9194 34.3729 11850 2 962.9633 1.52
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 2195.0610 TTILPAEDEMPEIMDSFKK 13978.4600 2195.0591 34.8300 10672 3 732.3579 ‐1.0623
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1394.6798 ALDYDTLNENVK 3599.5580 1394.6828 23.7374 8316 2 697.8450 2.0304
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 991.5207 EVAEFIQR 6894.7270 991.5212 21.7616 6734 2 496.2642 ‐0.1310
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 3037.2620 1172.5091 20.4336 5031 2 586.7582 0.9895
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 879.4822 VVEEIYK 4277.8100 879.4834 18.2727 2237 2 440.2453 0.6244
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1225.5955 VLMEMGSPFSK 367.6339 1225.5871 20.9303 3455 2 613.2972 ‐7.2122
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1119.6157 KEVAEFIQR 195.4709 1119.5891 27.7667 1557 1 1119.5891 ‐23.3718
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1522.7748 ALDYDTLNENVKK 533.0616 1522.7596 23.6349 1027 2 761.8834 ‐9.8907
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 Carbamidomethyl+C(14) 2300.1340 ALDYDTLNENVKKCQYAVR 414.4309 2300.1532 32.4371 2982 3 767.3893 8.1705
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 563.3300 FIQR 153.7365 563.3297 24.1684 15959 1 563.3297 ‐0.1640
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 945.5364 TLNENVKK 180.0822 945.5333 23.5577 4258 2 473.2703 ‐3.8474
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 1879.8816 LPAEDEMPEIMDSFKK 354.3927 1879.8845 33.9958 3029 2 940.4459 2.0440
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 681.3454 EEIYK 115.3914 681.3474 19.8421 1045 1 681.3474 3.58
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 Carbamidomethyl+C(14) 2282.1234 ALDYDTLNENVKKCQYAVR 149.7455 2282.1312 30.9215 860 3 761.3819 3.56
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1310.5830 53814.5894 34 39.71 None 974.4942 EVAEFIQR 247.6932 974.4936 22.1995 1598 2 487.7504 ‐1.2228
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 1408.6988 IMSSIEQKEESK 1048.4390 1408.7057 24.5733 4369 2 704.8565 4.02
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 1589.8129 EESKGNESNVKQIK 302.8335 1589.8236 25.8798 1234 2 795.4154 6.40
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 1958.8834 LSEQAERYDEMVETMK 667.5789 1958.8923 26.2362 1232 3 653.6356 4.61
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 2956.4647 EAAEQSLKGYEAATQAASTELPSTHPIR 513.5588 2956.4432 24.5078 940 3 986.1526 ‐7.4976
NP_564249.1 14 3 3 like protein GF14 iota Arabidopsis thaliana 1133.2620 30659.1689 6 24.63 None 1425.6968 EESKGNESNVKQI 184.1049 1425.6895 25.8878 1011 2 713.3484 ‐5.2911
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1582.8547 TALSHVDNLISGVTR 12643.5800 1582.8549 17.7243 20746 3 528.2898 ‐0.1567
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1849.9463 TILSSETMDIPDSVTIK 28021.2500 1849.9395 31.8685 20497 2 925.4734 ‐3.4445
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1792.9017 FVYAHFPINASIGGDGK 8393.6100 1792.9031 18.0006 16672 3 598.3059 0.5361
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1170.6041 FLDGIYVSEK 15332.2300 1170.6050 17.2640 9863 2 585.8061 0.4043
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1914.0178 VKDEIVLDGNDIELVSR 3768.7290 1914.0177 30.0482 6299 3 638.6774 ‐0.3114
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 981.4789 IDSWFGTR 7901.6570 981.4785 16.8352 3411 2 491.2429 ‐0.8995
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1231.6715 VEMLDGVTIVR 1166.7620 1231.6695 29.2469 2553 2 616.3384 ‐1.9102
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 898.4993 VIEVEGPR 3245.5830 898.4983 18.2476 1042 2 449.7528 ‐1.6665
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1222.6579 LKIDSWFGTR 3301.2450 1222.6577 18.6033 2919 2 611.8325 ‐0.4401
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1329.7009 VLDGNDIELVSR 104.4464 1329.7067 27.9394 1458 2 665.3570 4.1730
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 910.4516 DGIYVSEK 635.3820 910.4534 17.2634 1228 1 910.4534 2.39
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2822.2480 22131.7358 16 54.12 None 1582.8547 TALSHVDNLISGVTR 10350.1000 1582.8549 17.7243 20746 3 528.2898 ‐0.5595
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2822.2480 22131.7358 16 54.12 None 1792.9017 FVYAHFPINASIGGDGK 11581.7700 1792.9031 18.0006 16672 3 598.3059 0.2117
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2822.2480 22131.7358 16 54.12 None 1170.6041 FLDGIYVSEK 13239.5600 1170.6050 17.2640 9863 2 585.8061 0.4818
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2822.2480 22131.7358 16 54.12 None 981.4789 IDSWFGTR 7872.3750 981.4785 16.8352 3411 2 491.2429 ‐0.7355
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2822.2480 22131.7358 16 54.12 None 910.4516 DGIYVSEK 391.9587 910.4534 17.2634 1228 1 910.4534 2.81
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1582.8547 TALSHVDNLISGVTR 12643.5800 1582.8549 17.7243 20746 3 528.2898 ‐0.1567
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1849.9463 TILSSETMDIPDSVTIK 28021.2500 1849.9395 31.8685 20497 2 925.4734 ‐3.4445
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1792.9017 FVYAHFPINASIGGDGK 8393.6100 1792.9031 18.0006 16672 3 598.3059 0.5361
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1170.6041 FLDGIYVSEK 15332.2300 1170.6050 17.2640 9863 2 585.8061 0.4043
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1914.0178 VKDEIVLDGNDIELVSR 3768.7290 1914.0177 30.0482 6299 3 638.6774 ‐0.3114
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 981.4789 IDSWFGTR 7901.6570 981.4785 16.8352 3411 2 491.2429 ‐0.8995
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1231.6715 VEMLDGVTIVR 1166.7620 1231.6695 29.2469 2553 2 616.3384 ‐1.9102
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 898.4993 VIEVEGPR 3245.5830 898.4983 18.2476 1042 2 449.7528 ‐1.6665
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1222.6579 LKIDSWFGTR 3301.2450 1222.6577 18.6033 2919 2 611.8325 ‐0.4401
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 1329.7009 VLDGNDIELVSR 104.4464 1329.7067 27.9394 1458 2 665.3570 4.1730
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5814.9970 22131.7358 16 54.12 None 910.4516 DGIYVSEK 635.3820 910.4534 17.2634 1228 1 910.4534 2.39
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3091.1670 22131.7358 16 54.12 None 1849.9463 TILSSETMDIPDSVTIK 31281.9700 1849.9395 31.8685 20497 2 925.4734 ‐3.2117
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3091.1670 22131.7358 16 54.12 None 1914.0178 VKDEIVLDGNDIELVSR 2133.5350 1914.0177 30.0482 6299 3 638.6774 ‐0.1793



NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3091.1670 22131.7358 16 54.12 None 1231.6715 VEMLDGVTIVR 1227.7800 1231.6695 29.2469 2553 2 616.3384 ‐1.9133
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3091.1670 22131.7358 16 54.12 None 898.4993 VIEVEGPR 2264.6350 898.4983 18.2476 1042 2 449.7528 ‐1.7968
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 3091.1670 22131.7358 16 54.12 None 1329.7009 VLDGNDIELVSR 217.3956 1329.7080 30.0527 1250 2 665.3576 5.1846
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 2302.1337 VVTIDSYEDVPTYSEESLKK 28420.2800 2302.1346 27.3629 32271 3 768.0497 0.1519
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 1589.8758 AVAHQPISIAIEAGGR 6820.4820 1589.8757 24.6369 14486 3 530.6301 ‐0.3132
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 1054.4952 SWGESGYLR 6060.6710 1054.4935 23.2131 12505 2 527.7504 ‐2.0488
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 16294.9700 1347.6983 27.1818 12025 2 674.3528 0.2591
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 871.4381 HGVSTTGGR 134.9364 871.4420 19.6532 2036 1 871.4420 4.53
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 1696.8725 HGKAQSQNSLVEKDR 307.9203 1696.8884 20.1284 7643 2 848.9478 9.05
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2010.4620 52163.9808 13 19.26 None 2149.0421 DNLRFVDEHNEKNLSYR 264.6660 2149.0488 24.9781 7236 4 538.0177 3.1081
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 None 2302.1337 VVTIDSYEDVPTYSEESLKK 23468.2700 2302.1346 27.3629 32271 3 768.0497 0.1957
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 None 1589.8758 AVAHQPISIAIEAGGR 8636.9520 1589.8757 24.6369 14486 3 530.6301 ‐0.1074
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 None 1054.4952 SWGESGYLR 7852.5360 1054.4935 23.2131 12505 2 527.7504 ‐2.1196
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 14503.7500 1347.6983 27.1818 12025 2 674.3528 0.3003
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 None 1415.6801 VGDELPESIDWR 207.3475 1415.7057 22.0355 5317 3 472.5734 18.0444
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1850.1360 52163.9808 13 19.26 None 1395.7002 DVPTYSEESLKK 1699.4030 1395.6929 28.4075 2583 2 698.3501 ‐5.2831
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 1634.8636 AAEAVEEFGGILTSIK 18826.7600 1634.8635 36.0570 11547 2 817.9354 0.0274
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 1715.8673 DLMAADWAELPSAVVK 6964.2950 1715.8691 36.5223 6449 2 858.4382 1.30
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 1752.9127 VTVLGTSGLSGSYVEQR 4506.4090 1752.9164 26.9609 4660 2 876.9618 2.64
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 2123.0219 YAEYLDSFEPEEVYLKK 2428.7020 2123.0262 31.6563 4621 3 708.3469 1.78
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 1173.5899 GSFISYASVSR 297.1867 1173.6033 30.2768 1205 2 587.3053 11.1261
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 1789.9290 TAISKNTDDKAGQEALK 1377.8300 1789.9352 21.4354 3452 2 895.4713 3.79
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2077.1320 28163.0352 18 36.58 None 501.2780 ASVSR 78.0766 501.2781 32.4886 7159 1 501.2781 0.3458
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1634.8636 AAEAVEEFGGILTSIK 23162.8600 1634.8635 36.0570 11547 2 817.9354 0.1781
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1715.8673 DLMAADWAELPSAVVK 6267.9330 1715.8691 36.5223 6449 2 858.4382 1.46
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1752.9127 VTVLGTSGLSGSYVEQR 7273.0550 1752.9164 26.9609 4660 2 876.9618 2.22
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 2123.0219 YAEYLDSFEPEEVYLKK 1737.4440 2123.0262 31.6563 4621 3 708.3469 1.24
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1994.9270 YAEYLDSFEPEEVYLK 2849.0820 1994.9232 34.0356 5397 2 997.9652 ‐1.2232
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1173.5899 GSFISYASVSR 205.9307 1173.6033 30.2768 1205 2 587.3053 11.1008
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 Carbamidomethyl+C(8) 1989.9820 MIHLKMRCSGLGSEWGK 1580.7770 1989.9875 24.8879 5561 3 664.0007 2.47
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 Carbamidomethyl+C(3) 3101.5143 MRCSGLGSEWGKVTVLGTSGLSGSYV 343.9533 3101.5218 36.3422 2301 3 1034.5121 2.0556
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 501.2780 ASVSR 73.3301 501.2781 32.4886 7159 1 501.2781 0.5929
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1483.7315 DSFEPEEVYLKK 304.6552 1483.7279 31.6094 5780 2 742.3676 ‐2.4133
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 2614.4810 28163.0352 18 36.58 None 1436.7016 LGTSGLSGSYVEQR 1555.1020 1436.7069 26.9913 4612 2 718.8571 3.05
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1674.8486 DLNINPLHYDLYGK 843.0012 1674.8524 31.7504 9888 3 558.9557 2.0344
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 4267.9590 1734.9191 18.2842 6756 2 867.9632 ‐0.7973
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 12454.5600 1200.6152 18.9063 5812 2 600.8113 ‐0.4586
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1178.6820 FLYPLDIGIK 6183.0430 1178.6840 20.6824 5202 2 589.8456 1.19
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1590.6918 SYGASGVEYSDQAEK 2461.5930 1590.6919 18.1913 4253 2 795.8496 0.0553
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1071.6045 GAVDLGIAVEK 455.8207 1071.6000 26.8943 1587 1 1071.6000 ‐3.5719
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1286.6739 LDIDPASITWR 1105.7070 1286.6753 31.9900 5838 2 643.8413 0.7942
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1500.7792 TSPEELTPEEIKK 504.5505 1500.7674 26.8988 2097 2 750.8873 ‐7.9181
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1113.6415 GAPSGFVLPIR 547.8403 1113.6315 23.9265 965 2 557.3194 ‐9.3674
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 2129.3030 2983.6406 35.4954 7894 4 746.6656 2.25
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 525.4755 68372.1731 25 18.14 None 1160.6714 FLYPLDIGIK 245.2090 1160.6772 20.3503 2069 2 580.8422 4.76
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1674.8486 DLNINPLHYDLYGK 861.4909 1674.8524 31.7504 9888 3 558.9557 2.09
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 12258.8700 1200.6143 18.9601 5073 2 600.8108 ‐1.2807
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1071.6045 GAVDLGIAVEK 798.0584 1071.6000 26.8943 1587 1 1071.6000 ‐3.7624
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1286.6739 LDIDPASITWR 1248.5880 1286.6753 31.9900 5838 2 643.8413 0.8120
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1159.6106 QPSQGPTFGIK 301.3915 1159.6286 20.8605 3073 2 580.3179 15.1526
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1113.6415 GAPSGFVLPIR 206.7998 1113.6315 23.9265 965 2 557.3194 ‐9.4156
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 1268.8720 2983.6406 35.4954 7894 4 746.6656 2.25
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 256.7079 68372.1731 25 18.14 None 1657.8220 DLNINPLHYDLYGK 730.9245 1657.8240 28.6403 1484 2 829.4156 1.41
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 None 2137.0812 LVGPGGFVVTEAGFGSDIGTEK 1863.3800 2137.0806 19.8002 8983 2 1069.0439 ‐0.1348
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 3278.0860 1734.9191 18.2842 6756 2 867.9632 ‐0.9780
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 None 1178.6820 FLYPLDIGIK 3685.4250 1178.6840 20.6824 5202 2 589.8456 1.57
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 None 545.3406 VATVR 2007.6240 545.3434 18.2985 5762 1 545.3434 5.0610
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 None 1572.7693 LVGPGGFVVTEAGFGSD 1278.4390 1572.7740 20.9824 980 2 786.8906 2.00
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 205.5173 68372.1731 25 18.14 None 1160.6714 FLYPLDIGIK 321.2339 1160.6772 20.3503 2069 2 580.8422 4.97
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 9285.7420 3007.5874 21.6500 38266 3 1003.2006 0.6574
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1590.9214 ALEGADLVIIPAGVPR 69428.8000 1590.9223 19.7587 33274 2 795.9648 0.6316
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1497.6890 SEVVGYMGDDNLAK 89694.6900 1497.6874 24.0324 27982 2 749.3474 ‐1.0905
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1318.7001 DDLFNINAGIVK 23366.9900 1318.6979 32.2158 24539 2 659.8526 ‐1.9485
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1793.0717 VAILGAAGGIGQPLALLMK 60170.7300 1793.0738 22.8903 22412 2 897.0405 1.91
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1219.7045 LFGVTTLDVVR 14762.7300 1219.7046 19.6077 15266 2 610.3559 ‐0.2523
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1233.5957 TQDGGTEVVEAK 407.8464 1233.5981 33.8574 1249 2 617.3027 1.13
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1347.7995 KLFGVTTLDVVR 2202.9180 1347.8010 18.1469 3821 2 674.4041 0.9464
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 596.3515 PAGVPR 249.3883 596.3508 19.8138 2737 1 596.3508 ‐1.0319
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 902.5306 VTTLDVVR 239.5207 902.5330 18.5713 1784 1 902.5330 3.1680
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 959.5520 GVTTLDVVR 349.2850 959.5534 19.6033 920 2 480.2804 0.9682
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 12819.3900 36032.6349 12 33.43 None 1479.6784 SEVVGYMGDDNLAK 595.3005 1479.6778 25.3599 894 2 740.3425 ‐0.5048
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 28116.6200 1797.0490 22.5185 23157 2 899.0281 2.1148
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1393.7362 FSDGLIAPDFLAK 58027.8300 1393.7375 20.0893 21746 2 697.3724 0.8206
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1113.6085 IGPMLNELAR 16807.6900 1113.6077 17.1468 17915 2 557.3075 ‐1.1218
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 4233.8340 2628.4032 21.6997 15697 3 876.8059 1.11
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1450.7729 TLLPQTFWPYGK 4609.2240 1450.7729 20.4753 11765 2 725.8901 ‐0.0929
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1004.4836 SYLFFDGR 5448.7630 1004.4824 18.3423 10934 2 502.7449 ‐1.6340



NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1418.6984 ELVVYPADEPMR 10185.8500 1418.7014 26.0665 10774 2 709.8543 1.31
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 Carbamidomethyl+C(10) 1649.6571 QEFNTGMDQCYEK 7266.4080 1649.6594 21.0013 5313 2 825.3333 1.03
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1354.6849 NDISLLYSSGASK 861.7236 1354.6870 25.7010 4096 2 677.8471 1.56
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 576.2309 2477.2209 21.9746 1780 3 826.4118 ‐11.9911
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1570.8224 ESWVPPTSATVQLR 210.7697 1570.8287 25.6278 1049 2 785.9180 4.0094
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1595.8639 LKNDISLLYSSGASK 13475.5500 1595.8648 16.2624 8081 3 532.6264 0.2795
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1827.9462 FSDGLIAPDFLAKFMR 1221.6480 1827.9411 18.0449 3359 3 609.9852 ‐3.0303
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 2020.0022 DDPNGKFSDGLIAPDFLAK 588.5918 2019.9962 21.3050 2010 2 1010.5018 ‐2.5568
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 599.3511 TVQLR 121.2004 599.3497 23.8748 7491 1 599.3497 ‐2.2827
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 756.4291 FVIQTLA 162.3005 756.4254 23.0252 2762 1 756.4254 ‐4.5922
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1123.5571 PQTFWPYGK 151.4172 1123.5604 21.8783 1737 1 1123.5604 3.04
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1000.5244 GPMLNELAR 355.3280 1000.5237 18.8280 1722 2 500.7655 ‐1.2175
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 998.4829 ELVVYPADE 250.5517 998.4856 25.5377 1150 1 998.4856 3.59
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 987.5873 LIAPDFLAK 226.0616 987.5869 22.5102 1019 1 987.5869 0.0638
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1552.8118 ESWVPPTSATVQLR 349.2925 1552.8174 24.4442 1010 3 518.2773 3.22
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4735.7790 43599.5392 38 44.04 None 1096.5819 IGPMLNELAR 437.6958 1096.5817 18.8544 1673 2 548.7945 ‐0.6404
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 29659.5300 1797.0490 22.5185 23157 2 899.0281 1.56
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1393.7362 FSDGLIAPDFLAK 66874.3300 1393.7375 20.0893 21746 2 697.3724 0.7960
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1113.6085 IGPMLNELAR 14374.5200 1113.6077 17.1468 17915 2 557.3075 ‐1.0183
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 3785.5090 2628.4032 21.6997 15697 3 876.8059 1.91
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1450.7729 TLLPQTFWPYGK 8308.7740 1450.7729 20.4753 11765 2 725.8901 ‐0.1436
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1004.4836 SYLFFDGR 6853.3080 1004.4824 18.3423 10934 2 502.7449 ‐1.4806
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 192.1990 2477.2209 21.9746 1780 3 826.4118 ‐12.0596
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1595.8639 LKNDISLLYSSGASK 9548.1660 1595.8648 16.2624 8081 3 532.6264 ‐0.1184
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 2020.0022 DDPNGKFSDGLIAPDFLAK 339.1587 2019.9962 21.3050 2010 2 1010.5018 ‐2.8679
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 Oxidation+M(9) 1765.9014 QHNEKIGPMLNELAR 295.4322 1765.9009 25.5540 880 2 883.4541 ‐0.2797
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 602.3257 NELAR 69.5389 602.3229 16.1971 2562 1 602.3229 ‐4.5537
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1123.5571 PQTFWPYGK 98.4951 1123.5604 21.8783 1737 1 1123.5604 3.43
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1000.5244 GPMLNELAR 184.4274 1000.5237 18.8280 1722 2 500.7655 ‐1.0622
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 987.5873 LIAPDFLAK 94.6136 987.5869 22.5102 1019 1 987.5869 0.1986
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 2459.2394 TAPASAPFQFTVFDFYNAILTR 334.3308 2459.2355 22.0511 1903 3 820.4167 ‐1.9193
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 4520.3300 43599.5392 38 44.04 None 1096.5819 IGPMLNELAR 223.3902 1096.5817 18.8544 1673 2 548.7945 ‐0.5291
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1294.6638 NYIKEETIER 10794.0300 1294.6630 17.1860 5129 2 647.8351 ‐0.8513
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1221.5854 MMVEDLGVEAK 904.7902 1221.5867 25.3174 1100 2 611.2970 0.7592
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1367.6743 TLWGHVSNYYK 616.6772 1367.6699 21.8882 2994 2 684.3386 ‐3.3216
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 Carbamidomethyl+C(3) 2757.2389 EWCEGQVTEYLVATFGDYFTDVK 921.1276 2757.2172 32.7526 1930 4 690.0597 ‐7.6131
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1413.6719 LDEEVLMDFFR 426.0275 1413.6615 29.0636 1920 2 707.3344 ‐7.4911
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1783.8345 DSLSDDKEIVNTYER 856.9426 1783.8239 35.4467 1283 2 892.4156 ‐5.7270
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1878.0080 EIVNTYERLTALDGKR 1626.2230 1878.0022 18.8953 3782 3 626.6722 ‐3.3289
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 Carbamidomethyl+C(1) 1296.6188 CLTASKGSMWR 170.8785 1296.6239 21.3137 2791 2 648.8156 3.76
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 910.4417 HVSNYYK 106.6045 910.4397 24.1464 1329 1 910.4397 ‐1.7965
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1276.6532 NYIKEETIER 293.7728 1276.6549 18.1399 2666 2 638.8311 1.1072
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1860.9814 EIVNTYERLTALDGKR 375.3127 1860.9901 21.2037 2358 3 621.0016 4.94
NP_565026.1 protein SEC6 Arabidopsis thaliana 217.2910 86415.2748 12 2.79 None 1766.8079 DSLSDDKEIVNTYER 1030.1400 1766.8104 34.8091 994 2 883.9088 1.95
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 1442.5240 24078.4284 2 10.70 Carbamidomethyl+C(5) 2503.1657 GGQPCPYDIVQESSEVDEGIPVK 13484.4600 2503.1688 31.3445 14893 2 1252.0881 2.0370
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 1442.5240 24078.4284 2 10.70 None 856.4775 VDEGIPVK 290.3214 856.4765 31.4139 5302 1 856.4765 ‐0.7118
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1334.5643 YEEMVEFMEK 66997.3200 1334.5641 28.5682 27534 2 667.7857 ‐0.3716
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1589.7653 VSAAVDGDELTVEER 5957.9830 1589.7679 23.4204 9103 2 795.3876 1.06
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 2128.9921 QAFDEAIAELDTLGEESYK 3638.0150 2128.9987 37.5780 7439 2 1065.0030 3.48
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1418.7485 IISSIEQKEESR 6118.2530 1418.7478 17.3274 4178 3 473.5874 ‐0.8344
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPK 609.0756 3460.5574 34.6559 2950 3 1154.1907 ‐3.7462
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 2331.2020 LGLALNFSVFYYEILNSPDR 731.6540 2331.2450 23.7569 1242 3 777.7532 18.2219
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1162.5222 DGDELTVEER 115.6324 1162.5269 21.2035 3072 2 581.7671 3.60
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 782.3753 VEFMEK 149.0147 782.3712 30.6119 2116 1 782.3712 ‐4.9846
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 2140.0637 LGLALNFSVFYYEILNSPD 341.4697 2140.0733 23.2073 1339 2 1070.5403 4.65
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1042.4584 EMVEFMEK 444.1037 1042.4621 28.5755 1105 1 1042.4621 4.1626
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 1571.7548 VSAAVDGDELTVEER 152.8151 1571.7628 25.4880 1629 2 786.3850 5.0937
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4739.3580 29275.8020 22 45.17 None 2314.1754 LGLALNFSVFYYEILNSPDR 482.9927 2314.1818 25.7705 1399 3 772.0655 2.62
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1334.5643 YEEMVEFMEK 46809.7000 1334.5641 28.5682 27534 2 667.7857 ‐0.3355
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1803.9348 SAQDIANAELAPTHPIR 1635.3860 1803.9346 22.4300 13683 3 601.9830 ‐0.2236
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 2128.9921 QAFDEAIAELDTLGEESYK 3802.6090 2128.9987 37.5780 7439 2 1065.0030 3.40
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1418.7485 IISSIEQKEESR 4679.4000 1418.7478 17.3274 4178 3 473.5874 ‐0.5896
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 3460.5697 DNLTLWTSDMQDDAADEIKEAAAPK 1644.1440 3460.5574 34.6559 2950 3 1154.1907 ‐3.9658
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1918.9981 ASWRIISSIEQKEESR 363.9731 1918.9928 28.3727 1412 3 640.3358 ‐2.8783
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 782.3753 VEFMEK 346.4594 782.3712 30.6119 2116 1 782.3712 ‐4.9532
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1042.4584 EMVEFMEK 400.1667 1042.4621 28.5755 1105 1 1042.4621 3.44
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 2635.5680 29275.8020 22 45.17 None 1192.5804 SSIEQKEESR 899.0901 1192.5765 17.3318 750 2 596.7919 ‐3.6493
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1367.6842 FANFSIESEVPK 12445.5900 1367.6837 29.0541 23575 2 684.3455 ‐0.5387
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1284.6947 NPILPSDPYLR 15119.1300 1284.6945 28.5811 11576 2 642.8509 ‐0.3328
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1541.7231 GVEFEYREEDLR 7536.8340 1541.7245 23.8571 8355 3 514.5797 0.6661
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1390.7875 SPLLLQMNPIHK 2975.6000 1390.7870 17.9101 6989 3 464.2672 ‐0.6121
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1169.5990 FWADFIDKK 2747.1640 1169.5994 18.0685 6572 2 585.3033 0.0144
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 877.5029 DFIEILK 8047.8730 877.5024 31.3939 5690 2 439.2548 ‐1.2096
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 899.4258 GVEFEYR 14850.8700 899.4242 21.3825 5012 2 450.2157 ‐2.3039
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1079.5732 VTEFVSELR 4539.4780 1079.5644 25.1709 16612 2 540.2858 ‐8.5186
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1845.9593 SLPDPEKVTEFVSELR 14700.3900 1845.9594 35.6807 18504 3 615.9913 ‐0.1735



NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 688.3512 ESEVPK 108.9057 688.3540 27.4321 3246 1 688.3540 4.96
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1645.8432 PDPEKVTEFVSELR 2961.8840 1645.8410 35.6866 2852 2 823.4241 ‐1.2497
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 1385.6332 EFEYREEDLR 1384.3700 1385.6356 23.8584 1252 2 693.3214 1.08
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 3053.1320 25707.6329 28 36.07 None 881.4152 GVEFEYR 169.8510 881.4167 20.4977 6347 1 881.4167 2.1089
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1367.6842 FANFSIESEVPK 13059.0800 1367.6837 29.0541 23575 2 684.3455 ‐0.4899
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1284.6947 NPILPSDPYLR 11491.7400 1284.6945 28.5811 11576 2 642.8509 ‐0.3156
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 877.5029 DFIEILK 4937.1040 877.5024 31.3939 5690 2 439.2548 ‐1.3479
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1541.7231 GVEFEYREEDLR 474.9446 1541.7156 25.9613 1416 2 771.3614 ‐4.7703
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1079.5732 VTEFVSELR 4857.9980 1079.5644 25.1709 16612 2 540.2858 ‐8.5798
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 899.4258 GVEFEYR 351.5599 899.4211 25.5322 2491 1 899.4211 ‐4.7710
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1845.9593 SLPDPEKVTEFVSELR 13748.9900 1845.9594 35.6807 18504 3 615.9913 ‐0.0259
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 688.3512 ESEVPK 106.5400 688.3540 27.4321 3246 1 688.3540 4.32
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1645.8432 PDPEKVTEFVSELR 2580.6770 1645.8410 35.6866 2852 2 823.4241 ‐1.0948
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 861.4465 EFVSELR 155.8389 861.4497 25.5455 1970 1 861.4497 4.0792
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 847.4308 PSDPYLR 198.3636 847.4301 28.5753 1525 1 847.4301 ‐0.5438
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1687.4890 25707.6329 28 36.07 None 1061.5626 VTEFVSELR 149.1209 1061.5669 23.4570 1535 2 531.2871 3.55
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 236.8511 25707.6329 28 36.07 None 1390.7875 SPLLLQMNPIHK 2328.2950 1390.7870 17.9101 6989 3 464.2672 ‐1.0867
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 236.8511 25707.6329 28 36.07 None 1169.5990 FWADFIDKK 2261.3090 1169.5994 18.0685 6572 2 585.3033 0.0923
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 236.8511 25707.6329 28 36.07 None 1041.5040 FWADFIDK 447.3842 1041.5032 21.1129 23263 1 1041.5032 ‐0.0832
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 730.0430 51027.4331 12 15.38 None 2240.9982 VVNEGEFGEYITEYDASYR 7405.7610 2240.9952 32.0956 16421 2 1121.0012 ‐0.7903
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 730.0430 51027.4331 12 15.38 None 1817.8606 TGTPLVYGGWPDHDFR 5616.4420 1817.8634 29.7544 12945 3 606.6260 1.14
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 730.0430 51027.4331 12 15.38 None 951.5258 GTVTFAVTR 6159.0050 951.5248 21.8467 9892 2 476.2661 ‐1.5340
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 730.0430 51027.4331 12 15.38 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 3847.1650 1311.8087 23.2629 3160 2 656.4080 1.1294
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 730.0430 51027.4331 12 15.38 None 933.5152 GTVTFAVTR 160.7261 933.5162 22.3010 823 1 933.5162 1.54
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 2240.9982 VVNEGEFGEYITEYDASYR 8397.5550 2240.9952 32.0956 16421 2 1121.0012 ‐0.4083
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 1817.8606 TGTPLVYGGWPDHDFR 6369.6100 1817.8634 29.7544 12945 3 606.6260 1.54
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 951.5258 GTVTFAVTR 11945.6500 951.5248 21.8467 9892 2 476.2661 ‐1.6440
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 1441.7394 NNPVGENATLSLGR 384.6269 1441.7727 26.2313 18253 2 721.3900 23.0964
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 1394.6991 AYSYFPAATYLK 856.4517 1394.6993 25.1131 5080 2 697.8533 0.0367
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 1799.8500 TGTPLVYGGWPDHDFR 762.6895 1799.8529 31.0948 1656 2 900.4301 2.0213
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 845.3634 51027.4331 12 15.38 None 1376.6885 AYSYFPAATYLK 462.2105 1376.6922 23.6111 1105 2 688.8498 2.20
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 950.4942 GNLDIFSGK 19350.9600 950.4939 26.2549 13966 2 475.7506 ‐0.7865
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 956.4836 YGDYIGIR 6792.5640 956.4824 23.2568 12209 2 478.7448 ‐1.8177
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 2089.9436 NLEAWGGLMGPGYNYYER 3618.8350 2089.9436 20.0981 11245 2 1045.4754 0.4186
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 990.5214 AGTDSIISAR 18722.1500 990.5197 18.9218 9539 2 495.7635 ‐2.2344
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 Carbamidomethyl+C(1) 2938.3200 CSYQSFDVEQWLASDTSPYELSAVR 2795.4290 2938.3222 21.9748 7471 3 980.1122 0.5105
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 779.4298 LDIFSGK 294.2146 779.4294 25.8121 3357 1 779.4294 ‐0.2151
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 None 793.4203 GDYIGIR 1788.4880 793.4167 23.2521 1929 1 793.4167 ‐4.2053
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 3020.8420 20414.8899 18 38.25 Carbamidomethyl+C(1) 2921.2935 CSYQSFDVEQWLASDTSPYELSAVR 264.4637 2921.3073 23.2915 3674 3 974.4406 4.15
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 984.2131 20414.8899 18 38.25 None 950.4942 GNLDIFSGK 14759.5000 950.4939 26.2549 13966 2 475.7506 ‐0.8969
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 984.2131 20414.8899 18 38.25 None 956.4836 YGDYIGIR 5909.4420 956.4824 23.2568 12209 2 478.7448 ‐1.9258
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 984.2131 20414.8899 18 38.25 None 779.4298 LDIFSGK 264.5006 779.4294 25.8121 3357 1 779.4294 ‐0.1814
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 984.2131 20414.8899 18 38.25 None 793.4203 GDYIGIR 1498.9360 793.4167 23.2521 1929 1 793.4167 ‐4.1823
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 984.2131 20414.8899 18 38.25 None 932.4836 GNLDIFSGK 227.7424 932.4855 24.6041 1420 2 466.7464 1.50
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 722.8489 20414.8899 18 38.25 None 2089.9436 NLEAWGGLMGPGYNYYER 4462.9220 2089.9436 20.0981 11245 2 1045.4754 0.0754
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 722.8489 20414.8899 18 38.25 Carbamidomethyl+C(1) 2938.3200 CSYQSFDVEQWLASDTSPYELSAVR 2077.9500 2938.3222 21.9748 7471 3 980.1122 0.6143
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 722.8489 20414.8899 18 38.25 None 1487.8580 VGSEIRKTLSWIV 105.0163 1487.8517 22.5454 5471 2 744.4295 ‐4.4229
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 722.8489 20414.8899 18 38.25 None 3021.4200 NLEAWGGLMGPGYNYYERGNLDIFSG 345.1344 3021.4446 21.9226 1518 3 1007.8197 8.0594
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 722.8489 20414.8899 18 38.25 Carbamidomethyl+C(1) 2921.2935 CSYQSFDVEQWLASDTSPYELSAVR 192.1570 2921.3073 23.2915 3674 3 974.4406 4.89
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1029.5687 TAIAEGLAQR 16298.3300 1029.5677 19.5760 8048 2 515.2875 ‐1.4829
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1397.7383 LDPVIGRDDEIR 1721.7910 1397.7424 23.8793 5260 2 699.3748 2.63
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 2010.0066 IDEYIVFQPLDSNEISK 659.1309 2010.0107 34.1248 4184 3 670.6751 1.98
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1936.0287 AHPDVFNILLQLLDDGR 697.9827 1936.0059 21.9289 8392 2 968.5066 ‐11.4319
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1231.6463 ALLEQKDGMAR 934.6356 1231.6466 27.3045 1852 2 616.3269 ‐0.1052
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 700.3624 DPALER 546.7648 700.3803 29.4001 1152 1 700.3803 25.7035
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1338.6372 QNFRPEFMNR 180.9551 1338.6596 17.9764 964 2 669.8335 16.5880
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 Carbamidomethyl+C(5) 1739.8745 GELRCIGATTLTEYR 1100.1190 1739.8816 25.4172 1755 2 870.4444 4.14
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1079.5091 FRPEFMNR 109.6354 1079.5140 18.5835 984 2 540.2607 4.1457
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1847.9650 HPDVFNILLQLLDDGR 283.2231 1847.9622 19.8391 881 3 616.6589 ‐1.8146
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1379.7278 LDPVIGRDDEIR 432.2803 1379.7285 24.9016 1816 2 690.3679 0.3916
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 682.3519 DPALER 105.9387 682.3547 31.6020 1114 1 682.3547 4.19
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 236.8785 109004.7037 13 4.5 None 1214.6198 ALLEQKDGMAR 135.2370 1214.6231 28.8606 923 2 607.8152 2.43
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 16685.1600 3631.7661 46.1565 48139 3 1211.2602 ‐1.0034
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 1265.5545 GPSGSPWYGSDR 37727.9700 1265.5529 20.2175 41273 2 633.2801 ‐1.5704
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 983.4985 FGEAVWFK 43896.1800 983.4981 18.4075 26865 2 492.2527 ‐0.8985
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 5785.7050 1903.9966 25.2118 10345 2 952.5020 2.64
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAG 1691.5250 3967.7924 22.7779 8351 3 1323.2690 ‐1.4343
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 982.5316 ELEVIHSR 27506.1000 982.5315 17.5408 5475 2 491.7694 ‐0.6397
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 1252.6757 NRELEVIHSR 2148.0920 1252.6764 17.3629 2096 3 418.2303 0.2939
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 1061.5374 NRELEVIHS 379.3126 1061.5371 19.2963 5536 2 531.2722 ‐0.7355
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 2132.0546 PGGSFDPLGLATDPEAFAELK 917.7880 2132.0620 46.1588 814 2 1066.5347 3.49
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 1111.4803 SGSPWYGSDR 167.1938 1111.4763 20.2134 785 1 1111.4763 ‐3.0183
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 6819.0340 28110.9954 15 45.28 None 1234.6651 NRELEVIHSR 259.7631 1234.6629 17.4135 3585 2 617.8351 ‐2.0569
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 3065.6560 28110.9954 15 45.28 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 8193.2560 3631.7661 46.1565 48139 3 1211.2602 ‐1.2620
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 3065.6560 28110.9954 15 45.28 None 1265.5545 GPSGSPWYGSDR 43120.1400 1265.5529 20.2175 41273 2 633.2801 ‐1.5606
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 3065.6560 28110.9954 15 45.28 None 2132.0546 PGGSFDPLGLATDPEAFAELK 506.8478 2132.0620 46.1588 814 2 1066.5347 4.53
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thalia 3065.6560 28110.9954 15 45.28 None 1111.4803 SGSPWYGSDR 167.0961 1111.4763 20.2134 785 1 1111.4763 ‐3.2394



NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 1859.9597 ELLVGKDDELLETETR 11881.8500 1859.9614 27.8131 12996 3 620.6586 0.6488
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 2627.3870 1872.9363 30.0288 9702 2 936.9718 ‐0.2046
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 1585.8432 ALDLASKPEGTGTPTK 7194.8600 1585.8430 19.0796 8303 3 529.2859 ‐0.3793
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPG 2558.6880 3338.7522 25.4866 7831 3 1113.5889 ‐1.1099
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 2624.4300 2658.2256 35.1854 7090 3 886.7467 ‐0.3631
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 2387.1774 AMMTTTTTTFFHPLLPANTYK 578.0337 2387.1398 23.6883 757 3 796.3848 ‐15.9891
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 1155.6408 ALFTQVTTKF 4633.9010 1155.6406 18.6022 4555 2 578.3240 ‐0.5177
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 1559.4780 34993.8524 14 41.85 None 869.4363 PEGTGTPTK 289.0475 869.4373 20.4971 8803 1 869.4373 1.64
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 4195.4550 1872.9363 30.0288 9702 2 936.9718 0.0370
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 None 1585.8432 ALDLASKPEGTGTPTK 5316.7010 1585.8430 19.0796 8303 3 529.2859 ‐0.1725
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 985.3486 2658.2256 35.1854 7090 3 886.7467 ‐0.4003
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 None 2387.1774 AMMTTTTTTFFHPLLPANTYK 371.9276 2387.1532 30.5940 2345 3 796.3892 ‐10.3593
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 None 1186.6175 AGGLQDKDGGIR 210.1836 1186.6347 24.8094 1798 2 593.8210 14.1448
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 582.7250 34993.8524 14 41.85 None 1401.7220 DLASKPEGTGTPTK 2121.3240 1401.7211 19.0806 868 2 701.3642 ‐0.7395
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 106179.0000 2304.0621 33.0028 124831 2 1152.5347 ‐1.4362
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1780.8098 EGPPVFEQPEMTYEK 88086.3100 1780.8111 27.1289 117329 2 890.9092 0.9174
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2347.1888 VQLAETYLSQAALGDANADAIGR 91913.7900 2347.1884 32.1579 108547 3 783.0676 ‐0.4363
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 22364.3000 2150.1283 21.5880 103815 2 1075.5678 ‐0.9578
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1697.7613 GLAYDTSDDQQDITR 105482.7000 1697.7611 20.9319 103668 2 849.3842 0.0117
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 26003.1700 2823.4584 24.0365 77727 3 941.8243 0.5128
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 79163.9800 1212.5764 25.3699 77071 2 606.7918 0.6844
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1152.7139 VPLILGIWGGK 54216.5500 1152.7140 21.6698 61626 2 576.8607 ‐0.2690
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1059.6197 NFLTLPNIK 24641.8900 1059.6176 19.2283 60295 2 530.3124 ‐2.4519
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2083.9973 LMEYGNMLVMEQENVKR 25912.6100 2083.9974 17.8322 46279 3 695.3373 ‐0.2162
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 13813.3600 2384.0350 22.9774 29582 2 1192.5211 ‐1.2186
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 4926.3100 2782.3130 30.6489 19086 3 928.1092 0.8201
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 940.4676 FYWAPTR 20921.6300 940.4665 16.2795 16762 2 470.7369 ‐1.6704
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1927.8962 LMEYGNMLVMEQENVK 13433.1700 1927.8951 31.1954 16605 2 964.4512 ‐0.2873
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1340.6382 FYWAPTREDR 17018.8800 1340.6366 15.3888 14371 3 447.5504 ‐1.4613
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 3016.0690 3943.8449 21.4933 11890 3 1315.2865 ‐0.0948
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 4893.7050 1177.4473 26.3559 9605 2 589.2273 0.1793
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEY 899.9664 3324.5924 20.8571 6253 4 831.9036 5.0036
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 809.5244 LVVHITK 14940.5500 809.5240 18.4615 4679 2 405.2657 ‐1.0499
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1135.6358 KFVESLGVEK 8979.5710 1135.6353 20.9707 18358 2 568.3213 ‐0.8047
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2796.7120 2503.2935 30.7274 8002 3 835.1027 1.1625
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2712.2244 QTDGDRWRGLAYDTSDDQQDITR 522.3939 2712.2444 38.8920 3120 3 904.7530 7.1214
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 696.4403 VVHITK 111.4065 696.4375 17.5034 22912 1 696.4375 ‐3.8144
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1284.5453 FEQPEMTYEK 351.3855 1284.5440 25.4905 9436 2 642.7756 ‐1.2437
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 798.5084 LTLPNIK 1313.7330 798.5078 19.2416 4987 1 798.5078 ‐0.4292
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 933.4499 QLPGMYNK 222.0069 933.4524 21.2479 4607 1 933.4524 3.1805
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1594.7458 PPVFEQPEMTYEK 452.2492 1594.7430 27.9899 3364 2 797.8751 ‐1.7357
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 874.4491 IAPAFMDK 245.8544 874.4509 23.0760 3088 1 874.4509 2.51
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 959.4541 GDANADAIGR 393.2557 959.4536 32.1553 3073 1 959.4536 0.0044
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1030.5065 WAPTREDR 433.6201 1030.5048 15.3856 2408 2 515.7561 ‐2.0357
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(1) 850.4162 CELVMAK 2228.8700 850.4196 25.3691 1894 1 850.4196 4.79
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 732.4403 YAPLIR 258.8818 732.4408 21.5824 1541 1 732.4408 0.9367
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 793.3992 YWAPTR 130.3855 793.4001 16.2732 1356 1 793.4001 1.54
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 956.5928 LILGIWGGK 218.6660 956.5909 21.6735 1352 1 956.5909 ‐1.4315
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1009.5564 IKDEDIVTL 213.9046 1009.5560 21.2781 1339 2 505.2816 ‐0.9328
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1290.6477 PGQSIDFFGALR 164.9670 1290.6512 23.5704 1069 2 645.8292 2.76
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1053.6455 PLILGIWGGK 265.0055 1053.6476 21.6712 931 2 527.3274 1.71
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(5) 855.4393 VPIICTGN 268.1943 855.4367 20.3752 911 2 428.2220 ‐3.7346
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 820.3948 NFDPTAR 295.6905 820.3944 33.2460 905 1 820.3944 ‐0.1122
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 812.3897 SGNAGEPAK 337.8128 812.3859 32.9087 793 1 812.3859 ‐4.3029
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1466.7638 GNDFSTLYAPLIR 238.2333 1466.7670 22.4249 775 2 733.8871 2.0650
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 1762.7993 EGPPVFEQPEMTYEK 618.1823 1762.7981 27.4276 3680 2 881.9027 ‐0.4997
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 8230.9330 2367.0112 24.4134 10942 2 1184.0092 ‐0.0858
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 30209.3500 52380.5342 66 71.73 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 183.2806 1195.5536 23.5265 920 2 598.2805 3.26
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 106424.9000 2304.0621 33.0028 124831 2 1152.5347 ‐1.0302
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 2347.1888 VQLAETYLSQAALGDANADAIGR 48959.8800 2347.1884 32.1579 108547 3 783.0676 ‐0.4027
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1780.8098 EGPPVFEQPEMTYEK 92877.2700 1780.8108 27.1043 83155 2 890.9090 0.9091
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 115596.5000 1212.5764 25.3699 77071 2 606.7918 0.6740
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 3986.5810 2782.3130 30.6489 19086 3 928.1092 0.7548
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1927.8962 LMEYGNMLVMEQENVK 8353.0030 1927.8951 31.1954 16605 2 964.4512 ‐0.0248
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 809.5244 LVVHITK 15796.4200 809.5240 18.4615 4679 2 405.2657 ‐1.2141
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1135.6358 KFVESLGVEK 8004.2210 1135.6353 20.9707 18358 2 568.3213 ‐0.8444
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2153.9260 2503.2935 30.7274 8002 3 835.1027 1.1606
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 761.4040 ESLGVEK 766.2982 761.4040 22.0880 4333 1 761.4040 0.4015
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 959.4541 GDANADAIGR 470.4270 959.4536 32.1553 3073 1 959.4536 ‐0.1001
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 597.3719 VHITK 16965.1200 597.3715 18.4574 2781 1 597.3715 ‐0.3059
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 Carbamidomethyl+C(13) 1333.6205 GAQQVNLPVPEGC 349.9752 1333.6245 29.0579 2289 2 667.3159 2.06
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 498.3035 HITK 5304.1000 498.3027 18.4596 2127 1 498.3027 ‐1.1825
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 Carbamidomethyl+C(1) 850.4162 CELVMAK 3245.4360 850.4196 25.3691 1894 1 850.4196 4.71
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 984.4745 INDLDAGAGR 312.0425 984.4719 30.1721 1297 1 984.4719 ‐2.2952
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1072.5269 LESGNAGEPAK 280.3683 1072.5308 32.1549 876 1 1072.5308 3.76



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1232.5472 MGINPIMMSAGE 1059.1950 1232.5489 33.0033 819 1 1232.5489 1.19
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 812.3897 SGNAGEPAK 368.3536 812.3859 32.9087 793 1 812.3859 ‐4.2946
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17637.6700 52380.5342 66 71.73 None 1762.7993 EGPPVFEQPEMTYEK 565.4416 1762.7981 27.4276 3680 2 881.9027 ‐0.3001
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 None 2117.0583 GMTGLLWETSLLDPEEGIR 2361.4200 2117.0559 22.7967 5450 2 1059.0316 ‐1.0390
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 None 1556.8934 LYEVVPPVLTELGK 8203.8350 1556.8943 21.0630 4985 2 778.9508 0.4529
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 None 2503.4170 VLPTAQSGAEPLPEGLLWLLLTGK 1126.9990 2503.4076 25.6675 3647 3 835.1407 ‐4.0559
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 None 1702.8979 VQLGNITVDMVIGGMR 118.0278 1702.9050 25.5210 1916 2 851.9562 4.1610
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 Oxidation+M(16) 4388.1787 VGQQSSLSNSVRWIQMQSSTDLDLKS 489.9171 4388.1842 24.6298 3129 4 1097.8015 1.45
NP_566016.1 citrate synthase 4 Arabidopsis thaliana 398.8522 52996.5937 6 12.5 None 2150.1088 DLDLKSQLQELIPEQQDR 266.3824 2150.0987 22.2968 6207 2 1075.5530 ‐4.5571
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 3225.2850 13715.2624 4 51.61 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 3225.2850 13715.2624 4 51.61 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 3225.2850 13715.2624 4 51.61 None 1406.7009 ATSEGEISEKVEK 2484.6000 1406.7010 16.1334 2997 3 469.5719 ‐0.2171
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 3225.2850 13715.2624 4 51.61 None 1741.8140 AWDEVEELSAAASHAR 134.2399 1741.8218 36.8864 1643 2 871.4145 4.98
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1334.5643 YEEMVEFMEK 66997.3200 1334.5641 28.5682 27534 2 667.7857 ‐0.3716
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1181.6048 EAAESTLVAYK 30074.7300 1181.6046 20.9057 11811 2 591.3059 ‐0.5535
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1788.9603 SAQDIALADLAPTHPIR 8336.2530 1788.9623 28.7677 8160 3 596.9923 0.8673
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1406.6645 TVDTDELTVEER 3049.0060 1406.6641 21.5542 6059 2 703.8357 ‐0.4215
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1418.7485 IISSIEQKEESR 6118.2530 1418.7478 17.3274 4178 3 473.5874 ‐0.8344
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1309.6998 KEAAESTLVAYK 1090.1540 1309.7023 19.0454 1559 2 655.3548 1.70
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 2331.2020 LGLALNFSVFYYEILNSPDR 731.6540 2331.2450 23.7569 1242 3 777.7532 18.2219
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1284.6583 YLAEFKTGAER 2803.2480 1284.6578 19.9027 5606 3 428.8908 ‐0.6256
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1823.8406 EASKHEPEEGKPAETGQ 378.1792 1823.8229 29.7359 3070 2 912.4151 ‐9.4928
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 782.3753 VEFMEK 149.0147 782.3712 30.6119 2116 1 782.3712 ‐4.9846
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 2140.0637 LGLALNFSVFYYEILNSPD 341.4697 2140.0733 23.2073 1339 2 1070.5403 4.65
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1042.4584 EMVEFMEK 444.1037 1042.4621 28.5755 1105 1 1042.4621 4.1626
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 1388.6540 TVDTDELTVEER 309.8592 1388.6551 20.0384 4511 2 694.8312 0.6873
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 6076.0080 29938.4898 22 45.66 None 2314.1754 LGLALNFSVFYYEILNSPDR 482.9927 2314.1818 25.7705 1399 3 772.0655 2.62
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1334.5643 YEEMVEFMEK 46809.7000 1334.5641 28.5682 27534 2 667.7857 ‐0.3355
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1788.9603 SAQDIALADLAPTHPIR 9470.3410 1788.9623 28.7677 8160 3 596.9923 1.0278
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1418.7485 IISSIEQKEESR 4679.4000 1418.7478 17.3274 4178 3 473.5874 ‐0.5896
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1918.9981 ASWRIISSIEQKEESR 363.9731 1918.9928 28.3727 1412 3 640.3358 ‐2.8783
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 782.3753 VEFMEK 346.4594 782.3712 30.6119 2116 1 782.3712 ‐4.9532
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1042.4584 EMVEFMEK 400.1667 1042.4621 28.5755 1105 1 1042.4621 3.44
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2660.0120 29938.4898 22 45.66 None 1192.5804 SSIEQKEESR 899.0901 1192.5765 17.3318 750 2 596.7919 ‐3.6493
NP_566256.1 syntaxin 43 Arabidopsis thaliana 267.7057 37008.3059 9 8.48 None 1718.9105 SLATDLQNLSMELRK 3589.8600 1718.9125 22.5178 8908 2 859.9599 1.19
NP_566256.1 syntaxin 43 Arabidopsis thaliana 267.7057 37008.3059 9 8.48 None 1219.6165 SEEISIEREK 572.9134 1219.6301 21.9354 1665 1 1219.6301 11.36
NP_566256.1 syntaxin 43 Arabidopsis thaliana 267.7057 37008.3059 9 8.48 None 1889.9022 LQKEDGADLEMNLNGSR 1692.1090 1889.8986 19.9689 1309 2 945.4529 ‐1.5951
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 None 1718.9105 SLATDLQNLSMELRK 934.1884 1718.9125 22.5178 8908 2 859.9599 1.0985
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 None 1302.6284 LSAAGPSEDSNVR 198.2060 1302.6225 16.8714 2218 2 651.8149 ‐4.7806
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 None 2062.9710 APMGSSSSSTLTEHNSLTGAK 109.8272 2063.0230 21.0745 2582 3 688.3459 24.7488
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 None 1931.0154 EIQQVVESVSELAQIMK 581.8567 1931.0458 21.2827 1036 2 966.0265 15.7661
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 Oxidation+M(6) 2421.1674 SVRAPMGSSSSSTLTEHNSLTGAK 517.6183 2421.1549 22.4745 1262 2 1211.0811 ‐4.9459
NP_566256.1 syntaxin 43 Arabidopsis thaliana 87.2347 37008.3059 9 8.48 None 1099.5630 EIQQVVESVS 189.4058 1099.5576 21.5191 1668 1 1099.5576 ‐4.0293
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1757.9280 LAEGTDITSAAPGVSLQK 9363.2310 1757.9297 25.1177 14841 2 879.4685 1.1243
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1305.6321 AVNVEEAPSDFK 11327.5900 1305.6335 22.1811 10170 2 653.3204 0.8042
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1255.6569 FSTTPLSDIFK 954.7332 1255.6556 20.1805 9875 2 628.3314 ‐1.3062
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1099.6358 VTGAEVILGQI 1003.9190 1099.6334 34.2440 6761 2 550.3203 ‐2.5470
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1376.6005 DAIEFYGDFDGK 11937.9100 1376.6003 29.6152 3871 2 688.8038 ‐0.3053
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1599.9038 LRNLSALRSAANSAR 640.9686 1599.9047 30.7138 1223 2 800.4560 0.6145
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1058.5840 TSAAPGVSLQK 268.6358 1058.5811 24.1662 1599 1 1058.5811 ‐2.2219
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 728.4301 PGVSLQK 714.6935 728.4320 25.1057 1005 1 728.4320 2.60
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1237.6463 FSTTPLSDIFK 233.6015 1237.6432 22.0110 6251 2 619.3252 ‐2.8263
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2334.6730 21559.5308 10 39.30 None 1288.6056 AVNVEEAPSDFK 2226.1860 1288.6087 20.8573 2505 2 644.8080 2.1718
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 855.4399 15940.6571 4 26.76 None 1133.6929 VSGVSLLALFK 7758.4160 1133.6942 22.2438 8901 2 567.3507 0.7978
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 855.4399 15940.6571 4 26.76 Carbamidomethyl+C(10) 2996.4459 IAAFVPNDGCLNYIEENDEVLIAGFGR 1338.1450 2996.4479 22.6010 6178 3 999.4875 0.4436
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 1019.9630 15940.6571 4 26.76 None 1133.6929 VSGVSLLALFK 8950.8040 1133.6942 22.2438 8901 2 567.3507 0.8922
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 1019.9630 15940.6571 4 26.76 Carbamidomethyl+C(10) 2996.4459 IAAFVPNDGCLNYIEENDEVLIAGFGR 1717.6240 2996.4479 22.6010 6178 3 999.4875 0.5690
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1736.9330 VPALDYVDIPHTQIR 3273.7170 1736.9346 29.4666 9011 3 579.6497 0.6786
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1060.5633 GLSTIGEEVR 6392.5610 1060.5629 21.9932 6105 2 530.7851 ‐0.8262
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1000.6037 ISVNDLVIK 4097.5990 1000.6031 17.5396 3657 2 500.8052 ‐1.1305
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1865.0280 VPALDYVDIPHTQIRK 1185.0460 1865.0230 24.4882 1576 2 933.0151 ‐2.4269
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1273.6383 ISKPSSAPSEDR 221.8718 1273.6305 19.5595 2574 2 637.3189 ‐6.3578
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1352.6441 SQLNSFQEASGGK 577.8181 1352.6620 31.6083 943 2 676.8346 13.0417
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 1339.6787 EFISSQMRSVR 1604.4890 1339.6733 22.9351 3693 2 670.3403 ‐4.2149
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 2767.4108 EEKVEKPASAPEAKISKPSSAPSEDR 1075.6100 2767.4185 21.5089 2862 3 923.1443 2.64
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 Carbamidomethyl+C(5) 2286.0972 KVPQCNSSWTDEYIRQFK 275.7423 2286.0786 31.0018 1713 2 1143.5430 ‐7.5020
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 803.4258 TIGEEVR 169.8422 803.4283 22.8534 1505 1 803.4283 3.43
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 332.1792 58924.0192 17 8.53 None 872.4472 STIGEEVR 243.1566 872.4451 22.5087 1389 1 872.4451 ‐2.0516
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 None 2756.3414 ENSLKPEDYEGGTFTVSNLGGPFGIK 725.4286 2756.3353 22.7104 5388 3 919.4500 ‐2.3888
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 None 1000.6037 ISVNDLVIK 4459.4630 1000.6031 17.5396 3657 2 500.8052 ‐0.9752
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 Carbamidomethyl+C(3) 2198.1638 QFCAVINPPQAAILAIGSAEK 484.1889 2198.1580 18.8187 40924 3 733.3909 ‐3.0703
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 None 2243.1289 EIQVGEVIAITVEDEDDIQK 518.3356 2243.1433 22.7988 4994 3 748.3860 6.0220
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 None 1271.6994 VIDGAIGAEWLK 145.6194 1271.6791 22.9316 861 2 636.3432 ‐16.1958
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thalia 150.7948 58924.0192 17 8.53 Oxidation+M(19) 2270.1672 LSSPMAGPKLFKEFISSQMR 751.9700 2270.1584 20.0610 11885 3 757.3910 ‐4.2641
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1812.8803 IYSFGGEFTPNQPIDK 4449.4680 1812.8836 29.2852 20055 2 906.9454 2.0346
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1308.7158 LLTPVEEGPTPR 18395.7900 1308.7145 22.7057 19997 2 654.8609 ‐1.1694



NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 950.5306 SVFASAAIGK 5196.3660 950.5293 23.2493 16086 2 475.7683 ‐1.8595
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1522.8111 LNTLDSYNIVDKK 3711.6140 1522.8121 24.0179 14291 3 508.2756 0.3542
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 13874.7700 1634.7378 15.3707 10585 3 545.5841 ‐0.4279
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1014.5578 GGAGLEVVQGK 12165.0700 1014.5566 19.1017 8554 2 507.7819 ‐1.7068
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 3865.1540 2153.0846 19.0363 8357 3 718.3664 1.32
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1897.8021 GGEMGDVWDDGVYENVR 11240.5900 1897.8033 29.3064 7202 2 949.4053 0.9112
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1691.8500 WTQVETFGVRPSER 1838.6580 1691.8517 24.5444 6023 3 564.6221 0.7302
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1195.5226 FGGEEETPSSR 3711.7790 1195.5238 14.8747 3858 2 598.2655 0.6791
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1901.9538 MVSVGSTLYVFGGRDASR 1413.4830 1901.9626 27.1275 7502 2 951.4849 4.06
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1472.7566 MVSVGSTLYVFGGR 502.4747 1472.7801 17.1207 759 2 736.8937 15.8443
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 829.4778 GLEVVQGK 289.3951 829.4793 19.7347 3242 2 415.2433 1.37
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 981.5000 PVEEGPTPR 531.3138 981.5043 22.6722 2459 2 491.2558 3.02
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 764.4301 FASAAIGK 2543.8590 764.4291 23.2766 2327 1 764.4291 ‐0.9931
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 Carbamidomethyl+C(1) 604.3236 CLGVR 144.3587 604.3219 19.4351 1717 1 604.3219 ‐2.7005
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 884.4472 VEEGPTPR 1241.9130 884.4455 21.8358 1445 1 884.4455 ‐1.5330
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 772.4563 LEVVQGK 108.1796 772.4597 20.4862 1165 1 772.4597 4.68
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 996.5473 GGAGLEVVQGK 720.2051 996.5472 17.5264 1462 2 498.7772 ‐0.5472
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 1505.7846 LNTLDSYNIVDKK 344.3066 1505.7899 25.5150 3729 2 753.3986 3.35
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 2314.1690 51898.1216 39 33.19 None 997.5313 GGAGLEVVQGK 191.1128 997.5360 18.2273 2865 2 499.2717 4.24
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1812.8803 IYSFGGEFTPNQPIDK 4707.9470 1812.8836 29.2852 20055 2 906.9454 2.32
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1308.7158 LLTPVEEGPTPR 12407.8500 1308.7145 22.7057 19997 2 654.8609 ‐1.1431
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1522.8111 LNTLDSYNIVDKK 3125.8400 1522.8121 24.0179 14291 3 508.2756 0.5753
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1691.8500 WTQVETFGVRPSER 1695.0510 1691.8517 24.5444 6023 3 564.6221 0.9129
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1014.5578 GGAGLEVVQGK 244.7834 1014.5388 22.3588 2898 2 507.7730 ‐19.3107
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 1308.6430 GWTASTTATIDGK 318.1351 1308.6509 34.5091 2615 2 654.8291 5.91
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 981.5000 PVEEGPTPR 684.7666 981.5043 22.6722 2459 2 491.2558 3.17
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 900.5149 AGLEVVQGK 177.6413 900.5143 22.0858 2181 2 450.7608 ‐1.4049
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 754.4458 LEVVQGK 89.8690 754.4491 23.4609 916 1 754.4491 4.84
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 628.5455 51898.1216 39 33.19 None 884.4472 VEEGPTPR 144.4556 884.4500 22.4448 835 2 442.7286 2.64
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 11244.0900 1634.7378 15.3707 10585 3 545.5841 ‐0.8113
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 1728.8547 VNDMTSEMITFLSIK 1260.0790 1728.8612 22.4661 8813 2 864.9343 3.04
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 2057.7660 2153.0846 19.0363 8357 3 718.3664 1.35
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 1436.7380 GWTASTTATIDGKK 148.4921 1436.7282 18.7344 10580 2 718.8677 ‐6.9484
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 1522.8111 LNTLDSYNIVDKK 138.9660 1522.7800 22.1698 4608 2 761.8936 ‐20.6035
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 1472.7566 MVSVGSTLYVFGGR 318.3043 1472.7801 17.1207 759 2 736.8937 15.7835
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 999.5258 STLYVFGGR 208.2919 999.5241 18.8074 1296 1 999.5241 ‐1.0876
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 480.4584 51898.1216 39 33.19 None 1505.7846 LNTLDSYNIVDKK 129.6782 1505.7883 20.5173 1363 2 753.3978 2.34
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 959.5524 17946.8115 4 11.4 None 1961.0338 YALKPDAETLDIVNTAAR 8689.2800 1961.0333 28.7364 9713 3 654.3493 ‐0.5036
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 959.5524 17946.8115 4 11.4 None 989.4938 YALKPDAET 279.7460 989.4911 26.2898 1622 1 989.4911 ‐2.3092
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 647.8157 17946.8115 4 11.4 None 1961.0338 YALKPDAETLDIVNTAAR 5866.3310 1961.0333 28.7364 9713 3 654.3493 ‐0.3822
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 647.8157 17946.8115 4 11.4 None 989.4938 YALKPDAET 118.3428 989.4911 26.2898 1622 1 989.4911 ‐2.4367
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1207.6205 TPFTSGLDLEK 1108.4390 1207.6205 27.1385 18594 2 604.3139 ‐0.3341
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1586.8458 VSSVEVDLPAMLAQK 5186.1440 1586.8451 19.4588 14589 2 793.9262 ‐0.4378
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 Carbamidomethyl+C(7)
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 2134.0914 FLSPSEVSVDTIDGENVVVK 2740.2710 2134.0916 31.8614 7564 2 1067.5494 0.5864
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1139.6419 HIIVATGSDVK 13433.8700 1139.6414 17.3841 6832 2 570.3243 ‐0.8414
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1118.5688 VVGVDSSGDGVK 15945.9100 1118.5696 16.5872 4777 2 559.7884 0.3060
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 Carbamidomethyl+C(2) 1480.7036 VCHAHPTMSEAIK 188.2657 1480.7431 26.4624 4666 2 740.8752 26.6161
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1991.0783 LIVIGAGYIGLEMGSVWGR 590.4808 1991.0983 23.6513 3927 2 996.0528 10.83
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 952.4734 EGVSYNVGK 986.1663 952.4969 25.6131 2269 1 952.4969 25.1084
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1168.5932 FPFMANSRAK 1570.6770 1168.5865 28.5898 5275 2 584.7969 ‐6.0734
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 677.3464 ATGSDVK 360.0231 677.3449 16.8035 1696 1 677.3449 ‐2.1120
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 224.5176 925.4575 25.0630 903 1 925.4575 2.0282
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 1568.8353 VSSVEVDLPAMLAQK 393.6664 1568.8368 18.3144 3921 3 523.6171 0.7143
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1063.7710 54271.3136 25 24.26 None 934.4629 EGVSYNVGK 763.7503 934.4658 25.1471 2539 1 934.4658 3.54
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1034.5187 AIDTAEGMVK 635.9894 1034.5156 22.0573 75047 2 517.7614 ‐3.5490
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1207.6205 TPFTSGLDLEK 1519.8960 1207.6205 27.1385 18594 2 604.3139 ‐0.3464
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 Carbamidomethyl+C(7)
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1139.6419 HIIVATGSDVK 8894.8740 1139.6414 17.3650 5963 2 570.3243 ‐0.8342
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 2546.3171 LGSEVTVVEFAADIVPAMDGEIRK 7304.3400 2546.3221 40.8693 3285 3 849.4456 1.33
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1221.5858 NISNSPTDAFR 613.3631 1221.5828 29.7699 25397 1 1221.5828 ‐2.1041
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1168.5932 FPFMANSRAK 1074.1340 1168.5865 28.5898 5275 2 584.7969 ‐6.1006
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1347.7114 TKVVGVDSSGDGVK 253.7319 1347.7152 21.5199 1951 3 449.9099 2.05
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1107.5429 ISNSPTDAFR 72.7111 1107.5378 31.5581 9338 2 554.2725 ‐5.0770
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 304.9343 925.4575 25.0630 903 1 925.4575 1.98
NP_566570.3 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 947.5132 54271.3136 25 24.26 None 1329.7009 TKVVGVDSSGDGVK 204.6277 1329.6977 20.7224 3455 2 665.3525 ‐2.5421
NP_566571.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 363.2400 13900.1530 4 12.60 Carbamidomethyl+C(7)
NP_566571.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 363.2400 13900.1530 4 12.60 None 1221.5858 NISNSPTDAFR 613.3631 1221.5828 29.7699 25397 1 1221.5828 ‐2.1041
NP_566571.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 363.2400 13900.1530 4 12.60 None 1107.5429 ISNSPTDAFR 72.7111 1107.5378 31.5581 9338 2 554.2725 ‐5.0770
NP_566571.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 363.2400 13900.1530 4 12.60 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 304.9343 925.4575 25.0630 903 1 925.4575 1.98
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1305.6797 AFASGSPIIGETR 1180.7610 1305.6855 24.0371 11217 2 653.3464 4.1685
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATY 11932.5000 3045.5249 22.8287 6818 3 1015.8465 ‐1.1789
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1165.6286 VLLEMFTANK 5264.1090 1165.6288 19.0754 4741 2 583.3181 ‐0.1117
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1463.7740 GTGLILGTEFVDNK 5754.4940 1463.7768 30.8127 4218 2 732.3920 1.98
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1448.6540 SEGSYVYDDTGKK 2682.7100 1448.6528 15.5119 2600 3 483.5558 ‐1.0719
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 Carbamidomethyl+C(10) 2093.0121 YLDSLAGLWCTALGGNEPR 1104.4460 2093.0095 21.8869 1288 3 698.3413 ‐1.5006
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1644.7500 AFFTSGGSDANDTQVK 457.5559 1644.7685 26.4822 2741 3 548.9277 10.12



NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1234.6678 IFTTEAAPEKK 308.9632 1234.6424 25.8635 936 2 617.8249 ‐20.8059
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 909.4312 GTEFVDNK 178.3305 909.4319 30.3366 2023 1 909.4319 1.1515
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1137.1190 55586.7645 18 23.41 None 1049.5302 PPPATYFEK 140.7347 1049.5265 21.9876 1408 1 1049.5265 ‐2.9798
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATY 11097.9800 3045.5249 22.8287 6818 3 1015.8465 ‐1.0351
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 2919.4591 ALSSAYMPIGAILMSQEVADVINSHSS 537.7039 2919.4684 23.9435 5657 3 973.8277 3.0832
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 1165.6286 VLLEMFTANK 9308.0850 1165.6288 19.0754 4741 2 583.3181 ‐0.0319
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 1463.7740 GTGLILGTEFVDNK 557.2573 1463.7693 18.6549 1390 2 732.3883 ‐3.3764
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 Carbamidomethyl+C(10) 2093.0121 YLDSLAGLWCTALGGNEPR 569.0500 2093.0095 21.8869 1288 3 698.3413 ‐1.7127
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 Carbamidomethyl+C(13) 2030.0416 KYDILFIADEVICAFGR 315.0277 2030.0269 25.5616 2153 2 1015.5171 ‐7.1630
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 1049.5302 PPPATYFEK 150.1870 1049.5265 21.9876 1408 1 1049.5265 ‐2.8044
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 912.0822 55586.7645 18 23.41 None 1445.7635 GTGLILGTEFVDNK 210.2313 1445.7585 18.2090 2664 2 723.3829 ‐3.5857
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1370.8154 LIPVTLGQVFQR 8417.7990 1370.8100 20.1834 16539 2 685.9087 ‐4.1073
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1130.5840 LLYSSAFSSR 6175.3880 1130.5839 16.1266 7085 2 565.7956 ‐0.4766
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1173.6110 GLVASVDDLER 34252.7700 1173.6117 26.3109 7071 2 587.3095 0.2828
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 510.3315 2903.3192 30.9107 6695 3 968.4446 1.1426
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1641.8595 TSGNLSQIPPFDIPR 765.9215 1641.8576 32.9147 5340 3 547.9574 ‐1.4454
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1787.8545 ELETAGGPVDLTDDLDK 275.9156 1787.8761 29.7771 5009 2 894.4417 12.13
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 1717.2450 2214.1124 31.9977 4914 3 738.7090 ‐0.7877
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 647.2995 DDLER 140.2713 647.3013 27.3222 1210 1 647.3013 2.11
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2003.5070 30511.6266 9 33.45 None 1353.7889 LIPVTLGQVFQR 253.6710 1353.7846 19.8572 85743 2 677.3959 ‐3.3779
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 1195.5477 FSEEALDEQK 1021.2620 1195.5475 25.6760 7571 2 598.2774 ‐0.5123
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 1430.7122 EAAAATLELENNGK 1337.3890 1430.7176 23.2340 3903 2 715.8624 3.54
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 1106.6204 YALLRDLDK 1010.5410 1106.6180 19.6667 1782 2 553.8127 ‐2.5521
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 2132.1022 SFAEEFEANLVSLAHVLQK 664.8389 2132.1596 24.5529 2158 3 711.3914 26.6622
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 1345.6706 DLDKSLQENQR 3046.0290 1345.6763 23.0275 3660 2 673.3418 3.46
NP_566742.1 PHD finger protein ING1 Arabidopsis thaliana 216.5080 26554.7204 6 17.9 None 1327.6601 DLDKSLQENQR 286.5497 1327.6554 23.7592 4197 2 664.3313 ‐3.7318
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1214.0250 19578.9721 4 14.20 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 7707.0510 2596.2814 35.7348 16881 3 866.0987 ‐0.0939
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1214.0250 19578.9721 4 14.20 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 1162.8330 2724.3675 33.8227 1778 3 908.7940 ‐3.3485
NP_566840.1 AIG2 like protein Arabidopsis thaliana 766.2191 19578.9721 4 14.20 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 4689.8900 2596.2814 35.7348 16881 3 866.0987 ‐0.1170
NP_566840.1 AIG2 like protein Arabidopsis thaliana 766.2191 19578.9721 4 14.20 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 900.9811 2724.3675 33.8227 1778 3 908.7940 ‐3.4007
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3445.6560 25344.5129 4 18.75 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 38087.7000 1481.6943 23.9356 15162 2 741.3508 0.1381
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3445.6560 25344.5129 4 18.75 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 8758.0310 2164.0330 31.7844 13037 2 1082.5201 ‐1.4218
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3445.6560 25344.5129 4 18.75 None 946.5026 LMPTSLER 7929.8040 946.5004 21.3684 12113 2 473.7538 ‐2.9966
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3445.6560 25344.5129 4 18.75 None 605.3253 TSLER 133.6658 605.3272 22.2510 2131 1 605.3272 3.34
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 2198.1452 ALGEAQDDILQFDAPVLINR 5057.8170 2198.1458 36.6252 8143 3 733.3868 0.0319
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1599.8741 AIQNLFEEGIQLPK 1476.2520 1599.8760 20.4649 6276 2 800.4416 1.39
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 2356.0537 MPTEDPTDEALKEFYESPEK 1658.0600 2356.0579 29.9248 6107 3 786.0241 1.34
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1094.5477 ITVEDYAQR 8578.1250 1094.5473 20.2021 5176 2 547.7773 ‐0.7006
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1087.5207 YGGEFYVPR 1782.6080 1087.5180 24.5942 3766 2 544.2626 ‐2.9488
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1064.6463 DAGLLPLLPR 6858.8080 1064.6485 20.3753 3504 2 532.8279 1.75
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 3327.6830 1616.7846 21.6042 3424 3 539.5997 ‐0.5204
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 987.5106 GLDDIADIR 7517.1040 987.5109 26.1770 3128 2 494.2591 ‐0.1062
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 Carbamidomethyl+C(15) 2190.1125 ARQSLVNGGGIIETCFWPGK 822.8091 2190.1115 25.5025 1853 2 1095.5594 0.1066
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1200.6331 GLDDIADIRGR 302.1055 1200.6275 15.8323 909 2 600.8174 ‐5.0245
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 799.3945 DDIADIR 168.7860 799.3969 24.2474 1129 1 799.3969 3.91
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 481.0952 102616.0055 23 11.72 None 1077.5211 ITVEDYAQR 791.5720 1077.5262 20.9527 2849 2 539.2668 4.97
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 2198.1452 ALGEAQDDILQFDAPVLINR 2717.1740 2198.1458 36.6252 8143 3 733.3868 0.0994
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 1334.6951 LQYLEGVIDER 1495.0970 1334.6988 28.5879 5562 2 667.8531 2.63
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 1094.5477 ITVEDYAQR 8025.5350 1094.5473 20.2021 5176 2 547.7773 ‐0.7561
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 1087.5207 YGGEFYVPR 2000.8390 1087.5180 24.5942 3766 2 544.2626 ‐3.0069
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 3147.6800 1616.7846 21.6042 3424 3 539.5997 ‐0.3207
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 987.5106 GLDDIADIR 531.1174 987.5286 27.7602 10026 2 494.2680 17.7302
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 Oxidation+M(15) 2494.2534 YELLKPTSEHGVTGMGVPYSISI 323.2891 2494.2573 31.2028 23931 3 832.0906 1.35
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 1093.5524 YLEGVIDER 294.2912 1093.5530 27.1332 11209 2 547.2801 0.0597
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 Carbamidomethyl+C(1) 1307.6413 CTEPYIIAANR 937.9353 1307.6387 21.6288 2005 3 436.5511 ‐2.0184
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 Oxidation+M(1) 982.4914 MGVPYSISI 1496.0860 982.4880 32.2251 1964 1 982.4880 ‐3.0339
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 234.2349 102616.0055 23 11.72 None 1077.5211 ITVEDYAQR 274.5396 1077.5226 19.0385 871 2 539.2650 0.9279
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1163.6307 YLEAGTLPTAK 3116.4270 1163.6298 22.3596 14603 2 582.3185 ‐1.0992
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1028.6099 VALVVVTGDR 16398.2000 1028.6099 23.8807 9194 2 514.8086 ‐0.4230
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1642.7411 MSAMSSASDNASDLKK 7564.7530 1642.7429 17.8914 7631 3 548.2525 0.8542
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 2032.3870 1339.6827 19.1639 6401 2 670.3450 ‐0.2029
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 969.4822 SLSMVYNR 952.0436 969.4823 20.9326 810 1 969.4823 0.5660
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 2212.0656 EAQAVADDVFSLFISEEVDK 211.8666 2212.0986 31.0085 1406 3 738.0377 14.6908
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 712.7582 3058.5462 25.4037 7560 3 1020.1869 ‐1.6915
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 Carbamidomethyl+C(5) 1630.8218 SVLKCPTNTSSPPSR 452.2696 1630.8303 30.3299 2156 3 544.2816 4.39
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1230.6801 ELRDRIDSVK 315.4889 1230.6753 17.4181 1099 2 615.8413 ‐4.1906
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1000.5673 LEAGTLPTAK 248.9368 1000.5709 21.7083 20222 1 1000.5709 4.0660
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 887.4833 EAGTLPTAK 383.2635 887.4846 23.0778 2691 1 887.4846 1.69
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 None 1145.6201 YLEAGTLPTAK 295.8479 1145.6159 21.1836 8360 2 573.3116 ‐4.0165
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 953.1932 41196.2636 18 22.52 Carbamidomethyl+C(3) 1322.6562 GLCGGFNNFIIK 245.0238 1322.6604 20.4512 1972 2 661.8338 2.65
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 670.9808 41196.2636 18 22.52 None 1163.6307 YLEAGTLPTAK 4123.0700 1163.6298 22.3596 14603 2 582.3185 ‐1.1283
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 670.9808 41196.2636 18 22.52 None 1028.6099 VALVVVTGDR 19246.5700 1028.6099 23.8807 9194 2 514.8086 ‐0.5036
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 670.9808 41196.2636 18 22.52 None 969.4822 SLSMVYNR 1557.0480 969.4823 20.9326 810 1 969.4823 0.4538
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 670.9808 41196.2636 18 22.52 None 681.3276 SLSMVY 107.0149 681.3308 20.9760 1331 1 681.3308 4.59
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 670.9808 41196.2636 18 22.52 None 1145.6201 YLEAGTLPTAK 206.4237 1145.6159 21.1836 8360 2 573.3116 ‐4.0524
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1334.5643 YEEMVEFMEK 66997.3200 1334.5641 28.5682 27534 2 667.7857 ‐0.3716
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1570.8687 LLDTILVPAAASGDSK 4662.7940 1570.8687 18.5569 22150 2 785.9380 0.0331



NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1803.9348 AAQDIANSELAPTHPIR 3059.2470 1803.9346 22.4300 13683 3 601.9830 ‐0.3807
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1403.7013 AVDKDELTVEER 5196.6120 1403.6979 18.3396 11176 3 468.5708 ‐2.6900
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 2128.9921 QAFDEAIAELDTLGEESYK 3638.0150 2128.9987 37.5780 7439 2 1065.0030 3.48
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1002.4601 DEFVYMAK 8005.8240 1002.4599 23.8203 6396 2 501.7336 ‐0.6765
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1418.7485 IISSIEQKEESR 6118.2530 1418.7478 17.3274 4178 3 473.5874 ‐0.8344
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1347.6903 KDAAEHTLTAYK 654.2454 1347.6798 27.9291 6880 2 674.3435 ‐8.0108
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1483.7023 EAAPAAAKPADEQQS 467.3140 1483.7279 31.6094 5780 2 742.3676 17.1573
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 2331.2020 LGLALNFSVFYYEILNSPDR 731.6540 2331.2450 23.7569 1242 3 777.7532 18.2219
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 782.3753 VEFMEK 149.0147 782.3712 30.6119 2116 1 782.3712 ‐4.9846
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 2140.0637 LGLALNFSVFYYEILNSPD 341.4697 2140.0733 23.2073 1339 2 1070.5403 4.65
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1042.4584 EMVEFMEK 444.1037 1042.4621 28.5755 1105 1 1042.4621 4.1626
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 1015.5419 LVPAAASGDSK 217.3206 1015.5429 16.6434 778 2 508.2751 0.5663
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5324.6900 30045.6952 16 56.55 None 2314.1754 LGLALNFSVFYYEILNSPDR 482.9927 2314.1818 25.7705 1399 3 772.0655 2.62
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 None 1567.8438 IIGATNPAASEPGTIR 12224.0400 1567.8431 22.0618 29119 2 784.4252 ‐0.4546
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 8357.5610 1016.5551 27.4945 17387 2 508.7812 ‐1.0826
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 None 963.4894 GDFAIDIGR 27237.5400 963.4898 26.5659 15781 2 482.2486 ‐0.0833
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 None 1370.6659 NVIHGSDSVESAR 8564.0750 1370.6652 15.5207 6543 3 457.5599 ‐0.7447
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 None 2985.4570 KEIALWFPDGPVNWQSSVHPWVYET 385.1105 2985.3893 35.9839 1697 3 995.8013 ‐22.9063
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 3974.4640 18984.9138 12 43.20 None 1695.9388 KIIGATNPAASEPGTIR 3746.6440 1695.9347 20.7386 6962 3 565.9831 ‐2.6800
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 None 1567.8438 IIGATNPAASEPGTIR 5898.1410 1567.8431 22.0618 29119 2 784.4252 ‐0.3294
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 7529.3780 1016.5551 27.4945 17387 2 508.7812 ‐1.1678
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 None 963.4894 GDFAIDIGR 21244.5400 963.4898 26.5659 15781 2 482.2486 ‐0.1887
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 None 2985.4570 KEIALWFPDGPVNWQSSVHPWVYET 313.7493 2985.3893 35.9839 1697 3 995.8013 ‐23.0178
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 None 1695.9388 KIIGATNPAASEPGTIR 3066.6240 1695.9347 20.7386 6962 3 565.9831 ‐2.4983
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2137.1560 18984.9138 12 43.20 None 1112.5695 NPAASEPGTIR 163.5515 1112.5739 22.6067 779 2 556.7906 3.00
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 165.6901 55869.5246 4 9.82 None 2040.0396 EGQIYLASPYTAAASALTGR 1114.0250 2040.0419 19.8621 12011 2 1020.5246 1.1740
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 165.6901 55869.5246 4 9.82 None 1659.8563 VWMDVYALPVPGAGGK 2860.1970 1659.8604 20.4101 5980 2 830.4338 2.01
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 165.6901 55869.5246 4 9.82 None 1611.8087 FILDGEMPSYLQAK 1163.7580 1611.8084 19.6060 5448 2 806.4078 ‐0.2855
NP_567405.1 3 isopropylmalate dehydratase Arabidopsis thaliana 165.6901 55869.5246 4 9.82 None 1399.7079 VWMDVYALPVPGA 953.0477 1399.7130 18.5024 4863 2 700.3601 3.50
NP_567460.1 beta amylase 5 Arabidopsis thaliana 207.9756 56290.7392 5 8.3 None 1992.0437 DIEYLSIGVDNLPLFAGR 5471.2140 1992.0430 23.1374 4762 2 996.5251 ‐0.2859
NP_567460.1 beta amylase 5 Arabidopsis thaliana 207.9756 56290.7392 5 8.3 None 2264.1041 TSNSQLTLEDIADAAQPSGAFK 231.3641 2264.0943 22.2593 2011 2 1132.5508 ‐4.1336
NP_567460.1 beta amylase 5 Arabidopsis thaliana 207.9756 56290.7392 5 8.3 Carbamidomethyl+C(20) 3285.5714 YPSYPQSQGWVFPGIGEFQCYDKYLK 667.1387 3285.5759 21.7097 2067 3 1095.8635 1.05
NP_567460.1 beta amylase 5 Arabidopsis thaliana 207.9756 56290.7392 5 8.3 None 2759.3650 FFMTWYSNKLIFHGDQILGEANK 407.2665 2759.3867 23.0739 1421 3 920.4671 7.61
NP_567460.1 beta amylase 5 Arabidopsis thaliana 207.9756 56290.7392 5 8.3 None 3300.6747 YGHEIVPLKTSNSQLTLEDIADAAQPSG 363.9719 3300.7004 22.4876 1335 3 1100.9050 7.67
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 914.5669 ILLESAIR 8202.5640 914.5650 16.5584 8887 2 457.7861 ‐2.6764
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1874.9454 VSDIRPGQDVTVTTDSGK 1916.3880 1874.9449 19.3385 5736 3 625.6532 ‐0.5252
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 2073.1413 VILQDFTGVPVLVDLASMR 4301.2000 2073.1385 24.4234 5250 2 1037.0729 ‐0.8889
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1206.6001 ILDWENTSTK 3129.0550 1206.6026 23.8932 4876 2 603.8050 1.68
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1529.7152 SDETVSMIESYLR 5766.3180 1529.7147 34.5272 4770 2 765.3610 ‐0.3478
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 937.4989 LSVFDAASK 2956.3720 937.5005 23.4823 3803 2 469.2539 1.1536
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1555.7347 AGEDAETLGLTGHER 1816.1360 1555.7359 20.2342 3799 3 519.2502 0.5367
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1430.6546 GVISEDFNSYGSR 1243.5570 1430.6578 24.4521 3444 2 715.8325 2.0564
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 Carbamidomethyl+C(16) 2348.1591 AYTSYLQLDLGHVEPCISGPK 245.8090 2348.1166 26.5831 3168 4 587.7846 ‐18.0548
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 981.5364 TVHIPTGEK 1712.8720 981.5489 17.9702 2469 2 491.2781 12.65
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1410.7158 NMTANPPGPREVK 479.7081 1410.7293 24.4841 1097 2 705.8683 9.96
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLE 279.3027 3169.5782 24.0832 1065 3 1057.1976 ‐15.0206
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1949.8950 FVEFYGEGMSELSLADR 365.7774 1949.9123 32.1439 935 2 975.4598 9.96
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1596.7864 DTIILAGAEYGSGSSR 359.4164 1596.7571 26.8533 812 3 532.9239 ‐18.6009
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1595.8248 NQTNRSKSFSSALR 801.8557 1595.8293 18.3060 10073 2 798.4183 2.86
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 638.3144 FDAASK 129.9993 638.3133 24.5540 2513 1 638.3133 ‐1.4980
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 1252.5804 AGEDAETLGLTGH 256.7159 1252.5771 21.1146 1478 2 626.7922 ‐2.9339
NP_567763.2 aconitase 2 Arabidopsis thaliana 416.4872 109051.4600 28 11.46 None 964.5211 SKSFSSALR 99.9356 964.5191 18.9325 1157 2 482.7632 ‐2.5596
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1308.6583 YYSLPALNDPR 657.1432 1308.6633 27.6932 6685 2 654.8353 3.66
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1874.9454 VSDIRPGQDVTVTTDSGK 1678.0840 1874.9449 19.3385 5736 3 625.6532 ‐0.3842
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1206.6001 ILDWENTSTK 2505.0670 1206.6026 23.8932 4876 2 603.8050 1.41
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1529.7152 SDETVSMIESYLR 2727.1730 1529.7147 34.5272 4770 2 765.3610 ‐0.2373
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 937.4989 LSVFDAASK 4768.5680 937.5005 23.4823 3803 2 469.2539 1.0382
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1430.6546 GVISEDFNSYGSR 1246.5210 1430.6578 24.4521 3444 2 715.8325 2.1292
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 Carbamidomethyl+C(16) 2348.1591 AYTSYLQLDLGHVEPCISGPK 175.6087 2348.1166 26.5831 3168 4 587.7846 ‐18.0431
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1956.9695 LTGRSDETVSMIESYLR 810.8665 1956.9580 33.5561 4810 2 978.9826 ‐5.2978
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 Oxidation+M(9) 2664.2722 TSPAAKFLMDRGVISEDFNSYGSR 309.0990 2664.2825 31.4683 787 4 666.8261 4.1300
NP_567763.2 aconitase 2 Arabidopsis thaliana 161.5555 109051.4600 28 11.46 None 1291.6317 YYSLPALNDPR 169.8023 1291.6356 28.1834 2370 2 646.3214 2.14
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 1327.6852 NVGSVVAVDQDPK 136821.0000 1327.6851 20.0548 35455 2 664.3462 ‐0.3265
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 2299.0725 VNYANISTNNYALDEVEEVAA 5286.5660 2299.0637 34.5201 22571 2 1150.0355 ‐3.1977
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 1124.6490 2326.2481 20.4102 9040 4 582.3175 3.81
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 989.5891 TRYPVVVR 4549.9810 989.5888 18.2545 5163 2 495.2980 ‐0.7602
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 1508.7638 SSVSFLPMRNAGSR 156.7767 1508.7779 24.9004 1781 2 754.8926 9.39
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 1114.5739 GSVVAVDQDPK 1663.6350 1114.5756 20.0577 1255 1 1114.5756 2.1614
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 13411.2400 14967.0109 11 56.64 None 762.3781 VNYANIS 644.7941 762.3756 34.5221 1192 1 762.3756 ‐2.9205
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 1071.1910 14967.0109 11 56.64 None 2299.0725 VNYANISTNNYALDEVEEVAA 6274.6760 2299.0637 34.5201 22571 2 1150.0355 ‐2.7935
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 1071.1910 14967.0109 11 56.64 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 856.4841 2326.2481 20.4102 9040 4 582.3175 3.67
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 1071.1910 14967.0109 11 56.64 None 989.5891 TRYPVVVR 7977.5000 989.5888 18.2545 5163 2 495.2980 ‐0.8557
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 1071.1910 14967.0109 11 56.64 None 762.3781 VNYANIS 328.5273 762.3756 34.5221 1192 1 762.3756 ‐2.8738
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1034.5187 EKEIEMQK 343.6397 1034.5155 22.0561 75964 2 517.7614 ‐3.4787
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1502.8465 LDSLALLEQPYIK 493.1797 1502.8511 21.3838 34161 3 501.6219 2.16
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1639.9265 EAVASPPTTVVSAALVK 3369.1480 1639.9288 28.6979 6899 2 820.4680 1.25



NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1116.6147 VVEEEVIATK 2662.4370 1116.6153 19.6720 4331 2 558.8113 0.1607
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 763.3832 ETVASEK 346.5490 763.3813 33.6670 2891 1 763.3813 ‐2.1861
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1045.5524 ALAATGGDLEK 6313.6910 1045.5519 17.6757 2772 2 523.2796 ‐0.9681
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1279.5835 NALSESEGDMVK 3199.8570 1279.5842 20.7359 2471 2 640.2957 0.3184
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1173.6474 QTVATLGENIK 1461.7030 1173.6466 20.3755 1241 2 587.3269 ‐1.0148
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1860.9953 LDSLALLEQPYIKDDK 324.8610 1861.0401 17.7531 18720 3 621.0182 23.7993
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPP 10323.5300 3423.6158 32.8677 4889 3 1141.8768 ‐0.6489
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1116.5280 SDAPAPTSQSR 565.2815 1116.5515 25.5782 2771 1 1116.5515 21.6965
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1327.7216 EDLLSKPEQIR 226.1967 1327.7312 30.8122 1686 2 664.3692 7.0197
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1321.6607 GGGQRKGEGFNSK 206.7864 1321.6515 26.7913 2199 2 661.3294 ‐7.1643
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1277.6736 KNEEIAAFLDK 1136.0330 1277.6786 29.0707 1788 2 639.3430 3.27
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 872.4876 LEQPYIK 290.8357 872.4853 23.9213 3341 1 872.4853 ‐2.2735
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 918.4779 EEEVIATK 131.5455 918.4742 19.5777 854 2 459.7408 ‐4.5044
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 1155.6368 QTVATLGENIK 1293.2670 1155.6322 18.9166 1376 2 578.3197 ‐4.3742
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 591.4698 104238.4537 18 13.85 None 3406.5908 AEDDSPEKEEQTETLAAAAEAEEVVPP 132.3133 3406.6093 31.2315 3159 3 1136.2079 5.04
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 None 1305.7049 EQLTQLVEFAK 2845.2250 1305.7002 31.0180 5491 2 653.3537 ‐3.8034
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 None 1958.9719 THVVTTPGSGFGPGGEGFVR 1704.0620 1958.9749 25.7248 3182 3 653.6632 1.43
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 Carbamidomethyl+C(7) 1160.5841 ENILEACRR 2876.5370 1160.5801 28.4182 2384 2 580.7937 ‐3.8300
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 Carbamidomethyl+C(7) 1004.4830 ENILEACR 765.2783 1004.4816 20.3987 1736 2 502.7445 ‐1.8155
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 None 2320.1343 ENTNIIIDTFTSLGYDVYGGK 1288.3240 2320.1374 23.9837 3079 2 1160.5723 1.05
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 Carbamidomethyl+C(7) 1435.7475 ENILEACRRFK 709.9695 1435.7418 19.6901 2710 2 718.3745 ‐4.0940
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 269.9449 50966.5940 18 17.14 None 1287.6943 EQLTQLVEFAK 251.8369 1287.6988 29.3764 10281 2 644.3530 3.01
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 2143.0264 SIFEIPGAEEVAMETASFSK 6328.1850 2143.0204 38.8188 8536 2 1072.0138 ‐1.9439
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 1305.7049 EQLTQLVEFAK 2699.8350 1305.7002 31.0180 5491 2 653.3537 ‐3.7783
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 1958.9719 THVVTTPGSGFGPGGEGFVR 2274.5790 1958.9749 25.7248 3182 3 653.6632 1.62
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 3016.4503 MSSTHQLVSSMISSSSSTFLAPSNFNLR 673.7893 3016.5122 35.1740 4482 3 1006.1756 20.1919
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 Carbamidomethyl+C(7) 1160.5841 ENILEACRR 558.4222 1160.5801 28.4182 2384 2 580.7937 ‐3.8603
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 1045.4771 YGNIEYMR 540.1074 1045.5001 30.2503 1538 1 1045.5001 22.3444
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 Carbamidomethyl+C(3) 691.3305 EACRR 70.0547 691.3308 28.0244 2742 1 691.3308 0.8394
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 864.4032 GNIEYMR 63.6837 864.4068 29.8390 2455 1 864.4068 4.43
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 1697.8129 SSSSSTFLAPSNFNLR 608.7795 1697.8152 34.2124 789 2 849.4112 1.60
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 1287.6943 EQLTQLVEFAK 314.3957 1287.6982 29.3018 2377 2 644.3527 2.30
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 498.8422 50966.5940 18 17.14 None 2125.0158 SIFEIPGAEEVAMETASFSK 394.1849 2125.0201 36.5602 1951 2 1063.0137 2.12
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 38743.2000 3064.5423 38.5302 59892 3 1022.1856 ‐1.8623
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1291.6892 ATPEQVAAYTLK 40244.0000 1291.6898 25.4939 50939 2 646.3485 0.1818
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1653.9244 MVDVLVEQNIVPGIK 31003.9300 1653.9259 19.8052 44527 2 827.4666 0.9968
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 2055.0730 TWGGRPENVNAAQTTLLAR 14647.7600 2055.0738 25.5874 27062 3 685.6961 0.1388
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 83823.3200 1466.6616 22.8962 26927 2 733.8344 0.0432
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 10831.2200 2445.1813 20.2794 25111 2 1223.0943 0.1719
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTT 8154.8070 3400.7862 25.1373 23100 3 1134.2669 ‐0.9374
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1431.7074 LDSIGLENTEANR 25374.1500 1431.7077 22.2847 16441 2 716.3575 0.0842
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 873.4577 EAAWGLAR 22486.3800 873.4585 22.3635 13832 2 437.2329 0.2913
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTT 2769.6280 3272.6858 25.5333 10623 3 1091.5668 ‐2.6078
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 1799.4280 1622.7612 21.1941 4379 3 541.5919 ‐1.0763
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1587.8085 RLDSIGLENTEANR 10276.8100 1587.8067 21.4096 22901 3 529.9404 ‐1.4302
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 2281.1306 AKANSLAQLGKYTGEGESEEAK 451.6004 2281.1410 30.5661 6443 3 761.0519 4.84
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1933.9726 LDSIGLENTEANRQAFR 773.0311 1933.9570 19.2247 5005 3 645.3238 ‐8.3455
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 740.4665 NIVPGIK 91.2467 740.4638 17.8668 11546 1 740.4638 ‐3.3343
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 673.3780 AWGLAR 96.7756 673.3807 21.4533 2272 1 673.3807 4.1538
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1072.5157 LDSIGLENTE 177.7571 1072.5107 18.9659 2165 2 536.7590 ‐5.0577
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1650.7970 EPEILLDGEHDIDR 257.9657 1650.7953 36.8445 2057 2 825.9013 ‐0.9023
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 893.5091 QVAAYTLK 488.3387 893.5076 24.3209 1384 2 447.2574 ‐2.2724
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1992.9509 NSLAQLGKYTGEGESEEAK 399.1429 1992.9579 31.1853 1123 3 664.9908 3.31
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1767.9460 GGRPENVNAAQTTLLAR 3711.6080 1767.9424 25.5903 1056 2 884.4748 ‐1.8847
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 2263.1201 AKANSLAQLGKYTGEGESEEAK 207.8354 2263.1114 31.7594 3240 3 755.0420 ‐4.1045
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12054.5900 43159.0095 37 47.99 None 1569.7980 RLDSIGLENTEANR 294.8160 1569.8059 21.3725 1842 3 523.9402 4.45
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 41079.9800 3064.5423 38.5302 59892 3 1022.1856 ‐1.9919
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1291.6892 ATPEQVAAYTLK 32949.1200 1291.6898 25.4939 50939 2 646.3485 0.2016
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 2055.0730 TWGGRPENVNAAQTTLLAR 18546.5300 2055.0738 25.5874 27062 3 685.6961 0.2388
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 88991.4600 1466.6616 22.8962 26927 2 733.8344 0.1297
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 873.4577 EAAWGLAR 39077.9300 873.4585 22.3635 13832 2 437.2329 0.1515
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 1525.5200 1622.7612 21.1941 4379 3 541.5919 ‐0.8779
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1587.8085 RLDSIGLENTEANR 5324.4990 1587.8067 21.4096 22901 3 529.9404 ‐1.2239
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1933.9726 LDSIGLENTEANRQAFR 262.6109 1933.9853 28.9881 917 2 967.4963 7.1385
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1182.5650 TWGGRPENVNA 173.6670 1182.5608 25.8230 14367 2 591.7841 ‐3.9014
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1650.7970 EPEILLDGEHDIDR 528.8958 1650.7953 36.8445 2057 2 825.9013 ‐0.7455
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1116.5644 IGLENTEANR 94.1895 1116.5697 19.5690 1413 2 558.7885 4.92
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 893.5091 QVAAYTLK 315.2711 893.5076 24.3209 1384 2 447.2574 ‐2.4045
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1767.9460 GGRPENVNAAQTTLLAR 2759.8200 1767.9424 25.5903 1056 2 884.4748 ‐1.6832
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 8961.9430 43159.0095 37 47.99 None 1569.7980 RLDSIGLENTEANR 187.5625 1569.8059 21.3725 1842 3 523.9402 5.0049
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 1816.9538 ELLVGKDDELLQTDTK 7203.6650 1816.9532 26.9047 8482 3 606.3226 ‐0.6255
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 1635.8224 AFDLGSKPEGTSTPTK 2449.7270 1635.8242 20.0243 6607 3 545.9463 0.8228
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1593.9490 1905.9609 37.8091 6486 2 953.4841 ‐0.6310
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 2704.5490 2695.2686 33.8600 4957 3 899.0944 ‐3.9708
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 2026.0128 AFDLGSKPEGTSTPTKDFK 339.2551 2026.0092 20.3535 931 3 676.0079 ‐1.9914
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 1155.6157 ALFSQVTSRF 1253.0970 1155.6158 23.4295 4335 2 578.3115 ‐0.2877
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 1925.9967 KAEQYLADSGTPYTIIR 924.3302 1925.9963 27.0627 3402 3 642.6703 ‐0.4888



NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 988.9402 27159.9738 15 39.13 None 1907.9862 KAEQYLADSGTPYTIIR 372.5761 1907.9851 27.9755 1968 3 636.6666 ‐0.7974
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 1635.8224 AFDLGSKPEGTSTPTK 2837.1550 1635.8242 20.0243 6607 3 545.9463 1.0182
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1536.9240 1905.9609 37.8091 6486 2 953.4841 ‐0.3769
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 2426.4100 2695.2686 33.8600 4957 3 899.0944 ‐4.0164
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 1177.5583 DDELLQTDTK 175.0462 1177.5690 27.1083 2985 2 589.2881 8.68
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 1155.6157 ALFSQVTSRF 1167.2090 1155.6158 23.4295 4335 2 578.3115 ‐0.3198
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 1925.9967 KAEQYLADSGTPYTIIR 1212.3450 1925.9963 27.0627 3402 3 642.6703 ‐0.3594
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 510.1980 27159.9738 15 39.13 None 1907.9862 KAEQYLADSGTPYTIIR 453.7785 1907.9851 27.9755 1968 3 636.6666 ‐0.6639
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 975.5622 IGLFGGAGVGK 32066.8600 975.5601 17.1511 66391 2 488.2837 ‐2.6180
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2186.1452 IPSAVGYQPTLASDLGALQER 33614.5500 2186.1439 32.8311 49108 3 729.3862 ‐0.8190
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1996.0961 DAPALVDLATGQEILATGIK 23661.7000 1996.0968 21.7630 41181 2 998.5520 0.7227
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1173.6626 VVDLLAPYQR 71172.3600 1173.6610 17.8432 39389 2 587.3341 ‐1.7554
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1393.8162 VLNTGAPITVPVGR 19929.5000 1393.8146 16.5594 35437 2 697.4109 ‐1.2769
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1425.7736 VGLTGLTVAEYFR 47565.6300 1425.7729 20.6311 34066 2 713.3901 ‐0.6120
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 23815.5600 2539.2134 33.4036 33017 3 847.0760 ‐0.2055
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1385.7093 IMNVLGEPIDER 49901.3700 1385.7117 28.3328 32595 2 693.3595 1.56
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1492.7754 FTQANSEVSALLGR 38702.6300 1492.7746 17.8650 31965 2 746.8910 ‐0.5920
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1262.6409 TIAMDGTEGLVR 51112.6000 1262.6416 24.7680 25715 2 631.8244 0.2668
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2061.0499 QISELGIYPAVDPLDSTSR 23900.8000 2061.0564 33.1720 22338 2 1031.0319 3.96
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAH 1194.2150 3714.8812 21.2595 21779 3 1238.9652 ‐1.5267
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1457.8396 TVLIMELINNVAK 73885.7100 1457.8398 23.3147 20945 2 729.4235 0.0311
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1864.9440 DAEGQDVLLFIDNIFR 2830.2360 1864.9428 25.5851 19743 2 932.9750 ‐0.3760
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 80134.8800 1328.7357 18.0613 18191 2 664.8715 ‐0.0283
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1005.5285 EMIESGVIK 40191.9100 1005.5278 21.8840 18099 2 503.2675 ‐1.1932
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1699.9602 LVLEVSHHLGQNVVR 13630.3400 1699.9610 15.8985 16473 3 567.3252 0.1745
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2365.0904 YDDLSEQSFYMVGGIDEVVAK 4953.0880 2365.0899 35.8878 4275 2 1183.0486 0.4735
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1434.7223 ENINSFQGLLDGK 1374.6470 1434.7318 30.8324 15899 2 717.8696 6.27
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1123.5491 TREGNDLYR 460.2190 1123.5342 20.8590 3130 1 1123.5342 ‐12.5751
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1867.9119 MLSPHILGEEHYNTAR 913.7617 1867.9260 21.8877 1834 2 934.4666 7.74
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 5106.1660 2672.3856 24.0685 22240 3 891.4667 1.36
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1521.9111 KVLNTGAPITVPVGR 6388.7230 1521.9114 15.7480 5930 3 507.9753 ‐0.0981
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1271.5903 ENINSFQGLLDG 415.1059 1271.5956 30.7787 2556 2 636.3014 3.36
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 715.4713 ILATGIK 118.4091 715.4700 21.1187 2132 1 715.4700 ‐1.5432
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 527.2824 GSITSV 73.3720 527.2844 20.4772 1900 1 527.2844 3.60
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1116.6008 ANSEVSALLGR 488.1220 1116.6014 16.5677 1808 2 558.8043 0.1594
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 688.3665 IPSAVGY 321.3251 688.3649 30.8632 1476 1 688.3649 ‐2.0498
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 928.4734 LGEPIDER 476.2844 928.4745 28.3251 1163 1 928.4745 1.80
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1156.5997 TGLTVAEYFR 217.3931 1156.5937 20.6538 1038 1 1156.5937 ‐4.4961
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 729.4254 GAIVDVR 3014.8430 729.4255 18.0658 916 1 729.4255 0.4102
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 2347.0799 YDDLSEQSFYMVGGIDEVVAK 777.0715 2347.0735 36.8801 5541 2 1174.0404 ‐2.0498
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 None 1407.7631 VGLTGLTVAEYFR 442.6036 1407.7642 22.1850 3072 2 704.3857 0.6451
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 15524.0000 59884.1877 34 63.49 Carbamidomethyl+C(2) 1311.7090 VCQVIGAIVDVR 277.2067 1311.7059 17.6637 1035 2 656.3566 ‐2.5525
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1471.7540 AETEDVIAGWRPK 2139.4600 1471.7605 25.1349 6781 3 491.2584 4.1782
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1085.6201 ISAADLSLAPK 1238.6040 1085.6206 22.0398 4871 2 543.3140 0.0939
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1388.7209 NWSVPDSLPFVK 1202.7290 1388.7178 20.3086 3527 2 694.8625 ‐2.3995
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1090.5164 DNGPFINGEK 871.5491 1090.5213 29.5629 918 1 1090.5213 5.1112
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1809.9125 VLLTMEEKNVPYDMK 529.2500 1809.9155 31.5154 2153 2 905.4614 1.11
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1758.8843 AETEDVIAGWRPKVMG 2209.1670 1758.8824 23.2026 1414 2 879.9448 ‐0.9283
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1123.5452 EKNVPYDMK 416.3222 1123.5462 31.9431 6292 2 562.2767 0.4531
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 250.3328 28742.0183 8 15.12 None 1170.6266 EDVIAGWRPK 200.7625 1170.6220 25.1113 2814 2 585.8147 ‐4.2186
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1539.7537 TYISGDQLSVDDVK 21876.2900 1539.7547 25.0494 27258 2 770.3810 0.6435
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1860.9854 VYAAVPVKPSDAFPNASK 29016.0200 1860.9849 16.0092 22030 3 620.9998 ‐0.5679
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1532.7591 AVTFSDLHTEEGVK 7531.3020 1532.7601 23.0521 21969 3 511.5915 0.3678
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1281.6474 WYESVASQLAK 31275.1800 1281.6463 16.5077 16381 2 641.3268 ‐1.0543
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1995.9038 SSVLMDVKPWDDETDMK 8699.8620 1995.9053 29.8058 13003 3 665.9733 0.4745
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1378.6824 GVEMPGLFWGASK 5317.6510 1378.6892 20.1951 11236 2 689.8482 4.14
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 945.5768 LVPVGYGIK 10566.6100 945.5764 15.6188 9408 2 473.2918 ‐0.9381
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 733.4243 PVGYGIK 540.0917 733.4246 15.6148 2151 1 733.4246 0.7108
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1598.8537 AAVPVKPSDAFPNASK 1158.1940 1598.8549 16.0088 1439 2 799.9311 0.8192
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 7098.8760 24258.1708 26 42.86 None 1095.5681 YESVASQLAK 378.1284 1095.5701 16.8268 946 2 548.2887 1.46
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2225.1700 24258.1708 26 42.86 None 1539.7537 TYISGDQLSVDDVK 22396.8400 1539.7547 25.0494 27258 2 770.3810 0.7579
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2225.1700 24258.1708 26 42.86 None 1532.7591 AVTFSDLHTEEGVK 5040.7290 1532.7601 23.0521 21969 3 511.5915 0.5866
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2225.1700 24258.1708 26 42.86 None 1995.9038 SSVLMDVKPWDDETDMK 6724.2360 1995.9053 29.8058 13003 3 665.9733 0.5880
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2225.1700 24258.1708 26 42.86 None 1362.6536 TFSDLHTEEGVK 2067.1890 1362.6540 23.0502 3351 2 681.8307 0.2119
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2225.1700 24258.1708 26 42.86 None 1162.5586 SGDQLSVDDVK 571.8443 1162.5560 25.0484 799 1 1162.5560 ‐1.8659
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 1860.9854 VYAAVPVKPSDAFPNASK 28335.6400 1860.9849 16.0092 22030 3 620.9998 ‐0.8668
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 1281.6474 WYESVASQLAK 30444.7400 1281.6463 16.5077 16381 2 641.3268 ‐1.0276
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 1378.6824 GVEMPGLFWGASK 2797.0790 1378.6892 20.1951 11236 2 689.8482 4.37
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 945.5768 LVPVGYGIK 17954.4900 945.5764 15.6188 9408 2 473.2918 ‐0.7577
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 2123.9988 SSVLMDVKPWDDETDMKK 306.1798 2123.9980 18.7310 1691 2 1062.5027 ‐0.2218
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 2614.2817 MAVTFSDLHTEEGVKSVEEHLAGK 485.6023 2614.3068 20.7499 7945 3 872.1071 9.32
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 733.4243 PVGYGIK 692.6494 733.4246 15.6148 2151 1 733.4246 0.6789
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 999.4757 GVEMPGLFW 523.5424 999.4714 22.1002 1484 1 999.4714 ‐3.6250
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 1598.8537 AAVPVKPSDAFPNASK 971.2372 1598.8549 16.0088 1439 2 799.9311 0.7008
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 828.4978 VYAAVPVK 100.0780 828.4952 16.8445 1099 1 828.4952 ‐2.7408
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4680.3450 24258.1708 26 42.86 None 1095.5681 YESVASQLAK 625.5861 1095.5701 16.8268 946 2 548.2887 1.64
NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 114.7205 51291.4167 2 7.35 None 1972.9974 GHYTEGAELIDSVLDVVR 2234.1490 1972.9964 39.5637 2801 3 658.3370 ‐0.6505



NP_568437.1 tubulin beta 8 chain Arabidopsis thaliana 114.7205 51291.4167 2 7.35 None 1633.7924 AVLMDLEPGTMDSVR 734.9551 1633.7967 33.1549 2270 2 817.4020 2.36
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1077.5324 GYALGTDAPGR 13614.5100 1077.5304 19.1123 12215 2 539.2688 ‐2.2272
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1843.9451 AKEFFLGWFMEPLTK 313.2123 1843.9355 21.3173 2102 2 922.4714 ‐4.9921
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1683.8853 DLKASGLWYQSFLR 175.4760 1683.8951 33.8717 5294 2 842.4512 5.16
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1859.9722 NQDILRSSLPFKNGDR 1462.4340 1859.9659 19.5023 2863 2 930.4866 ‐3.1731
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1513.8122 NQDILRSSLPFKN 239.7827 1513.8190 18.1973 1658 2 757.4131 4.78
NP_568479.1 myrosinase 2 Arabidopsis thaliana 337.0092 63302.3464 6 4.75 None 1033.5176 WFMEPLTK 347.5302 1033.5188 20.9496 884 2 517.2630 0.7594
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1334.5643 YEEMVEFMEK 66997.3200 1334.5641 28.5682 27534 2 667.7857 ‐0.3716
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1749.9130 SASDIATAELAPTHPIR 13355.7400 1749.9119 24.3994 24855 3 583.9755 ‐0.8816
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1404.6853 TVDVEELSVEER 48653.5900 1404.6867 24.9145 14793 2 702.8470 0.9080
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1181.6048 EAAESTLVAYK 30074.7300 1181.6046 20.9057 11811 2 591.3059 ‐0.5535
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDG 3080.7180 3038.3418 34.5562 4109 3 1013.4521 ‐0.2473
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 3285.6195 QAFDDAIAELDTLGEESYKDSTLIMQL 762.0049 3285.6224 25.6611 3593 3 1095.8790 0.6676
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 2153.9543 DNLTLWTSDMTDEAGDEIK 871.5229 2153.9524 33.6478 3277 2 1077.4798 ‐0.4070
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1309.6998 KEAAESTLVAYK 1090.1540 1309.7023 19.0454 1559 2 655.3548 1.70
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 2331.2020 LGLALNFSVFYYEILNSPDR 731.6540 2331.2450 23.7569 1242 3 777.7532 18.2219
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 544.2613 TVDVE 626.3220 544.2596 23.4882 42430 1 544.2596 ‐3.0244
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1089.5422 VEELSVEER 158.8227 1089.5381 25.5110 3210 1 1089.5381 ‐3.2442
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 782.3753 VEFMEK 149.0147 782.3712 30.6119 2116 1 782.3712 ‐4.9846
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 401.2871 LLR 28.2916 401.2860 24.4951 1670 1 401.2860 ‐2.8028
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 2140.0637 LGLALNFSVFYYEILNSPD 341.4697 2140.0733 23.2073 1339 2 1070.5403 4.65
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 1042.4584 EMVEFMEK 444.1037 1042.4621 28.5755 1105 1 1042.4621 4.1626
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 2314.1754 LGLALNFSVFYYEILNSPDR 482.9927 2314.1818 25.7705 1399 3 772.0655 2.62
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 8789.5250 28720.3290 26 50.20 None 3268.5930 QAFDDAIAELDTLGEESYKDSTLIMQL 153.2012 3268.6004 25.7860 882 3 1090.2050 2.0574
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 1334.5643 YEEMVEFMEK 46809.7000 1334.5641 28.5682 27534 2 667.7857 ‐0.3355
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 1749.9130 SASDIATAELAPTHPIR 15470.5900 1749.9127 24.2536 16643 3 583.9758 ‐0.2478
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 2153.9543 DNLTLWTSDMTDEAGDEIK 1132.1510 2153.9524 33.6478 3277 2 1077.4798 ‐0.0582
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDG 12637.4000 3038.3402 34.5436 3153 3 1013.4516 ‐0.9120
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 1458.6716 MSTREENVYMAK 475.1989 1458.6775 29.3441 11335 2 729.8424 4.0902
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 2114.9764 QAFDDAIAELDTLGEESYK 186.2722 2114.9657 28.9319 5206 2 1057.9865 ‐4.2752
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 782.3753 VEFMEK 346.4594 782.3712 30.6119 2116 1 782.3712 ‐4.9532
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 4375.2810 28720.3290 26 50.20 None 1042.4584 EMVEFMEK 400.1667 1042.4621 28.5755 1105 1 1042.4621 3.44
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 5287.9100 2264.1536 29.7062 10585 2 1132.5804 ‐0.3616
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1159.5953 AIDLIDEAGSR 2210.3520 1159.5988 25.0092 9741 2 580.3030 2.10
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1029.5687 TAIAEGLAQR 16298.3300 1029.5677 19.5760 8048 2 515.2875 ‐1.4829
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1805.9677 NTLLIMTSNVGSSVIEK 2179.4120 1805.9678 19.1010 7225 2 903.4875 0.2259
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTLDEYRK 2220.1810 1853.9050 26.6311 6387 3 618.6398 ‐0.9289
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1581.8734 VPEPTVDETIQILK 1552.9190 1581.8754 31.4125 5993 2 791.4413 1.72
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1157.4966 LDMSEFMER 8154.1350 1157.4971 29.5477 5618 2 579.2522 0.0828
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 4142.3930 1354.6797 22.1196 5534 2 677.8435 0.7643
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1022.5339 LDEMIVFR 6515.7980 1022.5347 29.5629 5235 2 511.7710 0.2576
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1985.9572 AHPDVFNMMLQILEDGR 3076.3740 1985.9622 24.8865 4467 3 662.6589 2.87
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1116.5895 EIELQVTER 259.2222 1116.5852 29.3795 4434 2 558.7962 ‐4.2719
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 914.5557 EIADILLK 13640.3900 914.5545 29.3906 2219 2 457.7809 ‐1.8605
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1315.6740 IASGDVPETIEGK 1419.5760 1315.6616 25.5312 2497 1 1315.6616 ‐8.5768
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 916.5098 AEVSAIQAK 435.5964 916.5196 20.3250 1419 1 916.5196 11.1435
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 700.3624 DPALER 546.7648 700.3803 29.4001 1152 1 700.3803 25.7035
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1556.8642 EIELRAEVSAIQAK 1793.5360 1556.8650 20.8595 4885 2 778.9362 0.4962
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 2396.2741 TVDFKNTLLIMTSNVGSSVIEK 892.3572 2396.2809 23.6860 2035 3 799.4318 2.67
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 2562.2835 LRYTDESLVAAAQLSYQYISDR 831.0460 2562.2678 21.2688 1713 3 854.7608 ‐6.3327
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1326.6801 YRGEFEERLK 1144.6030 1326.6782 15.9744 1042 2 663.8427 ‐1.6484
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 319.4391 2365.2194 35.3780 777 3 789.0780 ‐4.4400
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 600.3352 SAIQAK 155.0579 600.3342 20.4823 15407 1 600.3342 ‐1.4813
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 634.2791 DEAGSR 217.9874 634.2759 25.7939 4107 1 634.2759 ‐4.8753
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 803.4410 FEERLK 160.6005 803.4440 14.2814 1471 1 803.4440 4.1129
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1256.7096 PTVDETIQILK 461.8004 1256.7059 32.4519 990 2 628.8566 ‐3.2653
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 1162.5640 YRGEFEERL 197.6637 1162.5599 17.2021 979 2 581.7836 ‐3.8938
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 825.3171 103680.8405 48 23.47 None 682.3519 DPALER 105.9387 682.3547 31.6020 1114 1 682.3547 4.19
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 6073.3120 2264.1536 29.7062 10585 2 1132.5804 0.0292
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1159.5953 AIDLIDEAGSR 2117.9030 1159.5988 25.0092 9741 2 580.3030 2.04
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1496.7301 MPTLEEYGTNLTK 1285.8260 1496.7332 27.9058 9131 2 748.8702 2.1028
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1029.5687 TAIAEGLAQR 11501.3300 1029.5677 19.5760 8048 2 515.2875 ‐1.5631
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1157.4966 LDMSEFMER 7918.0820 1157.4971 29.5477 5618 2 579.2522 0.0514
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 5335.5040 1354.6797 22.1196 5534 2 677.8435 0.8081
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1022.5339 LDEMIVFR 5356.5270 1022.5347 29.5629 5235 2 511.7710 0.1747
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1116.5895 EIELQVTER 128.1243 1116.5853 29.4033 3852 2 558.7963 ‐4.2286
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 914.5557 EIADILLK 10437.2100 914.5545 29.3906 2219 2 457.7809 ‐1.9846
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1476.7845 GSGFVAVEIPFTPR 428.6707 1476.7928 26.0187 8223 3 492.9358 5.90
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1315.6740 IASGDVPETIEGK 191.3545 1315.6449 20.5274 1399 2 658.3261 ‐22.3300
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1535.7812 HAQVPEEARELEK 326.9109 1535.7663 22.0293 889 2 768.3868 ‐9.6605
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 2269.1975 SLVTEELKQYFRPEFLNR 311.7921 2269.1758 34.0751 1955 3 757.0634 ‐9.7907
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1688.9000 SMGINLKDARVEVEK 252.0208 1688.8842 25.3413 1147 2 844.9457 ‐9.0819
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 286.9767 2365.2194 35.3780 777 3 789.0780 ‐4.4105
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 Oxidation+M(3) 1302.6947 QAMNVPKGKASR 149.7685 1302.6902 29.4972 1643 2 651.8487 ‐3.6609
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1682.8020 GYVGYTEGGQLTEAVR 1442.8910 1682.7988 29.6827 7055 2 841.9031 ‐1.6332
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1054.5051 EEYGTNLTK 389.6449 1054.5054 25.8947 2110 2 527.7564 ‐0.2155



NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 2037.9876 GSPPGYVGYTEGGQLTEAVR 403.3852 2037.9841 29.9427 774 3 679.9995 ‐1.8933
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1458.7740 GSGFVAVEIPFTPR 229.6804 1458.7692 27.3217 17871 2 729.8882 ‐3.2824
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1297.6634 IASGDVPETIEGK 329.0250 1297.6599 20.1745 1745 2 649.3336 ‐2.8912
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thalia 617.5345 103680.8405 48 23.47 None 1478.7196 MPTLEEYGTNLTK 262.1268 1478.7154 28.5002 1008 2 739.8613 ‐2.8190
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 665.4066 19350.0461 2 16.57 None 1596.8115 TEIPAATPSDPQLKE 7254.7610 1596.8138 22.6615 5150 2 798.9106 1.13
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 665.4066 19350.0461 2 16.57 None 1533.7544 EIQAVPEDEGYRK 279.4073 1533.7515 18.1637 2986 3 511.9220 ‐2.1172
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 None 1641.8846 LASGEVFGPDQPIALK 3900.1980 1641.8872 29.5113 11828 2 821.4473 1.65
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 None 1452.7005 WLEEGFTESVQK 2801.8750 1452.7001 27.4202 7851 2 726.8537 ‐0.4195
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 Carbamidomethyl+C(8)
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 None 2331.2265 SIQALEGVAMELEDSLFPLLR 2184.1450 2331.2215 25.7516 4080 2 1166.1144 ‐1.4692
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 Carbamidomethyl+C(1)
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 853.7180 48742.5251 6 20.81 None 1196.5906 TTSPFLNSSSR 89.1228 1196.5843 36.9089 1208 2 598.7958 ‐5.5361
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 232.0592 39472.3735 5 11.17 Carbamidomethyl+C(3)
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 232.0592 39472.3735 5 11.17 None 2646.3621 FSAENVGVQVLNSVNITLGAEDELK 1028.2120 2646.3563 40.8183 3102 3 882.7903 ‐2.4330
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 232.0592 39472.3735 5 11.17 Carbamidomethyl+C(7) 1233.6256 LGAAQNCSATLK 467.5408 1233.6455 21.9599 8372 2 617.3264 15.8146
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 232.0592 39472.3735 5 11.17 None 1700.8126 SNGGLDTEKAYPYTGK 1060.3490 1700.8106 19.0208 11004 2 850.9089 ‐1.0905
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 232.0592 39472.3735 5 11.17 Carbamidomethyl+C(9) 1462.7683 TKLGAAQNCSATLK 250.0645 1462.7742 29.8274 1282 2 731.8908 3.83
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 1866.9120 ATTPESWELVATAYAEK 739.3376 1866.9110 35.1362 17227 2 933.9592 ‐0.0078
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 1726.8105 QDITMDWNTYAVAAK 763.9532 1726.8109 36.3459 1979 2 863.9091 0.5454
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 Carbamidomethyl+C(13) 1794.8480 SSVYPELQNWVQCGK 412.9030 1794.8158 29.8219 60677 2 897.9115 ‐17.5145
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 886.5356 VSVAELIR 529.4464 886.5234 27.6453 7601 1 886.5234 ‐13.4586
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 Carbamidomethyl+C(13) 1922.9429 SSVYPELQNWVQCGKK 354.9832 1922.9739 34.8618 3683 2 961.9906 16.6810
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 Carbamidomethyl+C(8) 1329.6620 TYGALLNCYVR 536.2473 1329.6364 29.8097 2790 2 665.3218 ‐19.4378
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 1749.8919 KDGEGYNHLITLYAR 359.3011 1749.8888 31.9898 2550 2 875.4480 ‐1.3836
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 904.4411 SSVYPELQ 227.4086 904.4421 32.1148 1045 1 904.4421 1.39
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 1848.9014 ATTPESWELVATAYAEK 295.4203 1848.8958 35.8863 10070 2 924.9515 ‐2.5865
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 None 1731.8813 KDGEGYNHLITLYAR 150.8317 1731.8756 33.1574 1215 2 866.4414 ‐2.9752
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 Carbamidomethyl+C(13) 1777.8214 SSVYPELQNWVQCGK 273.4594 1777.8225 30.1132 5843 2 889.4149 1.0046
NP_680735.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 104.5226 57204.4464 12 6.50 Carbamidomethyl+C(13) 1905.9164 SSVYPELQNWVQCGKK 148.9231 1905.9181 34.0527 1098 2 953.4627 1.64
NP_683568.1 lectin like protein Arabidopsis thaliana 1231.6200 29806.5106 12 25.83 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 7291.7220 2963.3705 23.2089 12122 3 988.4617 0.1641
NP_683568.1 lectin like protein Arabidopsis thaliana 1231.6200 29806.5106 12 25.83 None 1199.6630 NTITIAPENVK 11070.5300 1199.6627 22.0013 4164 2 600.3350 ‐0.5557
NP_683568.1 lectin like protein Arabidopsis thaliana 1231.6200 29806.5106 12 25.83 None 822.4138 SGALSMTR 978.1085 822.4179 17.7398 1587 1 822.4179 5.71
NP_683568.1 lectin like protein Arabidopsis thaliana 1231.6200 29806.5106 12 25.83 None 770.4407 IAPENVK 470.6545 770.4404 22.8211 4590 1 770.4404 ‐0.0744
NP_683568.1 lectin like protein Arabidopsis thaliana 1231.6200 29806.5106 12 25.83 None 804.4032 SGALSMTR 242.6320 804.4017 19.5451 1640 1 804.4017 ‐1.5384
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVS 5302.1560 2963.3705 23.2089 12122 3 988.4617 0.2772
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 1156.5997 TSFTFSITPR 3602.8580 1156.5995 17.9995 2722 2 578.8034 ‐0.4484
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 822.4138 SGALSMTR 555.3834 822.4179 17.7398 1587 1 822.4179 5.36
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 2191.0818 DETPFSHGQGLYINPIQFK 156.5045 2191.0974 21.4453 801 3 731.0373 6.89
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 2569.2650 VLNDVLLQNMYAGFAGSMGRAGER 1040.3240 2569.2440 20.4233 6664 3 857.0862 ‐8.4235
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 804.4032 SGALSMTR 184.8199 804.4017 19.5451 1640 1 804.4017 ‐1.5238
NP_683568.1 lectin like protein Arabidopsis thaliana 708.1387 29806.5106 12 25.83 None 2551.2544 VLNDVLLQNMYAGFAGSMGRAGER 580.3232 2551.2520 20.8763 1291 3 851.0889 ‐1.2120
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2249.8520 22818.1856 11 27.14 None 1845.9705 GPAPLSLALAHADIDEAGK 9494.6020 1845.9702 30.6467 18826 3 615.9949 ‐0.4042
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2249.8520 22818.1856 11 27.14 None 1507.7944 VLFVPWVETDFR 17625.2200 1507.7890 22.3700 18255 2 754.3982 ‐3.5987
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2249.8520 22818.1856 11 27.14 None 1500.7693 DALGNDVVAAEWLK 2383.8090 1500.7650 33.2446 8622 2 750.8861 ‐2.9211
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2249.8520 22818.1856 11 27.14 None 1349.6583 GDPTYLVVENDK 3932.9530 1349.6600 23.3611 6662 2 675.3336 1.0616
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2249.8520 22818.1856 11 27.14 None 538.2620 TDFR 409.2890 538.2616 21.0371 4379 1 538.2616 ‐0.6662
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1326.7810 22818.1856 11 27.14 None 1845.9705 GPAPLSLALAHADIDEAGK 10908.7400 1845.9702 30.6467 18826 3 615.9949 ‐0.2566
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1326.7810 22818.1856 11 27.14 None 1500.7693 DALGNDVVAAEWLK 5096.9930 1500.7650 33.2446 8622 2 750.8861 ‐2.8215
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1326.7810 22818.1856 11 27.14 None 1827.9599 GPAPLSLALAHADIDEAGK 380.5878 1827.9684 29.8645 1689 3 609.9943 4.53
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1446.3720 22818.1856 11 27.14 None 1507.7944 VLFVPWVETDFR 24986.6700 1507.7890 22.3700 18255 2 754.3982 ‐3.6755
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1446.3720 22818.1856 11 27.14 None 1500.7693 DALGNDVVAAEWLK 278.4336 1500.7963 22.3851 1926 2 750.9018 17.9031
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1446.3720 22818.1856 11 27.14 None 1489.7838 VLFVPWVETDFR 604.2128 1489.7853 23.2741 1408 2 745.3963 0.8767
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 1701.9058 AVFVDLEPTVIDEVR 65943.7300 1701.9058 34.7623 18914 2 851.4565 0.1326
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 987.5469 DVNAAVGTIK 6965.9780 987.5457 19.5350 10609 2 494.2765 ‐1.7421
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 1977.8825 TVGGGDDAFNTFFSETGAGK 5055.6390 1977.8815 32.7485 8354 2 989.4444 ‐0.1228
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 21077.5200 1132.5669 27.3817 8026 2 566.7871 ‐0.2335
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 Carbamidomethyl+C(1) 1885.9477 CGINYQPPTVVPGGDLAK 3347.3960 1885.9459 27.8588 6100 2 943.4766 ‐0.6553
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 Carbamidomethyl+C(4)
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 Carbamidomethyl+C(3) 1496.7084 AVCMISNSTSVAEK 1968.0800 1496.7095 32.5002 2505 2 748.8584 0.6629
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 2385.1946 QLFHPEQLISGKEDAANNFAR 178.4083 2385.1791 39.7890 8976 2 1193.0932 ‐5.7943
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 2395.1929 FDGALNVDVTEFQTNLVPYPR 141.7149 2395.1620 17.2882 836 3 799.0588 ‐13.1251
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 796.3836 FSETGAGK 586.7784 796.3796 32.1316 2445 1 796.3796 ‐4.6424
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 773.4516 NAAVGTIK 5275.3480 773.4506 19.5496 964 1 773.4506 ‐0.8935
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 1683.8952 AVFVDLEPTVIDEVR 550.0341 1683.8909 35.1328 2207 2 842.4491 ‐2.4814
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 969.5364 DVNAAVGTIK 220.2749 969.5385 21.3492 1123 2 485.2729 1.62
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 5715.9360 47919.6215 24 32.08 None 970.5204 DVNAAVGTIK 284.5184 970.5183 19.0748 2722 2 485.7628 ‐2.6946
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 1701.9058 AVFVDLEPTVIDEVR 37931.4600 1701.9058 34.7623 18914 2 851.4565 0.3089
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 987.5469 DVNAAVGTIK 6179.6590 987.5457 19.5350 10609 2 494.2765 ‐1.8383
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 1977.8825 TVGGGDDAFNTFFSETGAGK 7414.6700 1977.8815 32.7485 8354 2 989.4444 0.1588
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 24470.8700 1132.5669 27.3817 8026 2 566.7871 ‐0.2744
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 Carbamidomethyl+C(1) 1885.9477 CGINYQPPTVVPGGDLAK 3666.1180 1885.9459 27.8588 6100 2 943.4766 ‐0.4088
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 1690.8871 SLNIERPTYTNLNR 526.0662 1690.8860 23.6279 1482 3 564.3002 ‐0.7453
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 2385.1946 QLFHPEQLISGKEDAANNFAR 199.0532 2385.1791 39.7890 8976 2 1193.0932 ‐5.3573
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 796.3836 FSETGAGK 386.5350 796.3796 32.1316 2445 1 796.3796 ‐4.6218
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 773.4516 NAAVGTIK 7174.1360 773.4506 19.5496 964 1 773.4506 ‐0.8552
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 4011.4420 47919.6215 24 32.08 None 969.5364 DVNAAVGTIK 241.4747 969.5385 21.3492 1123 2 485.2729 1.31
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1146.6405 VSVFLPEEVK 50253.0000 1146.6414 28.3704 17757 2 573.8243 0.3980



NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 732.3886 AAAAEATK 1400.5280 732.3868 24.1687 3630 1 732.3868 ‐2.1980
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 777.4141 IEFPGSK 7734.0560 777.4164 20.3923 2904 1 777.4164 3.1806
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1311.6427 TFDESKETINK 1214.3120 1311.6716 30.1926 2340 2 656.3394 21.8246
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1939.9495 TFDESKETINKEIEEK 238.6889 1939.9373 27.3904 865 3 647.3173 ‐6.5345
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1567.8214 EIPVEEVKAEEPAK 946.1327 1567.8203 21.1986 1586 3 523.2783 ‐0.9795
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1651.8942 YLEELVKIEFPGSK 933.0044 1651.9061 19.7861 1436 2 826.4567 7.68
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 664.3301 EFPGSK 104.7850 664.3286 22.0507 2677 1 664.3286 ‐2.0631
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 986.5669 VKIEFPGSK 248.4157 986.5628 18.5953 2267 2 493.7851 ‐4.6478
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1047.5721 SVFLPEEVK 331.4081 1047.5694 28.3704 791 1 1047.5694 ‐1.9620
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thalia 3503.2880 24583.8492 11 27.56 None 1293.6321 TFDESKETINK 212.4125 1293.6368 29.1654 2701 2 647.3220 3.88
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1533.8887 FSSIVPVVTLGSISK 16163.2000 1533.8901 20.2903 15199 2 767.4487 0.8772
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1194.6187 IMVVSDEVFR 21470.7200 1194.6182 28.8241 13414 2 597.8127 ‐0.7866
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1643.9003 EENLVVLPGIAFSQK 7506.3760 1643.8974 20.2945 12797 2 822.4523 ‐1.7081
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1241.5797 NFEIDFDSVR 3864.7750 1241.5815 30.6002 10094 2 621.2944 1.1835
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDIL 3115.4450 3173.7120 23.0452 8570 3 1058.5755 ‐2.8786
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1854.8902 HSIDMETPVLEDALER 7392.9880 1854.8942 30.7641 6166 3 618.9696 1.48
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1167.5793 TPQEFFDKR 8328.2900 1167.5809 20.5861 5993 2 584.2941 1.0504
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1780.9745 ANVLLPSPGFPWDLVR 1607.4540 1780.9795 23.1693 5582 2 890.9934 2.62
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1580.7930 WTLFGSNPFVPMGK 259.4996 1580.7879 19.0251 3260 2 790.8976 ‐3.1868
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1299.7882 SIVPVVTLGSISK 193.5333 1299.7822 19.4941 183880 2 650.3947 ‐4.8816
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 417.2132 FSSI 92.8124 417.2124 19.7172 3720 1 417.2124 ‐2.1102
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 833.4152 IDFDSVR 166.7253 833.4127 30.5044 1934 1 833.4127 ‐2.6803
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1066.5316 PQEFFDKR 245.2755 1066.5314 19.5447 1653 1 1066.5314 0.3989
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 565.3093 FDKR 56.2736 565.3064 21.4815 1523 1 565.3064 ‐5.0258
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1059.6197 VLPGIAFSQK 288.8165 1059.6220 20.4337 1347 2 530.3146 1.38
NP_849430.1 cystine lyase Arabidopsis thaliana 2897.2990 36551.9983 22 42.14 None 1150.5527 TPQEFFDKR 144.5148 1150.5578 20.0676 1425 1 1150.5578 5.0256
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 1194.6187 IMVVSDEVFR 27420.8300 1194.6182 28.8241 13414 2 597.8127 ‐0.8039
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 1241.5797 NFEIDFDSVR 3267.0670 1241.5815 30.6002 10094 2 621.2944 1.1842
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 1854.8902 HSIDMETPVLEDALER 10121.4800 1854.8942 30.7641 6166 3 618.9696 2.0503
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 1167.5793 TPQEFFDKR 11811.0500 1167.5809 20.5861 5993 2 584.2941 1.0229
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 950.4942 VVSDEVFR 366.3069 950.4936 29.6938 7407 1 950.4936 ‐0.1837
NP_849430.1 cystine lyase Arabidopsis thaliana 1808.5600 36551.9983 22 42.14 None 833.4152 IDFDSVR 164.2699 833.4127 30.5044 1934 1 833.4127 ‐2.6881
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 2564.3467 AAVSALQHQPVVNAVIDGDDIIYR 5571.1840 2564.3462 32.8967 8211 3 855.4536 ‐0.4478
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 586.3810 LLLDI 10137.1300 586.3806 34.6382 6159 1 586.3806 ‐0.5328
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 852.5666 GLVVPVIR 5781.3890 852.5649 17.4259 2535 2 426.7861 ‐2.5249
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 897.4829 EAVYFLR 2303.1610 897.4817 26.3142 1790 2 449.2445 ‐1.9233
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 2774.3739 LKDSQNTFALLTTFNEVDMTNLMK 493.6156 2774.4095 22.6640 10297 3 925.4747 12.81
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 1583.7985 MGESITDGTLATFLK 490.2927 1583.7994 26.1087 7039 2 792.4033 0.5589
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 1102.6004 AAVSALQHQPV 242.9831 1102.6046 32.3162 1400 1 1102.6046 4.73
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 728.6807 39702.6553 8 12.5 None 2756.3634 LKDSQNTFALLTTFNEVDMTNLMK 678.1310 2756.3682 24.7532 5858 3 919.4609 1.87
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 1854.0007 VTSVNSYTLPILEYVR 17635.4800 1853.9998 21.8894 17710 2 927.5035 ‐0.2465
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 1883.9570 IDVQLAQQLQNQQDSR 1354.9270 1883.9597 25.5689 9624 2 942.4835 1.05
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 2060.0739 YVIEQGGLYLPTFFTSPK 3658.8470 2060.0753 22.1055 8917 2 1030.5413 1.1055
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 1336.7219 ISYVVQGTGISGR 3771.1430 1336.7217 23.0475 5720 2 668.8645 ‐0.3772
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 1760.9330 NLWSGFDAQVIAQALK 3857.4850 1760.9365 22.5308 5497 2 880.9719 2.1572
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 1105.6000 ADVYKPSLGR 2241.6640 1105.5995 18.4396 3407 2 553.3034 ‐0.8871
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 2079.9631 SEAGQIEYWDHNHPQLR 1917.1600 2079.9616 24.2637 5024 4 520.7459 ‐0.8039
NP_849464.1 cruciferin 3 Arabidopsis thaliana 1359.0320 44065.8519 17 26.90 None 775.4057 QGTGISGR 172.8282 775.4045 23.6588 7907 1 775.4045 ‐1.1671
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 1883.9570 IDVQLAQQLQNQQDSR 1436.9950 1883.9597 25.5689 9624 2 942.4835 1.63
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 1336.7219 ISYVVQGTGISGR 3586.3370 1336.7217 23.0475 5720 2 668.8645 ‐0.3402
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 1105.6000 ADVYKPSLGR 4541.5620 1105.5995 18.4396 3407 2 553.3034 ‐0.9383
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 2487.1760 VFHLAGNNQQGGFGGSQQQQEQK 374.1850 2487.1791 21.7344 1581 3 829.7312 1.0186
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 1034.5629 DVYKPSLGR 2662.1130 1034.5636 18.4369 1848 2 517.7854 0.1331
NP_849464.1 cruciferin 3 Arabidopsis thaliana 313.7974 44065.8519 17 26.90 None 2470.1494 VFHLAGNNQQGGFGGSQQQQEQK 410.4000 2470.1459 20.1256 1759 3 824.0535 ‐1.6541
NP_849464.1 cruciferin 3 Arabidopsis thaliana 894.9105 44065.8519 17 26.90 None 1854.0007 VTSVNSYTLPILEYVR 14080.7500 1853.9998 21.8894 17710 2 927.5035 ‐0.4817
NP_849464.1 cruciferin 3 Arabidopsis thaliana 894.9105 44065.8519 17 26.90 None 2060.0739 YVIEQGGLYLPTFFTSPK 5341.9790 2060.0753 22.1055 8917 2 1030.5413 0.7760
NP_849464.1 cruciferin 3 Arabidopsis thaliana 894.9105 44065.8519 17 26.90 None 1760.9330 NLWSGFDAQVIAQALK 1946.6950 1760.9365 22.5308 5497 2 880.9719 1.46
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1631.3990 16827.9965 2 16.22 None 1694.8847 EGPALPVLDEIVADEK 8390.2600 1694.8862 36.3917 13260 2 847.9468 1.1852
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1631.3990 16827.9965 2 16.22 None 977.5302 DFVLELNK 13400.3600 977.5278 28.6051 11096 2 489.2675 ‐3.0936
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 1274.6416 GFGFVTFKDEK 10315.4500 1274.6413 17.2463 19693 2 637.8243 ‐0.4394
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 3772.9780 1951.8965 31.9980 9211 2 976.4519 0.2241
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 1934.9059 AMRDAIEEMNGKELDGR 415.4693 1934.9367 20.5692 3304 3 645.6504 15.6740
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 1116.6008 VITVNEAQSR 824.5729 1116.5863 30.1259 3162 2 558.7968 ‐13.3077
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 640.3235 AMRDAI 140.7179 640.3230 20.3757 4614 1 640.3230 ‐0.6777
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 866.4559 GFGFVTFK 135.5113 866.4607 18.8321 2250 2 433.7340 4.48
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 None 1070.5517 GFVTFKDEK 290.3194 1070.5520 19.0759 1014 2 535.7796 ‐0.1248
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2096.9490 10287.3029 13 59.78 Carbamidomethyl+C(1) 1934.8702 CFVGGLAWATNDEDLQR 348.3984 1934.8605 32.6636 20577 2 967.9339 ‐4.7060
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1198.4400 10287.3029 13 59.78 None 1343.6478 TFSQFGDVIDSK 4936.4180 1343.6505 27.6481 30715 2 672.3289 1.53
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1198.4400 10287.3029 13 59.78 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 3001.1430 1951.8965 31.9980 9211 2 976.4519 0.4957
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1198.4400 10287.3029 13 59.78 None 1095.5317 SQFGDVIDSK 708.1307 1095.5336 27.6443 1065 1 1095.5336 2.1625
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1198.4400 10287.3029 13 59.78 None 1325.6372 TFSQFGDVIDSK 564.4646 1325.6359 28.1535 3433 2 663.3216 ‐1.1881
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1198.4400 10287.3029 13 59.78 Carbamidomethyl+C(1) 1934.8702 CFVGGLAWATNDEDLQR 242.1126 1934.8605 32.6636 20577 2 967.9339 ‐4.4408
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1276.6572 IVSFLDPDGWK 7900.9890 1276.6592 20.3564 12918 2 638.8332 1.61
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1039.5782 EAGPLPGLGTK 23277.4800 1039.5777 23.0820 12364 2 520.2925 ‐0.9521
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1453.6958 DPDGYTFELIQR 16884.7100 1453.6964 30.3261 11153 2 727.3518 0.3176
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1291.7256 TVLVDNKDFLK 3933.5920 1291.7247 25.0421 9000 2 646.3660 ‐0.9638
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1698.8333 GNAYAQIAIGTDDVYK 1068.1640 1698.8369 29.4959 1102 3 566.9505 1.62



NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 893.4615 DFLKELE 1077.2650 893.4523 21.8801 4728 1 893.4523 ‐9.8697
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 805.4567 FELIQR 206.6997 805.4560 31.9887 28675 1 805.4560 ‐0.4654
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 1145.5626 VSFLDPDGWK 356.4698 1145.5623 19.1132 1404 2 573.2848 ‐0.5930
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 9 22.61 None 615.3137 DFLKE 146.8154 615.3150 21.4095 917 1 615.3150 2.65
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1276.6572 IVSFLDPDGWK 7900.9890 1276.6592 20.3564 12918 2 638.8332 1.61
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1039.5782 EAGPLPGLGTK 23277.4800 1039.5777 23.0820 12364 2 520.2925 ‐0.9521
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1453.6958 DPDGYTFELIQR 16884.7100 1453.6964 30.3261 11153 2 727.3518 0.3176
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1291.7256 TVLVDNKDFLK 3933.5920 1291.7247 25.0421 9000 2 646.3660 ‐0.9638
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1698.8333 GNAYAQIAIGTDDVYK 1068.1640 1698.8369 29.4959 1102 3 566.9505 1.62
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 893.4615 DFLKELE 1077.2650 893.4523 21.8801 4728 1 893.4523 ‐9.8697
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 805.4567 FELIQR 206.6997 805.4560 31.9887 28675 1 805.4560 ‐0.4654
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 1145.5626 VSFLDPDGWK 356.4698 1145.5623 19.1132 1404 2 573.2848 ‐0.5930
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 2167.7760 31985.4529 15 22.61 None 615.3137 DFLKE 146.8154 615.3150 21.4095 917 1 615.3150 2.65
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 1039.5782 EAGPLPGLGTK 20680.7000 1039.5777 23.0820 12364 2 520.2925 ‐1.0285
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 1453.6958 DPDGYTFELIQR 9458.2850 1453.6964 30.3261 11153 2 727.3518 0.3992
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 1291.7256 TVLVDNKDFLK 3672.5770 1291.7247 25.0421 9000 2 646.3660 ‐0.9440
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 1464.7079 TIEFYTEVFGMK 253.1416 1464.7304 40.2288 1171 1 1464.7304 15.7803
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 805.4567 FELIQR 143.0940 805.4560 31.9887 28675 1 805.4560 ‐0.4517
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1358.3850 31985.4529 15 22.61 None 978.5255 VDNKDFLK 308.4186 978.5261 25.9159 2915 2 489.7667 0.0808
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1075.5630 GGAIDDSVITK 7704.4590 1075.5631 20.2766 15930 2 538.2852 ‐0.3488
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1970.1797 SLLALQGPLAAPVLQHLTK 4705.1190 1970.1819 21.1481 14356 3 657.3988 0.8398
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1121.5738 VGFFSSGPPAR 7531.2800 1121.5749 16.3585 13102 2 561.2911 0.5874
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1658.9112 AEGGFLGADVILQQLK 4804.9610 1658.9129 21.6094 11321 2 829.9601 1.0805
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 4790.6210 1297.5514 20.6544 9555 2 649.2793 ‐0.0582
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1419.7478 IGEITSGGFSPNLK 3345.6690 1419.7507 26.7002 6557 2 710.3790 1.93
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 None 1415.7066 TALYDFHVAHGGK 1634.1090 1415.7057 22.0355 5317 3 472.5734 ‐0.9136
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 1922.7420 3405.7522 24.5318 4640 3 1135.9223 ‐2.8049
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1564.4860 1745.8696 16.2709 1932 3 582.6281 2.56
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Oxidation+M(9) 1799.9109 DLAHIEEHMKAFKSK 674.5650 1799.9173 21.8755 4208 2 900.4623 3.54
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1327.3700 44787.0270 11 38.73 Oxidation+M(9) 1202.5623 DLAHIEEHMK 165.0677 1202.5568 22.9948 1928 2 601.7820 ‐4.8840
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1394.6500 15719.0970 3 16.67 None 1523.7588 DFGEETTALSIVNK 11060.8000 1523.7593 29.1172 10393 2 762.3833 0.4091
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1394.6500 15719.0970 3 16.67 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 4597.8370 1134.5610 27.1648 8218 2 567.7841 ‐0.6092
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 1394.6500 15719.0970 3 16.67 None 1505.7482 DFGEETTALSIVNK 278.1480 1505.7551 30.2970 1420 2 753.3812 4.30
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1631.7622 LSGSEFDSFMAIAEK 6509.4690 1631.7626 34.5600 13460 2 816.3849 0.3357
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1546.7748 TNVEVDQIESWVK 11522.1400 1546.7734 31.4462 10612 2 773.8903 ‐0.9273
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1796.8701 LDATANDFPKDTFDVK 2401.6130 1796.8720 26.7839 10314 3 599.6288 0.7806
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1659.8800 VVVSDSLDDIVLNSGK 10581.0800 1659.8813 31.0187 10228 2 830.4443 0.8962
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1352.6441 SASGNVVVYEGDR 24310.8700 1352.6447 18.9833 9094 2 676.8260 0.2585
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1523.8792 AASALSSNVPPVVLAK 1882.4990 1523.8813 27.2817 8794 2 762.4443 1.19
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1122.6041 EAEGIVTYLK 3699.6470 1122.6048 26.6976 7154 2 561.8060 0.2478
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 957.6132 VVVVGIFPK 4972.9380 957.6119 18.1679 6468 2 479.3096 ‐1.8145
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1422.7223 SQPIPAENNEPVK 8088.2080 1422.7218 18.1314 6438 2 711.8645 ‐0.5278
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1087.5742 GESSVTGPVVR 18114.1000 1087.5781 17.3697 5991 2 544.2927 3.1402
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 4913.3650 2773.3342 30.3864 4931 3 925.1163 0.7448
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1757.8745 EFATQYEVQGFPTIK 2582.0160 1757.8750 30.9765 4495 2 879.4412 0.4814
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1023.4629 DFDGEALEK 2218.0350 1023.4734 20.3847 10257 2 512.2403 9.29
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 2900.5557 FVKESSIPLITVFDKDPNNHPYVIK 193.9373 2900.5156 21.2132 4405 3 967.5101 ‐14.0378
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 2812.3523 SEETETKEFVLTLDHTNFTDTINK 1014.3220 2812.3128 35.6919 2689 3 938.1091 ‐14.3002
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1109.5262 FLYVHSSEQ 489.9363 1109.5531 21.9025 1898 2 555.2802 23.8852
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 748.3836 EVATSNK 115.5511 748.3974 19.7329 1454 1 748.3974 18.7418
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 2191.0361 QSGPASAEIKSADDASEVVSDK 645.5402 2191.0306 17.9572 5128 2 1096.0190 ‐1.9433
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 1942.9943 AMLFINFTGEGAESLKSK 2536.3900 1942.9886 22.9912 4906 2 971.9980 ‐2.5804
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 3063.5844 SQPIPAENNEPVKVVVSDSLDDIVLNS 1208.6390 3063.5810 35.3529 2813 3 1021.8652 ‐1.3497
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2871.6480 54444.3272 40 54.00 None 727.4461 VTGPVVR 205.6827 727.4452 16.8522 1461 1 727.4452 ‐0.9541
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1631.7622 LSGSEFDSFMAIAEK 10707.4300 1631.7626 34.5600 13460 2 816.3849 0.4852
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1546.7748 TNVEVDQIESWVK 4638.3060 1546.7734 31.4462 10612 2 773.8903 ‐0.8102
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1796.8701 LDATANDFPKDTFDVK 1424.9150 1796.8720 26.7839 10314 3 599.6288 0.9394
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1659.8800 VVVSDSLDDIVLNSGK 9677.0900 1659.8813 31.0187 10228 2 830.4443 1.0565
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1523.8792 AASALSSNVPPVVLAK 2260.0780 1523.8813 27.2817 8794 2 762.4443 1.02
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1122.6041 EAEGIVTYLK 1956.6360 1122.6048 26.6976 7154 2 561.8060 0.2030
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 3083.3830 2773.3342 30.3864 4931 3 925.1163 0.6814
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1757.8745 EFATQYEVQGFPTIK 3537.7230 1757.8750 30.9765 4495 2 879.4412 0.6791
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1422.7223 SQPIPAENNEPVK 233.7052 1422.7050 27.4018 21053 2 711.8561 ‐12.2690
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 2812.3523 SEETETKEFVLTLDHTNFTDTINK 734.5319 2812.3128 35.6919 2689 3 938.1091 ‐14.3724
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1936.9651 TNVEVDQIESWVKDFK 272.3370 1937.0091 30.8334 1484 3 646.3412 22.5908
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 2008.0022 EFVLTLDHTNFTDTINK 193.3659 2008.0307 30.9526 1290 3 670.0151 14.0761
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1599.8053 LFKPFDEQFVDSK 467.9776 1599.8431 31.3804 823 2 800.4252 23.7603
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1498.6849 EFATQYEVQGFPT 229.3661 1498.6792 29.1648 3810 2 749.8432 ‐3.7677
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1264.3350 54444.3272 40 54.00 None 1581.7948 LFKPFDEQFVDSK 193.8279 1581.7903 29.9741 4062 2 791.3988 ‐2.6740
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 197.5304 54444.3272 40 54.00 None 957.6132 VVVVGIFPK 7086.8580 957.6119 18.1679 6468 2 479.3096 ‐1.6395
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 197.5304 54444.3272 40 54.00 None 2604.2504 LFKPFDEQFVDSKDFDGEALEK 1473.4370 2604.2404 20.9230 5914 3 868.7517 ‐4.1026
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 197.5304 54444.3272 40 54.00 None 1942.9943 AMLFINFTGEGAESLKSK 1366.1480 1942.9886 22.9912 4906 2 971.9980 ‐2.8563
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 197.5304 54444.3272 40 54.00 None 1709.8017 QFVDSKDFDGEALEK 161.5427 1709.7965 18.8038 1632 2 855.4019 ‐3.0621
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 None 1189.6609 DSTLIMQLLR 26723.4000 1189.6611 21.5868 14804 2 595.3342 ‐0.1459
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 2062.7850 1275.6616 30.8800 8196 2 638.3344 ‐0.0698
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 None 2006.8938 DNLTLWTSDLNEEGDER 4799.5330 2006.8979 31.3148 7257 2 1003.9526 2.23
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 None 1224.5743 EAADQSLEAYK 1825.7620 1224.5741 19.2136 6280 2 612.7907 ‐0.4620



NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 None 879.4934 NLVSVGYK 1133.4350 879.4924 20.9709 4102 2 440.2499 ‐1.7268
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 None 862.4669 NLVSVGYK 103.2162 862.4646 21.0828 1321 2 431.7359 ‐3.3183
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1611.6460 29014.3873 7 22.44 Carbamidomethyl+C(2) 1258.6348 VCNDILSVIDK 247.5126 1258.6304 30.5276 817 2 629.8188 ‐3.7838
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 321.3797 19853.3297 3 7.65 Carbamidomethyl+C(4)
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 321.3797 19853.3297 3 7.65 None 1030.4800 ATEDVQDPR 255.5598 1030.4715 22.9685 14800 1 1030.4715 ‐7.8153
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 321.3797 19853.3297 3 7.65 Carbamidomethyl+C(4)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1207.6205 TPFTSGLDLEK 1108.4390 1207.6205 27.1385 18594 2 604.3139 ‐0.3341
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1586.8458 VSSVEVDLPAMLAQK 5186.1440 1586.8451 19.4588 14589 2 793.9262 ‐0.4378
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2119.0917 FISPNEVSVETIDGGNTIVK 8832.2390 2119.0892 31.0670 14041 2 1060.0482 ‐0.7119
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 5653.5770 2395.2838 21.5790 8417 3 799.0995 ‐0.4284
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1139.6419 HIIVATGSDVK 13433.8700 1139.6414 17.3841 6832 2 570.3243 ‐0.8414
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1178.5899 VVSVDSSSDGVK 18667.5600 1178.5899 16.2607 6687 2 589.7986 ‐0.3865
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1029.5575 AIDNAEGLVK 12200.2500 1029.5556 21.0041 5475 2 515.2815 ‐2.2764
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2400.0350 2539.3250 36.8824 5272 3 847.1132 ‐0.2284
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1487.8315 IVSSTGALSLSEVPK 1865.4820 1487.8313 16.8549 4636 2 744.4193 ‐0.2041
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1023.4410 2548.3036 37.0586 3628 3 850.1060 2.68
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1991.0783 LIVIGAGYIGLEMGSVWGR 590.4808 1991.0983 23.6513 3927 2 996.0528 10.83
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1187.6015 NLSNSPTDALR 920.8482 1187.6079 25.5991 2474 1 1187.6079 6.0509
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1045.5636 IGVETDKAGR 8787.0340 1045.5633 17.9580 36505 2 523.2853 ‐0.8129
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1168.5932 FPFMANSRAK 1570.6770 1168.5865 28.5898 5275 2 584.7969 ‐6.0734
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 525.5250 1448.7688 24.7584 2964 2 724.8881 ‐6.2737
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1188.6470 STGALSLSEVPK 456.1789 1188.6471 15.8105 30668 3 396.8872 ‐0.2309
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 677.3464 ATGSDVK 360.0231 677.3449 16.8035 1696 1 677.3449 ‐2.1120
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 932.4796 GVETDKAGR 265.2267 932.4821 17.0945 1154 2 466.7447 2.1619
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 224.5176 925.4575 25.0630 903 1 925.4575 2.0282
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2085.2430 54273.2910 32 48.32 None 1568.8353 VSSVEVDLPAMLAQK 393.6664 1568.8368 18.3144 3921 3 523.6171 0.7143
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1207.6205 TPFTSGLDLEK 1519.8960 1207.6205 27.1385 18594 2 604.3139 ‐0.3464
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2119.0917 FISPNEVSVETIDGGNTIVK 2915.2870 2119.0892 31.0670 14041 2 1060.0482 ‐0.3764
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1139.6419 HIIVATGSDVK 8894.8740 1139.6414 17.3650 5963 2 570.3243 ‐0.8342
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2120.1740 2539.3250 36.8824 5272 3 847.1132 ‐0.2385
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1035.6340 2548.3036 37.0586 3628 3 850.1060 2.46
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1459.7250 EAAMATYDKPIHI 1731.7530 1459.7340 25.1451 14016 3 487.2495 6.1785
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1187.6015 NLSNSPTDALR 290.0525 1187.6123 21.5203 2196 2 594.3098 8.35
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 None 1168.5932 FPFMANSRAK 1074.1340 1168.5865 28.5898 5275 2 584.7969 ‐6.1006
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 507.5805 1448.7688 24.7584 2964 2 724.8881 ‐6.1940
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 855.3431 54273.2910 32 48.32 Carbamidomethyl+C(7) 925.4560 GALGGTCLNV 304.9343 925.4575 25.0630 903 1 925.4575 1.98
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1017.3440 21922.4723 4 29.32 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 4593.0380 2319.2845 37.4996 7684 3 773.7664 1.35
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1017.3440 21922.4723 4 29.32 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 1918.4140 2966.4342 45.0527 6545 3 989.4829 2.88
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1017.3440 21922.4723 4 29.32 None 900.5513 DVILIATR 5423.3840 900.5460 25.0689 1856 2 450.7766 ‐6.5502
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1017.3440 21922.4723 4 29.32 None 882.5407 DVILIATR 368.0885 882.5424 26.1462 1212 2 441.7748 1.1685
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 3601.4900 2257.2047 25.6567 16946 3 753.0731 0.3338
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 11138.6300 2931.5557 24.0889 16785 3 977.8568 0.4959
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 19946.6200 2920.4697 37.8344 16521 3 974.1614 1.20
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1799.9327 AYLPVVESFGFSSQLR 5620.3760 1799.9365 21.1870 14811 2 900.4719 2.72
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1145.5255 EGPLAEENMR 38756.9900 1145.5255 19.1365 14767 2 573.2664 ‐0.4056
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1634.8425 ILAEEFGWDKDLAK 10267.2700 1634.8433 30.3278 13078 3 545.6193 0.2270
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1218.6187 IMGPNYIPGEK 6638.3140 1218.6193 23.7291 11195 2 609.8133 0.1739
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 5012.5500 1387.6722 18.5063 9235 2 694.3397 0.3334
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1836.8572 STGISLYYEMTDESLK 4994.4560 1836.8578 32.5800 9233 2 918.9325 0.5791
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 890.5094 FSVSPVVR 2408.4610 890.5082 23.1230 7456 2 445.7578 ‐1.9292
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1307.6525 NMSVIAHVDHGK 3812.1710 1307.6503 17.9715 5831 3 436.5549 ‐1.9779
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2079.9982 VENLYEGPLDDQYANAIR 2440.7600 2080.0008 29.9818 4658 3 694.0051 1.0008
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 955.5320 GGGQVIPTAR 4883.1860 955.5310 17.1086 2717 2 478.2692 ‐1.4788
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2266.0478 LYMEARPMEEGLAEAIDDGR 1011.5960 2266.0502 32.0812 1979 3 756.0216 0.7720
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 1312.2640 2152.9858 20.4339 9692 2 1076.9965 0.2000
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 906.4680 SDPVVSFR 1009.6100 906.4685 21.7653 6568 2 453.7379 ‐0.0184
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1111.6331 GGGQVIPTARR 154.2425 1111.6285 18.8867 2790 2 556.3179 ‐4.4861
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1509.7141 EAMTPLSEFEDKL 28183.7400 1509.7137 35.2172 22999 2 755.3605 ‐0.3067
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 2399.1626 YRVENLYEGPLDDQYANAIR 2196.5740 2399.1627 30.0894 9546 3 800.3924 ‐0.2274
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 9194.7870 2807.3722 34.1054 8884 3 936.4623 0.4568
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(3)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 3020.4769 ADEAERGITIKSTGISLYYEMTDESLK 802.7289 3020.4928 23.0412 1349 3 1007.5024 5.0456
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1657.8367 FTADELRRIMDYK 416.3224 1657.8475 27.9331 754 2 829.4274 6.22
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 794.4155 GFSSQLR 107.5944 794.4192 20.9228 2764 1 794.4192 4.97
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 714.3457 SDPVVSF 362.5662 714.3469 21.2226 2425 1 714.3469 1.57
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(2) 956.4547 FCYEPIK 940.6589 956.4499 19.9611 1832 1 956.4499 ‐4.4809
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1868.9463 VIENANVIMATYEDPLL 350.6795 1868.9528 38.7579 1362 2 934.9800 3.38
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 555.2885 VDHGK 83.2129 555.2913 19.1201 993 1 555.2913 5.1533
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 Carbamidomethyl+C(14) 1635.7176 GPETTGPNMVVDMCK 330.2525 1635.7230 22.0455 977 3 545.9125 3.0587
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2346.5710 94803.8361 65 39.26 None 1616.8319 ILAEEFGWDKDLAK 478.2566 1616.8259 31.2415 769 2 808.9166 ‐3.6553
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 12995.5900 2920.4697 37.8344 16521 3 974.1614 1.52
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1634.8425 ILAEEFGWDKDLAK 2943.0870 1634.8433 30.3278 13078 3 545.6193 0.4226
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1218.6187 IMGPNYIPGEK 8842.7700 1218.6193 23.7291 11195 2 609.8133 0.1658
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1836.8572 STGISLYYEMTDESLK 3224.4390 1836.8578 32.5800 9233 2 918.9325 0.8068
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 890.5094 FSVSPVVR 2237.5460 890.5082 23.1230 7456 2 445.7578 ‐2.0625



NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1307.6525 NMSVIAHVDHGK 4204.6100 1307.6503 17.9715 5831 3 436.5549 ‐1.7079
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2079.9982 VENLYEGPLDDQYANAIR 1162.0930 2080.0008 29.9818 4658 3 694.0051 1.0952
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1694.8306 GLKEAMTPLSEFEDK 1139.5980 1694.8229 26.0526 2201 2 847.9151 ‐4.2242
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2266.0478 LYMEARPMEEGLAEAIDDGR 941.2202 2266.0502 32.0812 1979 3 756.0216 0.8240
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1007.5269 FTADELRR 1929.9430 1007.5353 22.0911 42502 2 504.2713 7.43
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 906.4680 SDPVVSFR 1067.3060 906.4685 21.7653 6568 2 453.7379 ‐0.1456
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2116.0644 GHVFEEMQRPGTPLYNIK 1042.8680 2116.0717 27.3252 4934 3 706.0288 3.55
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1532.7811 NDEKELMGKPLMK 196.6902 1532.7421 27.9680 2749 2 766.8747 ‐25.3916
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1145.5255 EGPLAEENMR 93.1645 1145.5368 26.3186 2359 2 573.2720 9.59
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2932.4323 DGNEYLINLIDSPGHVDFSSEVTAALR 717.3128 2932.3553 40.8390 1587 3 978.1233 ‐26.5878
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 Carbamidomethyl+C(12) 1666.7854 SDPVVSFRETVCDR 463.7594 1666.8177 23.8765 1317 3 556.2774 19.2955
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1509.7141 EAMTPLSEFEDKL 21136.8400 1509.7137 35.2172 22999 2 755.3605 ‐0.2037
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 2399.1626 YRVENLYEGPLDDQYANAIR 1687.3140 2399.1627 30.0894 9546 3 800.3924 ‐0.2056
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 10478.7500 2807.3722 34.1054 8884 3 936.4623 0.3857
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1408.6743 AEEFGWDKDLAK 339.5898 1408.6788 29.8418 4585 2 704.8430 3.0893
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1521.7584 LAEEFGWDKDLAK 290.4272 1521.7504 28.4899 4228 2 761.3788 ‐5.1633
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1362.6610 AMTPLSEFEDKL 291.0170 1362.6602 36.1264 1830 2 681.8337 ‐0.7151
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1433.6981 GLKEAMTPLSEFE 103.8520 1433.6923 25.5021 1691 2 717.3498 ‐4.0896
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 656.4090 VSPVVR 137.8465 656.4082 23.1102 1182 1 656.4082 ‐0.9048
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 1062.5691 SVIAHVDHGK 1012.3850 1062.5667 17.9666 926 2 531.7870 ‐2.7640
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 860.3085 94803.8361 65 39.26 None 989.5163 FTADELRR 123.4170 989.5129 22.7843 947 2 495.2601 ‐4.0103
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2814.8120 2257.2047 25.6567 16946 3 753.0731 0.1830
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 13621.7300 2931.5557 24.0889 16785 3 977.8568 0.5971
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 1799.9327 AYLPVVESFGFSSQLR 9955.1280 1799.9365 21.1870 14811 2 900.4719 2.1467
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 3834.7790 1387.6722 18.5063 9235 2 694.3397 0.3115
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 Carbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLA 141.0759 3465.6741 24.4023 2129 3 1155.8962 ‐10.4685
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 1452.6906 LWGENFFDPATR 134.8017 1452.7249 25.5642 983 1 1452.7249 24.9861
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 None 2776.3916 GTVAFSAGLHGWAFTLTNFAKMYASK 1162.1770 2776.4036 23.0205 804 3 926.1394 4.1286
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 804.0448 94803.8361 65 39.26 Carbamidomethyl+C(2) 956.4547 FCYEPIK 608.6235 956.4499 19.9611 1832 1 956.4499 ‐4.3666
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1851.9011 GIEVIYEDPVAGADFEK 39058.5500 1851.9014 31.6939 21044 2 926.4543 0.4234
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1804.9844 TSTPGIFAIGDVAAFPLK 12259.6800 1804.9826 22.2473 17763 2 902.9949 ‐0.7907
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1828.9691 GVLVESGSPEEFQLLPK 20540.7000 1828.9707 33.0228 17691 2 914.9890 1.0832
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1988.0182 LASASSVEEALEIAQAALQS 4338.1140 1988.0177 24.0534 14585 2 994.5125 0.0707
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1388.7268 EVADADSLIASLGK 4826.6680 1388.7271 31.5901 12684 2 694.8672 0.0983
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1508.7744 EAYAPYERPALTK 9282.6020 1508.7720 20.7519 11545 3 503.5955 ‐1.8093
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 12336.9100 1469.7407 16.1500 10772 2 735.3740 ‐0.8030
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1360.6451 GASINNLEAGSDGR 8293.8010 1360.6447 19.1723 10635 2 680.8260 ‐0.4729
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1179.6157 IATFWIESGR 11759.6500 1179.6171 18.4914 10406 2 590.3122 0.8462
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1083.5106 VFEYEGSPR 7700.0300 1083.5099 19.4846 9919 2 542.2586 ‐1.0231
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 6624.0420 1443.6805 21.4270 7878 3 481.8983 0.2045
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1261.6899 SIGGIQVDGLFR 3677.8700 1261.6895 16.5345 3441 2 631.3484 ‐0.6203
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1133.6235 MALASTTLPTK 163.0134 1133.6531 31.1629 14374 2 567.3302 25.7494
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 872.4149 YEELYR 3358.7530 872.4141 18.1829 3325 2 436.7107 ‐1.4513
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 2454.2704 EAYAPYERPALTKAYLFPPEK 271.3775 2454.2897 22.3997 2863 3 818.7681 7.25
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 3344.6164 VWWQFFGDNVEVGNFDPKIATFWIE 1515.9110 3344.6120 24.1162 1565 3 1115.5422 ‐1.5114
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 Carbamidomethyl+C(2) 3168.6802 LCIVTKEAYAPYERPALTKAYLFPPEK 460.1782 3168.6592 25.1166 962 3 1056.8913 ‐6.8480
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 688.3624 AQAALQS 254.0101 688.3627 24.6730 9328 1 688.3627 0.6521
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 631.3158 VGGGGER 69.7594 631.3185 22.3579 4664 1 631.3185 4.54
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1074.5942 PYERPALTK 469.2710 1074.5955 20.2095 3167 2 537.8014 0.7742
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1056.5837 PYERPALTK 301.9244 1056.5833 20.8457 1930 2 528.7953 ‐0.7397
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1819.9126 GNFDPKIATFWIESGR 235.9467 1819.9078 22.6172 1762 2 910.4575 ‐2.4162
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 1300.6631 LASASSVEEALEI 197.4751 1300.6652 25.6112 1373 1 1300.6652 2.69
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 None 930.4891 EIAQAALQS 598.7413 930.4890 24.7367 812 1 930.4890 0.3750
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4446.9170 52400.6340 43 45.85 Carbamidomethyl+C(7) 1425.6692 LPGFHTCVGGGGER 318.4070 1425.6704 19.5611 779 2 713.3389 0.7308
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1851.9011 GIEVIYEDPVAGADFEK 23049.7600 1851.9014 31.6939 21044 2 926.4543 0.6569
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1828.9691 GVLVESGSPEEFQLLPK 16098.0300 1828.9707 33.0228 17691 2 914.9890 1.80
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1388.7268 EVADADSLIASLGK 3486.9970 1388.7271 31.5901 12684 2 694.8672 0.1551
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1508.7744 EAYAPYERPALTK 10302.6300 1508.7720 20.7519 11545 3 503.5955 ‐1.5850
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1083.5106 VFEYEGSPR 9081.8790 1083.5099 19.4846 9919 2 542.2586 ‐1.0828
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 8189.3890 1443.6805 21.4270 7878 3 481.8983 0.4436
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1988.0182 LASASSVEEALEIAQAALQS 197.1173 1988.0217 30.7235 1096 3 663.3454 1.73
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 800.9628 1617.7752 28.6259 2833 2 809.3912 ‐18.4790
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1074.5942 PYERPALTK 371.5988 1074.5955 20.2095 3167 2 537.8014 0.7111
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1056.5837 PYERPALTK 708.4517 1056.5833 20.8457 1930 2 528.7953 ‐0.8096
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2200.4350 52400.6340 43 45.85 None 1331.6842 SGSPEEFQLLPK 311.7855 1331.6872 33.1468 1505 2 666.3472 2.0904
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 1804.9844 TSTPGIFAIGDVAAFPLK 11753.8200 1804.9826 22.2473 17763 2 902.9949 ‐1.0035
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 1988.0182 LASASSVEEALEIAQAALQS 7038.5040 1988.0177 24.0534 14585 2 994.5125 ‐0.2258
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 11183.6600 1469.7407 16.1500 10772 2 735.3740 ‐0.8624
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 1179.6157 IATFWIESGR 8881.8700 1179.6171 18.4914 10406 2 590.3122 0.9196
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 3199.6919 LADGSTIEADTVVIGIGAKPAIGPFETLA 259.4002 3199.6870 21.4207 2708 3 1067.2338 ‐1.5507
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 1133.6235 MALASTTLPTK 168.1793 1133.6515 18.8765 116537 2 567.3294 24.4422
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1261.1610 52400.6340 43 45.85 None 1300.6631 LASASSVEEALEI 302.8085 1300.6652 25.6112 1373 1 1300.6652 2.70
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1573.8432 GVTTIIGGGDSVAAVEK 85300.9300 1573.8443 26.2884 71380 2 787.4258 0.7128
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 2015.9516 VDLNVPLDDNSNITDDTR 14773.2700 2015.9516 28.0612 38284 2 1008.4794 0.3734
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1749.0269 LVAGLPEGGVLLLENVR 44038.7500 1749.0291 21.5486 37540 2 875.0182 1.48
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12744.1300 2266.1778 21.9875 34364 2 1133.5925 0.1765



NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1388.7420 ELDYLVGAVANPK 36905.0100 1388.7412 28.8642 29384 2 694.8742 ‐0.7557
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1539.8992 GVSLLLPTDVVIADK 17828.4700 1539.8998 20.6513 22761 2 770.4535 0.3555
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1112.5470 TFSEALDTTK 11643.7000 1112.5468 20.5891 12260 2 556.7771 ‐0.5273
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 1398.5050 2359.2125 37.1861 10227 3 787.0757 2.03
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1903.9661 LAALADVYVNDAFGTAHR 1331.8360 1903.9643 18.8602 7386 3 635.3263 ‐1.2204
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1074.6306 KPFAAIVGGSK 4383.9880 1074.6308 14.2628 4096 2 537.8190 ‐0.2218
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1072.6513 YSLKPLVPR 1158.8490 1072.6532 15.4289 4086 2 536.8302 1.74
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1518.7646 AQGLSVGSSLVEEDK 647.1014 1518.7674 16.3975 2121 3 506.9273 1.04
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 254.9696 2444.3006 35.1260 1497 3 815.4384 ‐22.3859
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1160.6521 SVGTLKEADLK 236.1409 1160.6429 26.1375 1202 2 580.8251 ‐8.3230
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 1504.7318 LAALADVYVNDAFGT 185.6108 1504.7250 17.4102 3812 2 752.8661 ‐4.5849
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 630.3570 LENVR 445.3003 630.3582 22.9072 3403 1 630.3582 2.1549
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 581.3770 PLVPR 220.2646 581.3765 15.4307 1754 1 581.3765 ‐0.5880
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 790.3981 ELDYLVG 66.3692 790.3951 35.4268 1696 1 790.3951 ‐3.5207
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 957.5251 LDIGPDSIK 1345.9300 957.5265 21.4452 1455 2 479.2669 0.8629
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 689.3464 GEEVQK 101.8539 689.3433 34.1958 1434 1 689.3433 ‐4.2774
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 893.5091 LVAGLPEGGV 241.4351 893.5060 23.1562 1259 2 447.2567 ‐3.9973
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9327.9550 42188.8769 34 49.38 None 864.4309 SEALDTTK 8603.0700 864.4310 20.5956 1182 1 864.4310 0.5615
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1573.8432 GVTTIIGGGDSVAAVEK 93960.8900 1573.8442 26.2871 69845 2 787.4257 0.7847
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 2015.9516 VDLNVPLDDNSNITDDTR 15059.9300 2015.9516 28.0612 38284 2 1008.4794 0.6695
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1388.7420 ELDYLVGAVANPK 52500.8700 1388.7412 28.8642 29384 2 694.8742 ‐0.6989
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 994.4402 2359.2125 37.1861 10227 3 787.0757 2.11
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1903.9661 LAALADVYVNDAFGTAHR 192.4133 1903.9612 25.8661 5294 3 635.3253 ‐2.6752
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1518.7646 AQGLSVGSSLVEEDK 128.6503 1518.7368 29.3032 2139 2 759.8720 ‐18.2416
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 643.8227 2444.3006 35.1260 1497 3 815.4384 ‐22.3744
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1160.6521 SVGTLKEADLK 156.9774 1160.6429 26.1375 1202 2 580.8251 ‐8.3533
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1102.5739 IGGGDSVAAVEK 3104.2580 1102.5731 26.2855 1783 1 1102.5731 ‐0.2862
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 790.3981 ELDYLVG 151.8450 790.3951 35.4268 1696 1 790.3951 ‐3.4955
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 689.3464 GEEVQK 254.6605 689.3433 34.1958 1434 1 689.3433 ‐4.1746
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 6472.2560 42188.8769 34 49.38 None 1370.7314 ELDYLVGAVANPK 380.3620 1370.7348 29.9821 4156 2 685.8710 2.65
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1656.7904 VFISDDFDGELFPR 6031.2320 1656.7916 35.3800 9881 2 828.8995 0.8112
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1525.7315 AQALGDTSSLEFMR 3653.3390 1525.7316 28.8424 7512 2 763.3695 0.0382
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 11745.0300 2705.4355 44.4619 6614 3 902.4833 2.57
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1485.7544 GVVDSDDLPLNVSR 20966.6400 1485.7558 27.1352 5883 2 743.3815 0.8950
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1257.6725 AIYYLATDSLK 6124.2540 1257.6727 17.4010 5270 2 629.3400 ‐0.1191
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1097.4833 FGWSANMER 874.1545 1097.4850 24.9591 5036 2 549.2462 1.33
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2172.1005 SILYIPGMGPLNNEDVTNPK 9606.8940 2172.0928 20.2534 4682 2 1086.5501 ‐3.0214
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1261.6270 ELVSNASDALDK 2874.7810 1261.6309 27.2230 21306 2 631.3191 2.72
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2142.9925 TIEVEEDEPVKEGEEGEPK 1055.6180 2143.0204 38.8188 8536 2 1072.0138 13.5226
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2018.0441 FLSVTEPSLLGDGGDLEIR 2983.9720 2018.0419 35.5244 8141 2 1009.5246 ‐0.6892
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1417.6805 SGETEVVEPSEVR 1672.2100 1417.6776 28.3990 2089 2 709.3424 ‐2.2113
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2722.3822 VVDLLYDTAIISSGFTPDSPAELGNK 435.9066 2722.3172 37.6204 2013 3 908.1106 ‐24.0991
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1328.6160 IYEMMAMAVGGR 705.2014 1328.5916 30.2601 1896 2 664.7994 ‐18.5698
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1287.6315 TIEVEEDEPVK 389.7107 1287.6656 25.9305 1570 2 644.3364 26.2991
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 1489.6441 EDDKYEFAESTR 542.7090 1489.6434 18.6786 3091 3 497.2193 ‐0.7778
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2976.4165 FGWSANMERLMKAQALGDTSSLEFM 208.4554 2976.4410 39.7395 1383 3 992.8185 8.0186
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 554.2821 TIEVE 122.0950 554.2814 25.3516 3024 1 554.2814 ‐1.1457
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 1446.1980 88712.8445 30 28.6 None 2958.4059 FGWSANMERLMKAQALGDTSSLEFM 152.5185 2958.4209 40.1638 3250 3 986.8118 4.27
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1656.7904 VFISDDFDGELFPR 4141.7650 1656.7916 35.3800 9881 2 828.8995 0.9703
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 3596.4350 1233.6455 21.9599 8372 2 617.3264 ‐4.5763
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1525.7315 AQALGDTSSLEFMR 3160.9660 1525.7316 28.8424 7512 2 763.3695 0.1473
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 10805.4700 2705.4355 44.4619 6614 3 902.4833 2.78
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1485.7544 GVVDSDDLPLNVSR 21696.6100 1485.7558 27.1352 5883 2 743.3815 0.9888
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1097.4833 FGWSANMER 1808.5830 1097.4850 24.9591 5036 2 549.2462 1.1489
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1261.6270 ELVSNASDALDK 1446.7870 1261.6310 27.2446 20298 2 631.3192 2.51
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 874.4629 EILQESR 451.1612 874.4720 27.9601 10372 1 874.4720 10.11
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1417.6805 SGETEVVEPSEVR 673.8767 1417.6776 28.3990 2089 2 709.3424 ‐2.1434
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1328.6160 IYEMMAMAVGGR 1123.7450 1328.5916 30.2601 1896 2 664.7994 ‐18.5359
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 2976.4165 FGWSANMERLMKAQALGDTSSLEFM 337.6526 2976.4410 39.7395 1383 3 992.8185 7.91
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 973.8947 88712.8445 30 28.6 None 1399.6700 SGETEVVEPSEVR 238.7354 1399.6693 26.7443 955 2 700.3383 ‐0.5214
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 None 1727.8487 ALETAFAQYGDVIDSK 15699.9000 1727.8507 30.9813 27884 2 864.4290 1.84
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 None 1274.6416 GFGFVTFKDEK 10315.4500 1274.6413 17.2463 19693 2 637.8243 ‐0.4394
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 Carbamidomethyl+C(1) 1467.6686 CFVGGLAWATDDR 439.5132 1467.6370 24.9109 866 2 734.3221 ‐21.6057
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 Carbamidomethyl+C(1) 3176.4994 CFVGGLAWATDDRALETAFAQYGDV 1448.0320 3176.4857 40.2332 2551 2 1588.7465 ‐2.9328
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 None 866.4559 GFGFVTFK 135.5113 866.4607 18.8321 2250 2 433.7340 4.48
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 None 1167.5317 ALETAFAQYGD 224.0276 1167.5348 30.2313 1910 2 584.2711 2.31
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2849.1680 15605.5295 11 25.16 None 1070.5517 GFVTFKDEK 290.3194 1070.5520 19.0759 1014 2 535.7796 ‐0.1248
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1990.2830 15605.5295 11 25.16 None 1727.8487 ALETAFAQYGDVIDSK 19524.2800 1727.8507 30.9813 27884 2 864.4290 1.46
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1990.2830 15605.5295 11 25.16 Carbamidomethyl+C(1) 1467.6686 CFVGGLAWATDDR 177.2580 1467.6370 24.9109 866 2 734.3221 ‐21.5188
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1990.2830 15605.5295 11 25.16 None 1104.5644 SITVNEAQSR 176.2224 1104.5469 20.3926 782 2 552.7771 ‐16.2756
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1990.2830 15605.5295 11 25.16 None 1167.5317 ALETAFAQYGD 176.0802 1167.5348 30.2313 1910 2 584.2711 2.55
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1954.9136 GLTDELGAEAMMFEALEK 8712.4820 1954.9173 40.5475 9000 2 977.9623 2.27
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1268.6733 ITLDPEDPAAVK 7468.7040 1268.6749 24.7639 8655 2 634.8411 1.0231
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1251.6290 GMDLLVAEFEK 18850.4600 1251.6298 34.1714 8327 2 626.3186 0.4358
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1032.5837 FQAAVDILR 21866.2200 1032.5839 17.4371 5296 2 516.7956 ‐0.2138
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1326.6246 YEENLELSMAK 5364.3150 1326.6277 25.0185 4705 2 663.8175 2.1614
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1070.4571 ADMFSESQR 5650.1760 1070.4582 18.5426 3702 2 535.7327 0.5699



NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1194.5307 SDAVEAMESQK 954.7689 1194.5321 18.0734 2613 2 597.7697 0.8932
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1866.9192 IKHDIDTETQDIPDAR 1567.4360 1866.9139 33.8666 1362 2 933.9606 ‐2.5561
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1908.9259 EDLPKYEENLELSMAK 872.8505 1908.9335 35.6650 1262 2 954.9704 4.27
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 757.4567 AAVDILR 322.8876 757.4566 17.0271 1829 1 757.4566 0.2161
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3504.3710 25160.2295 16 46.36 None 1054.5415 LDPEDPAAVK 332.7551 1054.5391 26.1154 1218 1 1054.5391 ‐1.7269
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2279.8840 25160.2295 16 46.36 None 1954.9136 GLTDELGAEAMMFEALEK 9335.2160 1954.9173 40.5475 9000 2 977.9623 2.56
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2279.8840 25160.2295 16 46.36 None 1251.6290 GMDLLVAEFEK 30099.5300 1251.6298 34.1714 8327 2 626.3186 0.4403
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2279.8840 25160.2295 16 46.36 None 1032.5837 FQAAVDILR 271.7564 1032.5719 30.1592 1640 2 516.7896 ‐11.9572
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2279.8840 25160.2295 16 46.36 None 1908.9259 EDLPKYEENLELSMAK 419.3774 1908.9335 35.6650 1262 2 954.9704 4.80
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 2279.8840 25160.2295 16 46.36 None 1326.6107 QKADMFSESQR 478.1352 1326.6072 21.3755 1163 2 663.8073 ‐2.7617
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1452.8421 VQLPGLSQELLQK 9669.7700 1452.8425 18.8879 4323 2 726.9249 0.2400
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1085.5837 QVSVDVPDVK 837.3693 1085.5831 22.8392 3983 2 543.2952 ‐1.0190
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1108.6725 GVLLIGPPGTGK 3180.7140 1108.6689 17.2484 3443 2 554.8381 ‐3.6069
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 529.1542 1903.9178 36.3653 3050 2 952.4625 ‐1.8622
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1655.8487 VPSSTTTTPASAPTPAAV 598.0945 1655.8530 22.3367 2476 2 828.4302 2.12
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1032.4705 GTGIGGGNDER 2156.6060 1032.4844 17.0256 2476 1 1032.4844 13.9911
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1886.8814 SGGGMGGPGGPGNPLQFGQSK 166.3138 1886.8524 18.3159 1836 2 943.9298 ‐15.0944
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1565.7653 TSISSKEIDDSIDR 411.5871 1565.7832 19.7532 1255 2 783.3952 11.80
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 Carbamidomethyl+C(7) 1981.9682 MAASSACLVGNGLSVNTTTK 623.1995 1981.9667 19.9254 1003 2 991.4870 ‐0.3690
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1901.0161 NNREAMDKLVEVLLEK 3959.3050 1901.0159 20.4558 6160 3 634.3435 ‐0.3705
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1408.8019 GRTDILKVHAGNK 409.6792 1408.8061 16.8400 2916 3 470.2736 2.02
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1065.5939 VQLPGLSQEL 372.1042 1065.5921 18.2530 5593 2 533.2997 ‐2.1277
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 1112.6310 PGLSQELLQK 251.9976 1112.6279 17.7720 2164 2 556.8176 ‐3.1686
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 None 758.4407 QELLQK 1035.9510 758.4425 19.9763 1840 1 758.4425 2.68
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 341.6576 74328.6588 15 13.96 Carbamidomethyl+C(5) 1886.8953 ENAPCIVFVDEIDAVGR 399.8708 1886.9010 34.3546 4272 2 943.9541 3.15
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 106179.0000 2304.0621 33.0028 124831 2 1152.5347 ‐1.4362
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1780.8098 EGPPVFEQPEMTYEK 88086.3100 1780.8111 27.1289 117329 2 890.9092 0.9174
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 91913.7900 2347.1884 32.1579 108547 3 783.0676 ‐0.4363
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 22364.3000 2150.1283 21.5880 103815 2 1075.5678 ‐0.9578
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1697.7613 GLAYDTSDDQQDITR 105482.7000 1697.7611 20.9319 103668 2 849.3842 0.0117
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 26003.1700 2823.4584 24.0365 77727 3 941.8243 0.5128
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 79163.9800 1212.5764 25.3699 77071 2 606.7918 0.6844
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1152.7139 VPLILGIWGGK 54216.5500 1152.7140 21.6698 61626 2 576.8607 ‐0.2690
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1059.6197 NFLTLPNIK 24641.8900 1059.6176 19.2283 60295 2 530.3124 ‐2.4519
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2083.9973 LMEYGNMLVMEQENVKR 25912.6100 2083.9974 17.8322 46279 3 695.3373 ‐0.2162
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 13813.3600 2384.0350 22.9774 29582 2 1192.5211 ‐1.2186
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 940.4676 FYWAPTR 20921.6300 940.4665 16.2795 16762 2 470.7369 ‐1.6704
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1927.8962 LMEYGNMLVMEQENVK 13433.1700 1927.8951 31.1954 16605 2 964.4512 ‐0.2873
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1340.6382 FYWAPTREDR 17018.8800 1340.6366 15.3888 14371 3 447.5504 ‐1.4613
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 3016.0690 3943.8449 21.4933 11890 3 1315.2865 ‐0.0948
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEY 899.9664 3324.5924 20.8571 6253 4 831.9036 5.0036
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 809.5244 LVVHITK 14940.5500 809.5240 18.4615 4679 2 405.2657 ‐1.0499
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1135.6358 KFVESLGVEK 8979.5710 1135.6353 20.9707 18358 2 568.3213 ‐0.8047
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2796.7120 2503.2935 30.7274 8002 3 835.1027 1.1625
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2712.2244 QTDGDRWRGLAYDTSDDQQDITR 522.3939 2712.2444 38.8920 3120 3 904.7530 7.1214
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 696.4403 VVHITK 111.4065 696.4375 17.5034 22912 1 696.4375 ‐3.8144
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1284.5453 FEQPEMTYEK 351.3855 1284.5440 25.4905 9436 2 642.7756 ‐1.2437
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 798.5084 LTLPNIK 1313.7330 798.5078 19.2416 4987 1 798.5078 ‐0.4292
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 933.4499 QLPGMYNK 222.0069 933.4524 21.2479 4607 1 933.4524 3.1805
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1594.7458 PPVFEQPEMTYEK 452.2492 1594.7430 27.9899 3364 2 797.8751 ‐1.7357
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 874.4491 IAPAFMDK 245.8544 874.4509 23.0760 3088 1 874.4509 2.51
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 959.4541 GDANADAIGR 393.2557 959.4536 32.1553 3073 1 959.4536 0.0044
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1030.5065 WAPTREDR 433.6201 1030.5048 15.3856 2408 2 515.7561 ‐2.0357
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(1) 850.4162 CELVMAK 2228.8700 850.4196 25.3691 1894 1 850.4196 4.79
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 732.4403 YAPLIR 258.8818 732.4408 21.5824 1541 1 732.4408 0.9367
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 793.3992 YWAPTR 130.3855 793.4001 16.2732 1356 1 793.4001 1.54
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 956.5928 LILGIWGGK 218.6660 956.5909 21.6735 1352 1 956.5909 ‐1.4315
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1009.5564 IKDEDIVTL 213.9046 1009.5560 21.2781 1339 2 505.2816 ‐0.9328
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1290.6477 PGQSIDFFGALR 164.9670 1290.6512 23.5704 1069 2 645.8292 2.76
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1053.6455 PLILGIWGGK 265.0055 1053.6476 21.6712 931 2 527.3274 1.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(5) 855.4393 VPIICTGN 268.1943 855.4367 20.3752 911 2 428.2220 ‐3.7346
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 812.3897 SGNAGEPAK 337.8128 812.3859 32.9087 793 1 812.3859 ‐4.3029
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1466.7638 GNDFSTLYAPLIR 238.2333 1466.7670 22.4249 775 2 733.8871 2.0650
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 1762.7993 EGPPVFEQPEMTYEK 618.1823 1762.7981 27.4276 3680 2 881.9027 ‐0.4997
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 8230.9330 2367.0112 24.4134 10942 2 1184.0092 ‐0.0858
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 29835.8900 48785.7367 89 68.93 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 183.2806 1195.5536 23.5265 920 2 598.2805 3.26
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 106424.9000 2304.0621 33.0028 124831 2 1152.5347 ‐1.0302
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 48959.8800 2347.1884 32.1579 108547 3 783.0676 ‐0.4027
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1780.8098 EGPPVFEQPEMTYEK 92877.2700 1780.8108 27.1043 83155 2 890.9090 0.9091
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 115596.5000 1212.5764 25.3699 77071 2 606.7918 0.6740
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1927.8962 LMEYGNMLVMEQENVK 8353.0030 1927.8951 31.1954 16605 2 964.4512 ‐0.0248
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 809.5244 LVVHITK 15796.4200 809.5240 18.4615 4679 2 405.2657 ‐1.2141
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1135.6358 KFVESLGVEK 8004.2210 1135.6353 20.9707 18358 2 568.3213 ‐0.8444
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2153.9260 2503.2935 30.7274 8002 3 835.1027 1.1606
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 761.4040 ESLGVEK 766.2982 761.4040 22.0880 4333 1 761.4040 0.4015



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 959.4541 GDANADAIGR 470.4270 959.4536 32.1553 3073 1 959.4536 ‐0.1001
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 597.3719 VHITK 16965.1200 597.3715 18.4574 2781 1 597.3715 ‐0.3059
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 498.3035 HITK 5304.1000 498.3027 18.4596 2127 1 498.3027 ‐1.1825
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 Carbamidomethyl+C(1) 850.4162 CELVMAK 3245.4360 850.4196 25.3691 1894 1 850.4196 4.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 984.4745 INDLDAGAGR 312.0425 984.4719 30.1721 1297 1 984.4719 ‐2.2952
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1072.5269 LESGNAGEPAK 280.3683 1072.5308 32.1549 876 1 1072.5308 3.76
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1232.5472 MGINPIMMSAGE 1059.1950 1232.5489 33.0033 819 1 1232.5489 1.19
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 812.3897 SGNAGEPAK 368.3536 812.3859 32.9087 793 1 812.3859 ‐4.2946
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 17419.0000 48785.7367 89 68.93 None 1762.7993 EGPPVFEQPEMTYEK 565.4416 1762.7981 27.4276 3680 2 881.9027 ‐0.3001
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 16968.4700 2150.1283 21.5880 103815 2 1075.5678 ‐1.3285
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 31520.6200 2823.4584 24.0365 77727 3 941.8243 0.5737
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1152.7139 VPLILGIWGGK 59686.4600 1152.7140 21.6698 61626 2 576.8607 ‐0.1833
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1059.6197 NFLTLPNIK 33544.8300 1059.6176 19.2283 60295 2 530.3124 ‐2.3236
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2083.9973 LMEYGNMLVMEQENVKR 27374.2300 2083.9974 17.8322 46279 3 695.3373 ‐0.4318
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 23101.5000 2384.0350 22.9774 29582 2 1192.5211 ‐1.6964
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 940.4676 FYWAPTR 5630.3940 940.4665 16.2795 16762 2 470.7369 ‐1.4876
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1340.6382 FYWAPTREDR 2471.4170 1340.6366 15.3888 14371 3 447.5504 ‐1.9547
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 2600.7560 3943.8449 21.4933 11890 3 1315.2865 0.3848
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 1870.7280 2347.1899 18.9991 8062 3 783.0681 0.0791
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEY 955.6628 3324.5924 20.8571 6253 4 831.9036 4.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 5608.5930 1212.5750 16.2320 3383 2 606.7911 ‐0.4032
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1780.8098 EGPPVFEQPEMTYEK 733.2618 1780.8124 16.8876 1907 2 890.9098 1.90
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 716.0139 2304.0818 19.0084 1392 3 768.6988 6.1226
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 571.3048 3167.6038 22.8327 1158 3 1056.5394 ‐7.0188
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 933.4499 QLPGMYNK 155.5674 933.4524 21.2479 4607 1 933.4524 3.98
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 798.5084 LTLPNIK 1735.9360 798.5084 19.2286 3833 1 798.5084 0.3658
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 874.4491 IAPAFMDK 417.3603 874.4509 23.0760 3088 1 874.4509 2.56
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1030.5065 WAPTREDR 366.4623 1030.5048 15.3856 2408 2 515.7561 ‐1.8941
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1193.5698 YWAPTREDR 729.2858 1193.5705 15.3827 2114 2 597.2889 0.3631
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 732.4403 YAPLIR 216.8139 732.4408 21.5824 1541 1 732.4408 0.9041
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 956.5928 LILGIWGGK 208.4940 956.5909 21.6735 1352 1 956.5909 ‐1.3171
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1867.9436 IKDEDIVTLVDQFPGQS 252.7346 1867.9485 23.8960 1351 2 934.4779 2.00
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1053.6455 PLILGIWGGK 297.7972 1053.6476 21.6712 931 2 527.3274 1.80
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 1466.7638 GNDFSTLYAPLIR 238.7926 1466.7670 22.4249 775 2 733.8871 2.0070
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 922.4570 FYWAPTR 87.5543 922.4577 17.7983 2202 1 922.4577 1.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 268.8294 1194.5594 17.2791 2193 2 597.7833 ‐4.6056
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thalia 7506.1750 48785.7367 89 68.93 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 5416.6900 2367.0112 24.4134 10942 2 1184.0092 ‐0.5557
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 1954.0644 VAPEEHPVLLTEAPLNPK 9724.7730 1954.0631 27.3812 24678 3 652.0259 ‐0.9359
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 1557.7544 AEYEENGPAIVHTK 1530.0930 1557.7527 28.8698 3752 2 779.3800 ‐1.0979
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 1871.9684 KDLYGNIVLSGGTTMFR 330.8503 1871.9204 24.2458 820 3 624.6450 ‐25.8873
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 2118.0794 GIEERMTKEINALAAANMR 1686.2910 2118.0997 28.6242 2787 3 706.7047 9.94
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 1194.6113 EENGPAIVHTK 180.6354 1194.6064 31.4510 2858 2 597.8069 ‐4.4009
NP_850363.1 actin family protein Arabidopsis thaliana 614.2604 37253.5535 6 15.50 None 1217.6525 KDLYGNIVLSGG 764.2415 1217.6497 23.1207 1136 2 609.3285 ‐2.5935
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 964.5098 VLDVYEAR 46527.1500 964.5085 21.0175 85200 2 482.7579 ‐1.8499
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1881.8721 GMFGMTTDPAAVQELEGK 46041.4300 1881.8715 32.6106 30344 2 941.4394 ‐0.0375
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1475.7563 DLQFELIPVDMR 71422.0500 1475.7554 37.0402 26308 2 738.3814 ‐0.6394
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 936.5401 VLATLYEK 9345.6390 936.5376 21.6939 17547 2 468.7725 ‐3.1358
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 5110.9580 2981.4947 22.9082 14414 3 994.5031 ‐2.1110
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 2233.0884 ATTNVWLQVEGQQFDPNASK 7341.2620 2233.0893 31.3450 13548 3 745.0346 0.1642
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1286.6344 VHGVPMSTATMR 16625.3200 1286.6347 19.6060 6820 2 643.8210 ‐0.0046
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1858.9069 AITQYLAEEYSEKGEK 7350.1710 1858.9108 25.3989 22556 3 620.3085 1.46
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 2251.1097 GMFGMTTDPAAVQELEGKLQK 405.9429 2251.0980 34.9938 2009 2 1126.0526 ‐4.6113
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 Oxidation+M(14) 1816.8957 SNKSSSSSSSSIIMASIK 743.0963 1816.8915 20.6136 1520 2 908.9494 ‐2.0776
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1447.7063 ALEDGDLTLFESR 234.7414 1447.7052 21.0915 8303 2 724.3562 ‐0.9074
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 859.4421 QEAHLALN 126.2973 859.4442 21.0053 8042 1 859.4442 2.52
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 865.4414 LDVYEAR 4322.5670 865.4413 21.0155 6397 1 865.4413 0.3012
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 724.3876 ATLYEK 6290.7920 724.3876 21.6886 3582 1 724.3876 0.2920
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 837.4716 LATLYEK 151.4667 837.4696 21.2718 1522 2 419.2384 ‐3.0755
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 617.3076 PVDMR 1145.0360 617.3054 37.0302 1167 1 617.3054 ‐3.2568
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1525.8220 DPAAVQELEGKLQK 235.1831 1525.8301 34.6666 821 3 509.2816 5.0091
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1546.7417 GMTTDPAAVQELEGK 551.7043 1546.7432 30.4112 814 3 516.2526 0.6885
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 11891.8900 29288.6628 36 53.99 None 1268.6238 VHGVPMSTATMR 182.9352 1268.6208 19.6122 839 3 423.5451 ‐2.6719
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 964.5098 VLDVYEAR 39416.3900 964.5085 21.0175 85200 2 482.7579 ‐1.9549
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1881.8721 GMFGMTTDPAAVQELEGK 44224.0500 1881.8715 32.6106 30344 2 941.4394 0.2074
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1475.7563 DLQFELIPVDMR 85493.4600 1475.7554 37.0402 26308 2 738.3814 ‐0.5494
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 936.5401 VLATLYEK 6233.7460 936.5376 21.6939 17547 2 468.7725 ‐3.2515
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 2233.0884 ATTNVWLQVEGQQFDPNASK 14850.1300 2233.0893 31.3450 13548 3 745.0346 0.2238
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1286.6344 VHGVPMSTATMR 25129.5300 1286.6347 19.6060 6820 2 643.8210 0.0132
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1858.9069 AITQYLAEEYSEKGEK 6631.2000 1858.9108 25.3989 22556 3 620.3085 2.0093
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 2251.1097 GMFGMTTDPAAVQELEGKLQK 537.7034 2251.0980 34.9938 2009 2 1126.0526 ‐4.2255
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 752.3573 DVYEAR 9996.7140 752.3570 21.0130 13248 1 752.3570 ‐0.1668
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 865.4414 LDVYEAR 2580.4500 865.4413 21.0155 6397 1 865.4413 0.2689
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 538.2620 YEAR 3685.9180 538.2616 21.0371 4379 1 538.2616 ‐0.4494
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 637.3304 VYEAR 1591.2060 637.3301 20.9720 4353 1 637.3301 ‐0.1782
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 724.3876 ATLYEK 5103.5480 724.3876 21.6886 3582 1 724.3876 0.3679
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1546.7417 GMTTDPAAVQELEGK 495.1300 1546.7446 34.0118 2493 2 773.8759 1.18
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 837.4716 LATLYEK 112.8736 837.4696 21.2718 1522 2 419.2384 ‐3.2290



NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 617.3076 PVDMR 1408.1940 617.3054 37.0302 1167 1 617.3054 ‐3.0988
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 12683.1000 29288.6628 36 53.99 None 1268.6238 VHGVPMSTATMR 266.8749 1268.6208 19.6122 839 3 423.5451 ‐2.3930
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 19538.4400 1782.8002 25.4557 22665 2 891.9037 2.74
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 1302.5720 2385.1106 23.2571 21395 2 1193.0590 2.93
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16648.9400 1652.8799 24.2825 21162 3 551.6315 0.3579
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 10691.0900 2043.0141 19.1678 21114 3 681.6762 0.9465
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1906.0433 EAVNVSLANLLTYPFVR 55282.6700 1906.0459 23.7909 20741 2 953.5266 1.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 41184.0200 1235.5185 23.3783 19016 2 618.2629 ‐0.2040
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1468.7318 YETNPALYGELAK 8090.0860 1468.7328 25.7226 15213 2 734.8700 0.5450
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1245.6296 NIANMVPPFDK 10505.8100 1245.6318 29.2855 14059 2 623.3195 1.96
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1019.5408 AFDPVETIK 9447.0910 1019.5416 25.0400 13178 2 510.2745 0.3532
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1725.8694 EKYETNPALYGELAK 6857.1060 1725.8702 24.1625 25412 3 575.9616 0.2069
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 764.4090 TYPFVR 635.7654 764.4119 23.7677 1650 1 764.4119 4.0999
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1193.6677 ANLLTYPFVR 212.2719 1193.6745 23.7088 1624 2 597.3409 5.28
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 2736.6850 1424.7674 24.2728 1507 2 712.8873 ‐0.4430
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 298.5286 1197.6393 25.8623 1399 2 599.3233 ‐1.6620
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(4) 829.3985 HSACGGIK 192.8048 829.3961 23.7723 796 1 829.3961 ‐2.5405
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(4) 941.4146 VFACSDSR 791.6388 941.4164 23.3713 785 1 941.4164 2.03
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 385.8476 1634.8757 23.4452 4665 2 817.9415 4.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1001.5302 AFDPVETIK 381.2056 1001.5300 24.5664 1618 1 1001.5300 0.2707
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1227.6191 NIANMVPPFDK 1555.0290 1227.6172 29.8912 1391 2 614.3122 ‐1.8097
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1708.8428 EKYETNPALYGELAK 291.2700 1708.8520 24.9164 2213 3 570.2888 5.0712
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 9390.5630 29846.1815 46 49.26 None 1228.6031 NIANMVPPFDK 182.7143 1228.6005 30.5481 1075 2 614.8039 ‐2.3946
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 15413.3200 1782.8002 25.4557 22665 2 891.9037 2.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 20788.9300 1652.8799 24.2825 21162 3 551.6315 0.5494
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 60744.1100 1235.5185 23.3783 19016 2 618.2629 ‐0.2057
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1468.7318 YETNPALYGELAK 7876.7280 1468.7328 25.7226 15213 2 734.8700 0.6323
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1245.6296 NIANMVPPFDK 9942.1030 1245.6318 29.2855 14059 2 623.3195 1.18
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1019.5408 AFDPVETIK 9131.8200 1019.5416 25.0400 13178 2 510.2745 0.2692
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1776.9338 VEQITAALQTGTSSDKK 1034.5630 1776.9328 21.9713 1288 3 592.9825 ‐0.6422
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1540.7200 MGTEAYDEAIEALK 1384.8540 1540.7579 27.7325 8207 2 770.8826 24.7229
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 3637.4320 1424.7674 24.2728 1507 2 712.8873 ‐0.3725
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 454.6936 1197.6393 25.8623 1399 2 599.3233 ‐1.6781
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1001.4938 VISELGDSAF 112.8367 1001.4904 23.5777 856 1 1001.4904 ‐3.0255
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(4) 941.4146 VFACSDSR 819.6209 941.4164 23.3713 785 1 941.4164 2.97
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 301.1496 1634.8757 23.4452 4665 2 817.9415 4.52
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 5620.7400 29846.1815 46 49.26 None 1228.6031 NIANMVPPFDK 162.1796 1228.6005 30.5481 1075 2 614.8039 ‐2.3989
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 2502.7990 2385.1106 23.2571 21395 2 1193.0590 1.11
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 9107.7700 2043.0141 19.1678 21114 3 681.6762 0.7157
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1906.0433 EAVNVSLANLLTYPFVR 46647.4400 1906.0459 23.7909 20741 2 953.5266 1.55
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1245.6296 NIANMVPPFDK 3617.4100 1245.6304 17.9296 20358 2 623.3188 0.3665
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1660.9057 YGGVGAAIEYAVLHLK 537.6039 1660.9071 23.0757 4595 3 554.3072 0.2120
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1776.9338 VEQITAALQTGTSSDKK 262.8358 1776.9295 20.2760 3540 2 888.9684 ‐2.4098
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 2057.0226 GAFELWGLEFGLSETSSVK 504.0542 2057.0106 25.5465 1261 2 1029.0090 ‐5.7271
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1052.5047 YGGVGAAIEYA 129.0944 1052.5011 20.2409 2396 1 1052.5011 ‐2.7186
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 764.4090 TYPFVR 828.3347 764.4119 23.7677 1650 1 764.4119 4.0883
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1018.5026 ANMVPPFDK 234.3983 1018.5024 17.9273 1348 1 1018.5024 0.4215
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 3970.1610 29846.1815 46 49.26 None 1227.6191 NIANMVPPFDK 175.5208 1227.6236 17.6765 2863 2 614.3154 3.79
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1643.8639 NAELANLLVDPEFAK 3577.9590 1643.8634 35.0449 7178 2 822.4354 ‐0.2202
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1948.9440 EGNLPLYGFHDPESFVK 3858.9040 1948.9456 31.7580 6898 3 650.3200 0.5819
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 Carbamidomethyl+C(5) 1196.5616 DSGPCVTYIGK 6020.6740 1196.5620 20.9378 3661 2 598.7847 0.0216
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 2077.0389 KEGNLPLYGFHDPESFVK 728.4078 2077.0588 20.1916 7847 3 693.0245 9.37
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 802.4240 MAVQPTR 127.9511 802.4216 28.2382 1778 1 802.4216 ‐2.6473
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1052.5524 GFPISVYNR 1131.7460 1052.5737 18.6971 1171 2 526.7905 19.8154
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1015.5419 AGSPVDQTIK 309.4662 1015.5523 21.4029 1001 2 508.2798 9.33
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1469.7747 GFPISVYNRTTSK 228.0005 1469.7628 23.2407 5958 2 735.3850 ‐8.1731
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1563.8013 AGGFGDILTDQKVDK 863.7010 1563.8045 19.0783 2795 3 521.9397 1.91
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 1394.7863 ERLPANLVQAQR 1815.8090 1394.7844 21.1201 1577 3 465.5997 ‐1.5885
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 831.4359 PISVYNR 104.0941 831.4328 17.6251 1803 1 831.4328 ‐3.4409
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 472.2766 QTIK 65.6681 472.2745 20.7640 1573 1 472.2745 ‐4.4017
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 689.3577 NRTTSK 90.9600 689.3564 23.1535 1081 1 689.3564 ‐1.5921
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thali 437.8304 53862.4089 14 13.17 None 785.3974 MAVQPTR 123.6265 785.3977 28.5175 1301 1 785.3977 0.6387
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 1344.7192 LLIQNQDEMIK 1094.7290 1344.7201 25.4456 22794 2 672.8637 0.5800
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 1207.6317 AVAGAGVLSGYDK 7600.7470 1207.6303 22.9656 12654 2 604.3188 ‐1.5330
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 1084.4836 MMMTSGEAVK 7995.3340 1084.4838 18.5314 9403 2 542.7456 ‐0.2010
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 1408.7219 TIKDEGFGSLWR 2855.2860 1408.7226 28.9652 4336 3 470.2457 0.4363
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 859.3978 NQDEMIK 3046.4410 859.3987 25.4264 1869 2 430.2030 0.2792
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 590.7310 41589.6888 6 12.7 None 1198.6136 LLIQNQDEMI 89.7594 1198.6089 24.2425 1060 2 599.8081 ‐4.2602
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 1435.7977 IFGSDGLIITMLR 3984.0920 1435.7940 22.3345 11421 2 718.4007 ‐2.7319
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 1892.9687 ASELLHQFGVHVMPLTN 287.3508 1892.9610 19.4704 10890 2 946.9841 ‐4.0701
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 1863.9290 2314.1938 21.5436 8277 3 772.0694 ‐1.5810
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 753.5615 2442.2957 20.7665 7146 3 814.7701 1.19
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 207.2131 2347.1612 20.1484 3582 2 1174.0843 2.15
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 1766.8959 QTSAPFGLEAGTAFELK 1374.9070 1766.8916 22.3140 3264 2 883.9494 ‐2.5064
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 818.4407 AGTAFELK 140.2808 818.4394 21.7645 5643 1 818.4394 ‐1.1662
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 1144.6572 TTTTPVTPAKK 420.9901 1144.6566 19.7640 2797 2 572.8319 ‐0.8427
NP_850596.1 jacalin related lectin Arabidopsis thaliana 485.2204 32022.7035 9 25.33 None 926.4730 ASELLHQF 154.5726 926.4755 17.6472 1082 2 463.7414 2.69



NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 16889.5400 2140.1136 17.4515 49429 3 714.0427 ‐0.6986
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 None 1586.8319 MGNITPLTGTQGQIR 9042.9070 1586.8303 24.9222 23507 2 793.9188 ‐0.9618
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 1671.0500 2573.3230 18.3210 17895 4 644.0862 4.70
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 11670.4000 1211.5308 21.9279 14555 2 606.2691 0.6900
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 None 1345.6358 FFNAFVEAMNR 1511.9510 1345.6390 20.0882 12571 2 673.3231 2.57
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 2152.0920 2599.3349 23.4957 9756 3 867.1165 1.80
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2032.7830 39360.3809 17 24.15 None 534.2704 IMDR 91.6140 534.2724 20.6176 1695 1 534.2724 3.73
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 11446.7800 2140.1136 17.4515 49429 3 714.0427 ‐0.8932
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 2573.3107 ASFQNVGLDRPSDLVALSGGHTFGK 2214.4730 2573.3230 18.3210 17895 4 644.0862 4.10
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1345.6358 FFNAFVEAMNR 2995.3490 1345.6390 20.0882 12571 2 673.3231 2.31
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 1227.0780 2599.3349 23.4957 9756 3 867.1165 1.51
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1490.7598 NGNQTVLVDFDLR 1265.1260 1490.7342 17.7548 10851 2 745.8708 ‐17.2754
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1187.6419 QTVLVDFDLR 262.0009 1187.6402 16.5141 12761 2 594.3237 ‐1.6916
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1185.5535 NGNQTVLVDFD 187.1780 1185.5564 17.3350 1409 2 593.2819 2.24
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1927.0032 GLDRPSDLVALSGGHTFGK 290.8346 1927.0074 17.2504 1231 4 482.5073 2.1584
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 None 1067.5480 NVGLDRPSDL 79.6654 1067.5445 20.2821 775 2 534.2759 ‐3.6172
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1067.6610 39360.3809 17 24.15 Carbamidomethyl+C(4) 2581.3192 TVSCADILTIAAQQAVNLAGGPSWR 491.1163 2581.3244 21.9068 760 3 861.1130 1.44
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 338.9996 38188.0383 4 7.87 None 1747.8861 ELAQAYEVLSDPEKR 1324.4550 1747.8891 26.4580 5112 3 583.3012 1.52
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 338.9996 38188.0383 4 7.87 None 1443.6638 EIYDQYGEDALK 7295.8890 1443.6654 24.2990 4923 2 722.3364 1.0122
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 338.9996 38188.0383 4 7.87 None 1591.7850 ELAQAYEVLSDPEK 632.8128 1591.8005 36.3130 2375 2 796.4039 9.91
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 338.9996 38188.0383 4 7.87 None 3001.4030 AISDEGMPIYQRPFMKDEEEGTSSKR 696.1467 3001.3756 29.0758 1735 3 1001.1300 ‐9.3641
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 1750.9010 FADELIANAAYIGTPGK 42139.4400 1750.9016 18.9280 48395 2 875.9544 0.4936
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 4061.1100 3136.5837 36.9498 47204 3 1046.1994 ‐1.3272
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 1332.7005 GILAADESTGTIGK 50311.2800 1332.6989 22.6928 27642 2 666.8531 ‐1.4243
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 1662.8558 FVSINVENVESNRR 103.4486 1662.9000 35.8104 2530 2 831.9536 26.6413
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 2168.0731 IGNNEPSELAIHENAYGLAR 189.2442 2168.0452 34.5402 1982 2 1084.5262 ‐12.3570
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 1110.5426 ANSEATLGGYK 192.9753 1110.5548 22.8879 1168 2 555.7810 10.45
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 726.3417 ANSEATLG 131.6141 726.3439 24.2763 1585 1 726.3439 3.23
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 801.3737 ANSEATLGG 202.0524 801.3761 22.0628 1490 1 801.3761 3.91
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 4305.7490 38915.2173 18 25.7 None 2150.0625 IGNNEPSELAIHENAYGLAR 403.1008 2150.0654 34.9323 1564 3 717.3600 1.1016
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 3408.3500 3136.5837 36.9498 47204 3 1046.1994 ‐1.4731
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 1332.7005 GILAADESTGTIGK 41543.4000 1332.6989 22.6928 27642 2 666.8531 ‐1.3888
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 2235.0735 GTVELAGTNGETTTTGLDGLGDR 840.3217 2235.0691 23.2091 4647 3 745.6946 ‐2.1673
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 Carbamidomethyl+C(24) 2523.1992 GTVELAGTNGETTTTGLDGLGDRCK 634.2752 2523.2159 30.9750 3332 3 841.7435 6.50
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 2577.2638 VDKGTVELAGTNGETTTTGLDGLGDR 290.1837 2577.2809 34.7466 2382 3 859.7651 6.23
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 1573.7704 VDKGTVELAGTNGETT 186.7216 1573.7747 33.5255 11477 2 787.3910 2.99
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 Carbamidomethyl+C(1) 2690.3342 CQENGLVPIVEPEILVDGSHDIEK 335.4998 2690.3289 34.4411 1293 3 897.4478 ‐2.2549
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 1049.5109 AADESTGTIGK 3745.5840 1049.5109 22.6941 1124 1 1049.5109 0.3040
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1944.2710 38915.2173 18 25.7 None 2559.2533 VDKGTVELAGTNGETTTTGLDGLGDR 166.1603 2559.2661 33.6060 1690 3 853.7602 4.64
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 306.2735 45338.6225 5 11.6 None 1556.8530 VSDIATVLQPGDTLK 2738.6050 1556.8543 29.2582 5762 2 778.9308 0.7888
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 306.2735 45338.6225 5 11.6 None 1196.6310 GFVPFSQISSK 1610.4320 1196.6352 17.7046 5630 2 598.8212 3.1749
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 306.2735 45338.6225 5 11.6 None 1223.5790 FVEVDEEQTK 4552.9070 1223.5783 18.2873 4113 2 612.2928 ‐0.8703
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 306.2735 45338.6225 5 11.6 None 1142.6416 QLQAEDVIVK 2308.6900 1142.6428 22.9617 2548 2 571.8250 0.7215
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 306.2735 45338.6225 5 11.6 None 901.4989 QAEDVIVK 225.0375 901.5022 24.2213 2371 2 451.2548 3.1148
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1109.5950 LGEEGAPAIPR 42265.3600 1109.5944 21.3407 16058 2 555.3008 ‐0.8676
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1194.6001 TIEAYNIADGK 6236.8100 1194.5987 21.9335 15252 2 597.8030 ‐1.4833
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1516.7067 WAQLPDPGDNFEK 12072.1400 1516.7096 28.1504 14823 2 758.8584 1.52
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1677.8006 SYDTVTSEWTFLTK 2482.9510 1677.8019 34.0943 10876 2 839.4046 0.8371
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1042.5164 LDEVGGPEAR 48425.5900 1042.5171 16.0140 7883 2 521.7622 0.2431
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1532.7703 WTEVETTGAKPSAR 11836.3100 1532.7711 17.6225 7245 3 511.5952 0.2298
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1340.6481 GWTAYTAATVDGK 1962.5210 1340.6482 24.4760 4930 2 670.8277 ‐0.1092
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 990.5367 GGAGFAVVQGK 2439.4760 990.5351 19.9417 4061 2 495.7712 ‐2.1612
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1378.6161 TDDLYFYAVNSA 2109.8030 1378.6157 32.1121 5586 2 689.8115 ‐0.5067
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1672.8078 WAQLPDPGDNFEKR 1013.8810 1672.8163 26.6523 3201 3 558.2769 4.27
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1497.7696 FRTIEAYNIADGK 1379.8310 1497.7600 29.4215 5638 2 749.3837 ‐6.4540
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 601.3668 AVVQGK 680.5203 601.3668 21.5724 2855 1 601.3668 0.1144
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1498.6961 WAQLPDPGDNFEK 396.4463 1498.6981 27.5661 2310 2 749.8527 1.06
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 1322.6375 GWTAYTAATVDGK 349.8941 1322.6338 22.2982 1014 2 661.8205 ‐3.0616
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 5620.8670 28525.7349 15 42.91 None 973.5102 GGAGFAVVQGK 115.0206 973.5141 21.2388 4176 1 973.5141 4.35
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1033.8350 38551.4378 3 4.91 None 1821.9534 GAELVLFPEGFIGGYPR 21041.5900 1821.9562 22.3674 19575 2 911.4817 1.68
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1033.8350 38551.4378 3 4.91 None 549.2780 GGYPR 147.5849 549.2752 21.9185 1166 1 549.2752 ‐5.0245
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1033.8350 38551.4378 3 4.91 None 1239.6157 FPEGFIGGYPR 358.7293 1239.6135 22.3537 1042 1 1239.6135 ‐0.6875
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 9871.7530 2621.4259 17.9397 31952 3 874.4802 ‐0.1645
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1662.9313 ITPLPVSTGSTVLYSK 20971.0400 1662.9321 17.6193 25537 2 831.9697 0.4421
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1618.9050 IDITVPTGAQIIYSK 9943.4890 1618.9039 18.7421 9829 2 809.9556 ‐0.7867
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1504.7788 AATQLTASPVTMSAR 268.0360 1504.7995 22.8988 6538 2 752.9034 13.6286
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 1022.4120 2540.3159 19.0795 4013 3 847.4435 2.37
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1635.8193 MAATQLTASPVTMSAR 166.7409 1635.8413 23.0348 1817 2 818.4243 13.3999
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 955.5095 TGSTVLYSK 101.6371 955.5078 18.1160 8321 2 478.2575 ‐2.1299
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1211.7106 IKDLKPLNDR 444.1936 1211.7098 17.1933 4571 2 606.3585 ‐0.9421
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3084.6160 26801.9082 9 37.94 None 1351.7468 LPVSTGSTVLYSK 294.4335 1351.7532 17.6571 4223 2 676.3802 4.68
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1744.8653 GFIFGVASSAYQVEGGR 5103.7900 1744.8683 19.4179 14996 2 872.9378 1.12
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1074.5798 GMIGPVMITR 15770.8300 1074.5796 17.3976 14949 2 537.7934 ‐0.6571
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1718.9224 NWITINQLYTVPTR 7177.8680 1718.9264 20.0499 12816 2 859.9668 2.27
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1298.6126 GIYYVMDYFK 27703.9900 1298.6126 20.4515 12370 2 649.8099 ‐0.2389
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1077.5324 GYALGTDAPGR 13614.5100 1077.5304 19.1123 12215 2 539.2688 ‐2.2272
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 Carbamidomethyl+C(5)



NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1433.7522 LPEFSETEAALVK 3279.6980 1433.7526 29.4538 8507 2 717.3800 0.1606
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1520.7169 WFLPFDHSQESK 3556.3330 1520.7177 18.9943 7715 3 507.5774 0.2958
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1331.6491 GLNVWDSFTHR 4609.3190 1331.6497 18.2984 4606 2 666.3285 0.2638
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1674.8122 FGLSYVDFANITGDR 1090.9540 1674.8103 26.1595 1267 2 837.9088 ‐1.0252
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1879.9032 FINVTDEDSTNQDLLR 345.9014 1879.8973 21.8386 786 2 940.4523 ‐2.8590
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 2092.9723 WFLPFDHSQESKDATER 450.2639 2093.0193 26.0697 1471 3 698.3446 22.1845
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 2153.0761 EYVGDRLPEFSETEAALVK 5618.8890 2153.0775 31.1449 21342 3 718.3640 0.4150
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1025.5262 TKYKDDQK 460.6011 1025.5280 22.8029 2797 1 1025.5280 2.87
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 2781.3631 LFNSGNFEKGFIFGVASSAYQVEGGR 1124.6010 2781.3719 20.5469 2348 3 927.7955 2.48
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 Oxidation+M(10) 2757.3680 AKIFFHGWFMGPLTEGKYPDIMR 390.2542 2757.3823 21.5441 2478 3 919.7989 4.71
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1146.5942 NWITINQLY 193.4937 1146.5998 21.8573 5089 2 573.8035 4.75
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1374.6113 WFLPFDHSQES 374.2483 1374.6084 21.4997 2784 2 687.8078 ‐2.3279
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1902.9385 LFNSGNFEKGFIFGVASS 323.3143 1902.9288 20.4981 2239 2 951.9681 ‐4.7703
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 647.3260 SFTHR 112.2209 647.3269 20.2191 2156 1 647.3269 1.84
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1191.5827 TEGKYPDIMR 188.0370 1191.5893 23.6628 2094 2 596.2983 5.43
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 773.4338 GPVMITR 3336.6600 773.4348 17.4046 2041 1 773.4348 1.27
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1128.5070 YYVMDYFK 1267.0430 1128.5100 20.4838 1667 1 1128.5100 3.51
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1305.7161 TINQLYTVPTR 278.6289 1305.7222 18.5282 1239 3 435.9123 4.51
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 Carbamidomethyl+C(3)
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1861.8926 FINVTDEDSTNQDLLR 195.6485 1861.9007 22.7951 1140 2 931.4540 4.61
NP_851077.1 myrosinase 1 Arabidopsis thaliana 2147.6840 61703.1283 42 35.67 None 1314.6226 GLNVWDSFTHR 185.4569 1314.6166 18.4402 2204 2 657.8119 ‐4.7759
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1744.8653 GFIFGVASSAYQVEGGR 5934.0660 1744.8683 19.4179 14996 2 872.9378 1.60
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1074.5798 GMIGPVMITR 16770.6500 1074.5796 17.3976 14949 2 537.7934 ‐0.5357
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1718.9224 NWITINQLYTVPTR 8190.7480 1718.9264 20.0499 12816 2 859.9668 2.93
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1298.6126 GIYYVMDYFK 14991.0100 1298.6126 20.4515 12370 2 649.8099 ‐0.2200
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 Carbamidomethyl+C(5)
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1520.7169 WFLPFDHSQESK 3038.5560 1520.7177 18.9943 7715 3 507.5774 ‐0.1303
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1331.6491 GLNVWDSFTHR 3171.8060 1331.6497 18.2984 4606 2 666.3285 0.2676
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1879.9032 FINVTDEDSTNQDLLR 1474.9230 1879.8973 21.8386 786 2 940.4523 ‐3.1060
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 2455.1947 FINVTDEDSTNQDLLRSSVSSK 638.3620 2455.1999 22.0974 2300 3 819.0715 1.86
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 Oxidation+M(10) 2757.3680 AKIFFHGWFMGPLTEGKYPDIMR 382.8288 2757.3823 21.5441 2478 3 919.7989 4.33
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 773.4338 GPVMITR 1961.8760 773.4348 17.4046 2041 1 773.4348 1.70
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1128.5070 YYVMDYFK 550.8336 1128.5100 20.4838 1667 1 1128.5100 3.23
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1305.7161 TINQLYTVPTR 373.3136 1305.7222 18.5282 1239 3 435.9123 3.87
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1861.8926 FINVTDEDSTNQDLLR 153.7340 1861.9007 22.7951 1140 2 931.4540 4.73
NP_851077.1 myrosinase 1 Arabidopsis thaliana 1422.6920 61703.1283 42 35.67 None 1314.6226 GLNVWDSFTHR 100.0605 1314.6166 18.4402 2204 2 657.8119 ‐4.7643
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 2639.4079 ADVYKPQLGYISTLNSYDLPILR 1153.9120 2639.4062 21.4549 10312 3 880.4736 ‐0.8926
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 983.4985 FQWVEFK 2502.5820 983.4983 18.7037 9680 2 492.2528 ‐0.5290
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 1435.8532 VQGPFGVIRPPLR 591.6193 1435.8469 17.9339 7556 3 479.2872 ‐5.1263
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 2303.2394 VFDGQVSQGQLIAVPQGFSVVK 478.8426 2303.2262 23.2035 5400 3 768.4136 ‐6.1311
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 2837.4441 ATSNRFQWVEFKTNANAQINTLAGR 304.7268 2837.4299 22.3956 1434 3 946.4815 ‐5.1769
NP_851127.1 12S seed storage protein CRU1 Arabidopsis thaliana 218.5391 31759.5684 6 15.9 None 708.3715 WVEFK 434.0761 708.3740 18.6718 2175 1 708.3740 3.05
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 2303.2394 VFDGQVSQGQLIAVPQGFSVVK 8291.3190 2303.2418 19.8634 11409 3 768.4188 0.8058
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 2639.4079 ADVYKPQLGYISTLNSYDLPILR 1459.9010 2639.4062 21.4549 10312 3 880.4736 ‐0.8846
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 983.4985 FQWVEFK 1860.7380 983.4983 18.7037 9680 2 492.2528 ‐0.6921
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 1343.7026 TNANAQINTLAGR 6834.8610 1343.7025 19.7838 9393 2 672.3549 ‐0.2285
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 Carbamidomethyl+C(5) 2067.9441 VIPGCAETFQDSSEFQPR 7629.3770 2067.9486 26.7924 8193 2 1034.4780 2.69
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 1435.8532 VQGPFGVIRPPLR 1668.3600 1435.8469 17.9339 7556 3 479.2872 ‐4.6685
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 708.3715 WVEFK 2074.3600 708.3740 18.6718 2175 1 708.3740 3.89
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 861.4829 PQGFSVVK 945.3727 861.4793 18.4453 1464 1 861.4793 ‐3.7303
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 1295.8770 41202.8988 12 26.9 None 1128.6120 ANAQINTLAGR 186.8544 1128.6088 19.1673 900 2 564.8080 ‐3.2070
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 456.8764 41202.8988 12 26.9 None 1343.7026 TNANAQINTLAGR 7179.1430 1343.7025 19.7838 9393 2 672.3549 ‐0.1889
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 456.8764 41202.8988 12 26.9 Carbamidomethyl+C(5) 2067.9441 VIPGCAETFQDSSEFQPR 4155.6480 2067.9486 26.7924 8193 2 1034.4780 2.28
NP_851128.1 12S seed storage protein CRU1 Arabidopsis thaliana 456.8764 41202.8988 12 26.9 None 1128.6120 ANAQINTLAGR 174.0041 1128.6088 19.1673 900 2 564.8080 ‐3.2494
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 1532.8319 VLEQLSGQTPVFSK 67517.4000 1532.8310 16.7669 20198 2 766.9192 ‐0.5798
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 1089.5973 AMQLLESGLK 21190.8900 1089.5978 27.0752 13385 2 545.3025 0.0739
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 935.5197 YEGVILNK 3861.0980 935.5185 20.4805 10949 2 468.2629 ‐1.7376
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 887.5197 QLLESGLK 1740.5160 887.5238 27.0712 963 1 887.5238 5.0797
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 950.4942 SGQTPVFSK 231.4491 950.4907 16.6906 854 2 475.7490 ‐4.2069
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 917.5091 YEGVILNK 163.4957 917.5066 20.0417 3359 2 459.2569 ‐3.3143
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 6907.2170 19946.0262 15 18.60 None 1514.8213 VLEQLSGQTPVFSK 284.5946 1514.8171 16.7708 1172 3 505.6105 ‐3.0831
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 865.9521 19946.0262 15 18.60 None 1089.5973 AMQLLESGLK 11359.3300 1089.5978 27.0752 13385 2 545.3025 0.0166
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 865.9521 19946.0262 15 18.60 None 935.5197 YEGVILNK 4418.8050 935.5185 20.4805 10949 2 468.2629 ‐1.8537
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 865.9521 19946.0262 15 18.60 None 772.4563 EGVILNK 229.4615 772.4597 20.4862 1165 1 772.4597 4.59
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 865.9521 19946.0262 15 18.60 None 887.5197 QLLESGLK 1778.7310 887.5238 27.0712 963 1 887.5238 5.0305
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 865.9521 19946.0262 15 18.60 None 917.5091 YEGVILNK 216.6305 917.5109 20.1167 824 2 459.2591 1.12
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2852.9380 19946.0262 15 18.60 None 1532.8319 VLEQLSGQTPVFSK 35050.3800 1532.8310 16.7669 20198 2 766.9192 ‐0.6681
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2852.9380 19946.0262 15 18.60 None 950.4942 SGQTPVFSK 92.9558 950.4907 16.6906 854 2 475.7490 ‐4.0288
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2852.9380 19946.0262 15 18.60 None 1514.8213 VLEQLSGQTPVFSK 117.7328 1514.8171 16.7708 1172 3 505.6105 ‐3.5114
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 600.0944 30293.8839 1 5.69 None 1661.9109 SDIIVSPSILSANFAK 10539.1600 1661.9115 20.0892 10587 2 831.4594 0.3160
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1523.8580 LGPNYLQLPVNAPK 60394.3900 1523.8567 18.3897 84665 2 762.4320 ‐0.8902
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1136.6786 APGVQTPVIVR 36850.3100 1136.6774 23.0639 82567 2 568.8423 ‐1.4615
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1525.8261 GPVLLEDYHLIEK 64878.9400 1525.8251 30.2755 58990 3 509.2799 ‐0.9159
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1632.9108 IWPEDILPLQPVGR 20504.4400 1632.9117 21.7255 55168 2 816.9595 0.5784
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1875.0123 DGIQFPDVVHALKPNPK 37903.2500 1875.0142 18.4294 41285 3 625.6762 0.7280
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1305.6797 VPTPTNSYTGIR 5572.1630 1305.6773 20.9876 30010 2 653.3423 ‐2.0692
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1715.8024 DLHDAIASGNYPEWK 13887.5800 1715.8023 27.4456 28572 3 572.6056 ‐0.2947



NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1070.5265 IFAYGDTQR 18403.5800 1070.5251 20.1683 26911 2 535.7662 ‐1.7205
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1109.5374 TNIQEYWR 28179.5000 1109.5381 24.6350 23195 2 555.2727 0.2034
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 10588.1200 2242.0622 21.6324 22203 3 748.0256 0.8600
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1257.5634 DEEINYYPSK 57319.8800 1257.5636 20.4268 17916 2 629.2854 ‐0.0936
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 4359.0090 3306.5759 24.1181 10471 3 1102.8635 ‐2.6968
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 31138.2100 2700.2777 37.7554 60205 3 900.7641 0.7827
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1871.8810 DEEINYYPSKFDPVR 8236.1860 1871.8817 27.2807 7151 3 624.6321 0.0798
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1013.4938 EINYYPSK 172.3449 1013.4888 20.8664 10550 1 1013.4888 ‐4.4552
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 810.3741 AYGDTQR 2914.6680 810.3741 20.1772 2847 1 810.3741 0.3661
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 812.4989 QTPVIVR 618.6294 812.4963 23.0576 1934 1 812.4963 ‐2.7670
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 884.4512 INYYPSK 151.5955 884.4474 19.8750 1823 1 884.4474 ‐3.9513
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 733.3879 APGVQTPV 88.9093 733.3848 23.0010 1780 1 733.3848 ‐3.9943
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 739.3369 YGDTQR 1203.8000 739.3364 20.1762 1396 1 739.3364 ‐0.3933
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 957.4425 FAYGDTQR 229.3187 957.4407 20.2365 1362 1 957.4407 ‐1.4075
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 2097.9321 MDPADEDKFDFDPLDVTK 325.2166 2097.9257 37.7110 1071 2 1049.4665 ‐2.5861
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1065.6415 PGVQTPVIVR 1154.2210 1065.6426 23.0716 999 2 533.3249 0.5567
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1443.6903 GFFEVTHDISNLT 189.4864 1443.6979 19.6078 986 2 722.3526 5.1883
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1360.6532 GFFEVTHDISNL 141.4656 1360.6590 18.6934 981 2 680.8332 4.1221
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1853.8705 DEEINYYPSKFDPVR 492.0677 1853.8765 27.7789 4050 2 927.4419 3.26
NP_973873.1 catalase 3 Arabidopsis thaliana 10755.8600 49297.8377 40 46.60 None 1053.5000 IFAYGDTQR 246.8603 1053.5026 18.6266 1290 2 527.2549 2.0151
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1136.6786 APGVQTPVIVR 48502.0500 1136.6774 23.0639 82567 2 568.8423 ‐1.5009
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1525.8261 GPVLLEDYHLIEK 96206.5600 1525.8251 30.2755 58990 3 509.2799 ‐0.6955
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1305.6797 VPTPTNSYTGIR 6688.7770 1305.6773 20.9876 30010 2 653.3423 ‐2.0441
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1715.8024 DLHDAIASGNYPEWK 13395.5000 1715.8023 27.4456 28572 3 572.6056 ‐0.1175
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1070.5265 IFAYGDTQR 16486.5100 1070.5251 20.1683 26911 2 535.7662 ‐1.7851
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1109.5374 TNIQEYWR 31669.4100 1109.5381 24.6350 23195 2 555.2727 0.1537
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1159.5994 LEDYHLIEK 23104.8900 1159.6006 30.2675 2992 2 580.3039 0.7039
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 810.3741 AYGDTQR 3217.1490 810.3741 20.1772 2847 1 810.3741 0.3761
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 968.5887 GVQTPVIVR 1251.4780 968.5893 23.0632 2546 1 968.5893 0.9879
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1109.5586 TPTNSYTGIR 135.4148 1109.5531 21.9025 1898 2 555.2802 ‐5.3318
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 739.3369 YGDTQR 1362.0550 739.3364 20.1762 1396 1 739.3364 ‐0.3288
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 957.4425 FAYGDTQR 201.0381 957.4407 20.2365 1362 1 957.4407 ‐1.5104
NP_973873.1 catalase 3 Arabidopsis thaliana 5777.8440 49297.8377 40 46.60 None 1065.6415 PGVQTPVIVR 1749.6240 1065.6426 23.0716 999 2 533.3249 0.4902
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 390.5634 36848.7892 4 10.70 None 1211.7106 VLVIGGGDGGVLR 5721.3370 1211.7098 17.1933 4571 2 606.3585 ‐1.0025
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 390.5634 36848.7892 4 10.70 None 2176.0404 NAAEGSYDAVIVDSSDPIGPAK 2424.4020 2176.0383 28.1233 3660 2 1088.5228 ‐0.4776
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 390.5634 36848.7892 4 10.70 Carbamidomethyl+C(14) 2902.4108 EVARHASIEQIDMCEIDKMVVDVSK 867.8078 2902.3943 32.2884 4032 3 968.1363 ‐5.8915
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 390.5634 36848.7892 4 10.70 None 759.4069 MVVDVSK 147.5953 759.4101 32.2686 1534 1 759.4101 4.18
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 907.4884 EVDYLIR 42617.9600 907.4867 24.4991 166588 2 454.2470 ‐2.5448
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 1941.9692 FETLSYLPDLTDSELAK 145658.5000 1941.9673 35.4640 159583 2 971.4873 ‐0.3812
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 2668.3143 ASSMLSSATMVASPAQATMVAPFNG 584.4501 2668.3165 33.5312 930 3 890.1103 0.5337
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 2070.0641 KFETLSYLPDLTDSELAK 82490.0000 2070.0593 33.6699 254302 3 690.6913 ‐2.4726
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 2198.1591 KKFETLSYLPDLTDSELAK 22194.6900 2198.1576 31.7456 35791 3 733.3907 ‐0.8486
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 1088.5470 PDLTDSELAK 265.7774 1088.5439 33.6694 15450 1 1088.5439 ‐2.4854
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 982.5244 KFETLSYL 7052.0320 982.5241 33.6689 6613 1 982.5241 0.0804
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 564.3504 YLIR 179.9582 564.3501 23.7500 5277 1 564.3501 ‐0.1506
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 778.4458 VDYLIR 298.0500 778.4462 23.7472 4866 1 778.4462 0.8823
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 991.4942 DLTDSELAK 3808.2700 991.4948 33.6619 3284 1 991.4948 0.9849
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 763.3832 TDSELAK 100.4787 763.3813 33.6670 2891 1 763.3813 ‐2.1402
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 401.2871 LIR 136.0552 401.2869 23.7568 1720 1 401.2869 ‐0.1756
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 706.3770 KFETLS 577.5102 706.3735 33.6737 1711 1 706.3735 ‐4.7099
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 1201.6311 LPDLTDSELAK 204.7160 1201.6326 33.6575 873 2 601.3199 0.9165
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 1070.5364 PDLTDSELAK 347.7617 1070.5347 33.6585 750 1 1070.5347 ‐1.2486
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 20516.9100 14900.9350 16 38.97 None 2052.0536 KFETLSYLPDLTDSELAK 379.9618 2052.0562 33.6694 933 3 684.6903 1.1545
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1799.9385 TTVITQGADPVVVAEDGK 46260.8400 1799.9419 25.3399 21059 2 900.4746 2.0518
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 23396.5700 1337.6629 20.6244 13677 2 669.3351 ‐0.2935
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 13872.2700 1414.5944 20.5763 11348 2 707.8008 ‐0.1163
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 926.5710 YPVIPLPK 7741.9230 926.5704 17.5664 3251 2 463.7888 ‐1.1666
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 2302.1826 LVDTNGAGDAFVGGFLSQLVHGK 363.3898 2302.1346 22.9859 12401 3 768.0497 ‐21.0926
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1711.8650 FNVEYIAGGATQNSIK 724.8630 1711.8520 21.0782 6949 2 856.4297 ‐7.4361
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 2124.0616 VAQWMLQVPGATSYMGSIGK 329.0134 2124.0281 25.5015 1889 2 1062.5177 ‐15.2957
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1083.5681 TTVITQGADPV 413.5171 1083.5650 24.0711 5674 2 542.2862 ‐3.2049
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1009.4625 YPEKPDFN 546.8796 1009.4588 18.8525 4479 2 505.2331 ‐4.1308
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1142.5477 LVDTNGAGDAFV 177.4882 1142.5533 22.8939 4259 2 571.7803 4.55
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 9128.0730 1249.5976 20.6202 4119 2 625.3024 ‐1.7254
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 748.3665 FNVEYI 146.3960 748.3624 19.3471 1640 1 748.3624 ‐5.0832
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 4531.1020 33782.3873 16 36.09 None 1049.5738 YASNVVIQR 173.7791 1049.5704 21.7904 955 1 1049.5704 ‐2.7050
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1501.5310 33782.3873 16 36.09 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 37788.5200 1337.6629 20.6244 13677 2 669.3351 ‐0.2562
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1501.5310 33782.3873 16 36.09 None 2027.1019 TTVITQGADPVVVAEDGKVK 1072.8930 2027.1055 24.9123 3115 3 676.3734 1.34
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 1501.5310 33782.3873 16 36.09 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 15355.0400 1249.5976 20.6202 4119 2 625.3024 ‐1.7217
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1390.7325 VYVGQGQDGVAAVK 22249.9200 1390.7325 20.0428 13334 2 695.8699 ‐0.1102
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1214.6627 SSTTPVPSTPLK 7293.0760 1214.6622 20.5101 12588 2 607.8348 ‐0.6898
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1292.6481 SGFQISAPEATGK 4911.4170 1292.6478 23.4253 12563 2 646.8275 ‐0.4786
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2769.3920 1939.9784 30.4732 7007 2 970.4929 1.06
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1068.4920 2122.9679 32.0494 5881 2 1061.9876 0.9646
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1106.6204 FTLQVQDKK 1033.4930 1106.6180 19.6667 1782 2 553.8127 ‐2.6011
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 233.8289 2251.0506 30.0241 6202 2 1126.0289 ‐4.3493
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 418.0121 2319.0827 36.2403 1576 2 1160.0450 ‐7.5574



NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 2460.0433 LEAQGNSTGGTSWDDGSDYDGVTK 124.5512 2460.0641 30.1682 1247 2 1230.5357 9.33
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1354.4420 2068.0730 28.5797 9315 3 690.0292 0.8360
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1774.8395 FEYKNGSQVVFGDER 393.8449 1774.8332 28.7814 1252 2 887.9203 ‐3.1419
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1018.4952 SQVVFGDER 122.9310 1018.4902 29.2721 1131 1 1018.4902 ‐4.5263
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 799.5974 72473.6018 22 15.46 None 1274.6375 SGFQISAPEATGK 226.3908 1274.6363 25.0746 2443 2 637.8218 ‐1.1951
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 1853.9855 SLSTQEVITALTFTTNK 11435.3400 1853.9847 20.7046 13433 2 927.4960 ‐0.3913
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 1553.8574 NFGVDTVVTTLIFK 1981.4400 1553.8581 22.7641 7267 2 777.4327 0.3322
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 1640.8683 VSIPFGIGAGTAFEFK 4267.7400 1640.8711 21.5585 2994 2 820.9392 1.25
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 3342.6391 EFVINHPDEYLVSVEGWYETVMLGIQ 135.2056 3342.5595 23.1227 4766 3 1114.8580 ‐23.7913
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQ 357.1984 2806.3689 18.7397 1678 3 936.1278 ‐20.4535
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 711.3672 TFTTNK 215.7661 711.3702 19.0676 12009 1 711.3702 4.83
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 1496.7606 WYETVMLGIQFK 140.2462 1496.7633 21.4240 1551 2 748.8853 1.12
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 3324.6286 EFVINHPDEYLVSVEGWYETVMLGIQ 247.4757 3324.6320 21.7138 13900 3 1108.8822 1.0563
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 431.5065 72473.6018 22 15.46 None 3325.6126 EFVINHPDEYLVSVEGWYETVMLGIQ 330.2335 3325.6170 22.8508 843 3 1109.2105 1.89
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2305.1210 14363.5283 6 34.92 None 1286.7103 SGSPLIPLAEFR 1075.1810 1286.7103 28.3548 38652 2 643.8588 ‐0.2556
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2305.1210 14363.5283 6 34.92 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 5282.7330 1567.7117 29.8818 9923 2 784.3595 1.87
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2305.1210 14363.5283 6 34.92 None 2143.1104 SGSPLIPLAEFREPEIMEK 10597.9800 2143.1085 34.7625 7907 3 715.0410 ‐1.1310
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2305.1210 14363.5283 6 34.92 None 1178.6416 TITNGGFVEIK 202.1068 1178.6395 33.8593 802 1 1178.6395 ‐1.1086
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2789.9250 14363.5283 6 34.92 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 8237.4800 1567.7117 29.8818 9923 2 784.3595 1.38
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidops 2789.9250 14363.5283 6 34.92 None 2143.1104 SGSPLIPLAEFREPEIMEK 12431.8900 2143.1085 34.7625 7907 3 715.0410 ‐1.0510
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1485.7907 GLVDSDTLPLNVSR 6513.0820 1485.7908 28.9292 7226 2 743.3990 ‐0.0519
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1620.7653 FAVSEDTWNEPLGR 2368.8390 1620.7647 28.9048 5970 2 810.8860 ‐0.2761
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1097.4833 FGWSANMER 874.1545 1097.4850 24.9591 5036 2 549.2462 1.33
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1260.6066 GNLASENVDDVK 2777.1110 1260.6019 18.8465 4749 2 630.8046 ‐4.0335
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1080.5936 LTSLDQYIK 3481.1900 1080.5932 26.5437 4727 2 540.8002 ‐0.7528
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1792.9327 FLALTDKDVLGEGDTAK 1609.9250 1792.9359 28.4669 4538 3 598.3168 1.03
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1523.8138 LMDIIINSLYSNK 853.9325 1523.8146 20.5932 2447 2 762.4109 0.5034
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1637.8057 ETVYEWELLNDVK 1104.5840 1637.8066 33.2026 1695 2 819.4069 0.5912
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 2469.2582 ETAQLMYQTALIESGFILTDPK 1331.0290 2469.2506 34.1327 1542 3 823.7551 ‐3.2852
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 840.4938 VLEINPR 2071.2950 840.4948 19.9056 1193 2 420.7510 0.6103
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 711.3380 1289.6847 21.8380 6491 2 645.3460 5.86
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 2101.0812 SQKDIFYITGSSKEQLEK 649.0992 2101.0572 21.9411 4660 2 1051.0322 ‐10.9577
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 925.4625 SGTSAFVEK 351.4829 925.4470 33.1388 2554 1 925.4470 ‐16.3500
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 3954.8493 GYEVIFFTDPVDEYLMQYLMDYEDKK 646.6930 3954.8269 23.0644 3265 3 1318.9472 ‐5.8376
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1744.8574 LMDYEDKKFQNVSK 174.9850 1744.8502 21.9388 2156 2 872.9287 ‐4.0103
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 905.4211 SENVDDVK 365.6384 905.4210 17.8495 2064 1 905.4210 0.3377
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1403.7781 ALIESGFILTDPK 823.5878 1403.7742 34.0628 1145 2 702.3907 ‐2.9125
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 385.5777 94206.0790 37 15.80 None 1365.6896 YITGSSKEQLEK 269.8434 1365.6953 21.8431 863 2 683.3513 3.17
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1485.7907 GLVDSDTLPLNVSR 5846.2080 1485.7908 28.9292 7226 2 743.3990 0.0420
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1620.7653 FAVSEDTWNEPLGR 1874.1110 1620.7647 28.9048 5970 2 810.8860 ‐0.1308
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1097.4833 FGWSANMER 1808.5830 1097.4850 24.9591 5036 2 549.2462 1.1489
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1080.5936 LTSLDQYIK 3730.4150 1080.5932 26.5437 4727 2 540.8002 ‐0.8136
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1792.9327 FLALTDKDVLGEGDTAK 1414.5400 1792.9359 28.4669 4538 3 598.3168 1.00
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1637.8057 ETVYEWELLNDVK 734.2657 1637.8066 33.2026 1695 2 819.4069 0.7431
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 840.4938 VLEINPR 4156.8760 840.4948 19.9056 1193 2 420.7510 0.4579
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1200.6041 EMLQQHSSLK 810.8494 1200.6137 21.3447 17239 2 600.8105 7.28
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1757.8956 DIFYITGSSKEQLEK 223.5168 1757.9297 25.1177 14841 2 879.4685 19.7321
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 472.5809 1289.6847 21.8380 6491 2 645.3460 5.76
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1864.9691 VKETVYEWELLNDVK 335.3450 1864.9555 24.8818 5355 3 622.3234 ‐7.4101
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1335.7518 ELKEAFKELTK 135.3150 1335.7376 29.3940 2479 3 445.9174 ‐10.6518
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1260.6066 GNLASENVDDVK 800.2588 1260.5950 23.5169 2071 2 630.8012 ‐9.4440
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 2469.2582 ETAQLMYQTALIESGFILTDPK 517.4659 2469.2506 34.1327 1542 3 823.7551 ‐3.2793
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 2101.0812 SQKDIFYITGSSKEQLEK 627.0794 2101.0701 32.8609 883 3 701.0282 ‐5.4306
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1984.9579 IMQSQTLSDANKQAYMR 263.5803 1984.9440 27.2330 2313 3 662.3195 ‐7.1420
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1990.9617 ANGKFAVSEDTWNEPLGR 463.6395 1990.9662 30.8547 1941 2 995.9868 2.28
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 None 1871.8738 MQSQTLSDANKQAYMR 370.5097 1871.8819 27.2795 6789 3 624.6321 4.1765
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 337.1999 94206.0790 37 15.80 Carbamidomethyl+C(6) 1271.6664 LADTPCVVVTSK 191.1598 1271.6604 20.3087 12696 3 424.5583 ‐4.7127
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 None 1653.9244 MVDVLVEQNIVPGIK 40816.8400 1653.9259 19.8052 44527 2 827.4666 0.8531
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 15701.9500 2445.1813 20.2794 25111 2 1223.0943 ‐0.3338
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTT 2436.5350 3272.6858 25.5333 10623 3 1091.5668 ‐2.3791
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 None 1782.0194 KMVDVLVEQNIVPGIK 256.8924 1782.0133 18.4515 1557 3 594.6759 ‐4.0216
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 None 740.4665 NIVPGIK 63.6801 740.4638 17.8668 11546 1 740.4638 ‐3.3617
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 2753.0980 41572.3908 6 18.37 None 1240.6606 MVDVLVEQNIV 181.8573 1240.6573 18.7689 7506 2 620.8323 ‐2.8983
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 1302.5720 2385.1106 23.2571 21395 2 1193.0590 2.93
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16648.9400 1652.8799 24.2825 21162 3 551.6315 0.3579
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1906.0433 EAVNVSLANLLTYPFVR 55282.6700 1906.0459 23.7909 20741 2 953.5266 1.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 41184.0200 1235.5185 23.3783 19016 2 618.2629 ‐0.2040
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 14206.5600 1784.7790 21.6051 17337 2 892.8932 2.1181
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1468.7318 YETNPALYGELAK 8090.0860 1468.7328 25.7226 15213 2 734.8700 0.5450
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1245.6296 NIANMVPPFDK 10505.8100 1245.6318 29.2855 14059 2 623.3195 1.96
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1674.9214 YAGVGAAIEYAVLHLK 1988.7690 1674.9212 23.0059 9615 3 558.9786 ‐0.3796
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1407.6962 ITAELQAASSSDSK 6282.2150 1407.6971 18.2699 8533 2 704.3522 0.5201
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1045.5524 DDLKDVAAAK 109.3271 1045.5749 33.0675 4611 2 523.2911 21.0604
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1725.8694 EKYETNPALYGELAK 6857.1060 1725.8702 24.1625 25412 3 575.9616 0.2069
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 764.4090 TYPFVR 635.7654 764.4119 23.7677 1650 1 764.4119 4.0999
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1193.6677 ANLLTYPFVR 212.2719 1193.6745 23.7088 1624 2 597.3409 5.28
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 2736.6850 1424.7674 24.2728 1507 2 712.8873 ‐0.4430



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 298.5286 1197.6393 25.8623 1399 2 599.3233 ‐1.6620
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(9) 1285.5114 ESSAFEDQCGR 266.8810 1285.5095 22.4368 1083 2 643.2584 ‐1.7326
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(4) 829.3985 HSACGGIK 192.8048 829.3961 23.7723 796 1 829.3961 ‐2.5405
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(4) 941.4146 VFACSDSR 791.6388 941.4164 23.3713 785 1 941.4164 2.03
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 385.8476 1634.8757 23.4452 4665 2 817.9415 4.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1227.6191 NIANMVPPFDK 1555.0290 1227.6172 29.8912 1391 2 614.3122 ‐1.8097
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1708.8428 EKYETNPALYGELAK 291.2700 1708.8520 24.9164 2213 3 570.2888 5.0712
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1390.6696 ITAELQAASSSDSK 259.0410 1390.6635 19.0753 1960 2 695.8354 ‐4.5370
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 8549.3700 28686.6191 23 56.37 None 1228.6031 NIANMVPPFDK 182.7143 1228.6005 30.5481 1075 2 614.8039 ‐2.3946
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 851.5001 36732.7671 8 27.54 None 1641.8846 LASGEVFGPDQPIALK 3900.1980 1641.8872 29.5113 11828 2 821.4473 1.65
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 851.5001 36732.7671 8 27.54 None 1452.7005 WLEEGFTESVQK 2801.8750 1452.7001 27.4202 7851 2 726.8537 ‐0.4195
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 851.5001 36732.7671 8 27.54 Carbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 851.5001 36732.7671 8 27.54 None 2331.2265 SIQALEGVAMELEDSLFPLLR 2184.1450 2331.2215 25.7516 4080 2 1166.1144 ‐1.4692
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 851.5001 36732.7671 8 27.54 Carbamidomethyl+C(1)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 395.7869 36732.7671 8 27.54 None 1641.8846 LASGEVFGPDQPIALK 3130.2270 1641.8872 29.5113 11828 2 821.4473 1.99
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 395.7869 36732.7671 8 27.54 None 1452.7005 WLEEGFTESVQK 3265.9170 1452.7001 27.4202 7851 2 726.8537 ‐0.3383
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 395.7869 36732.7671 8 27.54 Carbamidomethyl+C(1)
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 2156.0791 IENVPEMPLVVSDSAEAVEK 3365.7570 2156.0813 32.2109 15267 2 1078.5443 1.81
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1613.8057 LESIYGSFEKPSEK 7328.7920 1613.8057 24.2323 10037 3 538.6068 ‐0.5590
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1797.0116 IINSDEIQSVVNPIKK 3687.7370 1797.0135 17.0570 8881 3 599.6760 0.5417
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 3165.5820 1422.7141 23.8871 7625 3 474.9096 ‐1.8380
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1913.8109 TMISDSDYTEFDNFTK 1736.7300 1913.8135 30.4173 5271 2 957.4104 1.42
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 13559.4200 1182.5160 19.0816 4723 2 591.7616 1.0128
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1668.9167 IINSDEIQSVVNPIK 715.8280 1668.8944 31.1074 3434 2 834.9508 ‐13.3629
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 793.4607 FVIWTK 1050.1150 793.4546 16.9313 2309 1 793.4546 ‐7.0460
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1474.8159 TAKRMSLLAEAQR 573.0126 1474.8044 26.1536 3102 3 492.2730 ‐8.3916
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 460.2402 PSEK 75.2210 460.2379 22.2003 8883 1 460.2379 ‐4.8441
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 951.4782 SFEKPSEK 149.5292 951.4747 25.6917 2438 2 476.2410 ‐4.2971
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1008.4997 GSFEKPSEK 183.2980 1008.5027 24.4981 1659 1 1008.5027 3.85
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 None 1101.6085 TAKRMSLLAE 100.2831 1101.6143 26.5859 1142 2 551.3108 4.37
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1137.9960 44687.1718 24 26.67 Carbamidomethyl+C(8) 1404.7053 NLPGVELCHVER 357.8149 1404.7017 24.5821 2781 2 702.8545 ‐2.7860
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 2156.0791 IENVPEMPLVVSDSAEAVEK 2540.4940 2156.0813 32.2109 15267 2 1078.5443 1.74
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1613.8057 LESIYGSFEKPSEK 7298.4440 1613.8057 24.2323 10037 3 538.6068 ‐0.7144
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 Carbamidomethyl+C(8) 1422.7158 NLPGVELCHVER 1918.3290 1422.7141 23.8871 7625 3 474.9096 ‐1.8963
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1913.8109 TMISDSDYTEFDNFTK 1279.4540 1913.8135 30.4173 5271 2 957.4104 1.46
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 20541.6200 1182.5160 19.0816 4723 2 591.7616 0.7042
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1668.9167 IINSDEIQSVVNPIK 833.7606 1668.8944 31.1074 3434 2 834.9508 ‐13.4128
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1474.8159 TAKRMSLLAEAQR 326.4089 1474.8044 26.1536 3102 3 492.2730 ‐8.4763
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 Carbamidomethyl+C(11) 1796.9225 AFRNLPGVELCHVER 139.2433 1796.9099 33.6590 2072 2 898.9586 ‐6.8809
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1101.6085 TAKRMSLLAE 96.8171 1101.6143 26.5859 1142 2 551.3108 4.21
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 1073.9350 44687.1718 24 26.67 None 1457.7893 TAKRMSLLAEAQR 89.6606 1457.7938 24.5994 1199 2 729.4006 2.78
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1056.6048 AIALTVDTPR 5156.2240 1056.6006 23.8771 21126 2 528.8039 ‐4.5068
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1875.0110 QLDYVPATISALEEVVK 12594.0700 1875.0122 22.5803 19295 2 938.0097 0.8368
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 2011.9026 MDEANDSGLASYVAGQIDR 4507.8290 2011.9046 30.9937 16317 2 1006.4559 1.23
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1143.6772 FTLPPNLTLK 10112.3400 1143.6756 18.7801 14776 2 572.3415 ‐1.8224
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 992.5047 NFEGLDLGK 7664.4340 992.5040 26.0901 12470 2 496.7556 ‐1.2965
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1072.6150 IPVFLDGGVR 21250.1100 1072.6131 18.0914 11839 2 536.8102 ‐2.2213
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 9114.8590 2908.4388 24.9835 11589 3 970.1511 1.0540
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1517.7888 ISMPIMVAPTAMQK 2713.4290 1517.7890 18.9249 8583 2 759.3981 ‐0.0389
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1225.6497 IDMTTTVLGFK 3578.4440 1225.6476 18.9754 8360 2 613.3275 ‐2.0469
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1318.5845 MAHPDGEYATAR 21065.8800 1318.5842 15.2360 3617 3 440.1996 ‐0.8746
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1718.9660 IAIQAGAAGIIVSNHGAR 998.9965 1718.9677 16.5750 2347 3 573.6608 0.4716
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 862.4781 VFLDGGVR 309.6258 862.4766 17.1932 6238 1 862.4766 ‐1.0769
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1162.5772 AASAAGTIMTLSS 850.0714 1162.5814 27.1847 2202 2 581.7943 3.1553
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1071.5357 QLDYVPATIS 241.5576 1071.5340 23.3583 2029 2 536.2706 ‐2.1224
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1355.7781 VPATISALEEVVK 240.3396 1355.7723 22.6265 1776 3 452.5956 ‐4.9185
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 619.3086 QLDYV 340.1587 619.3090 19.7700 1130 1 619.3090 0.9848
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1272.6834 QLDYVPATISAL 243.6843 1272.6875 22.7116 813 2 636.8474 2.94
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1054.6044 IPVFLDGGVR 308.2647 1054.6017 19.6434 1776 2 527.8045 ‐3.0281
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 3895.0680 38224.0384 35 45.98 None 1125.6667 FTLPPNLTLK 218.8672 1125.6639 16.5146 1436 2 563.3356 ‐2.9150
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 477.0703 38224.0384 35 45.98 None 1056.6048 AIALTVDTPR 5352.1330 1056.6006 23.8771 21126 2 528.8039 ‐4.8824
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 477.0703 38224.0384 35 45.98 None 2011.9026 MDEANDSGLASYVAGQIDR 3052.8070 2011.9046 30.9937 16317 2 1006.4559 1.49
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 477.0703 38224.0384 35 45.98 None 992.5047 NFEGLDLGK 6055.0860 992.5040 26.0901 12470 2 496.7556 ‐1.7062
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 477.0703 38224.0384 35 45.98 None 872.4836 ALTVDTPR 1396.1260 872.4856 23.8752 2878 1 872.4856 2.52
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 477.0703 38224.0384 35 45.98 None 1175.6055 LASYVAGQIDR 562.8497 1175.6082 30.0497 1429 2 588.3077 1.68
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1875.0110 QLDYVPATISALEEVVK 13888.6000 1875.0122 22.5803 19295 2 938.0097 0.6298
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1143.6772 FTLPPNLTLK 13113.6000 1143.6756 18.7801 14776 2 572.3415 ‐1.3340
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1072.6150 IPVFLDGGVR 22692.5500 1072.6131 18.0914 11839 2 536.8102 ‐1.6653
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 2621.0590 2908.4388 24.9835 11589 3 970.1511 2.61
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1517.7888 ISMPIMVAPTAMQK 1462.9460 1517.7890 18.9249 8583 2 759.3981 0.0938
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1225.6497 IDMTTTVLGFK 4316.1940 1225.6476 18.9754 8360 2 613.3275 ‐1.6365
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1231.6681 DVQWLQTITK 808.0486 1231.6659 18.7195 7530 2 616.3366 ‐1.7805
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1718.9660 IAIQAGAAGIIVSNHGAR 862.3651 1718.9677 16.5750 2347 3 573.6608 0.7035
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 997.5387 MTTTVLGFK 2949.6130 997.5384 18.2524 2409 2 499.2729 ‐0.1595
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1125.6667 FTLPPNLTLK 169.8938 1125.6639 16.5146 1436 2 563.3356 ‐2.4095
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 2196.4420 38224.0384 35 45.98 None 1857.9844 QLDYVPATISALEEVVK 1622.3060 1857.9839 25.1675 7452 2 929.4956 ‐0.2898
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 None 1427.7992 LVAEVLLDEVAEK 55078.6900 1427.8011 35.0953 15475 2 714.4042 1.1115
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 None 1158.6477 VVVDGNVITSR 8609.9090 1158.6481 21.4403 12889 2 579.8277 ‐0.0517
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 35185.5700 1249.6197 17.6870 8365 2 625.3135 ‐0.9920
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 None 1142.5551 ATGYPVFMEK 3329.8810 1142.5538 25.5681 4158 2 571.7805 ‐1.5381
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 None 960.5109 VDGNVITSR 240.8472 960.5094 20.1075 1492 2 480.7584 ‐2.0856
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3431.5930 39877.7555 12 15.45 None 861.4425 DGNVITSR 6114.6570 861.4409 21.4309 882 1 861.4409 ‐1.1560
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 None 1427.7992 LVAEVLLDEVAEK 51710.0000 1427.8011 35.0953 15475 2 714.4042 0.9334
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 None 1158.6477 VVVDGNVITSR 6116.7100 1158.6481 21.4403 12889 2 579.8277 ‐0.3730
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 None 1142.5551 ATGYPVFMEK 3901.5680 1142.5538 25.5681 4158 2 571.7805 ‐1.8680
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 252.1023 2270.1309 37.8627 2079 4 568.2882 9.83
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 None 960.5109 VDGNVITSR 117.3240 960.5094 20.1075 1492 2 480.7584 ‐2.5124
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2125.5500 39877.7555 12 15.45 None 861.4425 DGNVITSR 4007.0000 861.4409 21.4309 882 1 861.4409 ‐1.3765
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1186.5626 EFEAVTESFK 14729.6800 1186.5629 25.5218 8243 2 593.7851 ‐0.1420
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 974.5339 IMLEAIER 5947.4090 974.5363 25.5248 6119 2 487.7718 1.76
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1175.6266 NPSTISTTVQK 3134.5860 1175.6257 16.3861 4773 2 588.3165 ‐1.1677

Protein identification details of Arabidopsis yda1 mutant seedlings, replicate 3



NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1052.5259 EFEAATSGLK 5570.8810 1052.5262 20.2107 4118 2 526.7667 ‐0.1915
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1120.5303 QSMLDEIER 19301.6400 1120.5312 25.7851 3360 2 560.7692 0.3280
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1766.8443 AKDEQAAEEFAVETTK 1054.2360 1766.8452 22.2571 3177 3 589.6199 0.0177
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 Carbamidomethyl+C(20)
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1062.5248 NSMLEAIER 961.1898 1062.5454 28.1425 1982 2 531.7763 18.8771
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 980.4684 EFEAATNAK 1693.4220 980.4690 21.9150 1357 1 980.4690 1.51
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1611.8813 LTTSLNNLVDTHRK 205.4160 1611.8463 22.5625 1104 2 806.4268 ‐21.7839
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1873.9250 GLEELKNESEQAENKR 2348.4330 1873.9256 29.4838 4513 2 937.4665 0.5042
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1218.6259 RNSMLEAIER 820.2395 1218.6349 27.1938 4063 2 609.8211 7.0012
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 3854.8971 VDVDSKFTSLTTSLSELLKEASQAYEEYHEAVHK 814.8939 3854.8670 37.1246 3310 3 1285.6272 ‐7.4206
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1593.8707 LTTSLNNLVDTHRK 450.7551 1593.8725 24.5438 8715 2 797.4399 1.0241
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1201.5994 RNSMLEAIER 250.6821 1201.6029 24.7149 4891 2 601.3051 2.97
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 785.7319 80973.9407 27 21.53 None 1749.8178 AKDEQAAEEFAVETTK 206.5277 1749.8194 20.7560 3539 2 875.4133 1.0084
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1186.5626 EFEAVTESFK 9082.0700 1186.5629 25.5218 8243 2 593.7851 ‐0.4485
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 974.5339 IMLEAIER 2990.9540 974.5363 25.5248 6119 2 487.7718 1.83
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 2788.3582 VGSVLGSSSSVTSTTSESAATSESIESLK 1580.8930 2788.3633 28.1014 2919 3 930.1259 0.9982
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1062.5248 NSMLEAIER 476.7147 1062.5454 28.1425 1982 2 531.7763 18.5046
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1611.8813 LTTSLNNLVDTHRK 293.8553 1611.9103 32.8502 1414 3 537.9750 17.3120
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 980.4684 EFEAATNAK 846.5259 980.4690 21.9150 1357 1 980.4690 1.1630
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1175.6266 NPSTISTTVQK 114.8116 1175.6147 26.1219 1350 2 588.3110 ‐10.8934
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1218.6259 RNSMLEAIER 492.8733 1218.6349 27.1938 4063 2 609.8211 6.18
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 3854.8971 VDVDSKFTSLTTSLSELLKEASQAYEEYHEAVHK 186.2547 3854.8670 37.1246 3310 3 1285.6272 ‐8.7156
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1548.7388 VGSVLGSSSSVTSTTSE 253.0295 1548.7461 27.4000 12176 2 774.8767 4.42
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 242.3437 80973.9407 27 21.53 None 1201.5994 RNSMLEAIER 190.2736 1201.6029 24.7149 4891 2 601.3051 2.12
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1308.7158 LLTPVEEGPTPR 16135.3100 1308.7145 22.6705 18722 2 654.8609 ‐1.3015
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1812.8803 IYSFGGEFTPNQPIDK 7825.8470 1812.8829 29.2578 18549 2 906.9451 1.96
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 950.5306 SVFASAAIGK 4989.4940 950.5291 23.2274 14057 2 475.7682 ‐2.1682
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1522.8111 LNTLDSYNIVDKK 2794.9490 1522.8128 23.9833 13257 3 508.2758 0.5223
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 11454.4700 1634.7372 15.4323 8358 3 545.5839 ‐1.0325
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1728.8547 VNDMTSEMITFLSIK 1580.9430 1728.8614 22.4743 8068 2 864.9344 3.88
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1014.5578 GGAGLEVVQGK 20346.4600 1014.5568 19.2067 7536 2 507.7820 ‐1.6002
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1897.8021 GGEMGDVWDDGVYENVR 7307.8410 1897.8068 29.3146 7080 2 949.4070 2.06
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 3299.0010 2153.0844 19.0688 6769 3 718.3663 1.04
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1195.5226 FGGEEETPSSR 7069.4250 1195.5242 14.9932 3678 2 598.2657 0.9573
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 Carbamidomethyl+C(11) 1578.8057 PATGDVPHLSCLGVR 496.5505 1578.8033 19.9608 13418 2 789.9053 ‐1.6018
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1515.7433 DMTSEMITFLSIK 201.1395 1515.7410 20.9764 7461 3 505.9185 ‐2.0998
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 829.4778 GLEVVQGK 190.3381 829.4811 19.7555 2596 2 415.2442 3.89
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 764.4301 FASAAIGK 1053.3460 764.4273 23.2493 1922 1 764.4273 ‐3.1625
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 884.4472 VEEGPTPR 173.3716 884.4519 22.4432 795 2 442.7296 4.50
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 996.5473 GGAGLEVVQGK 271.7406 996.5451 17.5746 1028 2 498.7762 ‐2.7234
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 2299.8540 51898.1216 17 29.57 None 1505.7846 LNTLDSYNIVDKK 271.9862 1505.7904 25.4877 2772 2 753.3988 3.21
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1434.7587 VYVGQAQDGISAVK 49284.3400 1434.7576 21.9551 57455 2 717.8825 ‐1.1272
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1686.7718 GANLWDDGSTHDAVTK 27019.7300 1686.7721 21.8182 41705 3 562.9289 ‐0.5506
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1933.9502 TSDVIGSDEGTHFTLQVK 14617.4400 1933.9486 26.8683 24674 3 645.3211 ‐1.5267
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1091.6320 IGVHVRPLSN 16175.7100 1091.6325 20.7996 16915 2 546.3199 ‐0.3480
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1820.9429 QTSPPFGLEAGTVFELK 515.3135 1820.9351 33.2319 8330 2 910.9712 ‐4.1110
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1395.7301 IFGSDGSVITMLR 311.5071 1395.7127 24.9922 2777 2 698.3600 ‐12.8660
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 685.3991 VRPLSN 239.2648 685.3990 22.2024 5487 1 685.3990 0.1636
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 978.5479 GVHVRPLSN 2838.3570 978.5476 20.7974 3131 2 489.7774 ‐1.3757
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1331.5862 WDDGSTHDAVTK 1129.5200 1331.5894 21.8206 2525 2 666.2983 1.25
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1444.6703 LWDDGSTHDAVTK 370.6892 1444.6724 21.8252 1424 2 722.8398 1.0858
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1558.7132 NLWDDGSTHDAVTK 617.3069 1558.7140 21.8214 1229 2 779.8607 0.3206
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5234.8230 32158.1143 12 29.53 None 1669.7453 GANLWDDGSTHDAVTK 223.7317 1669.7543 21.8188 812 3 557.2563 4.02
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 1420.7431 VYVGQGQDGISAVK 10792.7400 1420.7425 21.2869 13944 2 710.8749 ‐0.7971
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 1531.4230 2225.0382 25.5576 6316 3 742.3509 0.3673
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 1348.7107 TSPPYGLETQKK 4956.7000 1348.7121 17.6005 4128 3 450.2422 0.3381
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 1892.9687 ASELLHQFGVHVMPLTN 126.5878 1892.9913 25.1915 1452 3 631.6686 11.24
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 130.0682 2347.2001 36.6562 1192 3 783.0716 17.8159
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 276.5243 1840.7940 24.0223 2935 2 920.9006 ‐2.2088
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 830.9451 32022.7035 7 16.00 None 1160.6310 PPYGLETQKK 935.9798 1160.6334 17.6128 932 2 580.8203 1.03
NP_001030826.1 40S ribosomal protein S20 2 Arabidopsis thaliana 5188.1790 13807.1787 2 9.84 None 1318.7253 VIDLFSSPDVVK 52746.4800 1318.7241 19.1291 30209 2 659.8657 ‐0.8456
NP_001030826.1 40S ribosomal protein S20 2 Arabidopsis thaliana 5188.1790 13807.1787 2 9.84 None 713.3828 SSPDVVK 78.4279 713.3858 21.0979 3156 1 713.3858 4.95
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 348.6347 26683.2925 2 10.29 None 1101.6150 ALLEVVESGGK 3702.7610 1101.6144 26.1598 4367 2 551.3108 ‐1.0057
NP_001030838.1 20S proteasome alpha subunit PAD1 Arabidopsis thaliana 348.6347 26683.2925 2 10.29 None 1648.8792 LTLEDPVTVEYITR 3141.9900 1648.8774 32.1272 3473 2 824.9423 ‐1.1395
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1276.6572 IVSFLDPDGWK 10765.6400 1276.6580 20.3702 11405 2 638.8326 0.2771
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1453.6958 DPDGYTFELIQR 4597.7170 1453.6981 30.3021 10867 2 727.3527 1.47
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1039.5782 EAGPLPGLGTK 5266.8780 1039.5772 23.0537 9035 2 520.2922 ‐1.5184
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1291.7256 TVLVDNKDFLK 5241.3630 1291.7252 25.0023 6312 2 646.3662 ‐0.6488
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1464.7079 TIEFYTEVFGMK 1907.5000 1464.7113 20.8260 6221 2 732.8593 2.1459
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1258.6314 AEASDLLEWPK 756.5244 1258.6032 33.5895 8456 2 629.8052 ‐22.7272
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 957.5364 IVNQELGGK 289.3232 957.5496 30.6648 2745 1 957.5496 14.6547
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 2369.2136 GGGSVIAFVKDPDGYTFELIQR 360.4545 2369.1557 21.7011 755 3 790.3901 ‐24.6629
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 680.3614 IVNQEL 115.2013 680.3626 28.1622 4437 1 680.3626 2.91
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 482.2432 FGMK 103.4999 482.2443 22.4983 3717 1 482.2443 2.36
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1121.5336 FYTEVFGMK 189.4223 1121.5377 19.3441 2106 2 561.2725 3.1880
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1064.5047 SFLDPDGWK 168.9977 1064.5024 20.3412 1066 1 1064.5024 ‐1.2618
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1320.6583 PDGYTFELIQR 828.0997 1320.6586 30.1777 904 2 660.8329 ‐0.0309
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 14 24.3 None 1258.6467 IVSFLDPDGWK 350.8268 1258.6453 19.6285 916 2 629.8263 ‐1.4240
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 1523.8580 LGPNYLQLPVNAPK 66764.9500 1523.8564 18.4110 67862 2 762.4318 ‐1.0864



NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 1632.9108 IWPEDILPLQPVGR 23839.3800 1632.9117 21.6943 44944 2 816.9595 0.5315
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 1128.6048 WVEILSEPR 22184.7900 1128.6038 17.6823 30812 2 564.8055 ‐0.8120
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 6084.4990 3306.5794 24.1283 8114 3 1102.8646 0.1879
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 Carbamidomethyl+C(4) 1740.8850 LLQCRIFAYGDTQR 400.5146 1740.9018 21.2797 2458 2 870.9545 9.41
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 1384.7511 IWPEDILPLQPV 203.6445 1384.7446 19.5627 3365 2 692.8759 ‐4.6762
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 714.4145 ILSEPR 327.6822 714.4143 17.1837 1842 1 714.4143 0.3639
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 867.4611 IWPEDIL 63.9134 867.4639 25.6177 1252 1 867.4639 4.79
NP_001031072.3 catalase 3 Arabidopsis thaliana 4362.2660 44291.1841 9 21.22 None 942.5255 VEILSEPR 498.7839 942.5241 17.6748 1102 1 942.5241 ‐0.2849
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1523.8580 LGPNYLQLPVNAPK 78825.0900 1523.8564 18.4110 67862 2 762.4318 ‐1.2132
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1136.6786 APGVQTPVIVR 51045.7000 1136.6778 23.0273 63046 2 568.8425 ‐1.1791
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1525.8261 GPVLLEDYHLIEK 64267.2400 1525.8262 30.3162 46815 3 509.2803 ‐0.4794
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1632.9108 IWPEDILPLQPVGR 28048.2400 1632.9117 21.6943 44944 2 816.9595 0.5083
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1128.6048 WVEILSEPR 23854.7100 1128.6038 17.6823 30812 2 564.8055 ‐1.3147
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1305.6797 VPTPTNSYTGIR 6110.4340 1305.6769 20.9700 23487 2 653.3421 ‐2.5113
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1715.8024 DLHDAIASGNYPEWK 27608.2900 1715.8024 27.4222 21430 3 572.6056 ‐0.5134
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1875.0123 DGIQFPDVVHALKPNPK 10264.6900 1875.0129 18.4605 20792 3 625.6758 ‐0.1023
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1070.5265 IFAYGDTQR 18520.8000 1070.5262 20.1823 18197 2 535.7668 ‐0.7832
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1109.5374 TNIQEYWR 25983.8500 1109.5371 24.5967 17647 2 555.2722 ‐0.7637
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1257.5634 DEEINYYPSK 64410.8600 1257.5641 20.5214 13960 2 629.2857 0.2351
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 798.4832 LNVRPSI 17455.8300 798.4822 22.2068 11860 2 399.7448 ‐1.9428
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 2763.3390 2242.0632 21.6358 9949 3 748.0259 1.67
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 4299.8530 3306.5794 24.1283 8114 3 1102.8646 ‐1.2856
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1177.6072 VVGGANHSHATK 417.7752 1177.6289 20.1087 3291 2 589.3181 17.9594
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 24710.9500 2700.2770 37.7212 48207 3 900.7638 0.6559
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(7) 2174.0699 FHWKPTCGIKNLTDEEAK 791.9563 2174.0911 21.1475 7685 3 725.3686 9.92
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1871.8810 DEEINYYPSKFDPVR 4289.0440 1871.8827 27.2412 4115 3 624.6324 0.4693
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(4) 1740.8850 LLQCRIFAYGDTQR 658.6659 1740.9018 21.2797 2458 2 870.9545 9.36
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(6) 2408.2027 FDPVRCAEKVPTPTNSYTGIR 292.8585 2408.2202 21.3409 1912 2 1204.6137 7.17
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 696.3675 SYTGIR 760.1806 696.3693 19.4852 11874 1 696.3693 3.0290
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 472.2878 RPSI 68.3630 472.2872 21.1414 9176 1 472.2872 ‐0.9963
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 685.3991 NVRPSI 109.3181 685.3981 22.8655 7529 1 685.3981 ‐1.0480
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 571.3562 VRPSI 89.6452 571.3554 21.1398 7445 1 571.3554 ‐1.1100
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 679.4137 LKPNPK 181.5491 679.4120 17.5232 4098 1 679.4120 ‐2.0970
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 704.3474 VVGGANHS 76.6758 704.3500 20.1444 2736 1 704.3500 4.1042
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1280.6997 LGPNYLQLPVNA 373.3429 1280.7004 19.0100 2173 2 640.8538 0.1820
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1371.7518 VLLEDYHLIEK 2862.0490 1371.7482 30.3153 2148 2 686.3777 ‐2.8856
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 714.4145 ILSEPR 467.7987 714.4143 17.1837 1842 1 714.4143 0.2788
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 733.3879 APGVQTPV 120.7912 733.3898 22.0072 1728 1 733.3898 3.0537
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 812.4989 QTPVIVR 761.8447 812.4984 23.0299 1710 1 812.4984 0.0042
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 968.5887 GVQTPVIVR 1076.5530 968.5887 23.0265 1708 1 968.5887 0.7323
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 810.3741 AYGDTQR 550.5397 810.3742 20.1833 1666 1 810.3742 0.7507
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 867.4611 IWPEDIL 180.0289 867.4639 25.6177 1252 1 867.4639 3.63
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1966.8916 DPADEDKFDFDPLDVTK 138.4758 1966.8833 36.2577 1250 2 983.9453 ‐3.9946
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(6) 1695.8160 FDPVRCAEKVPTPTN 403.1954 1695.8169 23.1495 1211 3 565.9438 0.0203
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1059.5873 IWPEDILPL 177.2230 1059.5824 23.1278 1104 2 530.2948 ‐5.1473
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 942.5255 VEILSEPR 404.8497 942.5241 17.6748 1102 1 942.5241 ‐0.6330
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1065.6415 PGVQTPVIVR 1112.0380 1065.6429 23.0286 893 2 533.3251 0.7684
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 904.5363 HALKPNPK 180.7655 904.5340 21.1007 822 2 452.7706 ‐3.2035
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1078.5388 VGGANHSHATK 95.7843 1078.5364 20.0352 787 2 539.7719 ‐2.6973
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1853.8705 DEEINYYPSKFDPVR 560.7991 1853.8755 27.7392 3102 2 927.4414 2.53
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 Carbamidomethyl+C(6) 2390.1922 FDPVRCAEKVPTPTNSYTGIR 319.9552 2390.1863 19.6580 1425 3 797.4003 ‐2.7042
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1052.5160 IFAYGDTQR 192.4296 1052.5189 21.9110 1242 1 1052.5189 3.55
NP_001031073.1 catalase 3 Arabidopsis thaliana 11832.8500 56366.8268 45 52.37 None 1160.5807 VVGGANHSHATK 181.3680 1160.5806 19.8835 2100 1 1160.5806 0.9394
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 1761.9381 LLEATGISTVPGSGFGQK 23540.0100 1761.9396 17.4221 16940 2 881.4734 0.9190
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 1924.9175 DGYPSDPELIFLTDGASK 9469.4490 1924.9218 34.3652 13539 2 962.9645 2.02
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 825.5986 2854.4570 19.7514 11260 3 952.1572 ‐1.8432
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 1692.2300 1140.5752 18.3806 9457 2 570.7912 ‐0.9830
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 1373.7423 EVQLVSFHTVSK 1104.5390 1373.7401 24.8776 6115 2 687.3737 ‐1.8769
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 991.5207 EVAEFIQR 20798.2500 991.5224 21.7620 6038 2 496.2648 1.1067
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 1783.8610 HYLSLTSGGLGAYSDSR 2268.7120 1783.8616 16.7261 5554 3 595.2920 ‐0.1222
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 6562.0430 1172.5080 20.4302 5016 2 586.7576 ‐0.0038
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 879.4822 VVEEIYK 6115.9030 879.4819 18.2880 2595 2 440.2446 ‐1.0257
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 499.1771 2255.1333 23.7568 3059 2 1128.0703 3.98
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 3053.5215 EVAEFIQRRDGYPSDPELIFLTDGASK 586.1102 3053.5385 33.2408 1040 4 764.1401 5.74
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 Carbamidomethyl+C(3) 1147.5525 GQCLSEANIR 242.5112 1147.5477 25.8825 4060 2 574.2775 ‐4.5755
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 Carbamidomethyl+C(4) 829.4277 VFYCLK 172.8303 829.4252 17.1326 2299 1 829.4252 ‐2.3704
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2191.2420 49063.2184 29 32.88 None 596.3191 HYLSL 83.0631 596.3167 16.5615 1294 1 596.3167 ‐3.6498
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 1761.9381 LLEATGISTVPGSGFGQK 11520.5100 1761.9396 17.4221 16940 2 881.4734 0.8195
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1087.9610 2854.4570 19.7514 11260 3 952.1572 ‐0.7233
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 727.0074 1140.5752 18.3806 9457 2 570.7912 ‐0.4917
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 3666.0620 2132.9870 20.4256 8919 2 1066.9971 ‐1.1233
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIAR 982.8263 3041.5480 24.0581 6283 3 1014.5209 ‐2.2264
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 1783.8610 HYLSLTSGGLGAYSDSR 1810.1260 1783.8616 16.7261 5554 3 595.2920 0.1605
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 1394.6798 ALDYDTLNENVK 774.2183 1394.6536 18.4804 2498 2 697.8305 ‐18.7282
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 943.5683 GILESLRR 419.3615 943.5679 19.3367 2088 2 472.2876 ‐0.3616
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(14) 2738.4328 AMVIINPGNPTGQCLSEANIREILK 251.8567 2738.3710 25.5708 862 2 1369.6891 ‐22.7111
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 1837.9364 MALKALDYDTLNENVK 175.9544 1837.9447 21.9064 8411 2 919.4760 4.53
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(4) 829.4277 VFYCLK 203.2920 829.4252 17.1326 2299 1 829.4252 ‐2.1527
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 1874.9171 LVLLGDEVYQQNIYQD 225.8440 1874.9256 21.1392 1673 2 937.9664 4.75



NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 596.3191 HYLSL 97.1145 596.3167 16.5615 1294 1 596.3167 ‐3.7010
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 None 893.4550 AMVIINPGN 88.6964 893.4561 25.3106 952 1 893.4561 2.41
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 869.0376 49063.2184 29 32.88 Carbamidomethyl+C(6) 3023.5482 QVVALCQAPFLLDDPNVGMLFPADAIAR 1088.0240 3023.5469 25.5027 2217 3 1008.5205 0.8450
NP_001031219.1 aspartic proteinase A2 Arabidopsis thaliana 448.2403 56432.8144 3 4.48 Carbamidomethyl+C(9) 1422.7046 IVNYINEICER 2558.9980 1422.7047 27.3706 17537 2 711.8560 ‐0.2965
NP_001031219.1 aspartic proteinase A2 Arabidopsis thaliana 448.2403 56432.8144 3 4.48 None 1422.7515 VFDLAPEEYVLK 16587.0600 1422.7539 33.3512 12481 2 711.8806 1.02
NP_001031219.1 aspartic proteinase A2 Arabidopsis thaliana 448.2403 56432.8144 3 4.48 None 1404.7409 VFDLAPEEYVLK 470.4451 1404.7422 33.3431 1029 2 702.8747 0.4736
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 5182.7320 3415.7170 23.9813 11585 3 1139.2438 ‐0.9621
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIFK 2097.5440 2971.4120 20.8785 10313 3 991.1422 0.3969
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 4049.6050 2531.2401 28.6726 8226 3 844.4182 0.5829
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 3430.3890 3048.4371 23.3160 6695 3 1016.8172 0.7387
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 None 1111.5994 TLPGPVTDPSK 9181.5270 1111.5981 19.5022 5833 2 556.3027 ‐1.5528
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1846.7070 29838.7466 13 43.75 None 1151.5943 EQEYTLLQK 311.6508 1151.5944 25.6654 6257 2 576.3008 ‐0.3146
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 882.7030 29838.7466 13 43.75 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 4093.2440 2531.2401 28.6726 8226 3 844.4182 ‐0.0390
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 882.7030 29838.7466 13 43.75 None 1111.5994 TLPGPVTDPSK 13268.2400 1111.5981 19.5022 5833 2 556.3027 ‐1.8992
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 882.7030 29838.7466 13 43.75 None 1449.8312 TLPGPVTDPSKLPK 6971.1920 1449.8296 23.4189 9851 3 483.9481 ‐1.7429
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 882.7030 29838.7466 13 43.75 None 1235.6994 PGPVTDPSKLPK 2311.6110 1235.6983 23.4207 2975 2 618.3528 ‐1.5061
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1251.3180 29838.7466 13 43.75 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 8675.2230 3415.7170 23.9813 11585 3 1139.2438 0.5967
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1251.3180 29838.7466 13 43.75 None 2971.4108 WNYDGSSTGQAPGQDSEVILYPQAIFK 1901.2050 2971.4120 20.8785 10313 3 991.1422 1.82
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1251.3180 29838.7466 13 43.75 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 1027.4700 3048.4371 23.3160 6695 3 1016.8172 2.0103
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 414.4825 32209.2755 10 10.54 None 1187.6419 FVDIGIPANNK 8421.3410 1187.6432 16.5436 11956 2 594.3252 0.6981
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 414.4825 32209.2755 10 10.54 None 1339.6753 FAQYTGANAIAGR 2247.9320 1339.6746 21.5938 9992 2 670.3409 ‐0.8411
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 414.4825 32209.2755 10 10.54 None 1503.8134 MVLQMRGTIAAGQK 402.1731 1503.8220 17.7465 1625 2 752.4146 5.73
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 None 1187.6419 FVDIGIPANNK 7841.7350 1187.6432 16.5436 11956 2 594.3252 1.1447
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 Carbamidomethyl+C(13) 2177.0366 EGALGNIPIIAFCDTDSPMR 5230.4050 2177.0388 21.2283 5897 2 1089.0230 0.9519
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 None 1349.6655 ATNGSASSAQLSQK 96.6259 1349.6860 18.6892 2667 2 675.3466 15.1954
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 None 1480.7060 MATNGSASSAQLSQK 200.1828 1480.7212 19.7200 1686 2 740.8642 10.95
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 None 1503.8134 MVLQMRGTIAAGQK 233.2242 1503.8220 17.7465 1625 2 752.4146 5.33
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 None 1169.6313 FVDIGIPANNK 620.2725 1169.6344 16.6376 1056 2 585.3208 2.62
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 664.0228 32209.2755 10 10.54 Carbamidomethyl+C(13) 2160.0100 EGALGNIPIIAFCDTDSPMR 383.2088 2160.0147 20.0984 2501 2 1080.5110 2.1073
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1795.8683 LAEMPADSGYPAYLAAR 14156.8000 1795.8710 28.3699 13145 2 898.4392 1.75
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2092.0566 VSGPVVVADGMAGAAMYELVR 3544.8060 2092.0543 22.2593 11074 2 1046.5308 ‐0.7074
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1578.7170 FEDPAEGEDTLVEK 8416.6980 1578.7178 24.1407 9688 2 789.8625 0.4499
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1255.7005 LAADTPLLTGQR 1877.7680 1255.6988 24.1529 9074 2 628.3530 ‐1.7035
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1545.8054 TTLVANTSNMPVAAR 5400.1420 1545.8056 23.1255 8104 2 773.4064 0.0534
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1471.7639 EDDLNEIVQLVGK 2890.7830 1471.7671 34.7530 7773 2 736.3872 2.0543
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1019.5520 ISGDVYIPR 6535.8640 1019.5499 22.9619 7564 2 510.2786 ‐2.5847
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2553.7040 2203.0835 19.2392 6426 3 735.0327 ‐1.1064
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2080.9346 LTTFEDDEKESEYGYVR 2217.8870 2080.9368 24.2083 5728 3 694.3171 0.7102
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1335.7379 VGHDNLIGEIIR 3983.8630 1335.7342 29.5237 5324 2 668.3707 ‐3.0827
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3608.4000 2690.3619 35.3223 5023 3 897.4588 3.20
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1136.5735 FDPDFINIR 2873.5890 1136.5764 31.2112 4915 2 568.7918 2.1414
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMGK 2993.4000 3736.8214 24.3775 4663 3 1246.2786 ‐0.3023
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 883.4672 LGDLFYR 10454.2300 883.4660 16.8838 4055 2 442.2366 ‐2.0219
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 7304.8940 1675.7423 21.9654 3446 2 838.3748 2.34
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1319.9100 2465.1666 23.8841 3783 2 1233.0869 7.0031
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1367.6776 SYTMLQSWPVR 148.4154 1367.6560 30.6189 809 2 684.3316 ‐16.0526
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1574.8272 DALAEGDKITLETAK 2936.7110 1574.8277 23.9060 6615 3 525.6141 ‐0.2692
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2405.2275 EESVMKRTTLVANTSNMPVAAR 303.9834 2405.2151 17.1968 1218 4 602.0592 ‐5.1773
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1204.6420 EGDKITLETAK 218.6102 1204.6381 25.9584 2956 2 602.8227 ‐3.5530
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 Carbamidomethyl+C(6) 1038.5037 VVYVGCGER 217.9287 1038.5000 23.6961 1785 1 1038.5000 ‐2.6724
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 878.4982 LAADTPLLT 969.7992 878.4984 24.1353 1447 2 439.7528 ‐0.4420
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1553.7451 VADGMAGAAMYELVR 337.2927 1553.7462 19.6104 1325 2 777.3767 0.6380
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 770.3832 GDLFYR 1789.3480 770.3824 16.8720 1087 1 770.3824 ‐0.4600
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1275.6791 AEGDKITLETAK 134.4344 1275.6728 22.3467 868 2 638.3401 ‐5.2196
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1131.5827 QLTMTLPDGR 162.1150 1131.5846 24.3270 779 2 566.2959 1.95
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1777.8578 LAEMPADSGYPAYLAAR 413.6005 1777.8603 27.5522 4638 2 889.4338 1.79
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 1317.7274 VGHDNLIGEIIR 195.5684 1317.7211 30.9954 1527 2 659.3642 ‐5.0102
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 40 49.44 None 2673.3254 LEGDSATIQVYEETAGLTVNDPVLR 363.0450 2673.3175 35.6169 1164 3 891.7774 ‐3.0450
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1795.8683 LAEMPADSGYPAYLAAR 11204.4000 1795.8710 28.3699 13145 2 898.4392 1.51
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1255.7005 LAADTPLLTGQR 2957.5830 1255.6988 24.1529 9074 2 628.3530 ‐1.9731
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1545.8054 TTLVANTSNMPVAAR 5119.0240 1545.8056 23.1255 8104 2 773.4064 ‐0.0619
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1471.7639 EDDLNEIVQLVGK 1573.0590 1471.7671 34.7530 7773 2 736.3872 1.96
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3674.6160 2690.3619 35.3223 5023 3 897.4588 2.91
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1136.5735 FDPDFINIR 2824.7210 1136.5764 31.2112 4915 2 568.7918 1.83
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 9085.8210 1675.7423 21.9654 3446 2 838.3748 2.72
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1367.6776 SYTMLQSWPVR 194.8963 1367.6560 30.6189 809 2 684.3316 ‐16.2628
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 1351.6641 PADSGYPAYLAAR 192.9443 1351.6585 28.8907 1752 2 676.3329 ‐4.6207
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 929.2456 69154.7867 40 49.44 None 878.4982 LAADTPLLT 2066.5360 878.4984 24.1353 1447 2 439.7528 ‐0.9124
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1653.9244 MVDVLVEQNIVPGIK 49803.9500 1653.9252 19.8259 42223 2 827.4662 0.4517
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1307.6842 ATPEQVASYTLK 14366.9400 1307.6838 24.2007 20570 2 654.3455 ‐0.5909
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1387.7176 LASIGLENTEANR 21273.7100 1387.7167 22.5442 20087 2 694.3620 ‐0.8386
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 18736.6200 3024.5003 36.9456 19738 3 1008.8383 0.6913
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 2628.8470 2479.1939 21.5586 16528 2 1240.1006 1.94
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 873.4577 EAAWGLAR 16241.7700 873.4592 22.3719 12560 2 437.2332 1.0098
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 354.5320 2303.9933 30.3500 765 3 768.6693 ‐26.1467
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1543.8187 RLASIGLENTEANR 966.3327 1543.8192 24.9065 1097 3 515.2779 ‐0.2448
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 Carbamidomethyl+C(14) 3934.9181 GLVPLVGSYDESWCQGLDGLASRTAAYYQQGARFA 475.8457 3934.9087 25.4611 818 3 1312.3077 ‐2.0070
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 740.4665 NIVPGIK 113.9305 740.4629 17.8823 11819 1 740.4629 ‐4.2993



NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 997.5677 EQNIVPGIK 196.2112 997.5668 19.4736 3349 2 499.2870 ‐1.4179
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 373.2899 2606.2709 38.2575 3163 3 869.4285 ‐2.3695
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1222.6500 MVDVLVEQNIV 139.6030 1222.6546 18.6323 1433 2 611.8310 3.09
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1223.6340 MVDVLVEQNIV 191.1069 1223.6299 21.2727 811 2 612.3186 ‐3.7606
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1098.5538 IGLENTEANR 219.6518 1098.5472 23.1314 783 1 1098.5472 ‐5.0324
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6169.9150 33437.3367 25 43.09 None 1525.8081 RLASIGLENTEANR 489.1625 1525.8086 23.5664 2040 3 509.2744 ‐0.2995
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 1307.6842 ATPEQVASYTLK 6676.5490 1307.6838 24.2007 20570 2 654.3455 ‐0.8329
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 1387.7176 LASIGLENTEANR 7014.5180 1387.7167 22.5442 20087 2 694.3620 ‐1.0381
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 23631.9600 3024.5003 36.9456 19738 3 1008.8383 ‐0.1814
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 873.4577 EAAWGLAR 25799.6400 873.4592 22.3719 12560 2 437.2332 0.5367
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 1543.8187 RLASIGLENTEANR 950.8903 1543.8192 24.9065 1097 3 515.2779 ‐0.3647
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1923.5820 1669.9187 31.8303 4741 2 835.4630 ‐0.4210
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 447.0640 2606.2709 38.2575 3163 3 869.4285 ‐3.0296
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 None 1003.4803 GLENTEANR 186.6880 1003.4801 22.5511 753 1 1003.4801 0.2973
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3342.1200 33437.3367 25 43.09 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 117.1293 1651.9007 30.6263 2490 2 826.4540 ‐4.9316
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1653.9244 MVDVLVEQNIVPGIK 49803.9500 1653.9252 19.8259 42223 2 827.4662 0.4517
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1307.6842 ATPEQVASYTLK 14366.9400 1307.6838 24.2007 20570 2 654.3455 ‐0.5909
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1387.7176 LASIGLENTEANR 21273.7100 1387.7167 22.5442 20087 2 694.3620 ‐0.8386
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 18736.6200 3024.5003 36.9456 19738 3 1008.8383 0.6913
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 2628.8470 2479.1939 21.5586 16528 2 1240.1006 1.94
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 970.5680 AAQDILLAR 16095.5800 970.5666 23.7288 13304 2 485.7870 ‐1.9805
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 873.4577 EAAWGLAR 16241.7700 873.4592 22.3719 12560 2 437.2332 1.0098
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 901.5102 ANSLAQLGK 288.0749 901.5018 24.1815 2137 2 451.2545 ‐9.9311
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 354.5320 2303.9933 30.3500 765 3 768.6693 ‐26.1467
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 2081.9986 ANSLAQLGKYTGEGESEEAK 1110.9260 2082.0113 25.6190 4933 2 1041.5093 6.41
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1543.8187 RLASIGLENTEANR 966.3327 1543.8192 24.9065 1097 3 515.2779 ‐0.2448
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 Carbamidomethyl+C(14) 3934.9181 GLVPLVGSYDESWCQGLDGLASRTAAYYQQGARFA 475.8457 3934.9087 25.4611 818 3 1312.3077 ‐2.0070
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 740.4665 NIVPGIK 113.9305 740.4629 17.8823 11819 1 740.4629 ‐4.2993
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 997.5677 EQNIVPGIK 196.2112 997.5668 19.4736 3349 2 499.2870 ‐1.4179
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 373.2899 2606.2709 38.2575 3163 3 869.4285 ‐2.3695
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1222.6500 MVDVLVEQNIV 139.6030 1222.6546 18.6323 1433 2 611.8310 3.09
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1223.6340 MVDVLVEQNIV 191.1069 1223.6299 21.2727 811 2 612.3186 ‐3.7606
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1098.5538 IGLENTEANR 219.6518 1098.5472 23.1314 783 1 1098.5472 ‐5.0324
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 6548.9710 41978.8296 31 41.90 None 1525.8081 RLASIGLENTEANR 489.1625 1525.8086 23.5664 2040 3 509.2744 ‐0.2995
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 1307.6842 ATPEQVASYTLK 6676.5490 1307.6838 24.2007 20570 2 654.3455 ‐0.8329
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 1387.7176 LASIGLENTEANR 7014.5180 1387.7167 22.5442 20087 2 694.3620 ‐1.0381
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 23631.9600 3024.5003 36.9456 19738 3 1008.8383 ‐0.1814
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 970.5680 AAQDILLAR 18785.6800 970.5666 23.7288 13304 2 485.7870 ‐2.4019
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 873.4577 EAAWGLAR 25799.6400 873.4592 22.3719 12560 2 437.2332 0.5367
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 901.5102 ANSLAQLGK 97.8382 901.5018 24.1815 2137 2 451.2545 ‐10.3892
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 1543.8187 RLASIGLENTEANR 950.8903 1543.8192 24.9065 1097 3 515.2779 ‐0.3647
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1923.5820 1669.9187 31.8303 4741 2 835.4630 ‐0.4210
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 2606.2767 SQDSGLVPIVEPEIMLDGEHGIDR 447.0640 2606.2709 38.2575 3163 3 869.4285 ‐3.0296
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 585.4083 ILLAR 174.9362 585.4078 25.5706 1061 1 585.4078 ‐0.3557
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 None 1003.4803 GLENTEANR 186.6880 1003.4801 22.5511 753 1 1003.4801 0.2973
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 3779.0140 41978.8296 31 41.90 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 117.1293 1651.9007 30.6263 2490 2 826.4540 ‐4.9316
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1296.8470 29577.2064 5 14.50 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1296.8470 29577.2064 5 14.50 None 1238.6263 AYEIATTAAEAK 15506.5300 1238.6270 20.1802 5059 2 619.8171 0.2121
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1296.8470 29577.2064 5 14.50 None 1958.8834 LSEQAERYEEMVESMK 1381.4600 1958.8822 26.2223 1074 3 653.6323 ‐1.0032
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1296.8470 29577.2064 5 14.50 None 1448.6362 LSEQAERYEEMV 242.9061 1448.6328 26.3617 962 2 724.8200 ‐2.5445
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1296.8470 29577.2064 5 14.50 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 521.0714 29427.7440 3 9.13 None 1539.8377 VLSDVGDIPVQEIR 7053.2690 1539.8368 28.6542 5694 2 770.4220 ‐0.6949
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 521.0714 29427.7440 3 9.13 None 1100.6674 VIDASLTLIR 2945.7770 1100.6648 17.9967 2706 2 550.8361 ‐2.7952
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 521.0714 29427.7440 3 9.13 None 2116.0822 LGGPVDILHLDAHPDIYDR 465.1703 2116.1312 21.0913 4781 2 1058.5693 23.5522
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 5213.0460 1604.8100 25.0691 15103 2 802.9086 2.01
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 None 1359.7591 VATIQGLSGTGSLR 18694.2700 1359.7589 24.8334 7261 2 680.3831 ‐0.5584
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 None 1531.8366 TEELQPYVLNVVK 12194.3800 1531.8360 30.8857 5958 2 766.4216 ‐0.6461
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 None 962.5418 LNLGVGAYR 6033.2450 962.5397 23.8852 2870 2 481.7735 ‐3.1820
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 None 553.2980 VATIQG 213.3719 553.2969 24.3239 2144 1 553.2969 ‐1.6941
NP_001031767.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 51145.7943 6 11.26 None 957.5112 QGLSGTGSLR 540.1019 957.5143 24.8869 1189 2 479.2608 2.1736
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1523.8580 LGPNYLQLPVNAPK 78825.0900 1523.8564 18.4110 67862 2 762.4318 ‐1.2132
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1136.6786 APGVQTPVIVR 51045.7000 1136.6778 23.0273 63046 2 568.8425 ‐1.1791
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1984.9916 EGNFDLVGNNFPVFFIR 6395.2510 1984.9905 23.3231 10681 2 992.9989 ‐0.2857
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 2763.3390 2242.0632 21.6358 9949 3 748.0259 1.67
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1045.5524 SLLEEDAIR 13653.6200 1045.5522 24.4761 8432 2 523.2797 ‐0.7336
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1072.5422 WIDALSDPR 4239.8500 1072.5412 25.9327 7830 2 536.7742 ‐1.4303
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1255.5590 DEEVNYFPSR 15898.9000 1255.5596 23.0962 7014 2 628.2835 0.1947
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1127.5804 GSPETLRDPR 1422.0130 1127.5773 30.7275 2294 2 564.2923 ‐3.1926
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 988.5211 FSTVIHER 7720.9640 988.5268 17.7747 1357 2 494.7670 5.47
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 444.4982 1176.5783 32.1644 4021 1 1176.5783 6.95
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1219.5702 ENNFKEPGER 381.6566 1219.5815 22.1119 889 2 610.2944 8.77
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1280.6997 LGPNYLQLPVNA 373.3429 1280.7004 19.0100 2173 2 640.8538 0.1820
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 Carbamidomethyl+C(2) 550.2654 VCSGK 55.8180 550.2664 30.3751 2000 1 550.2664 2.1852
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 733.3879 APGVQTPV 120.7912 733.3898 22.0072 1728 1 733.3898 3.0537
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 812.4989 QTPVIVR 761.8447 812.4984 23.0299 1710 1 812.4984 0.0042
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 968.5887 GVQTPVIVR 1076.5530 968.5887 23.0265 1708 1 968.5887 0.7323
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1065.6415 PGVQTPVIVR 1112.0380 1065.6429 23.0286 893 2 533.3251 0.7684
NP_001031791.1 catalase 2 Arabidopsis thaliana 5105.5970 55337.2938 29 27.00 None 1967.9650 EGNFDLVGNNFPVFFIR 353.6344 1967.9597 21.3665 864 2 984.4835 ‐2.4523
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1136.6786 APGVQTPVIVR 68490.4500 1136.6778 23.0273 63046 2 568.8425 ‐1.5121



NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1072.5422 WIDALSDPR 2315.7950 1072.5412 25.9327 7830 2 536.7742 ‐1.7974
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 988.5211 FSTVIHER 11541.5000 988.5268 17.7747 1357 2 494.7670 4.29
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1679.7880 HMDGSGVNTYMLINK 3341.7190 1679.7922 25.6142 4522 3 560.6023 1.64
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 226.9988 2831.2996 30.4139 2144 4 708.5804 ‐0.8252
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 Carbamidomethyl+C(1) 1294.6460 CIIEKENNFK 297.6952 1294.6693 28.2341 1423 2 647.8383 17.3929
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 274.1725 2242.0995 35.8669 890 2 1121.5534 18.4408
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1219.5702 ENNFKEPGER 202.2433 1219.5815 22.1119 889 2 610.2944 8.88
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1065.6415 PGVQTPVIVR 1960.5740 1065.6429 23.0286 893 2 533.3251 0.3976
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 334.6894 2225.0267 35.5596 12027 2 1113.0170 ‐2.2434
NP_001031791.1 catalase 2 Arabidopsis thaliana 2144.1040 55337.2938 29 27.00 None 1202.5436 ENNFKEPGER 92.0881 1202.5507 22.7787 1030 2 601.7790 5.1817
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 1268.6270 GIPYLNTYDGR 5513.0290 1268.6270 26.8765 7537 2 634.8172 ‐0.2762
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 944.5411 LTIIEEAR 8682.9090 944.5401 22.6301 5838 2 472.7737 ‐1.6938
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 2132.9996 GSFETIHIQDSTGHEFATR 1824.8790 2133.0043 25.1795 3811 4 534.0065 2.56
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 1350.6834 FDVGNVVMVTGGR 2967.7910 1350.6958 18.0551 18653 2 675.8516 8.54
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 2057.0451 SIQFGQKGIPYLNTYDGR 350.0107 2057.0319 17.7528 1295 3 686.3488 ‐6.7695
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 989.5197 GNVVMVTGGR 205.9784 989.5155 20.4630 1577 1 989.5155 ‐3.4130
NP_001031846.1 40S ribosomal protein S4 2 Arabidopsis thaliana 833.4449 27821.3679 7 20.90 None 1694.8245 TIHIQDSTGHEFATR 581.5752 1694.8262 26.0035 1514 2 847.9167 1.0301
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 496.7787 33275.6936 4 15.00 None 2026.1219 YNIALLPGDGIGPEVISVAK 2384.0680 2026.1246 20.9061 4926 2 1013.5659 1.59
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 496.7787 33275.6936 4 15.00 None 1390.7940 LSDAILLGAIGGYK 6747.4820 1390.7978 20.4029 3928 2 695.9025 2.21
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 496.7787 33275.6936 4 15.00 None 1257.6950 ANVLDASILWR 626.1375 1257.6727 17.4348 4635 2 629.3400 ‐17.6875
NP_001031879.1 isopropylmalate dehydrogenase 1 Arabidopsis thaliana 496.7787 33275.6936 4 15.00 None 474.2823 LWR 33.7414 474.2808 18.4553 3231 1 474.2808 ‐3.2822
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 1526.9660 2641.3654 41.6978 3139 3 881.1267 3.15
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 2997.8570 2372.1153 31.8763 2668 3 791.3766 0.8150
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 933.4676 INAEDPFK 424.1694 933.4803 24.8424 4364 1 933.4803 14.0082
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 1651.8187 DHGINFIGPNPDSIR 548.2171 1651.7758 27.0823 2103 2 826.3915 ‐26.0679
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 374.1602 2197.1050 33.5518 1516 3 733.0399 ‐2.8000
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 Carbamidomethyl+C(12) 2077.0145 FGNVVHFGERDCSIQRR 282.2942 2076.9957 26.4124 1706 3 693.0034 ‐9.7727
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 Carbamidomethyl+C(9) 1740.8711 VVHFGERDCSIQRR 199.8391 1740.8664 26.4738 2458 3 580.9603 ‐3.4234
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 233.2593 54677.6432 8 8.62 None 488.2504 DPFK 55.8551 488.2512 25.1469 2084 1 488.2512 2.1371
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 1048.3070 47809.8511 5 7.21 None 1763.9174 VETLLNLDTKPYSDR 9708.2350 1763.9159 27.8406 34217 3 588.6435 ‐1.5616
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 1048.3070 47809.8511 5 7.21 None 1817.8565 HETASIDQFSWGVANR 19071.7700 1817.8548 27.9056 19251 3 606.6231 ‐1.6834
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 1048.3070 47809.8511 5 7.21 None 1535.8064 TLLNLDTKPYSDR 2402.3990 1535.8026 27.8490 1878 2 768.4049 ‐2.7235
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 1048.3070 47809.8511 5 7.21 None 621.2991 HETASI 84.6734 621.3015 29.5970 1330 1 621.3015 4.00
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 1048.3070 47809.8511 5 7.21 None 1321.6747 LNLDTKPYSDR 265.7324 1321.6725 28.9531 1032 2 661.3399 ‐2.1249
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1189.6609 DSTLIMQLLR 10581.2400 1189.6609 21.5883 14867 2 595.3341 0.0061
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 3285.6195 QAFDDAIAELDTLGEESYKDSTLIMQLLR 5185.0450 3285.6122 25.6436 2531 3 1095.8756 ‐0.6426
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1458.6716 MSTREENVYMAK 262.1764 1458.6767 17.9431 4070 2 729.8420 3.13
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 588.5966 2434.2115 20.2189 3133 3 812.0754 ‐21.2448
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 2331.2020 LGLALNFSVFYYEILNSPDR 255.1038 2331.2500 20.1296 1216 3 777.7548 21.0519
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1702.8858 VAKTVDVEELSVEER 280.1248 1702.8789 21.5633 3891 2 851.9431 ‐4.0508
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1081.5888 LIPSASPAESK 310.4719 1081.5863 20.5676 6765 2 541.2968 ‐2.2338
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1684.8752 VAKTVDVEELSVEER 129.6697 1684.8817 20.5949 1632 3 562.2987 3.83
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1107.8960 28605.2838 9 31.10 None 1172.6344 DSTLIMQLLR 659.5948 1172.6344 19.4252 1838 2 586.8209 0.1043
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 496.6594 45129.0609 5 8.85 None 2476.3116 AGVLVGTGMGGLTVFSEGVQNLIEK 1420.5890 2476.3109 23.8495 4810 3 826.1085 ‐0.4584
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 496.6594 45129.0609 5 8.85 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 14292.3900 1263.6007 21.6762 4488 2 632.3040 0.3398
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 496.6594 45129.0609 5 8.85 None 851.4734 ASPPNPLR 72.5252 851.4617 21.0160 2957 1 851.4617 ‐13.0246
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 496.6594 45129.0609 5 8.85 None 1821.9415 MGGLTVFSEGVQNLIEK 222.8073 1821.9348 25.4318 2482 2 911.4710 ‐3.5564
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 496.6594 45129.0609 5 8.85 None 834.4468 ASPPNPLR 103.3646 834.4453 21.0881 11073 2 417.7263 ‐2.4647
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 10849.2400 2242.1681 40.3859 6927 3 748.0609 1.08
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 None 1617.8483 VLNFAIDDAILEER 4024.4030 1617.8516 35.2229 6187 2 809.4294 2.0159
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 None 1085.6354 LIFIGPPGSGK 5421.1520 1085.6335 17.6571 5335 2 543.3204 ‐2.1536
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 None 1021.5465 GFILDGFPR 76.3812 1021.5319 36.6608 7029 2 511.2696 ‐14.8417
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 Carbamidomethyl+C(27) 3246.6055 EAMEKGELVSDDLVVGIIDEAMNKPKCQK 1302.8410 3246.6076 22.4323 3572 3 1082.8740 0.7651
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 1813.1360 21047.2994 6 28.42 None 859.4672 FIGPPGSGK 561.7862 859.4678 17.6780 998 1 859.4678 1.62
NP_001077438.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 1738.0500 10057.4443 5 67.71 None 1769.8931 AAGVSIESYWPMLFAK 1940.1710 1769.8962 22.9952 9578 2 885.4518 1.61
NP_001077438.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 1738.0500 10057.4443 5 67.71 Carbamidomethyl+C(8) 2756.3369 STVGELACSYAVMILEDEGIAITADK 3966.0730 2756.3310 22.7271 6291 3 919.4485 ‐1.1870
NP_001077438.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 1738.0500 10057.4443 5 67.71 None 2142.0496 NVTDLIMNVGAGGGGAAPAAEEK 1421.3980 2142.0700 18.2019 5051 3 714.6948 9.18
NP_001077438.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 1738.0500 10057.4443 5 67.71 None 1124.5598 SYWPMLFAK 348.9272 1124.5616 21.4418 1477 1 1124.5616 3.1670
NP_001077438.1 60S acidic ribosomal protein P1 1 Arabidopsis thaliana 1738.0500 10057.4443 5 67.71 None 2125.0230 NVTDLIMNVGAGGGGAAPAAEEK 418.7097 2125.0189 17.2574 1073 2 1063.0131 ‐2.0252
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 1611.9105 ALLDDPVFRPLVEK 13557.9100 1611.9095 19.4384 47855 3 537.9747 ‐1.0186
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 19917.8700 2280.0581 22.0788 41576 2 1140.5327 ‐1.2663
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 2069.0808 QMGLSDKDIVALSGAHTLGR 7458.5580 2069.0806 17.4055 20768 3 690.3651 0.0600
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 1427.7893 LDDPVFRPLVEK 2717.6340 1427.7866 19.4184 7452 2 714.3969 ‐1.8857
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 1314.7052 DDPVFRPLVEK 2608.0680 1314.7073 19.4337 2534 2 657.8573 1.14
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 870.5196 FRPLVEK 125.1405 870.5198 16.7413 979 2 435.7636 0.3577
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 1593.8999 ALLDDPVFRPLVEK 747.0222 1593.8966 20.8832 3232 2 797.4519 ‐2.0807
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 2961.2020 27805.3852 8 21.69 None 2052.0543 QMGLSDKDIVALSGAHTLGR 443.4576 2052.0512 18.6367 16566 3 684.6886 ‐1.3846
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 1025.6102 IGGIGTVPVGR 47345.7100 1025.6084 22.8661 125630 2 513.3078 ‐2.6882
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 63668.7000 1451.6724 20.8755 69059 3 484.5623 ‐1.5215
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 975.5510 LPLQDVYK 19920.9400 975.5482 24.0939 65912 2 488.2777 ‐3.8240
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 1026.4891 STNLDWYK 50025.9600 1026.4884 23.7633 47447 2 513.7478 ‐1.5956
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 914.5669 QTVAVGVIK 27050.8100 914.5656 20.8046 39681 2 457.7864 ‐2.5570
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 1120.5997 STTTGHLIYK 1666.9200 1120.6025 16.9654 4911 2 560.8049 1.38
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 798.4832 IGTVPVGR 1252.9050 798.4822 22.2068 11860 2 399.7448 ‐2.4570
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 912.5261 GGIGTVPVGR 2969.4780 912.5262 22.8672 8282 1 912.5262 0.5166
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 685.3992 GTVPVGR 788.9478 685.3981 22.8655 7529 1 685.3981 ‐1.0898
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 838.4094 NLDWYK 23681.0200 838.4101 23.7605 4891 1 838.4101 1.25
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 Carbamidomethyl+C(2) 1288.6103 YCTVIDAPGHR 1852.3800 1288.6099 20.8760 2334 2 644.8086 ‐0.8928
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 685.4607 VAVGVIK 1296.1650 685.4613 20.8046 1922 1 685.4613 1.74



NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 786.5084 TVAVGVIK 247.8430 786.5091 20.8030 1514 1 786.5091 1.88
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 765.4002 IDAPGHR 129.7858 765.4016 20.8712 1354 1 765.4016 2.56
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 862.4669 PLQDVYK 258.0813 862.4653 23.1626 1155 1 862.4653 ‐1.3861
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 932.5200 TTGHLIYK 832.6570 932.5188 16.9743 814 2 466.7631 ‐2.2857
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5657.3350 41716.3073 17 15.59 None 896.5564 QTVAVGVIK 184.3307 896.5532 20.8032 1408 2 448.7803 ‐4.5915
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1037.6717 AVALVLPNLK 18645.6500 1037.6702 18.8027 32778 2 519.3388 ‐1.3871
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1456.7795 VVDLADIVANNWK 56367.6800 1456.7784 20.9539 27839 2 728.8929 ‐0.6761
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1780.0215 VPTPNVSVVDLVVQVSK 3252.3100 1780.0242 21.2436 25656 2 890.5157 1.64
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1786.8184 VIAWYDNEWGYSQR 33537.7300 1786.8173 18.8239 19917 2 893.9123 ‐0.6430
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1831.9800 ELGIDLVIEGTGVFVDR 1130.4650 1831.9871 25.6093 5792 2 916.4972 3.38
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1384.7795 AAALNIVPTSTGAAK 14169.8900 1384.7801 15.7319 2318 2 692.8937 0.4764
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 867.5662 ALVLPNLK 1807.0420 867.5667 18.8033 2539 1 867.5667 1.28
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 683.4450 VLPNLK 1199.9670 683.4455 18.8035 1482 1 683.4455 1.05
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 1482.8526 PNVSVVDLVVQVSK 554.8421 1482.8505 20.7328 1325 2 741.9289 ‐1.3890
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 613.3192 VVDLAD 174.7527 613.3214 20.8956 1268 1 613.3214 4.0211
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 5286.4990 34560.8260 11 27.13 None 796.5291 LVLPNLK 1350.2300 796.5294 18.8023 854 1 796.5294 1.1678
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1434.7587 AASFNIIPSSTGAAK 50229.9900 1434.7555 16.8917 212123 2 717.8814 ‐2.2549
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1676.9734 TLLFGEKPVTVFGIR 32510.5100 1676.9750 20.3007 122459 3 559.6632 0.6385
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1761.7867 LVSWYDNEWGYSSR 135541.8000 1761.7866 18.7033 96188 2 881.3970 ‐0.0761
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 59430.5900 2741.2696 24.1901 69442 2 1371.1385 ‐1.1846
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 2033.0736 FGIVEGLMTTVHSITATQK 1149.7090 2033.0785 23.2748 36937 3 678.3644 2.27
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1140.6445 VVDLIVHMSK 44073.8200 1140.6443 16.3642 31347 2 570.8258 ‐0.1839
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1498.8475 VPTVDVSVVDLTVR 19298.0400 1498.8468 19.1919 23890 2 749.9270 ‐0.4902
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 2172.0091 GILGYTEDDVVSTDFVGDNR 2684.2710 2172.0093 19.2081 18485 2 1086.5083 0.0053
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 2594.6950 2923.3666 21.9123 15002 3 975.1271 2.76
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1869.0692 VPTVDVSVVDLTVRLEK 317.8081 1869.0809 20.3112 999 3 623.6985 6.59
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1292.6845 SFNIIPSSTGAAK 243.8802 1292.6790 18.5590 9090 2 646.8432 ‐4.1844
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 700.3665 AASFNII 238.2210 700.3677 18.1426 3846 1 700.3677 2.04
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 868.4523 HSITATQK 74.7776 868.4483 23.5432 3321 1 868.4483 ‐3.7072
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1349.7576 FGEKPVTVFGIR 8062.6450 1349.7563 20.2951 3178 2 675.3818 ‐0.9266
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 714.3967 IVHMSK 10343.8900 714.3970 16.3624 2808 1 714.3970 1.0107
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1462.8417 LFGEKPVTVFGIR 321.2397 1462.8481 21.0993 2467 2 731.9277 4.05
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1054.6255 VDLTVRLEK 849.6183 1054.6224 18.6538 1518 1 1054.6224 ‐1.5857
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1205.6525 FNIIPSSTGAAK 235.4450 1205.6488 17.1786 996 2 603.3280 ‐2.9983
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 827.4808 LIVHMSK 1545.6440 827.4813 16.3697 954 1 827.4813 1.87
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1276.5229 YDNEWGYSSR 528.7227 1276.5270 18.7212 767 1 1276.5270 5.1696
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17297.0800 33905.9091 21 51.61 None 1743.7762 LVSWYDNEWGYSSR 379.0828 1743.7810 18.3327 3668 3 581.9318 2.71
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 1099.6358 VSAVDLSLAPK 32691.0100 1099.6356 25.7043 20373 2 550.3214 ‐0.6135
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 15935.2200 1797.8324 23.3284 17073 3 599.9490 ‐1.2114
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 1186.5990 TLFSLDSFEK 2910.3900 1186.5997 19.5607 16115 2 593.8035 0.2083
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 3822.1660 2191.1065 24.1349 14784 2 1096.0569 0.1998
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 916.5350 ALLTLEEK 9577.2230 916.5346 24.3190 8108 2 458.7709 ‐1.0087
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 1702.8898 WVTDSDVIVGILEEK 1523.3800 1702.8921 37.7954 2553 2 851.9497 1.80
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 3298.9110 2984.5610 39.4455 5106 4 746.8957 3.43
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 2174.1227 IDDKWVTDSDVIVGILEEK 1888.0870 2174.1249 38.5484 2864 3 725.3798 0.7015
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 842.4982 VDLSLAPK 215.7487 842.4974 27.2089 3451 1 842.4974 ‐0.2555
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 428.1486 1556.6866 23.8924 3145 2 778.8470 ‐2.9509
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 510.2558 SFEK 88.3202 510.2576 21.9609 1572 1 510.2576 3.94
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 1000.5673 SAVDLSLAPK 2814.1940 1000.5663 25.6824 1334 1 1000.5663 ‐0.1570
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 3959.1400 23568.8964 26 43.87 None 898.5244 ALLTLEEK 1349.4710 898.5252 24.7387 3736 2 449.7663 0.2868
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 1099.6358 VSAVDLSLAPK 53367.9500 1099.6356 25.7043 20373 2 550.3214 ‐0.9662
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 15517.7700 1797.8324 23.3284 17073 3 599.9490 ‐1.4604
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 916.5350 ALLTLEEK 8990.5420 916.5346 24.3190 8108 2 458.7709 ‐1.4588
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 1702.8898 WVTDSDVIVGILEEK 1545.2880 1702.8921 37.7954 2553 2 851.9497 1.62
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 3592.6270 2984.5610 39.4455 5106 4 746.8957 3.43
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 2174.1227 IDDKWVTDSDVIVGILEEK 2519.0790 2174.1249 38.5484 2864 3 725.3798 0.2612
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 842.4982 VDLSLAPK 158.0386 842.4964 26.7596 5008 1 842.4964 ‐1.7244
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 732.4138 LTLEEK 2405.8790 732.4105 24.3153 2084 1 732.4105 ‐4.0555
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 9973.2000 1556.6914 23.3207 1625 2 778.8493 ‐0.0109
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 1000.5673 SAVDLSLAPK 3003.1740 1000.5663 25.6824 1334 1 1000.5663 ‐0.5197
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 616.3202 PFSQR 140.7744 616.3206 24.5758 1231 1 616.3206 1.1130
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 778.4564 1655.7642 23.3291 1169 2 828.3857 2.26
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 4462.0440 23568.8964 26 43.87 None 898.5244 ALLTLEEK 1938.0950 898.5252 24.7387 3736 2 449.7663 ‐0.1730
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7188.5310 16163.0733 8 27.81 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 24433.7500 1474.7572 22.0006 28497 2 737.8823 ‐0.0288
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7188.5310 16163.0733 8 27.81 None 2099.9954 IVMELYADTTPETAENFR 32955.6500 2099.9971 31.1330 28131 2 1050.5022 1.1630
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7188.5310 16163.0733 8 27.81 None 1116.5394 VYFDMTVGGK 15019.4000 1116.5391 16.9150 13178 2 558.7732 ‐0.7381
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7188.5310 16163.0733 8 27.81 None 1514.6758 YADTTPETAENFR 303.7661 1514.6789 28.3697 837 2 757.8431 1.37
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5050.3740 16163.0733 8 27.81 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 28018.0100 1474.7572 22.0006 28497 2 737.8823 ‐0.1819
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 5050.3740 16163.0733 8 27.81 None 2099.9954 IVMELYADTTPETAENFR 20575.2400 2099.9971 31.1330 28131 2 1050.5022 1.25
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1443.6520 16163.0733 8 27.81 None 1116.5394 VYFDMTVGGK 20762.7500 1116.5391 16.9150 13178 2 558.7732 ‐0.2239
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1443.6520 16163.0733 8 27.81 None 1651.9279 HVVFGQVVEGLNVVR 690.9264 1651.9239 18.7976 11116 3 551.3128 ‐2.7437
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1618.8660 VASPQQAQEVHVAVR 43531.9200 1618.8673 19.3514 17525 3 540.2939 0.0869
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1303.6641 IDISGQNSWVGK 2452.0110 1303.6649 24.5443 10616 2 652.3361 0.0639
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1435.7427 GGAFTGEISVEQLK 1621.2680 1435.7413 28.0969 10580 2 718.3743 ‐1.3698
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 931.4843 LEEREAGK 684.9307 931.5020 21.6751 7554 2 466.2546 17.9029
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1672.8190 LDAAAVSSHQSFFHR 392.5231 1672.7967 30.9561 4103 2 836.9020 ‐13.4178
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1762.9269 MAATSLTAPPSFSGLRR 448.3269 1762.9335 28.3813 2720 3 588.3160 3.0762
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1475.7853 AATSLTAPPSFSGLR 1360.3210 1475.7554 26.5004 2076 2 738.3813 ‐20.5567
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1606.8258 MAATSLTAPPSFSGLR 175.6604 1606.8532 54.4995 933 3 536.2892 16.3645



NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 Carbamidomethyl+C(13) 2141.0696 LEEREAGKTFDVCFAQLK 567.7708 2141.0913 34.5308 4810 3 714.3686 9.93
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1498.7074 LDAAAVSSHQSFFH 247.8348 1498.7119 30.9788 4794 2 749.8596 2.76
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 860.4625 PPSFSGLR 161.8493 860.4591 27.6082 2512 1 860.4591 ‐3.4868
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1448.7605 SPQQAQEVHVAVR 429.6432 1448.7628 20.2142 999 3 483.5925 0.9430
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 980.4796 LDAAAVSSHQ 198.4295 980.4813 31.3767 948 1 980.4813 2.30
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 913.4738 LEEREAGK 498.6927 913.4770 21.4545 886 2 457.2421 2.75
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 2442.1720 32477.6350 15 29.74 None 1286.6375 IDISGQNSWVGK 462.8374 1286.6404 25.3065 2393 2 643.8238 1.09
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1419.7552 GVAFETIPVDLMK 48511.8300 1419.7495 20.3273 66585 2 710.3784 ‐4.1963
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1514.8213 LAGVLDVYEAHLSK 28894.4800 1514.8185 17.8112 55005 3 505.6110 ‐2.4203
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 11290.6000 2349.2109 21.1749 33191 2 1175.1091 ‐0.1337
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 886.5608 ALVTLIEK 16521.4300 886.5597 26.1425 18736 2 443.7835 ‐1.8881
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1102.5680 VYGPHFASPK 1527.8500 1102.5697 19.5554 9299 2 551.7885 1.1122
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1042.6619 RALVTLIEK 1610.4580 1042.6612 24.0932 6098 2 521.8343 ‐1.1592
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1003.4996 YGPHFASPK 1463.6550 1003.4999 19.5499 7010 2 502.2536 ‐0.2820
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 702.4396 VTLIEK 6991.5150 702.4391 26.1407 4874 1 702.4391 ‐0.2596
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1592.7955 QPFGTVPAVVDGDYK 499.3692 1592.8030 22.4262 3289 2 796.9051 4.81
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1174.6103 LDVYEAHLSK 281.7935 1174.6087 17.5962 2692 2 587.8080 ‐1.7821
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 506.2643 DLMK 58.2693 506.2623 18.8798 1945 1 506.2623 ‐3.7568
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 1061.5262 DVYEAHLSK 206.1535 1061.5322 19.6520 1200 2 531.2698 5.48
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 597.2515 DGDYK 91.4046 597.2534 19.0403 1174 1 597.2534 3.82
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 8620.6010 18678.6004 28 40.96 None 840.4363 GPHFASPK 920.7401 840.4337 19.5565 948 1 840.4337 ‐2.4136
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 886.5608 ALVTLIEK 22317.8300 886.5597 26.1425 18736 2 443.7835 ‐2.3542
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 1102.5680 VYGPHFASPK 1253.5130 1102.5697 19.5554 9299 2 551.7885 0.7610
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 1419.7552 GVAFETIPVDLMK 1175.7610 1419.7487 26.6498 6687 2 710.3780 ‐4.9924
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 914.4942 SQGPDLLGK 797.3940 914.4909 19.9507 1259 2 457.7491 ‐4.6701
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 1042.6619 RALVTLIEK 1860.5400 1042.6612 24.0932 6098 2 521.8343 ‐1.5422
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 702.4396 VTLIEK 8555.8480 702.4391 26.1407 4874 1 702.4391 ‐0.3174
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 1286.3800 18678.6004 28 40.96 None 840.4363 GPHFASPK 665.9128 840.4337 19.5565 948 1 840.4337 ‐2.6125
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1419.7552 GVAFETIPVDLMK 77576.0500 1419.7495 20.3273 66585 2 710.3784 ‐3.9704
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1514.8213 LAGVLDVYEAHLSK 38018.5000 1514.8185 17.8112 55005 3 505.6110 ‐2.3480
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 6844.3750 2349.2109 21.1749 33191 2 1175.1091 ‐0.7916
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1592.7955 QPFGTVPAVVDGDYK 251.7610 1592.8030 22.4262 3289 2 796.9051 4.94
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1174.6103 LDVYEAHLSK 308.2114 1174.6087 17.5962 2692 2 587.8080 ‐1.3232
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1368.7310 QPAYLALQPFGTV 740.7166 1368.7326 20.3228 1442 2 684.8699 1.1285
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 10188.7000 18678.6004 28 40.96 None 1061.5262 DVYEAHLSK 294.3527 1061.5204 17.8169 1031 1 1061.5204 ‐4.0059
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 649.6236 30675.0078 4 19.51 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLNIPTK 4748.0010 3550.9046 23.9021 10235 3 1184.3064 ‐1.1665
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 649.6236 30675.0078 4 19.51 None 1303.6740 GDLKEVSEEVAK 196.5649 1303.6794 20.3027 13099 2 652.3433 4.1796
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 649.6236 30675.0078 4 19.51 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1029.5980 1858.9560 16.7128 3821 2 929.9816 ‐5.2990
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 649.6236 30675.0078 4 19.51 None 1458.8315 VGLVAPIDVVVQPGN 113.2792 1458.8246 24.0094 2738 2 729.9159 ‐4.7061
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1555.7131 MFVLDEADEMLSR 33691.4500 1555.7149 35.8133 13148 2 778.3611 1.0778
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1401.7332 GLDVIQQAQSGTGK 28500.6600 1401.7318 22.4569 11102 2 701.3695 ‐1.2326
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1827.9388 GIYAYGFEKPSAIQQR 3538.0430 1827.9396 25.5406 8719 3 609.9847 ‐0.0010
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1017.5463 DELTLEGIK 3102.4660 1017.5449 26.1443 2463 2 509.2761 ‐1.8650
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1026.5255 QFYVNVEK 736.0779 1026.5079 19.0026 1051 2 513.7576 ‐17.6007
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2307.0090 46042.8078 11 14.93 None 1383.7227 GLDVIQQAQSGTGK 411.6625 1383.7269 22.0714 798 2 692.3671 2.01
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2070.7610 46042.8078 11 14.93 None 1555.7131 MFVLDEADEMLSR 29448.1700 1555.7149 35.8133 13148 2 778.3611 0.9677
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2070.7610 46042.8078 11 14.93 None 1401.7332 GLDVIQQAQSGTGK 25160.3900 1401.7318 22.4569 11102 2 701.3695 ‐1.4246
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2070.7610 46042.8078 11 14.93 None 1827.9388 GIYAYGFEKPSAIQQR 5511.6930 1827.9396 25.5406 8719 3 609.9847 ‐0.2653
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2070.7610 46042.8078 11 14.93 None 1598.7849 QFYVNVEKEEWK 765.5914 1598.7845 26.3144 2109 3 533.5997 ‐0.9684
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 2070.7610 46042.8078 11 14.93 None 1383.7227 GLDVIQQAQSGTGK 460.8993 1383.7269 22.0714 798 2 692.3671 2.85
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1517.5980 33304.4075 2 3.80 None 1318.7001 DDLFNINAGIVK 39963.4200 1318.7016 32.2033 19711 2 659.8544 0.5714
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 1517.5980 33304.4075 2 3.80 None 1301.6736 DDLFNINAGIVK 244.9988 1301.6807 33.4904 4633 2 651.3440 4.68
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 None 1821.9534 GAELVLFPEGFIGGYPR 34417.0100 1821.9543 22.3693 18328 2 911.4808 0.6102
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 21412.3200 1481.6937 23.8939 14405 2 741.3505 ‐0.4534
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 10676.2000 2164.0370 31.7764 11083 2 1082.5221 ‐0.0523
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 None 946.5026 LMPTSLER 1066.5680 946.5012 21.3554 10701 2 473.7542 ‐2.0994
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 None 2052.0495 VTIVQSSTVYNDTPATIDK 5176.0870 2052.0479 25.7472 9744 2 1026.5276 ‐0.4947
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 17491.6300 1189.5798 24.8350 8339 2 595.2935 0.8710
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 None 605.3253 TSLER 112.3237 605.3268 22.2591 2633 1 605.3268 2.03
NP_001078234.1 nitrilase 1 Arabidopsis thaliana 4030.5410 38551.4378 8 25.43 None 1102.6143 IPVYDTPIGK 176.3432 1102.6090 32.3060 994 1 1102.6090 ‐3.7809
NP_001078260.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1097.7010 23539.5744 3 21.8 None 2544.2576 AGDSTPEELANATQVQGDYLPIVR 5198.5340 2544.2645 32.6447 11120 3 848.7597 2.89
NP_001078260.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1097.7010 23539.5744 3 21.8 None 1244.6593 SLEGLQTNVQR 6097.5210 1244.6594 20.7498 10793 2 622.8333 ‐0.2946
NP_001078260.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1097.7010 23539.5744 3 21.8 None 936.5037 GFTLEELK 4011.6910 936.5014 27.5243 10542 2 468.7544 ‐2.9996
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1354.8620 17747.6425 4 32.03 None 2544.2576 AGDSTPEELANATQVQGDYLPIVR 6744.4630 2544.2645 32.6447 11120 3 848.7597 1.04
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1354.8620 17747.6425 4 32.03 None 936.5037 GFTLEELK 2466.0280 936.5014 27.5243 10542 2 468.7544 ‐3.4391
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1354.8620 17747.6425 4 32.03 None 1019.5057 TWFNQPAR 2301.3090 1019.5065 22.8524 3927 2 510.2569 ‐0.1653
NP_001078261.1 60S ribosomal protein L13 1 Arabidopsis thaliana 1354.8620 17747.6425 4 32.03 None 1074.5864 EKPTMELVK 809.7875 1074.5995 20.7863 1612 2 537.8034 11.97
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 1116.5870 GLFPMLADPR 1514.5830 1116.5840 50.6489 7367 2 558.7956 ‐3.1620
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 7478.3250 2485.2818 43.0443 6064 3 829.0988 1.56
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 1503.7584 VVDSMTDNLRPTR 1430.9690 1503.7615 20.2340 3628 3 501.9253 1.46
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 1407.8040 2711.3986 42.9635 3002 3 904.4711 3.92
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 1260.6583 EVISTWGVQNK 674.9659 1260.6283 25.5933 2012 1 1260.6283 ‐22.5984
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 Carbamidomethyl+C(6) 1297.6569 ASVIICFTSSGR 174.1656 1297.6659 20.1674 1483 2 649.3366 6.13
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 1131.5463 VVDSMTDNLR 313.7893 1131.5452 21.5199 3805 2 566.2762 ‐1.4259
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 556.9799 52288.9193 15 15.19 None 1114.5197 VVDSMTDNLR 240.6621 1114.5254 20.2408 845 2 557.7663 4.68
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 1116.5870 GLFPMLADPR 1107.8450 1116.5840 50.6457 6658 2 558.7956 ‐3.4920
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 8857.3470 2485.2818 43.0443 6064 3 829.0988 0.7270
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 1503.7584 VVDSMTDNLRPTR 737.2275 1503.7615 20.2340 3628 3 501.9253 1.52
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 1994.3850 2711.3986 42.9635 3002 3 904.4711 2.57



NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 Carbamidomethyl+C(6) 1297.6569 ASVIICFTSSGR 112.9569 1297.6659 20.1674 1483 2 649.3366 6.39
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 1131.5463 VVDSMTDNLR 406.9423 1131.5452 21.5199 3805 2 566.2762 ‐1.7617
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 614.5924 52288.9193 15 15.19 None 1114.5197 VVDSMTDNLR 133.5532 1114.5254 20.2408 845 2 557.7663 4.20
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2674.4670 16743.9467 6 15.54 None 1434.7111 LTPDYDALDVANK 26616.6200 1434.7107 25.7855 26737 2 717.8590 ‐0.4922
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2674.4670 16743.9467 6 15.54 None 1140.5605 YPLTTESAMK 4980.5020 1140.5612 20.7382 14963 2 570.7842 0.1626
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2674.4670 16743.9467 6 15.54 None 845.4363 DALDVANK 253.3166 845.4370 24.4749 917 1 845.4370 1.53
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1686.2390 16743.9467 6 15.54 None 1434.7111 LTPDYDALDVANK 13854.5700 1434.7107 25.7855 26737 2 717.8590 ‐0.6667
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1686.2390 16743.9467 6 15.54 None 1140.5605 YPLTTESAMK 6768.6620 1140.5612 20.7382 14963 2 570.7842 ‐0.1684
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1686.2390 16743.9467 6 15.54 None 1660.8905 IEDNNTLVFIVDIR 126.2319 1660.8515 32.0805 5463 2 830.9294 ‐23.5342
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 1645.8003 EGLPAFPMGNIDQTR 5671.6910 1645.8052 31.4615 12030 2 823.4062 2.47
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 10051.1400 1086.5990 22.5614 8575 2 543.8031 0.7478
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 10180.4600 1350.6697 23.8135 6334 2 675.8385 0.8534
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 1980.0410 QIGVIGWGSQGPAQAQNLR 1186.8170 1980.0423 17.9714 5187 2 990.5248 0.9232
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 823.3945 SDIFGER 11174.0600 823.3943 20.1863 4255 2 412.2008 ‐0.9115
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 1439.7417 APVSLDFETSVFK 457.7599 1439.7383 33.1556 4018 2 720.3728 ‐2.5264
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 2027.9954 TISTQGMLAVYNSLSEEGK 624.7212 2027.9917 20.0992 1182 2 1014.4995 ‐1.5144
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 Carbamidomethyl+C(2) 503.2647 VCPK 50.1998 503.2619 20.3961 7832 1 503.2619 ‐5.2685
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 13 16.7 None 736.3624 DIFGER 145.4832 736.3639 19.2197 5162 1 736.3639 2.10
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 561.5463 64211.7382 13 16.7 None 1645.8003 EGLPAFPMGNIDQTR 7614.1030 1645.8052 31.4615 12030 2 823.4062 2.26
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 561.5463 64211.7382 13 16.7 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 14147.9200 1086.5990 22.5614 8575 2 543.8031 0.3881
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 561.5463 64211.7382 13 16.7 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 6348.5960 1350.6697 23.8135 6334 2 675.8385 0.6342
NP_001078309.1 ketol acid reductoisomerase Arabidopsis thaliana 561.5463 64211.7382 13 16.7 Carbamidomethyl+C(2) 503.2647 VCPK 72.4212 503.2619 20.3961 7832 1 503.2619 ‐5.1225
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 606.0604 15148.9616 2 8.40 None 1371.7202 LVNYQHLMPTR 7217.6280 1371.7194 15.7303 4192 3 457.9113 ‐1.2521
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 606.0604 15148.9616 2 8.40 None 1353.7096 LVNYQHLMPTR 622.4187 1353.7167 16.4397 3279 3 451.9104 4.69
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 4097.6410 21508.2141 3 13.83 None 1040.6463 LVTPLTLQR 67127.8600 1040.6450 16.8821 11277 2 520.8261 ‐1.1851
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 4097.6410 21508.2141 3 13.83 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 9776.8110 1826.0460 22.9168 6015 2 913.5266 0.1774
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 4097.6410 21508.2141 3 13.83 None 727.4461 PLTLQR 1325.8020 727.4436 16.8721 1140 1 727.4436 ‐2.8125
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1658.8285 YGAGIGPGVYDIHSPR 37697.7200 1658.8271 24.7904 48713 3 553.6139 ‐1.4158
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 45324.1200 2140.2621 24.8091 41449 2 1070.6347 0.0998
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1411.7904 GGIGVIQIDEAALR 132059.2000 1411.7911 31.4634 41248 2 706.3992 0.3452
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 25089.9100 2861.4296 20.9201 38731 3 954.4814 0.1367
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1116.5531 IPSSEEIADR 29118.7500 1116.5533 18.3628 37017 2 558.7803 ‐0.2715
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1096.5786 YLFAGVVDGR 53433.4300 1096.5770 17.8210 35120 2 548.7921 ‐1.9271
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1146.6769 SFELLSLLPK 21514.5700 1146.6765 22.6193 31559 2 573.8419 ‐0.7389
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1181.6313 GVTAFGFDLVR 62013.7800 1181.6318 20.0859 30384 2 591.3196 0.0294
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 942.5619 VVEVNALAK 32939.5400 942.5601 20.4042 30290 2 471.7837 ‐2.5139
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1199.5732 FALESFWDGK 7477.6810 1199.5748 20.2857 29181 2 600.2910 1.0000
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 23952.3600 2384.2197 40.2187 28623 3 795.4114 1.0678
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11937.4400 2213.1410 22.3122 25729 2 1107.0741 ‐1.6865
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1235.5759 GNASVPAMEMTK 42986.1900 1235.5770 21.0900 23528 2 618.2921 0.5365
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2310.3068 LNLPILPTTTIGSFPQTVELR 13122.8700 2310.3025 22.3731 21745 2 1155.6549 ‐1.3073
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2075.0880 ALAGQKDEALFSANAAALASR 12458.1300 2075.0895 28.3409 19102 3 692.3680 0.3810
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 2397.3480 2418.2563 25.5595 11603 2 1209.6318 ‐3.5381
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 831.4822 EVITELK 31294.7900 831.4814 20.1999 9849 2 416.2443 ‐1.7010
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1294.9000 3013.4211 21.1484 8785 4 754.1107 1.68
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 734.4559 LLSVFR 3019.3600 734.4547 16.9068 2674 1 734.4547 ‐1.1016
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1506.7547 DEALFSANAAALASR 855.0378 1506.7574 17.7234 2075 2 753.8824 1.75
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 874.4629 VTNEGVQK 164.2160 874.4648 18.5888 2011 1 874.4648 2.59
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 704.3937 SQLASAK 258.3615 704.4083 21.7027 4277 1 704.4083 21.1674
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 793.3873 QMSAAGTK 364.3013 793.3816 18.1968 1622 1 793.3816 ‐6.5811
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 2641.9420 2438.4047 21.2937 15673 3 813.4731 1.0007
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1457.7594 IPSSEEIADRVNK 566.2192 1457.7584 21.3067 2894 2 729.3829 ‐0.8702
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2452.3235 TLDLVKAGFPEGKYLFAGVVDGR 1152.3990 2452.3077 22.9091 1425 3 818.1074 ‐6.6251
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 2071.9971 FALESFWDGKSTAEDLQK 492.9919 2072.0155 34.0581 1009 2 1036.5114 9.68
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1179.6004 IPSSEEIADRV 426.4451 1179.6013 22.7174 6416 2 590.3043 0.3023
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 603.3712 ITELK 8107.4800 603.3708 20.3854 3799 1 603.3708 ‐0.2370
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1632.8996 TLDLVKAGFPEGKYL 565.9360 1632.8966 20.7714 3647 2 816.9520 ‐1.8311
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 508.2878 SVFR 272.9769 508.2867 16.8963 3178 1 508.2867 ‐1.9538
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1983.9957 HYDQVLDTTAMLGAVPPR 585.9083 1983.9856 22.1428 2678 2 992.4964 ‐4.8258
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 Carbamidomethyl+C(12) 1798.9157 LEQNILWVNPDCGLK 266.0191 1798.9195 20.2329 2449 3 600.3114 1.20
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1140.5796 PGVYDIHSPR 98.6415 1140.5840 24.5839 2311 1 1140.5840 4.34
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 843.4934 VEVNALAK 250.3501 843.4948 22.0711 1792 1 843.4948 2.89
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1246.6790 IGSFPQTVELR 509.0363 1246.6790 22.9136 1539 2 623.8431 ‐0.3488
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 474.2671 IADR 59.8408 474.2655 16.4737 1254 1 474.2655 ‐3.0595
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 912.5764 ELLSLLPK 388.5011 912.5804 22.6076 1144 1 912.5804 5.0895
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 739.3410 SFWDGK 123.3877 739.3375 20.1810 952 1 739.3375 ‐4.1268
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1228.6606 PVLVMDLEGQK 259.5729 1228.6556 40.4664 943 2 614.8314 ‐4.4286
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1028.5735 IQIDEAALR 1309.6400 1028.5776 31.4632 853 1 1028.5776 4.90
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 933.5152 LFAGVVDGR 604.0285 933.5193 17.8136 833 1 933.5193 5.1680
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1900.9763 ALAGQKDEALFSANAAALAS 370.7074 1900.9701 28.3643 791 2 950.9887 ‐3.0685
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 44 44.58 None 1217.5653 GNASVPAMEMTK 281.8388 1217.5602 19.7167 1021 2 609.2837 ‐4.5734
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1581.8370 TIEKPVEDPSELPK 54085.7700 1581.8374 21.1451 48501 3 527.9506 ‐0.3440
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 40805.9800 2564.3042 22.7350 37576 3 855.4396 0.2505
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1763.9174 VETLLNLDTKPYSDR 9642.1040 1763.9159 27.8406 34217 3 588.6435 ‐1.3299
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 4575.8020 3000.4047 21.1771 24715 3 1000.8064 1.09
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 545.3293 LSLNV 5550.7630 545.3287 26.1795 20924 1 545.3287 ‐0.9251
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1817.8565 HETASIDQFSWGVANR 14559.4000 1817.8548 27.9056 19251 3 606.6231 ‐1.4243
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 899.5673 AILNLSLR 5751.8730 899.5636 18.1638 13594 2 450.2854 ‐4.7212
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1775.9690 IIAEYIWIGGSGIDLR 2049.4020 1775.9682 21.7361 3966 2 888.4877 ‐0.4156



NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1135.5994 EEGGFEVIKK 3050.3680 1135.5992 19.6965 2763 2 568.3032 ‐0.5917
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1416.7441 VLALQSDNSTVNR 1168.3910 1416.7475 16.8922 1327 2 708.8774 2.1462
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 1782.3600 2676.2698 22.3367 15409 3 892.7614 ‐0.3503
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 Carbamidomethyl+C(11) 1901.9758 MAQILAASPTCQMRVPK 476.1339 1901.9669 28.3712 1295 3 634.6605 ‐5.1033
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 995.5044 VEDPSELPK 447.9419 995.5040 22.1890 10257 2 498.2556 ‐0.9599
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1225.5947 TIEKPVEDPSE 208.8199 1225.5892 20.9252 3564 2 613.2982 ‐4.8142
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 2418.1976 VSGEVPWFGIEQEYTLLQQNV 474.5109 2418.1994 23.8303 3072 3 806.7380 0.5452
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1367.7053 EKPVEDPSELPK 4918.5410 1367.7044 21.1486 3007 2 684.3558 ‐0.8943
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 670.3770 PSELPK 185.6012 670.3773 22.4527 3004 1 670.3773 0.8669
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 602.3620 NLSLR 130.3147 602.3623 19.8072 1704 1 602.3623 0.8747
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 1664.8490 ETLLNLDTKPYSDR 1658.8850 1664.8451 27.8462 1616 2 832.9262 ‐2.3548
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 621.2991 HETASI 96.7034 621.3015 29.5970 1330 1 621.3015 4.48
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 30 43.72 None 640.3242 WPLGW 92.0482 640.3264 22.3462 1003 1 640.3264 3.65
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 33604.1900 2564.3042 22.7350 37576 3 855.4396 1.1435
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 9538.6840 3000.4047 21.1771 24715 3 1000.8064 2.49
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 899.5673 AILNLSLR 9640.1590 899.5636 18.1638 13594 2 450.2854 ‐4.0008
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 832.4008 2623.3322 19.0052 10423 3 875.1156 1.90
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEALAAQK 7585.5540 3842.9747 25.5856 9275 3 1281.6631 ‐1.3179
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 1775.9690 IIAEYIWIGGSGIDLR 1944.5670 1775.9682 21.7361 3966 2 888.4877 ‐0.5284
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 1280.6957 TPAGEPIPTNKR 448.9347 1280.7004 19.0100 2173 2 640.8538 3.15
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 602.3620 NLSLR 874.5412 602.3621 18.1336 1522 1 602.3621 0.5024
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 3237.3510 47809.8511 30 43.72 None 2073.0287 GQAPGEDSEVILYPQAIFR 639.1756 2073.0396 21.8926 1349 2 1037.0234 5.1594
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1988.2690 29912.4653 5 16.41 None 1630.7959 LYSIASSAIGDFGDSK 16051.5500 1630.7968 18.4161 11782 2 815.9020 0.5191
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1988.2690 29912.4653 5 16.41 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 18396.5400 1347.6079 29.0110 8979 2 674.3076 0.2799
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1988.2690 29912.4653 5 16.41 None 1307.6842 LVYTNDGGEIVK 5144.9870 1307.6836 21.7709 6693 2 654.3454 ‐0.7567
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1988.2690 29912.4653 5 16.41 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 1026.1900 1792.8021 32.0591 1432 2 896.9047 ‐2.4439
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1988.2690 29912.4653 5 16.41 None 1154.5324 ASSAIGDFGDSK 473.4588 1154.5343 16.6765 2218 2 577.7708 1.60
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 1203.6368 EIEYPGQVLR 47681.4400 1203.6364 25.2372 69596 2 602.3218 ‐0.7610
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 49710.1100 2360.1617 24.0227 56345 2 1180.5845 ‐1.0768
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 1343.6842 KFVESAATSFSVA 1501.9930 1343.6865 26.6268 9318 2 672.3469 1.24
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 Carbamidomethyl+C(16) 2486.3184 HQLITATVNGGKLYICKAQAGDK 616.1148 2486.3244 21.7000 892 3 829.4463 2.53
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 961.5102 EYPGQVLR 210.4202 961.5071 24.0018 10771 1 961.5071 ‐2.3989
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 Carbamidomethyl+C(7) 1508.7890 GGKLYICKAQAGDK 401.7737 1508.7891 21.4958 3003 2 754.8982 ‐0.0469
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 535.2399 EIEY 205.0910 535.2383 25.8303 1796 1 535.2383 ‐2.5772
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 832.4676 YPGQVLR 1927.1480 832.4662 25.2418 1591 1 832.4662 ‐0.9453
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 6943.9580 23816.0454 19 39.27 None 1325.6736 KFVESAATSFSVA 280.0810 1325.6713 22.8789 995 2 663.3393 ‐2.0272
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 1203.6368 EIEYPGQVLR 47760.3100 1203.6364 25.2372 69596 2 602.3218 ‐1.0584
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 1343.6842 KFVESAATSFSVA 3591.2370 1343.6865 26.6268 9318 2 672.3469 1.95
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 669.4042 PGQVLR 9610.5270 669.4043 25.2350 3918 1 669.4043 0.5709
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 961.5102 EYPGQVLR 1630.2790 961.5110 25.2365 2408 1 961.5110 1.16
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 832.4676 YPGQVLR 1996.8540 832.4662 25.2418 1591 1 832.4662 ‐1.1361
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 2180.8360 23816.0454 19 39.27 None 1325.6736 KFVESAATSFSVA 415.3027 1325.6787 25.8485 2731 2 663.3430 3.67
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4438.9090 23816.0454 19 39.27 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 43481.7000 2360.1617 24.0227 56345 2 1180.5845 ‐1.7450
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4438.9090 23816.0454 19 39.27 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQEVGGKPY 675.7237 4704.2299 22.4959 15296 4 1176.8129 ‐1.6415
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4438.9090 23816.0454 19 39.27 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 1393.9790 2386.1226 17.7403 4323 3 796.0457 0.3107
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 4438.9090 23816.0454 19 39.27 None 4687.2111 QAYFGETASEGGFDNNAVATANILESSSQEVGGKPY 1251.1710 4687.2125 23.2946 5238 4 1172.5586 0.3024
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1384.7795 AAALNIVPTSTGAAK 37499.7300 1384.7766 24.1214 77857 2 692.8919 ‐2.3069
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 113510.0000 1833.9093 36.1385 37962 2 917.4583 2.85
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1037.6717 AVALVLPNLK 16360.9400 1037.6702 18.8027 32778 2 519.3388 ‐1.9763
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1456.7795 VVDLADIVANNWK 48873.0500 1456.7784 20.9539 27839 2 728.8929 ‐0.8667
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1780.0215 VPTPNVSVVDLVVQVSK 4756.0480 1780.0242 21.2436 25656 2 890.5157 1.30
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1254.6113 TFAEEVNAAFR 44709.9600 1254.6109 29.5472 24932 2 627.8091 ‐0.6742
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1786.8184 VIAWYDNEWGYSQR 29496.0200 1786.8173 18.8239 19917 2 893.9123 ‐0.5199
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1555.6805 GTMTTTHSYTGDQR 32595.8900 1555.6800 14.2297 13294 3 519.2315 ‐0.9096
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1627.8537 DSPLDVVVINDTGGVK 7010.7300 1627.8538 31.0643 12255 2 814.4305 ‐0.0224
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1768.8501 TFAEEVNAAFRDAAEK 212.2893 1768.8175 20.8642 1949 3 590.2773 ‐18.8891
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 464.2616 AAFR 231.4285 464.2610 31.9759 11228 1 464.2610 ‐1.1868
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 867.5662 ALVLPNLK 1889.0620 867.5667 18.8033 2539 1 867.5667 1.12
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1482.8526 PNVSVVDLVVQVSK 461.9484 1482.8505 20.7328 1325 2 741.9289 ‐1.5548
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1058.5840 NIVPTSTGAAK 160.0549 1058.5817 25.7400 1301 2 529.7945 ‐2.6973
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 613.3192 VVDLAD 164.1092 613.3214 20.8956 1268 1 613.3214 4.0527
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1397.6114 MTTTHSYTGDQR 8603.9170 1397.6119 14.2263 966 2 699.3096 0.1575
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 796.5291 LVLPNLK 1257.9120 796.5294 18.8023 854 1 796.5294 0.9881
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 13528.9500 37952.2598 18 37.43 None 1266.5709 TTTHSYTGDQR 5366.4230 1266.5718 14.2307 761 2 633.7895 0.3346
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 1158.6517 GVLLYGPPGTGK 22905.0000 1158.6524 16.1685 8741 2 579.8298 0.1179
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 896.4472 TAAVTDYR 269.2026 896.4433 19.7710 3768 1 896.4433 ‐3.5957
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 1276.6896 AIASNIDANFLK 2795.4830 1276.6891 28.5064 3030 2 638.8482 ‐0.6729
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 931.5459 VVSSAIIDK 705.6948 931.5304 22.7945 2698 2 466.2689 ‐17.1926
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 776.3937 YGPPGTGK 1103.3920 776.3929 17.4028 1131 1 776.3929 ‐0.4828
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 946.0018 37743.2038 17 19.70 None 878.4367 TAAVTDYR 109.4672 878.4336 19.8845 10942 1 878.4336 ‐2.7802
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1158.6517 GVLLYGPPGTGK 25395.2200 1158.6524 16.1685 8741 2 579.8298 0.5920
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1800.9564 ESIELPLMNPELFLR 3891.5810 1800.9565 23.8382 3546 2 900.9819 0.0027
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1276.6896 AIASNIDANFLK 1577.8870 1276.6576 18.1769 3696 2 638.8324 ‐25.0167
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1934.9892 TLMELLNQLDGFDQLGK 295.8693 1934.9790 24.7605 1294 2 967.9931 ‐5.3309
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1312.6831 LIREMFNYAR 606.2075 1312.6498 17.5915 1105 2 656.8286 ‐25.2766
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1392.7589 VVLDMTTLTIMR 158.0422 1392.7251 25.6191 1049 1 1392.7251 ‐22.0720
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1050.5077 LIREMFNY 111.8528 1050.5025 18.6417 3138 1 1050.5025 ‐3.5657
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1021.5313 SNIDANFLK 320.2335 1021.5361 18.7874 1949 2 511.2717 4.00
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 776.3937 YGPPGTGK 565.5203 776.3929 17.4028 1131 1 776.3929 ‐0.3263



NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1182.5724 IREMFNYAR 205.5935 1182.5681 16.4557 1006 2 591.7877 ‐3.5823
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 1179.2220 37743.2038 17 19.70 None 1017.5000 AIASNIDANF 140.9723 1017.5051 17.9523 923 2 509.2562 5.1366
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1573.8432 GVTTIIGGGDSVAAVEK 138375.7000 1573.8439 26.2354 62206 2 787.4256 0.3503
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1404.7369 ELDYLVGAVSNPK 56924.9500 1404.7363 28.1431 42132 2 702.8718 ‐0.6773
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1933.9767 LASLADLYVNDAFGTAHR 3176.7230 1933.9784 19.6005 30636 3 645.3310 0.4725
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 999.5986 FSLAPLVPR 10896.7700 999.5970 19.1586 29849 2 500.3021 ‐2.1391
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1100.6562 IGVIESLLEK 20205.9300 1100.6556 19.8289 27217 2 550.8315 ‐0.9307
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1539.8992 GVSLLLPTDVVIADK 29383.2500 1539.8999 20.6496 19856 2 770.4536 0.2976
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1146.6001 SVGDLNSVDLK 905.4949 1146.5987 21.9400 4334 2 573.8030 ‐1.6825
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 2028.9469 ADLNVPLDDNQNITDDTR 5546.4890 2028.9461 26.4027 3820 2 1014.9767 ‐0.0823
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1220.7474 VILSTHLGRPK 5942.6720 1220.7473 13.6713 2514 3 407.5873 ‐0.7661
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 713.4556 AAIPTIK 5436.0130 713.4550 20.0740 2138 1 713.4550 ‐0.2935
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1447.8671 FLKPSVAGFLLQK 374.7463 1447.8530 19.2138 7096 3 483.2892 ‐10.3922
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1579.8942 VLPGVVALDEATPVTV 1455.1500 1579.8999 36.0145 3605 2 790.4536 3.38
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 652.4141 APLVPR 137.4413 652.4105 17.1276 33645 1 652.4105 ‐5.0454
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 831.4822 IESLLEK 308.3256 831.4865 22.3137 6601 2 416.2469 4.44
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 581.3770 PLVPR 121.0735 581.3766 19.1581 2219 1 581.3766 ‐0.2224
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 642.4185 AIPTIK 79.1334 642.4158 20.1235 1960 1 642.4158 ‐3.6908
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 957.5251 PTDVVIADK 1510.2970 957.5253 20.6747 1903 1 957.5253 0.9542
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 571.3814 IPTIK 317.8151 571.3815 21.7639 1789 1 571.3815 0.4700
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 987.5721 GVIESLLEK 304.9467 987.5721 19.8220 1672 1 987.5721 0.8461
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1070.6092 LPTDVVIADK 201.9412 1070.6136 21.1379 1494 2 535.8105 3.80
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 940.4734 GVTTIIGGGDS 454.1944 940.4732 25.5644 1423 1 940.4732 0.5202
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1008.5949 LSTHLGRPK 1947.6520 1008.5937 13.6503 1269 2 504.8005 ‐1.7034
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 852.5302 SLAPLVPR 210.2766 852.5296 19.1602 806 1 852.5296 0.0458
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10270.8800 42729.4379 35 39.01 None 1129.5735 SVGDLNSVDLK 356.0625 1129.5751 19.7256 1123 2 565.2912 0.9557
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1573.8432 GVTTIIGGGDSVAAVEK 151398.5000 1573.8439 26.2292 59497 2 787.4256 0.2511
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1404.7369 ELDYLVGAVSNPK 65085.2300 1404.7363 28.1431 42132 2 702.8718 ‐0.8677
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 713.4556 AAIPTIK 4780.3010 713.4550 20.0740 2138 1 713.4550 ‐0.3626
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1933.9767 LASLADLYVNDAFGTAHR 2090.8780 1933.9792 30.3973 1707 3 645.3313 0.5852
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1579.8942 VLPGVVALDEATPVTV 1287.5380 1579.8999 36.0145 3605 2 790.4536 3.66
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1518.7646 AQGLSVGSSLVEEDK 612.1836 1518.7593 24.4133 1646 2 759.8833 ‐3.7156
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 642.4185 AIPTIK 64.6531 642.4158 20.1235 1960 1 642.4158 ‐3.6872
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 571.3814 IPTIK 234.8918 571.3815 21.7639 1789 1 571.3815 0.5463
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1175.5943 LASLADLYVND 497.3120 1175.5957 30.4356 1734 2 588.3015 0.5196
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 1102.5739 IGGGDSVAAVEK 2260.2530 1102.5700 26.2272 1510 1 1102.5700 ‐2.9725
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 8756.8600 42729.4379 35 39.01 None 989.4898 GGGDSVAAVEK 5666.1260 989.4903 26.2299 1468 1 989.4903 0.9481
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 6957.8670 2607.3607 37.2572 8602 3 869.7918 1.47
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 1310.6297 GLDFSALMDDVK 27794.6000 1310.6300 35.5261 8387 2 655.8186 ‐0.0385
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 1759.8394 LAGSTFMEYLPMGGSAK 9460.8990 1759.8427 20.1111 8365 2 880.4250 1.95
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 1256.6157 LAYGDNSEFIK 5064.7870 1256.6147 23.9757 8232 2 628.8110 ‐1.1978
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 7612.5360 1404.7259 21.0845 7995 2 702.8666 ‐0.5456
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 934.5105 VNVGVGAYR 6593.2680 934.5100 19.5298 3805 2 467.7586 ‐1.1749
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 936.4828 MALAMMIR 2410.0280 936.4960 17.9890 1547 2 468.7517 13.5617
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 Carbamidomethyl+C(20) 2416.2402 VNVGVGAYRDDNGKPVVLECVR 469.1366 2416.1856 33.0206 1051 3 806.0667 ‐22.7958
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 1113.5285 LAGSTFMEYL 284.8810 1113.5309 20.5457 1819 1 1113.5309 3.1644
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 1741.8288 LAGSTFMEYLPMGGSAK 480.5122 1741.8261 18.6877 1938 2 871.4167 ‐1.4610
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2220.6100 48099.9890 22 28.14 None 917.4839 VNVGVGAYR 216.6596 917.4833 19.0739 1064 1 917.4833 0.0548
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 7297.3960 2607.3607 37.2572 8602 3 869.7918 1.40
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 1310.6297 GLDFSALMDDVK 21188.8600 1310.6300 35.5261 8387 2 655.8186 ‐0.2790
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 1256.6157 LAYGDNSEFIK 2877.9710 1256.6147 23.9757 8232 2 628.8110 ‐1.4670
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 9298.5670 1404.7259 21.0845 7995 2 702.8666 ‐0.7360
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 934.5105 VNVGVGAYR 9075.7850 934.5100 19.5298 3805 2 467.7586 ‐1.6155
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 1914.9708 IFLEDGHHIGISQSYAK 349.6272 1914.9384 27.3187 3455 3 638.9843 ‐17.6708
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 1353.7161 LGSPLSWEHVTK 186.8817 1353.6832 34.0834 2019 2 677.3452 ‐24.8168
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 878.4288 SALMDDVK 201.4767 878.4278 36.2357 1300 1 878.4278 ‐0.7139
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1692.6390 48099.9890 22 28.14 None 835.4421 NVGVGAYR 355.5471 835.4428 19.0142 1282 1 835.4428 1.34
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1453.7546 FVIGGPHGDAGLTGR 23791.8300 1453.7536 15.5014 33428 3 485.2560 ‐1.3459
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 Carbamidomethyl+C(2)
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1043.5302 NDGGAMIPIR 1873.0540 1043.5301 22.9704 12661 2 522.2687 ‐0.6098
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 9383.1010 2383.2732 26.3176 10303 4 596.5738 0.1687
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 2714.4060 2649.3366 27.4029 7875 4 663.0896 ‐0.0042
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1141.6113 TIFHLNPSGR 2678.9360 1141.6111 15.2662 4735 2 571.3092 ‐0.6031
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 967.5095 TQVTVEYK 4796.0810 967.5091 17.2609 4543 2 484.2582 ‐0.9495
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 843.5047 SVVAAGLAR 2505.7270 843.5060 18.3942 4219 2 422.2566 0.8968
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 1021.3060 1229.6085 20.9725 1343 3 410.5410 ‐1.5572
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 2067.9328 METFLFTSESVNEGHPDK 390.0240 2067.9415 26.7354 2675 2 1034.4744 4.78
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1094.5337 GGPHGDAGLTGR 2916.7540 1094.5330 15.4974 1361 2 547.7701 ‐1.1780
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 Carbamidomethyl+C(8) 1772.8008 SDAILDACLEQDPESK 235.9930 1772.8052 30.3893 879 2 886.9063 2.25
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1372.7332 PDIAQGVHGHLTK 240.2005 1372.7271 26.0926 841 2 686.8672 ‐4.6758
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 927.4795 FHLNPSGR 1291.4220 927.4810 15.2698 807 2 464.2441 0.9988
NP_001118458.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 2091.0330 42953.7605 15 37.69 None 1025.5197 NDGGAMIPIR 412.8752 1025.5179 21.1366 11778 2 513.2626 ‐2.2768
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1762.4180 16267.9939 5 18.30 None 1355.6689 NTADTTIYSIEK 5310.8570 1355.6706 23.0408 5305 2 678.3389 0.9632
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1762.4180 16267.9939 5 18.30 None 1130.5688 EIEDAVADLR 20591.9700 1130.5691 24.9779 4370 2 565.7882 ‐0.1289
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1762.4180 16267.9939 5 18.30 None 2061.0135 NTADTTIYSIEKSLGEYR 1589.8710 2061.0108 23.2450 1196 2 1031.0090 ‐0.9761
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1762.4180 16267.9939 5 18.30 None 639.2984 EIEDAV 134.5482 639.2994 24.3692 1867 1 639.2994 1.27
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1762.4180 16267.9939 5 18.30 None 1140.5783 ADTTIYSIEK 491.0262 1140.5777 22.7764 961 2 570.7925 ‐0.9861



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1647.8159 NQVAMNPVNTVFDAK 61442.5700 1647.8169 29.2257 42259 2 824.4121 0.5663
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1473.6856 TTPSYVAFTDSER 46848.7900 1473.6850 24.2317 42225 2 737.3461 ‐0.5807
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1680.8340 NAVVTVPAYFNDSQR 29437.2300 1680.8336 27.9045 35712 2 840.9204 ‐0.2292
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 47784.6900 2560.2594 34.7296 33837 3 854.0913 2.29
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1675.7307 ATAGDTHLGGEDFDNR 28242.3200 1675.7306 19.2352 30373 3 559.2484 ‐0.5333
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 80558.8000 1386.7278 26.8158 27608 2 693.8675 ‐1.6712
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1215.6514 DAGVIAGLNVMR 62625.7400 1215.6507 29.6772 25095 2 608.3290 ‐0.9668
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1358.6158 NALENYAYNMR 30306.8000 1358.6155 25.4549 24737 2 679.8114 ‐0.4542
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1426.7649 STVHDVVLVGGSTR 8284.1510 1426.7644 21.0153 16107 3 476.2597 ‐0.9370
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1278.6300 MVNHFVQEFK 36930.2300 1278.6319 15.6533 15040 2 639.8196 1.1838
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1230.5307 FSDSSVQSDMK 102045.3000 1230.5308 18.9435 14611 2 615.7690 ‐0.2907
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1313.6194 FEELNMDLFR 16381.8100 1313.6211 34.3791 9869 2 657.3142 0.9334
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1566.8084 EFAAEEISSMVLIK 3873.7210 1566.8106 36.1676 7280 2 783.9089 1.05
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 951.9443 3148.4987 43.9438 8294 3 1050.1711 1.0225
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1257.1900 2266.1426 24.4800 3731 4 567.2911 0.0885
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1979.9015 MVQEAEKYKSEDEEHK 601.9940 1979.9207 35.4498 1931 3 660.6451 9.88
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1825.9225 LIGRRFSDSSVQSDMK 543.6392 1825.9412 26.2777 1896 3 609.3186 9.77
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 945.5265 LIGRRFSD 131.1158 945.5304 25.3645 4517 2 473.2689 3.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1503.6459 AGDTHLGGEDFDNR 21187.8800 1503.6481 19.2327 3330 2 752.3277 1.42
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 873.4975 IAGLNVMR 123.6112 873.5021 31.3765 2901 2 437.2547 4.18
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 188.9415 1015.5571 26.1446 2608 2 508.2822 ‐3.9120
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1147.5895 VNHFVQEFK 12616.2000 1147.5920 15.6597 2283 2 574.2996 1.48
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1432.6088 GDTHLGGEDFDNR 2391.9790 1432.6122 19.2365 1260 2 716.8098 2.08
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 639.3097 STVHDV 200.6893 639.3081 20.9700 1203 1 639.3081 ‐2.0229
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1200.6484 LIGRRFSDSSV 194.6188 1200.6460 27.5720 1192 2 600.8266 ‐2.3555
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1119.5905 LIGRRFSDSS 191.5561 1119.5877 27.7331 1135 1 1119.5877 ‐1.5115
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1604.6936 TAGDTHLGGEDFDNR 2214.9610 1604.6972 19.2346 1028 2 802.8523 2.87
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1629.8054 NQVAMNPVNTVFDAK 1149.9320 1629.8106 27.2772 4335 2 815.4090 3.07
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1408.7543 STVHDVVLVGGSTR 275.4790 1408.7549 19.9006 2317 2 704.8811 0.2382
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 17818.3100 57578.9412 73 52.78 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1647.8159 NQVAMNPVNTVFDAK 73242.5100 1647.8169 29.2257 42259 2 824.4121 0.5052
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1473.6856 TTPSYVAFTDSER 41208.4600 1473.6850 24.2317 42225 2 737.3461 ‐0.7344
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1680.8340 NAVVTVPAYFNDSQR 37262.6200 1680.8336 27.9045 35712 2 840.9204 ‐0.2727
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 39237.7100 2560.2594 34.7296 33837 3 854.0913 1.62
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 57810.7900 1386.7278 26.8158 27608 2 693.8675 ‐1.8712
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1215.6514 DAGVIAGLNVMR 59501.3200 1215.6507 29.6772 25095 2 608.3290 ‐1.2578
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1358.6158 NALENYAYNMR 15251.7700 1358.6155 25.4549 24737 2 679.8114 ‐0.6691
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1659.8952 IINEPTAAAIAYGLDK 26197.8600 1659.8980 30.2748 21503 2 830.4526 1.73
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1426.7649 STVHDVVLVGGSTR 13855.9500 1426.7644 21.0153 16107 3 476.2597 ‐0.9973
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1313.6194 FEELNMDLFR 15918.7800 1313.6211 34.3791 9869 2 657.3142 0.6945
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1822.9408 IQAGPADKPMIYVEYK 2268.7680 1822.9372 25.8938 8302 3 608.3172 ‐2.7005
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1566.8084 EFAAEEISSMVLIK 3654.2500 1566.8105 36.1597 6615 2 783.9089 1.1877
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1278.6300 MVNHFVQEFK 551.2291 1278.6068 23.6842 2446 2 639.8070 ‐18.6890
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2050.3330 3148.4987 43.9438 8294 3 1050.1711 0.0868
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1515.7440 2266.1426 24.4800 3731 4 567.2911 0.0885
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1235.6089 MNPVNTVFDAK 310.2286 1235.6140 28.3581 3536 2 618.3106 3.21
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 873.4975 IAGLNVMR 104.0027 873.5021 31.3765 2901 2 437.2547 4.87
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 153.6733 1015.5571 26.1446 2608 2 508.2822 ‐4.3095
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 639.3097 STVHDV 1644.4100 639.3081 20.9700 1203 1 639.3081 ‐2.0161
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1641.8846 IINEPTAAAIAYGLDK 2012.5970 1641.8868 29.4798 10177 2 821.4470 1.38
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1629.8054 NQVAMNPVNTVFDAK 377.0593 1629.8106 27.2772 4335 2 815.4090 3.1400
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 10852.7700 57578.9412 73 52.78 None 1642.8687 IINEPTAAAIAYGLDK 484.2501 1642.8648 31.7667 4551 2 821.9360 ‐2.4456
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1787.9902 IINEPTAAAIAYGLDKK 47330.7500 1787.9899 17.4255 77000 3 596.6682 ‐0.3259
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1278.6300 MVNHFVQEFK 16972.0400 1278.6319 15.6533 15040 2 639.8196 1.38
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 296.5142 2560.2640 20.0955 4318 3 854.0928 5.36
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1215.6514 DAGVIAGLNVMR 2017.9450 1215.6555 18.1723 2239 2 608.3314 3.03
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1659.8952 IINEPTAAAIAYGLDK 679.3510 1659.8592 20.4214 5725 2 830.4332 ‐21.7356
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1434.7311 MVNHFVQEFKR 105.3226 1434.7610 21.1318 3246 2 717.8842 20.9078
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1803.9170 NQVAMNPVNTVFDAKR 318.5503 1803.9361 20.8048 949 2 902.4717 10.65
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 907.5247 IAYGLDKK 175.5002 907.5260 16.3187 18723 2 454.2666 1.20
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1483.7387 GAAVQGAILSGEGNEK 614.8826 1483.7374 19.7646 6897 2 742.3723 ‐0.8926
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1031.5884 AAIAYGLDKK 1646.7710 1031.5891 18.5361 2485 2 516.2982 0.7429
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1147.5895 VNHFVQEFK 11602.9500 1147.5920 15.6597 2283 2 574.2996 2.95
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 793.4203 DAGVIAGLN 219.5225 793.4211 18.4707 2065 1 793.4211 1.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1120.6361 AAAIAYGLDKK 151.5810 1120.6315 16.1271 1831 2 560.8194 ‐4.0665
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 1964.2860 57578.9412 73 52.78 None 1242.6088 MVNHFVQEFK 147.7944 1242.6066 23.2652 1086 1 1242.6066 0.0396
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1200.6947 VVAVSDITGAIR 15125.3400 1200.6932 17.2558 22178 2 600.8502 ‐1.5910
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 2182.0663 FIVEAANHPTDPDADEILSK 6961.2680 2182.0663 27.2415 13403 3 728.0270 ‐0.2810
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1296.7158 NPEGIDINALIK 4260.0720 1296.7177 31.6011 11318 2 648.8625 1.1749
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1061.5473 DLSLSELER 35996.5200 1061.5476 27.8652 10040 2 531.2774 ‐0.2347
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1162.6103 TAVADIPYGGAK 806.0794 1162.6065 19.7306 9393 2 581.8069 ‐3.6184
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1065.5510 MGAFTLGVNR 12424.6700 1065.5491 16.7494 8583 2 533.2782 ‐2.2344



NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 863.4808 SLMIPFR 1850.5370 863.4783 18.4813 3545 2 432.2428 ‐3.4688
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 Carbamidomethyl+C(5) 1845.9124 GGIGCSPRDLSLSELER 581.4753 1845.9073 32.1398 955 2 923.4573 ‐2.6107
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 843.4934 VNLELQK 476.3328 843.4931 20.4033 2607 1 843.4931 0.2260
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 Carbamidomethyl+C(17) 2989.5048 TAVADIPYGGAKGGIGCSPRDLSLSELER 1405.6730 2989.5281 25.4794 1086 3 997.1809 7.73
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 532.3242 IPFR 56.9025 532.3264 17.6321 2298 1 532.3264 4.63
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 663.3647 MIPFR 2208.7290 663.3671 18.4893 2258 1 663.3671 4.1079
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 870.4356 TAVADIPYG 211.6037 870.4307 19.6734 1682 1 870.4307 ‐4.9219
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 833.4363 SLSELER 896.0092 833.4386 27.8705 1094 1 833.4386 3.01
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1002.5578 AVSDITGAIR 255.5815 1002.5540 17.2508 981 1 1002.5540 ‐3.0063
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 832.4523 SDITGAIR 320.4444 832.4497 17.2484 901 1 832.4497 ‐2.4867
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1043.5368 DLSLSELER 234.1744 1043.5394 27.2135 2229 2 522.2733 2.0071
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 2082.5100 45041.2796 18 23.60 None 1144.5997 TAVADIPYGGAK 339.6997 1144.5986 19.9889 1115 2 572.8029 ‐1.3830
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1025.6102 IGGIGTVPVGR 39282.7000 1025.6084 22.8661 125630 2 513.3078 ‐2.2961
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2280.1403 MTPTKPMVVETFSEYPPLGR 39902.4300 2280.1383 18.6876 119220 3 760.7176 ‐1.1654
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 31809.0200 2506.3294 19.7333 107060 3 836.1146 ‐0.2571
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 80992.8800 1451.6724 20.8755 69059 3 484.5623 ‐1.4485
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 975.5510 LPLQDVYK 17703.0900 975.5482 24.0939 65912 2 488.2777 ‐3.4052
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1026.4891 STNLDWYK 45331.1600 1026.4884 23.7659 48009 2 513.7478 ‐1.1869
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 914.5669 QTVAVGVIK 19837.3800 914.5656 20.8046 39681 2 457.7864 ‐2.1058
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 780.4138 YDEIIK 20778.9300 780.4138 18.6718 5426 2 390.7106 ‐0.6838
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1120.5997 STTTGHLIYK 905.4273 1120.6025 16.9654 4911 2 560.8049 2.0554
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1298.7467 EHALLAFTLGVK 1109.9220 1298.7196 17.3501 2189 2 649.8634 ‐21.2020
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1007.5520 ARYDEIIK 8567.1080 1007.5511 19.4858 18068 2 504.2792 ‐1.4563
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(18) 3168.6187 GITIDIALWKFETTKYYCTVIDAPGHR 2165.0420 3168.6195 23.7667 1733 4 792.9103 0.2491
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 912.5261 GGIGTVPVGR 1478.0180 912.5262 22.8672 8282 1 912.5262 0.7892
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 838.4094 NLDWYK 19123.9900 838.4101 23.7605 4891 1 838.4101 1.94
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 635.2784 ARYDE 386.8949 635.2772 19.4806 3483 1 635.2772 ‐1.4036
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2048.0521 PTKPMVVETFSEYPPLGR 1015.1220 2048.0516 21.2113 3204 3 683.3554 ‐0.6065
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 586.3923 AVGVIK 3407.1980 586.3917 20.8081 2460 1 586.3917 ‐0.6155
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(1) 1125.5470 CTVIDAPGHR 1102.0580 1125.5499 20.8812 2213 2 563.2786 2.1377
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 617.3505 DEIIK 4429.1840 617.3504 18.6541 2005 1 617.3504 0.2568
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 506.2358 ARYD 77.7118 506.2336 19.4823 1925 1 506.2336 ‐3.9686
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 685.4607 VAVGVIK 711.8094 685.4613 20.8046 1922 1 685.4613 1.78
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 855.5047 GIGTVPVGR 231.2049 855.5052 22.8709 1692 1 855.5052 1.31
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 628.3777 TVPVGR 117.4318 628.3764 22.8644 1580 1 628.3764 ‐1.6815
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 786.5084 TVAVGVIK 162.5082 786.5091 20.8030 1514 1 786.5091 1.26
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1490.7746 VETGMIKPGMVVTF 259.4580 1490.7723 18.1363 1216 3 497.5956 ‐2.0921
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 862.4669 PLQDVYK 577.4675 862.4653 23.1626 1155 1 862.4653 ‐1.1646
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 932.5200 TTGHLIYK 514.3570 932.5188 16.9743 814 2 466.7631 ‐1.8440
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 798.4832 IGTVPVGR 135.1403 798.4842 22.8706 776 1 798.4842 1.40
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 896.5564 QTVAVGVIK 126.3360 896.5532 20.8032 1408 2 448.7803 ‐4.1307
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 989.5415 ARYDEIIK 193.0981 989.5445 21.1899 1258 2 495.2759 2.94
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2262.1297 MTPTKPMVVETFSEYPPLGR 535.4787 2262.1267 18.6873 1154 3 754.7138 ‐1.6164
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 Carbamidomethyl+C(14) 2061.0281 HALQASSGLSVVSCDTLTSK 4047.8610 2061.0282 19.6792 10024 2 1031.0178 0.3750
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1344.6866 LSDIAINNGSANR 4053.9380 1344.6875 18.9439 2809 2 672.8474 0.3690
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1407.6937 QVDTAETLPMFR 1010.4880 1407.6959 33.1138 4121 2 704.3516 1.80
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1004.5623 SLSVSAEALK 811.2729 1004.5815 17.3966 4104 2 502.7944 18.6597
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 973.5425 VNVSSAGLAR 1434.9710 973.5338 22.2450 3133 2 487.2705 ‐9.5429
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 Carbamidomethyl+C(7) 1407.6910 EVNHGHCSAIKR 255.1224 1407.6830 30.8578 2107 2 704.3451 ‐5.9226
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1275.6791 ILQSVSDSTPTK 451.1550 1275.6999 17.0790 1600 2 638.3536 15.9733
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1133.6248 NVTPFMRIR 121.6218 1133.6341 18.4409 2521 2 567.3207 7.78
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 816.4098 VSDSTPTK 179.5847 816.4073 19.1260 763 1 816.4073 ‐2.4536
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 None 1258.6525 ILQSVSDSTPTK 330.7036 1258.6554 16.6336 3020 2 629.8314 1.26
NP_001154192.1 breast cancer protein 2 like 2A Arabidopsis thaliana 153.5378 131936.0819 11 2.78 Carbamidomethyl+C(14) 2044.0016 HALQASSGLSVVSCDTLTSK 302.4990 2043.9958 21.0309 1056 3 682.0035 ‐3.1762
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1702.4840 18617.4021 5 30.67 None 1778.9575 VDVSTFEEVLVPIGFK 14887.8900 1778.9601 22.8650 11063 2 889.9837 1.48
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1702.4840 18617.4021 5 30.67 None 1519.7863 AVSVEENPHAIPTR 2807.0450 1519.7866 19.3351 2743 3 507.2671 ‐0.3977
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1702.4840 18617.4021 5 30.67 None 2120.1056 MASPERFVVGLDISESALAK 1478.6380 2120.1031 21.6609 3093 2 1060.5552 ‐0.8002
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1793.5800 18617.4021 5 30.67 None 1778.9575 VDVSTFEEVLVPIGFK 18272.0900 1778.9601 22.8650 11063 2 889.9837 1.91
NP_001154577.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1793.5800 18617.4021 5 30.67 None 1218.6252 VDVSTFEEVLV 281.5681 1218.6216 20.5639 1267 2 609.8145 ‐2.9107
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1878.9848 TSVPDVYAVGDVATFPLK 4771.3000 1878.9870 20.1517 12395 2 939.9971 1.91
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1786.9334 EFANQGVQPGELAVISK 7320.1820 1786.9355 27.9629 9681 2 893.9714 1.32
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1414.7536 ARPSAESLDELVK 1442.3850 1414.7513 24.6051 9052 3 472.2553 ‐2.2777
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 10064.4900 2255.0294 37.4075 8964 2 1128.0183 0.5891
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1496.6686 VVGAFMEGGSGDENK 10363.9200 1496.6692 21.6362 8302 2 748.8382 0.2397
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1430.7638 EAVAPYERPALSK 17960.4100 1430.7644 19.6580 6954 3 477.5930 ‐0.2168
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1112.5524 FGAYWVQGGK 4880.1230 1112.5542 16.3803 4876 2 556.7807 1.1574
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 849.4716 LLPESYK 7495.0130 849.4710 19.1113 3928 2 425.2392 ‐1.3990
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 779.4298 LTDFGVK 2019.4980 779.4310 20.3273 950 2 390.2192 0.8622
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1562.7809 GTVASGFTAQPNGEVK 169.9357 1562.7916 34.0434 6217 2 781.8994 6.60
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1879.9218 VVGAFMEGGSGDENKALAK 1330.1700 1879.9153 30.9376 2605 2 940.4613 ‐3.2934
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 736.3876 LPESYK 496.9247 736.3845 21.2983 56247 1 736.3845 ‐3.6699
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 605.2930 PESYK 73.9153 605.2906 21.3608 1901 1 605.2906 ‐3.5592
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 623.3035 PESYK 4339.7910 623.3053 19.2347 1841 1 623.3053 3.07
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1128.5644 GGSGDENKALAK 185.6179 1128.5666 29.5498 1078 1 1128.5666 2.52
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1478.6580 VVGAFMEGGSGDENK 463.3258 1478.6658 21.9829 2161 2 739.8365 5.1170
NP_001154674.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 50444.9715 17 26.61 None 1412.7532 EAVAPYERPALSK 334.8367 1412.7518 20.8182 2026 3 471.5888 ‐1.6554
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1085.6313 VVVTEVLGGGR 2145.2830 1085.6279 24.9438 5558 2 543.3176 ‐3.6119
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1158.6154 DAPIIGSFNPK 1997.1350 1158.6171 26.9198 4377 2 579.8122 1.1032
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 2230.1172 NLPPSAIGDSAGFDAMGLLAANK 899.1114 2230.1141 20.7254 2524 2 1115.5607 ‐0.9423



NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1342.7147 GKPMEGIVEQVR 1520.5390 1342.7111 22.2529 2062 2 671.8592 ‐3.0053
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 3030.6106 ADSDEVTAPPAAAIAGSQPVGVNIAELVLVR 2169.7500 3030.6049 22.8128 1450 3 1010.8732 ‐1.8448
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1467.6784 GEPYSEEAISVMR 701.5431 1467.6701 18.6827 4413 2 734.3387 ‐5.8153
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1371.6362 TGTFLGSMWESR 1367.5340 1371.6393 19.2121 1325 2 686.3233 2.0172
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1871.9935 AGPPPEKTITFSSLMAPK 818.6030 1872.0034 16.5090 4298 4 468.7563 5.80
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 Carbamidomethyl+C(2) 1669.8982 LCIGKEVAFKVDYK 1202.0450 1669.9079 16.6623 1832 3 557.3075 5.57
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 788.4261 TEVLGGGR 211.1039 788.4246 23.0546 1615 1 788.4246 ‐1.3120
NP_001154697.2 TUDOR SN protein 1 Arabidopsis thaliana 177.6002 110504.4280 11 8.74 None 1252.5779 GTFLGSMWESR 220.8107 1252.5719 21.2179 1222 2 626.7896 ‐5.1528
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1486.7424 SVYAATYNEDLLK 3284.8170 1486.7470 26.6206 6463 2 743.8771 2.89
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1409.6907 ALDKELSSDFER 710.9796 1409.6872 30.1290 5143 2 705.3472 ‐2.7158
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1978.8699 DTSGDYEDMLVALLGHGDA 2579.9850 1978.8743 40.9883 3709 2 989.9408 2.17
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1117.4796 SYSDDDFIR 3394.7480 1117.4787 22.8722 2756 2 559.2430 ‐1.2808
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1427.7351 AVMLWTLDPPER 1140.2400 1427.7447 19.8602 4258 2 714.3760 6.60
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1720.8687 LSINKMGTDEWGLTR 424.1986 1720.8826 21.6183 4832 2 860.9449 8.1382
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 1356.6980 VMLWTLDPPER 928.6190 1356.7008 19.8839 3229 2 678.8540 1.21
NP_001154798.1 annexin 2 Arabidopsis thaliana 478.4427 34987.8210 12 21.52 None 995.5044 TYNEDLLK 432.5293 995.5038 24.5499 2805 2 498.2556 ‐1.1155
NP_001154798.1 annexin 2 Arabidopsis thaliana 355.2188 34987.8210 12 21.52 None 1486.7424 SVYAATYNEDLLK 5739.0320 1486.7470 26.6206 6463 2 743.8771 2.22
NP_001154798.1 annexin 2 Arabidopsis thaliana 355.2188 34987.8210 12 21.52 None 1978.8699 DTSGDYEDMLVALLGHGDA 1126.2790 1978.8743 40.9883 3709 2 989.9408 2.67
NP_001154798.1 annexin 2 Arabidopsis thaliana 355.2188 34987.8210 12 21.52 None 1413.6137 YEGDDVNMMLAR 939.1124 1413.6125 25.9317 3496 2 707.3099 ‐1.2853
NP_001154798.1 annexin 2 Arabidopsis thaliana 355.2188 34987.8210 12 21.52 None 1066.5415 ATYNEDLLK 131.9595 1066.5468 24.8645 1381 2 533.7770 4.1088
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1124.5259 VPAFEDGDFK 61753.0200 1124.5256 24.4622 32024 2 562.7664 ‐0.7099
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1475.7529 NVDFEFVHVELK 7394.3710 1475.7533 32.1058 14050 2 738.3803 0.1212
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1522.7536 AITQYIAHEFSDK 6034.7720 1522.7525 28.0170 13516 3 508.2557 ‐1.3014
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1030.5316 VLDVYEHR 52543.1000 1030.5322 18.1960 6895 2 515.7697 0.0107
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1143.5905 VFGHPASTATR 1419.9630 1143.5912 14.5928 3253 2 572.2993 0.1881
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1044.5221 FGHPASTATR 432.8039 1044.5228 14.5938 2684 2 522.7651 0.1674
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 928.4047 AFEDGDFK 251.2196 928.4063 24.4159 2391 1 928.4063 2.93
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 818.3791 DVYEHR 5865.4040 818.3808 18.2027 2231 1 818.3808 2.87
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 604.2838 YEHR 2390.9250 604.2843 18.1958 2017 1 604.2843 1.24
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 1025.4575 PAFEDGDFK 5016.5700 1025.4560 24.4773 1439 1 1025.4560 ‐0.5316
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 5868.6500 23485.9666 11 25.96 None 703.3733 PASTATR 199.0675 703.3743 14.5969 1301 1 703.3743 1.92
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 403.9210 29946.2746 4 14.72 None 2192.0427 VSQMIEDAEPFEGEALLDAK 3663.5380 2192.0439 33.2824 12203 2 1096.5256 0.9399
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 403.9210 29946.2746 4 14.72 None 2015.0444 VPVLETPEGSVFESNAIAR 1777.2780 2015.0469 31.3343 5889 2 1008.0271 1.38
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 296.0309 29946.2746 4 14.72 None 2192.0427 VSQMIEDAEPFEGEALLDAK 2941.0390 2192.0439 33.2824 12203 2 1096.5256 1.1683
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 296.0309 29946.2746 4 14.72 None 2015.0444 VPVLETPEGSVFESNAIAR 1033.0210 2015.0469 31.3343 5889 2 1008.0271 1.80
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1121.5738 VGFFSSGPPAR 21858.2000 1121.5750 16.3979 12516 2 561.2911 1.0731
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1658.9112 AEGGFLGADVILQQLK 7725.3080 1658.9104 21.6079 12005 2 829.9588 ‐0.4907
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1970.1797 SLLALQGPLAAPVLQHLTK 2238.7060 1970.1816 21.1361 9601 3 657.3987 1.0017
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1654.8120 MVPFAGWSMPIQYK 2302.5320 1654.8153 21.0683 6759 2 827.9113 1.27
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFTNEK 863.4605 3405.7587 24.6021 2887 3 1135.9244 1.0254
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1020.5360 SLTVFTNEK 289.8615 1020.5345 23.2322 1472 1 1020.5345 ‐0.1989
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 1145.3680 44787.0270 7 22.79 None 1424.7031 PFAGWSMPIQYK 263.8214 1424.7031 20.2097 923 1 1424.7031 2.96
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1384.7795 AAALNIVPTSTGAAK 76399.5000 1384.7766 24.1214 77857 2 692.8919 ‐2.5080
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 92765.3000 1833.9093 36.1370 37354 2 917.4583 2.96
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1254.6113 TFAEEVNAAFR 44151.6300 1254.6109 29.5472 24932 2 627.8091 ‐0.9445
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 2557.2304 YDSTLGIFDADVKPSGDSALSVDGK 1138.6550 2557.2357 31.6627 13371 3 853.0834 1.20
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1627.8537 DSPLDVVVINDTGGVK 8456.0460 1627.8538 31.0643 12255 2 814.4305 ‐0.0941
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1768.8501 TFAEEVNAAFRDAAEK 194.6835 1768.8175 20.8642 1949 3 590.2773 ‐19.1233
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1755.9487 KDSPLDVVVINDTGGVK 261.5627 1755.9335 25.5928 1012 3 585.9827 ‐9.3699
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 831.4571 VPTSTGAAK 606.9277 831.4576 24.1209 1975 1 831.4576 1.0910
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabid 9392.0840 37952.2598 9 25.43 None 1191.6117 VNAAFRDAAEK 161.8852 1191.6123 20.7991 1202 2 596.3098 ‐0.1799
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 4737.9480 16163.6518 7 20.65 None 1330.6849 VAGASADILDAAEK 42661.2500 1330.6848 24.7068 12758 2 665.8461 ‐0.3190
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 4737.9480 16163.6518 7 20.65 None 1056.5796 VVAEAAQAAAR 12093.9400 1056.5816 15.4077 7316 2 528.7944 1.79
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 4737.9480 16163.6518 7 20.65 None 794.4229 MAQGFLK 584.4282 794.4205 20.9365 2424 1 794.4205 ‐2.3858
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 4737.9480 16163.6518 7 20.65 None 945.4888 ADILDAAEK 265.8461 945.4901 23.0844 1547 2 473.2487 0.8107
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 4737.9480 16163.6518 7 20.65 None 1312.6743 VAGASADILDAAEK 342.0492 1312.6697 23.3181 894 2 656.8385 ‐3.8344
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 345.6637 16163.6518 7 20.65 None 1056.5796 VVAEAAQAAAR 4458.6230 1056.5816 15.4077 7316 2 528.7944 0.9422
NP_001184989.1 salt tolerance related protein Arabidopsis thaliana 345.6637 16163.6518 7 20.65 None 794.4229 MAQGFLK 647.5759 794.4205 20.9365 2424 1 794.4205 ‐2.5376
NP_001185138.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 2644.1440 33527.8318 3 11.19 None 1334.5643 YEEMVEFMEK 63418.9600 1334.5637 28.5493 23663 2 667.7855 ‐0.9247
NP_001185138.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 2644.1440 33527.8318 3 11.19 None 1702.8494 VAEAVDKDELTVEER 2765.4330 1702.8458 29.2437 5234 2 851.9265 ‐2.1319
NP_001185138.1 14 3 3 like protein GF14 phi Arabidopsis thaliana 2644.1440 33527.8318 3 11.19 None 907.5247 NLLSVAYK 526.2773 907.5159 25.4434 4479 1 907.5159 ‐9.2287
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1708.9421 IAWEEPFGPVVPVLR 5141.4170 1708.9430 21.9722 2897 2 854.9751 0.5327
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1659.8874 VVLVMESVADELVEK 2346.1920 1659.8920 36.6458 2767 2 830.4497 2.44
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVMDAK 908.1285 3319.6262 25.1333 1947 3 1107.2136 0.5140
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1821.9011 DSGIGSQGVTNSINLMTK 1025.2620 1821.9041 23.6751 1187 2 911.4557 1.11
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1344.7014 AGMIPLQMELGGK 1122.5790 1344.6672 25.5703 835 1 1344.6672 ‐24.1361
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 Carbamidomethyl+C(16) 2441.1613 DSVTEVVRSGDLISYCAEEGVR 1451.9640 2441.1651 29.2175 1093 3 814.3932 1.98
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1661.8017 LLEQDNPDLGYDAAK 2129.9760 1661.7988 23.5742 15534 2 831.4030 ‐1.7684
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1059.5681 EGVITIQDGK 8822.4470 1059.5638 20.5476 12858 2 530.2855 ‐4.5325
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1508.7665 TLFNELEVVEGMK 7835.2980 1508.7670 35.8937 10918 2 754.8871 0.1918
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1196.7361 IGVQIIQNALK 31508.7300 1196.7357 18.4960 9100 2 598.8715 ‐0.7596
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1415.7853 LAVDTVVTNLQSR 3439.2010 1415.7810 17.2709 6675 2 708.3941 ‐3.2514
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1235.5871 SVAAGMNAMDLR 1874.9770 1235.5861 24.6255 6187 2 618.2967 ‐1.1342
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 843.5298 LSGGVAVLK 2335.1030 843.5286 20.2142 4783 2 422.2679 ‐2.1888
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 3234.7340 2235.0657 23.1556 3195 3 745.6934 ‐0.9044
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1901.0379 AAVEEGIVPGGGVALLYASK 1872.2190 1901.0399 32.9306 2678 2 951.0236 1.24
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 3419.4370 2617.4136 24.3690 2086 3 873.1427 ‐1.8953
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 826.5033 AGIIDPLK 10197.6800 826.5026 25.2331 1668 2 413.7550 ‐1.4650
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1399.7256 GYISPYFITNPK 170.5280 1399.7329 23.3257 795 2 700.3701 4.76



NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1522.7748 ELEKLSTANFDQK 1892.9730 1522.7796 22.1676 3952 2 761.8935 3.0801
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 730.4458 SGGVAVLK 711.0679 730.4442 20.2115 1804 1 730.4442 ‐1.6586
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 3094.6940 61820.1386 39 31.72 None 1139.5408 GYISPYFITN 208.4866 1139.5405 23.3467 1476 2 570.2739 ‐0.6627
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1508.7665 TLFNELEVVEGMK 11437.1600 1508.7670 35.8937 10918 2 754.8871 0.0567
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1235.5871 SVAAGMNAMDLR 1790.9550 1235.5861 24.6255 6187 2 618.2967 ‐1.4146
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 1818.7470 2235.0657 23.1556 3195 3 745.6934 ‐1.3757
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1901.0379 AAVEEGIVPGGGVALLYASK 2280.3850 1901.0399 32.9306 2678 2 951.0236 1.60
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1661.8017 LLEQDNPDLGYDAAK 1250.1940 1661.8018 27.5285 2204 2 831.4045 ‐0.0129
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 826.5033 AGIIDPLK 7800.7710 826.5026 25.2331 1668 2 413.7550 ‐1.9630
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1399.7256 GYISPYFITNPK 207.2741 1399.7329 23.3257 795 2 700.3701 4.46
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1059.5681 EGVITIQDGK 555.6324 1059.5590 24.5118 3156 2 530.2832 ‐9.3959
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 932.5047 VTDALNATK 108.6554 932.5087 26.8882 3036 2 466.7580 3.1601
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 Oxidation+M(6) 1407.6831 SVAAGMNAMDLRR 921.6412 1407.6830 30.8578 2107 2 704.3451 ‐0.4909
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 599.1794 61820.1386 39 31.72 None 1139.5408 GYISPYFITN 250.3322 1139.5405 23.3467 1476 2 570.2739 ‐0.9942
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1196.7361 IGVQIIQNALK 37914.8300 1196.7357 18.4960 9100 2 598.8715 ‐0.3217
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1415.7853 LAVDTVVTNLQSR 2052.2590 1415.7810 17.2709 6675 2 708.3941 ‐3.0218
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 2079.0023 MISTSEEIAQVGTISANGDR 1546.8840 2078.9928 21.4385 2761 2 1040.0001 ‐4.6004
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 5161.1800 2617.4136 24.3690 2086 3 873.1427 ‐0.9608
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 2932.4932 MISTSEEIAQVGTISANGDREIGELIAK 1471.7740 2932.4983 23.5498 3787 3 978.1709 2.99
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1901.0379 AAVEEGIVPGGGVALLYASK 318.6312 1900.9919 22.1479 1209 2 950.9996 ‐24.2217
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 Carbamidomethyl+C(35) 3916.9242 KANLHDLAALTGAQVITEELGMNLDNIDLSMFGNCK 770.7297 3916.9388 23.3429 4286 4 979.9902 3.66
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 3159.6314 ARMISTSEEIAQVGTISANGDREIGELIAK 918.4183 3159.6298 22.9605 2656 3 1053.8814 0.9192
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1783.9377 IDRGYISPYFITNPK 889.1996 1783.9446 20.8256 2014 2 892.4760 3.92
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 Carbamidomethyl+C(27) 3054.4581 ALTGAQVITEELGMNLDNIDLSMFGNCK 199.6972 3054.4450 20.9919 2656 3 1018.8198 ‐2.9792
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 686.4196 IQNALK 160.1718 686.4189 17.0719 1252 1 686.4189 ‐0.4608
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1559.7660 EEIAQVGTISANGDR 228.3825 1559.7603 20.6908 1053 2 780.3838 ‐3.6750
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 2755.7930 61820.1386 39 31.72 None 1766.9112 IDRGYISPYFITNPK 468.9278 1766.9123 21.9294 949 2 883.9598 0.5934
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 None 1356.6352 IGYSMITDAEEK 3651.8080 1356.6363 25.0527 5558 2 678.8218 0.6030
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 None 1086.6306 IQGIGAGFVPK 3857.9730 1086.6303 16.6940 5201 2 543.8188 ‐0.7281
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 Carbamidomethyl+C(3) 1292.5134 EECEQMQPEL 4440.5140 1292.5114 23.8475 1517 2 646.7593 ‐1.8519
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 None 2122.1390 SVLVESTSGNTGIGLAFIAASK 565.6345 2122.1861 18.4466 1943 3 708.0669 21.8575
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 587.9193 41941.3524 6 11.22 None 675.3824 GAGFVPK 196.2673 675.3791 17.0130 2291 1 675.3791 ‐4.4809
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1056.6048 AIALTVDTPR 5156.2240 1056.6006 23.8771 21126 2 528.8039 ‐4.5068
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1875.0110 QLDYVPATISALEEVVK 12594.0700 1875.0122 22.5803 19295 2 938.0097 0.8368
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 2011.9026 MDEANDSGLASYVAGQIDR 4507.8290 2011.9046 30.9937 16317 2 1006.4559 1.23
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1143.6772 FTLPPNLTLK 10112.3400 1143.6756 18.7801 14776 2 572.3415 ‐1.8224
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 992.5047 NFEGLDLGK 7664.4340 992.5040 26.0901 12470 2 496.7556 ‐1.2965
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 9114.8590 2908.4388 24.9835 11589 3 970.1511 1.0540
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1058.5993 VPVFLDGGVR 4186.9980 1058.5973 17.3262 8258 2 529.8023 ‐2.4376
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1913.0565 DIQWLQTITNMPILVK 712.2628 1913.0585 23.7844 4996 2 957.0329 1.82
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1318.5845 MAHPDGEYATAR 21065.8800 1318.5842 15.2360 3617 3 440.1996 ‐0.8746
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1718.9660 IAIQAGAAGIIVSNHGAR 998.9965 1718.9677 16.5750 2347 3 573.6608 0.4716
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1162.5772 AASAAGTIMTLSS 850.0714 1162.5814 27.1847 2202 2 581.7943 3.1553
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1071.5357 QLDYVPATIS 241.5576 1071.5340 23.3583 2029 2 536.2706 ‐2.1224
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1355.7781 VPATISALEEVVK 240.3396 1355.7723 22.6265 1776 3 452.5956 ‐4.9185
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 619.3086 QLDYV 340.1587 619.3090 19.7700 1130 1 619.3090 0.9848
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1272.6834 QLDYVPATISAL 243.6843 1272.6875 22.7116 813 2 636.8474 2.94
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 3207.2990 40363.6259 25 41.14 None 1125.6667 FTLPPNLTLK 218.8672 1125.6639 16.5146 1436 2 563.3356 ‐2.9150
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1875.0110 QLDYVPATISALEEVVK 13888.6000 1875.0122 22.5803 19295 2 938.0097 0.6298
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1143.6772 FTLPPNLTLK 13113.6000 1143.6756 18.7801 14776 2 572.3415 ‐1.3340
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 2621.0590 2908.4388 24.9835 11589 3 970.1511 2.61
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1533.8168 ISMPIMVAPTAFQK 4068.3750 1533.8154 19.8590 9878 2 767.4113 ‐0.9080
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1058.5993 VPVFLDGGVR 7986.5840 1058.5973 17.3262 8258 2 529.8023 ‐1.8684
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1913.0565 DIQWLQTITNMPILVK 800.3582 1913.0585 23.7844 4996 2 957.0329 0.9950
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1718.9660 IAIQAGAAGIIVSNHGAR 862.3651 1718.9677 16.5750 2347 3 573.6608 0.7035
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1125.6667 FTLPPNLTLK 169.8938 1125.6639 16.5146 1436 2 563.3356 ‐2.4095
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 1733.5600 40363.6259 25 41.14 None 1857.9844 QLDYVPATISALEEVVK 1622.3060 1857.9839 25.1675 7452 2 929.4956 ‐0.2898
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 577.7869 32147.1196 3 15.15 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 4181.5390 1636.7705 26.4677 4830 2 818.8889 1.52
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 577.7869 32147.1196 3 15.15 None 981.6091 LGVNVAPIAK 5493.1880 981.6079 23.5513 4441 2 491.3076 ‐2.2967
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 577.7869 32147.1196 3 15.15 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 2768.0610 2503.2102 38.5524 3241 2 1252.1087 0.0877
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 4400.5740 2264.1541 29.6764 9858 2 1132.5807 ‐0.2140
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1159.5953 AIDLIDEAGSR 14737.4800 1159.5963 24.9544 8747 2 580.3018 0.4006
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1496.7301 MPTLEEYGTNLTK 2021.3030 1496.7302 27.8757 8133 2 748.8687 ‐0.1004
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1029.5687 TAIAEGLAQR 25012.1900 1029.5680 19.5940 7114 2 515.2876 ‐1.2603
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1805.9677 NTLLIMTSNVGSSVIEK 1724.0310 1805.9682 19.1249 6167 2 903.4877 0.3736
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1315.6740 IASGDVPETIEGK 13283.0200 1315.6753 21.3431 5184 2 658.3413 0.7342
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1022.5339 LDEMIVFR 7029.2090 1022.5333 29.5364 5149 2 511.7703 ‐1.1147
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1157.4966 LDMSEFMER 11701.7600 1157.4973 29.5174 5021 2 579.2523 0.2397
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTIDEYRK 386.5938 1853.8985 33.3068 1646 2 927.4529 ‐4.0189
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1116.5895 EIELQVTER 209.7784 1116.5869 15.8087 3482 2 558.7971 ‐2.8196
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 918.5142 SLVTEELK 3571.5640 918.5209 22.5922 2533 2 459.7641 6.96
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1980.8927 MVGENNEVTASVGGGSSGNSK 833.3829 1980.9188 19.6967 1183 3 660.9778 12.12
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 1238.6460 2365.2451 22.9166 4396 3 789.0866 6.78
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 3120.6113 LRYTDEALVAAAQLSHQYISDRFLPDK 745.6371 3120.6243 24.1123 2232 3 1040.8796 4.05
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 Oxidation+M(11) 2412.2690 TVDFKNTLLIMTSNVGSSVIEK 684.8884 2412.2767 20.6836 1917 3 804.7637 2.35
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1681.8180 GYVGYTEGGQLTEAVR 651.8997 1681.8188 28.5811 4481 2 841.4131 0.4941
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 673.3628 EGLAQR 189.2914 673.3610 17.8295 3997 1 673.3610 ‐2.1465
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 634.2791 DEAGSR 158.4003 634.2757 25.7800 2487 1 634.2757 ‐5.0172



NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 None 1131.5528 SGDVPETIEGK 288.8555 1131.5561 22.3191 1821 1 1131.5561 3.37
NP_001190035.1 Clp ATPase Arabidopsis thaliana 1078.5890 102413.5602 20 20.96 Carbamidomethyl+C(4) 2347.2187 NNPCLIGEPGVGKTAIAEGLAQR 594.5452 2347.2222 25.7122 1706 3 783.0789 1.65
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 2077.0998 VVPGFLGGSADLASSNMTLLK 17983.5700 2077.0966 20.8134 27763 2 1039.0519 ‐1.2230
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1575.7649 ALPTYTPESPGDATR 35186.2800 1575.7651 22.1820 23454 2 788.3862 0.0449
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1805.9796 SIGINSFGASAPAPLLYK 3860.0400 1805.9803 19.5901 22510 2 903.4938 0.5178
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1005.5615 FLAIDAVEK 9491.5770 1005.5607 26.4750 18179 2 503.2840 ‐1.3430
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1400.7420 SIITGELPAGWEK 21738.9000 1400.7426 30.0951 18037 2 700.8750 0.2234
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 3195.2230 1359.7112 23.6839 17228 2 680.3592 4.34
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 2017.9654 NNLGWPYEPFQVPDDVK 13731.4000 2017.9700 35.1221 17220 2 1009.4886 2.05
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 957.5728 TPSILALSR 6348.6750 957.5716 16.9375 8435 2 479.2895 ‐1.7527
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1628.7551 HTPEGATLESDWSAK 5507.0710 1628.7561 22.4674 7380 3 543.5902 0.0582
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1403.6914 ANSYSVHGAALGEK 3676.7580 1403.6916 17.8826 6601 3 468.5687 ‐0.4992
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSAR 1340.9980 3420.5872 21.5504 4350 3 1140.8672 ‐1.8177
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1115.6671 TVTDKPTLIK 2656.9400 1115.6683 18.3953 3974 2 558.3378 0.6788
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1159.5953 ESVLPSDVSAR 5143.8070 1159.5960 21.4766 2508 2 580.3016 0.1322
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 492.2051 3646.8411 22.9221 2286 3 1216.2852 ‐0.6882
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 976.5462 GSLPAFSGLK 148.9819 976.5424 19.2346 855 2 488.7749 ‐4.4266
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1193.6048 KYPEEASELK 18768.1700 1193.6061 17.1025 3997 2 597.3067 0.6374
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 642.2756 2604.3095 19.7961 2817 3 868.7747 3.37
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 745.4090 AIDAVEK 6636.1730 745.4076 26.4892 3507 1 745.4076 ‐1.4273
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 731.3682 PSDVSAR 59.8000 731.3706 20.7484 1400 1 731.3706 3.26
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 893.4761 SSNMTLLK 521.1561 893.4747 21.0922 1349 2 447.2410 ‐2.1334
NP_001190145.1 transketolase Arabidopsis thaliana 2632.7240 80295.5034 50 33.78 None 1391.6437 PTYTPESPGDATR 1021.7970 1391.6422 22.1943 774 2 696.3248 ‐1.3169
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1575.7649 ALPTYTPESPGDATR 36845.5400 1575.7651 22.1820 23454 2 788.3862 ‐0.0545
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1005.5615 FLAIDAVEK 5595.2020 1005.5607 26.4750 18179 2 503.2840 ‐1.7458
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1400.7420 SIITGELPAGWEK 27727.2900 1400.7426 30.0951 18037 2 700.8750 0.0309
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1824.7030 1359.7112 23.6839 17228 2 680.3592 4.1491
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 2017.9654 NNLGWPYEPFQVPDDVK 22403.5700 2017.9700 35.1221 17220 2 1009.4886 2.64
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1403.6914 ANSYSVHGAALGEK 5006.0320 1403.6916 17.8826 6601 3 468.5687 ‐0.5478
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1115.6671 TVTDKPTLIK 3083.0600 1115.6683 18.3953 3974 2 558.3378 0.3346
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 250.5139 2279.9813 31.8470 3152 3 760.6653 ‐16.2364
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1352.6845 VSIEAASTFGWGK 300.6534 1352.6766 32.8648 1985 2 676.8419 ‐6.3086
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 745.4090 AIDAVEK 10759.7800 745.4076 26.4892 3507 1 745.4076 ‐1.5290
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 Carbamidomethyl+C(6) 958.4411 NLSQQCLN 212.4622 958.4470 23.6514 2792 2 479.7272 5.1484
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1391.6437 PTYTPESPGDATR 1353.6750 1391.6422 22.1943 774 2 696.3248 ‐1.5143
NP_001190145.1 transketolase Arabidopsis thaliana 1994.0330 80295.5034 50 33.78 None 1999.9549 NNLGWPYEPFQVPDDVK 591.6409 1999.9435 32.5550 1220 2 1000.4754 ‐5.2639
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2077.0998 VVPGFLGGSADLASSNMTLLK 9902.0750 2077.0966 20.8134 27763 2 1039.0519 ‐1.6221
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 1805.9796 SIGINSFGASAPAPLLYK 4595.5620 1805.9803 19.5901 22510 2 903.4938 0.3764
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 957.5728 TPSILALSR 13498.0100 957.5716 16.9375 8435 2 479.2895 ‐1.0874
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSAR 1520.4280 3420.5872 21.5504 4350 3 1140.8672 ‐0.2551
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAAEVLR 848.9973 3646.8411 22.9221 2286 3 1216.2852 1.0513
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 1619.8785 MASTSSLALSQALLAR 736.2447 1619.8914 20.2439 7316 2 810.4493 7.14
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 1575.7649 ALPTYTPESPGDATR 94.4452 1575.7780 20.2386 2175 2 788.3926 8.19
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2255.0584 AMPNTLMFRPADGNETAGAYK 276.0866 2255.0655 21.4521 1196 2 1128.0364 3.0978
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2089.0309 ANSYSVHGAALGEKEVEATR 210.1656 2089.0038 19.0625 960 3 697.0061 ‐12.7860
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 976.5462 GSLPAFSGLK 105.7788 976.5424 19.2346 855 2 488.7749 ‐3.7794
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 851.1979 2604.3095 19.7961 2817 3 868.7747 4.80
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 1798.9082 YSVHGAALGEKEVEATR 137.8310 1798.9045 17.8166 3960 3 600.3063 ‐2.2660
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 961.4949 EKEVEATR 195.4445 961.4968 21.3025 2040 1 961.4968 3.1030
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 949.4659 MASTSSLALS 470.0266 949.4668 20.5962 1206 1 949.4668 2.0983
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2059.0892 VVPGFLGGSADLASSNMTLLK 397.0252 2059.0904 20.9175 8970 2 1030.0489 0.5257
NP_001190145.1 transketolase Arabidopsis thaliana 690.6184 80295.5034 50 33.78 None 2238.0318 AMPNTLMFRPADGNETAGAYK 175.2545 2238.0279 20.0446 2317 2 1119.5176 ‐1.8044
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1541.7702 IIMTMPSYTSLER 31084.9600 1541.7692 18.5800 32244 2 771.3882 ‐0.7872
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1347.7155 SFGAELVLTDPAK 22014.6100 1347.7158 29.7225 20112 2 674.3615 ‐0.0003
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1233.5667 EAEEMKPVSVD 8249.9300 1233.5676 19.5573 15342 2 617.2874 0.3061
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1341.7049 YLSSVLFDELR 4108.7340 1341.7051 20.6158 5800 2 671.3562 ‐0.1425
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 3169.5739 MGISLAFMAAMKGYRIIMTMPSYTSLER 939.4717 3169.5713 19.7038 1846 5 634.7201 ‐0.8248
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 952.4734 PSYTSLER 1585.1130 952.4726 18.5642 2420 1 952.4726 ‐0.0818
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1083.5139 MPSYTSLER 361.3909 1083.5117 18.3533 2166 2 542.2595 ‐2.5759
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3345.1000 26631.8014 12 25.51 None 1215.5562 EAEEMKPVSVD 139.2002 1215.5510 19.6633 806 2 608.2791 ‐4.6406
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1759.9870 26631.8014 12 25.51 None 1347.7155 SFGAELVLTDPAK 33124.5200 1347.7158 29.7225 20112 2 674.3615 ‐0.2210
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1759.9870 26631.8014 12 25.51 None 1270.6356 MGISLAFMAAMK 341.4966 1270.6332 24.5452 2348 2 635.8202 ‐2.5244
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1932.0020 26631.8014 12 25.51 None 1541.7702 IIMTMPSYTSLER 30622.6200 1541.7692 18.5800 32244 2 771.3882 ‐0.6773
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 1932.0020 26631.8014 12 25.51 None 1341.7049 YLSSVLFDELR 7191.8510 1341.7051 20.6158 5800 2 671.3562 0.1576
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 None 1288.7334 IVMGLFGEVVPK 3008.5850 1288.7337 20.6199 29464 2 644.8705 ‐0.0784
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 16774.1800 1221.5830 29.7294 23308 1 1221.5830 1.72
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 None 1343.7140 HVVFGQVIEGMK 2548.5760 1343.7098 17.2724 14928 2 672.3585 ‐3.4272
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 Carbamidomethyl+C(9) 1177.6147 AFDVPKKGCR 157.9445 1177.6262 17.6223 1207 2 589.3168 9.20
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 Carbamidomethyl+C(7) 959.5091 DVPKKGCR 116.9608 959.5064 17.9391 2914 2 480.2568 ‐3.4747
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 969.8916 28421.2958 6 13.51 None 1076.5809 MGLFGEVVPK 561.0807 1076.5829 20.6214 2392 1 1076.5829 2.27
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 4040.2580 22325.0810 5 29.44 None 1040.6463 LVTPLTLQR 41470.0700 1040.6450 16.8821 11277 2 520.8261 ‐1.7714
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 4040.2580 22325.0810 5 29.44 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 8666.8900 1826.0460 22.9168 6015 2 913.5266 0.3378
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 4040.2580 22325.0810 5 29.44 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 18124.1400 1336.6304 19.5109 5958 2 668.8188 ‐1.0758
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 4040.2580 22325.0810 5 29.44 None 1608.7752 LSQEVSGDALGEEFK 3858.2250 1608.7776 26.0858 4694 2 804.8924 1.22
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 4040.2580 22325.0810 5 29.44 None 2203.0917 LSQEVSGDALGEEFKGYVFK 791.2309 2203.0929 27.3325 3592 3 735.0358 0.2272
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1932.6660 29210.8248 8 19.34 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 5142.2650 2192.1343 36.0396 11779 2 1096.5708 0.9200
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1932.6660 29210.8248 8 19.34 None 2008.0709 ENAITVGTQHALDPLTTVK 15354.1200 2008.0742 29.1190 10217 3 670.0296 1.55
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1932.6660 29210.8248 8 19.34 None 1334.7314 GSLFLGDVATQVK 9987.2880 1334.7328 30.0231 8682 2 667.8700 0.7258
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1932.6660 29210.8248 8 19.34 None 886.5244 LDPLTTVK 164.5861 886.5210 27.9359 1088 2 443.7642 ‐4.4379



NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2390.9820 29210.8248 8 19.34 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 7399.5400 2192.1343 36.0396 11779 2 1096.5708 1.1485
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2390.9820 29210.8248 8 19.34 None 2008.0709 ENAITVGTQHALDPLTTVK 12235.3500 2008.0742 29.1190 10217 3 670.0296 0.8796
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2390.9820 29210.8248 8 19.34 None 1334.7314 GSLFLGDVATQVK 20559.0000 1334.7328 30.0231 8682 2 667.8700 0.4982
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 2390.9820 29210.8248 8 19.34 None 886.5244 LDPLTTVK 151.4331 886.5210 27.9359 1088 2 443.7642 ‐4.9040
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 1204.6783 TAGGLLLTETTK 50034.8900 1204.6770 24.6427 31562 2 602.8421 ‐1.8069
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 906.4601 ASDVMAILS 2966.8250 906.4613 31.3774 20876 1 906.4613 1.58
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 3706.9790 2083.0904 28.4550 10818 3 695.0350 ‐1.3775
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 8266.7940 2540.3167 35.0572 8514 4 635.8346 3.0420
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 1635.8193 MAATQLTASPVTMSAR 199.3323 1635.7880 33.5387 2607 2 818.3976 ‐19.2406
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 1032.5936 GGLLLTETTK 6075.2450 1032.5921 24.6434 1351 1 1032.5921 ‐0.9371
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 692.3825 LTETTK 180.3194 692.3817 23.0380 916 1 692.3817 ‐0.7595
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3517.8870 26801.9082 18 42.29 None 1186.6678 TAGGLLLTETTK 313.0240 1186.6664 23.0901 892 2 593.8368 ‐1.8635
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 13885.8500 2621.4248 17.9738 23884 3 874.4798 0.4626
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1662.9313 ITPLPVSTGSTVLYSK 21222.9200 1662.9314 17.6455 23437 2 831.9694 0.1026
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1618.9050 IDITVPTGAQIIYSK 5589.1660 1618.9037 18.7616 9505 2 809.9555 ‐0.8095
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1204.6783 TAGGLLLTETTK 1858.5880 1204.6792 16.0397 2021 2 602.8433 0.7796
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1371.6427 YAGTEVEFNDVK 350.1451 1371.6393 19.2121 1325 2 686.3233 ‐2.4690
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1504.7788 AATQLTASPVTMSAR 487.5015 1504.8010 22.9184 8658 2 752.9041 14.7587
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 970.5316 DLKPLNDR 235.6029 970.5238 16.1244 2196 2 485.7655 ‐7.9795
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1861.0429 NKIDITVPTGAQIIYSK 13954.4300 1861.0419 17.7938 14971 3 621.0188 ‐0.6404
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 1351.7580 NKIDITVPTGAQI 582.3585 1351.7581 17.7104 2933 2 676.3827 0.0835
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 18 42.29 None 979.4731 EVEFNDVK 136.4845 979.4735 18.4410 2077 1 979.4735 1.38
NP_001190439.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 969.6091 ALLDVGLIR 7784.0880 969.6116 19.1738 7635 2 485.3094 1.63
NP_001190439.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1698.9636 DIVAQIVSASIAGDIVK 1486.4760 1698.9619 22.9138 5640 2 849.9846 ‐0.9731
NP_001190439.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1394.6910 GALDGGLDIPHSDK 706.0986 1394.6918 32.4621 1525 2 697.8495 0.3302
NP_001190439.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 2346.2340 LLGEDEPEKLQTHFSAYIKK 417.5594 2346.2199 20.9382 7136 3 782.7448 ‐6.2668
NP_001190439.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1353.6896 LLGEDEPEKLQT 228.5895 1353.6849 19.0762 2023 2 677.3461 ‐3.7389
NP_001190608.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 110.3101 30960.4482 4 7.53 None 969.5728 LPAATIIDR 2885.3610 969.5730 19.8892 7341 2 485.2901 ‐0.7896
NP_001190608.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 110.3101 30960.4482 4 7.53 Carbamidomethyl+C(6) 1409.6842 ITVGFCSNVQER 400.6879 1409.6872 30.1290 5143 2 705.3472 1.03
NP_001190608.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 110.3101 30960.4482 4 7.53 Carbamidomethyl+C(6) 1745.8905 AVSHGCELVFAPRFR 1374.9640 1745.8878 26.8931 2330 2 873.4475 ‐1.4717
NP_001190608.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 110.3101 30960.4482 4 7.53 Carbamidomethyl+C(6) 953.4510 AVSHGCELV 681.5194 953.4520 24.9756 14867 1 953.4520 1.16
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1364.7056 EPYTATIVSVER 7104.4810 1364.7066 24.8687 5183 2 682.8569 0.4742
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1156.5918 VMLLPEDDPK 950.9771 1156.5937 25.0422 4715 2 578.8005 1.1473
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 910.4993 LYSIASTR 4926.0470 910.5007 19.7210 3048 2 455.7540 0.9349
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1712.8014 AIYYDPETGKEDPSK 2662.3510 1712.8034 19.6975 2752 3 571.6060 0.6886
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1790.9139 MALSTTPSQMSVALPTR 169.9166 1790.8770 32.0785 900 2 895.9421 ‐20.5342
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 2036.9521 MYVQDKIEEYSDEIFK 2299.1300 2036.9543 34.1286 6226 3 679.6563 0.6725
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1138.5813 VMLLPEDDPK 326.6763 1138.5822 23.8778 5668 2 569.7947 0.3887
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 505.7022 39608.9773 8 17.43 None 1346.6951 EPYTATIVSVER 294.4329 1346.6987 24.7023 2790 2 673.8530 2.39
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1707.8912 IDGFVSGIGTGGTITGAGK 21380.4200 1707.8922 17.3568 20858 2 854.4497 0.6180
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1449.7440 LIITMPASMSTER 21966.0500 1449.7427 18.1386 12040 2 725.3750 ‐1.0761
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 976.6997 2603.3195 23.1700 10334 3 868.4447 2.56
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 12088.3600 1310.5797 22.9949 10200 2 655.7935 0.2810
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1285.6787 YLSTVLFDATR 15402.0600 1285.6806 18.9793 10064 2 643.3440 1.76
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1382.7467 LFVAIFPSFGER 2078.7970 1382.7463 22.0468 9000 2 691.8768 ‐0.5524
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 998.4135 EAEAMTFEA 1378.6440 998.4147 25.1574 4883 1 998.4147 2.0027
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 1110.3990 3586.8211 25.5805 4633 3 1196.2785 ‐2.4817
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2917.8510 2135.1479 17.7795 5698 4 534.5424 ‐0.7635
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1083.5905 LAQRPENAGK 929.3257 1083.5670 19.7250 2801 2 542.2871 ‐22.2250
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1413.7736 YLSTVLFDATRK 670.5499 1413.7780 17.7273 1613 2 707.3926 2.98
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1359.7379 ESAILSGGKPGPHK 186.6928 1359.7436 17.7808 5573 2 680.3755 3.08
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 1009.5313 STVLFDATR 375.9332 1009.5317 20.6518 2846 2 505.2695 ‐0.1290
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 None 922.4993 TVLFDATR 267.8445 922.4977 20.0371 2358 2 461.7525 ‐2.3358
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 25 51.24 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEGCVGR 466.6663 2586.2853 24.6360 2785 2 1293.6463 0.1392
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1707.8912 IDGFVSGIGTGGTITGAGK 19458.6500 1707.8922 17.3568 20858 2 854.4497 0.5699
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1449.7440 LIITMPASMSTER 25739.9800 1449.7427 18.1386 12040 2 725.3750 ‐0.8787
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 4909.9390 2603.3195 23.1700 10334 3 868.4447 3.1191
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1285.6787 YLSTVLFDATR 14096.5900 1285.6806 18.9793 10064 2 643.3440 1.10
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1382.7467 LFVAIFPSFGER 2975.1110 1382.7463 22.0468 9000 2 691.8768 ‐0.2914
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 1526.2050 3586.8211 25.5805 4633 3 1196.2785 ‐0.7891
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1413.7736 YLSTVLFDATRK 616.2847 1413.7780 17.7273 1613 2 707.3926 3.0814
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 Carbamidomethyl+C(7) 2760.2712 LEMMEPCSSVKDRIGFSMISDAEK 1025.4100 2760.2725 19.5052 4673 3 920.7624 1.93
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 None 1122.6153 LSTVLFDATR 78.6057 1122.6202 16.6738 1842 2 561.8137 4.73
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3329.8850 33919.2387 25 51.24 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEGCVGR 461.9028 2586.2853 24.6360 2785 2 1293.6463 ‐0.7441
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 3885.1540 1604.8100 25.0691 15103 2 802.9086 2.41
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 2119.0780 FEGITMAPPDPILGVSEAFK 1393.8000 2119.0751 22.1958 8615 2 1060.0412 ‐1.0195
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 1531.8366 TEELQPYVLNVVK 11203.7900 1531.8360 30.8857 5958 2 766.4216 ‐0.5233
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 1393.6457 GMEFFVAQSYSK 2437.9380 1393.6497 18.1852 3528 2 697.3285 2.59
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 972.6088 ISLAGLSLAK 9254.7770 972.6084 18.3240 3450 2 486.8079 ‐0.9563
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 962.5418 LNLGVGAYR 3424.0650 962.5397 23.8852 2870 2 481.7735 ‐2.7563
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 1025.4213 AEMEMMAGR 9801.3300 1025.4220 19.8876 1957 2 513.2146 0.1896
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 936.4574 VPWSEYR 659.7446 936.4541 21.9806 1771 2 468.7307 ‐4.1513
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 Carbamidomethyl+C(4) 1250.5794 NVVCSSADAATR 628.0045 1250.5812 24.4424 5137 2 625.7943 1.1190
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 850.4669 LGVSEAFK 277.6739 850.4671 22.3180 1789 2 425.7372 ‐0.4593
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 929.4727 FVAQSYSK 157.7396 929.4691 19.7811 1484 2 465.2382 ‐4.5420
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 1059.6197 QPYVLNVVK 253.4051 1059.6206 32.2581 946 2 530.3140 0.3866
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1073.9680 49495.9061 27 21.43 None 740.3362 WSEYR 110.6372 740.3353 21.7441 853 1 740.3353 ‐0.7402
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 5213.0460 1604.8100 25.0691 15103 2 802.9086 2.01
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 None 1359.7591 VATIQGLSGTGSLR 18694.2700 1359.7589 24.8334 7261 2 680.3831 ‐0.5584



NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 None 1531.8366 TEELQPYVLNVVK 12194.3800 1531.8360 30.8857 5958 2 766.4216 ‐0.6461
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 None 962.5418 LNLGVGAYR 6033.2450 962.5397 23.8852 2870 2 481.7735 ‐3.1820
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 None 553.2980 VATIQG 213.3719 553.2969 24.3239 2144 1 553.2969 ‐1.6941
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1245.4350 49495.9061 27 21.43 None 957.5112 QGLSGTGSLR 540.1019 957.5143 24.8869 1189 2 479.2608 2.1736
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 2119.0780 FEGITMAPPDPILGVSEAFK 2155.4500 2119.0751 22.1958 8615 2 1060.0412 ‐1.4585
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 1523.8580 ATAELLFGAGHPVIK 1039.1630 1523.8568 17.8400 5593 3 508.6238 ‐1.3119
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 1393.6457 GMEFFVAQSYSK 2275.0280 1393.6497 18.1852 3528 2 697.3285 2.66
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 972.6088 ISLAGLSLAK 7430.2130 972.6084 18.3240 3450 2 486.8079 ‐0.3053
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 2009.9790 LFAERGMEFFVAQSYSK 315.4287 2009.9883 25.5212 1138 2 1005.4978 4.14
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 Oxidation+M(6) 1837.9602 RIARPMYSNPPVHGAR 266.8971 1837.9541 20.2786 17601 2 919.4807 ‐3.3786
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 Oxidation+M(5) 1664.8326 IARPMYSNPPVHGAR 205.3901 1664.8311 20.2432 4014 2 832.9192 ‐0.8772
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 357.8101 49495.9061 27 21.43 None 1327.6504 LFAERGMEFFV 196.3980 1327.6511 25.5150 1043 1 1327.6511 2.77
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1416.7845 IAQIPVSEAYLGR 18159.0100 1416.7822 27.7634 54021 2 708.8948 ‐1.8255
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1252.7260 LIESPAPGIISR 41593.9200 1252.7257 25.2808 53529 2 626.8665 ‐0.5393
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1252.7008 VINALANPIDGR 61277.3400 1252.6996 16.3342 49316 2 626.8535 ‐1.2901
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1209.6361 TLTAEAESFLK 61795.9700 1209.6372 30.6785 37841 2 605.3222 0.5101
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 54586.0400 2273.2166 24.7995 35686 2 1137.1120 ‐1.4115
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1553.7383 EAYPGDVFYLHSR 27596.4100 1553.7376 27.2895 31916 3 518.5840 ‐1.0551
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1474.7860 ASSVAQVVTSLQER 24447.7900 1474.7858 28.2402 31573 2 737.8965 ‐0.2877
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1604.8642 TNKPQFQEIIASTK 5713.1170 1604.8634 24.4292 30450 3 535.6260 ‐1.0892
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1101.5535 EGIQEQLER 62429.7600 1101.5533 19.8387 29479 2 551.2803 ‐0.6231
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1030.5527 ADEISNIIR 44544.0300 1030.5533 24.8753 28890 2 515.7803 ‐0.0059
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1942.0604 EVTIVNTGTVLQVGDGIAR 47512.0200 1942.0614 31.8841 26889 2 971.5343 0.7408
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 815.4621 ELIIGDR 12463.0100 815.4617 21.2766 8248 2 408.2345 ‐1.2596
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 860.5022 QMSLLLR 27938.4000 860.5012 17.0646 3940 2 430.7543 ‐1.8243
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 2292.1718 TLTAEAESFLKEGIQEQLER 5338.9040 2292.1737 37.1642 2863 3 764.7294 0.5514
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 775.4825 FLVQLR 3192.8820 775.4811 16.9343 2169 1 775.4811 ‐1.2001
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 3270.6277 LELAQFAELEAFSQFSSDLDKATQNQLAR 606.4781 3270.5965 24.7729 3981 3 1090.8703 ‐9.4166
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 991.5207 PVSEAYLGR 5295.8420 991.5204 27.7635 4600 1 991.5204 0.5145
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 802.4054 QEQLER 12759.4600 802.4039 19.8133 1678 1 802.4039 ‐1.1621
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 810.4832 PAPGIISR 745.0214 810.4849 25.2830 1660 1 810.4849 2.80
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 656.3362 EQLER 135.3891 656.3354 18.9830 1630 1 656.3354 ‐0.7663
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1442.7234 SDLDKATQNQLAR 242.3354 1442.7193 25.6342 1570 1 1442.7193 ‐1.4472
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 742.3842 ANPIDGR 972.9136 742.3861 16.3227 1436 1 742.3861 3.0028
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 715.4461 ISNIIR 695.4500 715.4459 24.8744 1043 1 715.4459 0.2126
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1535.7278 EAYPGDVFYLHSR 319.4858 1535.7277 27.2917 2126 3 512.5807 ‐0.6395
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1013.5262 ADEISNIIR 192.3866 1013.5292 25.5654 5267 2 507.2682 2.89
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12528.2600 55385.3855 57 38.66 None 1457.7594 ASSVAQVVTSLQER 247.2145 1457.7575 28.8536 1467 2 729.3824 ‐1.4962
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1416.7845 IAQIPVSEAYLGR 25840.8300 1416.7822 27.7634 54021 2 708.8948 ‐2.0095
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1252.7260 LIESPAPGIISR 37669.6100 1252.7257 25.2808 53529 2 626.8665 ‐0.8106
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1209.6361 TLTAEAESFLK 58259.4500 1209.6372 30.6785 37841 2 605.3222 0.2159
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1553.7383 EAYPGDVFYLHSR 25275.5500 1553.7376 27.2895 31916 3 518.5840 ‐1.1800
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1474.7860 ASSVAQVVTSLQER 20768.0900 1474.7858 28.2402 31573 2 737.8965 ‐0.4408
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1604.8642 TNKPQFQEIIASTK 6110.7920 1604.8634 24.4292 30450 3 535.6260 ‐1.2401
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1030.5527 ADEISNIIR 31612.1200 1030.5533 24.8753 28890 2 515.7803 ‐0.3954
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1942.0604 EVTIVNTGTVLQVGDGIAR 45709.8500 1942.0613 31.8770 25390 2 971.5343 0.7996
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 2292.1718 TLTAEAESFLKEGIQEQLER 3086.4630 2292.1737 37.1642 2863 3 764.7294 0.0510
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 959.5156 DEISNIIR 2620.5970 959.5154 23.1307 6333 2 480.2613 ‐1.2995
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 995.5044 TAEAESFLK 12401.5600 995.5025 30.7023 5435 1 995.5025 ‐1.3750
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 991.5207 PVSEAYLGR 9151.6320 991.5204 27.7635 4600 1 991.5204 0.1611
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1190.5953 PGDVFYLHSR 160.1912 1190.5932 26.8820 2653 2 595.8002 ‐2.4624
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 931.5207 VVTSLQER 406.6066 931.5194 27.8843 2184 2 466.2634 ‐2.4381
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1128.6371 TVLQVGDGIAR 252.7913 1128.6348 30.6830 1846 2 564.8211 ‐2.8233
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 810.4832 PAPGIISR 756.7739 810.4849 25.2830 1660 1 810.4849 2.97
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 894.4567 AEAESFLK 6326.2480 894.4571 30.6698 1382 1 894.4571 0.9400
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 715.4461 ISNIIR 435.7934 715.4459 24.8744 1043 1 715.4459 0.1415
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 6604.4020 55385.3855 57 38.66 None 1457.7594 ASSVAQVVTSLQER 181.6519 1457.7575 28.8536 1467 2 729.3824 ‐1.6584
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 1252.7008 VINALANPIDGR 72943.8100 1252.6996 16.3342 49316 2 626.8535 ‐0.9054
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 43047.5100 2273.2166 24.7995 35686 2 1137.1120 ‐1.9971
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 1942.0604 EVTIVNTGTVLQVGDGIAR 802.8044 1942.0623 18.9377 6206 2 971.5348 0.9300
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 860.5022 QMSLLLR 9171.5660 860.5012 17.0646 3940 2 430.7543 ‐1.0667
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 1604.8642 TNKPQFQEIIASTK 959.3370 1604.8628 16.6254 2398 3 535.6258 ‐1.2810
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 775.4825 FLVQLR 3317.5740 775.4811 16.9343 2169 1 775.4811 ‐1.0447
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 3270.6277 LELAQFAELEAFSQFSSDLDKATQNQLAR 509.0039 3270.6317 23.9423 3274 3 1090.8821 2.30
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 515.3300 VQLR 3858.6310 515.3300 16.9385 2075 1 515.3300 0.1371
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 742.3842 ANPIDGR 1295.8620 742.3861 16.3227 1436 1 742.3861 3.1200
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 511.3239 VINAL 127.4326 511.3229 17.7918 1404 1 511.3229 ‐1.7393
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 601.4032 SLLLR 4331.0320 601.4033 17.0694 1011 1 601.4033 0.5658
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 4380.0800 55385.3855 57 38.66 None 855.4683 LANPIDGR 1151.1580 855.4659 16.3367 988 1 855.4659 ‐1.8781
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 846.8464 52095.9769 4 9.73 None 1480.7101 SPTGEVIFGGETMR 13993.0300 1480.7107 26.9434 9229 2 740.8590 0.1185
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 846.8464 52095.9769 4 9.73 None 1426.7649 LGANVGSAQGPTGLGK 5630.1040 1426.7659 20.6843 9172 2 713.8866 0.3512
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 846.8464 52095.9769 4 9.73 None 1803.8946 GIDRDFEPVLSMTPLN 7160.8950 1803.8989 35.2350 7720 2 902.4531 2.64
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 846.8464 52095.9769 4 9.73 None 910.4451 IFGGETMR 1370.2230 910.4447 25.5808 2791 2 455.7260 ‐1.5338
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1955.0233 IFNVLGEPVDNLGPVDTR 16023.9200 1955.0230 19.9922 71630 2 978.0151 0.0808
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 2061.0321 GIYPAVDPLDSTSTMLQPR 83488.2600 2061.0341 33.4276 65022 2 1031.0207 1.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1517.7442 ESGVINEQNLAESK 115675.2000 1517.7438 20.6948 57514 2 759.3756 ‐0.3619
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 975.5622 IGLFGGAGVGK 32639.0200 975.5600 17.1883 57174 2 488.2837 ‐2.7927
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1433.7747 FVQAGSEVSALLGR 91923.6600 1433.7723 18.6805 52018 2 717.3898 ‐1.8410
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 26076.0000 2142.0656 20.0865 49124 2 1071.5364 ‐0.8193



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1415.7125 TNPTTSNPEVSIR 61936.5300 1415.7134 19.5659 48767 2 708.3603 0.4446
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 4506.8450 2296.1021 30.0925 47534 3 766.0389 2.30
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1191.6256 SAPAFIELDTK 40039.0900 1191.6248 27.5647 43887 2 596.3161 ‐1.0205
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1735.0153 IAQIIGPVLDVAFPPGK 39051.0800 1735.0162 21.4469 43069 2 868.0117 0.5967
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1007.5772 LSIFETGIK 34510.6800 1007.5726 18.0864 41693 2 504.2899 ‐5.0823
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1630.8071 IVGEEHYETAQQVK 18492.9900 1630.8099 17.7732 37169 3 544.2748 1.16
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1045.6041 VVDLLAPYR 31049.1100 1045.6028 18.1998 33699 2 523.3050 ‐1.7606
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1261.6973 MPNIYNALVVK 13186.4400 1261.6983 19.0904 29515 2 631.3528 0.4605
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1471.8553 TVLIMELINNIAK 78542.6100 1471.8561 24.5831 28698 2 736.4317 0.4369
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 18618.0500 2401.1843 38.5304 28053 3 801.0663 2.63
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1949.9967 DVNEQDVLLFIDNIFR 50895.2400 1949.9940 25.6130 18893 2 975.5007 ‐1.1402
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1077.5609 AVAMSATEGLK 19391.9300 1077.5605 20.1145 16151 2 539.2839 ‐0.7876
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1233.6620 AVAMSATEGLKR 37741.2300 1233.6622 18.4618 11687 2 617.3348 ‐0.1519
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1229.5177 EGNDLYMEMK 11374.6100 1229.5175 23.7883 9925 2 615.2624 ‐0.4741
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1486.6665 TREGNDLYMEMK 6681.9890 1486.6662 22.0532 8055 3 496.2269 ‐0.7856
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1471.7614 VGLTALTMAEYFR 2028.4930 1471.7626 36.8922 3837 2 736.3850 0.7067
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1601.8104 VALVYGQMNEPPGAR 3522.1610 1601.8129 15.9660 2472 2 801.4101 1.78
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1672.8501 TNPTTSNPEVSIREK 378.0482 1672.8924 21.7216 2752 3 558.3023 24.7848
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVLSR 1815.7650 3842.9823 20.5784 8359 4 961.5010 0.3247
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 4356.8440 2711.4506 43.3780 1557 3 904.4884 1.66
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1309.7515 IGPVLDVAFPPGK 232.0615 1309.7570 19.3322 24032 2 655.3822 3.77
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 844.4887 EVSALLGR 290.9117 844.4886 20.8929 9898 1 844.4886 0.6002
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1063.5565 AMSATEGLKR 11184.8400 1063.5578 18.4602 3823 2 532.2825 0.7194
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1418.6546 GEEHYETAQQVK 16203.8900 1418.6539 17.7848 3534 2 709.8306 ‐0.7415
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1187.6379 QAGSEVSALLGR 336.1549 1187.6417 18.6110 3134 2 594.3245 2.80
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 692.3726 FGGAGVGK 121.8956 692.3755 18.5697 2625 1 692.3755 4.02
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 672.4039 INNIAK 280.0449 672.4032 21.9464 2442 1 672.4032 ‐0.5556
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1368.6754 GEPVDNLGPVDTR 131.0502 1368.6809 21.0326 2372 2 684.8441 3.29
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 789.4505 YNALVVK 146.3033 789.4465 18.1456 2052 1 789.4465 ‐4.5265
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1739.9109 VDMGNPLSVPVGGATLGR 159.3529 1739.9038 18.7202 1732 2 870.4555 ‐4.0361
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 907.4553 AMSATEGLK 1180.2890 907.4554 20.1129 1627 1 907.4554 0.7858
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 803.4258 ETAQQVK 191.3746 803.4271 20.2363 1560 1 803.4271 2.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1145.5797 INEQNLAESK 261.5939 1145.5787 20.2071 1387 2 573.2930 ‐1.3363
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1200.6219 PTTSNPEVSIR 3726.3820 1200.6240 19.5701 1319 2 600.8156 1.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 865.4666 FIELDTK 4866.9570 865.4668 27.5611 1209 1 865.4668 0.9803
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1343.6801 TTSNPEVSIREK 179.5890 1343.6838 21.7847 1199 2 672.3455 2.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 988.5422 GSEVSALLGR 1324.7010 988.5408 18.6939 1148 1 988.5408 ‐0.5948
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 926.5418 VPVGGATLGR 2484.7120 926.5467 18.9369 1121 2 463.7770 4.45
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 895.4156 DVNEQDVL 137.0564 895.4123 25.6102 1110 1 895.4123 ‐2.9915
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 732.4403 LLAPYR 138.5149 732.4373 18.2544 1046 1 732.4373 ‐3.5262
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1045.5710 MELINNIAK 206.6111 1045.5665 23.2817 1045 1 1045.5665 ‐3.4477
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1196.6674 GPVLDVAFPPGK 410.6147 1196.6681 22.7243 1025 2 598.8377 0.1993
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1033.6041 NIYNALVVK 226.7179 1033.6012 18.2322 855 2 517.3042 ‐3.2746
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1032.4956 NEQNLAESK 2650.6100 1032.4942 20.7084 784 1 1032.4942 ‐0.5038
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1311.6539 EPVDNLGPVDTR 256.2049 1311.6483 20.3199 768 2 656.3278 ‐4.5813
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1215.6514 AVAMSATEGLKR 397.4446 1215.6555 18.1723 2239 2 608.3314 2.10
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 1468.6559 TREGNDLYMEMK 278.9600 1468.6616 23.5854 1747 2 734.8344 3.96
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 23861.9800 53990.9783 104 73.90 None 2043.0216 GIYPAVDPLDSTSTMLQPR 239.2437 2043.0103 32.7484 756 2 1022.0088 ‐5.1949
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 2061.0321 GIYPAVDPLDSTSTMLQPR 99267.8200 2061.0341 33.4276 65022 2 1031.0207 1.56
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 5633.7770 2296.1021 30.0925 47534 3 766.0389 2.06
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1191.6256 SAPAFIELDTK 45396.6300 1191.6248 27.5647 43887 2 596.3161 ‐1.3243
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 13087.6900 2401.1843 38.5304 28053 3 801.0663 1.05
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1077.5609 AVAMSATEGLK 13659.1300 1077.5605 20.1145 16151 2 539.2839 ‐1.1521
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1233.6620 AVAMSATEGLKR 31273.7000 1233.6622 18.4618 11687 2 617.3348 ‐0.4333
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1601.8104 VALVYGQMNEPPGAR 14932.6200 1601.8146 24.7998 7163 3 534.6097 1.57
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1328.6706 AHGGVSVFGGVGER 1146.2280 1328.6630 22.8564 5204 2 664.8351 ‐6.2149
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1672.8501 TNPTTSNPEVSIREK 279.1685 1672.8924 21.7216 2752 3 558.3023 24.5993
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1063.5565 AMSATEGLKR 5927.8570 1063.5578 18.4602 3823 2 532.2825 0.3474
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 602.3620 EGLKR 177.8161 602.3623 19.8072 1704 1 602.3623 0.9176
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 865.4666 FIELDTK 6482.4030 865.4668 27.5611 1209 1 865.4668 0.7557
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 861.4789 SATEGLKR 8053.2080 861.4798 18.4691 1139 1 861.4798 1.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 1310.6600 AHGGVSVFGGVGER 260.5930 1310.6673 21.5782 3209 2 655.8373 5.0555
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 7125.2230 53990.9783 104 73.90 None 2043.0216 GIYPAVDPLDSTSTMLQPR 230.2334 2043.0103 32.7484 756 2 1022.0088 ‐5.0457
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1955.0233 IFNVLGEPVDNLGPVDTR 19746.4700 1955.0230 19.9922 71630 2 978.0151 ‐0.2022
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 975.5622 IGLFGGAGVGK 45404.7000 975.5600 17.1883 57174 2 488.2837 ‐2.1445
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1433.7747 FVQAGSEVSALLGR 75745.4200 1433.7723 18.6805 52018 2 717.3898 ‐1.6284
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 31042.1500 2142.0656 20.0865 49124 2 1071.5364 ‐1.2802
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1735.0153 IAQIIGPVLDVAFPPGK 39169.3100 1735.0162 21.4469 43069 2 868.0117 0.5228
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1007.5772 LSIFETGIK 46616.7000 1007.5726 18.0864 41693 2 504.2899 ‐4.4645
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1045.6041 VVDLLAPYR 27514.0700 1045.6028 18.1998 33699 2 523.3050 ‐1.1790
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1261.6973 MPNIYNALVVK 7123.9940 1261.6983 19.0904 29515 2 631.3528 0.8367
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1471.8553 TVLIMELINNIAK 60509.5300 1471.8561 24.5831 28698 2 736.4317 0.6133
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1949.9967 DVNEQDVLLFIDNIFR 63736.3800 1949.9940 25.6130 18893 2 975.5007 ‐1.4185
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2061.0321 GIYPAVDPLDSTSTMLQPR 970.1734 2061.0282 19.6792 10024 2 1031.0178 ‐1.9443
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2462.2661 YKELQDIIAILGLDELSEEDR 797.3608 2462.2746 24.3022 3047 3 821.4297 4.0786
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1601.8104 VALVYGQMNEPPGAR 4513.7210 1601.8129 15.9660 2472 2 801.4101 1.05
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2171.1078 ELQDIIAILGLDELSEEDR 1575.2240 2171.0866 24.2563 3723 2 1086.0469 ‐9.8222
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1328.6706 AHGGVSVFGGVGER 1831.3960 1328.6724 14.9708 2902 2 664.8398 1.20
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 Carbamidomethyl+C(11) 3714.8902 DTLGQEINVTCEVQQLLGNNRVRAVAMSATEGLK 1807.8000 3714.8853 21.2568 16214 3 1238.9666 0.7735



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDATTVLSR 3144.5960 3842.9823 20.5784 8359 4 961.5010 0.3247
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2484.3286 KIERFLSQPFFVAEVFTGSPGK 803.1866 2484.3170 24.6165 6748 3 828.7772 ‐3.9982
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1309.7515 IGPVLDVAFPPGK 231.9393 1309.7570 19.3322 24032 2 655.3822 4.81
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 715.4461 VSALLGR 338.3323 715.4447 18.1534 3483 1 715.4447 ‐1.3611
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1187.6379 QAGSEVSALLGR 240.2036 1187.6417 18.6110 3134 2 594.3245 3.46
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1481.7594 LGEPVDNLGPVDTR 164.2047 1481.7653 18.8715 2881 2 741.3863 3.59
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 692.3726 FGGAGVGK 73.8186 692.3755 18.5697 2625 1 692.3755 4.98
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1368.6754 GEPVDNLGPVDTR 306.1497 1368.6809 21.0326 2372 2 684.8441 4.0774
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 545.3042 GGAGVGK 15903.3600 545.3013 17.1861 2304 1 545.3013 ‐5.0940
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 789.4505 YNALVVK 127.6326 789.4465 18.1456 2052 1 789.4465 ‐4.3550
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 988.5422 GSEVSALLGR 1476.5310 988.5408 18.6939 1148 1 988.5408 ‐0.1937
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 732.4403 LLAPYR 91.6797 732.4373 18.2544 1046 1 732.4373 ‐3.4204
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1045.5710 MELINNIAK 175.1534 1045.5665 23.2817 1045 1 1045.5665 ‐2.9808
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1059.5793 AGSEVSALLGR 1211.5160 1059.5785 18.6763 1010 1 1059.5785 0.6956
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1033.6041 NIYNALVVK 212.4991 1033.6012 18.2322 855 2 517.3042 ‐2.6816
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1415.7641 FVQAGSEVSALLGR 266.5722 1415.7679 20.3780 4863 2 708.3876 2.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 1416.7482 FVQAGSEVSALLGR 212.2563 1416.7475 16.8922 1327 2 708.8774 ‐0.4660
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2044.0056 GIYPAVDPLDSTSTMLQPR 163.3449 2043.9958 21.0309 1056 3 682.0035 ‐4.6416
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 11997.0500 53990.9783 104 73.90 None 2445.2395 YKELQDIIAILGLDELSEEDR 296.9505 2445.2450 25.1529 839 3 815.7532 2.39
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1228.6532 DLAVEGNEIIR 176259.0000 1228.6511 26.1269 1015202 2 614.8292 ‐2.0752
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1407.6678 LTYYTPEYETK 147921.4000 1407.6655 22.9367 950746 2 704.3364 ‐1.8528
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1021.5313 DTDILAAFR 119217.0000 1021.5307 31.9772 728512 2 511.2690 ‐1.1485
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1465.7546 TFQGPPHGIQVER 57953.6100 1465.7514 21.3608 723201 3 489.2553 ‐2.8096
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 223895.7000 1546.7348 32.1650 629530 2 773.8710 ‐0.8234
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2169.9870 GGLDFTKDDENVNSQPFMR 148546.3000 2169.9808 27.8338 545808 3 723.9985 ‐3.1435
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2270.1299 ESTLGFVDLLRDDYVEKDR 192968.1000 2270.1313 34.5314 438254 4 568.2883 0.6033
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTS 344467.4000 3854.8657 40.1892 435514 3 1285.6268 ‐1.2428
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1249.6787 ESTLGFVDLLR 169342.6000 1249.6772 20.9066 376599 2 625.3422 ‐1.5290
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(5) 910.4452 AVYECLR 58094.8800 910.4442 18.6668 317699 2 455.7257 ‐1.7021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 72226.4400 1116.5832 20.6221 251057 2 558.7952 ‐0.3317
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 110427.8000 1261.6292 19.3549 216961 2 631.3183 0.1835
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1447.7652 LSGGDHIHAGTVVGK 73403.4400 1447.7648 17.2397 209059 3 483.2598 ‐0.9138
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 124350.1000 1950.9162 21.4388 104203 3 650.9769 ‐0.3611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1999.0019 ESTLGFVDLLRDDYVEK 86379.8000 1999.0017 35.8655 97141 3 667.0054 ‐0.4897
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 20649.6500 3038.4567 35.7438 84421 4 760.3696 2.08
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1451.6220 DDENVNSQPFMR 117597.6000 1451.6198 21.9712 52068 2 726.3135 ‐1.6683
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 47517.6200 1794.8146 22.5981 46746 3 598.9430 ‐0.6844
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1324.6783 EITFNFPTIDK 12937.2400 1324.6799 19.5636 41143 2 662.8436 0.9039
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1819.9549 LEGDRESTLGFVDLLR 4160.9760 1819.9575 20.1978 35238 3 607.3240 0.9774
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 15170.9400 1502.8518 14.4715 19505 3 501.6221 ‐0.1968
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 1154.6240 2840.4104 34.0916 17583 4 710.8581 1.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1187.6644 DNGLLLHIHR 12358.5600 1187.6632 23.6369 15776 3 396.5592 ‐1.7062
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 1555.0820 2569.2856 35.0857 7230 4 643.0768 2.10
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1684.8613 NEGRDLAVEGNEIIR 2865.6350 1684.8635 24.0292 2080 3 562.2927 0.7925
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 912.4720 AMHAVIDR 3148.4050 912.4724 15.5501 1553 2 456.7398 ‐0.1864
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 962.4789 SQAETGEIK 465.4637 962.4820 22.0877 1085 1 962.4820 3.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(9) 2852.3964 WSPELAAACEVWKEITFNFPTIDK 1413.1390 2852.3363 33.8646 1515 3 951.4503 ‐21.0999
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1708.8765 TFQGPPHGIQVERDK 333.9648 1708.9204 20.1283 1172 2 854.9638 25.7023
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1866.9120 EITFNFPTIDKLDGQE 389065.6000 1866.9104 35.8652 1269124 2 933.9588 ‐0.7047
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 4146.0302 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTS 1026.6110 4146.0335 22.5048 1298 3 1382.6827 1.86
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(3) 740.3396 YECLR 25258.2700 740.3390 18.6609 104349 1 740.3390 ‐0.3289
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 577.3457 LAAFR 4589.8350 577.3454 31.9770 41961 1 577.3454 ‐0.0421
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 929.5051 VEGNEIIR 13577.5000 929.5052 26.1264 24984 1 929.5052 0.9285
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 819.4723 GFVDLLR 32623.4000 819.4726 20.9067 24285 1 819.4726 0.9411
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(2) 577.2763 ECLR 632.7210 577.2764 18.6620 19843 1 577.2764 0.4938
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 690.4297 ILAAFR 428.5219 690.4296 31.9771 11478 1 690.4296 0.3347
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 958.5945 GLLLHIHR 5097.5280 958.5922 24.4573 8911 2 479.7997 ‐2.9735
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(4) 839.4080 VYECLR 1068.1010 839.4090 18.6610 7899 1 839.4090 1.80
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 558.2770 DTDIL 878.9753 558.2786 31.9752 6700 1 558.2786 3.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 838.4530 HGIQVER 4687.3100 838.4535 21.3579 6366 1 838.4535 1.35
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1032.5585 PPHGIQVER 1078.7660 1032.5580 21.3508 6109 2 516.7826 ‐1.0437
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1192.5117 GGLDFTKDDEN 8150.1110 1192.5095 27.8406 5943 1 1192.5095 ‐0.7633
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 3026.9240 1123.5219 21.4159 4660 2 562.2646 ‐1.8182
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1500.7693 VTPQPGVPPEEAGAAV 184.6387 1500.7781 20.7571 4595 3 500.9309 5.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 675.4049 LHIHR 11936.1500 675.4042 24.4445 4166 1 675.4042 ‐0.5367
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 762.4509 FVDLLR 511.2112 762.4497 20.9060 4025 1 762.4497 ‐1.0053
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 550.2806 PFMR 5501.3550 550.2797 27.8303 3777 1 550.2797 ‐1.3080
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1262.6263 FPTIDKLDGQE 289.6828 1262.6310 33.9342 3642 2 631.8191 3.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 788.4890 LLHIHR 498.8906 788.4891 24.4445 3468 1 788.4891 0.8117
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1620.7136 GGLDFTKDDENVNSQ 775.3209 1620.7118 27.8337 3136 2 810.8595 ‐1.1864
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 579.8472 1756.8337 21.7609 3123 3 586.2828 ‐1.6079
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 694.3770 AEAIYK 152.0100 694.3751 21.3159 3000 1 694.3751 ‐2.2775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 642.3134 LTYYT 87.8823 642.3098 22.9335 2929 1 642.3098 ‐5.1843
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 615.3824 VDLLR 58.9287 615.3835 20.9083 2927 1 615.3835 2.1398
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1078.4687 GGLDFTKDDE 818.2995 1078.4662 27.8337 2826 1 1078.4662 ‐1.4461
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1046.5014 LSGGDHIHAGT 3722.6920 1046.5023 17.2298 2787 2 523.7548 0.3855
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(3) 833.3934 EACVQAR 198.8693 833.3913 21.4562 2562 1 833.3913 ‐1.9605
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 656.3151 GHYLNA 1086.3120 656.3120 21.4350 2511 1 656.3120 ‐4.2025
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 981.5040 FNFPTIDK 111.5855 981.5089 17.2455 2152 2 491.2581 4.26



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 830.4367 EGNEIIR 147.7924 830.4341 23.6839 2135 1 830.4341 ‐2.4456
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1577.8282 GDRESTLGFVDLLR 129.7084 1577.8335 18.9619 1988 2 789.4204 3.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(1) 448.2337 CLR 127.4507 448.2338 18.6582 1972 1 448.2338 0.3036
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1591.8002 EITFNFPTIDKLDG 365.8873 1591.8041 36.2996 1936 2 796.4057 2.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 752.3614 EITFNF 1212.0920 752.3626 35.8729 1929 1 752.3626 2.36
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1262.6375 VWTDGLTSLDR 226.8888 1262.6318 40.0042 1855 2 631.8196 ‐4.8483
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 666.3246 WSPELA 806.0244 666.3258 32.0452 1774 1 666.3258 2.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 768.4363 HAGTVVGK 5594.4760 768.4362 17.2398 1621 1 768.4362 0.5057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1419.7518 EITFNFPTIDKL 334.7561 1419.7567 34.8059 1604 2 710.3820 3.1874
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1782.9272 TLGFVDLLRDDYVEK 1225.3530 1782.9303 35.8657 1568 2 891.9688 1.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 445.1929 DTDI 101.3921 445.1926 31.9762 1526 1 445.1926 ‐0.4003
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 830.4367 EGNEIIR 227.4564 830.4351 25.4903 1445 1 830.4351 ‐1.2506
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 879.4141 NSQPFMR 566.7730 879.4126 21.9817 1407 1 879.4126 ‐1.0685
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1217.6385 QGPPHGIQVER 268.6296 1217.6403 19.3797 1359 2 609.3238 1.0718
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1012.4622 YTPEYETK 175.4241 1012.4597 22.7348 1325 2 506.7335 ‐3.0494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1433.6114 DDENVNSQPFMR 256.7890 1433.6058 26.4664 1281 2 717.3066 ‐4.0752
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1018.5792 HIHAGTVVGK 157.8245 1018.5753 17.5785 1200 2 509.7913 ‐4.3920
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 765.3320 967.4234 22.5908 1156 1 967.4234 1.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1142.5041 LTYYTPEYE 175.3761 1142.5103 21.7297 1120 2 571.7588 4.27
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 870.3952 LEGDREST 83.0924 870.3997 18.3390 1111 2 435.7035 4.36
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 961.4560 VNSQPFMR 187.1258 961.4588 27.2299 1109 1 961.4588 3.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1092.5255 NVNSQPFMR 163.1209 1092.5229 21.6173 1108 2 546.7651 ‐2.8088
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1145.5698 LSGGDHIHAGTV 2041.5460 1145.5723 17.2343 1054 2 573.2898 1.89
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1405.6230 GGLDFTKDDENVN 435.3177 1405.6223 27.8281 1046 2 703.3148 ‐0.7594
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1308.6543 LRDDYVEKDR 1040.2320 1308.6614 34.5251 1042 2 654.8344 5.1866
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 3158.4913 PPEEAGAAVAAESSTGTWTTVWTDGLTSLDR 1589.7860 3158.4926 41.6200 1029 3 1053.5024 0.5079
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 828.3734 DLAVEGNE 1019.5480 828.3743 26.1272 976 1 828.3743 1.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2252.1194 ESTLGFVDLLRDDYVEKDR 419.9466 2252.1255 34.5317 14040 4 563.7868 2.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 705.7566 1932.9054 21.4151 5587 4 483.9818 ‐0.0667
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1447.7441 TFQGPPHGIQVER 253.0005 1447.7523 23.2137 4157 3 483.2556 5.0945
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 587.9155 1776.8065 22.5852 2086 3 592.9404 0.7066
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1231.6681 ESTLGFVDLLR 267.4925 1231.6627 22.5335 1918 2 616.3350 ‐4.7251
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 2152.9604 GGLDFTKDDENVNSQPFMR 622.6772 2152.9603 27.8345 6581 3 718.3250 ‐0.3634
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 Carbamidomethyl+C(6) 1099.5565 VALEACVQAR 362.2307 1099.5533 21.4934 991 1 1099.5533 ‐1.9637
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 83701.1300 53468.3747 229 60.13 None 1170.6378 DNGLLLHIHR 260.0367 1170.6376 24.4446 801 3 390.8841 ‐0.8711
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1407.6678 LTYYTPEYETK 166017.4000 1407.6655 22.9360 947615 2 704.3364 ‐2.0483
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1021.5313 DTDILAAFR 62812.6300 1021.5307 31.9769 726911 2 511.2690 ‐1.5485
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1465.7546 TFQGPPHGIQVER 78381.7000 1465.7514 21.3601 721167 3 489.2553 ‐2.8966
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 234629.0000 1546.7348 32.1646 627904 2 773.8710 ‐0.9395
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 2169.9870 GGLDFTKDDENVNSQPFMR 95725.4700 2169.9808 27.8332 543938 3 723.9984 ‐3.6040
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 2270.1299 ESTLGFVDLLRDDYVEKDR 203571.2000 2270.1312 34.5304 435312 4 568.2883 0.5610
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTS 251389.2000 3854.8656 40.1837 410621 3 1285.6267 ‐2.5618
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(5) 910.4452 AVYECLR 44817.0700 910.4442 18.6659 316677 2 455.7257 ‐2.1691
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 53114.1600 1116.5832 20.6140 236214 2 558.7952 ‐0.6830
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1447.7652 LSGGDHIHAGTVVGK 93158.0000 1447.7647 17.2376 207301 3 483.2598 ‐1.0053
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 78995.7800 1950.9161 21.4174 99634 3 650.9769 ‐0.7454
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1999.0019 ESTLGFVDLLRDDYVEK 78338.3600 1999.0017 35.8655 97141 3 667.0054 ‐0.8410
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 37001.9500 1794.8144 22.5894 45329 3 598.9430 ‐1.0334
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1228.6532 DLAVEGNEIIR 34394.1100 1228.6523 25.9849 38788 2 614.8298 ‐1.3428
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 2260.2360 3038.4581 35.6855 32226 4 760.3700 2.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 5043.6760 1261.6264 32.1544 24480 2 631.3169 ‐2.3173
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 10325.4400 1502.8511 21.5649 20476 3 501.6219 ‐0.7886
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 1667.8090 2840.4104 34.0916 17583 4 710.8581 1.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1187.6644 DNGLLLHIHR 8204.7330 1187.6632 23.6369 15776 3 396.5592 ‐1.6449
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 1713.9860 2569.2856 35.0857 7230 4 643.0768 2.10
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 912.4720 AMHAVIDR 1973.3570 912.4724 15.5501 1553 2 456.7398 ‐0.6387
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1866.9120 EITFNFPTIDKLDGQE 433097.9000 1866.9103 35.8649 1265654 2 933.9588 ‐0.6587
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(3) 740.3396 YECLR 28040.4300 740.3390 18.6609 104349 1 740.3390 ‐0.4255
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 577.3457 LAAFR 5829.0790 577.3454 31.9770 41961 1 577.3454 0.0280
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1839.9236 GFVDLLRDDYVEKDR 47494.8400 1839.9264 34.5320 25318 2 920.4668 1.34
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(2) 577.2763 ECLR 729.5078 577.2764 18.6620 19843 1 577.2764 0.5640
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 587.3300 YGRPL 65.2930 587.3269 24.7158 19510 1 587.3269 ‐4.9058
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1193.5361 YYTPEYETK 7923.7700 1193.5344 22.9375 19066 1 1193.5344 ‐0.8529
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1030.4728 YTPEYETK 18528.1200 1030.4725 22.9359 15066 1 1030.4725 0.2743
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1200.6120 QGPPHGIQVER 6041.2000 1200.6142 21.3592 14898 2 600.8108 1.1890
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1364.7070 FQGPPHGIQVER 3205.0950 1364.7063 21.3598 14355 2 682.8568 ‐0.9326
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 690.4297 ILAAFR 240.7248 690.4296 31.9771 11478 1 690.4296 0.2892
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 464.2616 AAFR 146.6616 464.2610 31.9759 11228 1 464.2610 ‐1.0010
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1294.5838 TYYTPEYETK 6058.3640 1294.5826 22.9379 9102 1 1294.5826 ‐0.3350
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1953.0076 LGFVDLLRDDYVEKDR 12061.9400 1953.0109 34.5301 9096 2 977.0091 2.0138
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 958.5945 GLLLHIHR 2058.0110 958.5922 24.4573 8911 2 479.7997 ‐3.4013
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(1) 633.3137 CVQAR 105.9881 633.3119 26.3544 8819 1 633.3119 ‐2.4125
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 879.4141 NSQPFMR 235.6393 879.4134 27.8385 8646 1 879.4134 ‐0.3662
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(3) 833.3934 EACVQAR 4855.7290 833.3958 20.5988 8177 1 833.3958 3.81
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(4) 839.4080 VYECLR 1654.5160 839.4090 18.6610 7899 1 839.4090 1.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 644.3726 IQVER 2001.7370 644.3753 21.3690 7692 1 644.3753 4.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(4) 934.4452 AAACEVWK 11895.4000 934.4455 32.1611 6221 1 934.4455 0.8611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1032.5585 PPHGIQVER 1822.6440 1032.5580 21.3508 6109 2 516.7826 ‐1.4321
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1192.5117 GGLDFTKDDEN 4452.2910 1192.5095 27.8406 5943 1 1192.5095 ‐1.3223



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 6192.7630 1194.5600 21.4103 5038 2 597.7836 ‐1.1999
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1782.9021 FVDLLRDDYVEKDR 10658.0400 1782.9071 34.5233 4680 2 891.9572 2.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 629.3141 DTDILA 375.0771 629.3133 31.9709 4176 1 629.3133 ‐0.8310
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 675.4049 LHIHR 7160.1580 675.4042 24.4445 4166 1 675.4042 ‐0.5669
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 765.3712 SQPFMR 266.4965 765.3707 27.8292 3970 1 765.3707 ‐0.1795
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 550.2806 PFMR 5862.9240 550.2797 27.8303 3777 1 550.2797 ‐1.2101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 788.4890 LLHIHR 343.2765 788.4891 24.4445 3468 1 788.4891 0.6659
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1942.8600 DFTKDDENVNSQPFMR 4022.1850 1942.8565 27.8363 3413 2 971.9319 ‐1.4358
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 2575.2311 VTPQPGVPPEEAGAAVAAESSTGTWTT 359.6134 2575.2256 38.4374 3300 3 859.0800 ‐2.9477
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(5) 1047.5292 LAAACEVWK 2100.4370 1047.5293 32.1712 3253 1 1047.5293 0.5931
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1163.5691 WTDGLTSLDR 1426.8780 1163.5675 40.1893 3235 1 1163.5675 ‐0.9050
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1620.7136 GGLDFTKDDENVNSQ 535.9532 1620.7118 27.8337 3136 2 810.8595 ‐1.2619
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 279.8858 1756.8337 21.7609 3123 3 586.2828 ‐1.8360
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 1055.1600 1295.6081 21.6739 3048 2 648.3077 ‐0.7135
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 642.3134 LTYYT 123.9990 642.3098 22.9335 2929 1 642.3098 ‐5.1805
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1078.4687 GGLDFTKDDE 329.4529 1078.4662 27.8337 2826 1 1078.4662 ‐1.8885
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 656.3151 GHYLNA 657.4858 656.3120 21.4350 2511 1 656.3120 ‐4.2131
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 586.3923 TIKPK 2129.5570 586.3917 20.8081 2460 1 586.3917 ‐0.5529
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 529.5222 2640.2429 35.6822 2431 3 880.7525 2.81
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 5069.4910 1123.5243 21.6979 2072 2 562.2658 ‐0.0756
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(1) 448.2337 CLR 255.1133 448.2338 18.6582 1972 1 448.2338 0.5058
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 862.3876 NSQPFMR 193.7985 862.3903 27.8222 1962 1 862.3903 3.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1591.8002 EITFNFPTIDKLDG 360.3521 1591.8041 36.2996 1936 2 796.4057 2.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 752.3614 EITFNF 2242.1310 752.3626 35.8729 1929 1 752.3626 2.0848
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 401.2871 IIR 44.8454 401.2866 24.4727 1807 1 401.2866 ‐0.7428
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 666.3246 WSPELA 1075.5040 666.3258 32.0452 1774 1 666.3258 2.1768
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 768.4363 HAGTVVGK 11605.3600 768.4362 17.2398 1621 1 768.4362 0.3805
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(1) 721.3338 CEVWK 203.8305 721.3334 32.1737 1567 1 721.3334 ‐0.0872
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 445.1929 DTDI 64.6059 445.1926 31.9762 1526 1 445.1926 ‐0.1949
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1492.6550 GGLDFTKDDENVNS 570.9178 1492.6545 27.8297 1407 2 746.8309 ‐0.6284
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1012.4622 YTPEYETK 191.9256 1012.4597 22.7348 1325 2 506.7335 ‐3.4485
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(1) 965.4543 CEEMIKR 2665.6300 965.4528 21.4166 1245 1 965.4528 ‐1.1486
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 945.4537 LSGGDHIHAG 2084.4180 945.4564 17.2480 1234 1 945.4564 3.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 924.7528 967.4234 22.5908 1156 1 967.4234 1.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 929.5051 VEGNEIIR 2343.9420 929.5038 25.9930 1135 1 929.5038 ‐0.8400
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1000.5422 AVEGNEIIR 1945.7400 1000.5414 25.9921 1127 1 1000.5414 ‐0.3168
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 961.4560 VNSQPFMR 117.3912 961.4588 27.2299 1109 1 961.4588 3.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1217.6385 QGPPHGIQVER 258.3753 1217.6399 22.4937 1101 2 609.3236 0.4329
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1464.7329 TTVWTDGLTSLDR 442.4714 1464.7306 40.1807 1065 1 1464.7306 ‐1.0089
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1145.5698 LSGGDHIHAGTV 3453.8380 1145.5723 17.2343 1054 2 573.2898 1.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1405.6230 GGLDFTKDDENVN 376.3117 1405.6223 27.8281 1046 2 703.3148 ‐0.9494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 740.3362 GHYLNAT 291.2589 740.3353 21.7441 853 1 740.3353 ‐0.8370
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1536.7653 DLLRDDYVEKDR 178.7193 1536.7713 35.5092 849 2 768.8893 3.22
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1316.6706 SGGDHIHAGTVVGK 751.5707 1316.6678 17.2967 788 3 439.5608 ‐2.7943
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1003.5207 DTDILAAFR 182.3032 1003.5210 31.9798 4204 2 502.2641 ‐0.6846
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 537.9260 1776.8065 22.5852 2086 3 592.9404 0.4683
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1980.9913 ESTLGFVDLLRDDYVEK 551.3693 1980.9953 35.8681 1930 3 661.0033 1.41
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 58473.0900 53468.3747 229 60.13 None 1170.6378 DNGLLLHIHR 204.7348 1170.6376 24.4446 801 3 390.8841 ‐0.8012
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1249.6787 ESTLGFVDLLR 172662.8000 1249.6772 20.9066 376599 2 625.3422 ‐1.1415
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 106483.4000 1261.6292 19.3549 216961 2 631.3183 0.5597
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVWTDGLTS 110330.6000 3854.8651 22.5668 77343 3 1285.6266 0.5017
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 65375.4500 1116.5837 13.9731 48033 2 558.7955 0.6508
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 21784.1400 3038.4516 20.4601 45535 4 760.3683 0.5378
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1324.6783 EITFNFPTIDK 14317.9100 1324.6801 19.5574 40275 2 662.8437 1.75
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1819.9549 LEGDRESTLGFVDLLR 10158.9700 1819.9575 20.1978 35238 3 607.3240 1.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1407.6678 LTYYTPEYETK 73521.0200 1407.6686 15.0971 29154 2 704.3379 0.5368
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1465.7546 TFQGPPHGIQVER 34933.2100 1465.7531 14.3078 26221 3 489.2559 ‐1.6153
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 60924.1500 1950.9186 14.2201 25509 3 650.9777 1.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 16625.4900 1502.8518 14.4715 19505 3 501.6221 ‐0.1339
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 16459.2300 1546.7362 19.1647 15800 2 773.8717 0.2014
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 2169.9870 GGLDFTKDDENVNSQPFMR 19395.6000 2169.9858 17.1689 15515 3 724.0001 ‐0.2510
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 39731.3800 1794.8165 14.8241 12130 3 598.9437 0.6474
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 2410.1813 LTYYTPEYETKDTDILAAFR 2238.7870 2410.1798 19.9501 11552 3 804.0648 ‐0.0636
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1021.5313 DTDILAAFR 10659.8400 1021.5296 19.3069 7985 2 511.2684 ‐1.6231
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1228.6532 DLAVEGNEIIR 7770.0330 1228.6533 16.5081 7813 2 614.8303 0.1030
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1187.6644 DNGLLLHIHR 1531.4010 1187.6658 15.5089 2099 3 396.5601 0.2925
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 226.1580 1716.8665 22.5498 1057 2 858.9369 4.56
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1866.9120 EITFNFPTIDKLDGQE 18579.1700 1866.9138 20.7547 25181 2 933.9606 0.9573
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 819.4723 GFVDLLR 976.5216 819.4726 20.9067 24285 1 819.4726 1.1473
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1001.4786 TIDKLDGQE 111.1461 1001.4736 19.3461 10110 1 1001.4736 ‐3.6827
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1262.6375 VWTDGLTSLDR 300.5259 1262.6373 20.5486 8711 2 631.8223 ‐0.1172
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1262.6263 FPTIDKLDGQE 205.1703 1262.6326 21.8668 3441 2 631.8199 5.0271
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 932.4512 EITFNFPT 2716.8240 932.4498 21.5067 3328 1 932.4498 ‐0.4611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 615.3824 VDLLR 505.5016 615.3835 20.9083 2927 1 615.3835 2.1106
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(3) 863.4080 AACEVWK 115.4324 863.4110 19.6963 2853 1 863.4110 4.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 9716.9310 2640.2310 20.4591 2636 3 880.7485 ‐0.0783
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1082.5517 TFNFPTIDK 454.0105 1082.5495 19.5577 2492 1 1082.5495 ‐0.5818
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1217.6385 QGPPHGIQVER 20809.8100 1217.6387 14.3098 2292 2 609.3230 0.2043
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1532.7591 LEGDRESTLGFVDL 171.0907 1532.7534 18.8422 2259 2 766.8803 ‐3.7081



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1577.8282 GDRESTLGFVDLLR 108.0506 1577.8335 18.9619 1988 2 789.4204 3.04
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 119.8097 1194.5592 17.3294 1623 2 597.7832 ‐1.1441
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 805.4567 DILAAFR 145.3425 805.4520 17.1863 1396 1 805.4520 ‐4.9935
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1909.9290 TGTWTTVWTDGLTSLDR 340.2592 1909.9313 20.5090 1264 2 955.4693 1.1594
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 812.4261 EGNEIIR 224.6846 812.4263 17.8087 1237 1 812.4263 1.1402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(4) 946.4775 LEACVQAR 3142.9570 946.4769 13.9653 1142 1 946.4769 0.5250
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1120.6361 STLGFVDLLR 204.3830 1120.6318 20.9069 1115 1 1120.6318 ‐2.2937
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 2391.1463 VTPQPGVPPEEAGAAVAAESSTGTW 416.5394 2391.1502 22.8277 1004 3 797.7216 2.1825
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 6536.5230 1123.5272 14.2247 848 2 562.2672 3.19
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 None 1231.6681 ESTLGFVDLLR 127.9234 1231.6627 22.5335 1918 2 616.3350 ‐4.3204
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis 26506.1400 53468.3747 229 60.13 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 425.3998 1932.9070 14.2180 1281 4 483.9822 0.7714
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 2316.3540 9551.7469 3 43.21 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 2316.3540 9551.7469 3 43.21 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 2316.3540 9551.7469 3 43.21 None 641.2963 SMGLAY 6572.1280 641.2960 23.9257 5223 1 641.2960 ‐0.1229
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1200.6293 VVDAMGVPIDGK 46914.7100 1200.6296 24.3794 20371 2 600.8184 ‐0.1070
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 8396.9240 2308.1559 24.1894 20289 3 770.0568 ‐0.6408
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1250.6375 AAELTNLFESR 25901.4800 1250.6378 29.7986 19723 2 625.8225 ‐0.1392
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1043.5732 TGSIVDVPAGK 55725.7500 1043.5731 20.2175 15730 2 522.2902 ‐0.5401
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1330.7577 TTIAIDTILNQK 15368.0400 1330.7558 18.5160 14615 2 665.8815 ‐1.7065
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1026.5942 AVDSLVPIGR 28271.8700 1026.5943 25.6550 14614 2 513.8008 ‐0.4540
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1283.6994 QPQYAPLPIEK 4924.2320 1283.6986 24.6247 8621 2 642.3530 ‐0.9220
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 892.4887 LELAQYR 16626.8200 892.4895 21.3454 5514 2 446.7484 0.2476
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 860.5022 QMSLLLR 27938.4000 860.5012 17.0646 3940 2 430.7543 ‐1.8243
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 2361.2119 GMALNLENENVGIVVFGGDTAIK 273.3970 2361.1547 28.3562 9382 4 591.0441 ‐24.2289
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1012.4806 GALSDHEQR 751.7246 1012.5018 23.2527 2340 1 1012.5018 21.7133
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1805.9214 GGLTNERKMEPDAFLK 465.2129 1805.9116 20.7030 3741 2 903.4594 ‐5.3476
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1963.9906 MELSPRAAELTNLFESR 425.9786 1963.9844 36.2138 802 2 982.4958 ‐2.9176
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 856.4887 DSLVPIGR 2813.6160 856.4879 25.6602 1617 1 856.4879 ‐0.2910
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 779.4046 ELAQYR 145.0270 779.4054 21.3600 1242 1 779.4054 1.22
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 885.5040 SIVDVPAGK 359.1109 885.5038 19.4531 1217 2 443.2555 ‐0.8898
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4915.0310 55256.4040 29 30.97 None 1002.4925 DAMGVPIDGK 888.8932 1002.4901 24.3917 1173 1 1002.4901 ‐1.4796
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1200.6293 VVDAMGVPIDGK 33671.4600 1200.6296 24.3794 20371 2 600.8184 ‐0.4060
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1250.6375 AAELTNLFESR 37185.6600 1250.6378 29.7986 19723 2 625.8225 ‐0.4116
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1043.5732 TGSIVDVPAGK 81615.1300 1043.5731 20.2175 15730 2 522.2902 ‐0.9226
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1026.5942 AVDSLVPIGR 31262.3800 1026.5943 25.6550 14614 2 513.8008 ‐0.8456
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1283.6994 QPQYAPLPIEK 4714.1070 1283.6986 24.6247 8621 2 642.3530 ‐1.1768
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 892.4887 LELAQYR 28947.7100 892.4895 21.3454 5514 2 446.7484 ‐0.2154
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 717.5941 2036.9715 26.2243 2786 4 509.9983 20.1773
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1963.9906 MELSPRAAELTNLFESR 524.7533 1963.9844 36.2138 802 2 982.4958 ‐2.8105
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 856.4887 DSLVPIGR 4025.4250 856.4879 25.6602 1617 1 856.4879 ‐0.5064
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 718.3770 LELAQY 147.8576 718.3759 22.8504 1580 1 718.3759 ‐1.1819
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 779.4046 ELAQYR 197.0387 779.4054 21.3600 1242 1 779.4054 1.57
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 4518.5320 55256.4040 29 30.97 None 1002.4925 DAMGVPIDGK 511.4441 1002.4901 24.3917 1173 1 1002.4901 ‐1.8442
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 1522.7536 AITQYIAHEFSDK 2915.7880 1522.7525 28.0170 13516 3 508.2557 ‐1.4105
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 1475.7529 NVDFEFVHVELK 7651.7830 1475.7533 32.0952 12712 2 738.3803 ‐0.0181
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 1030.5316 VLDVYEHR 42794.3100 1030.5322 18.1960 6895 2 515.7697 ‐0.3787
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 1143.5905 VFGHPASTATR 1622.2990 1143.5912 14.5928 3253 2 572.2993 ‐0.1413
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 1124.5259 VPAFEDGDFK 3388.2940 1124.5261 24.2698 1850 2 562.7667 ‐0.5671
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 804.4954 2389.2003 36.8320 5813 3 797.0716 23.8607
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 818.3791 DVYEHR 4126.8990 818.3808 18.2027 2231 1 818.3808 2.23
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 604.2838 YEHR 2146.5030 604.2843 18.1958 2017 1 604.2843 1.50
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 2603.4050 23485.9666 9 36.54 None 703.3733 PASTATR 316.6947 703.3743 14.5969 1301 1 703.3743 1.05
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3665.3520 22363.6807 2 13.73 None 1650.7978 EQIFEMPTGGAAIMR 49576.6100 1650.8007 31.8786 35382 2 825.9040 1.62
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 3665.3520 22363.6807 2 13.73 None 1527.7954 VFPNGEVQYLHPK 314.0488 1527.8020 27.8947 3954 2 764.4046 4.0554
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 1527.8530 TPLVPASVVFDLGGR 6516.5890 1527.8538 21.0207 8221 2 764.4305 0.5369
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 1095.6772 TVPINPTLLK 4253.0890 1095.6756 16.9913 1519 2 548.3414 ‐1.4039
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 2028.0562 HNIGLPSQFAAAFSFHRK 115.2244 2028.0107 22.5964 8304 2 1014.5090 ‐22.4987
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 1899.9613 HNIGLPSQFAAAFSFHR 499.3358 1900.0032 17.3543 797 3 634.0059 22.0126
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 701.3729 HNIGLPS 632.7159 701.3706 17.7844 3548 1 701.3706 ‐2.7989
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 1118.5742 HNIGLPSQFAA 106.6394 1118.5704 21.0262 1650 1 1118.5704 ‐1.8097
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 348.3660 46401.7410 7 5.77 None 1882.9347 HNIGLPSQFAAAFSFHR 1623.8910 1882.9328 17.4734 1119 3 628.3158 ‐1.1037
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1649.9949 VLVVANPANTNALILK 69015.0200 1649.9919 18.6546 107666 2 825.4996 ‐1.8381
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1360.7545 MELIDAAFPLLK 66779.9100 1360.7539 22.5237 52976 2 680.8806 ‐0.7064
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 943.5459 LSVPVSDVK 19491.4300 943.5444 21.8642 46398 2 472.2758 ‐2.1856
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1017.5251 EFAPSIPEK 41400.7500 1017.5245 22.4563 44782 2 509.2659 ‐1.1656
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 2349.1721 ELVKDDAWLDGEFISTVQQR 23748.9000 2349.1780 33.6669 27572 3 783.7308 2.28
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 27696.4600 1645.7957 22.5086 22234 3 549.2701 ‐0.8874
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 1694.1160 2266.0972 24.1532 17788 3 756.0372 ‐1.5044
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1435.6985 MDLTAEELKEEK 6454.4520 1435.6980 21.7130 16322 3 479.2375 ‐0.9695
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 2000.1361 VLVTGAAGQIGYALVPMIAR 7974.6090 2000.1385 38.0200 11065 2 1000.5729 1.56
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1884.9450 NGDWSIVQGLPIDEVSR 4612.3780 1884.9498 35.0371 8283 2 942.9785 2.72
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 873.4789 ALGQISER 12163.2900 873.4768 16.8275 6222 2 437.2420 ‐3.0135
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1879.8821 DDAWLDGEFISTVQQR 2807.2310 1879.8936 33.9968 2394 2 940.4504 6.94
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 891.4281 MELIDAAF 138.1974 891.4251 21.6270 3288 2 446.2162 ‐4.0135
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1189.6311 LTAEELKEEK 168.8923 1189.6306 22.3432 2278 2 595.3189 ‐0.7951
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 741.4141 APSIPEK 3003.4640 741.4144 22.4514 2044 1 741.4144 0.8944
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1304.6580 DLTAEELKEEK 3800.0120 1304.6593 21.7147 1799 2 652.8333 0.7056
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 Carbamidomethyl+C(11) 1532.7122 SSALSAASSACDHIR 10984.2100 1532.7158 22.4933 1585 2 766.8615 2.00
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 815.4258 PIDEVSR 1750.4370 815.4228 36.4899 1546 1 815.4228 ‐3.0394



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 874.5033 DAAFPLLK 164.2272 874.5004 20.8987 1287 2 437.7538 ‐3.9780
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1021.5214 NVIIWGNHS 182.8576 1021.5196 23.9177 1222 2 511.2634 ‐2.3099
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 Carbamidomethyl+C(10) 1445.6802 SALSAASSACDHIR 9052.0710 1445.6789 22.4918 1213 2 723.3431 ‐1.0462
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 987.5873 IDAAFPLLK 281.8243 987.5821 22.5213 1031 1 987.5821 ‐4.4717
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1168.6684 NPANTNALILK 4066.0060 1168.6631 18.6512 884 1 1168.6631 ‐3.5168
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1100.6714 LIDAAFPLLK 242.1306 1100.6755 22.5245 830 1 1100.6755 4.92
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 1239.7056 ANPANTNALILK 6766.2490 1239.7030 18.6538 807 1 1239.7030 ‐0.9240
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 999.5146 EFAPSIPEK 335.5944 999.5151 22.4566 1346 2 500.2612 ‐0.0265
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11636.1800 35913.2053 36 47.89 None 855.4683 ALGQISER 870.4229 855.4659 16.3367 988 1 855.4659 ‐2.1250
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 943.5459 LSVPVSDVK 29213.2900 943.5443 21.8620 45340 2 472.2758 ‐2.6636
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 2349.1721 ELVKDDAWLDGEFISTVQQR 15217.1300 2349.1782 33.6570 25063 3 783.7309 1.12
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 34957.6000 1645.7956 22.4984 20960 3 549.2700 ‐1.1439
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 1918.4990 2266.0972 24.1532 17788 3 756.0372 ‐1.9915
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 1884.9450 NGDWSIVQGLPIDEVSR 5701.9880 1884.9498 35.0371 8283 2 942.9785 2.23
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 1879.8821 DDAWLDGEFISTVQQR 2011.8900 1879.8936 33.9968 2394 2 940.4504 6.18
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 Carbamidomethyl+C(11) 1532.7122 SSALSAASSACDHIR 13779.1600 1532.7158 22.4933 1585 2 766.8615 2.0977
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 Carbamidomethyl+C(10) 1445.6802 SALSAASSACDHIR 12839.9600 1445.6789 22.4918 1213 2 723.3431 ‐1.2148
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3897.8240 35913.2053 36 47.89 None 1867.9185 NGDWSIVQGLPIDEVSR 611.2217 1867.9181 32.8644 2281 2 934.4627 0.0384
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1611.9105 ALLDDPVFRPLVEK 9429.2490 1611.9095 19.4384 47855 3 537.9747 ‐1.1668
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 36420.4800 2280.0581 22.0788 41576 2 1140.5327 ‐0.6742
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 922.4516 LSELGFADA 21449.7700 922.4518 28.5358 40231 1 922.4518 0.9024
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 2064.8644 YAADEDAFFADYAEAHMK 25974.3800 2064.8684 31.1116 28932 3 688.9610 1.52
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1101.6150 EGLLQLVSDK 38760.6700 1101.6163 30.8583 28540 2 551.3118 0.6676
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 41237.6700 960.4761 19.2857 24231 2 480.7417 0.1135
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1858.0168 ELLSGEKEGLLQLVSDK 11141.7900 1858.0192 32.8735 23282 3 620.0113 0.8527
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 2069.0808 QMGLSDKDIVALSGAHTLGR 7148.4440 2069.0806 17.4055 20768 3 690.3651 ‐0.4457
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 7396.3340 1635.7327 22.6387 15861 3 545.9157 ‐0.9079
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 923.4404 TGGPFGTMR 3621.2460 923.4389 21.1224 13676 2 462.2231 ‐2.1568
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1343.6478 NYPTVSEDYKK 11563.2500 1343.6476 17.6199 9269 3 448.5541 ‐0.7844
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 615.3647 PIMVR 7576.9940 615.3652 19.2819 2427 1 615.3652 1.98
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1066.5415 PTVSEDYKK 4019.0220 1066.5395 17.6058 2053 2 533.7734 ‐2.4197
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 822.3927 GGPFGTMR 543.2278 822.3909 21.1203 1485 1 822.3909 ‐1.4832
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1016.4724 IFDNSYFK 175.3643 1016.4760 23.4830 1288 2 508.7417 3.0666
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 686.4018 APIMVR 1238.5450 686.4014 19.2804 1286 1 686.4014 ‐0.0517
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 706.3770 ALLDDPV 184.6882 706.3769 19.1492 1221 1 706.3769 0.3114
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 920.4149 FDNSYFK 2314.6440 920.4125 22.1161 1152 2 460.7099 ‐3.2083
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1830.7639 ADEDAFFADYAEAHMK 4264.6590 1830.7697 31.0941 890 2 915.8885 3.39
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1427.7893 LDDPVFRPLVEK 146.6437 1427.7853 15.6921 804 3 476.6000 ‐3.3857
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 1593.8999 ALLDDPVFRPLVEK 762.8196 1593.8966 20.8832 3232 2 797.4519 ‐2.1410
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 11336.9200 27846.3943 22 56.00 None 904.4411 LSELGFADA 289.9110 904.4415 28.7888 1122 1 904.4415 1.1629
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2414.9220 15268.7798 3 18.42 None 1335.6903 AVVVHADPDDLGK 25020.3700 1335.6899 20.3173 7261 3 445.9015 ‐0.9542
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2414.9220 15268.7798 3 18.42 None 1396.6928 GGHELSLATGNAGGR 2786.8880 1396.6944 18.2603 6383 3 466.2363 0.5552
NP_172360.1 superoxide dismutase Cu Zn Arabidopsis thaliana 2414.9220 15268.7798 3 18.42 None 1019.4793 AVVVHADPDD 264.1351 1019.4810 20.6294 2727 2 510.2441 1.1565
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1566.8261 EAEEVEPILEALPK 6470.2600 1566.8295 33.0674 10575 2 783.9184 2.0683
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1036.5310 EIFNISGEK 1268.7770 1036.5355 24.3068 9012 2 518.7714 3.59
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1654.8224 AGGFPEPEIVHYNPK 5024.5980 1654.8234 26.3904 8791 3 552.2793 0.0556
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1504.8006 DLATAFLNVLGNEK 12867.8100 1504.8010 22.9184 8658 2 752.9041 0.1384
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 4892.7200 1724.7816 22.1373 6840 3 575.5987 0.6467
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1485.6778 EADFTTDDMILSK 3223.2330 1485.6806 27.9847 6190 2 743.3440 1.13
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 333.7263 1062.4415 21.1178 5274 2 531.7244 0.1293
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 922.4550 TDDMILSK 222.7137 922.4506 27.8831 1157 1 922.4506 ‐3.9678
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1548.8156 EAEEVEPILEALPK 341.5117 1548.8111 31.3861 21665 2 774.9092 ‐3.0124
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1250.8300 42790.9320 15 21.16 None 1019.5044 EIFNISGEK 409.3402 1019.5065 22.8524 3927 2 510.2569 1.16
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 458.9422 42790.9320 15 21.16 None 1566.8261 EAEEVEPILEALPK 7538.2030 1566.8295 33.0674 10575 2 783.9184 1.41
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 458.9422 42790.9320 15 21.16 None 1036.5310 EIFNISGEK 1085.4080 1036.5355 24.3068 9012 2 518.7714 3.96
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 458.9422 42790.9320 15 21.16 None 1654.8224 AGGFPEPEIVHYNPK 3410.3770 1654.8234 26.3904 8791 3 552.2793 ‐0.1206
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 458.9422 42790.9320 15 21.16 None 1825.9020 AFPFRDQHFFASVEK 468.0660 1825.8980 32.4445 1886 2 913.4527 ‐2.0303
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 458.9422 42790.9320 15 21.16 None 1741.8677 KEADFTTDDMILSKK 650.0449 1741.8684 29.4356 3916 2 871.4378 0.4687
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 6307.3630 16181.9493 1 22.97 Carbamidomethyl+C(12)
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 1643.7984 TVNEAVAAAPENSNTR 7306.2770 1643.8011 17.1533 2833 2 822.4042 1.67
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 1102.5851 VSADQTVINR 4516.8720 1102.5858 17.2828 2711 2 551.7966 0.1950
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 1205.6313 FPSWLTALDR 719.1209 1205.6334 29.6633 1989 2 603.3203 1.88
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 1022.5153 EAEQFTVAK 815.6837 1022.4989 25.5523 1120 1 1022.4989 ‐15.1976
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 804.4250 EQFTVAK 149.7792 804.4273 24.7083 926 1 804.4273 3.48
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 317.0584 62143.7425 6 6.46 None 845.4476 DQTVINR 213.8846 845.4484 17.9757 892 1 845.4484 1.19
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 Carbamidomethyl+C(9) 1422.7046 ILNYVNELCER 2547.9520 1422.7047 27.3706 17537 2 711.8560 ‐0.1156
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 1422.7515 VFDLAPEEYVLK 14326.7800 1422.7539 33.3512 12481 2 711.8806 1.10
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 2361.2548 TVVDQYGQTILDLLLSETQPK 4731.5510 2361.2562 25.1133 8178 3 787.7569 0.3788
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 2001.8977 YHTVFDFGNEQVGFAEAA 542.3992 2001.9045 34.5580 2888 2 1001.4559 3.24
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 1192.6183 AAPVWYNMLK 785.2740 1192.6098 25.3078 2253 2 596.8085 ‐7.5288
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 Carbamidomethyl+C(3)
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 1983.8872 YHTVFDFGNEQVGFAEAA 366.1065 1983.8930 33.8070 1410 2 992.4501 3.1772
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 626.3386 55354.9454 8 10.67 None 1404.7409 VFDLAPEEYVLK 382.2599 1404.7422 33.3431 1029 2 702.8747 0.6640
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 206.5948 39442.9281 8 12.82 None 1905.9552 VSIIDNFDNSVIEAVDR 1976.6210 1905.9580 37.7817 4709 2 953.4826 1.25
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 206.5948 39442.9281 8 12.82 None 1903.8821 YFNPVGAHESGSIGEDPK 1102.7900 1903.8844 22.8222 2134 3 635.2996 0.7851
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 206.5948 39442.9281 8 12.82 None 1217.6677 FDAVIHFAGLK 230.2720 1217.6381 21.3581 50008 2 609.3227 ‐24.6642
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 206.5948 39442.9281 8 12.82 None 1057.5273 AVGESVENPR 1652.9010 1057.5110 20.3588 1284 2 529.2591 ‐15.9192
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 210.4223 39442.9281 8 12.82 None 1905.9552 VSIIDNFDNSVIEAVDR 1763.6450 1905.9580 37.7817 4709 2 953.4826 1.88
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 210.4223 39442.9281 8 12.82 None 1903.8821 YFNPVGAHESGSIGEDPK 1292.6520 1903.8844 22.8222 2134 3 635.2996 0.4821



NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 210.4223 39442.9281 8 12.82 None 1761.8186 MMVFSSSATVYGQPEK 256.6129 1761.7999 32.0726 4986 2 881.4036 ‐10.5395
NP_172738.1 UDP D glucose UDP D galactose 4 epimerase 1 Arabidopsis thaliana 210.4223 39442.9281 8 12.82 None 1057.5273 AVGESVENPR 1650.2750 1057.5110 20.3588 1284 2 529.2591 ‐16.2943
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1434.7587 AASFNIIPSSTGAAK 36853.0900 1434.7555 16.8917 212123 2 717.8814 ‐2.4665
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 2172.0091 GILGYTEDDVVSTDFVGDNR 226029.1000 2172.0085 32.5038 181867 2 1086.5079 0.1370
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1676.9734 TLLFGEKPVTVFGIR 41664.4600 1676.9750 20.3007 122459 3 559.6632 0.4394
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1498.8475 VPTVDVSVVDLTVR 86412.2700 1498.8481 32.3035 117370 2 749.9277 0.2367
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1761.7867 LVSWYDNEWGYSSR 144361.8000 1761.7866 18.7033 96188 2 881.3970 0.0232
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1734.8156 DAPMFVVGVNEHEYK 90700.5900 1734.8151 27.4002 90640 3 578.9432 ‐0.7587
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 38911.4500 2741.2696 24.1901 69442 2 1371.1385 ‐0.1540
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 17724.7200 2923.3675 38.7431 58291 3 975.1273 1.81
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1140.6445 VVDLIVHMSK 73242.2200 1140.6443 16.3642 31347 2 570.8258 ‐0.6751
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 811.4131 LTGMSFR 6136.3350 811.4121 21.8475 14395 2 406.2097 ‐1.8769
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 800.4876 VVISAPSK 1635.4660 800.4871 20.2032 2012 1 800.4871 ‐0.0902
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 588.2850 YMFK 104.2603 588.2858 24.8825 109496 1 588.2858 1.69
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 692.4090 TVFGIR 184.0442 692.4055 26.7602 30807 1 692.4055 ‐4.4909
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 698.3290 TGMSFR 1092.8240 698.3280 21.8407 6513 1 698.3280 ‐1.0419
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 700.3665 AASFNII 225.1310 700.3677 18.1426 3846 1 700.3677 2.16
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 625.3192 SDLDIV 140.7971 625.3161 28.9316 3314 1 625.3161 ‐4.5722
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 714.3967 IVHMSK 5775.5760 714.3970 16.3624 2808 1 714.3970 0.9257
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1462.8417 LFGEKPVTVFGIR 530.4085 1462.8481 21.0993 2467 2 731.9277 4.56
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1010.4538 STDFVGDNR 1339.1260 1010.4550 32.5027 1969 1 1010.4550 2.0873
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 2355.1139 PWGEAGADFVVESTGVFTDKDK 300.3239 2355.1040 37.9218 1694 2 1178.0556 ‐3.6666
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 603.3461 DLTVR 1683.6610 603.3451 32.2779 1352 1 603.3451 ‐1.1332
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1113.4596 DNEWGYSSR 330.9351 1113.4614 18.3277 1122 1 1113.4614 2.54
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1041.5575 NIIPSSTGAAK 213.4440 1041.5550 18.1446 1069 2 521.2811 ‐2.8962
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 827.4808 LIVHMSK 1160.7080 827.4813 16.3697 954 1 827.4813 1.33
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1162.5626 GILGYTEDDVV 2038.7290 1162.5601 32.4821 924 1 1162.5601 ‐1.1741
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1276.5229 YDNEWGYSSR 1308.2090 1276.5270 18.7212 767 1 1276.5270 4.63
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1302.7264 TVDVSVVDLTVR 727.8687 1302.7239 32.3060 751 1 1302.7239 ‐0.6632
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1743.7762 LVSWYDNEWGYSSR 564.6275 1743.7810 18.3327 3668 3 581.9318 2.58
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 50735.4100 37027.3918 77 57.99 None 1417.7322 AASFNIIPSSTGAAK 401.4348 1417.7311 16.6034 831 2 709.3692 ‐0.9884
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 2172.0091 GILGYTEDDVVSTDFVGDNR 189341.3000 2172.0085 32.5015 178161 2 1086.5079 0.3496
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1498.8475 VPTVDVSVVDLTVR 126925.7000 1498.8479 32.2980 108221 2 749.9276 ‐0.0208
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1734.8156 DAPMFVVGVNEHEYK 76180.3700 1734.8151 27.3987 89883 3 578.9432 ‐0.9905
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 24052.6000 2923.3676 38.7352 52379 3 975.1274 0.6621
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 811.4131 LTGMSFR 5830.2920 811.4121 21.8475 14395 2 406.2097 ‐2.3829
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1434.7587 AASFNIIPSSTGAAK 968.7215 1434.7576 26.7481 6332 2 717.8824 ‐1.1460
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1676.9734 TLLFGEKPVTVFGIR 2161.7380 1676.9791 34.9849 2308 3 559.6646 2.89
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 800.4876 VVISAPSK 1722.1450 800.4871 20.2032 2012 1 800.4871 ‐0.2483
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1148.6674 AGIALSDKFVK 22859.4100 1148.6676 24.2742 7938 2 574.8375 ‐0.5291
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 Oxidation+M(*) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 2631.9810 2757.2711 39.4974 5755 3 919.7619 0.5391
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 698.3290 TGMSFR 1813.8940 698.3280 21.8407 6513 1 698.3280 ‐1.0954
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 625.3192 SDLDIV 94.5885 625.3161 28.9316 3314 1 625.3161 ‐4.5511
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 2001.9036 LGYTEDDVVSTDFVGDNR 792.3038 2001.9045 34.5580 2888 2 1001.4559 0.8465
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1010.4538 STDFVGDNR 1203.2080 1010.4550 32.5027 1969 1 1010.4550 1.45
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 2355.1139 PWGEAGADFVVESTGVFTDKDK 423.7972 2355.1040 37.9218 1694 2 1178.0556 ‐3.3514
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 975.4530 GVNEHEYK 5839.4470 975.4543 27.4058 1484 1 975.4543 1.46
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 603.3461 DLTVR 2480.0020 603.3451 32.2779 1352 1 603.3451 ‐1.0896
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1162.5626 GILGYTEDDVV 1829.4770 1162.5601 32.4821 924 1 1162.5601 ‐1.7024
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 2809.3203 PEDIPWGEAGADFVVESTGVFTDKDK 757.4446 2809.3221 38.6267 831 3 937.1122 ‐0.1967
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1302.7264 TVDVSVVDLTVR 1103.6950 1302.7239 32.3060 751 1 1302.7239 ‐1.3349
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 None 1416.7482 AASFNIIPSSTGAAK 218.9241 1416.7549 26.8192 782 2 708.8811 4.55
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 34647.3100 37027.3918 77 57.99 Oxidation+M(*) 2740.2408 DDVELVAVNDPFITTEYMTYMFK 139.1576 2740.2524 37.8353 67145 3 914.0890 3.85
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1434.7587 AASFNIIPSSTGAAK 50229.9900 1434.7555 16.8917 212123 2 717.8814 ‐2.2549
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1676.9734 TLLFGEKPVTVFGIR 32510.5100 1676.9750 20.3007 122459 3 559.6632 0.6385
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1761.7867 LVSWYDNEWGYSSR 135541.8000 1761.7866 18.7033 96188 2 881.3970 ‐0.0761
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 59430.5900 2741.2696 24.1901 69442 2 1371.1385 ‐1.1846
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 2033.0736 FGIVEGLMTTVHSITATQK 1149.7090 2033.0785 23.2748 36937 3 678.3644 2.27
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1140.6445 VVDLIVHMSK 44073.8200 1140.6443 16.3642 31347 2 570.8258 ‐0.1839
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1498.8475 VPTVDVSVVDLTVR 19298.0400 1498.8468 19.1919 23890 2 749.9270 ‐0.4902
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 2172.0091 GILGYTEDDVVSTDFVGDNR 2684.2710 2172.0093 19.2081 18485 2 1086.5083 0.0053
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 2594.6950 2923.3666 21.9123 15002 3 975.1271 2.76
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1734.8156 DAPMFVVGVNEHEYK 5987.0180 1734.8132 17.1204 6528 3 578.9426 ‐1.6149
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1869.0692 VPTVDVSVVDLTVRLEK 317.8081 1869.0809 20.3112 999 3 623.6985 6.59
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1292.6845 SFNIIPSSTGAAK 243.8802 1292.6790 18.5590 9090 2 646.8432 ‐4.1844
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 700.3665 AASFNII 238.2210 700.3677 18.1426 3846 1 700.3677 2.04
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 868.4523 HSITATQK 74.7776 868.4483 23.5432 3321 1 868.4483 ‐3.7072
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1349.7576 FGEKPVTVFGIR 8062.6450 1349.7563 20.2951 3178 2 675.3818 ‐0.9266
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 714.3967 IVHMSK 10343.8900 714.3970 16.3624 2808 1 714.3970 1.0107
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1462.8417 LFGEKPVTVFGIR 321.2397 1462.8481 21.0993 2467 2 731.9277 4.05
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1054.6255 VDLTVRLEK 849.6183 1054.6224 18.6538 1518 1 1054.6224 ‐1.5857
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1205.6525 FNIIPSSTGAAK 235.4450 1205.6488 17.1786 996 2 603.3280 ‐2.9983
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 827.4808 LIVHMSK 1545.6440 827.4813 16.3697 954 1 827.4813 1.87
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1276.5229 YDNEWGYSSR 528.7227 1276.5270 18.7212 767 1 1276.5270 5.1696
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1743.7762 LVSWYDNEWGYSSR 379.0828 1743.7810 18.3327 3668 3 581.9318 2.71
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 17562.7700 37027.3918 77 57.99 None 1716.8050 DAPMFVVGVNEHEYK 230.9767 1716.8014 17.9972 3521 2 858.9043 ‐2.1207



NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 1030.5164 DAIADGIEAR 2855.1280 1030.5196 20.2610 12280 2 515.7634 2.28
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 1259.7106 ATGIVVVPGSGFR 8516.3310 1259.7077 17.2123 9116 2 630.3575 ‐2.6589
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 2207.1415 ALAVINPGNPTGQVLSEENQR 2259.9280 2207.1448 28.1070 9033 3 736.3864 1.28
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 971.5520 GEIVNIAQK 18258.6200 971.5526 19.9806 6115 2 486.2799 0.0347
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 911.5309 ILDQIPGR 3948.7520 911.5301 21.4826 2563 2 456.2687 ‐1.4737
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 2549.3134 QEGLVLLADEVYQENVYVPDKK 756.1545 2549.3341 21.1542 4553 3 850.4495 7.24
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 2108.0659 NLSFVSLIPPFSAPSDSSSR 140.5557 2108.0209 33.7231 2698 3 703.3452 ‐21.6645
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 Carbamidomethyl+C(12) 5559.7696 EQIYKMASVNLCSNISGQILASLIMSPPKPGDDSYESY 636.4780 5559.8184 23.4962 1599 5 1112.7695 8.25
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 1772.9177 ALAVINPGNPTGQVLSEE 899.8442 1772.9192 28.1196 2070 2 886.9632 0.9133
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 740.4901 60448.4559 21 24.68 None 2190.1149 ALAVINPGNPTGQVLSEENQR 394.2237 2190.1086 27.6292 899 3 730.7077 ‐3.2000
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 2207.1415 ALAVINPGNPTGQVLSEENQR 2338.5090 2207.1448 28.1070 9033 3 736.3864 0.7356
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 971.5520 GEIVNIAQK 21349.7100 971.5526 20.0042 5501 2 486.2799 ‐0.4470
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 911.5309 ILDQIPGR 4631.5460 911.5301 21.4826 2563 2 456.2687 ‐1.9265
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 1259.7106 ATGIVVVPGSGFR 352.5847 1259.6804 27.8750 2376 2 630.3438 ‐24.6398
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 2421.2184 QEGLVLLADEVYQENVYVPDK 340.7927 2421.1937 38.5184 1974 3 807.7361 ‐10.9761
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 1127.5745 QVPGTWHFR 112.4421 1127.5940 26.1203 1101 2 564.3007 16.5643
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 672.4039 VNIAQK 337.1829 672.4047 21.1526 18682 1 672.4047 1.96
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 701.3729 VPGSGFR 170.8603 701.3696 26.3126 2473 1 701.3696 ‐4.2561
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 1772.9177 ALAVINPGNPTGQVLSEE 1191.0380 1772.9192 28.1196 2070 2 886.9632 0.9187
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 1110.5479 QVPGTWHFR 86.6678 1110.5529 26.2680 1031 2 555.7801 3.70
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 536.0234 60448.4559 21 24.68 None 2190.1149 ALAVINPGNPTGQVLSEENQR 288.4236 2190.1086 27.6292 899 3 730.7077 ‐3.6485
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 None 1188.6371 LWDLAAGVSTR 2488.8970 1188.6373 18.1225 6971 2 594.8223 ‐0.2733
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 6668.9690 1448.6984 16.4410 5058 3 483.5710 ‐1.1056
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGSLCASGGK 945.5543 2579.2499 25.1579 3586 3 860.4215 3.20
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 None 567.2885 STLAGH 122.1598 567.2870 27.2781 8307 1 567.2870 ‐2.4226
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 None 666.3570 TEHGIK 132.7489 666.3546 17.8170 3234 1 666.3546 ‐3.0895
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 406.5305 36146.7965 14 17.74 Carbamidomethyl+C(4) 1430.6886 YWLCAATEHGIK 169.1627 1430.6826 18.6375 905 2 715.8450 ‐4.3456
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 1890.9596 FSPNTLQPTIVSASWDK 1258.8100 1890.9585 18.7552 13712 2 945.9829 ‐0.6329
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 1188.6371 LWDLAAGVSTR 1740.1470 1188.6373 18.1225 6971 2 594.8223 0.1723
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 2533.4630 1448.6984 16.4410 5058 3 483.5710 ‐1.0850
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 2005.0502 FVGHTKDVLSVAFSLDNR 1495.3610 2005.0818 20.0834 41010 3 669.0321 15.8446
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 1674.8949 IWDLESKSIVEDLK 364.5490 1674.9075 17.4230 2268 2 837.9574 7.43
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 666.3570 TEHGIK 147.9980 666.3546 17.8170 3234 1 666.3546 ‐3.0599
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 None 1300.6783 IWDLESKSIVE 108.7114 1300.6836 17.3746 2005 2 650.8455 4.1006
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 299.2643 36146.7965 14 17.74 Carbamidomethyl+C(4) 1430.6886 YWLCAATEHGIK 60.4536 1430.6826 18.6375 905 2 715.8450 ‐4.1301
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 18396.5400 1347.6079 29.0110 8979 2 674.3076 0.2799
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 Carbamidomethyl+C(3)
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 Carbamidomethyl+C(21) 2384.2014 LYSIASSALGDLGNSETVSLCVK 278.0800 2384.1908 40.8079 5508 2 1192.5990 ‐3.8576
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1387.7064 EGQSVGVIADGIDK 6598.5220 1387.7062 23.7463 4700 2 694.3568 ‐0.3067
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 540.7668 2486.2069 23.2915 2290 3 829.4072 6.33
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 2049.0723 EGQSVGVIADGIDKNGKPHK 806.2343 2049.0715 24.4962 7960 2 1025.0394 ‐0.1010
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1362.6915 SFLWKMFFEK 497.9290 1362.6943 21.9741 3207 2 681.8508 1.15
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 1026.1900 1792.8021 32.0591 1432 2 896.9047 ‐2.4439
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1471.8227 VSKKNEEGVIVNR 220.7104 1471.8167 22.3237 1111 3 491.2771 ‐4.7047
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1262.6488 ADGIDKNGKPHK 213.1150 1262.6441 24.0344 4804 2 631.8257 ‐4.0242
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1001.4727 DWFDYKK 94.0435 1001.4714 23.2863 1505 2 501.2393 ‐1.8542
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 1848.8862 LYSIASSALGDLGNSETVS 452.3782 1848.8844 38.6410 1339 2 924.9459 ‐0.7833
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1262.4040 41510.3832 13 29.00 None 2032.0458 EGQSVGVIADGIDKNGKPHK 282.7932 2032.0377 24.4594 783 2 1016.5225 ‐3.6615
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 2050.2660 17041.3670 3 14.37 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 14266.4300 2586.2147 29.1444 23773 3 862.7431 1.72
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 2245.3340 17041.3670 3 14.37 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 15589.5700 2586.2147 29.1444 23773 3 862.7431 0.7574
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 2245.3340 17041.3670 3 14.37 None 985.5677 IQTAAVASPK 82.1085 985.5545 23.4960 5330 2 493.2809 ‐14.3725
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 2232.0601 MADAVNAQTPSLSEQYHLEK 595.3375 2232.0549 27.4030 3711 3 744.6898 ‐2.6320
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 1529.7693 EVAPEVTTQAEEVK 4314.6870 1529.7700 20.9227 3699 2 765.3886 0.3123
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 Carbamidomethyl+C(3) 1248.5678 SLCPSEWVDR 958.7537 1248.5686 25.8581 3620 2 624.7879 0.3184
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 2217.0769 TEQAKEESPVEEAVSVVEEK 1809.9360 2217.0782 31.2439 2430 3 739.6976 0.2962
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 1659.7960 EESPVEEAVSVVEEK 271.9848 1659.8219 21.4582 3506 3 553.9455 15.0915
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 1964.9825 LETAPADFRFPTTNQTR 488.3934 1964.9962 19.7642 912 3 655.6702 6.80
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 639.6775 21422.9568 10 33.51 None 1603.7976 APADFRFPTTNQTR 301.6843 1603.8063 20.5414 1031 3 535.2736 4.89
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 115.7249 21422.9568 10 33.51 None 2232.0601 MADAVNAQTPSLSEQYHLEK 420.8999 2232.0549 27.4030 3711 3 744.6898 ‐3.1018
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 115.7249 21422.9568 10 33.51 Carbamidomethyl+C(3) 1248.5678 SLCPSEWVDR 1084.8110 1248.5686 25.8581 3620 2 624.7879 0.0450
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 115.7249 21422.9568 10 33.51 None 1659.7960 EESPVEEAVSVVEEK 189.1567 1659.8219 21.4582 3506 3 553.9455 14.9127
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1612.8792 ESQEALSPLVDLALK 3564.4360 1612.8848 35.3327 6730 2 806.9460 3.98
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1289.6770 SMPTSAALDVVAK 12992.9100 1289.6777 26.1366 6702 2 645.3425 0.2344
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1717.7816 EDFGGGHPDPNLTYAK 5016.3850 1717.7833 21.9409 5075 3 573.2659 0.4409
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1029.5939 LVSVEDIVR 5187.1260 1029.5921 28.0161 4733 2 515.2997 ‐2.2246
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1148.5906 LSGTGSEGATIR 10492.1700 1148.5912 16.0413 4156 2 574.7993 0.1396
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 3819.7370 2516.1702 27.5974 4142 3 839.3949 0.8993
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1031.5480 GATLVVSGDGR 4983.6310 1031.5475 18.1831 2278 2 516.2774 ‐0.9954
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 2301.1510 ATGAFILTASHNPGGPTEDFGIK 977.1913 2301.1626 32.4637 1537 3 767.7257 4.95
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 598.3405 2832.3905 36.5300 788 3 944.8017 ‐1.2065
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 3174.6205 TIKEYPIAQDLPNVDISAVGVTSFEGPEGK 2343.5110 3174.6372 24.9382 4592 3 1058.8839 5.70
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 789.4036 MAAANGVR 533.3082 789.3842 25.4912 2195 1 789.3842 ‐23.9555
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1486.7424 LYIEQYEKDASK 336.9043 1486.7147 29.2108 1204 2 743.8610 ‐18.8063
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1114.6103 LQSSIPEVNK 159.8533 1114.6313 20.7395 912 2 557.8193 18.4368
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1364.6692 SAVGVTSFEGPEGK 164.0696 1364.6759 26.5289 2019 2 682.8416 4.62
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 590.2893 VSGDGR 143.6262 590.2891 18.8708 1517 1 590.2891 0.1092
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 2056.9710 VASADEFEYKDPVDGSISK 609.5411 2056.9721 26.6198 1259 2 1028.9897 0.8977
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 2068.0961 TIKEYPIAQDLPNVDISAV 238.5879 2068.0854 25.2667 941 2 1034.5463 ‐4.8564
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1271.6664 SMPTSAALDVVAK 390.7256 1271.6659 25.1097 964 2 636.3366 ‐0.6814



NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 3157.5940 TIKEYPIAQDLPNVDISAVGVTSFEGPEGK 248.8850 3157.5976 23.0042 1106 3 1053.2041 1.01
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1270.2640 63398.7992 29 27.62 None 1700.7551 EDFGGGHPDPNLTYAK 529.9109 1700.7534 21.2505 1063 3 567.5893 ‐1.4946
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1612.8792 ESQEALSPLVDLALK 3956.3090 1612.8848 35.3327 6730 2 806.9460 3.01
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1289.6770 SMPTSAALDVVAK 15575.4200 1289.6777 26.1366 6702 2 645.3425 ‐0.0173
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1029.5939 LVSVEDIVR 5184.3930 1029.5921 28.0161 4733 2 515.2997 ‐2.6146
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1987.0455 VSTVSTSPIDGQKPGTSGLR 1513.6510 1987.0448 20.8516 3631 3 663.0198 ‐1.0890
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 479.1768 2832.3905 36.5300 788 3 944.8017 ‐1.9816
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1114.6103 LQSSIPEVNK 4486.6710 1114.6107 19.8845 4054 2 557.8090 ‐0.4321
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 789.4036 MAAANGVR 272.1495 789.3842 25.4912 2195 1 789.3842 ‐24.1022
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1486.7424 LYIEQYEKDASK 237.8163 1486.7147 29.2108 1204 2 743.8610 ‐18.9531
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 688.8391 63398.7992 29 27.62 None 1271.6664 SMPTSAALDVVAK 508.0560 1271.6659 25.1097 964 2 636.3366 ‐0.9426
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 1266.6576 SLGADLAIDYTK 3199.3320 1266.6610 28.3191 6075 2 633.8342 2.1097
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 1723.8286 VADAFSYLETNHATGK 1007.9990 1723.8299 26.5189 4750 3 575.2815 0.0458
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 1787.9796 MNAALATTTATTPVLRR 425.5148 1787.9698 28.6996 10194 3 596.6614 ‐6.2427
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 2237.1296 VGSAVKDLKEGDEVYANVSEK 218.0092 2237.0831 34.0903 4239 2 1119.0452 ‐20.0693
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 1695.8072 DLKEGDEVYANVSEK 332.6496 1695.7952 22.9469 1234 2 848.4013 ‐7.0631
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 184.7711 41157.3827 6 7.25 None 810.3992 YANVSEK 169.8221 810.3984 23.9394 3422 1 810.3984 ‐0.5133
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 697.4549 17368.3981 4 13.84 None 1106.5589 TYPQSAGNIR 10195.5500 1106.5589 16.5594 11676 2 553.7831 ‐0.4531
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 697.4549 17368.3981 4 13.84 None 1317.6467 LPTDDGLTAQMR 744.9880 1317.6446 21.1519 3664 2 659.3259 ‐1.8865
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 697.4549 17368.3981 4 13.84 None 1134.6365 VVEVSTSKTGK 262.8843 1134.6270 22.5016 2354 2 567.8171 ‐8.8375
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 697.4549 17368.3981 4 13.84 None 617.3365 SAGNIR 79.5238 617.3385 18.0382 2260 1 617.3385 3.27
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 1265.5545 GPSGSPWYGSDR 34324.2800 1265.5546 20.2500 30918 2 633.2809 ‐0.2904
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 983.4985 FGEAVWFK 46247.3900 983.4975 18.4438 26656 2 492.2524 ‐1.6278
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPETFA 2610.1140 3957.7649 22.5809 15738 3 1319.9265 ‐2.5614
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 982.5316 ELEVIHSR 40322.4700 982.5321 17.6672 4347 2 491.7697 ‐0.0710
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 1685.7693 YLGPFSGESPSYLTGE 232.5977 1685.7645 24.0137 6220 2 843.3859 ‐2.8298
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 2384.0466 EFPGDYGWDTAGLSADPETFAR 499.1260 2384.0357 24.4152 4926 2 1192.5215 ‐3.9614
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 836.4301 GEAVWFK 7130.5170 836.4320 18.4386 3853 1 836.4320 2.96
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 779.4087 EAVWFK 87.8204 779.4108 19.4033 3133 1 779.4108 3.76
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 1163.5691 GLSADPETFAR 143.4034 1163.5690 22.5536 1188 1 1163.5690 0.9194
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4869.6610 28298.2374 15 30.34 None 964.5211 ELEVIHSR 246.0770 964.5200 18.9744 1052 2 482.7637 ‐1.6493
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4106.6820 28298.2374 15 30.34 None 983.4985 FGEAVWFK 87701.2800 983.4975 18.4438 26656 2 492.2524 ‐0.9872
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4106.6820 28298.2374 15 30.34 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSADPETFA 7354.2120 3957.7649 22.5809 15738 3 1319.9265 ‐0.5787
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4106.6820 28298.2374 15 30.34 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPEAFAELK 1523.3790 3630.7686 25.0487 3318 3 1210.9277 ‐2.5120
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4106.6820 28298.2374 15 30.34 None 2384.0466 EFPGDYGWDTAGLSADPETFAR 263.6974 2384.0357 24.4152 4926 2 1192.5215 ‐4.6524
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 4106.6820 28298.2374 15 30.34 None 836.4301 GEAVWFK 16968.2600 836.4320 18.4386 3853 1 836.4320 3.1253
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1827.9050 25246.3106 5 24.24 None 945.5768 LVPVGYGIK 8449.2090 945.5755 15.6331 10380 2 473.2914 ‐1.9499
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1827.9050 25246.3106 5 24.24 None 3096.5583 ISGVSAEGSGVIVEGSAPITEEAVATPPAADSK 9220.2870 3096.5586 29.2771 7490 3 1032.8577 0.1637
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1827.9050 25246.3106 5 24.24 None 1448.7202 MAAFPNLNSDAGLK 2825.5210 1448.7336 22.4491 3140 2 724.8705 9.0766
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1827.9050 25246.3106 5 24.24 None 1011.5106 PNLNSDAGLK 398.4270 1011.5080 20.5032 3282 2 506.2576 ‐3.1106
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1827.9050 25246.3106 5 24.24 None 733.4243 PVGYGIK 7516.9070 733.4254 15.6331 2332 1 733.4254 1.78
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 1343.6664 FYGEVTQQMLK 23890.0400 1343.6692 16.6516 18804 2 672.3382 1.43
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 1472.6726 ANDFDLMYEQVK 26547.2300 1472.6743 29.2961 10742 2 736.8408 0.9964
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 1475.8217 IRDLYEQLIANK 7868.4320 1475.8221 17.6952 10326 3 492.6122 ‐0.3183
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 6154.2610 2494.1764 23.5715 9494 2 1247.5918 1.85
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 7514.2570 2979.3676 33.9514 9385 3 993.7940 1.24
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 10654.0500 2401.2173 37.1828 8983 3 801.0773 1.76
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 1079.5570 1038.5277 25.0368 6478 2 519.7675 ‐1.6214
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 Carbamidomethyl+C(7)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 498.3035 IRDL 135.5061 498.3033 18.5064 2384 1 498.3033 ‐0.1726
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3181.9050 44748.8005 22 34.94 None 976.5132 EVTQQMLK 2418.4210 976.5116 17.9019 1153 2 488.7594 ‐2.1789
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1343.6664 FYGEVTQQMLK 27698.1900 1343.6692 16.6516 18804 2 672.3382 2.0925
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1668.8778 ILVIEGLHPMFDER 2035.2860 1668.8765 19.7753 14920 3 556.9637 ‐1.0840
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1475.8217 IRDLYEQLIANK 11223.9200 1475.8221 17.6952 10326 3 492.6122 ‐0.2765
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 6661.5030 2494.1764 23.5715 9494 2 1247.5918 0.5128
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 2048.0447 ASIEARKPDFDAFIDPQK 268.1830 2048.0845 22.0809 2033 3 683.3663 19.5329
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1605.8595 DLYEQLIANKATAR 608.8376 1605.8634 19.6675 3346 2 803.4353 2.07
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 Carbamidomethyl+C(23) 3035.4972 EGVKYFSPVYLFDEGSTISWIPCGRK 312.4460 3035.4674 21.4219 1973 3 1012.4940 ‐8.5116
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 2671.4130 VRDLLDFSIYLDISNEVKFAWK 351.9997 2671.4053 23.8779 1261 4 668.6068 ‐2.8772
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1442.7097 VIEGLHPMFDER 321.2824 1442.7033 19.7495 1411 2 721.8553 ‐4.3854
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1152.5724 EGVKYFSPVY 171.8813 1152.5676 21.7355 1035 1 1152.5676 ‐2.5734
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 None 1365.7235 ILVIEGLHPMFD 366.0766 1365.7222 20.2587 987 2 683.3647 ‐0.9457
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 1550.8360 44748.8005 22 34.94 Carbamidomethyl+C(23) 3017.4866 EGVKYFSPVYLFDEGSTISWIPCGRK 343.2167 3017.4850 22.6233 1854 3 1006.4999 0.7466
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 7056.0020 18011.2367 3 24.10 None 2237.0795 LTESPGLINSSPYEDGWMIK 52445.2900 2237.0789 33.6135 36697 2 1119.0431 0.2356
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 7056.0020 18011.2367 3 24.10 None 1653.8880 VKPSSPAELEALMGPK 4965.6200 1653.8890 28.2886 19482 3 551.9679 0.0877
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 7056.0020 18011.2367 3 24.10 None 2175.1366 VKPSSPAELEALMGPKEYTK 518.3029 2175.1301 22.9088 1100 2 1088.0687 ‐2.5823
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1150.6830 LLVSLVTSYR 1448.0960 1150.6780 18.8910 131469 2 575.8426 ‐4.8430
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1685.7977 VSDSVPAPSDDAEQLR 22258.8500 1685.7991 21.8016 35964 2 843.4032 0.8399
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1397.7787 AILLWTLEPGER 23827.8400 1397.7792 20.7694 25766 2 699.3933 0.1407
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1369.6304 YEGDEVNMTLAK 34112.3700 1369.6305 22.9172 23847 2 685.3189 ‐0.2062
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1146.5711 MLVALLGEDDA 29447.8000 1146.5733 34.3111 19299 1 1146.5733 2.98
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 Carbamidomethyl+C(5) 2210.1638 STIQCLTRPELYFVDVLR 2477.6160 2210.1573 21.7364 19113 3 737.3906 ‐3.2738
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1034.5378 AQINATFNR 20398.7100 1034.5377 19.0116 16985 2 517.7725 ‐0.6145
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 2243.1455 TAFEGWGTNEDLIISILAHR 3195.2450 2243.1423 23.0909 16795 3 748.3856 ‐1.7186
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1566.7435 QAYHETYGEDLLK 3114.1050 1566.7420 23.3968 14612 3 522.9189 ‐1.4774
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1466.7122 TLDKELSNDFER 52883.3900 1466.7122 23.6382 12377 3 489.5756 ‐0.5463
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 3980.3020 1781.8311 18.1258 11433 2 891.4192 0.1851
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1346.6223 YQDDHGEEILK 7872.9790 1346.6229 18.3446 11001 3 449.5458 ‐0.2195
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 993.5000 VIGEEYQR 14694.1500 993.4998 16.1789 10795 2 497.2535 ‐0.7520



NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1160.5331 HYNDEDVIR 1439.8840 1160.5360 16.8564 9363 2 580.7716 2.1012
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1201.6535 DALLANEATKR 14031.8800 1201.6519 18.0446 7321 2 601.3296 ‐1.7536
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1045.5524 DALLANEATK 6942.2780 1045.5521 18.9925 3800 2 523.2797 ‐0.8392
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1713.7827 SLEEDVAHHTTGDFR 5083.8240 1713.7849 23.0993 6664 3 571.9332 0.8020
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1835.9021 SLEEGDDDDKFLALLR 9014.5680 1835.9035 33.5377 32317 3 612.6394 0.2933
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 2501.2956 LLVSLVTSYRYEGDEVNMTLAK 514.6346 2501.3075 19.9781 3157 3 834.4407 4.17
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 432.2817 TLAK 56.5800 432.2797 20.8902 47167 1 432.2797 ‐4.4561
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 781.3475 GEEYQR 1822.5630 781.3484 16.1830 2103 1 781.3484 1.29
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 Carbamidomethyl+C(11) 1494.7040 SSNQVLMEVACTR 315.7136 1494.6971 18.7305 799 2 747.8522 ‐4.7321
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 1016.5272 AQINATFNR 130.6667 1016.5256 20.6091 1384 1 1016.5256 ‐0.6619
NP_174810.1 annexin 1 Arabidopsis thaliana 9255.0640 36317.7340 31 68.77 None 976.4734 VIGEEYQR 209.9257 976.4777 17.6942 1240 2 488.7425 3.62
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 None 1150.6830 LLVSLVTSYR 2416.0550 1150.6780 18.8910 131469 2 575.8426 ‐4.3613
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 None 1397.7787 AILLWTLEPGER 31876.9100 1397.7792 20.7694 25766 2 699.3933 0.3875
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 Carbamidomethyl+C(5) 2210.1638 STIQCLTRPELYFVDVLR 650.4764 2210.1573 21.7364 19113 3 737.3906 ‐2.6577
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 None 2243.1455 TAFEGWGTNEDLIISILAHR 3590.4770 2243.1423 23.0909 16795 3 748.3856 ‐1.0768
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 4040.2060 1781.8311 18.1258 11433 2 891.4192 0.0667
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 None 801.4101 TLEPGER 180.0923 801.4086 18.6566 1832 1 801.4086 ‐1.0504
NP_174810.1 annexin 1 Arabidopsis thaliana 1737.5540 36317.7340 31 68.77 Carbamidomethyl+C(11) 1494.7040 SSNQVLMEVACTR 240.0045 1494.6971 18.7305 799 2 747.8522 ‐4.5775
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1665.4530 12488.5052 4 32.14 Carbamidomethyl+C(3) 1717.8677 VSCLSIVDPGDSDIIK 8944.9580 1717.8716 30.3885 18295 2 859.4395 2.95
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1665.4530 12488.5052 4 32.14 None 1317.6395 SEIEYYAMLAK 3946.4910 1317.6444 29.3054 10120 2 659.3258 3.32
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1665.4530 12488.5052 4 32.14 Carbamidomethyl+C(6) 2781.3764 YFRVSCLSIVDPGDSDIIKSLPGDQ 692.7230 2781.3812 22.7015 1204 2 1391.1942 2.78
NP_174853.1 putative 60S ribosomal protein L30 1 Arabidopsis thaliana 1665.4530 12488.5052 4 32.14 Carbamidomethyl+C(6) 1322.6562 YFRVSCLSIVD 669.9958 1322.6576 20.5801 1940 2 661.8324 0.7419
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1384.7795 AAALNIVPTSTGAAK 37499.7300 1384.7766 24.1214 77857 2 692.8919 ‐2.3069
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 3296.5360 1775.9019 21.1244 21333 2 888.4546 1.33
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 2494.9430 1934.8609 32.6717 20731 2 967.9341 1.94
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1627.8537 DSPLEVVVLNDSGGVK 15590.8100 1627.8563 31.6888 18282 2 814.4318 1.92
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1067.6823 AVSLVLPQLK 14372.0800 1067.6812 18.8233 16167 2 534.3442 ‐1.5723
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1289.6583 IVDNETISVDGK 10581.8700 1289.6586 20.5592 15443 2 645.3329 ‐0.1310
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1822.0320 VPTPNVSVVDLVINVEK 1036.7100 1822.0343 21.4742 13745 2 911.5208 1.77
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1555.6805 GTMTTTHSYTGDQR 32595.8900 1555.6800 14.2297 13294 3 519.2315 ‐0.9096
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1061.4972 YDSMLGTFK 3660.1090 1061.4982 26.2778 12838 2 531.2527 0.4510
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1772.8027 VVAWYDNEWGYSQR 6862.7310 1772.8043 18.3603 9974 2 886.9058 0.9951
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1321.6383 GLTAEDVNEAFR 2793.0950 1321.6392 26.0200 8526 2 661.3232 0.3984
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1151.6783 VVDLAHLVASK 4585.4080 1151.6776 17.0168 8020 2 576.3425 ‐0.9801
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 812.5240 VIITAPAK 18747.9000 812.5250 18.4810 6354 2 406.7661 0.5088
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1950.1270 VPTPNVSVVDLVINVEKK 629.0905 1950.1285 20.6007 3750 3 650.7144 0.3621
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1148.6198 VLDEEFGIVK 8559.1530 1148.6199 27.5793 23450 2 574.8136 ‐0.3376
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 Carbamidomethyl+C(10) 1419.6686 SAIHSFPAQCSSK 198.2695 1419.6709 30.5025 1955 2 710.3391 1.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 2610.3814 LPWAELGIDIVIEGTGVFVDGPGAGK 513.1806 2610.4105 36.4093 1600 3 870.8084 11.0299
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 8115.6380 1440.5944 17.9720 10799 2 720.8008 ‐0.4858
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1577.8282 KGLTAEDVNEAFRK 936.5227 1577.8261 20.7821 1899 2 789.4167 ‐1.3932
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1003.5571 APLVSVDFR 332.4576 1003.5565 21.1396 3527 2 502.2819 ‐1.1537
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 929.5302 DLVINVEK 305.0927 929.5294 23.1141 2492 2 465.2683 ‐1.5069
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1058.5840 NIVPTSTGAAK 160.0549 1058.5817 25.7400 1301 2 529.7945 ‐2.6973
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 897.5768 SLVLPQLK 246.2584 897.5757 18.8232 1229 1 897.5757 ‐0.4602
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 898.4339 DSMLGTFK 205.9909 898.4360 26.2709 1176 1 898.4360 3.0676
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1397.6114 MTTTHSYTGDQR 8603.9170 1397.6119 14.2263 966 2 699.3096 0.1575
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1049.5514 LDEEFGIVK 175.3651 1049.5508 25.8973 955 2 525.2790 ‐1.0179
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1266.5709 TTTHSYTGDQR 5366.4230 1266.5718 14.2307 761 2 633.7895 0.3346
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 5396.9370 48115.8491 43 52.57 None 1271.6478 IVDNETISVDGK 821.2836 1271.6484 21.2914 6466 2 636.3278 0.1412
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1384.7795 AAALNIVPTSTGAAK 76399.5000 1384.7766 24.1214 77857 2 692.8919 ‐2.5080
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 2345.9020 1934.8609 32.6717 20731 2 967.9341 1.10
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1627.8537 DSPLEVVVLNDSGGVK 18608.6500 1627.8563 31.6888 18282 2 814.4318 1.75
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1061.4972 YDSMLGTFK 4098.3050 1061.4982 26.2778 12838 2 531.2527 0.0779
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1321.6383 GLTAEDVNEAFR 2427.7110 1321.6392 26.0200 8526 2 661.3232 0.1638
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 812.5240 VIITAPAK 27087.3500 812.5250 18.4810 6354 2 406.7661 0.0034
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1148.6198 VLDEEFGIVK 5727.3930 1148.6199 27.5793 23450 2 574.8136 ‐0.6643
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1289.6583 IVDNETISVDGK 262.8865 1289.6866 21.8051 4866 2 645.3470 21.3756
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 2610.3814 LPWAELGIDIVIEGTGVFVDGPGAGK 214.0447 2610.4105 36.4093 1600 3 870.8084 10.77
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 600.3715 ITAPAK 11459.5600 600.3714 18.4752 2757 1 600.3714 0.2495
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 783.4069 SMLGTFK 179.2749 783.4040 24.5535 2055 1 783.4040 ‐3.2925
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 831.4571 VPTSTGAAK 606.9277 831.4576 24.1209 1975 1 831.4576 1.0910
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1050.4851 AEDVNEAFR 147.1479 1050.4901 23.7198 1282 2 525.7487 3.35
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 898.4339 DSMLGTFK 229.4975 898.4360 26.2709 1176 1 898.4360 2.94
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 4814.9230 48115.8491 43 52.57 None 1049.5514 LDEEFGIVK 143.0634 1049.5508 25.8973 955 2 525.2790 ‐1.3973
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 18434.6400 2319.2811 37.5275 5346 3 773.7652 ‐0.0614
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 2475.3817 TLTSVHEAILDDVVLPAEIVGKR 288.4336 2475.3893 22.4532 1571 3 825.8013 2.02
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 2150.1088 SELKDLYVNSAVQVDISGGR 1648.4390 2150.1041 24.9148 1035 2 1075.5557 ‐1.7761
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 2278.2038 SELKDLYVNSAVQVDISGGRK 746.2502 2278.1986 23.6245 4057 2 1139.6030 ‐1.7407
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 1752.8915 VFLDPKERNNTEYK 1016.8510 1752.8929 22.2739 1213 3 584.9692 0.2955
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 1314.6801 VFLDPKERNNT 278.3767 1314.6826 23.0635 1681 2 657.8449 1.31
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 2330.7060 21922.4723 7 30.37 None 1493.7846 TLTSVHEAILDDVV 1155.5230 1493.7874 39.0196 1182 2 747.3973 1.55
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1774.8970 NYELPDGQVITIGAER 58665.8800 1774.9002 30.6753 29918 2 887.9537 1.43
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1147.6027 EITALAPSSMK 24918.0100 1147.6027 23.0125 25718 2 574.3050 ‐0.4658
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1176.5354 GYMFTTTAER 8194.8630 1176.5353 22.8453 13461 2 588.7713 ‐0.4615
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1968.0801 IAPEEHPVLLTEAPLNPK 4843.1730 1968.0789 27.9282 13083 3 656.6978 ‐0.9973
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1413.6757 AEYDEAGPGIVHR 5478.2270 1413.6762 19.4091 3999 3 471.8969 ‐0.2895
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1184.6899 AVFPSVVGRPR 2801.9930 1184.6913 15.3291 2026 2 592.8493 0.8346
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1493.7702 MSKEITALAPSSMK 874.9858 1493.7535 16.9428 1602 2 747.3804 ‐11.3032



NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1014.5843 FPSVVGRPR 1858.8230 1014.5824 15.3332 1411 2 507.7948 ‐2.4623
NP_175350.1 actin 8 Arabidopsis thaliana 3968.6110 42091.0902 9 21.75 None 1158.5248 GYMFTTTAER 291.9661 1158.5241 24.1923 3371 2 579.7657 ‐1.0000
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1119.5827 SAVLMNLESR 3529.7210 1119.5823 25.0405 6957 2 560.2948 ‐0.8148
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1749.9091 TYVPEMVEVLIDSVR 6539.6170 1749.9102 24.7465 6870 2 875.4587 0.6811
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1462.7132 EIEAIGGNTSASASR 1278.4390 1462.7145 18.2955 5122 2 731.8609 0.7358
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 979.5207 QILTYGER 6821.6000 979.5194 19.8191 4568 2 490.2633 ‐1.9084
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1859.9286 NPAFLDWEVNEELRK 1553.1840 1859.9303 31.7355 4026 3 620.6483 0.4326
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 Carbamidomethyl+C(11)
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 3344.6620 NPMGFLLEAIHSAGYSGPLASPLYAPESALDR 1049.9480 3344.6574 24.9194 1278 3 1115.5573 ‐1.2077
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1115.9050 1986.0842 31.1751 4189 3 662.6996 ‐3.6324
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 2622.2318 YASSSAVAETSSSTPAYLSWLSGGSR 562.6416 2622.2118 34.4094 2924 3 874.7421 ‐7.7526
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 738.3781 LTYGER 189.3300 738.3775 21.0085 1470 1 738.3775 ‐0.1943
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1386.7297 PEMVEVLIDSVR 225.7995 1386.7235 24.4829 1389 2 693.8654 ‐4.7380
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 628.5061 54573.1929 21 30.02 None 1101.5721 SAVLMNLESR 211.1506 1101.5778 23.1739 2421 2 551.2926 4.58
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 1119.5827 SAVLMNLESR 5251.5940 1119.5823 25.0405 6957 2 560.2948 ‐1.1569
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 979.5207 QILTYGER 6375.8150 979.5194 19.8191 4568 2 490.2633 ‐2.3250
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 1859.9286 NPAFLDWEVNEELRK 567.5797 1859.9303 31.7355 4026 3 620.6483 0.1521
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 1986.0906 VAEPLTSDLPNVPPQLAPK 1170.0820 1986.0842 31.1751 4189 3 662.6996 ‐3.9771
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 2622.2318 YASSSAVAETSSSTPAYLSWLSGGSR 671.2677 2622.2118 34.4094 2924 3 874.7421 ‐8.4207
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 2119.0641 NPAFLDWEVNEELRKMK 319.9423 2119.0512 40.1854 1318 2 1060.0292 ‐5.5166
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 738.3781 LTYGER 203.1604 738.3775 21.0085 1470 1 738.3775 ‐0.2889
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 749.3610 MNLESR 138.6441 749.3636 25.0171 1048 1 749.3636 3.98
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 301.6315 54573.1929 21 30.02 None 962.4942 QILTYGER 209.8174 962.4967 18.1756 971 2 481.7520 1.81
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 10429.9800 1797.0483 22.5264 16055 2 899.0278 1.43
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 None 1448.7090 ELTVYPVDEPMR 10042.5100 1448.7086 27.0026 9735 2 724.8579 ‐0.4848
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 None 1366.7154 TLVAQGFWPYGK 1129.3450 1366.7150 19.1303 7957 2 683.8611 ‐0.5344
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 None 1131.5649 IGPMLNEMAR 4807.2220 1131.5660 25.1113 6378 2 566.2866 0.5364
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 None 988.4887 SFLFFDGR 9818.5310 988.4885 20.0866 6035 2 494.7479 ‐0.8042
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1099.0390 43650.3196 16 14.83 None 1006.4662 YPVDEPMR 196.5715 1006.4612 25.5941 940 1 1006.4612 ‐4.1175
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 411.3569 43650.3196 16 14.83 None 1448.7090 ELTVYPVDEPMR 8952.5750 1448.7086 27.0026 9735 2 724.8579 ‐0.6518
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 411.3569 43650.3196 16 14.83 None 1131.5649 IGPMLNEMAR 5340.9650 1131.5660 25.1113 6378 2 566.2866 0.2006
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 411.3569 43650.3196 16 14.83 None 1006.4662 YPVDEPMR 118.9598 1006.4612 25.5941 940 1 1006.4612 ‐4.4863
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 13499.7200 1797.0483 22.5264 16055 2 899.0278 1.15
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 1423.7468 FSDGLITPDFLAK 5909.6410 1423.7445 20.1526 13790 2 712.3759 ‐1.5577
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 1366.7154 TLVAQGFWPYGK 1788.7360 1366.7150 19.1303 7957 2 683.8611 ‐0.2581
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 988.4887 SFLFFDGR 6966.3110 988.4885 20.0866 6035 2 494.7479 ‐0.1683
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 1448.7090 ELTVYPVDEPMR 289.4456 1448.7336 22.4491 3140 2 724.8705 17.0287
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 2050.0128 DDPNGKFSDGLITPDFLAK 239.7067 2049.9973 19.7366 4032 2 1025.5023 ‐7.5797
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 966.2871 43650.3196 16 14.83 None 2032.9862 DDPNGKFSDGLITPDFLAK 614.1160 2032.9962 20.8394 809 2 1017.0018 4.97
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1109.5950 LGEEGAPAIPR 94626.6200 1109.5950 21.4285 17485 2 555.3011 ‐0.4265
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1194.6001 TIEAYNIADGK 16072.7100 1194.5985 21.9188 17298 2 597.8029 ‐1.6995
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1516.7067 WAQLPDPGDNFEK 17949.9500 1516.7078 28.1101 16227 2 758.8575 0.5872
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 11918.1400 1231.6086 22.5312 15439 2 616.3079 ‐1.4930
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1141.6364 APTLQGQWIK 2531.8890 1141.6367 25.6099 13090 2 571.3220 ‐0.1714
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1677.8006 SYDTVTSEWTFLTK 4821.0590 1677.8036 34.1022 12535 2 839.4054 1.99
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1325.6736 LYSFGGELTPNK 7333.0540 1325.6729 16.8394 11181 2 663.3401 ‐0.8107
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1042.5164 LDEVGGPEAR 43452.6400 1042.5161 16.1311 9821 2 521.7617 ‐0.8175
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1532.7703 WTEVETTGAKPSAR 20991.9300 1532.7726 17.6286 7462 3 511.5957 0.8739
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 990.5367 GGAGFAVVQGK 4053.5950 990.5350 19.9721 4225 2 495.7711 ‐2.3195
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 825.4618 IYIFGGR 3623.8430 825.4634 16.7767 1435 2 413.2353 1.20
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 Carbamidomethyl+C(6) 1059.5616 APTVSCLGVR 185.0805 1059.5642 23.3171 2618 1 1059.5642 3.62
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1031.5156 SFGGELTPNK 215.4078 1031.5202 17.7436 786 2 516.2638 3.14
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1177.5735 TIEAYNIADGK 600.0249 1177.5734 20.9670 3820 2 589.2904 ‐0.5015
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 9628.7480 37065.3696 34 36.66 None 1499.6801 WAQLPDPGDNFEK 313.0360 1499.6731 26.4992 1676 2 750.3402 ‐4.8419
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1194.6001 TIEAYNIADGK 7358.9170 1194.5985 21.9188 17298 2 597.8029 ‐2.0017
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1516.7067 WAQLPDPGDNFEK 12506.4400 1516.7078 28.1101 16227 2 758.8575 0.4563
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 12241.1700 1231.6086 22.5312 15439 2 616.3079 ‐1.7755
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1141.6364 APTLQGQWIK 3359.7850 1141.6367 25.6099 13090 2 571.3220 ‐0.5018
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1677.8006 SYDTVTSEWTFLTK 3982.4540 1677.8036 34.1022 12535 2 839.4054 1.48
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1325.6736 LYSFGGELTPNK 6897.1740 1325.6729 26.6883 10485 2 663.3401 ‐1.0311
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1532.7703 WTEVETTGAKPSAR 10637.1200 1532.7726 17.6286 7462 3 511.5957 0.7597
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 990.5367 GGAGFAVVQGK 7419.4430 990.5350 19.9721 4225 2 495.7711 ‐2.7302
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 193.6148 2692.2795 31.4647 1046 3 898.0980 ‐4.3271
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 Carbamidomethyl+C(6) 1059.5616 APTVSCLGVR 2581.8740 1059.5622 20.8452 4849 2 530.2847 ‐0.2928
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 175.3756 988.5213 21.6246 2707 2 494.7643 ‐4.1951
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 601.3668 AVVQGK 314.6923 601.3672 21.5859 2182 1 601.3672 1.1195
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 2325.7410 37065.3696 34 36.66 None 1116.6008 VETTGAKPSAR 205.9131 1116.6020 16.6087 1562 2 558.8046 0.2749
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 None 1325.6736 LYSFGGELTPNK 13471.1300 1325.6729 16.8394 11181 2 663.3401 ‐0.4954
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 None 825.4618 IYIFGGR 2071.1540 825.4634 16.7767 1435 2 413.2353 2.0729
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 None 1141.6364 APTLQGQWIK 442.6288 1141.6214 17.0459 12252 2 571.3143 ‐13.1042
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 628.4053 2692.2786 21.3470 2321 3 898.0977 ‐2.9389
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 Carbamidomethyl+C(8)
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 529.5541 37065.3696 34 36.66 None 696.3675 APTLQGQ 87.6056 696.3693 19.4852 11874 1 696.3693 3.0942
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1541.7693 EVELEDPVENIGAK 40520.5900 1541.7697 27.4515 27741 2 771.3885 0.1496
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1280.7685 VVAAGANPVLITR 99342.4600 1280.7680 15.6621 27534 2 640.8877 ‐0.6748
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1199.6630 DLVGVLEDAIR 68909.8300 1199.6632 38.8965 23471 2 600.3352 ‐0.2623
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1505.7159 GYISPYFVTDSEK 15212.2800 1505.7168 28.2559 22009 2 753.3620 0.4874
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1736.8337 NLIEQAEQDYEKEK 15456.4800 1736.8347 28.4020 21686 3 579.6164 0.0822
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1536.7614 YEDLMAAGIIDPTK 55533.8400 1536.7634 30.9875 19624 2 768.8854 1.23



NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1182.7093 LADLVGVTLGPK 47268.0600 1182.7086 18.1921 19039 2 591.8579 ‐0.9784
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1043.5844 IVNDGVTVAR 34102.0600 1043.5853 17.6476 15599 2 522.2963 0.3930
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4291.9070 2464.2654 34.7018 12470 3 822.0933 3.08
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1607.7759 ETSTIVGDGSTQDAVK 12753.3500 1607.7765 19.1334 11262 2 804.3919 0.3391
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1871.8592 SAENNLYVVEGMQFDR 5620.7520 1871.8637 30.6205 11224 2 936.4355 2.05
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 989.5150 EEVGLSLDK 24922.2200 989.5134 22.1911 10877 2 495.2603 ‐2.1916
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAEAMSK 5800.9820 3179.4329 40.5738 7470 3 1060.4825 ‐0.7285
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 931.5095 GVVTLEEGK 16714.0700 931.5084 18.7880 4222 2 466.2578 ‐1.7632
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1479.6962 NLIEQAEQDYEK 3447.4310 1479.6953 27.6100 2314 2 740.3513 ‐0.7461
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 791.4662 ALSYPLK 3994.0790 791.4661 21.5751 4706 1 791.4661 0.5234
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1073.5949 AGKEVLGNASK 361.0187 1073.6197 26.3165 2864 2 537.3135 22.5690
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1963.9542 ASTFTATSSIGSMVAPNGHK 629.7465 1963.9853 19.0231 1319 3 655.3333 15.4420
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1509.7067 IEQAEQDYEKEK 192.3337 1509.7117 26.9066 7996 2 755.3595 3.1537
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 872.4836 GVLEDAIR 4729.5940 872.4849 38.8972 2254 1 872.4849 2.1234
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 979.4778 GSMVAPNGHK 890.2760 979.4735 18.4410 2077 1 979.4735 ‐3.6049
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 602.3620 GVTVAR 856.0466 602.3621 18.1336 1522 1 602.3621 0.5449
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 716.3937 LEDAIR 8699.9580 716.3933 38.9007 1052 1 716.3933 ‐0.1172
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 9657.2160 64208.4146 24 40.83 None 1082.6317 AAGANPVLITR 6330.5520 1082.6311 15.6601 941 1 1082.6311 0.4345
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1933.9767 LASLADLYVNDAFGTAHR 2849.0820 1933.9784 19.6005 30636 3 645.3310 0.8726
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 999.5986 FSLAPLVPR 13064.2200 999.5970 19.1586 29849 2 500.3021 ‐1.5138
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1100.6562 IGVIESLLEK 27433.7000 1100.6556 19.8289 27217 2 550.8315 ‐0.4014
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 6568.0260 2269.1862 19.8068 20743 3 757.0669 0.6372
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1539.8992 GVSLLLPTDVVIADK 39606.0300 1539.8999 20.6496 19856 2 770.4536 0.4092
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1573.8432 GVTTIIGGGDSVAAVEK 16003.4400 1573.8450 16.5462 11993 2 787.4261 1.1476
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1220.7474 VILSTHLGRPK 11514.0800 1220.7473 13.6713 2514 3 407.5873 ‐0.9238
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 Carbamidomethyl+C(1) 1847.9435 CDILLLGGGMIFTFYK 388.3419 1847.9517 25.5226 1283 2 924.4795 4.88
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1447.8671 FLKPSVAGFLLQK 1928.4690 1447.8530 19.2138 7096 3 483.2892 ‐10.3723
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1404.7369 ELDYLVGAVSNPK 715.2108 1404.7231 18.0391 2749 2 702.8652 ‐9.8341
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1896.9940 2370.2931 21.0044 10127 3 790.7692 1.1607
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 652.4141 APLVPR 238.2845 652.4105 17.1276 33645 1 652.4105 ‐5.0318
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 581.3770 PLVPR 106.1130 581.3766 19.1581 2219 1 581.3766 ‐0.2908
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 987.5721 GVIESLLEK 268.3192 987.5721 19.8220 1672 1 987.5721 1.61
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1008.5949 LSTHLGRPK 4160.6870 1008.5937 13.6503 1269 2 504.8005 ‐1.0866
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 1163.5691 ADKFAPDANSK 276.3973 1163.5690 22.5536 1188 1 1163.5690 1.24
NP_176015.1 phosphoglycerate kinase Arabidopsis thaliana 3766.8080 50052.8164 17 32.22 None 852.5302 SLAPLVPR 167.0274 852.5296 19.1602 806 1 852.5296 0.2901
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 279.1610 46628.5595 4 13.32 None 2192.0427 VSQMIEDAEPFEGEALLDAK 2941.0390 2192.0439 33.2824 12203 2 1096.5256 1.1683
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 279.1610 46628.5595 4 13.32 None 2039.0808 VPVLETPEGPIFESNAIAR 1243.2550 2039.0826 32.7683 9696 2 1020.0449 1.17
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 279.1610 46628.5595 4 13.32 Carbamidomethyl+C(9) 1820.8710 YSFGKMLICGSEGPFK 1198.9080 1820.8700 29.5938 4054 2 910.9386 ‐0.4281
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 279.1610 46628.5595 4 13.32 None 940.4961 YSFGKMLI 305.2488 940.4961 31.8149 10771 2 470.7517 ‐1.0598
NP_176189.1 cullin like protein 3 Arabidopsis thaliana 352.7717 30750.2926 5 10.98 None 1635.8411 NVIDVFVENGMGTLK 1210.9970 1635.8368 34.5343 9129 2 818.4221 ‐2.6123
NP_176189.1 cullin like protein 3 Arabidopsis thaliana 352.7717 30750.2926 5 10.98 Carbamidomethyl+C(6) 1655.7959 EVGLNCFRDQVYR 5139.6020 1655.7929 18.7687 7638 3 552.6025 ‐2.3545
NP_176189.1 cullin like protein 3 Arabidopsis thaliana 352.7717 30750.2926 5 10.98 None 1343.6914 EGEQIDRELVR 452.4539 1343.6771 26.6501 1616 2 672.3422 ‐10.8822
NP_176189.1 cullin like protein 3 Arabidopsis thaliana 352.7717 30750.2926 5 10.98 None 2352.2459 ERVTHYLHPTTEPKLFEVR 247.5255 2352.2608 23.8433 2733 3 784.7584 6.0858
NP_176189.1 cullin like protein 3 Arabidopsis thaliana 352.7717 30750.2926 5 10.98 None 1052.5007 EGEQIDREL 212.0873 1052.5054 25.5733 1028 2 526.7564 3.57
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 3341.3000 15824.4513 3 64.86 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 3341.3000 15824.4513 3 64.86 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAYPTSDVT 863.5054 5030.3144 37.5801 8325 4 1258.3341 ‐2.2944
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 3341.3000 15824.4513 3 64.86 None 1580.8642 ASTALSSAIVGTSFIR 522.6891 1580.8438 28.6053 1142 3 527.6194 ‐13.6414
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1676.7618 VANPIVEMDGDEMTR 18886.9000 1676.7636 27.5346 30086 2 838.8854 1.0327
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 2041.9964 DTYLNTEEFIDAVAAELK 147045.8000 2041.9988 44.1130 23653 2 1021.5030 1.94
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1797.8766 GGETSTNSIASIFAWTR 4930.0350 1797.8760 21.4043 18901 2 899.4417 ‐0.2049
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1287.7559 LITPFVELDIK 17796.6200 1287.7557 21.1457 18842 2 644.3815 ‐0.4450
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 68448.1600 1320.6470 19.3661 18364 2 660.8272 0.1669
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1251.6653 LIDDMVAYALK 8827.4330 1251.6651 19.5295 17533 2 626.3362 ‐0.4942
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 8486.0690 1156.5101 21.8468 10383 2 578.7587 0.3396
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1355.6914 TIEAEAAHGTVTR 35528.0000 1355.6907 16.7502 10374 3 452.5684 ‐1.1557
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1418.6257 AFADASMNTAYEK 11050.3000 1418.6248 21.5327 10318 2 709.8160 ‐0.8238
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(10) 1496.8407 LVPGWTKPICIGR 848.5667 1496.8395 17.3547 8864 3 499.6180 ‐1.3460
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1066.6255 DLALIIHGSK 8157.9580 1066.6249 16.3873 7469 2 533.8161 ‐1.0675
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1117.5789 YFDLGLPHR 3443.3790 1117.5786 17.2673 6777 2 559.2929 ‐0.7265
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 2327.1401 DTYLNTEEFIDAVAAELKER 4601.3090 2327.1449 41.9622 4535 3 776.3865 1.40
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLVCPDGK 2283.2600 3290.5367 25.0040 2906 3 1097.5171 0.8159
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 793.4454 VTEFGLK 6675.7110 793.4386 21.3312 8169 2 397.2229 ‐9.3055
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1762.8395 YFDLGLPHRDATDDK 372.8123 1762.7965 27.3935 3206 2 881.9019 ‐24.2862
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1821.9076 DATDDKVTIESAEATKK 1947.9440 1821.9085 17.9742 5925 3 607.9744 0.0196
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1693.8127 DATDDKVTIESAEATK 3167.5230 1693.8120 19.4459 4359 3 565.2755 ‐0.8846
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(3) 1078.5198 AACVGTVESGK 290.7295 1078.5162 18.8102 7918 1 1078.5162 ‐2.3850
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1141.5596 EAEAAHGTVTR 17957.2000 1141.5584 16.7515 3345 2 571.2829 ‐1.4736
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1138.5813 IDDMVAYALK 202.4098 1138.5751 21.4566 1970 1 1138.5751 ‐4.3615
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 647.3399 VTEFGL 156.9353 647.3393 23.2334 1423 1 647.3393 ‐0.4496
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(3) 788.3971 LVCPDGK 103.2297 788.3937 25.0522 1094 1 788.3937 ‐3.7344
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 420.2089 ESGK 102.9294 420.2081 18.6842 924 1 420.2081 ‐1.8026
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 Carbamidomethyl+C(7) 940.4346 GGYVWACK 1843.2790 940.4295 21.8655 839 1 940.4295 ‐4.6385
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1507.7486 TDDKVTIESAEATK 306.4350 1507.7464 20.1984 767 2 754.3768 ‐1.6261
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 12745.7000 46088.4641 40 51.22 None 1779.8660 GGETSTNSIASIFAWTR 523.4587 1779.8748 21.9542 2435 3 593.9631 4.32
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1676.7618 VANPIVEMDGDEMTR 19049.6700 1676.7636 27.5346 30086 2 838.8854 0.9870
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 2041.9964 DTYLNTEEFIDAVAAELK 76274.3500 2041.9988 44.1130 23653 2 1021.5030 1.80
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 6836.0720 1156.5101 21.8468 10383 2 578.7587 0.0171
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1418.6257 AFADASMNTAYEK 5882.4540 1418.6248 21.5327 10318 2 709.8160 ‐1.0068
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 2327.1401 DTYLNTEEFIDAVAAELKER 2219.4030 2327.1449 41.9622 4535 3 776.3865 1.58



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1514.7162 DIFQEVYEASWK 472.5585 1514.7456 36.7565 13642 2 757.8764 19.1553
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1546.7206 AFADASMNTAYEKK 236.0172 1546.7389 36.6981 10124 2 773.8731 11.56
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 793.4454 VTEFGLK 9669.4590 793.4386 21.3312 8169 2 397.2229 ‐9.8211
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1762.8395 YFDLGLPHRDATDDK 209.5597 1762.7965 27.3935 3206 2 881.9019 ‐24.2861
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1565.7992 GPGKLTMTFEGKDGK 486.6126 1565.7997 22.8509 1845 3 522.6048 ‐0.3576
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 1821.9076 DATDDKVTIESAEATKK 294.4366 1821.8958 22.5243 1820 3 607.9701 ‐7.2001
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 None 694.3770 TEFGLK 6270.1230 694.3751 21.3159 3000 1 694.3751 ‐2.3256
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 4701.7290 46088.4641 40 51.22 Carbamidomethyl+C(7) 940.4346 GGYVWACK 1878.4070 940.4295 21.8655 839 1 940.4295 ‐4.9397
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 333055.0000 1548.8056 18.8111 1474847 2 774.9065 ‐2.3188
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 935.4945 IIGFDNTR 75585.8000 935.4927 22.4391 585743 2 468.2500 ‐2.4994
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1009.5102 EYPNAFIR 39196.1100 1009.5086 24.0556 166432 2 505.2579 ‐2.0727
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1941.9692 FETLSYLPDLTDSELAK 179271.8000 1941.9709 35.4455 143469 2 971.4891 1.1322
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 27255.2000 1942.9721 19.6990 135363 2 971.9897 ‐0.3097
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 907.4884 EVDYLIR 44448.0800 907.4861 23.7272 134730 2 454.2467 ‐3.1498
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 914.4229 YWTMWK 21105.9400 914.4207 18.1999 117850 2 457.7140 ‐2.9998
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 56336.6200 2080.9972 37.0001 80886 3 694.3372 0.7074
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1351.5662 EHGNSPGYYDGR 16507.2400 1351.5650 14.0074 10220 3 451.1932 ‐1.5292
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1137.6051 KEYPNAFIR 960.4933 1137.6120 23.6818 2577 1 1137.6120 7.0756
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 2070.0641 KFETLSYLPDLTDSELAK 179402.6000 2070.0641 33.7119 220800 3 690.6929 ‐0.3858
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 2198.1591 KKFETLSYLPDLTDSELAK 14744.1400 2198.1614 32.0177 28286 3 733.3920 0.7645
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(5) 1911.9270 EVEECKKEYPNAFIR 1270.9780 1911.9291 29.5037 2550 2 956.4682 1.90
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 1861.7590 2444.2323 25.0978 1359 2 1222.6198 8.0695
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 717.4042 PNAFIR 9794.1040 717.4033 24.0560 20806 1 717.4033 ‐0.8421
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 565.2803 TMWK 5245.6340 565.2800 18.1951 10586 1 565.2800 ‐0.2502
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 28129.9000 1781.8369 37.0165 9002 2 891.4221 3.0691
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 652.3049 FDNTR 1108.9210 652.3042 22.4188 7991 1 652.3042 ‐0.6841
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 620.3515 NAFIR 180.2544 620.3481 28.8822 5174 1 620.3481 ‐5.0602
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 730.3155 GYYDGR 192.1401 730.3146 14.6007 4588 1 730.3146 ‐0.6319
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 510.2307 YDGR 110.4454 510.2297 14.6044 3841 1 510.2297 ‐1.6050
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 763.3832 TDSELAK 3089.9180 763.3822 33.7292 3515 1 763.3822 ‐0.8199
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1088.5470 PDLTDSELAK 48019.9500 1088.5455 35.4397 3208 1 1088.5455 ‐0.4178
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 585.1913 1289.6155 18.8122 2229 1 1289.6155 ‐1.9035
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1067.9380 1190.5509 18.8080 2042 1 1190.5509 0.9170
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 662.3355 DSELAK 1781.3610 662.3376 33.7044 1481 1 662.3376 3.90
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1194.6041 KFETLSYLPD 6036.4960 1194.6030 33.7240 1274 1 1194.6030 0.1247
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 896.4512 YKPPSFTG 264.9986 896.4532 19.0019 1214 2 448.7302 1.10
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 991.4996 EYPNAFIR 206.3135 991.5008 24.0542 9193 2 496.2541 0.7010
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 59099.3000 20501.3116 71 63.33 None 1333.5556 EHGNSPGYYDGR 359.9378 1333.5595 15.6978 1590 2 667.2834 2.74
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 935.4945 IIGFDNTR 100965.3000 935.4927 22.4384 583673 2 468.2500 ‐2.9452
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 907.4884 EVDYLIR 37956.6400 907.4864 24.4739 178390 2 454.2468 ‐3.2371
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1009.5102 EYPNAFIR 37340.9100 1009.5086 24.0551 164633 2 505.2579 ‐2.5241
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1941.9692 FETLSYLPDLTDSELAK 136229.5000 1941.9709 35.4455 143469 2 971.4891 1.76
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 15058.9300 2080.9968 36.9261 14728 3 694.3371 0.1286
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 2070.0641 KFETLSYLPDLTDSELAK 168146.0000 2070.0640 33.7115 220020 3 690.6929 ‐0.7865
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 2198.1591 KKFETLSYLPDLTDSELAK 20456.7600 2198.1617 32.0035 26398 3 733.3921 0.4432
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 Carbamidomethyl+C(5) 1911.9270 EVEECKKEYPNAFIR 488.8051 1911.9291 29.5037 2550 2 956.4682 1.84
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 709.3264 GFDNTR 10502.5400 709.3256 22.4373 121965 1 709.3256 ‐0.7095
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 717.4042 PNAFIR 8567.8860 717.4033 24.0560 20806 1 717.4033 ‐0.9151
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 652.3049 FDNTR 3015.9860 652.3042 22.4188 7991 1 652.3042 ‐0.6906
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 982.5244 KFETLSYL 17138.6800 982.5245 33.7148 6062 1 982.5245 0.5441
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 778.4458 VDYLIR 306.0833 778.4451 24.4734 5476 1 778.4451 ‐0.4403
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 564.3504 YLIR 183.7380 564.3486 24.4422 5453 1 564.3486 ‐2.8517
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 763.3832 TDSELAK 1755.6510 763.3822 33.7292 3515 1 763.3822 ‐0.9400
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1088.5470 PDLTDSELAK 2871.7340 1088.5455 35.4397 3208 1 1088.5455 ‐0.8705
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 505.2365 DNTR 893.8885 505.2361 22.4252 3150 1 505.2361 ‐0.4229
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 991.4942 DLTDSELAK 256.0328 991.4963 33.7053 2819 1 991.4963 2.76
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 620.3515 NAFIR 42.2063 620.3482 28.8317 2546 1 620.3482 ‐4.8316
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 662.3355 DSELAK 441.2857 662.3376 33.7044 1481 1 662.3376 3.23
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1194.6041 KFETLSYLPD 5589.2580 1194.6030 33.7240 1274 1 1194.6030 ‐0.4365
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1296.6371 FELEHGFVYR 165.2327 1296.6338 34.7491 1272 1 1296.6338 ‐2.0325
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1009.5102 EYPNAFIR 129.6095 1009.5115 29.6410 1206 2 505.2594 0.4042
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 991.4996 EYPNAFIR 258.3497 991.5008 24.0542 9193 2 496.2541 0.2907
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 21827.7200 20501.3116 71 63.33 None 1923.9586 FETLSYLPDLTDSELAK 112.9224 1923.9508 33.6923 928 2 962.4791 ‐3.7439
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 411127.6000 1548.8056 18.8111 1474847 2 774.9065 ‐2.2157
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 52530.0200 1942.9721 19.6990 135363 2 971.9897 ‐0.5813
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 914.4229 YWTMWK 18101.4500 914.4207 18.1999 117850 2 457.7140 ‐2.2935
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 39988.8900 2080.9971 21.1122 45597 3 694.3372 1.1727
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 935.4945 IIGFDNTR 18559.6000 935.4935 15.1846 5953 2 468.2504 ‐1.0301
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 589.4639 2830.4112 25.6163 1037 3 944.1419 ‐9.0006
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 2070.0641 KFETLSYLPDLTDSELAK 2337.7390 2070.0648 19.7045 12783 3 690.6931 0.4814
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 2958.5346 KFETLSYLPDLTDSELAKEVDYLIR 1087.6710 2958.5298 23.9976 4378 3 986.8481 ‐0.4406
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 758.7219 2444.2323 25.0978 1359 2 1222.6198 7.13
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 751.3596 WTMWK 1553.5210 751.3607 18.1950 13416 1 751.3607 2.1466
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 565.2803 TMWK 895.5839 565.2800 18.1951 10586 1 565.2800 ‐0.3372
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 36763.4600 1078.5162 18.8102 7918 1 1078.5162 ‐1.8792
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 16330.3600 1781.8394 21.1032 7182 2 891.4234 4.32
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 954.8463 1190.5509 18.8080 2042 1 1190.5509 1.11
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 None 709.3264 GFDNTR 596.8621 709.3269 15.1776 1324 1 709.3269 1.93
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 41999.1800 20501.3116 71 63.33 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 266.2544 1338.6717 17.4772 1013 2 669.8395 ‐0.3727



NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 2222.1049 VGLDVFEEEPFMKPGLADTK 2137.2130 2222.1092 34.9103 8281 3 741.3746 1.38
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1449.7948 EADLISLHPVLDK 2575.8860 1449.7949 28.9125 5289 3 483.9365 ‐0.5282
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1109.5296 IVEADEFMR 5071.6380 1109.5332 24.9462 4034 2 555.2702 2.00
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1490.8213 GPVIDEAALVEHLK 874.1479 1490.8209 29.9898 4023 3 497.6118 ‐0.8490
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1014.5691 GQTVGVIGAGR 4244.5660 1014.5672 18.1580 2328 2 507.7872 ‐2.3687
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1021.4983 ASSMEEVLR 996.3486 1021.5004 18.8071 1264 1 1021.5004 2.22
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 2297.1408 VDPFLNENASPPNASPSIVNSK 271.8148 2297.1242 22.0116 2327 2 1149.0657 ‐6.7259
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 1134.5990 2817.5073 24.6483 1671 3 939.8406 2.56
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 3727.0231 GGLYEGWLPHLFVGNLLKGQTVGVIGAGRIGSAYAR 862.8714 3727.0191 19.7879 6637 4 932.5102 ‐1.0695
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1732.9453 GQTVGVIGAGRIGSAYAR 434.8235 1732.9583 24.6597 2972 3 578.3243 7.0009
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 592.3685 42476.0530 19 35.49 None 1559.7709 IGSAYARMMVEGFK 934.0316 1559.7678 26.7834 778 2 780.3876 ‐2.0425
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 2222.1049 VGLDVFEEEPFMKPGLADTK 1693.6230 2222.1092 34.9103 8281 3 741.3746 1.1691
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1449.7948 EADLISLHPVLDK 3129.7890 1449.7949 28.9125 5289 3 483.9365 ‐0.6002
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1109.5296 IVEADEFMR 3553.8850 1109.5332 24.9462 4034 2 555.2702 2.25
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1490.8213 GPVIDEAALVEHLK 860.4689 1490.8209 29.9898 4023 3 497.6118 ‐0.9419
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1014.5691 GQTVGVIGAGR 6350.2540 1014.5672 18.1580 2328 2 507.7872 ‐2.7667
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1254.6014 GYPIWHDPNR 586.2487 1254.5993 21.4406 2749 2 627.8033 ‐2.3288
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1663.8149 MNLIYFDLYQSTR 452.6888 1663.7983 29.4926 1099 2 832.4028 ‐10.0179
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 518.6307 42476.0530 19 35.49 None 1732.9453 GQTVGVIGAGRIGSAYAR 360.5915 1732.9583 24.6597 2972 3 578.3243 6.49
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1289.6770 SMPTSAALDVVAK 12992.9100 1289.6777 26.1366 6702 2 645.3425 0.2344
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1717.7816 EDFGGGHPDPNLTYAK 5016.3850 1717.7833 21.9409 5075 3 573.2659 0.4409
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1148.5906 LSGTGSEGATIR 10492.1700 1148.5912 16.0413 4156 2 574.7993 0.1396
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1540.8217 DSQDALGPLVDVALK 1349.5550 1540.8233 34.2675 2970 2 770.9153 0.8978
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1031.5480 GATLVVSGDGR 4983.6310 1031.5475 18.1831 2278 2 516.2774 ‐0.9954
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 2301.1510 ATGAFILTASHNPGGPTEDFGIK 977.1913 2301.1626 32.4637 1537 3 767.7257 4.95
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 789.4036 MAAANGVR 533.3082 789.3842 25.4912 2195 1 789.3842 ‐23.9555
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1486.7424 LYIEQYEKDASK 336.9043 1486.7147 29.2108 1204 2 743.8610 ‐18.8063
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1494.7659 DPVDGSVSKHQGIR 424.3314 1494.7667 25.2872 3308 3 498.9271 ‐0.1054
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 590.2893 VSGDGR 143.6262 590.2891 18.8708 1517 1 590.2891 0.1092
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1271.6664 SMPTSAALDVVAK 390.7256 1271.6659 25.1097 964 2 636.3366 ‐0.6814
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 824.7938 63710.1934 12 16.75 None 1700.7551 EDFGGGHPDPNLTYAK 529.9109 1700.7534 21.2505 1063 3 567.5893 ‐1.4946
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1563.8013 AVVQVFEGTSGIDNK 9775.9840 1563.8000 26.3610 14809 2 782.4036 ‐1.0577
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1088.5769 TPVSLDMLGR 7367.0220 1088.5764 27.9534 11984 2 544.7918 ‐1.2976
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1912.8786 GYPGYMYTDLATIYER 2560.0610 1912.8823 34.1110 11198 2 956.9448 2.21
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1034.5629 YQEIVNIR 10703.5200 1034.5614 23.0383 8883 2 517.7843 ‐2.3983
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1029.5000 TLDQFYSR 6391.9140 1029.4995 22.0361 6266 2 515.2534 ‐1.3599
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1368.8097 TVSGVAGPLVILDK 2555.3530 1368.8100 32.2264 3140 2 684.9086 ‐0.2631
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 743.4410 EIVNIR 228.1709 743.4398 21.8987 25504 1 743.4398 ‐1.1862
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 987.5292 PVSLDMLGR 252.4063 987.5278 27.6920 8612 2 494.2675 ‐2.3459
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1067.5004 FEGTSGIDNK 657.8018 1067.5017 27.4259 4018 1 1067.5017 1.45
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 791.3894 GTSGIDNK 91.3792 791.3856 27.2079 1723 1 791.3856 ‐4.3672
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 815.3682 DQFYSR 8998.0670 815.3695 22.0259 1104 1 815.3695 2.0467
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 892.6118 54221.7466 12 14.61 None 1070.5663 TPVSLDMLGR 116.2955 1070.5622 29.1379 805 2 535.7847 ‐4.7162
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 228.5118 33970.0137 5 7.62 None 1693.8982 DMNVIEVPTFLFIR 2293.3800 1693.8979 24.0885 3402 2 847.4526 ‐0.1275
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 228.5118 33970.0137 5 7.62 None 999.5833 GELIGEILR 4100.3600 999.5851 30.6858 1987 2 500.2962 1.15
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 228.5118 33970.0137 5 7.62 None 1561.8697 GELIGEILRYSGVR 866.8447 1561.8592 20.4509 4014 2 781.4332 ‐6.8063
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 228.5118 33970.0137 5 7.62 None 1666.8395 AGAASPGKVGTPPANDEK 333.7068 1666.8326 18.7930 1992 2 833.9199 ‐4.1240
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 228.5118 33970.0137 5 7.62 None 801.3811 DMNVIEV 122.7016 801.3774 22.0603 1190 1 801.3774 ‐3.9850
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 1393.6441 VATEESSAEVTDR 17770.1800 1393.6447 15.5190 10240 2 697.3260 0.1784
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 896.4876 GLFDFLGK 8072.8870 896.4828 21.3669 6374 1 896.4828 ‐4.6284
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 1263.6579 VHISEPEPEVK 17031.4100 1263.6587 19.2795 5330 2 632.3330 0.2990
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 615.9863 2719.4021 25.5385 1730 3 907.1389 ‐10.4186
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 726.3821 FDFLGK 6055.2620 726.3787 21.3498 6685 1 726.3787 ‐4.1777
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2700.3920 20786.3981 6 31.89 None 993.4483 ESSAEVTDR 113.7093 993.4510 15.6607 1625 2 497.2291 2.0883
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 1532.8108 FITHTVPFSEINK 5771.3770 1532.8094 16.5129 5592 3 511.6080 ‐1.4919
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 957.5251 TDIPGVVEK 9485.6220 957.5250 20.6961 4083 2 479.2661 ‐0.7564
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 992.5411 IIGVDFNSK 11634.5500 992.5404 15.9785 3349 2 496.7738 ‐1.2874
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 2224.0663 DHDKPIQQVIAEMTDGGVDR 1504.1020 2224.0777 34.4750 2303 3 742.0307 4.62
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 2431.3231 AAVAWEAGKPLVIEEVEVAPPQK 2386.2050 2431.3324 31.9002 2100 3 811.1156 3.49
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 Carbamidomethyl+C(12) 1868.8848 FDQAKEFGVTECVNPK 662.9506 1868.9139 24.3127 3132 3 623.6428 15.1287
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 2401.2261 FITHTVPFSEINKAFDYMLK 1365.6970 2401.2054 31.5767 4076 4 601.0568 ‐8.5993
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 1493.7668 TDIPGVVEKYMNK 584.3198 1493.7753 22.2611 1940 2 747.3913 5.04
NP_177837.1 alcohol dehydrogenase 1 Arabidopsis thaliana 951.6660 41862.5280 9 26.65 None 1514.8002 FITHTVPFSEINK 232.9179 1514.8063 29.1534 1298 2 757.9068 3.89
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1352.6441 SASGNVVVYEGDR 9983.1670 1352.6452 19.0756 7166 2 676.8263 0.5852
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1422.7223 SQPIPAENNEPVK 13602.0100 1422.7246 18.2066 5144 2 711.8659 1.62
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1721.8228 LDATANDIPSDTFDVK 4913.7920 1721.8228 26.9388 4558 2 861.4150 0.0366
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 926.4618 FFESPATK 3162.7550 926.4631 22.8868 8750 2 463.7352 0.8347
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1029.6091 NVVAVGVFPK 805.5278 1029.6029 26.3080 2006 2 515.3051 ‐6.5784
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 2939.5335 NVVAVGVFPKLSGDEFDSFMALAEKLR 1579.2030 2939.5384 25.5187 3703 3 980.5177 1.62
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1107.5429 GNVVVYEGDR 457.1692 1107.5432 17.3514 1377 2 554.2752 ‐0.1996
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 908.4512 FFESPATK 112.0511 908.4461 21.7667 5517 1 908.4461 ‐4.8730
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 850.0129 56649.6896 9 15.16 None 1335.6175 SASGNVVVYEGDR 577.4294 1335.6173 18.0693 875 2 668.3123 ‐0.4229
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 1341.6321 FGNFSIESESPK 13698.7000 1341.6323 25.4925 19545 2 671.3198 ‐0.1031
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 1346.7791 SPLLLQSNPIHK 4074.2340 1346.7771 15.9926 8743 3 449.5972 ‐2.0737
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 835.4560 EFIEAVK 15879.8000 835.4563 21.3349 5073 2 418.2318 ‐0.3519
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 899.4258 GVEFEYR 13451.0500 899.4253 21.4925 3914 2 450.2163 ‐1.1569
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 1055.5520 IVAYAAEYR 186.4491 1055.5769 20.8877 2818 2 528.2921 23.0626
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 1156.5633 EKGVEFEYR 418.2482 1156.5732 30.5663 1915 2 578.7902 8.1284
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 700.3665 IVAYAAE 507.7274 700.3680 19.7389 4188 1 700.3680 2.57



NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 743.3359 EFEYR 4771.2470 743.3357 21.4850 1698 1 743.3357 0.2828
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 789.3989 IESESPK 384.2344 789.3947 27.1627 1354 1 789.3947 ‐4.6665
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1936.7240 25120.5464 14 18.43 None 817.4454 EFIEAVK 174.3927 817.4422 21.1377 2443 1 817.4422 ‐3.3556
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1132.9980 25120.5464 14 18.43 None 1341.6321 FGNFSIESESPK 20292.5000 1341.6321 25.4833 18473 2 671.3197 ‐0.5232
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1132.9980 25120.5464 14 18.43 None 1055.5520 IVAYAAEYR 261.1687 1055.5769 20.8877 2818 2 528.2921 22.6864
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1132.9980 25120.5464 14 18.43 None 876.4309 SIESESPK 3762.1010 876.4303 25.4571 2637 1 876.4303 ‐0.2024
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 1132.9980 25120.5464 14 18.43 None 789.3989 IESESPK 458.5352 789.3947 27.1627 1354 1 789.3947 ‐4.8132
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1795.8683 LAEMPADSGYPAYLAAR 14156.8000 1795.8710 28.3699 13145 2 898.4392 1.75
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2092.0566 VSGPVVVADGMAGAAMYELVR 3544.8060 2092.0543 22.2593 11074 2 1046.5308 ‐0.7074
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1578.7170 FEDPAEGEDTLVEK 8416.6980 1578.7178 24.1407 9688 2 789.8625 0.4499
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1255.7005 LAADTPLLTGQR 1877.7680 1255.6988 24.1529 9074 2 628.3530 ‐1.7035
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1545.8054 TTLVANTSNMPVAAR 5400.1420 1545.8056 23.1255 8104 2 773.4064 0.0534
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1471.7639 EDDLNEIVQLVGK 2890.7830 1471.7671 34.7530 7773 2 736.3872 2.0543
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1019.5520 ISGDVYIPR 6535.8640 1019.5499 22.9619 7564 2 510.2786 ‐2.5847
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2553.7040 2203.0835 19.2392 6426 3 735.0327 ‐1.1064
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2080.9346 LTTFEDDEKESEYGYVR 2217.8870 2080.9368 24.2083 5728 3 694.3171 0.7102
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1335.7379 VGHDNLIGEIIR 3983.8630 1335.7342 29.5237 5324 2 668.3707 ‐3.0827
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 3608.4000 2690.3619 35.3223 5023 3 897.4588 3.20
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1136.5735 FDPDFINIR 2873.5890 1136.5764 31.2112 4915 2 568.7918 2.1414
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMGK 2993.4000 3736.8214 24.3775 4663 3 1246.2786 ‐0.3023
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 883.4672 LGDLFYR 10454.2300 883.4660 16.8838 4055 2 442.2366 ‐2.0219
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 7304.8940 1675.7423 21.9654 3446 2 838.3748 2.34
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 1319.9100 2465.1666 23.8841 3783 2 1233.0869 7.0031
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1367.6776 SYTMLQSWPVR 148.4154 1367.6560 30.6189 809 2 684.3316 ‐16.0526
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1574.8272 DALAEGDKITLETAK 2936.7110 1574.8277 23.9060 6615 3 525.6141 ‐0.2692
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2405.2275 EESVMKRTTLVANTSNMPVAAR 303.9834 2405.2151 17.1968 1218 4 602.0592 ‐5.1773
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1204.6420 EGDKITLETAK 218.6102 1204.6381 25.9584 2956 2 602.8227 ‐3.5530
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 Carbamidomethyl+C(6) 1038.5037 VVYVGCGER 217.9287 1038.5000 23.6961 1785 1 1038.5000 ‐2.6724
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 878.4982 LAADTPLLT 969.7992 878.4984 24.1353 1447 2 439.7528 ‐0.4420
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1553.7451 VADGMAGAAMYELVR 337.2927 1553.7462 19.6104 1325 2 777.3767 0.6380
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 770.3832 GDLFYR 1789.3480 770.3824 16.8720 1087 1 770.3824 ‐0.4600
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1275.6791 AEGDKITLETAK 134.4344 1275.6728 22.3467 868 2 638.3401 ‐5.2196
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1131.5827 QLTMTLPDGR 162.1150 1131.5846 24.3270 779 2 566.2959 1.95
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1777.8578 LAEMPADSGYPAYLAAR 413.6005 1777.8603 27.5522 4638 2 889.4338 1.79
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 1317.7274 VGHDNLIGEIIR 195.5684 1317.7211 30.9954 1527 2 659.3642 ‐5.0102
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2024.1520 69154.7867 37 49.44 None 2673.3254 LEGDSATIQVYEETAGLTVNDPVLR 363.0450 2673.3175 35.6169 1164 3 891.7774 ‐3.0450
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 None 2092.0566 VSGPVVVADGMAGAAMYELVR 4822.8160 2092.0543 22.2593 11074 2 1046.5308 ‐1.1207
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 Carbamidomethyl+C(11) 2203.0853 GVSVPALDKDCLWEFQPNK 2757.5990 2203.0835 19.2392 6426 3 735.0327 ‐0.4959
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPPDAMGK 3466.5830 3736.8214 24.3775 4663 3 1246.2786 1.77
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 None 883.4672 LGDLFYR 5711.6220 883.4660 16.8838 4055 2 442.2366 ‐1.2862
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 None 770.3832 GDLFYR 2218.6890 770.3824 16.8720 1087 1 770.3824 ‐0.3104
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 603.2633 69154.7867 37 49.44 None 1009.5135 GAAMYELVR 147.8194 1009.5127 23.9541 1040 1 1009.5127 0.4905
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 Carbamidomethyl+C(7) 1236.5929 ETPAIVCFGDK 197.9580 1236.5992 26.5584 17024 2 618.8032 4.39
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1248.6834 YATPALLSADVK 2558.0470 1248.6788 27.1713 5407 2 624.8430 ‐4.0801
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1496.7236 FIGTAGAASTMMNPK 6568.8850 1496.7257 16.0309 5173 2 748.8665 1.45
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 954.5295 ILTEFFGK 452.0008 954.5243 27.8775 4917 1 954.5243 ‐4.6040
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 Carbamidomethyl+C(9)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 2328.1500 ALSDAGLTVEDVHMVEVVGSGSR 1877.2460 2328.1488 31.5599 3575 3 776.7211 ‐0.7890
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1759.9225 REEFEEISIPILER 3736.9730 1759.9273 34.1059 3469 3 587.3140 2.78
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 2745.3883 SLPFSVTEGPDGYPLIHANYLGEIR 852.2069 2745.3831 21.6212 3468 3 915.7992 ‐1.9696
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1768.8794 AFTPTQVMGMMLSNLK 964.4661 1768.8837 23.9701 3257 2 884.9455 2.54
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1565.7628 AVEKEFEMALQDR 500.9108 1565.7682 29.6863 1217 2 783.3877 3.64
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 870.4680 VGDPVEVR 6888.0310 870.4660 17.5456 1045 2 435.7366 ‐2.9193
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 2281.0983 SGTFSIDVQYSDVNDLQAPPK 569.6732 2281.1489 30.5237 5132 3 761.0545 21.9101
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 874.4629 IDVSQNAK 1145.3570 874.4618 17.5720 1239 1 874.4618 ‐0.4798
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1135.5776 VMEETKDRK 2078.2180 1135.5776 25.5336 2380 2 568.2924 ‐0.4071
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 2018.9706 FSIDVQYSDVNDLQAPPK 267.1765 2018.9685 30.5116 8078 2 1009.9879 ‐0.7197
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1123.5672 VMGMMLSNLK 429.0841 1123.5628 23.1605 3053 2 562.2850 ‐4.3824
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1018.4986 MEETKDRK 745.1662 1018.5005 23.2412 1546 1 1018.5005 2.94
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 836.4369 MMLSNLK 164.0059 836.4334 23.7432 1534 1 836.4334 ‐3.5303
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 593.3293 ETPAIV 147.4718 593.3272 24.3977 1257 1 593.3272 ‐3.2408
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 510.4123 92421.4254 58 22.14 None 1139.5626 HMVEVVGSGSR 493.1973 1139.5624 30.1833 1129 2 570.2848 ‐0.6370
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 Carbamidomethyl+C(7) 1236.5929 ETPAIVCFGDK 178.0163 1236.5992 26.5584 17024 2 618.8032 4.40
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1248.6834 YATPALLSADVK 3031.7400 1248.6788 27.1713 5407 2 624.8430 ‐4.3535
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 954.5295 ILTEFFGK 369.6772 954.5243 27.8775 4917 1 954.5243 ‐4.9196
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 2328.1500 ALSDAGLTVEDVHMVEVVGSGSR 1431.0810 2328.1488 31.5599 3575 3 776.7211 ‐1.3076
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1759.9225 REEFEEISIPILER 3575.1060 1759.9273 34.1059 3469 3 587.3140 2.0180
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1565.7628 AVEKEFEMALQDR 529.4690 1565.7682 29.6863 1217 2 783.3877 3.17
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 2281.0983 SGTFSIDVQYSDVNDLQAPPK 685.3313 2281.1489 30.5237 5132 3 761.0545 21.4154
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 Carbamidomethyl+C(12) 1953.9488 SVVGFDFGNENCLVAVAR 882.7451 1953.9850 35.0802 3977 2 977.4962 18.8988
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1496.7236 FIGTAGAASTMMNPK 463.1605 1496.7104 32.5043 2772 2 748.8588 ‐9.1113
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1330.6597 GIDVVLNDESNR 1252.4310 1330.6260 26.2197 1777 2 665.8166 ‐25.8763
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 2018.9706 FSIDVQYSDVNDLQAPPK 301.4656 2018.9685 30.5116 8078 2 1009.9879 ‐0.5833
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 Carbamidomethyl+C(6) 1107.5503 TPAIVCFGDK 548.8292 1107.5537 25.9660 3454 2 554.2805 2.14
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 Carbamidomethyl+C(10) 1749.8378 VGFDFGNENCLVAVAR 270.4865 1749.8327 32.9063 1996 2 875.4200 ‐2.8439
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 593.3293 ETPAIV 160.9565 593.3272 24.3977 1257 1 593.3272 ‐3.1870
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1139.5626 HMVEVVGSGSR 377.6561 1139.5624 30.1833 1129 2 570.2848 ‐0.9685



NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 2263.0877 SGTFSIDVQYSDVNDLQAPPK 340.2584 2263.0790 31.2599 3673 3 755.0312 ‐4.6028
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 220.7026 92421.4254 58 22.14 None 1548.7363 AVEKEFEMALQDR 408.0740 1548.7293 28.1915 1228 2 774.8683 ‐4.6873
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 1496.7236 FIGTAGAASTMMNPK 5777.0240 1496.7257 16.0309 5173 2 748.8665 1.72
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(9)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 2745.3883 SLPFSVTEGPDGYPLIHANYLGEIR 1396.5500 2745.3831 21.6212 3468 3 915.7992 ‐0.9350
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 1768.8794 AFTPTQVMGMMLSNLK 419.4526 1768.8837 23.9701 3257 2 884.9455 2.93
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(14) 2101.0491 VLSANPMAPLNIECLMAEK 270.5478 2101.0307 23.4257 1663 2 1051.0190 ‐8.7927
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 1428.7369 ISTYTIGPFQSSK 170.8784 1428.7552 22.2373 1571 2 714.8812 12.98
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(9)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(24) 3203.5500 TDLPENDQLNVAFIDIGHASMQVCIAGFK 231.7706 3203.4792 20.9357 1458 3 1068.4979 ‐20.6242
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 874.4629 IDVSQNAK 575.8018 874.4618 17.5720 1239 1 874.4618 ‐0.2102
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 1336.7260 ILTEFFGKEPR 165.4320 1336.7506 22.2968 938 2 668.8790 18.4816
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(15) 2229.1440 KVLSANPMAPLNIECLMAEK 371.7993 2229.1415 21.4106 5296 2 1115.0744 ‐1.2061
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(19) 2832.3945 GIDVVLNDESNRETPAIVCFGDKQR 400.6579 2832.3908 21.3840 3765 3 944.8018 ‐0.2411
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(14)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(9) 1772.8861 NRETPAIVCFGDKQR 232.8726 1772.8867 20.0036 3163 2 886.9470 0.3270
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 824.4335 KVLSANPM 109.3223 824.4366 20.9227 2127 1 824.4366 4.53
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 836.4369 MMLSNLK 77.5542 836.4334 23.7432 1534 1 836.4334 ‐3.3045
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(14)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 818.4263 MMLSNLK 926.9583 818.4257 25.5903 1386 1 818.4257 0.0875
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 1553.7482 TDLPENDQLNVAFI 160.3460 1553.7462 19.6104 1325 2 777.3767 ‐1.2910
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 None 917.4839 ANYLGEIR 183.1134 917.4833 19.0739 1064 1 917.4833 0.3747
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 274.7585 92421.4254 58 22.14 Carbamidomethyl+C(9)
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 Carbamidomethyl+C(7) 1236.5929 ETPAIVCFGDK 197.9580 1236.5992 26.5584 17024 2 618.8032 4.39
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1248.6834 YATPALLSADVK 2558.0470 1248.6788 27.1713 5407 2 624.8430 ‐4.0801
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1496.7236 FIGTAGAASTMMNPK 6568.8850 1496.7257 16.0309 5173 2 748.8665 1.45
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 954.5295 ILTEFFGK 452.0008 954.5243 27.8775 4917 1 954.5243 ‐4.6040
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 Carbamidomethyl+C(9)
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1759.9225 REEFEEISIPILER 3736.9730 1759.9273 34.1059 3469 3 587.3140 2.78
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1768.8794 AFTPTQVMGMMLSNLK 964.4661 1768.8837 23.9701 3257 2 884.9455 2.54
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1565.7628 AVEKEFEMALQDR 500.9108 1565.7682 29.6863 1217 2 783.3877 3.64
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 870.4680 VGDPVEVR 6888.0310 870.4660 17.5456 1045 2 435.7366 ‐2.9193
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 Carbamidomethyl+C(24) 3176.5391 TDLPESDQLNVAFIDIGHASMQVCIAGFK 918.5698 3176.4919 40.1833 2066 2 1588.7496 ‐13.6097
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 874.4629 IDVSQNAK 1145.3570 874.4618 17.5720 1239 1 874.4618 ‐0.4798
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1135.5776 VMEETKDRK 2078.2180 1135.5776 25.5336 2380 2 568.2924 ‐0.4071
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1123.5672 VMGMMLSNLK 429.0841 1123.5628 23.1605 3053 2 562.2850 ‐4.3824
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 1018.4986 MEETKDRK 745.1662 1018.5005 23.2412 1546 1 1018.5005 2.94
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 836.4369 MMLSNLK 164.0059 836.4334 23.7432 1534 1 836.4334 ‐3.5303
NP_178111.1 heat shock protein 91 Arabidopsis thaliana 450.4768 92548.6052 16 16.37 None 593.3293 ETPAIV 147.4718 593.3272 24.3977 1257 1 593.3272 ‐3.2408
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 1417.6918 LASIGLDNTEDNR 8433.0900 1417.6971 22.1038 12635 2 709.3522 3.20
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 873.4577 EAAWGLAR 16241.7700 873.4592 22.3719 12560 2 437.2332 1.0098
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 10508.4600 1484.8151 26.8023 11206 2 742.9112 0.4525
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 1623.8298 ASPETVADFTLTMLK 3964.8430 1623.8300 21.6163 9897 2 812.4186 0.0518
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(12) 1448.7050 GILAIDESNATCGK 2144.2680 1448.7104 23.9939 9390 2 724.8588 3.52
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 2074.4530 2404.1250 33.1287 9102 3 802.0465 1.08
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(5) 910.4451 TFVDCLR 6774.2070 910.4444 23.2956 3407 2 455.7258 ‐1.4329
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 3087.6136 QLLLTTPGLGDYISGSILFEETLYQSTK 1556.8730 3087.6059 25.0602 1232 3 1029.8735 ‐2.4396
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 901.5102 ANSLAQLGK 288.0749 901.5018 24.1815 2137 2 451.2545 ‐9.9311
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 None 1865.9677 NKASPETVADFTLTMLK 905.7575 1865.9663 25.5654 806 3 622.6603 ‐1.2215
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(2) 999.5292 PCGPSALAVK 180.3269 999.5269 26.8056 804 1 999.5269 ‐1.4984
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(12) 1430.6944 GILAIDESNATCGK 390.1095 1430.6989 23.4452 1308 3 477.5711 2.89
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1691.6560 42555.2237 29 34.27 Carbamidomethyl+C(5) 892.4346 TFVDCLR 153.7193 892.4396 22.1119 1236 2 446.7235 5.0295
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 1417.6918 LASIGLDNTEDNR 4831.6390 1417.6971 22.1038 12635 2 709.3522 3.85
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 873.4577 EAAWGLAR 25799.6400 873.4592 22.3719 12560 2 437.2332 0.5367
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 16015.5800 1484.8151 26.8023 11206 2 742.9112 0.3047
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 4415.2860 2404.1250 33.1287 9102 3 802.0465 1.35
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(12) 1448.7050 GILAIDESNATCGK 1606.6550 1448.7104 23.9991 8771 2 724.8588 3.10
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(5) 910.4451 TFVDCLR 4140.0550 910.4444 23.2956 3407 2 455.7258 ‐1.8863
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 901.5102 ANSLAQLGK 97.8382 901.5018 24.1815 2137 2 451.2545 ‐10.3892
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 1052.5259 AGAYSDELVK 614.8467 1052.5118 25.2916 1826 2 526.7595 ‐14.2547
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 2046.0767 ASASFVKPNTLSSPWIGQR 623.0028 2046.0408 31.0771 1061 3 682.6851 ‐18.2706
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(12) 1604.8061 GILAIDESNATCGKR 124.3371 1604.8332 30.1183 874 2 802.9202 16.7181
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 1865.9677 NKASPETVADFTLTMLK 602.1227 1865.9663 25.5654 806 3 622.6603 ‐1.5052
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 None 966.4891 GILAIDESNA 832.0572 966.4879 27.8097 4059 2 483.7476 ‐2.2515
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(2) 999.5292 PCGPSALAVK 275.2968 999.5269 26.8056 804 1 999.5269 ‐1.8600
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(12) 1586.7956 GILAIDESNATCGKR 163.2923 1586.7907 29.8484 2517 2 793.8990 ‐3.2322
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(5) 892.4346 TFVDCLR 316.3414 892.4396 22.1119 1236 2 446.7235 4.65
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1883.1090 42555.2237 29 34.27 Carbamidomethyl+C(12) 1430.6944 GILAIDESNATCGK 341.0674 1430.6911 25.3885 854 3 477.5685 ‐3.0207
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 983.4985 FGEAVWFK 46247.3900 983.4975 18.4438 26656 2 492.2524 ‐1.6278
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 1631.8176 STPQSIWYGPDRPK 6442.2490 1631.8185 23.2451 8747 3 544.6110 0.0063
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDPEAFSELK 942.7884 3555.7496 24.6118 4782 3 1185.9214 ‐0.7079
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 982.5316 ELEVIHSR 40322.4700 982.5321 17.6672 4347 2 491.7697 ‐0.0710
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 836.4301 GEAVWFK 7130.5170 836.4320 18.4386 3853 1 836.4320 2.96
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 1443.7379 PQSIWYGPDRPK 143.2762 1443.7311 20.6296 3205 2 722.3692 ‐4.8782
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 779.4087 EAVWFK 87.8204 779.4108 19.4033 3133 1 779.4108 3.76
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 3291.6350 28706.5844 8 24.53 None 964.5211 ELEVIHSR 246.0770 964.5200 18.9744 1052 2 482.7637 ‐1.6493
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 5117.9720 2104.0874 22.6890 13327 2 1052.5473 ‐2.2912
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1116.6259 TSLAPGSGVVTK 11380.1000 1116.6267 19.0705 9534 2 558.8170 0.2791
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1550.7849 VVNFSFDGQPAELK 4723.2290 1550.7873 17.9784 8355 2 775.8973 1.71



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1292.6634 FYSLPALNDPR 19429.2200 1292.6611 18.0580 7889 2 646.8342 ‐2.0801
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 914.5669 ILLESAIR 12908.7900 914.5671 16.5892 6909 2 457.7872 ‐0.4097
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 5137.2640 2997.4366 20.2560 5671 3 999.8170 2.0380
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 1514.0080 2398.1474 35.2450 5628 2 1199.5773 0.2203
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1497.7254 SDETVAMIEAYLR 4676.6250 1497.7287 36.2519 3470 2 749.3680 2.0572
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 1846.2070 2298.2822 21.7365 3223 3 766.7656 0.0038
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(4) 2750.3091 DAYCLLNFGDSITTDHISPAGNIQK 955.1490 2750.3127 20.1032 2569 3 917.4424 1.42
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 2528.1900 SSGEDTIILAGAEYGSGSSRDWAAK 744.4669 2528.2086 22.7227 3160 3 843.4077 7.65
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 421.4806 1548.8143 25.6355 2505 2 774.9108 ‐8.7413
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1691.8534 DSPAAKFLMERGVDR 927.0747 1691.8507 24.5400 5623 3 564.6217 ‐2.1145
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 3338.6321 SSGEDTIILAGAEYGSGSSRDWAAKGPMLQGVK 592.9138 3338.6097 22.0983 1222 3 1113.5414 ‐6.5748
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 688.3988 LESAIR 8920.2150 688.3984 16.5970 2523 1 688.3984 ‐0.1897
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 969.4888 SSGEDTIILA 420.2135 969.4914 23.6705 1253 1 969.4914 3.84
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 801.4829 LLESAIR 243.4868 801.4835 16.5879 893 1 801.4835 1.74
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(16) 2380.1377 VYSSYLELNLDDVEPCISGPK 505.1033 2380.1265 34.2577 9502 3 794.0470 ‐4.9614
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1479.7148 SDETVAMIEAYLR 208.7027 1479.7096 38.5638 3383 1 1479.7096 ‐2.0862
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(17) 2086.0824 VLLQDFTGVPAVVDLACMR 322.6548 2086.0895 24.9821 1490 3 696.0347 3.0278
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 Carbamidomethyl+C(12) 1531.8012 SNLVGMGIIPLCFK 257.5707 1531.8098 24.5745 5802 3 511.2748 5.0519
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 934.4475 108828.8021 45 21.92 None 1533.7584 VVNFSFDGQPAELK 266.1994 1533.7529 18.2591 2148 3 511.9225 ‐4.1867
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1116.6259 TSLAPGSGVVTK 20994.3200 1116.6267 19.0705 9534 2 558.8170 ‐0.0646
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 1489.4780 2398.1474 35.2450 5628 2 1199.5773 0.5584
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1497.7254 SDETVAMIEAYLR 2392.6260 1497.7287 36.2519 3470 2 749.3680 1.62
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1691.8534 DSPAAKFLMERGVDR 1024.1020 1691.8507 24.5400 5623 3 564.6217 ‐2.3096
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1216.6572 IIDWEKTSPK 183.6875 1216.6689 24.8506 992 2 608.8381 8.93
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1052.5411 IIDWEKTSP 248.0780 1052.5451 23.9554 1009 2 526.7762 2.48
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 343.5611 108828.8021 45 21.92 None 1479.7148 SDETVAMIEAYLR 417.2164 1479.7096 38.5638 3383 1 1479.7096 ‐2.9390
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 6593.0230 2104.0874 22.6890 13327 2 1052.5473 ‐2.7160
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1550.7849 VVNFSFDGQPAELK 3213.1500 1550.7873 17.9784 8355 2 775.8973 1.84
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1292.6634 FYSLPALNDPR 13058.1700 1292.6611 18.0580 7889 2 646.8342 ‐1.7334
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 914.5669 ILLESAIR 6728.2850 914.5671 16.5892 6909 2 457.7872 0.2965
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 1704.0710 2997.4366 20.2560 5671 3 999.8170 3.97
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 1569.6390 2298.2822 21.7365 3223 3 766.7656 0.6887
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 Carbamidomethyl+C(4) 2750.3091 DAYCLLNFGDSITTDHISPAGNIQK 857.6692 2750.3127 20.1032 2569 3 917.4424 2.27
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1774.9545 SVLSPSVSSTSPSSLLAR 498.6733 1774.9494 19.2897 2333 3 592.3213 ‐3.0988
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 2528.1900 SSGEDTIILAGAEYGSGSSRDWAAK 187.7601 2528.2086 22.7227 3160 3 843.4077 8.0813
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEYLGR 553.7777 3169.5713 19.7038 1846 5 634.7201 ‐16.9907
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1862.8742 FVEFYGNGMSGLSLADR 102.6385 1862.8555 17.9861 1173 2 931.9314 ‐10.0529
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1300.6718 LSVFDAAMRYK 1160.9440 1300.6787 18.0683 4390 2 650.8430 5.67
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 1924.9797 LTGRSDETVAMIEAYLR 376.5405 1924.9673 19.7092 1957 2 962.9873 ‐6.4544
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 688.3988 LESAIR 4980.0020 688.3984 16.5970 2523 1 688.3984 ‐0.1347
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 969.4888 SSGEDTIILA 160.4805 969.4914 23.6705 1253 1 969.4914 3.76
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 501.2103 108828.8021 45 21.92 None 801.4829 LLESAIR 125.4671 801.4835 16.5879 893 1 801.4835 1.28
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1200.6293 VVDAMGVPIDGK 46914.7100 1200.6296 24.3794 20371 2 600.8184 ‐0.1070
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 8396.9240 2308.1559 24.1894 20289 3 770.0568 ‐0.6408
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1250.6375 AAELTNLFESR 25901.4800 1250.6378 29.7986 19723 2 625.8225 ‐0.1392
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1043.5732 TGSIVDVPAGK 55725.7500 1043.5731 20.2175 15730 2 522.2902 ‐0.5401
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1330.7577 TTIAIDTILNQK 15368.0400 1330.7558 18.5160 14615 2 665.8815 ‐1.7065
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1026.5942 AVDSLVPIGR 28271.8700 1026.5943 25.6550 14614 2 513.8008 ‐0.4540
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1283.6994 QPQYAPLPIEK 4924.2320 1283.6986 24.6247 8621 2 642.3530 ‐0.9220
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 892.4887 LELAQYR 16626.8200 892.4895 21.3454 5514 2 446.7484 0.2476
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 815.4621 ELLIGDR 12555.1500 815.4623 22.0585 4042 2 408.2348 ‐0.5190
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 860.5022 QMSLLLR 27938.4000 860.5012 17.0646 3940 2 430.7543 ‐1.8243
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 2361.2119 GMALNLENENVGIVVFGGDTAIK 273.3970 2361.1547 28.3562 9382 4 591.0441 ‐24.2289
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1012.4806 GALSDHEQR 751.7246 1012.5018 23.2527 2340 1 1012.5018 21.7133
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1865.9352 AESLHAGNIELAEDLQR 161.3706 1865.9747 17.4432 2263 3 622.6631 20.7524
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1805.9214 GGLTNERKMEPDAFLK 465.2129 1805.9116 20.7030 3741 2 903.4594 ‐5.3476
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 856.4887 DSLVPIGR 2813.6160 856.4879 25.6602 1617 1 856.4879 ‐0.2910
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 779.4046 ELAQYR 145.0270 779.4054 21.3600 1242 1 779.4054 1.22
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 885.5040 SIVDVPAGK 359.1109 885.5038 19.4531 1217 2 443.2555 ‐0.8898
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1002.4925 DAMGVPIDGK 888.8932 1002.4901 24.3917 1173 1 1002.4901 ‐1.4796
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 5031.6710 86275.6177 19 22.52 None 1561.7969 LHAGNIELAEDLQR 159.0180 1561.8046 19.1685 963 2 781.4059 4.91
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1804.9222 GLASVGLTSLQSGMDNVR 4007.1120 1804.9234 18.7871 6511 2 902.9653 0.7940
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1148.6020 FSPEPSILMK 1395.7490 1148.6042 27.8938 5117 2 574.8057 1.58
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1278.7668 GVVLPDVPEILK 2050.2290 1278.7689 20.3974 4843 2 639.8881 1.93
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1276.5838 LQADDMDELAR 2136.6400 1276.5870 23.3800 4066 2 638.7971 2.60
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1536.9611 VTELVPLVAEILIK 9870.5610 1536.9621 24.5004 3902 2 768.9847 0.5546
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1181.5797 LADTYGSGELR 3826.0610 1181.5793 19.9824 3846 2 591.2933 ‐0.7701
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1797.9957 LTVEQNIIIPNVETSK 3691.7380 1798.0011 30.0630 4170 2 899.5042 3.1514
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1363.7328 AVLEAYRDLGTR 691.1607 1363.7214 22.6806 2494 2 682.3644 ‐8.6193
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1446.7587 IGSDSHIGEIYKK 700.5649 1446.7722 18.1687 1745 2 723.8897 9.1452
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1244.6593 LPNGVTTSAQTR 218.9591 1244.6575 22.1264 1249 2 622.8324 ‐1.7991
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 2209.1256 QKTRMMWLIDELGVEGFR 842.8839 2209.1131 30.5596 1073 3 737.0425 ‐6.0016
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1106.5259 SLQSGMDNVR 212.5643 1106.5214 18.0425 767 2 553.7644 ‐4.4814
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 671.6082 66018.3175 13 23.4 None 1787.8956 GLASVGLTSLQSGMDNVR 354.2065 1787.8872 19.9755 976 3 596.6339 ‐5.1720
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 None 2002.9465 ASGDYAIVIAHNPDSDTTR 14511.6100 2002.9499 23.2027 10609 3 668.3215 1.43
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 None 1016.5306 AMIGQVAGGGR 12941.5800 1016.5306 18.2675 7465 2 508.7689 ‐0.5017
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 6402.9690 1974.9470 24.7908 6913 3 658.9872 0.5852
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 None 1251.7783 ATLVVGNVLPLR 15883.7400 1251.7777 19.3285 6563 2 626.3925 ‐0.8149
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 None 1292.6957 GVVTEIIHDPGR 624.6694 1292.6821 29.7919 1547 2 646.8447 ‐10.8828



NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 2835.0090 28030.2598 13 31.1 Carbamidomethyl+C(9) 2471.2572 SIPEGAVVCNVEHHVGDRGVLAR 510.1125 2471.2697 25.6674 1024 2 1236.1385 5.92
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 None 2002.9465 ASGDYAIVIAHNPDSDTTR 14090.5300 2002.9499 23.2027 10609 3 668.3215 0.9710
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 None 1016.5306 AMIGQVAGGGR 15654.5200 1016.5306 18.2675 7465 2 508.7689 ‐0.8987
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 3692.8730 1974.9470 24.7908 6913 3 658.9872 0.2461
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 Carbamidomethyl+C(17) 2312.1090 ELFVAAEGMYTGQFLYCGKK 220.1468 2312.1041 28.7009 9190 3 771.3729 ‐2.9068
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 None 1292.6957 GVVTEIIHDPGR 327.8893 1292.6821 29.7919 1547 2 646.8447 ‐11.1328
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 Carbamidomethyl+C(7) 1774.8290 PEGAVVCNVEHHVGDR 1973.3780 1774.8358 24.7893 1968 3 592.2835 3.1280
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1995.0740 28030.2598 13 31.1 None 701.3689 GQVAGGGR 9786.6530 701.3691 18.2669 1014 1 701.3691 0.6540
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1660.8428 VPIDVFAGITDEDAAK 8858.2490 1660.8460 33.1737 13844 2 830.9266 1.52
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1182.5538 LNFDDNAAFR 3121.3080 1182.5604 25.7789 12917 2 591.7838 5.1869
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1389.6744 LITADDLDDAAEK 11029.6500 1389.6745 24.0348 12888 2 695.3409 ‐0.1221
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1687.8901 AIQDVFPNESELVVK 14248.4900 1687.8903 31.4440 11897 2 844.4488 0.1127
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 715.3733 QTGPQGK 2104.2870 715.3746 23.7068 3472 1 715.3746 2.37
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1217.6736 GVAASSLEEVKK 4587.1400 1217.6763 18.3695 2027 2 609.3418 1.25
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 840.4614 LYELFR 4873.5920 840.4595 17.6159 1186 2 420.7334 ‐2.9529
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 1580.2180 1317.6835 25.1945 3626 2 659.3454 ‐0.0062
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1119.5528 GGTSIEDLAEK 374.8342 1119.5418 20.1811 2576 2 560.2745 ‐10.2705
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 818.4254 DSIEQVK 184.6503 818.4162 21.0362 1820 1 818.4162 ‐10.6787
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1812.9564 LSLVNEMYFSIILDR 177.4770 1812.9948 32.8701 1607 3 605.0031 20.6976
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1359.7227 AADRKDSIEQVK 628.0880 1359.7324 26.1496 5005 2 680.3698 6.71
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 2516.3078 RLNIHEYQGAELMGKYGVNVPK 822.9720 2516.2994 23.8045 3123 3 839.4380 ‐3.5340
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1503.7689 QDVFPNESELVVK 841.6152 1503.7677 29.5245 6359 2 752.3875 ‐0.9848
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1101.5422 GGTSIEDLAEK 786.2445 1101.5444 21.2701 1690 1 1101.5444 2.57
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 698.3468 QTGPQGK 100.6812 698.3436 26.0931 2571 1 698.3436 ‐4.0787
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1165.5273 LNFDDNAAFR 276.0584 1165.5310 24.8180 2226 2 583.2691 2.18
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1342.6961 AADRKDSIEQVK 361.9536 1342.6973 27.6068 1306 3 448.2373 0.2440
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1562.2230 45630.7876 30 32.54 None 1670.8636 AIQDVFPNESELVVK 489.5234 1670.8650 32.3147 1294 2 835.9362 0.8788
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1089.5786 GVAASSLEEVK 2314.4310 1089.5801 21.3529 24118 2 545.2937 0.4751
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1660.8428 VPIDVFAGITDEDAAK 9361.4560 1660.8460 33.1737 13844 2 830.9266 1.10
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1182.5538 LNFDDNAAFR 2550.0450 1182.5604 25.7789 12917 2 591.7838 4.83
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1687.8901 AIQDVFPNESELVVK 11745.5900 1687.8903 31.4440 11897 2 844.4488 0.0730
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1690.7853 EVFAMRDPTQEDPR 251.2830 1690.7870 21.7430 4767 2 845.8971 0.9560
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1230.6437 LEGTNVEQGKR 102.8670 1230.6532 25.5323 4859 2 615.8302 7.1014
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1812.9564 LSLVNEMYFSIILDR 128.4508 1812.9948 32.8701 1607 3 605.0031 20.4409
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1503.7689 QDVFPNESELVVK 255.2953 1503.7677 29.5245 6359 2 752.3875 ‐1.1225
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1095.5178 RDPTQEDPR 240.4798 1095.5165 23.1885 1720 2 548.2619 ‐1.9798
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1029.4822 EVFAMRDPT 220.3518 1029.4827 21.6954 1526 2 515.2450 ‐0.4985
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 910.9326 45630.7876 30 32.54 None 1165.5273 LNFDDNAAFR 151.0964 1165.5310 24.8180 2226 2 583.2691 2.41
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1618.8660 VASPQQAQEVHVAVR 22563.6600 1618.8673 19.3514 17525 3 540.2939 0.2449
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 954.4832 FFVGGNWK 7840.8330 954.4824 17.3220 14565 2 477.7448 ‐1.4769
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1449.7584 GPEFATIVNSVTSK 2414.7710 1449.7560 18.6402 13064 2 725.3817 ‐1.7993
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 2734.9350 1228.6033 18.5048 11873 2 614.8053 ‐0.2429
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1435.7427 GGAFTGEISVEQLK 2206.2060 1435.7415 28.1080 11457 2 718.3744 ‐1.0819
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1303.6641 IDISGQNSWVGK 2132.4680 1303.6649 24.5443 10616 2 652.3361 0.3080
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 5058.9010 2776.4048 23.8520 10299 3 926.1398 2.13
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1096.5898 WVILGHSER 14032.7300 1096.5900 15.7576 2224 2 548.7987 ‐0.2627
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1475.7853 AATSLTAPPSFSGLR 785.4955 1475.7502 19.0427 2000 3 492.5883 ‐24.3653
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 Carbamidomethyl+C(13) 2141.0696 LEEREAGKTFDVCFAQLK 841.6825 2141.0913 34.5308 4810 3 714.3686 9.28
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 Carbamidomethyl+C(3) 980.4870 DVCFAQLK 366.0500 980.4841 20.2719 1746 1 980.4841 ‐2.1647
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 928.5251 PVWAIGTGK 139.2792 928.5299 23.6557 1523 2 464.7686 4.42
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1485.7373 AFADAVPSWDNIVV 191.1925 1485.7447 22.8885 770 2 743.3760 4.23
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1285.6535 IDISGQNSWVGK 272.2629 1285.6493 25.4709 2104 1 1285.6493 ‐2.1017
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1457.7747 AATSLTAPPSFSGLR 317.1616 1457.7734 18.5723 1560 2 729.3903 ‐1.0521
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2647.0400 33573.8825 25 41.59 None 1286.6375 IDISGQNSWVGK 289.1971 1286.6352 23.4772 2395 2 643.8213 ‐2.1056
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 954.4832 FFVGGNWK 10216.8200 954.4824 17.3220 14565 2 477.7448 ‐0.8087
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 1449.7584 GPEFATIVNSVTSK 1968.7840 1449.7560 18.6402 13064 2 725.3817 ‐1.6019
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 2249.7830 1228.6033 18.5048 11873 2 614.8053 0.1647
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 4251.7240 2776.4048 23.8520 10299 3 926.1398 3.02
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 1096.5898 WVILGHSER 16852.6300 1096.5900 15.7576 2224 2 548.7987 0.2705
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 272.3953 1821.9348 25.4318 2482 2 911.4710 ‐3.7338
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 1475.7853 AATSLTAPPSFSGLR 621.7336 1475.7502 19.0427 2000 3 492.5883 ‐24.3236
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 Carbamidomethyl+C(3) 980.4870 DVCFAQLK 171.7263 980.4841 20.2719 1746 1 980.4841 ‐1.7729
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1473.9610 33573.8825 25 41.59 None 1485.7373 AFADAVPSWDNIVV 171.9059 1485.7447 22.8885 770 2 743.3760 4.54
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 2069.0095 VQWMHIDMAGPVWNEKK 1117.6430 2069.0050 21.5075 36768 2 1035.0061 ‐1.8670
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 2150.1703 ELINSPANVLTPAVLAEEAAK 15715.7200 2150.1716 35.6123 14240 2 1075.5894 0.9866
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1271.6266 GLTFDSGGYNIK 12606.8600 1271.6257 26.2046 11156 2 636.3165 ‐1.0645
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 966.4161 1850.9372 19.9632 10040 2 925.9722 3.1268
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1163.5473 SGVADMVNTGGR 1891.7530 1163.5515 20.1854 6294 2 582.2794 3.1713
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1294.6460 FDMGGSAAVLGAAK 1606.5010 1294.6449 26.8647 5662 2 647.8261 ‐1.1887
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1031.5408 EIDVIEWK 7075.0490 1031.5411 28.9650 4737 2 516.2742 ‐0.2170
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1505.7846 AVDIIGFGTGAEVEK 6691.6940 1505.7853 29.9054 4690 2 753.3963 0.3482
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1129.6463 GDILVVGVTEK 6983.5030 1129.6463 26.1317 2742 2 565.3268 ‐0.5000
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 3136.6401 MGSYLAVAAASANPPHFIHLVYKPPNGSVK 157.0293 3136.5898 21.1231 1978 3 1046.2014 ‐15.9681
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1841.8826 WMHIDMAGPVWNEKK 571.7759 1841.8766 21.5249 2046 4 461.2246 ‐3.2093
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 534.2558 GLTFD 68.7753 534.2529 26.7157 1250 1 534.2529 ‐5.1244
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 844.4887 GSAAVLGAAK 201.4263 844.4845 24.8630 987 1 844.4845 ‐4.2717
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 643.3046 NQGVDK 124.5972 643.3053 18.2234 948 1 643.3053 1.51
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1369.6933 IDMAGPVWNEKK 1509.6600 1369.6911 19.7568 940 2 685.3492 ‐1.8182
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1539.3050 54794.5679 26 24.42 None 1487.7740 AVDIIGFGTGAEVEK 461.4895 1487.7767 31.5798 801 2 744.3920 1.36



NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 2150.1703 ELINSPANVLTPAVLAEEAAK 11814.3900 2150.1716 35.6123 14240 2 1075.5894 1.27
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1271.6266 GLTFDSGGYNIK 5018.6700 1271.6257 26.2046 11156 2 636.3165 ‐1.3257
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1163.5473 SGVADMVNTGGR 2037.8300 1163.5515 20.1854 6294 2 582.2794 2.26
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1294.6460 FDMGGSAAVLGAAK 2926.4490 1294.6449 26.8647 5662 2 647.8261 ‐1.4376
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1031.5408 EIDVIEWK 5154.3920 1031.5411 28.9650 4737 2 516.2742 ‐0.6060
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1505.7846 AVDIIGFGTGAEVEK 5780.9150 1505.7853 29.9054 4690 2 753.3963 0.2116
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1129.6463 GDILVVGVTEK 6566.1420 1129.6463 26.1317 2742 2 565.3268 ‐0.8368
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 3136.6401 MGSYLAVAAASANPPHFIHLVYKPPNGSVK 136.3432 3136.5946 33.4847 954 3 1046.2030 ‐15.3550
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 844.4887 GSAAVLGAAK 183.8213 844.4845 24.8630 987 1 844.4845 ‐4.4747
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1111.5720 54794.5679 26 24.42 None 1487.7740 AVDIIGFGTGAEVEK 444.0733 1487.7767 31.5798 801 2 744.3920 1.74
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 2740.7690 11031.2792 5 30.00 None 1646.7756 NEEDVSPSLEGLTEK 15860.3100 1646.7777 25.6530 8820 2 823.8925 1.10
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 2740.7690 11031.2792 5 30.00 None 1573.6628 SFYGSGGDYSMFAGK 2411.4830 1573.6632 28.3395 5807 2 787.3353 0.2230
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 2740.7690 11031.2792 5 30.00 None 1403.6900 EDVSPSLEGLTEK 160.9510 1403.6871 23.3056 2803 3 468.5672 ‐2.7096
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 2740.7690 11031.2792 5 30.00 None 973.5201 PSLEGLTEK 354.9539 973.5200 24.2427 2076 2 487.2636 ‐0.6309
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 2740.7690 11031.2792 5 30.00 None 1629.7490 NEEDVSPSLEGLTEK 356.4216 1629.7469 27.9823 3384 3 543.9205 ‐1.8206
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8134.7950 11451.8423 10 42.61 None 1213.6899 GKDLAELIAAGR 35842.9900 1213.6902 26.9330 10569 2 607.3487 ‐0.1779
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8134.7950 11451.8423 10 42.61 None 1028.5735 DLAELIAAGR 33645.9500 1028.5737 30.6572 9213 2 514.7905 ‐0.2796
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8134.7950 11451.8423 10 42.61 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAESK 5118.9710 2598.2784 21.7196 6456 3 866.7643 0.9889
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8134.7950 11451.8423 10 42.61 None 3112.5505 LASVPSGGGGGVAVASATSGGGGGGGAPAAESKKE 376.2970 3112.5750 31.8530 7115 3 1038.1965 7.15
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 8134.7950 11451.8423 10 42.61 None 727.3985 GKDLAEL 2093.6550 727.3991 26.9272 1670 1 727.3991 1.94
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5530.1230 11451.8423 10 42.61 None 1213.6899 GKDLAELIAAGR 18023.3700 1213.6902 26.9330 10569 2 607.3487 ‐0.4699
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5530.1230 11451.8423 10 42.61 None 1028.5735 DLAELIAAGR 15423.0400 1028.5737 30.6572 9213 2 514.7905 ‐0.6701
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5530.1230 11451.8423 10 42.61 None 2598.2754 LASVPSGGGGGVAVASATSGGGGGGGAPAAESK 8044.0380 2598.2784 21.7196 6456 3 866.7643 0.3329
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5530.1230 11451.8423 10 42.61 None 727.3985 GKDLAEL 1462.6710 727.3991 26.9272 1670 1 727.3991 1.61
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5530.1230 11451.8423 10 42.61 None 614.3144 GKDLAE 1991.9860 614.3158 26.9471 1506 1 614.3158 2.50
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1204.6208 NVVLDEFGSPK 11339.3300 1204.6224 26.4633 21790 2 602.8149 0.9517
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1479.7478 GYISPQFVTNPEK 15019.3500 1479.7472 25.8244 18897 2 740.3773 ‐0.5532
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1290.6172 VGAATETELEDR 28744.8800 1290.6182 18.4388 17893 2 645.8127 0.4713
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 19216.6800 2247.1229 40.6042 16824 3 749.7125 2.1808
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1561.6904 ELFETDSVYDSEK 25268.2500 1561.6934 25.7728 16432 2 781.3503 1.46
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1904.9560 DSTTLIADAASKDELQAR 11566.6000 1904.9566 25.8930 15391 3 635.6570 ‐0.1014
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1043.5844 VVNDGVTIAR 23566.6500 1043.5844 18.5922 12331 2 522.2958 ‐0.5267
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 46309.4700 1271.6778 16.9485 12311 2 636.3425 ‐0.2505
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1257.7049 TVQGLIEELQK 7970.8910 1257.7064 31.4118 11136 2 629.3569 0.8992
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1097.5660 APAAAAPEGLMV 4403.9500 1097.5658 28.3601 10289 2 549.2865 ‐0.6394
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 2250.2955 APLLIIAEDVTGEALATLVVNK 9427.1510 2250.2943 25.7201 9919 3 750.7696 ‐0.8244
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1650.7929 TNDSAGDGTTTASILAR 3706.0900 1650.7953 21.9745 8445 2 825.9013 1.20
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 898.5720 GVLNVVAVK 8340.0280 898.5701 25.4384 7107 2 449.7887 ‐2.8244
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 940.5714 DIIPILEK 14128.7700 940.5715 30.3093 5330 2 470.7894 ‐0.4344
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1466.9192 ITAIKDIIPILEK 2484.5310 1466.9201 19.9550 5045 3 489.6449 ‐0.0055
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 843.4934 LGADIVQK 10326.8300 843.4934 18.2643 3638 2 422.2503 ‐0.7265
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1385.7999 TVQGLIEELQKK 721.5307 1385.7982 18.1241 1121 3 462.6043 ‐1.8263
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 1899.6980 2916.6158 23.1841 5888 3 972.8768 ‐1.2270
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1514.7710 ANVKEIAFDQHSR 346.7582 1514.7613 25.9010 1780 2 757.8843 ‐6.5180
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1102.5276 EIAFDQHSR 2713.4800 1102.5313 16.8942 1487 2 551.7693 2.51
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 Carbamidomethyl+C(1) 972.5295 CVGLTLGPR 284.7488 972.5349 16.8999 3860 2 486.7711 4.78
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1114.6467 GEALATLVVNK 265.9859 1114.6465 25.0475 3427 2 557.8269 ‐0.6295
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 991.5095 VLDEFGSPK 1490.7740 991.5082 26.4223 2413 1 991.5082 ‐0.5012
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 849.4465 APAAAAPEGL 1232.1910 849.4417 28.3660 2384 1 849.4417 ‐5.0041
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1425.7233 NVKEIAFDQHSR 246.1680 1425.7210 24.5413 1737 3 475.9118 ‐2.2814
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 627.3171 PEGLMV 109.7819 627.3191 30.5027 1604 1 627.3191 3.00
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 515.3552 VVAVK 96.0796 515.3554 27.5155 1546 1 515.3554 0.6716
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 892.4411 LDEFGSPK 261.4393 892.4450 26.4783 1374 1 892.4450 5.0959
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 742.4822 LNVVAVK 2122.6980 742.4831 25.4403 1272 1 742.4831 1.23
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 527.2685 QHSR 102.1744 527.2669 17.0197 1199 1 527.2669 ‐2.7797
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1387.7176 IADAASKDELQAR 1696.1730 1387.7189 25.9418 818 2 694.3631 0.7219
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5534.9540 62243.1879 63 42.32 None 1187.5943 NVVLDEFGSPK 467.0673 1187.5907 25.5916 1696 1 1187.5907 ‐1.9399
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 1204.6208 NVVLDEFGSPK 19724.0800 1204.6224 26.4633 21790 2 602.8149 0.6548
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 1479.7478 GYISPQFVTNPEK 19685.1200 1479.7472 25.8244 18897 2 740.3773 ‐0.7037
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 13418.2800 2247.1229 40.6042 16824 3 749.7125 1.33
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 1043.5844 VVNDGVTIAR 8961.0720 1043.5844 18.5922 12331 2 522.2958 ‐0.9093
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 1257.7049 TVQGLIEELQK 5251.8750 1257.7064 31.4118 11136 2 629.3569 0.6306
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 1097.5660 APAAAAPEGLMV 3541.6100 1097.5658 28.3601 10289 2 549.2865 ‐0.9932
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 898.5720 GVLNVVAVK 9240.5090 898.5701 25.4384 7107 2 449.7887 ‐3.2841
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 940.5714 DIIPILEK 8596.7050 940.5715 30.3093 5330 2 470.7894 ‐0.8718
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 843.5298 LSGGVAVIK 3072.6730 843.5286 20.2142 4783 2 422.2679 ‐2.6778
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 843.4934 LGADIVQK 7219.8670 843.4934 18.2643 3638 2 422.2503 ‐1.2155
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 760.9858 1711.8326 23.6321 6233 3 571.2824 12.15
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 646.3212 1271.6613 29.0169 1290 2 636.3343 ‐13.4804
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 991.5095 VLDEFGSPK 2264.0630 991.5082 26.4223 2413 1 991.5082 ‐0.8546
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 849.4465 APAAAAPEGL 580.2642 849.4417 28.3660 2384 1 849.4417 ‐5.2123
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 730.4458 SGGVAVIK 1464.9880 730.4442 20.2115 1804 1 730.4442 ‐1.7451
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 730.4094 GADIVQK 868.2732 730.4096 18.2593 1657 1 730.4096 0.7945
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 627.3171 PEGLMV 79.4801 627.3191 30.5027 1604 1 627.3191 3.90
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 515.3552 VVAVK 84.8337 515.3554 27.5155 1546 1 515.3554 0.8052
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 845.4476 NDGVTIAR 1667.3210 845.4458 18.5894 1425 1 845.4458 ‐1.6576
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 892.4411 LDEFGSPK 393.2912 892.4450 26.4783 1374 1 892.4450 4.38
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 742.4822 LNVVAVK 2201.6670 742.4831 25.4403 1272 1 742.4831 1.36
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2097.9800 62243.1879 63 42.32 None 827.4370 NDGVTIAR 108.4380 827.4406 18.7912 1234 2 414.2239 3.1531



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 1753.9265 AIELPNAMENAGAALIR 9859.0920 1753.9263 20.0652 16703 2 877.4668 ‐0.1578
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 46338.1200 1271.6778 16.9485 12311 2 636.3425 0.1161
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 2250.2955 APLLIIAEDVTGEALATLVVNK 17179.5000 2250.2943 25.7201 9919 3 750.7696 ‐0.1770
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 1466.9192 ITAIKDIIPILEK 3608.1660 1466.9201 19.9550 5045 3 489.6449 0.0294
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 1385.7999 TVQGLIEELQKK 306.4863 1385.7982 18.1241 1121 3 462.6043 ‐1.8549
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 2633.2510 2916.6158 23.1841 5888 3 972.8768 ‐0.0585
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 1479.7478 GYISPQFVTNPEK 135.1689 1479.7340 19.2044 5132 2 740.3707 ‐9.2974
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 843.4934 LGADIVQK 68.4294 843.5082 18.0970 1569 2 422.2577 17.5524
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2106.8540 62243.1879 63 42.32 None 843.5298 LSGGVAVIK 124.3581 843.5098 21.6943 1130 1 843.5098 ‐22.8453
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 None 1139.6935 LAVNLIPFPR 1934.2260 1139.6951 20.3217 4439 2 570.3512 1.06
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 None 1773.8840 NLTVPELTQQMWDAK 133.5728 1773.8770 20.5208 3033 2 887.4422 ‐3.9528
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 None 1059.5292 YLTASAMFR 3242.1810 1059.5266 17.1807 1659 2 530.2669 ‐2.3567
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 None 2814.3383 SGPYGQIFRPDNFVFGQSGAGNNWAK 456.6726 2814.3439 22.5102 1534 3 938.7861 3.0230
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 Carbamidomethyl+C(10) 1838.9178 EILHIQGGQCGNQIGSK 102.1899 1838.9031 17.1805 3171 3 613.6392 ‐8.1359
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 Carbamidomethyl+C(22)
NP_180515.1 tubulin beta 7 chain Arabidopsis thaliana 178.1753 51374.4906 7 13.36 None 607.3814 LAVNLI 103.5799 607.3781 19.7737 1537 1 607.3781 ‐5.0216
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 2604.2900 TAEFVHQSSTDAASSLLVTALNEGR 919.1751 2604.3014 34.7199 3758 3 868.7720 3.48
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 Carbamidomethyl+C(9) 1888.9011 FANAFLTYCNLVDNAR 1810.2170 1888.8968 35.8467 3216 2 944.9520 ‐2.0417
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 1209.6184 VFNTLVEEMK 1674.1490 1209.6146 25.5480 27906 2 605.3110 ‐3.7810
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 1311.6950 HIVMAATREQR 176.8275 1311.6749 22.6349 4580 2 656.3411 ‐15.9036
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 2135.0152 VGENGDVIENYWERIGER 569.9540 2135.0226 33.9110 4838 2 1068.0149 4.0233
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 759.4108 ERIGER 145.5792 759.4126 32.2706 1574 1 759.4126 2.96
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 1192.5918 VFNTLVEEMK 83.7124 1192.5879 24.0025 5773 1 1192.5879 ‐2.7796
NP_180621.1 histone H1flk like protein Arabidopsis thaliana 133.0121 61417.3131 8 7.72 None 2117.9887 VGENGDVIENYWERIGER 209.9937 2117.9947 33.6363 885 3 706.6697 2.0871
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 1118.6092 IPVLVDGDYK 19938.8000 1118.6082 25.5220 25201 2 559.8077 ‐1.3789
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 1577.8421 LAEVLDVYEAQLSK 31065.4600 1577.8433 31.7287 18317 2 789.4253 0.6845
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 1409.8039 VLTIYAPLFASSK 5813.6670 1409.8051 20.5756 15859 2 705.4062 0.6270
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 1438.7246 GVSFETVNVDLMK 10082.5500 1438.7262 31.5342 13868 2 719.8667 0.9082
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 1390.7365 QPEYLAIQPFGK 1883.4120 1390.7400 30.2792 7219 2 695.8736 2.07
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 1356.9620 3149.6118 25.4822 6858 3 1050.5421 ‐2.3322
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 858.5295 AVVTLVEK 17270.4500 858.5290 20.7551 4904 2 429.7682 ‐1.1985
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4842.1940 24230.0320 16 46.05 None 688.4240 VTLVEK 1796.9100 688.4257 20.7460 1670 1 688.4257 2.17
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 1118.6092 IPVLVDGDYK 22420.2300 1118.6082 25.5220 25201 2 559.8077 ‐1.7215
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 1577.8421 LAEVLDVYEAQLSK 28661.7700 1577.8433 31.7287 18317 2 789.4253 0.5862
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 1438.7246 GVSFETVNVDLMK 15736.7900 1438.7262 31.5342 13868 2 719.8667 0.7359
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 1390.7365 QPEYLAIQPFGK 2025.1220 1390.7400 30.2792 7219 2 695.8736 2.0629
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 858.5295 AVVTLVEK 12560.6100 858.5290 20.7551 4904 2 429.7682 ‐1.6795
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 914.4942 SQGPDLLGK 797.3940 914.4909 19.9507 1259 2 457.7491 ‐4.6701
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 688.4240 VTLVEK 1384.4500 688.4257 20.7460 1670 1 688.4257 2.83
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4484.3100 24230.0320 16 46.05 None 1373.7100 QPEYLAIQPFGK 349.1989 1373.7148 31.2496 8381 2 687.3610 3.0591
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 4951.2030 2323.2232 21.3460 15394 3 775.0793 ‐1.1186
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1629.8094 MAAFYAGFPETVAVR 5335.5170 1629.8149 19.5678 12792 2 815.4111 3.25
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 2291.6980 2336.3037 21.8383 11600 3 779.4394 ‐0.6386
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1487.7740 DTYPDDLLAPVLR 12604.7400 1487.7766 34.9202 7551 2 744.3919 1.91
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1615.8438 TSLYGDDVVIVAAHR 3267.9700 1615.8465 26.5613 5791 3 539.2870 1.0813
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1934.0018 GNFKDTYPDDLLAPVLR 5865.7520 1934.0017 33.5341 5360 3 645.3388 ‐0.4661
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1383.6247 QEQDQAAVDSHR 572.8687 1383.6541 27.9148 1472 2 692.3307 21.0142
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 957.5880 GLPVLGVFR 2193.8870 957.5725 20.1216 1115 1 957.5725 ‐15.3474
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 1209.6263 YAGFPETVAVR 222.7382 1209.6320 17.5884 2296 2 605.3197 4.49
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1277.9680 49091.9856 16 25.11 None 615.3209 APGSQR 1569.8860 615.3178 22.3399 998 1 615.3178 ‐4.6918
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 5026.3160 2323.2232 21.3460 15394 3 775.0793 ‐0.4142
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 None 1629.8094 MAAFYAGFPETVAVR 5090.6660 1629.8149 19.5678 12792 2 815.4111 3.86
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 2925.4640 2336.3037 21.8383 11600 3 779.4394 0.0761
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 4809.4850 2334.1324 18.0400 7119 3 778.7156 0.2177
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 None 1286.7063 VEAQGLLSKDAR 142.4537 1286.6953 20.3658 1785 2 643.8513 ‐8.4895
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 796.1266 49091.9856 16 25.11 None 1209.6263 YAGFPETVAVR 201.0783 1209.6307 18.4564 9004 2 605.3190 3.04
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1284.5850 16313.8401 5 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 1555.6900 2265.0590 28.4394 8588 3 755.6912 0.3617
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1284.5850 16313.8401 5 37.33 None 1141.6575 VDVVTLGPSVR 12202.2200 1141.6569 25.0416 6416 2 571.3321 ‐1.3128
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1284.5850 16313.8401 5 37.33 None 1599.8337 IEDVTPIPTDSTRR 449.1748 1599.8338 21.0462 3571 3 533.9494 ‐0.6252
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1284.5850 16313.8401 5 37.33 None 1922.8913 DESSPYAAMLAAQDVAQR 428.5964 1922.9263 30.9281 2392 2 961.9668 18.5136
NP_181158.1 40S ribosomal protein S14 1 Arabidopsis thaliana 1284.5850 16313.8401 5 37.33 None 1098.5976 ELGITAMHVK 1179.0570 1098.5965 23.1315 1731 2 549.8019 ‐1.8207
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 69879.3800 2329.2037 20.9616 67543 3 777.0728 ‐0.1130
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1750.9010 FADELIANAAYIGTPGK 49451.5900 1750.9014 18.9519 31746 2 875.9543 0.2550
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1045.5459 NLNAMNQLK 3558.6160 1045.5448 21.0338 23856 2 523.2760 ‐1.5517
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1332.7005 GILAADESTGTIGK 15884.6300 1332.6989 22.6588 23110 2 666.8531 ‐1.4965
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 2152.1145 IGVNEPSQLAIHENAYGLAR 9882.9760 2152.1146 27.2532 10454 3 718.0431 ‐0.2912
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1296.6140 SSDGTPFVDMLK 4579.4940 1296.6160 31.0835 8314 2 648.8116 1.1888
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1600.8402 LASINVENVESNRR 3834.5060 1600.8399 21.7957 7225 3 534.2848 ‐0.7188
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1320.7270 VAPEVIAEHTVR 4385.3830 1320.7256 21.2359 6146 3 440.9134 ‐1.7131
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1444.7390 LASINVENVESNR 421.2480 1444.7458 35.1511 5276 2 722.8765 4.49
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1210.6426 LGEGAAESLHVK 4658.9400 1210.6417 19.7675 2012 3 404.2187 ‐1.5090
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 945.4676 FADELIANA 185.2869 945.4706 17.3760 2119 2 473.2389 2.98
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1062.5578 ANAAYIGTPGK 251.7367 1062.5563 19.3681 2093 2 531.7818 ‐1.9205
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1052.5259 LASINVENVE 293.5622 1052.5223 36.1816 1541 1 1052.5223 ‐2.4265
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 1532.7955 DELIANAAYIGTPGK 221.3813 1532.8003 17.5714 967 2 766.9038 2.79
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 8722.4020 38729.0214 28 37.15 None 783.4359 AESLHVK 720.3720 783.4365 19.2586 869 1 783.4365 1.50
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1045.5459 NLNAMNQLK 2999.4870 1045.5448 21.0338 23856 2 523.2760 ‐1.9332
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1332.7005 GILAADESTGTIGK 17341.2300 1332.6989 22.6588 23110 2 666.8531 ‐1.7252
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 2152.1145 IGVNEPSQLAIHENAYGLAR 8633.9260 2152.1146 27.2532 10454 3 718.0431 ‐0.7203



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1296.6140 SSDGTPFVDMLK 3220.4940 1296.6160 31.0835 8314 2 648.8116 0.9409
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1600.8402 LASINVENVESNRR 3248.2970 1600.8399 21.7957 7225 3 534.2848 ‐0.8676
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1320.7270 VAPEVIAEHTVR 4282.2710 1320.7256 21.2359 6146 3 440.9134 ‐1.7195
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1210.6426 LGEGAAESLHVK 6190.5630 1210.6417 19.7675 2012 3 404.2187 ‐1.4594
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1444.7390 LASINVENVESNR 292.5371 1444.7458 35.1511 5276 2 722.8765 4.57
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 818.4189 NAMNQLK 135.9862 818.4162 21.0362 1820 1 818.4162 ‐2.8824
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1052.5259 LASINVENVE 232.1345 1052.5223 36.1816 1541 1 1052.5223 ‐2.8423
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1416.7190 SINVENVESNRR 332.3225 1416.7202 20.8040 1448 2 708.8637 0.4547
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 663.3672 STGTIGK 148.7344 663.3662 21.5304 1287 1 663.3662 ‐1.1248
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1832.5420 38729.0214 28 37.15 None 1049.5109 AADESTGTIGK 2130.0210 1049.5080 22.6484 980 1 1049.5080 ‐2.3403
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 2005.0600 VTAAVPSGASTGIYEALELR 66403.9100 2005.0616 33.6079 58841 2 1003.0344 1.0327
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1573.8432 VNQIGSVTESIEAVK 48219.9900 1573.8417 27.7291 54435 2 787.4245 ‐1.0183
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1852.9700 LAMQEFMILPVGAASFK 46407.9400 1852.9691 22.7151 38313 2 926.9882 ‐0.3145
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 35470.1300 3000.3579 38.6240 36059 3 1000.7908 0.1810
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1174.6830 AGAVVSGIPLYK 36490.9200 1174.6824 27.0209 33327 2 587.8449 ‐0.9223
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1896.9338 IEEELGSEAIYAGVNFR 3105.0410 1896.9367 31.7918 20026 2 948.9720 1.60
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 4299.1490 2420.1739 32.0615 17040 3 807.3962 2.0673
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 12036.5600 2324.0443 24.4597 14460 3 775.3529 0.4845
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 4319.6530 3220.4076 37.8775 13992 3 1074.1407 ‐0.6174
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 Carbamidomethyl+C(2) 918.5077 SCNALLLK 4786.2710 918.5058 21.9609 12509 2 459.7565 ‐2.7174
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 16104.0300 2252.1286 40.7810 8685 2 1126.5679 0.1932
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 801.4716 EGLELLK 9530.4740 801.4710 25.6877 5782 2 401.2391 ‐1.5373
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1212.6194 MGVEVYHHLK 6388.0350 1212.6195 19.4736 4408 3 404.8780 ‐0.6339
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 1549.9061 AVGNVNNIIGPALIGK 2294.0760 1549.9133 18.8907 1213 3 517.3093 4.1019
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 781.4203 VNQIGSVT 346.2898 781.4178 28.9539 5901 2 391.2125 ‐3.9009
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 777.4505 SGIPLYK 440.4676 777.4514 27.0195 1417 1 777.4514 1.62
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 11832.5100 48004.5112 44 54.05 None 2304.0455 PIVSIEDPFDQDDWEHYAK 5401.5420 2304.0408 38.6151 975 2 1152.5240 ‐1.5164
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 2005.0600 VTAAVPSGASTGIYEALELR 79617.7500 2005.0616 33.6065 57841 2 1003.0344 1.1876
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1573.8432 VNQIGSVTESIEAVK 56259.3400 1573.8417 27.7276 53870 2 787.4245 ‐1.1098
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 29130.4600 3000.3579 38.6240 36059 3 1000.7908 ‐0.6795
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1174.6830 AGAVVSGIPLYK 52680.9400 1174.6824 27.0209 33327 2 587.8449 ‐1.2351
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1896.9338 IEEELGSEAIYAGVNFR 1521.4260 1896.9367 31.7809 18048 2 948.9720 1.60
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 9292.5110 2420.1724 32.0427 14610 3 807.3957 0.8859
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 2194.0910 3220.4076 37.8775 13992 3 1074.1407 ‐1.5898
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 Carbamidomethyl+C(2) 918.5077 SCNALLLK 6318.5740 918.5058 21.9609 12509 2 459.7565 ‐3.1665
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 801.4716 EGLELLK 6578.7350 801.4710 25.6877 5782 2 401.2391 ‐2.0486
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1212.6194 MGVEVYHHLK 5126.3420 1212.6195 19.4736 4408 3 404.8780 ‐0.5853
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 777.4505 SGIPLYK 593.8087 777.4514 27.0195 1417 1 777.4514 1.17
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1119.5892 GSVTESIEAVK 10016.0600 1119.5877 27.7331 1135 1 1119.5877 ‐0.8014
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 2304.0455 PIVSIEDPFDQDDWEHYAK 6237.8530 2304.0408 38.6151 975 2 1152.5240 ‐1.2284
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1101.5786 GSVTESIEAVK 838.2055 1101.5853 25.1256 864 2 551.2963 5.93
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 9536.2190 48004.5112 44 54.05 None 1328.6692 VNQIGSVTESIEA 543.3141 1328.6693 26.9920 827 2 664.8383 ‐0.4552
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1852.9700 LAMQEFMILPVGAASFK 43110.4600 1852.9691 22.7151 38313 2 926.9882 ‐0.5005
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 4878.1880 2252.1248 22.9280 20527 2 1126.5660 ‐2.0644
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1174.6830 AGAVVSGIPLYK 26336.2500 1174.6821 16.9882 11262 2 587.8447 ‐0.7367
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1896.9338 IEEELGSEAIYAGVNFR 585.7043 1896.9352 18.8675 8147 2 948.9712 0.6988
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 3103.1740 2420.1744 19.0301 8075 3 807.3963 3.0279
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 2005.0600 VTAAVPSGASTGIYEALELR 1218.2380 2005.0584 19.7375 6731 2 1003.0328 ‐0.8697
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1549.9061 AVGNVNNIIGPALIGK 2190.6400 1549.9133 18.8907 1213 3 517.3093 4.16
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 144.6333 2585.2588 18.8213 3369 3 862.4244 5.0131
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 876.5189 VSGIPLYK 454.7984 876.5178 16.7720 4497 2 438.7625 ‐1.2063
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1199.6379 NGSQKISGDALK 125.1736 1199.6363 18.8555 1917 2 600.3218 ‐1.2271
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 None 1878.9232 IEEELGSEAIYAGVNFR 124.3392 1878.9157 18.6934 978 2 939.9615 ‐4.0354
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 2914.1320 48004.5112 44 54.05 Carbamidomethyl+C(5) 2402.1578 MTTECGTEVQIVGDDLLVTNPK 466.2256 2402.1462 19.9732 932 2 1201.5767 ‐4.9506
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 Carbamidomethyl+C(2)
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1043.5302 NDGGAMIPIR 6058.4370 1043.5301 22.9704 12661 2 522.2687 ‐0.9924
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 12964.0900 2383.2732 26.3176 10303 4 596.5738 0.1687
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 3309.0880 2649.3366 27.4029 7875 4 663.0896 ‐0.0042
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 843.5047 SVVAAGLAR 4734.4140 843.5047 18.5702 2650 2 422.2560 ‐1.1099
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 2234.4010 1229.6085 20.9725 1343 3 410.5410 ‐1.5173
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 967.5095 TQVTVEYK 578.1658 967.4880 24.5220 3908 1 967.4880 ‐21.7422
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1549.7744 EIGFISADVGLDADK 291.6320 1549.7672 24.8338 2734 3 517.2606 ‐5.3773
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 Carbamidomethyl+C(3) 2053.9859 STCREIGFISADVGLDADK 675.3112 2053.9884 37.8803 1428 3 685.3343 0.4763
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1936.8923 ETFLFTSESVNEGHPDK 177.6852 1936.9289 31.5340 1355 2 968.9681 19.2176
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1047.5694 AQGVHGHLTK 309.8470 1047.5720 24.4144 1728 2 524.2896 1.18
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 971.4833 EIGFISADVG 170.9764 971.4830 25.4093 1228 2 486.2451 ‐1.3195
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1372.7332 PDIAQGVHGHLTK 281.3501 1372.7271 26.0926 841 2 686.8672 ‐4.8833
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1025.5197 NDGGAMIPIR 391.9679 1025.5179 21.1366 11778 2 513.2626 ‐2.6690
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 1919.8658 ETFLFTSESVNEGHPDK 493.2703 1919.8640 29.3741 1866 2 960.4357 ‐0.6083
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1543.5800 42953.7605 16 35.90 None 950.4829 TQVTVEYK 41.2111 950.4799 22.4220 1615 2 475.7436 ‐4.1962
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 362.5346 30717.9789 4 9.69 None 1989.9552 GFGFVTYDSSQEVQNAIK 3951.4930 1989.9573 31.3130 9201 2 995.4823 1.09
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 362.5346 30717.9789 4 9.69 None 1018.4800 SLDGADLDGR 3146.1330 1018.4794 18.8131 5440 2 509.7434 ‐1.0800
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 362.5346 30717.9789 4 9.69 None 1338.6900 LNSDSVSFSIAAK 168.0237 1338.6807 34.7838 1133 2 669.8440 ‐7.1994
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 362.5346 30717.9789 4 9.69 None 1321.6634 LNSDSVSFSIAAK 122.6995 1321.6587 34.7427 769 2 661.3330 ‐3.8860
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 688.8364 31106.7657 5 15.44 None 1654.8435 VLQFAGIDDVFTSSR 4019.9170 1654.8458 20.4803 12851 2 827.9266 1.79
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 688.8364 31106.7657 5 15.44 None 1556.7802 ALSTSKPDPVVEDQA 7195.7970 1556.7812 20.1926 9554 2 778.8943 0.5420
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 688.8364 31106.7657 5 15.44 None 1567.8843 QIEQIYLHSLPVK 2160.2050 1567.8824 17.3032 5570 3 523.2990 ‐1.7367
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 688.8364 31106.7657 5 15.44 None 1782.9385 KVLQFAGIDDVFTSSR 1438.5890 1782.9238 19.4897 5596 3 594.9794 ‐8.7095
NP_181715.1 40S ribosomal protein S2 3 Arabidopsis thaliana 688.8364 31106.7657 5 15.44 None 1549.8737 QIEQIYLHSLPVK 298.6879 1549.8682 17.6472 3441 2 775.4378 ‐3.6165



NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 867.3997 27075.4396 4 19.12 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 5420.4360 1716.8014 17.9972 3521 2 858.9043 0.2590
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 867.3997 27075.4396 4 19.12 None 1735.8497 NSVATGEVYPLDSEVR 6141.9860 1735.8545 25.9456 3017 2 868.4309 2.77
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 867.3997 27075.4396 4 19.12 Carbamidomethyl+C(2)
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 867.3997 27075.4396 4 19.12 None 978.4891 YPLDSEVR 208.5201 978.4923 24.6746 1966 1 978.4923 4.0708
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 240.0235 36207.4081 1 4.00 None 1494.7547 VVHQEGDVEIVDR 6000.5880 1494.7553 19.1621 3622 3 498.9233 ‐0.2037
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1885.9906 FSITTFSPAGVAITSTGTK 6745.6150 1885.9934 19.5800 15456 2 943.5004 1.74
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1999.0342 DSTITVGTQHSLDPLTSVK 5514.4670 1999.0331 27.6710 14373 3 667.0159 ‐0.9511
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 881.5819 VGLALALKP 35959.6800 881.5799 18.1572 7815 2 441.2936 ‐2.8349
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1330.6525 SFFTISGEVDTK 734.7537 1330.6589 29.3445 2758 2 665.8331 4.45
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1949.0603 VNSAGIASALIQHEWKPK 514.1945 1949.0839 17.9426 2826 4 488.0264 12.1190
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1546.8336 GDLLLGDVAFQSRR 672.7338 1546.8159 21.6263 2065 2 773.9116 ‐11.5627
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1518.8275 KGDLLLGDVAFQSR 5466.9450 1518.8280 29.7058 9201 3 506.9475 ‐0.2116
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1553.7958 SIFSFKVPDQNSGK 526.0667 1553.8100 20.1578 4241 2 777.4087 9.0431
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1437.7584 TFSPAGVAITSTGTK 278.4474 1437.7618 20.9469 4356 2 719.3845 2.1785
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 812.4512 KGDLLLGD 177.8470 812.4506 30.6695 2724 2 406.7289 ‐1.5099
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1206.6113 SFKVPDQNSGK 300.5055 1206.6116 18.5756 1575 2 603.8094 ‐0.1674
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 2116.1940 29482.4114 12 38.41 None 1528.8231 GDLLLGDVAFQSRR 314.3622 1528.8304 23.2151 1481 2 764.9189 4.42
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 2117.0146 ALEEEIEDIGGHLNAYTSR 5463.1440 2117.0172 32.8359 8827 3 706.3439 0.9113
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 1882.4050 2594.2600 27.7752 8633 3 865.4249 0.6278
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 2012.0117 SSLLLHMDGTSPIAEDIGR 2691.3760 2012.0110 31.6155 7382 3 671.3418 ‐0.7607
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1040.6099 TILGPAQNVK 6212.9000 1040.6085 20.2368 6139 2 520.8079 ‐1.8816
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 2911.9790 2006.9111 40.2077 5249 2 1003.9592 1.55
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1240.6572 DTGLFGVYAVAK 1940.5480 1240.6568 18.7874 5074 2 620.8320 ‐0.7254
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 3720.1250 3313.5850 34.4343 4749 4 829.1517 1.58
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 3101.4698 ALEEEIEDIGGHLNAYTSREQTTYYAK 253.0420 3101.5188 21.9223 9270 3 1034.5111 15.8711
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1943.0120 DIAISAIGPIQDLPDYNK 238.9891 1942.9754 23.4574 2121 2 971.9914 ‐18.6126
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 843.4571 KLENPDK 1199.8880 843.4640 18.8008 2947 1 843.4640 8.48
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1365.7121 LAYRVSDADVTR 1022.2130 1365.7222 20.2587 987 2 683.3647 7.1371
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 2938.3377 ALEEEIEDIGGHLNAYTSREQTTYYA 285.5096 2938.3333 21.9730 6183 3 980.1159 ‐1.5233
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1443.7478 AIGPIQDLPDYNK 231.2688 1443.7425 23.9554 1634 2 722.3749 ‐3.8387
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1329.6434 TSREQTTYYAK 108.6680 1329.6368 19.6090 980 1 1329.6368 ‐3.7048
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 1023.5833 TILGPAQNVK 149.7075 1023.5886 19.2215 4393 2 512.2980 4.18
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 858.6304 59217.0685 24 28.25 None 826.4305 KLENPDK 218.8579 826.4309 16.3705 1169 1 826.4309 1.1458
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 1444.4460 2594.2600 27.7752 8633 3 865.4249 ‐0.0262
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 2012.0117 SSLLLHMDGTSPIAEDIGR 3649.9090 2012.0110 31.6155 7382 3 671.3418 ‐1.1186
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 1040.6099 TILGPAQNVK 8881.4720 1040.6085 20.2368 6139 2 520.8079 ‐2.2657
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 1749.3060 2006.9111 40.2077 5249 2 1003.9592 1.54
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTPLGR 2483.0730 3313.5850 34.4343 4749 4 829.1517 1.58
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2374.8990 2117.0172 32.8359 8827 3 706.3439 0.5000
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 2269.2034 VLDSNVNQALDVLADILQNSK 103.5124 2269.1768 34.1525 2687 3 757.0638 ‐12.4937
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis tha 646.5505 59217.0685 24 28.25 None 1283.6478 LSSDPTTTSQLVA 602.0536 1283.6418 27.7637 2892 2 642.3245 ‐5.2500
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 None 1052.5524 GFPISVYNR 7701.6670 1052.5515 16.7441 9453 2 526.7794 ‐1.3132
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 None 1109.6426 LPANLVQAQR 3363.4900 1109.6424 21.0832 9408 2 555.3248 ‐0.6146
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 None 1643.8639 NAELANLLVDPEFAK 3626.6760 1643.8673 35.0349 6490 2 822.4373 2.0584
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 Carbamidomethyl+C(5) 1196.5616 DSGPCVTYIGK 2052.0050 1196.5613 20.9339 3327 2 598.7843 ‐0.6475
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 None 1015.5419 AGSPVDQTIK 855.8233 1015.5416 16.7223 1000 2 508.2744 ‐0.7893
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 387.8196 53862.4089 6 11.32 None 848.4625 PISVYNR 1730.1920 848.4622 16.7186 1175 1 848.4622 0.3657
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 2108.1022 VQLLEIAQVPDEHVNEFK 5555.1330 2108.1030 31.9997 6823 3 703.3725 0.0081
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1300.7359 SIPSIVELDSLK 6126.8800 1300.7362 32.4785 5631 2 650.8717 ‐0.0422
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1348.7008 FFDNAIGVNVPR 2490.4860 1348.6994 17.8815 5618 2 674.8533 ‐1.3131
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1305.6355 MTPVSQDVAETK 8441.4170 1305.6369 18.6396 3987 2 653.3221 0.7619
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 941.5125 MEIIPNPK 8885.9620 941.5135 23.0526 3130 2 471.2604 0.4997
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1757.9068 TNPSNPSIELGPEFKK 1131.9320 1757.9137 24.4463 2080 3 586.6428 3.49
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1008.5360 LDTFLSQGK 886.8986 1008.5256 23.1340 4228 2 504.7665 ‐10.8641
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 1493.7999 VSGDVWFGSSIVLK 277.9647 1493.7906 15.9828 1550 3 498.6017 ‐6.7579
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 679.3774 FLSQGK 112.5327 679.3761 24.4705 36780 1 679.3761 ‐1.3168
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 865.1813 51909.5962 10 18.55 None 630.3610 PEFKK 80.5981 630.3578 22.9831 2527 1 630.3578 ‐4.6445
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 1791.9739 LLSSGELYDIVGIPTSK 8268.7640 1791.9725 20.3991 8924 2 896.4899 ‐0.6734
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 1274.6587 AQSVALSQDDLK 1044.6920 1274.6701 19.9159 2499 2 637.8387 8.09
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 Carbamidomethyl+C(10) 1600.7676 LQDLFKEFGCESK 210.9251 1600.7300 33.1984 2144 2 800.8686 ‐23.5764
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 1526.7809 STGSSPRTSVSFSVK 508.1195 1526.7860 21.4305 3190 2 763.8966 3.14
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 1119.5714 EKMVEAVADK 1691.8620 1119.5757 21.5193 2666 1 1119.5757 4.63
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 1478.7737 SGELYDIVGIPTSK 268.7033 1478.7681 20.8777 4430 2 739.8877 ‐3.9428
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 564.6642 29419.8729 11 14.13 None 814.5033 IVGIPTSK 383.4549 814.5030 22.0034 879 2 407.7551 ‐1.0474
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 107.4320 29419.8729 11 14.13 None 2025.0386 IDLAIDGADEVDPNLDLVK 1516.3610 2025.0439 34.1166 6203 2 1013.0256 3.0276
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 107.4320 29419.8729 11 14.13 None 877.4448 NGVEVMTK 105.0491 877.4238 27.8942 2264 1 877.4238 ‐23.4131
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 107.4320 29419.8729 11 14.13 Carbamidomethyl+C(10) 1869.9528 LQDLFKEFGCESKLR 416.2905 1869.9587 33.5686 894 2 935.4830 3.01
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 107.4320 29419.8729 11 14.13 None 857.4403 LQDLFKE 89.7904 857.4432 34.5912 840 1 857.4432 3.57
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 699.1611 30078.7563 3 12.60 None 1619.8904 ATQGIYPLQNVFIR 4586.2840 1619.8914 20.2439 7316 2 810.4493 0.5782
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 699.1611 30078.7563 3 12.60 None 2041.9747 VDRPADEMAVEEPTEIIGA 6261.6960 2041.9744 30.2917 5079 2 1021.4908 0.1716
NP_187135.1 40S ribosomal protein S3a 1 Arabidopsis thaliana 699.1611 30078.7563 3 12.60 None 2438.2310 VFEVSLADLQGDEDNAYRKIR 549.7499 2438.2272 30.5206 5316 3 813.4139 ‐1.7673
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 None 1158.6517 GVLLYGPPGTGK 25395.2200 1158.6524 16.1685 8741 2 579.8298 0.5920
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 None 1644.8778 LAGPQLVQMFIGDGAK 493.5747 1644.8746 21.7087 5472 2 822.9409 ‐1.9662
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 None 2257.0731 DATEVNHEDFNEGIIQVQAK 516.5007 2257.0668 22.9334 2586 2 1129.0370 ‐2.8887
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 None 1200.6695 ATRLLDNEIR 194.8603 1200.6663 17.6991 1955 2 600.8368 ‐2.6213
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 Carbamidomethyl+C(5) 2033.0624 EKAPCIIFIDEIDAIGTK 144.7679 2033.0714 25.0811 1010 2 1017.0393 4.45
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 953.7482 47765.2844 6 11.32 None 776.3937 YGPPGTGK 565.5203 776.3929 17.4028 1131 1 776.3929 ‐0.3263
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 104.1955 90795.1185 5 4.38 None 1656.7904 VFISDDFDGELFPR 1914.1430 1656.7950 35.3642 8238 2 828.9011 2.76
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 104.1955 90795.1185 5 4.38 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 2229.3550 1233.6496 21.9319 6611 2 617.3285 ‐1.2808



NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 104.1955 90795.1185 5 4.38 None 1097.4833 FGWSANMER 3045.5170 1097.4847 24.9312 4227 2 549.2460 0.8464
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 104.1955 90795.1185 5 4.38 Carbamidomethyl+C(5) 1120.5667 SSSPCVLVSGK 145.4129 1120.5634 21.8523 1207 2 560.7854 ‐3.3709
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 104.1955 90795.1185 5 4.38 Carbamidomethyl+C(2) 859.4706 PCVLVSGK 134.0817 859.4716 22.5462 826 1 859.4716 1.85
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 None 1446.7416 YFPTQALNFAFK 7994.9070 1446.7424 20.7106 10451 2 723.8749 0.3891
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 None 1207.6317 AVAGAGVLSGYDK 2506.5440 1207.6302 22.9370 9902 2 604.3187 ‐1.6710
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 None 1084.4836 MMMTSGEAVK 6169.0580 1084.4837 18.5533 6630 2 542.7455 ‐0.3066
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 Carbamidomethyl+C(5) 881.3934 GIGDCFGR 1169.6570 881.3923 20.0535 2656 2 441.1998 ‐1.9978
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 None 1136.6099 PTQALNFAFK 258.2528 1136.6050 21.8732 8643 2 568.8061 ‐4.7585
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 Carbamidomethyl+C(3) 711.2879 GDCFGR 236.8845 711.2895 20.0584 1227 1 711.2895 2.64
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 523.8105 41589.6888 15 11.29 None 1037.5262 AGAGVLSGYDK 419.6996 1037.5246 22.9555 763 1 1037.5246 ‐0.6238
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 1344.7192 LLIQNQDEMIK 492.8549 1344.7181 25.4011 19192 2 672.8627 ‐1.2698
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 1207.6317 AVAGAGVLSGYDK 3479.4130 1207.6302 22.9370 9902 2 604.3187 ‐1.9663
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 1084.4836 MMMTSGEAVK 3506.3470 1084.4837 18.5533 6630 2 542.7455 ‐0.6674
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 Carbamidomethyl+C(5) 881.3934 GIGDCFGR 3299.2690 881.3923 20.0535 2656 2 441.1998 ‐2.4667
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 859.3978 NQDEMIK 304.3083 859.3978 25.4043 1782 2 430.2025 ‐1.1578
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 Carbamidomethyl+C(3) 711.2879 GDCFGR 1552.8100 711.2895 20.0584 1227 1 711.2895 2.96
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 1037.5262 AGAGVLSGYDK 691.1429 1037.5246 22.9555 763 1 1037.5246 ‐1.0243
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 294.2556 41589.6888 15 11.29 None 1327.6926 LLIQNQDEMIK 69.9175 1327.6864 24.8448 5645 2 664.3468 ‐5.2119
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 50828.5000 2779.3097 29.6239 74298 4 695.5829 0.9564
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 69604.6700 1250.5976 18.8281 73767 2 625.8024 ‐1.2463
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 2132.1022 GVSQAGVQFYHDLIDELIK 18858.7800 2132.1027 23.6830 68982 3 711.3724 ‐0.1056
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1151.5772 FGLYYVDFK 59062.8500 1151.5765 19.6670 66054 2 576.2919 ‐1.0319
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1552.6955 EYADFVFQEYGGK 41137.5800 1552.6975 30.4232 61916 2 776.8524 1.69
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 950.4690 NLNTDAFR 43535.5000 950.4685 20.3929 60415 2 475.7379 ‐1.1418
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1523.7199 WMQDSLITWESK 23271.2900 1523.7187 19.3234 45858 2 762.3630 ‐0.9275
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 11171.5100 2251.1807 18.0517 43648 3 751.0651 ‐1.2889
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1417.7798 DFLSQGVRPSALK 16202.1200 1417.7786 25.9337 36132 3 473.2644 ‐1.4297
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1167.6078 YKEDIQLMK 67765.8000 1167.6081 21.3960 28553 2 584.3077 ‐0.2039
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 860.4447 MSIAWPR 20530.6800 860.4441 17.1973 18189 2 430.7257 ‐1.4091
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 Carbamidomethyl+C(5)
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1421.7212 NRFGLYYVDFK 674.8298 1421.7239 26.2319 1028 2 711.3656 1.23
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 723.3420 NTDAFR 26655.5700 723.3421 20.3953 6837 1 723.3421 0.6625
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1204.6684 PLTAALNVYSR 3438.7240 1204.6682 16.6003 5571 2 602.8377 ‐0.6164
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 609.2991 TDAFR 551.6277 609.3015 20.3736 2702 1 609.3015 4.03
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 Carbamidomethyl+C(5) 912.4033 WDIYCR 3265.4800 912.4030 18.8265 2599 1 912.4030 0.4214
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1042.6004 SQGVRPSALK 2305.6770 1042.5996 25.9341 2520 2 521.8035 ‐1.2262
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1846.8202 FEAHDLADSQDGASIDR 1707.7670 1846.8169 29.5923 2216 2 923.9121 ‐1.6390
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1337.6406 MQDSLITWESK 119.7188 1337.6479 17.8664 2171 2 669.3276 5.1648
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 536.2351 YKED 2932.5410 536.2344 21.4004 1525 1 536.2344 ‐1.0677
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 858.4390 EDIQLMK 222.5680 858.4392 23.1996 1421 1 858.4392 1.0047
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 173.6566 1025.4837 18.8362 1404 1 1025.4837 ‐2.6643
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 2219.0152 IGIAHSPAWFEAHDLADSQDG 400.8853 2219.0189 26.7713 1379 3 740.3445 1.59
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 836.4261 LNTDAFR 183.2800 836.4240 20.3868 1254 1 836.4240 ‐1.8018
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1260.5895 ADFVFQEYGGK 219.9208 1260.5838 29.1085 1215 2 630.7955 ‐4.8935
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 Carbamidomethyl+C(4) 726.3240 DIYCR 200.5770 726.3232 18.8235 1135 1 726.3232 ‐0.5560
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 706.3155 NTDAFR 790.6951 706.3150 19.5200 1027 1 706.3150 ‐0.1582
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1615.8366 VQFYHDLIDELIK 270.5090 1615.8283 25.1587 929 2 808.4178 ‐5.2201
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1399.7692 DFLSQGVRPSALK 374.1409 1399.7693 26.0792 8700 2 700.3883 ‐0.1362
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 10070.6300 60233.8928 71 31.68 None 1506.6933 WMQDSLITWESK 196.2487 1506.7006 19.3493 998 2 753.8539 4.70
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 37001.8200 2779.3097 29.6239 74298 4 695.5829 0.9564
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 950.4690 NLNTDAFR 36291.0700 950.4685 20.3929 60415 2 475.7379 ‐1.5739
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1552.6955 EYADFVFQEYGGK 53697.5300 1552.6975 30.4179 59338 2 776.8524 1.1275
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1417.7798 DFLSQGVRPSALK 29993.8300 1417.7786 25.9337 36132 3 473.2644 ‐1.4854
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1167.6078 YKEDIQLMK 62260.0900 1167.6081 21.3960 28553 2 584.3077 ‐0.5205
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2132.1022 GVSQAGVQFYHDLIDELIK 573.7191 2132.0887 35.0637 2227 3 711.3678 ‐7.0938
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2390.1353 HWITFNEPWVFSHAGYDVGK 662.6143 2390.0912 35.2626 1212 3 797.3686 ‐19.2108
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1749.8959 FGLYYVDFKNNLTR 306.1555 1749.9127 36.3527 1117 2 875.4600 9.29
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 723.3420 NTDAFR 31835.4600 723.3421 20.3953 6837 1 723.3421 0.5833
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1155.6844 LSQGVRPSALK 11082.4800 1155.6845 25.9349 5623 2 578.3459 ‐0.6779
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2288.0214 SPAWFEAHDLADSQDGASIDR 436.5081 2288.0276 28.3094 3228 3 763.3474 1.04
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 609.2991 TDAFR 736.0436 609.3015 20.3736 2702 1 609.3015 4.78
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1042.6004 SQGVRPSALK 12375.4900 1042.5996 25.9341 2520 2 521.8035 ‐1.6092
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1532.7281 IGIAHSPAWFEAHD 101.4083 1532.7361 27.9460 2325 2 766.8717 5.0134
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1846.8202 FEAHDLADSQDGASIDR 1200.3540 1846.8169 29.5923 2216 2 923.9121 ‐1.5942
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1831.8762 IGIAHSPAWFEAHDLAD 1271.9600 1831.8833 29.6154 2131 2 916.4453 4.0554
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 536.2351 YKED 3189.1050 536.2344 21.4004 1525 1 536.2344 ‐0.9554
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2219.0152 IGIAHSPAWFEAHDLADSQDG 223.8714 2219.0189 26.7713 1379 3 740.3445 0.8927
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 836.4261 LNTDAFR 194.9428 836.4240 20.3868 1254 1 836.4240 ‐1.9966
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 1918.9082 IGIAHSPAWFEAHDLADS 360.4730 1918.9135 29.6195 1059 2 959.9604 3.0286
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 706.3155 NTDAFR 997.3110 706.3150 19.5200 1027 1 706.3150 ‐0.2199
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5588.0090 60233.8928 71 31.68 None 2373.1087 HWITFNEPWVFSHAGYDVGK 390.1920 2373.1189 34.4868 1435 3 791.7111 3.94
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 31070.8100 1250.5976 18.8281 73767 2 625.8024 ‐0.8596
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 2132.1022 GVSQAGVQFYHDLIDELIK 8538.3810 2132.1027 23.6830 68982 3 711.3724 0.4494
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1151.5772 FGLYYVDFK 59445.3200 1151.5765 19.6670 66054 2 576.2919 ‐0.5511
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1523.7199 WMQDSLITWESK 34602.1600 1523.7187 19.3234 45858 2 762.3630 ‐0.8005
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 10189.6000 2251.1807 18.0517 43648 3 751.0651 ‐0.6408
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 860.4447 MSIAWPR 4847.8400 860.4441 17.1973 18189 2 430.7257 ‐0.6515
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 2706.3522 SGYEAYLVTHNLLISHAEAVEAYR 1772.4160 2706.3567 21.0827 10780 4 677.3446 1.12
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1552.6955 EYADFVFQEYGGK 38697.2300 1552.6962 18.4140 8545 2 776.8517 0.4957



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 3697.9199 ALDFILGWHLDTTTFGDYPQIMKDIVGHRLPK 137.4476 3697.8783 25.5792 836 3 1233.2976 ‐9.1658
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1204.6684 PLTAALNVYSR 3231.8700 1204.6682 16.6003 5571 2 602.8377 ‐0.1860
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1976.0124 SQAGVQFYHDLIDELIK 902.5370 1976.0044 23.7542 2735 2 988.5058 ‐4.0793
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 Carbamidomethyl+C(5) 912.4033 WDIYCR 843.6271 912.4030 18.8265 2599 1 912.4030 0.7348
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 66.1083 1096.5179 18.8126 1687 1 1096.5179 ‐4.5184
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 88.7977 1025.4837 18.8362 1404 1 1025.4837 ‐2.2205
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 Carbamidomethyl+C(4) 726.3240 DIYCR 88.1477 726.3232 18.8235 1135 1 726.3232 ‐0.4572
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1444.7107 SGYEAYLVTHNLL 220.2851 1444.7101 22.9250 1134 2 722.8587 ‐0.4020
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 1506.6933 WMQDSLITWESK 207.5007 1506.7006 19.3493 998 2 753.8539 4.02
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4236.5080 60233.8928 71 31.68 None 2689.3257 SGYEAYLVTHNLLISHAEAVEAYR 298.1674 2689.3281 23.4309 753 3 897.1142 1.70
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1473.6856 TTPSYVAFTDSER 46848.7900 1473.6850 24.2317 42225 2 737.3461 ‐0.5807
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1680.8340 NAVVTVPAYFNDSQR 29437.2300 1680.8336 27.9045 35712 2 840.9204 ‐0.2292
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1675.7307 ATAGDTHLGGEDFDNR 28242.3200 1675.7306 19.2352 30373 3 559.2484 ‐0.5333
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 80558.8000 1386.7278 26.8158 27608 2 693.8675 ‐1.6712
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1215.6514 DAGVIAGLNVMR 62625.7400 1215.6507 29.6772 25095 2 608.3290 ‐0.9668
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1358.6158 NALENYAYNMR 30306.8000 1358.6155 25.4549 24737 2 679.8114 ‐0.4542
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 20010.6400 2658.2731 33.4834 22741 3 886.7625 1.51
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 603.0016 2574.2735 21.1948 15871 3 858.7627 1.60
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1278.6300 MVNHFVQEFK 36930.2300 1278.6319 15.6533 15040 2 639.8196 1.1838
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1661.8316 NQVAMNPINTVFDAK 10740.5600 1661.8326 18.9275 10975 2 831.4199 0.5913
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1226.5899 FTDSSVQSDIK 4161.6740 1226.5913 19.6545 7971 2 613.7993 0.7731
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1308.7046 EIAEAYLGTTIK 1627.0900 1308.7031 26.6494 4316 2 654.8552 ‐1.3807
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1431.7438 NSIDDVVLVGGSTR 3901.1460 1431.7431 26.5487 3407 2 716.3752 ‐0.6596
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 2975.4884 TLSSTAQTTIEIDSLFDGIDFYAPITR 1229.6690 2975.4907 24.5193 2661 3 992.5018 0.7892
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1979.9015 MVQEAEKYKSEDEEHK 601.9940 1979.9207 35.4498 1931 3 660.6451 9.88
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1320.6616 AMNPINTVFDAK 412.9988 1320.6658 17.5457 3489 2 660.8365 2.47
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1503.6459 AGDTHLGGEDFDNR 21187.8800 1503.6481 19.2327 3330 2 752.3277 1.42
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 873.4975 IAGLNVMR 123.6112 873.5021 31.3765 2901 2 437.2547 4.18
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 188.9415 1015.5571 26.1446 2608 2 508.2822 ‐3.9120
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1147.5895 VNHFVQEFK 12616.2000 1147.5920 15.6597 2283 2 574.2996 1.48
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1249.6245 MNPINTVFDAK 268.4563 1249.6279 18.9579 1866 2 625.3176 2.00
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 978.4738 DSSVQSDIK 1345.0660 978.4750 19.3453 1475 2 489.7411 0.6206
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1432.6088 GDTHLGGEDFDNR 2391.9790 1432.6122 19.2365 1260 2 716.8098 2.08
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1604.6936 TAGDTHLGGEDFDNR 2214.9610 1604.6972 19.2346 1028 2 802.8523 2.87
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 2640.2576 EQVFSTYSDNQPGVLIQVYEGER 336.4618 2640.2455 35.7299 4923 3 880.7534 ‐4.7201
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12086.5400 71603.9617 47 40.22 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1787.9902 IINEPTAAAIAYGLDKK 47330.7500 1787.9899 17.4255 77000 3 596.6682 ‐0.3259
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1278.6300 MVNHFVQEFK 16972.0400 1278.6319 15.6533 15040 2 639.8196 1.38
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1661.8316 NQVAMNPINTVFDAK 10626.4800 1661.8326 18.9275 10975 2 831.4199 0.5870
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 2975.4884 TLSSTAQTTIEIDSLFDGIDFYAPITR 757.6220 2975.4907 24.5193 2661 3 992.5018 2.0038
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1215.6514 DAGVIAGLNVMR 2017.9450 1215.6555 18.1723 2239 2 608.3314 3.03
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1659.8952 IINEPTAAAIAYGLDK 679.3510 1659.8592 20.4214 5725 2 830.4332 ‐21.7356
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1434.7311 MVNHFVQEFKR 105.3226 1434.7610 21.1318 3246 2 717.8842 20.9078
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 907.5247 IAYGLDKK 175.5002 907.5260 16.3187 18723 2 454.2666 1.20
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1320.6616 AMNPINTVFDAK 447.9229 1320.6658 17.5457 3489 2 660.8365 3.1847
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1031.5884 AAIAYGLDKK 1646.7710 1031.5891 18.5361 2485 2 516.2982 0.7429
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1147.5895 VNHFVQEFK 11602.9500 1147.5920 15.6597 2283 2 574.2996 2.95
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 793.4203 DAGVIAGLN 219.5225 793.4211 18.4707 2065 1 793.4211 1.09
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1120.6361 AAAIAYGLDKK 151.5810 1120.6315 16.1271 1831 2 560.8194 ‐4.0665
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 2216.8290 71603.9617 47 40.22 None 1242.6088 MVNHFVQEFK 147.7944 1242.6066 23.2652 1086 1 1242.6066 0.0396
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 1946.3680 14285.1877 4 15.45 None 1260.7158 SIAQVLTVSSQK 18945.2400 1260.7146 16.2998 4701 2 630.8610 ‐1.2417
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 1946.3680 14285.1877 4 15.45 None 785.4880 AELALLR 1722.9190 785.4877 25.5787 2356 2 393.2475 ‐1.0316
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 1946.3680 14285.1877 4 15.45 None 585.4083 LALLR 139.3746 585.4078 25.5706 1061 1 585.4078 ‐0.4176
NP_187561.1 60S ribosomal protein L35 1 Arabidopsis thaliana 1946.3680 14285.1877 4 15.45 None 1060.5997 AQVLTVSSQK 220.7764 1060.6020 17.6588 825 2 530.8046 1.76
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 1842.9848 NAPSIIFIDEIDSIAPK 9403.9480 1842.9885 39.9046 9088 2 921.9979 2.43
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 1786.9222 LDQLIYIPLPDEDSR 4721.8190 1786.9273 35.3877 6889 2 893.9673 2.21
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 1312.6743 EIDIGVPDEIGR 9708.4050 1312.6746 28.4515 5683 2 656.8409 ‐0.3362
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(10)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 851.3271 1845.8453 26.8594 3304 2 923.4263 1.0933
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 968.5775 ELVELPLR 11323.8800 968.5785 29.0644 2643 2 484.7929 0.0499
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 325.3319 1251.5937 27.0519 4712 2 626.3005 ‐20.9066
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 1730.8708 FDREIDIGVPDEIGR 177.4664 1730.9159 24.9541 1581 3 577.6435 25.3280
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(17) 1985.9612 FGMSPSKGVLFYGPPGCGK 819.3578 1985.9705 30.7198 970 2 993.4889 5.0381
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 None 1583.8024 DREIDIGVPDEIGR 853.9100 1583.8016 26.0494 5443 2 792.4044 ‐0.6598
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(9) 1194.5976 VLFYGPPGCGK 90.0129 1194.6037 28.1783 2722 2 597.8055 4.45
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 630.7048 90134.8774 21 16.93 Carbamidomethyl+C(14) 1827.8331 YTQGFSGADITEICQR 247.6870 1827.8385 27.8308 1861 2 914.4229 3.1696
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 None 1158.6517 GILLYGPPGSGK 6749.8010 1158.6502 16.8490 4937 2 579.8287 ‐1.2735
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 608.5098 2197.0702 23.6892 4682 2 1099.0387 4.18
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 1628.5910 1251.6192 16.7571 3772 2 626.3133 0.1582
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 None 1179.6368 KDFSTAILER 492.9118 1179.6330 20.0545 4271 2 590.3202 ‐3.1462
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 Carbamidomethyl+C(17)



NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 None 1842.9848 NAPSIIFIDEIDSIAPK 186.0733 1843.0179 18.8070 1268 3 615.0108 17.8653
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 None 2221.0785 YQAFAQTLQQSRGFGSEFR 363.0620 2221.0732 21.2720 5415 2 1111.0402 ‐2.4567
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 157.0262 90134.8774 21 16.93 Carbamidomethyl+C(12) 3056.5146 EIFDKARQSAPCVLFFDELDSIATQR 308.3939 3056.4889 24.0814 3096 3 1019.5012 ‐7.0834
NP_187620.1 40S ribosomal protein S28 1 Arabidopsis thaliana 4610.2160 7370.5678 1 18.75 None 1374.7111 EGDILTLLESER 24587.8200 1374.7115 35.6142 17729 2 687.8594 0.0769
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 1443.7326 IEDVTPIPTDSTR 45486.6100 1443.7340 22.6125 14157 2 722.3706 0.7793
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 1157.6525 VETVTLGPSVR 19462.6200 1157.6517 22.5519 9887 2 579.3295 ‐1.0865
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 1054.5640 TPGPGAQSALR 4566.6640 1054.5639 16.5260 9549 2 527.7856 ‐0.5875
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 2704.3450 2265.0590 28.4394 8588 3 755.6912 0.8483
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 1098.5976 ELGITAMHVK 1785.9690 1098.5965 23.1315 1731 2 549.8019 ‐1.4674
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 987.5105 TPIPTDSTR 209.0759 987.5052 23.8683 2222 1 987.5052 ‐4.6259
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 6201.9930 16329.8395 13 44.00 None 929.5415 TVTLGPSVR 224.3557 929.5391 23.1551 774 2 465.2732 ‐3.1235
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 1157.6525 VETVTLGPSVR 25585.6500 1157.6517 22.5519 9887 2 579.3295 ‐1.4084
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 1555.6900 2265.0590 28.4394 8588 3 755.6912 0.3617
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 1599.8337 IEDVTPIPTDSTRR 449.1748 1599.8338 21.0462 3571 3 533.9494 ‐0.6252
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 1922.8913 DESSPYAAMLAAQDVAQR 428.5964 1922.9263 30.9281 2392 2 961.9668 18.5136
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 1098.5976 ELGITAMHVK 1179.0570 1098.5965 23.1315 1731 2 549.8019 ‐1.8207
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 2266.0360 16329.8395 13 44.00 None 929.5415 TVTLGPSVR 296.7667 929.5391 23.1551 774 2 465.2732 ‐3.5667
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 1748.9065 SGGLGDLNYPLISDVTK 5359.9280 1748.9118 33.8939 19178 2 874.9595 3.0997
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 1855.8749 APDFEAEAVFDQEFIK 1180.2270 1855.8815 35.5931 10965 2 928.4444 3.88
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 1240.6532 AQADDLPLVGNK 10518.5000 1240.6558 24.0884 10755 2 620.8315 1.97
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 1707.9137 EGVIQHSTINNLGIGR 3123.0960 1707.9127 24.7708 6510 3 569.9757 ‐1.0721
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 2214.8130 2871.4000 31.3612 2451 3 957.8048 0.5751
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 805.4818 GLFIIDK 5318.0930 805.4813 17.7766 1807 1 805.4813 ‐0.0056
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1424.0260 29206.0989 14 34.96 None 1731.8800 SGGLGDLNYPLISDVTK 404.1538 1731.8802 33.1492 1071 2 866.4437 0.1916
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1748.9065 SGGLGDLNYPLISDVTK 6746.9080 1748.9118 33.8939 19178 2 874.9595 3.0923
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1240.6532 AQADDLPLVGNK 8910.7460 1240.6558 24.0884 10755 2 620.8315 1.20
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1855.8749 APDFEAEAVFDQEFIK 909.4042 1855.8811 35.5875 10015 2 928.4442 3.35
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1707.9137 EGVIQHSTINNLGIGR 4513.1350 1707.9127 24.7708 6510 3 569.9757 ‐1.2754
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 2097.6170 2871.4000 31.3612 2451 3 957.8048 ‐0.2198
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1731.8800 SGGLGDLNYPLISDVTK 553.0980 1731.8802 33.1492 1071 2 866.4437 0.1752
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1356.4940 29206.0989 14 34.96 None 1223.6266 AQADDLPLVGNK 185.2305 1223.6299 21.2727 811 2 612.3186 1.48
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1473.6856 TTPSYVAFTDSER 46848.7900 1473.6850 24.2317 42225 2 737.3461 ‐0.5807
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1680.8340 NAVVTVPAYFNDSQR 29437.2300 1680.8336 27.9045 35712 2 840.9204 ‐0.2292
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1675.7307 ATAGDTHLGGEDFDNR 28242.3200 1675.7306 19.2352 30373 3 559.2484 ‐0.5333
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1358.6158 NALENYAYNMR 30306.8000 1358.6155 25.4549 24737 2 679.8114 ‐0.4542
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 603.0016 2574.2735 21.1948 15871 3 858.7627 1.60
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1278.6300 MVNHFVQEFK 36930.2300 1278.6319 15.6533 15040 2 639.8196 1.1838
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1313.6194 FEELNMDLFR 16381.8100 1313.6211 34.3791 9869 2 657.3142 0.9334
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1260.6834 EIAEAFLGSPVK 1946.1870 1260.6834 28.6726 3609 2 630.8453 ‐0.3519
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1231.6463 DAGVISGLNVMR 1486.0230 1231.6429 16.9755 1503 2 616.3251 ‐3.1249
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1649.7952 NQVAMNPTNTVFDAK 1708.4230 1649.8002 25.4915 4468 2 825.4037 3.0292
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 Carbamidomethyl+C(6) 1414.7359 ELESLCNPIIAR 2425.0380 1414.7370 27.7967 2915 2 707.8721 0.5388
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 695.3723 DAGVISGL 187.1352 695.3685 19.0024 7472 1 695.3685 ‐4.8816
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1503.6459 AGDTHLGGEDFDNR 21187.8800 1503.6481 19.2327 3330 2 752.3277 1.42
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1147.5895 VNHFVQEFK 12616.2000 1147.5920 15.6597 2283 2 574.2996 1.48
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 554.2821 ELESL 99.1333 554.2793 29.4882 1447 1 554.2793 ‐4.6687
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1432.6088 GDTHLGGEDFDNR 2391.9790 1432.6122 19.2365 1260 2 716.8098 2.08
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1604.6936 TAGDTHLGGEDFDNR 2214.9610 1604.6972 19.2346 1028 2 802.8523 2.87
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1213.6358 DAGVISGLNVMR 304.4223 1213.6323 17.6331 1419 2 607.3198 ‐3.2298
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8057.2740 71500.7772 41 27.69 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1473.6856 TTPSYVAFTDSER 41208.4600 1473.6850 24.2317 42225 2 737.3461 ‐0.7344
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1680.8340 NAVVTVPAYFNDSQR 37262.6200 1680.8336 27.9045 35712 2 840.9204 ‐0.2727
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1358.6158 NALENYAYNMR 15251.7700 1358.6155 25.4549 24737 2 679.8114 ‐0.6691
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1659.8952 IINEPTAAAIAYGLDK 26197.8600 1659.8980 30.2748 21503 2 830.4526 1.73
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1313.6194 FEELNMDLFR 15918.7800 1313.6211 34.3791 9869 2 657.3142 0.6945
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1231.6463 DAGVISGLNVMR 3555.7550 1231.6465 28.7618 4117 2 616.3269 ‐0.5169
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1260.6834 EIAEAFLGSPVK 2184.3010 1260.6834 28.6726 3609 2 630.8453 ‐0.6189
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1649.7952 NQVAMNPTNTVFDAK 2066.4800 1649.8002 25.4915 4468 2 825.4037 2.92
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 Carbamidomethyl+C(6) 1414.7359 ELESLCNPIIAR 2171.7500 1414.7370 27.7967 2915 2 707.8721 0.3537
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1278.6300 MVNHFVQEFK 551.2291 1278.6068 23.6842 2446 2 639.8070 ‐18.6890
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 804.4462 ITITNDK 220.2094 804.4302 20.7573 1642 1 804.4302 ‐19.3952
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1407.6937 VAMNPTNTVFDAK 466.2489 1407.6954 25.3021 1529 3 469.9033 0.5738
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 554.2821 ELESL 116.9182 554.2793 29.4882 1447 1 554.2793 ‐4.5749
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1641.8846 IINEPTAAAIAYGLDK 2012.5970 1641.8868 29.4798 10177 2 821.4470 1.38
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 3739.8560 71500.7772 41 27.69 None 1642.8687 IINEPTAAAIAYGLDK 484.2501 1642.8648 31.7667 4551 2 821.9360 ‐2.4456
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1573.8432 GVTTIIGGGDSVAAVEK 138375.7000 1573.8439 26.2354 62206 2 787.4256 0.3503
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 2015.9516 ADLNVPLDDNQTITDDTR 55860.5800 2015.9529 26.7884 46499 2 1008.4801 0.9106
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 10094.3200 2270.1368 21.4649 45820 2 1135.5720 0.2724
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1404.7369 ELDYLVGAVSNPK 56924.9500 1404.7363 28.1431 42132 2 702.8718 ‐0.6773
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1605.9462 VLPGVIALDEAIPVTV 53788.8800 1605.9465 23.4261 39179 2 803.4769 0.1743
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1092.5684 FAAGTEAIANK 66025.5200 1092.5683 18.5885 33967 2 546.7878 ‐0.5920
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1933.9767 LASLADLYVNDAFGTAHR 3176.7230 1933.9784 19.6005 30636 3 645.3310 0.4725



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 999.5986 FSLAPLVPR 10896.7700 999.5970 19.1586 29849 2 500.3021 ‐2.1391
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1100.6562 IGVIESLLEK 20205.9300 1100.6556 19.8289 27217 2 550.8315 ‐0.9307
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1105.5735 SVGDLTSADLK 63351.4700 1105.5729 22.3746 26544 2 553.2901 ‐1.0637
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 5641.1880 2951.4987 25.5086 22710 3 984.5044 ‐1.4927
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1201.7038 LSELLGIEVTK 10845.1100 1201.7033 18.4263 19842 2 601.3553 ‐0.8154
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1220.7474 VILSTHLGRPK 5942.6720 1220.7473 13.6713 2514 3 407.5873 ‐0.7661
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 713.4556 AAIPTIK 5436.0130 713.4550 20.0740 2138 1 713.4550 ‐0.2935
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1447.8671 FLKPSVAGFLLQK 374.7463 1447.8530 19.2138 7096 3 483.2892 ‐10.3922
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 5202.4990 2356.2767 20.5038 18621 3 786.0971 0.0982
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1786.2630 2600.4095 36.8817 14138 3 867.4747 2.11
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 652.4141 APLVPR 137.4413 652.4105 17.1276 33645 1 652.4105 ‐5.0454
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 616.3301 GPDSIK 170.1507 616.3300 20.5959 15969 1 616.3300 0.2803
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 831.4822 IESLLEK 308.3256 831.4865 22.3137 6601 2 416.2469 4.44
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1829.8876 LNVPLDDNQTITDDTR 207.9131 1829.8778 28.2602 4925 2 915.4425 ‐5.1877
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 581.3770 PLVPR 121.0735 581.3766 19.1581 2219 1 581.3766 ‐0.2224
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 642.4185 AIPTIK 79.1334 642.4158 20.1235 1960 1 642.4158 ‐3.6908
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 571.3814 IPTIK 317.8151 571.3815 21.7639 1789 1 571.3815 0.4700
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 987.5721 GVIESLLEK 304.9467 987.5721 19.8220 1672 1 987.5721 0.8461
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1409.6907 ADLNVPLDDNQTI 218.9918 1409.6946 28.3972 1538 2 705.3509 2.78
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 729.4141 LTSADLK 800.2576 729.4137 20.6055 1438 1 729.4137 ‐0.0381
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 940.4734 GVTTIIGGGDS 454.1944 940.4732 25.5644 1423 1 940.4732 0.5202
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1008.5949 LSTHLGRPK 1947.6520 1008.5937 13.6503 1269 2 504.8005 ‐1.7034
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 945.5000 AAGTEAIANK 11939.4900 945.5013 18.5883 1157 1 945.5013 2.1819
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 852.5302 SLAPLVPR 210.2766 852.5296 19.1602 806 1 852.5296 0.0458
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 1088.6198 SELLGIEVTK 336.6340 1088.6179 18.4091 767 1 1088.6179 ‐0.7215
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 16719.6300 50225.9048 48 54.68 None 2252.1267 IVPASGIEDGWMGLDIGPDSIK 376.5371 2252.1234 21.2003 5910 3 751.3793 ‐1.7756
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1573.8432 GVTTIIGGGDSVAAVEK 151398.5000 1573.8439 26.2292 59497 2 787.4256 0.2511
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1404.7369 ELDYLVGAVSNPK 65085.2300 1404.7363 28.1431 42132 2 702.8718 ‐0.8677
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1092.5684 FAAGTEAIANK 30010.3800 1092.5683 18.5885 33967 2 546.7878 ‐0.9485
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 713.4556 AAIPTIK 4780.3010 713.4550 20.0740 2138 1 713.4550 ‐0.3626
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1933.9767 LASLADLYVNDAFGTAHR 2090.8780 1933.9792 30.3973 1707 3 645.3313 0.5852
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 592.7184 2270.1368 39.6590 756 4 568.2897 ‐0.2240
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1518.7646 AQGLSVGSSLVEEDK 612.1836 1518.7593 24.4133 1646 2 759.8833 ‐3.7156
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 1577.5810 2600.4087 36.8669 9928 3 867.4744 1.14
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 874.4629 AGTEAIANK 9368.0260 874.4648 18.5888 2011 1 874.4648 2.10
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 642.4185 AIPTIK 64.6531 642.4158 20.1235 1960 1 642.4158 ‐3.6872
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 571.3814 IPTIK 234.8918 571.3815 21.7639 1789 1 571.3815 0.5463
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1175.5943 LASLADLYVND 497.3120 1175.5957 30.4356 1734 2 588.3015 0.5196
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 1102.5739 IGGGDSVAAVEK 2260.2530 1102.5700 26.2272 1510 1 1102.5700 ‐2.9725
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 989.4898 GGGDSVAAVEK 5666.1260 989.4903 26.2299 1468 1 989.4903 0.9481
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 9419.4120 50225.9048 48 54.68 None 945.5000 AAGTEAIANK 6304.7800 945.5013 18.5883 1157 1 945.5013 1.55
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1541.7693 EVELEDPVENIGAK 40520.5900 1541.7697 27.4515 27741 2 771.3885 0.1496
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1280.7685 VVAAGANPVLITR 99342.4600 1280.7680 15.6621 27534 2 640.8877 ‐0.6748
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1199.6630 DLVGVLEDAIR 68909.8300 1199.6632 38.8965 23471 2 600.3352 ‐0.2623
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1505.7159 GYISPYFVTDSEK 15212.2800 1505.7168 28.2559 22009 2 753.3620 0.4874
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1736.8337 NLIEQAEQDYEKEK 15456.4800 1736.8347 28.4020 21686 3 579.6164 0.0822
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1536.7614 YEDLMAAGIIDPTK 55533.8400 1536.7634 30.9875 19624 2 768.8854 1.23
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1182.7093 LADLVGVTLGPK 47268.0600 1182.7086 18.1921 19039 2 591.8579 ‐0.9784
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1043.5844 IVNDGVTVAR 34102.0600 1043.5853 17.6476 15599 2 522.2963 0.3930
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4291.9070 2464.2654 34.7018 12470 3 822.0933 3.08
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1871.8592 SAENNLYVVEGMQFDR 5620.7520 1871.8637 30.6205 11224 2 936.4355 2.05
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 989.5150 EEVGLSLDK 24922.2200 989.5134 22.1911 10877 2 495.2603 ‐2.1916
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIAEAMSK 990.0763 3160.4418 36.0365 4829 3 1054.1521 0.3601
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 931.5095 GVVTLEEGK 16714.0700 931.5084 18.7880 4222 2 466.2578 ‐1.7632
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1479.6962 NLIEQAEQDYEK 3447.4310 1479.6953 27.6100 2314 2 740.3513 ‐0.7461
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 791.4662 ALSYPLK 3994.0790 791.4661 21.5751 4706 1 791.4661 0.5234
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1073.5949 AGKEVLGNASK 361.0187 1073.6197 26.3165 2864 2 537.3135 22.5690
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 3299.6617 VLANDNVKFGYNAATGKYEDLMAAGIIDPTK 829.7688 3299.6628 23.0541 1079 3 1100.5591 0.4748
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1509.7067 IEQAEQDYEKEK 192.3337 1509.7117 26.9066 7996 2 755.3595 3.1537
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 872.4836 GVLEDAIR 4729.5940 872.4849 38.8972 2254 1 872.4849 2.1234
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 602.3620 GVTVAR 856.0466 602.3621 18.1336 1522 1 602.3621 0.5449
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 716.3937 LEDAIR 8699.9580 716.3933 38.9007 1052 1 716.3933 ‐0.1172
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9047.9150 63740.8883 39 37.92 None 1082.6317 AAGANPVLITR 6330.5520 1082.6311 15.6601 941 1 1082.6311 0.4345
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1280.7685 VVAAGANPVLITR 64132.3600 1280.7680 15.6621 27534 2 640.8877 ‐0.3168
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1182.7093 LADLVGVTLGPK 24730.1800 1182.7086 18.1921 19039 2 591.8579 ‐0.5272
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1849.0066 SQYLDDIAILTGATVIR 2060.7930 1849.0079 21.9393 8141 2 925.0076 0.7188
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1871.8592 SAENNLYVVEGMQFDR 700.8132 1871.8535 18.4430 2636 2 936.4304 ‐3.1220
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 960.4997 VEDALNATK 162.8692 960.4779 20.1562 6498 1 960.4779 ‐21.4317
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1618.7806 VDAIKDTLENDEEK 345.8980 1618.7698 18.4097 3151 2 809.8885 ‐6.7060
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1386.6859 LSSATSISSSSFGR 388.9234 1386.7200 18.9146 2291 2 693.8637 24.6000
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1479.6962 NLIEQAEQDYEK 167.7462 1479.7084 21.7968 1551 1 1479.7084 10.63
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1245.7235 ALVNELKLMSK 4740.9970 1245.7199 17.6496 3747 2 623.3636 ‐2.8370
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1229.7001 IAALKAPGFGER 585.3723 1229.6961 16.8220 3488 2 615.3517 ‐3.1590
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 3299.6617 VLANDNVKFGYNAATGKYEDLMAAGIIDPTK 249.5965 3299.6628 23.0541 1079 3 1100.5591 1.29
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 714.3781 DALNATK 70.8781 714.3793 23.1696 1378 1 714.3793 2.34
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1157.6599 LVNELKLMSK 1549.2500 1157.6564 17.6269 1024 2 579.3319 ‐2.8989
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1082.6317 AAGANPVLITR 3683.9930 1082.6311 15.6601 941 1 1082.6311 0.9442
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 962.5339 NELKLMSK 585.7061 962.5310 17.4033 907 2 481.7691 ‐2.9689
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 1830.9960 SQYLDDIAILTGATVIR 262.7327 1830.9948 20.1024 2143 2 916.0010 ‐0.6702



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1997.4760 63740.8883 39 37.92 None 943.4731 VEDALNATK 88.4536 943.4704 17.8018 8947 2 472.2388 ‐2.8309
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1118.6052 IGATSDLQSVK 11839.4900 1118.6056 19.3038 8688 2 559.8064 ‐0.4370
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 3075.2480 2638.2018 31.0711 7923 3 880.0721 2.49
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1278.6325 DITFQNTAGPSK 4627.0950 1278.6348 20.3682 5139 2 639.8211 1.66
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1569.8343 TVAAAVAAAPENSNKR 5463.7090 1569.8397 16.9153 4860 3 523.9514 2.78
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1127.5732 EIFSKDNFK 518.4157 1127.5773 30.7275 2294 2 564.2923 2.47
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1040.4652 NIMFMGDGR 803.9855 1040.4676 26.1705 2148 2 520.7374 1.67
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1001.5626 VITAAAEAQK 633.6016 1001.5736 29.5149 55561 2 501.2904 10.0455
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1334.7063 AGVYRENVEVAK 597.7521 1334.6805 17.2339 48700 2 667.8439 ‐19.8482
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 2420.1921 YTAGQFIGGGGWLSSTGFPFSLGL 304.7606 2420.2073 39.0569 2983 3 807.4073 5.61
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 788.4149 ENVEVAK 864.9831 788.4246 23.0546 1615 1 788.4246 12.11
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 876.4356 NMVTAQGR 85.6731 876.4215 22.9332 1016 1 876.4215 ‐15.6373
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTDIANFEQK 575.3073 3871.8949 40.1837 89355 3 1291.3032 ‐1.2594
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDDADKQVR 881.6656 3021.4275 30.2530 4342 4 756.1123 1.11
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 617.3253 AAEAQK 99.8221 617.3247 25.8617 1802 1 617.3247 ‐0.5839
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 634.3195 KDNFK 45.9127 634.3213 31.3200 1653 1 634.3213 3.53
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 720.3563 EIFSKD 60.6307 720.3582 29.1325 1486 1 720.3582 3.1686
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1057.5385 AAAPENSNKR 167.0165 1057.5446 17.4341 849 2 529.2759 4.68
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 None 1109.5626 EIFSKDNFK 147.1439 1109.5643 28.8261 1017 2 555.2858 0.7239
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 653.7595 64769.2416 19 23.65 Carbamidomethyl+C(13) 3854.8697 ALLKGQIHVEHMCSNALAMIKNMTDTDIANFEQK 222.8970 3854.8635 41.8448 12112 3 1285.6260 ‐2.5236
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1308.7158 LLTPVEEGPTPR 10278.7700 1308.7145 22.6705 18722 2 654.8609 ‐1.5430
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1812.8803 IYSFGGEFTPNQPIDK 10081.5600 1812.8829 29.2578 18549 2 906.9451 1.63
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 950.5306 SVFASAALGK 5803.2170 950.5291 23.2274 14057 2 475.7682 ‐2.6002
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1522.8111 LNTLDSYNIVDKK 2099.3760 1522.8128 23.9833 13257 3 508.2758 0.4132
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1394.7162 LNTLDSYNIVDK 635.6887 1394.7053 26.2727 5401 2 697.8563 ‐8.1973
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1250.6375 GWTASTTATIGGK 536.1290 1250.6293 21.6525 3518 2 625.8183 ‐7.2424
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 2063.9345 APTNDRFDDLFFYGIDSA 5069.0170 2063.9360 38.2251 13428 2 1032.4716 1.04
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1007.5368 TASTTATIGGK 1854.1090 1007.5364 23.4206 3988 2 504.2718 ‐1.2857
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 981.5000 PVEEGPTPR 986.0509 981.5036 22.6337 2274 2 491.2554 2.05
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 764.4301 FASAALGK 2141.6330 764.4273 23.2493 1922 1 764.4273 ‐3.2837
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 884.4472 VEEGPTPR 116.5179 884.4519 22.4432 795 2 442.7296 4.1378
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 784.9479 67889.5427 12 13.25 None 1505.7846 LNTLDSYNIVDKK 311.3391 1505.7806 25.1034 869 2 753.3940 ‐2.8959
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1434.7587 VYVGQAQDGISAVK 58923.4700 1434.7576 21.9551 57455 2 717.8825 ‐0.9527
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1686.7718 GANLWDDGSTHDAVTK 36794.8400 1686.7721 21.8182 41705 3 562.9289 ‐0.3581
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 5710.3450 3655.8797 22.4002 39164 4 914.7254 0.0612
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1395.7301 IFGSDGSVITMLR 9252.8190 1395.7294 19.8020 34423 2 698.3683 ‐0.7144
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1820.9429 QTSPPFGLEAGTVFELK 9958.4640 1820.9452 20.8330 28537 2 910.9762 1.55
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1933.9502 TSDVIGSDEGTHFTLQVK 16936.1900 1933.9493 26.8850 27817 3 645.3213 ‐0.8693
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1091.6320 IGVHVRPLSN 8261.8360 1091.6325 20.7996 16915 2 546.3199 0.0090
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 685.3991 VRPLSN 123.7081 685.3990 22.2024 5487 1 685.3990 0.2040
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 978.5479 GVHVRPLSN 1779.7960 978.5476 20.7974 3131 2 489.7774 ‐0.9585
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1331.5862 WDDGSTHDAVTK 1754.8580 1331.5894 21.8206 2525 2 666.2983 2.0819
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1041.5939 SPEGIIQGIK 252.4196 1041.5939 20.4780 1464 2 521.3006 ‐0.4867
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1444.6703 LWDDGSTHDAVTK 502.0775 1444.6724 21.8252 1424 2 722.8398 1.49
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1558.7132 NLWDDGSTHDAVTK 836.5995 1558.7140 21.8214 1229 2 779.8607 0.4290
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1073.6214 IGVHVRPLSN 113.2117 1073.6275 19.6095 1004 2 537.3174 5.51
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7648.1120 32158.1143 15 40.60 None 1669.7453 GANLWDDGSTHDAVTK 296.5856 1669.7543 21.8188 812 3 557.2563 4.40
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 1420.7431 VYVGQGQDGISAVK 9019.6860 1420.7425 21.2869 13944 2 710.8749 ‐0.6152
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 2883.4170 2225.0382 25.5576 6316 3 742.3509 0.8335
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 1348.7107 TSPPYGLETQKK 3926.3340 1348.7121 17.6005 4128 3 450.2422 0.3587
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 452.0237 1840.7940 24.0223 2935 2 920.9006 ‐2.2504
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 1063.5782 PYGLETQKK 110.9631 1063.5842 17.9591 1180 2 532.2957 5.1286
NP_188266.1 jacalin related lectin Arabidopsis thaliana 789.4227 32022.7035 6 16.00 None 1160.6310 PPYGLETQKK 643.2833 1160.6334 17.6128 932 2 580.8203 1.06
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1390.7325 VYVGQGQDGVAAVK 15396.4800 1390.7318 20.0321 11436 2 695.8696 ‐0.7051
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1292.6481 SGFQISAPEATGK 6978.9560 1292.6478 23.3865 11109 2 646.8275 ‐0.5658
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1853.9855 SLSTQEVITALTFTTNK 3647.3820 1853.9847 20.7046 10983 2 927.4960 ‐0.2878
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1214.6627 SSTTPVPSTPLK 5002.6710 1214.6633 20.4953 10458 2 607.8353 0.1642
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1553.8574 NFGVDTVVTTLIFK 2406.1520 1553.8559 22.7825 6678 2 777.4316 ‐1.0520
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2557.0170 1939.9759 30.4524 6180 2 970.4916 0.1627
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1640.8683 VSIPFGIGAGTAFEFK 2605.0830 1640.8714 21.5569 2556 2 820.9393 1.83
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 588.5236 2319.1024 36.2090 1090 2 1160.0549 0.4281
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 1180.8290 2806.4305 19.5011 5293 3 936.1483 1.17
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1106.6204 FTLQVQDKK 403.2951 1106.6214 19.7001 1254 2 553.8143 0.4227
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 865.0459 2251.1072 38.7856 1035 2 1126.0572 20.2998
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1134.6154 TAGPFGIVSGTK 841.1765 1134.6071 18.0121 983 2 567.8072 ‐7.6986
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 2189.7970 2068.0719 28.5869 8203 3 690.0288 0.0926
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1376.7532 NKTAGPFGIVSGTK 509.2675 1376.7544 21.9957 1702 2 688.8808 0.5813
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 770.4043 QDGVAAVK 202.8380 770.4055 21.0661 5249 1 770.4055 2.15
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1070.5840 PLTPATQSQK 331.4113 1070.5826 18.0064 2685 2 535.7949 ‐1.8292
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1226.6204 FGIGAGTAFEFK 318.2518 1226.6187 20.2716 1357 2 613.8130 ‐1.8134
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1015.5571 AGPFGIVSGTK 132.3617 1015.5523 22.3519 1333 2 508.2798 ‐5.2399
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1116.6048 TAGPFGIVSGTK 199.7559 1116.6020 16.6087 1562 2 558.8046 ‐2.9846
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 20 26.81 None 1275.6216 SGFQISAPEATGK 248.3737 1275.6247 24.5984 1523 2 638.3160 2.1203
NP_188274.1 legume lectin like protein Arabidopsis thaliana 573.7338 30566.4136 7 23.19 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 2772.0180 2963.3712 23.2159 10939 3 988.4619 0.6378
NP_188274.1 legume lectin like protein Arabidopsis thaliana 573.7338 30566.4136 7 23.19 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 2262.5830 2170.0750 22.1705 9641 2 1085.5411 ‐1.1227
NP_188274.1 legume lectin like protein Arabidopsis thaliana 573.7338 30566.4136 7 23.19 None 1729.9331 NKDSTITVTLAPENVK 2217.6470 1729.9318 24.1297 5785 3 577.3155 ‐1.2079
NP_188274.1 legume lectin like protein Arabidopsis thaliana 573.7338 30566.4136 7 23.19 None 770.4407 LAPENVK 209.6109 770.4391 22.7739 4814 1 770.4391 ‐1.4491
NP_188274.1 legume lectin like protein Arabidopsis thaliana 430.2795 30566.4136 7 23.19 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1796.7780 2963.3712 23.2159 10939 3 988.4619 1.29
NP_188274.1 legume lectin like protein Arabidopsis thaliana 430.2795 30566.4136 7 23.19 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 3422.3690 2170.0750 22.1705 9641 2 1085.5411 ‐1.6102



NP_188274.1 legume lectin like protein Arabidopsis thaliana 430.2795 30566.4136 7 23.19 None 2153.0518 VLNEVLLQNMYAGFAGSMGR 132.4149 2153.0628 19.7133 877 2 1077.0350 5.0126
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1063.5782 VVDIVDTFR 34696.9700 1063.5780 29.0080 25438 2 532.2927 ‐0.6743
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1781.8857 EGSTNPTFLYFAHGLK 9491.8130 1781.8859 18.9554 17483 3 594.6335 ‐0.3707
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1165.5735 LSEEDQAVFK 3038.8140 1165.5743 21.1511 7113 2 583.2908 0.1959
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1293.6685 LSEEDQAVFKK 3635.5660 1293.6679 18.7491 5990 3 431.8941 ‐1.1602
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 811.4713 GFIAYIK 11199.7700 811.4709 17.0089 2653 1 811.4709 0.2478
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1515.7690 EIENGILWEVEGK 174.5798 1515.7526 21.3655 3267 3 505.9224 ‐11.3700
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1180.5844 SEEDQAVFKK 254.4174 1180.5825 17.5922 2561 2 590.7949 ‐2.0669
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 964.5098 VDIVDTFR 3948.3410 964.5064 28.9766 1745 1 964.5064 ‐2.7619
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 835.4461 YFAHGLK 140.9855 835.4428 19.0142 1282 1 835.4428 ‐3.2482
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 965.4575 EEDQAVFK 88.9410 965.4528 21.4166 1245 1 965.4528 ‐4.0514
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 3661.8400 18967.3870 16 33.33 None 1147.5630 LSEEDQAVFK 323.4633 1147.5647 21.0912 932 2 574.2860 1.0710
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1777.5930 18967.3870 16 33.33 None 1063.5782 VVDIVDTFR 33181.7400 1063.5780 29.0080 25438 2 532.2927 ‐1.0462
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1777.5930 18967.3870 16 33.33 None 637.3304 VDTFR 223.7523 637.3287 29.0589 3042 1 637.3287 ‐2.2377
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1777.5930 18967.3870 16 33.33 None 964.5098 VDIVDTFR 3598.3370 964.5064 28.9766 1745 1 964.5064 ‐3.0877
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1420.4300 18967.3870 16 33.33 None 1781.8857 EGSTNPTFLYFAHGLK 9201.0810 1781.8859 18.9554 17483 3 594.6335 ‐0.0895
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1420.4300 18967.3870 16 33.33 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 4353.0960 2447.2044 23.4331 17303 2 1224.1058 ‐0.3724
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1206.6113 ANVDYEQIVR 7038.2040 1206.6100 23.2421 16690 2 603.8086 ‐1.8165
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 12964.0900 2383.2732 26.3176 10303 4 596.5738 0.1687
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 3309.0880 2649.3366 27.4029 7875 4 663.0896 ‐0.0042
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1662.8374 DDADFTWEVVKPLK 9901.2380 1662.8398 31.2214 6759 3 554.9515 0.7718
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 873.5152 SIVASGLAR 33139.3900 873.5154 19.8023 6413 2 437.2613 ‐0.9524
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 2007.0216 TQVTIEYINESGAMVPVR 1461.4030 2007.0228 30.2457 5404 2 1004.0150 1.0108
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1296.7773 IPDKEILEIVK 13920.4900 1296.7775 28.5771 4732 2 648.8924 ‐0.4489
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 Carbamidomethyl+C(2) 1229.6096 TCPWLRPDGK 2234.4010 1229.6085 20.9725 1343 3 410.5410 ‐1.5173
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1183.6933 PDKEILEIVK 10783.0100 1183.6938 28.5954 2763 2 592.3505 ‐0.2838
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 673.3992 VASGLAR 2690.2770 673.4000 19.7977 2296 1 673.4000 1.43
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1047.5694 AQGVHGHLTK 309.8470 1047.5720 24.4144 1728 2 524.2896 1.18
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 574.3307 ASGLAR 5123.6060 574.3301 19.8015 1484 1 574.3301 ‐0.7333
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 807.4359 YEQIVR 254.8493 807.4369 22.3391 1448 2 404.2221 ‐0.0014
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1086.6405 DKEILEIVK 176.8319 1086.6380 26.5041 1310 2 543.8226 ‐3.1519
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1372.7332 PDIAQGVHGHLTK 281.3501 1372.7271 26.0926 841 2 686.8672 ‐4.8833
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2962.5470 43194.8578 17 35.37 None 1644.8268 DDADFTWEVVKPLK 231.3389 1644.8204 31.0569 1741 2 822.9138 ‐3.9850
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 1286.7103 APAALGPYSQAIK 2612.6650 1286.7097 24.1698 11620 2 643.8585 ‐0.8267
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 1737.8541 FVSESVEDQTEQVLK 5577.6060 1737.8547 26.8633 10439 2 869.4310 0.3623
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 1375.7580 STYQVAALPLNAK 9263.5310 1375.7569 26.3213 7518 2 688.3821 ‐1.0304
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 1083.5317 ASGADYSSVVK 12300.0500 1083.5322 17.9901 4995 2 542.2697 ‐0.0402
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 2403.2112 ASGADYSSVVKTTIMLADLADFK 1649.0930 2403.2131 22.8289 15103 2 1202.1102 1.17
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 817.4090 STYQVAAL 118.2407 817.4058 24.7691 1496 1 817.4058 ‐3.3972
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 1996.5520 19929.9347 11 34.22 None 1065.5211 ASGADYSSVVK 473.5150 1065.5216 16.3865 3058 2 533.2644 ‐0.0787
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 992.6188 19929.9347 11 34.22 None 1737.8541 FVSESVEDQTEQVLK 3224.9900 1737.8547 26.8633 10439 2 869.4310 0.3491
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 992.6188 19929.9347 11 34.22 None 1375.7580 STYQVAALPLNAK 10119.0400 1375.7569 26.3213 7518 2 688.3821 ‐1.2363
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 992.6188 19929.9347 11 34.22 None 1083.5317 ASGADYSSVVK 517.9431 1083.5477 19.2466 3645 2 542.2775 13.9245
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 992.6188 19929.9347 11 34.22 None 907.4520 GADYSSVVK 529.5932 907.4554 20.1129 1627 1 907.4554 4.28
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1661.8017 LLEQDNPDLGYDAAK 2129.9760 1661.7988 23.5742 15534 2 831.4030 ‐1.7684
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1059.5681 EGVITIQDGK 8822.4470 1059.5638 20.5476 12858 2 530.2855 ‐4.5325
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1508.7665 TLFNELEVVEGMK 7835.2980 1508.7670 35.8937 10918 2 754.8871 0.1918
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1196.7361 IGVQIIQNALK 31508.7300 1196.7357 18.4960 9100 2 598.8715 ‐0.7596
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1927.0647 AAVEEGILPGGGVALLYAAR 2866.2210 1927.0685 20.7886 7837 2 964.0379 2.1656
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1235.5871 SVAAGMNAMDLR 1874.9770 1235.5861 24.6255 6187 2 618.2967 ‐1.1342
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1418.6951 GYTSPYFITNQK 3536.0320 1418.6954 25.3668 5686 2 709.8513 0.0042
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1585.7592 SAIELSTSDYDKEK 6181.4980 1585.7593 21.0313 5272 3 529.2579 ‐0.4835
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 843.5298 LSGGVAVLK 2335.1030 843.5286 20.2142 4783 2 422.2679 ‐2.1888
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 5193.8330 1123.5490 16.6455 3689 2 562.2781 ‐0.1493
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 3234.7340 2235.0657 23.1556 3195 3 745.6934 ‐0.9044
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1146.5637 IGGASEAEVGEK 3126.9570 1146.5632 15.5421 2692 2 573.7852 ‐0.8993
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 826.5033 AGIIDPLK 10197.6800 826.5026 25.2331 1668 2 413.7550 ‐1.4650
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 1447.1380 2615.3387 40.8314 4147 3 872.4511 5.85
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 704.6580 2946.4911 22.1421 1495 3 982.8352 ‐6.0108
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1331.7239 EIGELIAKAMEK 640.2451 1331.7224 29.9030 2230 2 666.3648 ‐1.4025
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 818.1190 2743.4324 38.5765 2079 3 915.1490 5.0597
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 2583.2283 LLEQDNPDLGYDAAKGEYVDMVK 789.7388 2583.2275 29.1391 1908 3 861.7474 ‐0.4654
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1892.9786 TLFNELEVVEGMKLDR 365.6826 1892.9863 24.4758 1192 2 946.9968 4.91
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1876.9559 IAQNARQVSSRMSWSR 161.5895 1876.9421 21.5163 1051 2 938.9747 ‐7.1877
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1942.9790 AALTGGEVITDELGMNLEK 269.8734 1942.9852 40.8908 2106 2 971.9962 3.26
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 730.4458 SGGVAVLK 711.0679 730.4442 20.2115 1804 1 730.4442 ‐1.6586
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 718.3770 TLFNEL 124.4918 718.3759 22.8504 1580 1 718.3759 ‐1.1064
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 765.4002 IAQNARQ 102.2768 765.4016 20.8712 1354 1 765.4016 2.01
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 904.4258 SAIELSTSD 189.0720 904.4213 21.6917 1118 1 904.4213 ‐4.2683
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 3371.0510 61622.8664 48 43.85 None 1221.6474 AAVEEGILPGGGVA 405.2794 1221.6484 21.0848 990 2 611.3279 0.4906
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1508.7665 TLFNELEVVEGMK 11437.1600 1508.7670 35.8937 10918 2 754.8871 0.0567
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1235.5871 SVAAGMNAMDLR 1790.9550 1235.5861 24.6255 6187 2 618.2967 ‐1.4146
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1418.6951 GYTSPYFITNQK 1777.5050 1418.6954 25.3668 5686 2 709.8513 ‐0.1788
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 1922.3260 2615.3387 40.8314 4147 3 872.4511 5.1138
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 1818.7470 2235.0657 23.1556 3195 3 745.6934 ‐1.3757
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1661.8017 LLEQDNPDLGYDAAK 1250.1940 1661.8018 27.5285 2204 2 831.4045 ‐0.0129
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 826.5033 AGIIDPLK 7800.7710 826.5026 25.2331 1668 2 413.7550 ‐1.9630
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1059.5681 EGVITIQDGK 555.6324 1059.5590 24.5118 3156 2 530.2832 ‐9.3959



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 932.5047 VTDALNATK 108.6554 932.5087 26.8882 3036 2 466.7580 3.1601
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 Carbamidomethyl+C(9) 1251.6436 VDLSMLGTCKK 226.5993 1251.6175 24.5876 2352 2 626.3124 ‐21.4218
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1585.7592 SAIELSTSDYDKEK 257.8701 1585.7937 28.8924 1319 3 529.2694 21.0885
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 1058.8610 2743.4324 38.5765 2079 3 915.1490 4.99
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 Oxidation+M(6) 1407.6831 SVAAGMNAMDLRR 921.6412 1407.6830 30.8578 2107 2 704.3451 ‐0.4909
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 Carbamidomethyl+C(7) 1037.5482 LSMLGTCKK 184.4026 1037.5499 24.5755 4065 2 519.2786 0.7047
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 647.0906 61622.8664 48 43.85 None 1942.9790 AALTGGEVITDELGMNLEK 1293.1510 1942.9777 40.8785 859 2 971.9925 ‐0.3753
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 1196.7361 IGVQIIQNALK 37914.8300 1196.7357 18.4960 9100 2 598.8715 ‐0.3217
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 1927.0647 AAVEEGILPGGGVALLYAAR 3627.9930 1927.0685 20.7886 7837 2 964.0379 1.91
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 5732.1140 1123.5490 16.6455 3689 2 562.2781 0.3582
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 2946.5088 MISTSEEIAQVGTISANGEREIGELIAK 1525.8990 2946.4911 22.1421 1495 3 982.8352 ‐4.8190
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 1892.9786 TLFNELEVVEGMKLDR 229.4679 1892.9863 24.4758 1192 2 946.9968 3.50
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 718.3770 TLFNEL 63.5223 718.3795 24.5146 1470 1 718.3795 4.0268
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 2642.1960 61622.8664 48 43.85 None 686.4196 IQNALK 160.1718 686.4189 17.0719 1252 1 686.4189 ‐0.4608
NP_189059.1 glutathione disulfide reductase Arabidopsis thaliana 250.1669 54327.0531 5 10.42 None 2309.0867 AQFDSTVGIHPSSAEEFVTMR 3019.3920 2309.0913 30.1758 4689 3 770.3686 1.29
NP_189059.1 glutathione disulfide reductase Arabidopsis thaliana 250.1669 54327.0531 5 10.42 None 1636.9017 GVNLHPQTSLTQLTK 1836.8640 1636.9002 25.2967 4213 3 546.3049 ‐1.6231
NP_189059.1 glutathione disulfide reductase Arabidopsis thaliana 250.1669 54327.0531 5 10.42 None 1698.8585 ILVYGATYGGELEDAK 761.9122 1698.8599 27.7869 2866 2 849.9336 0.8255
NP_189059.1 glutathione disulfide reductase Arabidopsis thaliana 250.1669 54327.0531 5 10.42 None 2834.4571 AQKPNIPGHELAITSDEALSLEEFPK 583.2383 2834.3929 32.5204 4937 3 945.4691 ‐23.4698
NP_189059.1 glutathione disulfide reductase Arabidopsis thaliana 250.1669 54327.0531 5 10.42 None 1614.8234 TNIPSIWAVGDATNR 434.5537 1614.8482 29.7290 763 3 538.9542 14.6179
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 4150.9330 23849.1166 3 19.91 None 1047.5469 GQAAPDFTLK 6242.2760 1047.5469 23.1689 13329 2 524.2771 ‐0.5602
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 4150.9330 23849.1166 3 19.91 None 1613.7766 AGAEVIGISGDDSASHK 47293.0600 1613.7772 19.9006 12210 3 538.5973 ‐0.1201
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 4150.9330 23849.1166 3 19.91 None 1684.8806 KDWGVPGDLFGALPGR 1887.3040 1684.8825 20.1190 5098 3 562.2990 0.6055
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 920.4910 ITMIWEK 37598.4600 920.4887 17.2983 45184 2 460.7480 ‐3.0957
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 1240.6354 GLEGHVMEQLK 8868.0980 1240.6337 22.8420 22864 2 620.8205 ‐1.7373
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 1783.8207 NDDFPEPSSYMQLLK 6573.0580 1783.8267 34.7027 9182 2 892.4170 3.28
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 1398.7304 VYEIDFQFIPK 4231.4770 1398.7299 20.4203 7563 2 699.8686 ‐0.5913
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 1487.7233 SMVIDMEDHVLKA 8059.4530 1487.7235 29.8736 9690 3 496.5794 ‐0.4384
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 807.4069 TMIWEK 15207.7900 807.4075 17.2977 11039 1 807.4075 1.33
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 706.3593 MIWEK 9442.6700 706.3577 17.2965 3994 1 706.3577 ‐1.6683
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 648.3385 MEQLK 109.8584 648.3369 23.0322 2056 1 648.3369 ‐2.0971
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 941.4873 GHVMEQLK 156.5175 941.4838 23.9408 1746 2 471.2456 ‐4.2860
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3343.8770 17887.1234 10 37.50 None 902.4804 ITMIWEK 166.9262 902.4856 18.5552 783 2 451.7464 5.0716
NP_189283.1 aquaporin TIP1 2 Arabidopsis thaliana 1583.9040 25905.8296 1 7.11 None 1980.0298 NIAIGGVQEEVYHPNALR 22262.6500 1980.0305 27.4028 15190 3 660.6817 ‐0.0155
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 1747.8861 ELAQAYEVLSDPEKR 3067.2530 1747.8870 26.4246 5108 3 583.3005 ‐0.1954
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 2237.1125 LYIHFTVEFPDSLSPDQTK 1230.6350 2237.1190 35.6533 4087 3 746.3779 2.1731
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 929.5302 VLEVNVEK 1185.1710 929.5287 19.9942 3263 2 465.2680 ‐2.6874
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 1354.6923 VSLEDVYLGTMK 384.3413 1354.6692 25.3004 11013 2 677.8383 ‐17.4783
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 1599.7649 REIYDQYGEDALK 105.2136 1599.7481 28.5697 2188 2 800.3777 ‐10.6700
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 1866.9484 FKELAQAYEVLSDPEK 336.0157 1866.9176 33.8562 1645 2 933.9624 ‐16.2514
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 214.8294 47071.6534 7 10.00 None 1298.6263 ELAQAYEVLSDP 906.8743 1298.6296 26.4002 5784 2 649.8184 1.34
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 21412.3200 1481.6937 23.8939 14405 2 741.3505 ‐0.4534
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 10676.2000 2164.0370 31.7764 11083 2 1082.5221 ‐0.0523
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 946.5026 LMPTSLER 1066.5680 946.5012 21.3554 10701 2 473.7542 ‐2.0994
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 1837.9483 GSELVVFPEAFIGGYPR 3166.3020 1837.9447 21.9064 8411 2 919.4760 ‐1.8005
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 2022.0390 ATIVQASTVYNDTPATLEK 2212.8110 2022.0377 26.7512 8342 2 1011.5225 ‐0.3236
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 17491.6300 1189.5798 24.8350 8339 2 595.2935 0.8710
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 864.4825 FIVEAASK 3569.1360 864.4816 19.4318 4366 2 432.7445 ‐1.7282
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 Carbamidomethyl+C(15)
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 605.3253 TSLER 112.3237 605.3268 22.2591 2633 1 605.3268 2.03
NP_190016.1 nitrilase 2 Arabidopsis thaliana 2456.8700 37552.3507 20 36.28 None 1102.6143 IPVYDTPIGK 176.3432 1102.6090 32.3060 994 1 1102.6090 ‐3.7809
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 23475.6500 1481.6937 23.8939 14405 2 741.3505 ‐0.6028
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 10934.3200 2164.0370 31.7764 11083 2 1082.5221 0.1612
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 946.5026 LMPTSLER 1117.8270 946.5012 21.3554 10701 2 473.7542 ‐2.5336
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 2022.0390 ATIVQASTVYNDTPATLEK 5098.2040 2022.0377 26.7512 8342 2 1011.5225 ‐0.1856
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 25280.4400 1189.5798 24.8350 8339 2 595.2935 0.5661
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 864.4825 FIVEAASK 2829.2750 864.4816 19.4318 4366 2 432.7445 ‐2.2060
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 1350.7086 NNVYLVMGAIEK 270.0632 1350.6781 27.3932 1689 2 675.8427 ‐23.0742
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 Carbamidomethyl+C(15)
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 605.3253 TSLER 202.5545 605.3268 22.2591 2633 1 605.3268 2.18
NP_190016.1 nitrilase 2 Arabidopsis thaliana 4023.8580 37552.3507 20 36.28 None 1102.6143 IPVYDTPIGK 191.7814 1102.6090 32.3060 994 1 1102.6090 ‐4.2479
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1219.7045 LFGVTTLDVVR 23887.4700 1219.7041 19.6331 13321 2 610.3557 ‐0.7230
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1777.0946 VAVLGAAGGIGQPLSLLIK 1982.2340 1777.0977 22.2808 5822 2 889.0525 1.77
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1272.6695 GVAFANKPAAAAAN 1982.9700 1272.6712 18.5671 5749 2 636.8393 1.0288
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1244.6481 IQNAGTEVVDAK 2496.9610 1244.6487 17.5668 5742 2 622.8280 0.1543
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1375.7216 DDLFNINANIVK 6541.0220 1375.7221 32.1334 5332 2 688.3647 0.0826
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 Carbamidomethyl+C(11) 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 1522.6520 3011.3646 24.2560 3790 3 1004.4597 1.0277
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1901.0201 MSPLVSTLHLYDIANVK 1300.7740 1901.0184 20.4755 3336 3 634.3443 ‐1.3176
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1334.7791 DVNVVVIPAGVPR 9959.4530 1334.7792 29.2116 2344 2 667.8932 ‐0.1751
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1468.7213 AGAGSATLSMAYAAAR 340.5127 1468.7234 34.5933 1518 2 734.8653 1.82
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 2106.0713 TKPSVNFTDEEIQELTVR 1521.1880 2106.0739 29.9498 3959 3 702.6961 0.8616
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAAAR 1443.9240 2694.3543 23.0874 9806 3 898.7896 0.9308
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1069.5789 GVAFANKPAAAA 292.0438 1069.5837 17.7854 306704 2 535.2955 4.0297
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1032.5837 FNINANIVK 182.2801 1032.5794 30.0208 1590 2 516.7933 ‐4.6858
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1340.6627 AGSATLSMAYAAAR 689.3307 1340.6627 22.3340 1193 2 670.8350 ‐0.2950
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 1354.7001 STLTDLPFFASR 407.9289 1354.6973 24.3123 1182 1 1354.6973 ‐0.8298
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1761.6480 42633.7482 35 39.45 None 902.5306 VTTLDVVR 221.0637 902.5329 18.5978 1040 1 902.5329 3.50
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1272.6695 GVAFANKPAAAAAN 2867.7140 1272.6712 18.5671 5749 2 636.8393 0.7681
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1375.7216 DDLFNINANIVK 4977.9580 1375.7221 32.1334 5332 2 688.3647 ‐0.1233
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1334.7791 DVNVVVIPAGVPR 15453.6800 1334.7792 29.2116 2344 2 667.8932 ‐0.4027



NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1439.7224 STSLISGSDSSSLAK 261.9375 1439.7383 33.1556 4018 2 720.3728 10.40
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 2106.0713 TKPSVNFTDEEIQELTVR 1421.6400 2106.0739 29.9498 3959 3 702.6961 0.4559
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 244.8967 1711.8084 26.3408 3254 2 856.4078 ‐5.6324
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1244.6481 IQNAGTEVVDAK 85.3999 1244.6160 32.8334 880 2 622.8117 ‐26.3977
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 2861.4779 NGLEAVIESDLQGLTEYEQKALEALK 872.6074 2861.4595 39.6251 2538 3 954.4914 ‐7.2396
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1692.8439 VNFTDEEIQELTVR 1053.2720 1692.8415 29.9064 5087 2 846.9244 ‐1.4170
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 831.8684 42633.7482 35 39.45 None 1032.5837 FNINANIVK 145.8687 1032.5794 30.0208 1590 2 516.7933 ‐5.0742
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 1219.7045 LFGVTTLDVVR 26371.0100 1219.7041 19.6331 13321 2 610.3557 ‐0.3069
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 1777.0946 VAVLGAAGGIGQPLSLLIK 1820.0990 1777.0977 22.2808 5822 2 889.0525 1.38
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 Carbamidomethyl+C(11) 3011.3615 ALDGDGDVYECSFVESTLTDLPFFASR 2402.5590 3011.3646 24.2560 3790 3 1004.4597 2.03
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 1901.0201 MSPLVSTLHLYDIANVK 1107.4170 1901.0184 20.4755 3336 3 634.3443 ‐0.9433
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 894.4680 ANTFVSQK 310.2630 894.4879 18.0818 4981 1 894.4879 23.2686
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 1468.7213 AGAGSATLSMAYAAAR 312.4820 1468.7033 17.7996 2491 2 734.8553 ‐12.2024
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 959.5520 GVTTLDVVR 1219.0580 959.5473 19.6368 1427 1 959.5473 ‐3.7395
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 1354.7001 STLTDLPFFASR 1023.6600 1354.6973 24.3123 1182 1 1354.6973 ‐0.0064
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1162.7350 42633.7482 35 39.45 None 902.5306 VTTLDVVR 126.9082 902.5329 18.5978 1040 1 902.5329 3.69
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 Carbamidomethyl+C(23) 2575.2192 DGTDDPLLNVVQSESVDLSGLGCGK 1739.1610 2575.2256 38.4374 3300 3 859.0800 2.80
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 None 1451.7125 DVVYSADNNLSVR 2166.9790 1451.7122 22.8578 2620 2 726.3597 ‐0.3677
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 None 1535.7952 IYLPEKAAAETDSK 309.9046 1535.7824 25.9634 3231 3 512.5990 ‐8.8734
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 None 4203.1278 LMGEATVPPSSEPQNGVVSKDVVYSADNNLSVRIYL 208.3690 4203.0904 40.1820 874 3 1401.7017 ‐8.3908
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 None 1434.6859 DVVYSADNNLSVR 284.3289 1434.6938 22.7007 796 2 717.8505 5.71
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 221.1412 35795.4815 6 11.73 Carbamidomethyl+C(23) 2558.1927 DGTDDPLLNVVQSESVDLSGLGCGK 555.4374 2558.1882 38.2745 764 3 853.4009 ‐1.8978
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1622.8748 AGSGVATLGLPDSPGVPK 5568.0510 1622.8745 27.7623 9754 2 811.9409 ‐0.2224
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 4182.8980 2215.1259 20.5740 9655 2 1108.0666 ‐0.5761
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1286.7215 IIGGGLPVGAYGGR 13327.3900 1286.7212 16.6047 9365 2 643.8642 ‐0.6084
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1240.6467 NLMPGGVNSPVR 6642.6760 1240.6455 23.6525 8125 2 620.8264 ‐1.3333
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1413.6896 LSQPGTYEYLDK 415.3214 1413.6858 23.9341 6315 2 707.3466 ‐2.8931
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1950.9655 AATSDTLTAPYNDIAAVEK 6647.7070 1950.9660 28.6894 3233 2 975.9866 0.4864
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1422.9710 50483.8266 23 23.9 None 1274.6409 SVGGQPVVMDSAK 6614.6800 1274.6412 19.0880 3117 2 637.8243 ‐0.0768
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1622.8748 AGSGVATLGLPDSPGVPK 7769.6770 1622.8745 27.7623 9754 2 811.9409 ‐0.2967
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1240.6467 NLMPGGVNSPVR 10014.6300 1240.6455 23.6525 8125 2 620.8264 ‐1.6110
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1413.6896 LSQPGTYEYLDK 680.3992 1413.6858 23.9341 6315 2 707.3466 ‐3.0788
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1950.9655 AATSDTLTAPYNDIAAVEK 7674.9930 1950.9660 28.6894 3233 2 975.9866 0.5866
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1274.6409 SVGGQPVVMDSAK 489.2328 1274.6701 19.9159 2499 2 637.8387 22.3324
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 Carbamidomethyl+C(2) 1465.7502 RCIKMSVSVEEK 359.6795 1465.7515 22.4395 1342 2 733.3794 0.5570
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 931.4407 TYEYLDK 201.5947 931.4417 25.5746 2264 1 931.4417 1.89
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 890.6342 50483.8266 23 23.9 None 1257.6144 SVGGQPVVMDSAK 1833.1690 1257.6134 20.9651 1049 2 629.3103 ‐1.3824
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3172.2410 2215.1259 20.5740 9655 2 1108.0666 ‐1.1065
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 1286.7215 IIGGGLPVGAYGGR 16536.5600 1286.7212 16.6047 9365 2 643.8642 ‐0.2560
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 1797.8840 DNGALLIFDEVMTGFR 223.0605 1797.8659 20.9305 1992 2 899.4366 ‐10.0926
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 4146.0488 IRDIDGNEYIDYVGSWGPAIIGHADDEVLAALAETM 1676.9460 4146.0335 22.5048 1298 3 1382.6827 ‐1.0951
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 Oxidation+M(12) 2204.0764 SEEAFNAAKNLMPGGVNSPVR 137.4357 2204.0849 21.6677 7333 3 735.3665 4.1456
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 Oxidation+M(5) 1437.7631 AKNLMPGGVNSPVR 138.1971 1437.7618 20.9469 4356 2 719.3845 ‐0.8785
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 711.3784 GVNSPVR 78.7086 711.3768 24.5077 1868 1 711.3768 ‐1.6547
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 639.1904 50483.8266 23 23.9 None 1173.6375 IGGGLPVGAYGGR 210.8322 1173.6420 15.9117 1491 2 587.3247 3.61
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 None 1426.8264 GVPLTQLNLASSVK 7293.7100 1426.8240 18.0425 12163 2 713.9156 ‐1.8959
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 4880.4690 1420.6888 24.7891 8671 2 710.8480 ‐0.3412
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 None 1221.5845 EGTTVTEEDIK 10298.7900 1221.5853 17.5597 7515 2 611.2963 0.3075
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 None 3077.4217 AGFEFGWFHTGDIGYFDTDGYLHLVGR 206.3985 3077.3541 37.9259 775 3 1026.4562 ‐21.9153
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 None 3714.8777 FSATTFWPDMKKYNATWYTAVPTIHQIILDR 480.2592 3714.8766 37.5374 5206 3 1238.9637 0.0058
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 Carbamidomethyl+C(13) 1742.8490 GEIQEPNNKGEVCIR 919.9653 1742.8526 19.4361 2289 3 581.6224 1.31
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 543.8463 55772.4915 7 10.12 Carbamidomethyl+C(7) 1403.6624 YGEEINCAVIPR 456.2124 1403.6638 24.9710 1851 2 702.3355 0.7832
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 43653.7000 1193.5732 23.8272 36692 2 597.2902 ‐0.4326
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 973.5313 ETIVNELR 45415.0600 973.5308 22.9849 25839 2 487.2690 ‐1.0698
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 7684.4790 2140.1096 17.5083 23486 3 714.0414 ‐2.6340
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 2152.9757 AYADGTQTFFNAFVEAMNR 13227.2900 2152.9750 23.4566 22646 2 1076.9911 0.0908
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 1035.5469 SALVDFDLR 22367.0000 1035.5467 29.7478 20154 2 518.2770 ‐0.7759
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 1574.7955 MGNITPTTGTQGQIR 14779.9200 1574.7966 20.4494 16704 2 787.9020 0.6376
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 1345.6358 FFNAFVEAMNR 2508.0790 1345.6388 20.1350 11302 2 673.3230 1.58
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 764.3937 VDFDLR 173.0134 764.3909 28.9422 71772 1 764.3909 ‐3.0774
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 Carbamidomethyl+C(2) 1079.5303 QCQFILDR 230.0421 1079.5267 24.6157 3353 2 540.2670 ‐3.8419
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4597.2520 39345.4223 22 23.80 None 877.4778 LVDFDLR 225.3151 877.4769 29.7460 1141 1 877.4769 ‐0.3490
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 32682.8800 1193.5731 23.8160 34851 2 597.2902 ‐0.7796
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 None 1035.5469 SALVDFDLR 26526.5100 1035.5467 29.7478 20154 2 518.2770 ‐1.1628
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 None 1574.7955 MGNITPTTGTQGQIR 12990.5100 1574.7966 20.4494 16704 2 787.9020 0.5377
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 None 764.3937 VDFDLR 129.8273 764.3909 29.7566 4755 1 764.3909 ‐3.2764
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 Carbamidomethyl+C(1) 951.4717 CQFILDR 165.3098 951.4747 25.6917 2438 2 476.2410 2.0912
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2061.5920 39345.4223 22 23.80 None 877.4778 LVDFDLR 246.1842 877.4769 29.7460 1141 1 877.4769 ‐0.5858
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 4827.9770 2140.1096 17.5083 23486 3 714.0414 ‐2.0727
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 None 2152.9757 AYADGTQTFFNAFVEAMNR 5049.6930 2152.9750 23.4566 22646 2 1076.9911 ‐0.3805
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 591.8248 2758.4544 25.5779 1081 3 920.1563 ‐8.8362
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 None 1937.9967 SALVDFDLRTPTVFDNK 186.1678 1938.0037 20.7101 8624 2 969.5055 3.32
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 Oxidation+M(18) 2082.0185 DAFGNANSARGFPVIDRMK 840.9193 2082.0113 25.6190 4933 2 1041.5093 ‐3.5523
NP_190481.1 peroxidase 34 Arabidopsis thaliana 600.9272 39345.4223 22 23.80 None 1659.8377 SALVDFDLRTPTVFD 344.5162 1659.8421 19.9121 1198 2 830.4247 2.31
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 44092.7300 2604.3084 33.9099 77492 3 868.7743 1.77
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1203.6579 NTAASVGEITLK 32531.0200 1203.6558 23.4851 66544 2 602.3315 ‐2.1600
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 950.5710 VPFLFTVK 26199.4200 950.5700 19.7664 45533 2 475.7886 ‐1.6388
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 28236.7000 1362.6380 18.8059 30757 2 681.8227 ‐1.6114
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 881.4880 FLVPSYR 22801.7100 881.4862 16.2625 25906 2 441.2468 ‐2.6001



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 7747.6590 2256.0916 34.8137 15477 2 1128.5495 0.4093
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 7286.2800 2174.9632 26.7878 12269 2 1087.9853 ‐0.8200
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1562.7558 GGSTGYDNAVALPAGGR 27565.6900 1562.7570 22.1063 10749 2 781.8822 0.7264
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 6034.1460 2294.1343 30.0805 6963 3 765.3829 1.77
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1464.7329 QLEASGKPESFSGK 2348.2600 1464.7330 17.1991 5839 3 488.9159 ‐0.5265
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1096.5521 LTYDEIQSK 3671.0250 1096.5613 19.6643 10285 2 548.7843 7.05
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 2214.2241 IAGFALATSALVVSGAGAEGAPKR 1027.0110 2214.2235 24.3487 2018 2 1107.6154 0.1671
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1252.6532 RLTYDEIQSK 28887.3800 1252.6538 18.5644 13251 2 626.8306 0.1773
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 2016.1335 ENVKNTAASVGEITLKITK 740.5290 2016.1345 20.3941 9834 3 672.7163 0.0794
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 522.2671 PSYR 1931.4570 522.2667 16.2473 8977 1 522.2667 ‐0.3672
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 908.4724 EPTSFTVK 424.3000 908.4724 18.5751 6993 2 454.7398 ‐0.6108
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 621.3355 VPSYR 853.6597 621.3343 16.2989 6157 1 621.3343 ‐1.4472
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 846.4931 SVGEITLK 376.3988 846.4926 22.0882 5947 2 423.7499 ‐1.3241
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 891.4571 RLTYDEI 227.3740 891.4548 17.1163 3025 1 891.4548 ‐1.8375
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 754.4498 FLFTVK 15318.8100 754.4494 19.7688 2674 1 754.4494 0.0366
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1413.8312 TAASVGEITLKITK 282.3452 1413.8241 21.7169 1969 2 707.4157 ‐5.2203
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 917.5302 ASVGEITLK 1834.4940 917.5310 23.4857 1672 1 917.5310 1.49
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 932.5604 VPFLFTVK 123.4985 932.5568 20.9097 5552 1 932.5568 ‐3.0411
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 9589.4600 35247.4575 39 59.52 None 1544.7452 GGSTGYDNAVALPAGGR 250.8302 1544.7374 22.4202 2372 2 772.8724 ‐5.1269
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 30997.6800 2604.3084 33.9099 77492 3 868.7743 0.9186
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 1203.6579 NTAASVGEITLK 37953.9500 1203.6558 23.4851 66544 2 602.3315 ‐2.4574
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 1192.5997 IQGVWYGQIE 22557.3500 1192.6009 31.1101 20723 2 596.8041 0.2985
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 2322.3070 2256.0916 34.8137 15477 2 1128.5495 0.6718
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 3363.1450 2174.9632 26.7878 12269 2 1087.9853 ‐0.6006
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 1562.7558 GGSTGYDNAVALPAGGR 32742.6700 1562.7570 22.1063 10749 2 781.8822 0.6201
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 6440.6980 2294.1343 30.0805 6963 3 765.3829 1.1264
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 526.2620 NTAASV 539.1511 526.2638 24.8385 2329 1 526.2638 3.61
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 988.5673 AASVGEITLK 1643.8370 988.5676 23.4833 1952 1 988.5676 0.7225
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 903.4418 PSDTDLGAK 5211.7200 903.4451 33.9048 1922 1 903.4451 4.0753
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 846.4931 SVGEITLK 1497.8150 846.4902 23.4840 1820 1 846.4902 ‐3.0045
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 747.3824 IQGVWY 122.9999 747.3785 30.3850 1763 1 747.3785 ‐4.7821
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 917.5302 ASVGEITLK 2287.2020 917.5310 23.4857 1672 1 917.5310 1.71
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 1701.8694 SKPETGEVIGVFESLQ 554.3786 1701.8673 33.9159 989 2 851.4373 ‐1.2129
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6849.6600 35247.4575 39 59.52 None 1186.6314 NTAASVGEITLK 335.2325 1186.6312 24.7570 1308 2 593.8193 ‐0.8281
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1878.9848 TSVPDVYAVGDVATFPLK 4771.3000 1878.9870 20.1517 12395 2 939.9971 1.91
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1786.9334 EFANQGVQPGELAVISK 7320.1820 1786.9355 27.9629 9681 2 893.9714 1.32
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1414.7536 ARPSAESLDELVK 1442.3850 1414.7513 24.6051 9052 3 472.2553 ‐2.2777
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 10064.4900 2255.0294 37.4075 8964 2 1128.0183 0.5891
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1496.6686 VVGAFMEGGSGDENK 10363.9200 1496.6692 21.6362 8302 2 748.8382 0.2397
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1430.7638 EAVAPYERPALSK 17960.4100 1430.7644 19.6580 6954 3 477.5930 ‐0.2168
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1112.5524 FGAYWVQGGK 4880.1230 1112.5542 16.3803 4876 2 556.7807 1.1574
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 849.4716 LLPESYK 7495.0130 849.4710 19.1113 3928 2 425.2392 ‐1.3990
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 779.4298 LTDFGVK 2019.4980 779.4310 20.3273 950 2 390.2192 0.8622
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1562.7809 GTVASGFTAQPNGEVK 169.9357 1562.7916 34.0434 6217 2 781.8994 6.60
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1879.9218 VVGAFMEGGSGDENKALAK 1330.1700 1879.9153 30.9376 2605 2 940.4613 ‐3.2934
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 736.3876 LPESYK 496.9247 736.3845 21.2983 56247 1 736.3845 ‐3.6699
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 605.2930 PESYK 73.9153 605.2906 21.3608 1901 1 605.2906 ‐3.5592
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 623.3035 PESYK 4339.7910 623.3053 19.2347 1841 1 623.3053 3.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1128.5644 GGSGDENKALAK 185.6179 1128.5666 29.5498 1078 1 1128.5666 2.52
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1478.6580 VVGAFMEGGSGDENK 463.3258 1478.6658 21.9829 2161 2 739.8365 5.1170
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2159.9840 46658.2958 27 28.57 None 1412.7532 EAVAPYERPALSK 334.8367 1412.7518 20.8182 2026 3 471.5888 ‐1.6554
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1786.9334 EFANQGVQPGELAVISK 3135.8820 1786.9355 27.9629 9681 2 893.9714 1.62
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1414.7536 ARPSAESLDELVK 1522.2860 1414.7513 24.6051 9052 3 472.2553 ‐2.3319
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 12346.6900 2255.0294 37.4075 8964 2 1128.0183 0.8510
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1496.6686 VVGAFMEGGSGDENK 5961.9780 1496.6692 21.6362 8302 2 748.8382 0.0982
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1430.7638 EAVAPYERPALSK 16422.2600 1430.7644 19.6580 6954 3 477.5930 ‐0.2792
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 779.4298 LTDFGVK 4433.8690 779.4310 20.3273 950 2 390.2192 0.3392
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1562.7809 GTVASGFTAQPNGEVK 159.9608 1562.7916 34.0434 6217 2 781.8994 6.97
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1112.5524 FGAYWVQGGK 560.4050 1112.5466 20.4893 1132 2 556.7769 ‐6.0112
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1412.7532 EAVAPYERPALSK 418.3433 1412.7518 20.8182 2026 3 471.5888 ‐1.7086
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1525.6980 46658.2958 27 28.57 None 1545.7544 GTVASGFTAQPNGEVK 159.7224 1545.7515 34.0663 1986 2 773.3794 ‐2.0555
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 69879.3800 2329.2037 20.9616 67543 3 777.0728 ‐0.1130
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1750.9010 FADELIANAAYIGTPGK 49451.5900 1750.9014 18.9519 31746 2 875.9543 0.2550
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1045.5459 NLNAMNQLK 3558.6160 1045.5448 21.0338 23856 2 523.2760 ‐1.5517
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 16858.7300 2263.0675 26.8714 23360 2 1132.0374 0.0690
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1332.7005 GILAADESTGTIGK 15884.6300 1332.6989 22.6588 23110 2 666.8531 ‐1.4965
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1336.7219 VSPEVIAEHTVR 52556.1900 1336.7227 22.3418 21842 3 446.2457 ‐0.1186
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1614.8558 LASINVENVETNRR 9135.4060 1614.8554 21.9999 21655 3 538.9566 ‐0.8053
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 2223.0425 IGENEPSEHSIHENAYGLAR 3118.9750 2223.0451 21.0254 20815 4 556.5167 1.08
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1196.6270 LGDGAAESLHVK 27703.4900 1196.6273 19.2585 13494 3 399.5473 ‐0.4574
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 847.5288 LFVDILK 12648.3700 847.5283 19.2709 10769 2 424.2678 ‐1.2118
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 869.5091 EGGVLPGIK 7557.2720 869.5084 22.8808 9713 2 435.2579 ‐1.4232
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 1393.8590 2909.5222 25.5270 8768 3 970.5122 ‐5.0926
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1020.5473 AAQEALYVR 2211.9650 1020.5447 19.2953 5147 2 510.7760 ‐3.0715
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1458.7547 LASINVENVETNR 6139.4950 1458.7539 23.5939 4773 2 729.8806 ‐0.7215
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1154.5688 ANSEATLGTYK 800.5969 1154.5428 17.4957 16341 2 577.7750 ‐22.9782
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 1335.4910 2605.2644 25.9307 17036 3 869.0930 2.0175
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1614.8558 RLASINVENVETNR 1402.0570 1614.8551 22.4370 8060 3 538.9565 ‐0.9883
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1431.7954 ALQQSTLKTWAGK 322.0024 1431.8041 17.7844 5509 2 716.4057 5.09



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1525.7493 ANSEATLGTYKGDAK 3200.0450 1525.7494 16.5206 4768 3 509.2546 ‐0.5187
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 2163.1193 TWAGKEENVKAAQEALYVR 466.5082 2163.1155 27.8548 827 3 721.7100 ‐2.0901
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1237.6535 SPEVIAEHTVR 11901.4200 1237.6553 22.3564 5093 2 619.3313 1.0746
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 945.4676 FADELIANA 185.2869 945.4706 17.3760 2119 2 473.2389 2.98
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1150.6215 PEVIAEHTVR 984.9056 1150.6228 21.2429 2109 2 575.8150 0.6783
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1062.5578 ANAAYIGTPGK 251.7367 1062.5563 19.3681 2093 2 531.7818 ‐1.9205
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1501.7717 ASINVENVETNRR 609.5494 1501.7713 21.9824 2001 2 751.3893 ‐0.4101
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1692.7671 GTDGETTTQGLDGLGDR 933.2852 1692.7594 25.3575 1912 2 846.8833 ‐4.5644
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1116.5756 VENVETNRR 288.6893 1116.5768 21.3050 1289 1 1116.5768 2.1030
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1763.8042 AGTDGETTTQGLDGLGDR 268.9444 1763.7983 25.6100 1014 3 588.6043 ‐3.8568
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1532.7955 DELIANAAYIGTPGK 221.3813 1532.8003 17.5714 967 2 766.9038 2.79
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1507.7387 ANSEATLGTYKGDAK 629.7691 1507.7358 17.0587 2436 3 503.2501 ‐2.5083
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1596.8452 RLASINVENVETNR 294.2524 1596.8392 23.1271 2324 3 532.9512 ‐4.3460
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1318.7114 VSPEVIAEHTVR 1003.2240 1318.7079 22.2212 769 2 659.8576 ‐2.9527
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 Carbamidomethyl+C(12) 2892.5104 ELLFTAPGALPCLSGVILFEETLYQK 429.3741 2892.5131 25.4196 10038 3 964.8426 0.9180
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 12694.9200 38882.0050 54 64.80 None 1441.7281 LASINVENVETNR 511.4680 1441.7277 21.8581 1186 2 721.3675 ‐0.4987
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1045.5459 NLNAMNQLK 2999.4870 1045.5448 21.0338 23856 2 523.2760 ‐1.9332
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1332.7005 GILAADESTGTIGK 17341.2300 1332.6989 22.6588 23110 2 666.8531 ‐1.7252
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1336.7219 VSPEVIAEHTVR 49866.7900 1336.7227 22.3418 21842 3 446.2457 ‐0.1331
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1614.8558 LASINVENVETNRR 5349.1020 1614.8554 21.9999 21655 3 538.9566 ‐0.9612
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 2223.0425 IGENEPSEHSIHENAYGLAR 5749.4860 2223.0451 21.0254 20815 4 556.5167 1.08
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1196.6270 LGDGAAESLHVK 26818.5400 1196.6273 19.2585 13494 3 399.5473 ‐0.4007
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 869.5091 EGGVLPGIK 5449.4090 869.5084 22.8808 9713 2 435.2579 ‐1.8983
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1458.7547 LASINVENVETNR 1706.4920 1458.7539 23.5939 4773 2 729.8806 ‐0.8832
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1020.5473 AAQEALYVR 2575.9290 1020.5448 19.2255 3927 2 510.7760 ‐3.3535
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 222.5985 2263.0530 31.5186 930 2 1132.0301 ‐6.0638
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1614.8558 RLASINVENVETNR 987.2090 1614.8551 22.4370 8060 3 538.9565 ‐1.1442
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 1607.4880 2605.2617 25.8269 4116 3 869.0921 0.3207
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 2163.1193 TWAGKEENVKAAQEALYVR 632.6840 2163.1155 27.8548 827 3 721.7100 ‐2.5248
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1237.6535 SPEVIAEHTVR 12132.2400 1237.6553 22.3564 5093 2 619.3313 0.7953
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1150.6215 PEVIAEHTVR 1164.7630 1150.6228 21.2429 2109 2 575.8150 0.3527
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 818.4189 NAMNQLK 135.9862 818.4162 21.0362 1820 1 818.4162 ‐2.8824
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 663.3672 STGTIGK 148.7344 663.3662 21.5304 1287 1 663.3662 ‐1.1248
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1049.5109 AADESTGTIGK 2130.0210 1049.5080 22.6484 980 1 1049.5080 ‐2.3403
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1596.8452 RLASINVENVETNR 261.6991 1596.8392 23.1271 2324 3 532.9512 ‐4.4928
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 4132.4180 38882.0050 54 64.80 None 1441.7281 LASINVENVETNR 204.5726 1441.7277 21.8581 1186 2 721.3675 ‐0.6695
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 1842.9848 NAPSIIFIDEIDSIAPK 9403.9480 1842.9885 39.9046 9088 2 921.9979 2.43
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 1312.6743 EIDIGVPDEIGR 9708.4050 1312.6746 28.4515 5683 2 656.8409 ‐0.3362
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(14)
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 851.3271 1845.8453 26.8594 3304 2 923.4263 1.0933
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 968.5775 ELVELPLR 11323.8800 968.5785 29.0644 2643 2 484.7929 0.0499
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 325.3319 1251.5937 27.0519 4712 2 626.3005 ‐20.9066
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 1730.8708 FDREIDIGVPDEIGR 177.4664 1730.9159 24.9541 1581 3 577.6435 25.3280
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 2540.2185 LVVDEAINDDNSVVSLHPDTMEK 324.2479 2540.2271 33.8808 1467 3 847.4139 2.43
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(10) 2057.0233 LGDVISVHQCPDVKYGNR 725.3824 2057.0262 23.5066 2188 3 686.3469 0.6713
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(17) 1985.9612 FGMSPSKGVLFYGPPGCGK 819.3578 1985.9705 30.7198 970 2 993.4889 5.0381
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 None 1583.8024 DREIDIGVPDEIGR 853.9100 1583.8016 26.0494 5443 2 792.4044 ‐0.6598
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(9) 1194.5976 VLFYGPPGCGK 90.0129 1194.6037 28.1783 2722 2 597.8055 4.45
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 520.9418 91139.0184 13 13.87 Carbamidomethyl+C(14) 1827.8331 YTQGFSGADITEICQR 247.6870 1827.8385 27.8308 1861 2 914.4229 3.1696
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 1267.7984 VTVVPSAAALVIK 12614.3300 1267.7968 18.5558 26989 2 634.4020 ‐1.6310
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 1343.7165 VTGGEVGAASSLAPK 42028.5300 1343.7170 20.9954 24530 2 672.3622 0.1225
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 1883.8869 DLQQEIQEGEIEIPEN 18904.8200 1883.8908 32.3131 9778 2 942.4490 2.36
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 865.5506 IGPLGLAPK 24163.2600 865.5502 16.1908 8796 2 433.2788 ‐1.0419
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 869.5455 PSAAALVIK 7656.1390 869.5447 18.5550 2756 1 869.5447 ‐0.1671
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 752.4665 GPLGLAPK 7428.5450 752.4670 16.1858 2011 1 752.4670 1.1559
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 1143.6004 GGEVGAASSLAPK 314.0296 1143.6036 19.8707 790 2 572.3054 2.64
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 7917.8340 18083.9248 8 31.93 None 1866.8603 DLQQEIQEGEIEIPEN 132.3871 1866.8546 31.3124 753 2 933.9310 ‐2.8990
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 8942.6920 2956.4895 22.1208 12346 3 986.1680 ‐1.4575
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 1515.7948 ASGTSLPAQGLMGLGR 16091.4100 1515.7946 18.0775 12201 2 758.4010 ‐0.2306
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 1246.7154 AIVQSPTYIVR 2875.0650 1246.7174 24.8369 12148 2 623.8624 1.79
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 1116.6412 LVEPAYVAVR 11609.2500 1116.6384 23.9917 7655 2 558.8229 ‐2.9128
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 904.4887 EPAYVAVR 131.2079 904.4925 24.5278 1346 1 904.4925 4.22
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 1563.5740 46273.6158 13 15.53 None 1229.6888 AIVQSPTYIVR 143.6297 1229.6947 24.5982 988 2 615.3510 4.54
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 403.0899 46273.6158 13 15.53 None 1246.7154 AIVQSPTYIVR 5241.6380 1246.7174 24.8369 12148 2 623.8624 1.0234
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 403.0899 46273.6158 13 15.53 None 1116.6412 LVEPAYVAVR 10436.0700 1116.6384 23.9917 7655 2 558.8229 ‐3.2565
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 403.0899 46273.6158 13 15.53 None 1012.5786 VLIDVPNSR 760.0275 1012.5746 22.9777 6799 2 506.7909 ‐4.8555
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 403.0899 46273.6158 13 15.53 Carbamidomethyl+C(8) 1448.7355 VFHINSLCSPFK 204.5178 1448.7233 34.1619 3218 2 724.8653 ‐8.8050
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 403.0899 46273.6158 13 15.53 None 904.4887 EPAYVAVR 262.2055 904.4869 24.9116 3837 1 904.4869 ‐1.5636
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 903.4782 46273.6158 13 15.53 None 2956.4938 IVDIPTSALAFDPATGAGTIFDSGTVYTR 5705.1620 2956.4895 22.1208 12346 3 986.1680 ‐0.2578
NP_191008.1 aspartyl protease family protein Arabidopsis thaliana 903.4782 46273.6158 13 15.53 None 1515.7948 ASGTSLPAQGLMGLGR 13658.0400 1515.7946 18.0775 12201 2 758.4010 ‐0.0960
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1408.6955 AILNESSEFVGDK 18786.0500 1408.6953 24.9506 38913 2 704.8513 ‐0.3131
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1407.6784 EAGSTMDVVAAQTK 65709.3200 1407.6773 20.3088 38443 2 704.3423 ‐1.0368
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1104.5644 NVSADVAATTR 33953.2600 1104.5639 17.1110 32785 2 552.7856 ‐0.8860
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 37317.6900 1375.6878 24.0057 32390 2 688.3476 ‐0.8194
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 10886.1600 3392.8648 24.2696 30027 3 1131.6265 ‐1.8077
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 11249.2700 2304.1993 22.2633 29959 2 1152.6033 ‐0.7585
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1777.9191 VASPAQAQEVHDELRK 63062.2900 1777.9191 18.6124 21277 3 593.3112 ‐0.4748
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 25720.2600 1571.7312 18.9952 20858 2 786.3692 ‐0.0540
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1026.4840 2788.4774 22.3076 18636 3 930.1640 0.1582



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 954.4832 FFVGGNWK 7840.8330 954.4824 17.3220 14565 2 477.7448 ‐1.4769
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1033.6041 VAYALAQGLK 53501.7300 1033.6033 15.7302 14124 2 517.3053 ‐1.2726
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1096.5898 WVILGHSER 14032.7300 1096.5900 15.7576 2224 2 548.7987 ‐0.2627
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 531.6695 1338.6691 18.8130 4351 1 1338.6691 17.6911
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 545.3406 ELRK 84.0703 545.3426 18.3320 5392 1 545.3426 4.0404
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 538.2620 ELGGQA 97.9902 538.2617 21.0325 2821 1 538.2617 ‐0.1868
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1063.5452 TMDVVAAQTK 464.4807 1063.5405 22.2686 2789 2 532.2739 ‐4.9003
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 974.5557 PEFIDIIK 158.6265 974.5563 21.8327 1569 2 487.7818 0.0118
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1153.5960 QEVHDELRK 417.2179 1153.5978 17.5903 1411 2 577.3025 1.0855
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 833.3999 GETLEER 380.5685 833.3986 25.6863 1301 1 833.3986 ‐0.9932
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1224.6331 AQEVHDELRK 36116.3700 1224.6344 18.6116 1188 2 612.8208 0.6491
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 699.4036 VVAAQTK 1601.5350 699.4037 20.3403 1051 1 699.4037 0.6212
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 863.4985 YALAQGLK 2191.0310 863.5000 15.7267 1029 1 863.5000 2.93
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1111.4902 NESSEFVGDK 1447.5260 1111.4916 24.9556 758 1 1111.4916 2.37
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1390.6849 AILNESSEFVGDK 278.2386 1390.6793 22.8092 2439 2 695.8433 ‐4.2599
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 None 1086.5538 NVSADVAATTR 363.3181 1086.5563 16.1170 832 2 543.7818 1.67
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 18351.0900 27397.2140 48 77.95 Carbamidomethyl+C(12) 1321.6205 IIYGGSVNGGNCK 214.0523 1321.6234 19.4901 2764 2 661.3153 1.17
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1408.6955 AILNESSEFVGDK 7298.4550 1408.6953 24.9506 38913 2 704.8513 ‐0.5014
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 24079.0000 1375.6879 23.9934 30414 2 688.3476 ‐0.9674
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1777.9191 VASPAQAQEVHDELRK 66336.9700 1777.9191 18.6124 21277 3 593.3112 ‐0.7136
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 987.1758 2788.4793 39.5940 4917 3 930.1646 0.1074
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1153.5960 QEVHDELRK 416.0653 1153.5978 17.5903 1411 2 577.3025 0.7615
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 833.3999 GETLEER 219.5460 833.3986 25.6863 1301 1 833.3986 ‐1.1849
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1224.6331 AQEVHDELRK 38289.2900 1224.6344 18.6116 1188 2 612.8208 0.3629
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1520.7816 PAQAQEVHDELRK 12476.1700 1520.7800 18.6082 1111 2 760.8936 ‐1.3177
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1607.8136 SPAQAQEVHDELRK 14929.3900 1607.8148 18.6045 1097 2 804.4110 0.6239
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 678.8945 1163.5372 23.9889 965 1 1163.5372 1.63
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5794.7760 27397.2140 48 77.95 None 1111.4902 NESSEFVGDK 802.9207 1111.4916 24.9556 758 1 1111.4916 1.76
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 10848.5100 3392.8648 24.2696 30027 3 1131.6265 ‐0.2667
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 10822.7300 2304.1993 22.2633 29959 2 1152.6033 ‐1.3736
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 33120.2900 1571.7312 18.9952 20858 2 786.3692 0.0273
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1194.6370 2788.4774 22.3076 18636 3 930.1640 1.65
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 954.4832 FFVGGNWK 10216.8200 954.4824 17.3220 14565 2 477.7448 ‐0.8087
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 1033.6041 VAYALAQGLK 84702.9200 1033.6033 15.7302 14124 2 517.3053 ‐0.6796
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5896.2590 1375.6896 15.5954 9355 2 688.3484 0.7233
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 1096.5898 WVILGHSER 16852.6300 1096.5900 15.7576 2224 2 548.7987 0.2705
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 Carbamidomethyl+C(5) 976.4669 AAQNCWVK 315.8325 976.4614 19.0386 1746 1 976.4614 ‐4.4847
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 833.3999 GETLEER 63.0464 833.3951 13.9684 1635 1 833.3951 ‐4.8853
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 8573.2000 27397.2140 48 77.95 None 863.4985 YALAQGLK 1867.3390 863.5000 15.7267 1029 1 863.5000 2.63
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 1659.8377 GFPGTHEFLLLDEGK 12778.8400 1659.8386 32.4499 9829 3 553.9511 ‐0.1464
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 1202.5688 FEETLYGTSR 4091.9540 1202.5699 21.6825 8800 2 601.7886 0.2412
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 1235.6630 GIFTNVTSPTAK 880.1899 1235.6659 24.8481 4555 2 618.3366 1.81
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 Carbamidomethyl+C(1) 2035.9641 CEIGQSLEEFLAQATPDK 2206.2220 2035.9155 35.3979 28162 2 1018.4614 ‐23.4227
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 921.4611 MFSPGNLR 3034.1910 921.4688 23.0957 4589 2 461.2381 7.50
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 Carbamidomethyl+C(10) 2881.3884 SNGASTVTKCEIGQSLEEFLAQATPDK 807.2317 2881.3951 37.3026 3866 3 961.1365 1.42
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 2063.9491 MFSPGNLRATFDNSEYSK 324.3462 2063.9667 29.5579 2843 2 1032.4870 9.0156
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 1879.9218 ETTEIAEGKMFSPGNLR 491.3813 1879.9153 30.9376 2605 2 940.4613 ‐3.2299
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 2958.4342 MFSPGNLRATFDNSEYSKLIDYYVK 305.3180 2958.4080 40.1613 1924 3 986.8075 ‐9.6933
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 926.4578 ETLYGTSR 269.1974 926.4631 22.8868 8750 2 463.7352 4.22
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 781.5521 42813.6359 11 23.16 None 1217.6525 GIFTNVTSPTAK 287.0616 1217.6491 23.0709 930 2 609.3282 ‐3.3994
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 None 1506.7111 TSYWPVEAEAEPK 17168.3300 1506.7118 26.7249 9577 2 753.8596 0.3487
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 None 1504.7642 GNVEPEAVFQTVSK 5741.9810 1504.7727 27.4898 30867 2 752.8900 5.89
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 None 1107.5528 TEAETKTEAK 1798.5830 1107.5537 25.9660 3454 2 554.2805 0.3843
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 Carbamidomethyl+C(3) 960.4680 QGCVGAVNR 186.2442 960.4675 17.7989 5174 2 480.7374 ‐1.1655
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 None 562.3195 QTVSK 90.7647 562.3169 26.1914 3676 1 562.3169 ‐4.3936
NP_191183.1 copper chaperone Arabidopsis thaliana 2924.7860 13084.7737 12 45.45 None 1089.5422 TEAETKTEAK 475.4138 1089.5469 24.9527 982 2 545.2771 3.17
NP_191183.1 copper chaperone Arabidopsis thaliana 2857.2990 13084.7737 12 45.45 None 1506.7111 TSYWPVEAEAEPK 17531.1800 1506.7118 26.7249 9577 2 753.8596 0.2126
NP_191183.1 copper chaperone Arabidopsis thaliana 2857.2990 13084.7737 12 45.45 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2857.2990 13084.7737 12 45.45 None 1504.7642 GNVEPEAVFQTVSK 4851.6170 1504.7727 27.4898 30867 2 752.8900 5.17
NP_191183.1 copper chaperone Arabidopsis thaliana 2857.2990 13084.7737 12 45.45 None 1500.7904 TEAKVDAKADVEPK 200.5034 1500.7860 22.8702 1609 2 750.8966 ‐3.2286
NP_191183.1 copper chaperone Arabidopsis thaliana 2857.2990 13084.7737 12 45.45 None 562.3195 QTVSK 255.0343 562.3169 26.1914 3676 1 562.3169 ‐4.3081
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 1645.8003 EGLPAFPMGNIDQTR 5671.6910 1645.8052 31.4615 12030 2 823.4062 2.47
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 10051.1400 1086.5990 22.5614 8575 2 543.8031 0.7478
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 10180.4600 1350.6697 23.8135 6334 2 675.8385 0.8534
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 1980.0410 QIGVIGWGSQGPAQAQNLR 1186.8170 1980.0423 17.9714 5187 2 990.5248 0.9232
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 823.3945 SDIFGER 11174.0600 823.3943 20.1863 4255 2 412.2008 ‐0.9115
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 1439.7417 APVSLDFETSVFK 457.7599 1439.7383 33.1556 4018 2 720.3728 ‐2.5264
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 2027.9954 TISTQGMLAVYNSLSEEGK 624.7212 2027.9917 20.0992 1182 2 1014.4995 ‐1.5144
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 Carbamidomethyl+C(2) 503.2647 VCPK 50.1998 503.2619 20.3961 7832 1 503.2619 ‐5.2685
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 721.3888 64211.7382 9 16.7 None 736.3624 DIFGER 145.4832 736.3639 19.2197 5162 1 736.3639 2.10
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1541.7702 IIMTMPSYTSLER 31084.9600 1541.7692 18.5800 32244 2 771.3882 ‐0.7872
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1347.7155 SFGAELVLTDPAK 22014.6100 1347.7158 29.7225 20112 2 674.3615 ‐0.0003
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 931.5611 TPLVFLNK 26659.1600 931.5594 17.3453 19241 2 466.2833 ‐2.4888
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1233.5667 EAEEMKPVSVD 8249.9300 1233.5676 19.5573 15342 2 617.2874 0.3061
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 34377.1700 1297.6098 17.2537 13943 2 649.3085 0.0838
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1341.7049 YLSSVLFDELR 4108.7340 1341.7051 20.6158 5800 2 671.3562 ‐0.1425
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 816.4825 DASLLIGK 5944.7190 816.4815 22.7012 5406 1 816.4815 ‐0.6698
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 3169.5739 MGISLAFMAAMKGYRIIMTMPSYTSLER 939.4717 3169.5713 19.7038 1846 5 634.7201 ‐0.8248



NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 952.4734 PSYTSLER 1585.1130 952.4726 18.5642 2420 1 952.4726 ‐0.0818
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1083.5139 MPSYTSLER 361.3909 1083.5117 18.3533 2166 2 542.2595 ‐2.5759
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 630.4185 SLLIGK 2603.1620 630.4181 22.7070 1035 1 630.4181 ‐0.2367
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5174.8750 40155.4964 12 24.73 None 1215.5562 EAEEMKPVSVD 139.2002 1215.5510 19.6633 806 2 608.2791 ‐4.6406
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 2303.1449 VGAETFLQMLAESGASLQHASR 1296.8310 2303.1505 22.9950 19114 3 768.3884 2.58
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 Carbamidomethyl+C(14) 2061.0281 HALQASSGLSVVSCDTLTSK 4047.8610 2061.0282 19.6792 10024 2 1031.0178 0.3750
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1344.6866 LSDIAINNGSANR 4053.9380 1344.6875 18.9439 2809 2 672.8474 0.3690
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1407.6937 QVDTAETLPMFR 1010.4880 1407.6959 33.1138 4121 2 704.3516 1.80
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1004.5623 SLSVSAEALK 811.2729 1004.5815 17.3966 4104 2 502.7944 18.6597
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 973.5425 VNVSSAGLAR 1434.9710 973.5338 22.2450 3133 2 487.2705 ‐9.5429
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 Carbamidomethyl+C(7) 1407.6910 EVNHGHCSAIKR 255.1224 1407.6830 30.8578 2107 2 704.3451 ‐5.9226
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1275.6791 ILQSVSDSTPTK 451.1550 1275.6999 17.0790 1600 2 638.3536 15.9733
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1133.6248 NVTPFMRIR 121.6218 1133.6341 18.4409 2521 2 567.3207 7.78
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 816.4098 VSDSTPTK 179.5847 816.4073 19.1260 763 1 816.4073 ‐2.4536
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 None 1258.6525 ILQSVSDSTPTK 330.7036 1258.6554 16.6336 3020 2 629.8314 1.26
NP_191913.3 breast cancer protein 2 like 2A Arabidopsis thaliana 178.3252 127736.1395 12 4.78 Carbamidomethyl+C(14) 2044.0016 HALQASSGLSVVSCDTLTSK 302.4990 2043.9958 21.0309 1056 3 682.0035 ‐3.1762
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1633.7857 NPFGQVPAFEDGDLK 51032.5600 1633.7886 30.7474 77976 2 817.3979 1.32
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 209578.0000 1924.9391 29.5638 70851 2 962.9732 0.4694
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 964.5098 VLDVYEAR 50925.7000 964.5085 21.0217 62235 2 482.7579 ‐1.9315
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1610.7657 YENQGTNLLQTDSK 70063.6000 1610.7661 21.1064 45918 2 805.8867 0.2567
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 995.5560 LAFEQIFK 19425.7100 995.5545 19.4165 39530 2 498.2809 ‐2.0821
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1188.6259 VNEWVAEITK 45402.2700 1188.6250 27.9607 38971 2 594.8161 ‐1.1605
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1455.7842 NLDFELVHVELK 22751.7200 1455.7842 33.0814 26070 3 485.9329 ‐0.5961
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 12183.7100 2792.3412 38.0635 13664 3 931.4519 0.9965
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1072.5898 AITQYIAHR 7526.4620 1072.5903 19.5477 6622 2 536.7988 ‐0.0043
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 2150.1240 NLDFELVHVELKDGEHKK 1136.9610 2150.1328 22.8169 7839 2 1075.5700 4.97
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1228.6572 DFELVHVELK 213.9282 1228.6534 32.3824 10456 2 614.8303 ‐3.4939
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 787.4209 QYIAHR 98.9986 787.4219 20.9462 1869 1 787.4219 1.52
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 659.3624 YIAHR 3417.3270 659.3624 19.5484 1834 1 659.3624 0.5056
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 1519.7427 PFGQVPAFEDGDLK 334.1853 1519.7454 29.3086 1746 2 760.3763 1.96
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 991.4731 PAFEDGDLK 10029.3000 991.4697 30.7376 1637 1 991.4697 ‐2.6286
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 33872.4900 24128.6155 39 58.96 None 975.5146 EWVAEITK 817.8641 975.5128 27.9516 1167 1 975.5128 ‐0.9679
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1633.7857 NPFGQVPAFEDGDLK 56672.2100 1633.7886 30.7474 77976 2 817.3979 1.47
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 964.5098 VLDVYEAR 33692.6800 964.5085 21.0217 62235 2 482.7579 ‐2.3562
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1610.7657 YENQGTNLLQTDSK 61998.0700 1610.7662 21.1042 45256 2 805.8867 0.2095
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1188.6259 VNEWVAEITK 49412.2400 1188.6250 27.9607 38971 2 594.8161 ‐1.4659
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1455.7842 NLDFELVHVELK 33203.8200 1455.7842 33.0802 25576 3 485.9329 ‐0.6998
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 10689.4400 1924.9378 29.4481 11130 2 962.9725 ‐0.1328
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1072.5898 AITQYIAHR 6489.9710 1072.5903 19.5477 6622 2 536.7988 ‐0.3715
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 733.6228 2792.3476 38.0366 3130 3 931.4541 2.07
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1447.7023 ENQGTNLLQTDSK 6882.6690 1447.7086 21.0720 6844 2 724.3580 4.0055
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 637.3304 VYEAR 8041.5260 637.3293 20.9844 3052 1 637.3293 ‐1.2334
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 538.2620 YEAR 4783.9400 538.2617 21.0325 2821 1 538.2617 ‐0.0774
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 659.3624 YIAHR 3274.4630 659.3624 19.5484 1834 1 659.3624 0.4919
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 1519.7427 PFGQVPAFEDGDLK 259.4019 1519.7454 29.3086 1746 2 760.3763 1.04
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 991.4731 PAFEDGDLK 4994.0040 991.4697 30.7376 1637 1 991.4697 ‐2.9820
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 975.5146 EWVAEITK 830.6951 975.5128 27.9516 1167 1 975.5128 ‐1.3050
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 14855.3100 24128.6155 39 58.96 None 920.4108 YENQGTNL 396.2535 920.4125 22.1161 1152 2 460.7099 0.7152
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 995.5560 LAFEQIFK 20034.1400 995.5545 19.4165 39530 2 498.2809 ‐1.4529
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 4920.3780 2792.3353 21.5237 6029 3 931.4499 ‐0.0426
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 1831.2440 1924.9368 17.8468 5863 2 962.9720 ‐0.9836
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 1188.6259 VNEWVAEITK 204.9037 1188.6371 20.9079 1415 2 594.8222 9.02
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 882.4720 AFEQIFK 2737.5320 882.4666 19.4159 4899 1 882.4666 ‐5.0985
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 811.4349 FEQIFK 5525.8560 811.4326 19.3840 4578 1 811.4326 ‐1.9538
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 1501.3870 24128.6155 39 58.96 None 904.4233 NISQYAIM 204.7520 904.4213 21.6917 1118 1 904.4213 ‐1.1987
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1588.7925 GSALSALQGTNDEIGR 1430.7660 1588.7957 25.5553 7131 2 794.9015 1.66
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 2113.0733 VDVVDDPELLELVEMELR 2842.0350 2113.0738 43.3299 5289 2 1057.0405 0.7900
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1213.6787 VGEEVEILGLR 2418.3970 1213.6783 30.3054 4790 2 607.3428 ‐0.9823
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1603.8326 GITIATAHVEYETAK 659.6946 1603.8308 28.2561 1982 3 535.2818 ‐1.8384
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 2685.3045 NMITGAAQMDGGILVVSGPDGPMPQTK 456.7183 2685.3178 36.7343 943 3 895.7775 4.1580
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1021.5201 AIAFDEIDK 300.8537 1021.5108 30.2707 840 1 1021.5108 ‐8.5993
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1778.9357 EGGVPLKSTVTGVEMFK 342.3126 1778.9295 31.0734 2673 2 889.9684 ‐3.3562
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 740.3461 EYETAK 67.7902 740.3474 27.5696 2194 1 740.3474 2.66
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 276.6206 49638.0295 9 19.16 None 1571.7660 GSALSALQGTNDEIGR 306.0282 1571.7700 25.4533 852 2 786.3886 2.98
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 433.6310 20540.5676 4 18.28 None 1747.8246 LNTDESPNTPGQYGVR 3147.6770 1747.8259 20.0563 6987 2 874.4166 0.8202
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 433.6310 20540.5676 4 18.28 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 433.6310 20540.5676 4 18.28 None 1606.8911 LSLSPASLTSIHQPR 202.7225 1606.8554 23.8211 37519 3 536.2900 ‐22.8114
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 433.6310 20540.5676 4 18.28 None 776.4050 PGQYGVR 318.5450 776.4026 21.5275 3916 1 776.4026 ‐2.4397
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 583.9066 38658.8892 5 27.75 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7021.6220 1211.5313 21.9366 12560 2 606.2693 0.9727
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 583.9066 38658.8892 5 27.75 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 3641.2500 2488.2623 35.6447 6013 3 830.0923 2.1312
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 583.9066 38658.8892 5 27.75 Carbamidomethyl+C(2) 2020.0532 TCPQVFDIATTTIVNALR 1391.2760 2020.0585 23.4127 5212 3 674.0244 2.24
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 583.9066 38658.8892 5 27.75 None 2366.1849 GFMDLANDNLPAPFFTLNQLK 452.1369 2366.1715 23.6281 4409 2 1183.5894 ‐5.1117
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 583.9066 38658.8892 5 27.75 Carbamidomethyl+C(4) 2571.3236 TVSCADLLAIAAQESVVLAGGPSWR 822.0184 2571.3363 23.7963 1657 3 857.7836 4.45
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 130.3105 38094.5677 2 10.17 None 2791.4373 DVLNILHNLQGDLVGADVVEYNPQR 851.1183 2791.4316 23.6721 3040 3 931.1487 ‐1.0327
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 130.3105 38094.5677 2 10.17 None 1100.6674 VIDASLTLIR 2354.8850 1100.6648 17.9967 2706 2 550.8361 ‐2.2659
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 365.0808 25668.6132 3 11.54 None 1181.6888 LEAPQLAQIAK 2802.4660 1181.6906 26.3340 6669 2 591.3489 1.0646
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 365.0808 25668.6132 3 11.54 None 1028.6350 INIVTEIVK 5106.2370 1028.6355 18.1596 2679 2 514.8214 ‐0.0205
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 365.0808 25668.6132 3 11.54 None 805.4488 LIDMSVK 1235.0920 805.4520 17.1863 1396 1 805.4520 4.87
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 1344.7634 TFIAIKPDGVQR 9627.9590 1344.7616 23.4081 12873 3 448.9254 ‐2.0277



NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 987.5833 GLISEIISR 6584.8440 987.5826 19.0676 11785 2 494.2950 ‐1.2454
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 887.4945 GDLAVTVGR 15626.6200 887.4942 19.7990 7947 2 444.2507 ‐0.9997
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 1231.7045 VIVPSKDFAQK 5791.9910 1231.7036 20.2259 4085 3 411.2394 ‐1.4014
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 2500.2242 DEISLWFKPQELVSYTSNSEK 440.6217 2500.1691 27.8154 880 3 834.0612 ‐22.2400
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 531.3249 VTVGR 1914.1430 531.3258 19.7864 1391 1 531.3258 1.31
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 983.5633 AIKPDGVQR 252.7805 983.5635 24.3026 1247 2 492.2854 ‐0.3371
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 1019.5520 VPSKDFAQK 584.5017 1019.5521 20.2132 822 2 510.2797 ‐0.4292
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1631.9480 25848.5057 18 26.5 None 969.5728 GLISEIISR 509.6657 969.5730 19.8892 7341 2 485.2901 ‐0.3670
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 1344.7634 TFIAIKPDGVQR 15161.3700 1344.7616 23.4081 12873 3 448.9254 ‐2.0463
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 887.4945 GDLAVTVGR 26259.1700 887.4942 19.7990 7947 2 444.2507 ‐1.4653
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 1231.7045 VIVPSKDFAQK 4503.6640 1231.7036 20.2259 4085 3 411.2394 ‐1.3625
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 2500.2242 DEISLWFKPQELVSYTSNSEK 466.4088 2500.1923 33.1853 6763 2 1250.5998 ‐11.6869
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 558.2770 DEISL 608.8713 558.2786 31.9752 6700 1 558.2786 3.31
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 671.3471 PDGVQR 1740.0890 671.3458 23.4164 1882 1 671.3458 ‐1.5222
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 531.3249 VTVGR 2170.0970 531.3258 19.7864 1391 1 531.3258 1.04
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 983.5633 AIKPDGVQR 385.1905 983.5635 24.3026 1247 2 492.2854 ‐0.7516
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2006.7390 25848.5057 18 26.5 None 1019.5520 VPSKDFAQK 465.4892 1019.5521 20.2132 822 2 510.2797 ‐0.8246
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 1444.7464 VLQAQDDIVNAMK 29129.2000 1444.7463 26.8063 15256 2 722.8768 ‐0.2561
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 10155.0000 1190.5835 18.3716 12959 2 595.7954 ‐0.3564
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 12837.8400 1129.6397 20.0438 11436 2 565.3235 ‐0.5408
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 1165.6212 VHAPEVAVDTK 8493.4270 1165.6248 18.1616 2762 2 583.3160 2.68
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 859.1967 2609.2461 37.3160 2110 4 653.0670 2.44
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 1054.6619 LKEPSVLLR 5509.0920 1054.6625 23.0759 1896 2 527.8349 0.0484
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 822.4356 SLFGQVTA 777.5224 822.4332 20.9342 1791 1 822.4332 ‐2.2302
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 1958.0012 VLQAQDDIVNAMKDQAAK 601.1014 1957.9990 27.2471 3938 3 653.3378 ‐1.5258
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 1615.8061 EEDLGLVEAVLDDAK 259.6225 1615.7700 34.8023 1168 2 808.3887 ‐22.3763
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 689.3577 NTLDAR 166.3379 689.3572 16.8104 2266 1 689.3572 ‐0.1848
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 None 401.2871 LLR 47.7910 401.2860 23.7362 1473 1 401.2860 ‐2.5326
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 3389.0240 26288.1451 25 38.26 Carbamidomethyl+C(6) 1111.6293 DLIVQCLLR 228.0258 1111.6253 18.9169 2398 2 556.3163 ‐4.0497
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 1444.7464 VLQAQDDIVNAMK 18891.0000 1444.7463 26.8063 15256 2 722.8768 ‐0.4253
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 5087.9230 1190.5835 18.3716 12959 2 595.7954 ‐0.6607
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 771.6775 2609.2461 37.3160 2110 4 653.0670 2.44
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 1054.6619 LKEPSVLLR 6888.5400 1054.6625 23.0759 1896 2 527.8349 ‐0.3282
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 1958.0012 VLQAQDDIVNAMKDQAAK 545.2363 1957.9990 27.2471 3938 3 653.3378 ‐1.8562
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 1615.8061 EEDLGLVEAVLDDAK 978.2709 1615.7700 34.8023 1168 2 808.3887 ‐22.4545
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 2939.4269 FIRQEAEEKANEISVSAEEEFNIEK 1097.4560 2939.4149 32.7968 2034 3 980.4765 ‐4.8995
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 1215.5674 QAQDDIVNAMK 387.0412 1215.5723 28.2643 2362 2 608.2898 3.56
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1742.1560 26288.1451 25 38.26 None 401.2871 LLR 86.2233 401.2860 23.7362 1473 1 401.2860 ‐2.2824
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 405.1005 26288.1451 25 38.26 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 9482.3640 1129.6397 20.0438 11436 2 565.3235 ‐0.0391
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 405.1005 26288.1451 25 38.26 None 822.4356 SLFGQVTA 978.9787 822.4332 20.9342 1791 1 822.4332 ‐2.0206
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 405.1005 26288.1451 25 38.26 Carbamidomethyl+C(8) 2726.4030 EPSVLLRCREEDLGLVEAVLDDAK 1384.4310 2726.3999 20.2991 1077 3 909.4715 ‐0.2056
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 405.1005 26288.1451 25 38.26 Carbamidomethyl+C(6) 1111.6293 DLIVQCLLR 254.7811 1111.6253 18.9169 2398 2 556.3163 ‐3.5308
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 8887.3340 1206.6270 15.6108 14275 2 603.8171 ‐2.8724
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1517.7707 NAVFGDSSALAPGGVR 14255.6500 1517.7695 26.0648 11814 2 759.3884 ‐0.9268
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 2711.4860 1991.8878 37.2232 10562 2 996.4475 3.12
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1618.8363 ISATSIYFESLPYK 6636.3400 1618.8382 19.2773 8933 2 809.9228 1.1631
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1854.8111 FSASYEMPGFLMSEMK 2279.2290 1854.8154 21.0917 7704 2 927.9114 2.66
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1340.6481 DFEQIGEFLSR 4794.4110 1340.6507 34.5106 6983 2 670.8290 1.90
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 992.4796 YSEGIPGNR 7140.3220 992.4799 16.7019 4069 2 496.7436 ‐0.2346
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 903.4717 IGAPAMTSR 6532.7480 903.4733 17.3787 2860 2 452.2403 1.26
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 Carbamidomethyl+C(7)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1866.9596 GLVEKDFEQIGEFLSR 422.7069 1866.9163 35.1113 16087 2 933.9618 ‐23.0305
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1934.9382 VNFTTGYIDYDKLEEK 2287.7370 1934.9390 28.6398 10998 3 645.6512 0.0090
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 Carbamidomethyl+C(7) 1294.6647 VGALLLCDMAHI 593.5024 1294.6691 25.0838 5624 2 647.8382 3.1080
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 707.3471 GGSAYPR 227.1204 707.3472 15.5799 858 1 707.3472 0.6067
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1807.2320 52174.2496 26 36.31 None 1347.6831 TSIYFESLPYK 196.1438 1347.6790 18.6848 846 2 674.3432 ‐3.2754
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1517.7707 NAVFGDSSALAPGGVR 20647.5900 1517.7695 26.0648 11814 2 759.3884 ‐1.0571
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 Carbamidomethyl+C(15) 1991.8804 YYGGNEFIDEIENLCR 1653.9240 1991.8878 37.2232 10562 2 996.4475 4.1132
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1340.6481 DFEQIGEFLSR 3395.4790 1340.6507 34.5106 6983 2 670.8290 1.45
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 903.4717 IGAPAMTSR 11434.4700 903.4733 17.3787 2860 2 452.2403 0.7355
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1351.7038 ANAVALGNYLMSK 807.7616 1351.6993 20.9635 33122 2 676.3533 ‐3.8729
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1866.9596 GLVEKDFEQIGEFLSR 2222.7420 1866.9219 38.7726 13229 2 933.9646 ‐19.9880
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 2261.1019 IMGLDLPSGGHLTHGYYTSGGK 517.2986 2261.0555 24.1508 2292 3 754.3567 ‐21.3183
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1618.8363 ISATSIYFESLPYK 260.9407 1618.8003 35.7832 1416 2 809.9038 ‐22.3437
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 1934.9382 VNFTTGYIDYDKLEEK 1723.1720 1934.9390 28.6398 10998 3 645.6512 ‐0.3097
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1346.4910 52174.2496 26 36.31 None 865.4454 ISATSIYF 216.8150 865.4456 33.6293 1519 1 865.4456 0.6801
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 25279.9700 1237.6248 23.0786 16396 2 619.3160 ‐0.4402
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 20828.5800 1960.9552 37.5945 14314 2 980.9812 0.9034
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 1137.5575 TEFGPSQPFK 3547.5820 1137.5555 23.0450 12581 2 569.2814 ‐2.5244
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 998.5993 AGIIVLAEGR 15048.3100 998.5984 26.2781 10996 2 499.8028 ‐1.8895
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGLETYPGVK 18705.2700 3033.4449 38.1056 10187 3 1011.8198 ‐0.6989
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 2887.4472 ALDWGPGGGPDLIVDDGGDATLLIHEGVK 2514.7510 2887.4526 36.5997 10099 3 963.1557 1.0145
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 1319.7053 LVGVSEETTTGVK 2992.5550 1319.7062 20.2388 9824 2 660.3567 0.1495
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 8006.5280 1757.7660 31.4328 9319 2 879.3867 4.1669
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 994.4993 DSAAVFAWK 1390.1250 994.4987 27.6357 6953 2 497.7530 ‐1.4849
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 1475.8064 LVGVSEETTTGVKR 9404.5440 1475.8071 18.6694 5791 3 492.6072 ‐0.2267
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 865.4302 AEEIFEK 303.9664 865.4425 21.0174 5309 1 865.4425 14.6514



NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 905.4761 ATDVMIAGK 234.2678 905.5005 22.7677 1154 2 453.2539 25.9331
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 1263.6539 GVSEETTTGVKR 597.9380 1263.6484 18.6625 905 2 632.3278 ‐4.9505
NP_193130.1 adenosylhomocysteinase Arabidopsis thaliana 3531.4920 54005.9669 14 32.37 None 889.4567 FGPSQPFK 201.0529 889.4542 21.4581 866 2 445.2307 ‐3.9016
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1707.8912 IDGFVSGIGTGGTITGAGK 21380.4200 1707.8922 17.3568 20858 2 854.4497 0.6180
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1449.7440 LIITMPASMSTER 21966.0500 1449.7427 18.1386 12040 2 725.3750 ‐1.0761
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 976.6997 2603.3195 23.1700 10334 3 868.4447 2.56
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 12088.3600 1310.5797 22.9949 10200 2 655.7935 0.2810
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1285.6787 YLSTVLFDATR 15402.0600 1285.6806 18.9793 10064 2 643.3440 1.76
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1382.7467 LFVAIFPSFGER 2078.7970 1382.7463 22.0468 9000 2 691.8768 ‐0.5524
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 998.4135 EAEAMTFEA 1378.6440 998.4147 25.1574 4883 1 998.4147 2.0027
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDMAR 1110.3990 3586.8211 25.5805 4633 3 1196.2785 ‐2.4817
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2917.8510 2135.1479 17.7795 5698 4 534.5424 ‐0.7635
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1083.5905 LAQRPENAGK 929.3257 1083.5670 19.7250 2801 2 542.2871 ‐22.2250
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1413.7736 YLSTVLFDATRK 670.5499 1413.7780 17.7273 1613 2 707.3926 2.98
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1359.7379 ESAILSGGKPGPHK 186.6928 1359.7436 17.7808 5573 2 680.3755 3.08
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 1009.5313 STVLFDATR 375.9332 1009.5317 20.6518 2846 2 505.2695 ‐0.1290
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 None 922.4993 TVLFDATR 267.8445 922.4977 20.0371 2358 2 461.7525 ‐2.3358
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3637.7130 33919.2387 15 51.24 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEGCVGR 466.6663 2586.2853 24.6360 2785 2 1293.6463 0.1392
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1458.7700 LYDPNQAALNALR 4424.0700 1458.7692 27.2770 13065 2 729.8882 ‐0.6967
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1581.7907 FPITFSAARDGTAVE 780.0548 1581.7776 29.8922 12326 2 791.3924 ‐8.3710
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 2299.1605 DISLSYALFTSPSVVVWDGSR 1243.2330 2299.1964 23.1846 9941 2 1150.1018 16.1375
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 2043.0334 SWLQNNVLNYYPAVSFK 681.3225 2043.0283 21.3369 7400 2 1022.0178 ‐2.1896
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1791.8258 GVETYLFAMFDENQK 282.9234 1791.8305 22.4458 2580 2 896.4189 2.67
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1083.5622 NFGLFFPNK 364.1686 1083.5479 30.1052 2394 2 542.2776 ‐13.6877
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 2245.1281 YIAVGNEVSPSNGGDVVLPAMR 486.2769 2245.0865 21.9895 1325 2 1123.0469 ‐18.0859
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1766.9112 SPEIEKNFGLFFPNK 1052.3640 1766.9123 21.9294 949 2 883.9598 0.6981
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1123.5378 FSAARDGTAVE 562.9016 1123.5427 28.9610 25985 2 562.2750 3.45
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 952.4927 FGLFFPNK 102.8047 952.4908 30.1279 1814 2 476.7490 ‐2.6251
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 743.3471 SWLQNN 121.5251 743.3448 23.4125 1077 1 743.3448 ‐2.6157
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 2025.0229 SWLQNNVLNYYPAVSFK 347.2843 2025.0259 19.9059 864 2 1013.0166 1.93
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 363.7313 37768.5905 13 9.88 None 1749.8846 SPEIEKNFGLFFPNK 361.1908 1749.8863 23.5945 1245 2 875.4468 1.0239
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 1201.6535 ASQLDVVVTNR 8302.7600 1201.6543 21.8918 6801 2 601.3308 0.2323
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 7556.1160 1493.7071 19.2773 5493 3 498.5739 0.5579
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 2070.0259 FVVHNTSELELLMMHNR 455.4282 2070.0048 19.2717 9667 4 518.2566 ‐10.2294
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 1565.7992 GVTLMPNVGYGSDKK 1325.9860 1565.8012 22.9964 5334 2 783.4042 1.1863
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 1541.8758 ASQLDVVVTNRLAR 1730.6510 1541.8753 24.4429 2141 2 771.4413 ‐0.4638
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 614.3144 ASQLDV 107.9375 614.3158 26.9471 1506 1 614.3158 2.43
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1633.0220 15560.2332 9 44.36 None 2052.9994 FVVHNTSELELLMMHNR 495.2789 2053.0065 22.1342 3306 2 1027.0069 3.67
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1417.7870 15560.2332 9 44.36 None 1201.6535 ASQLDVVVTNR 8544.6600 1201.6543 21.8918 6801 2 601.3308 ‐0.0662
NP_193544.1 60S ribosomal protein L32 1 Arabidopsis thaliana 1417.7870 15560.2332 9 44.36 Carbamidomethyl+C(3) 1493.7053 TYCAEIAHNVSTK 7274.9540 1493.7071 19.2773 5493 3 498.5739 0.4636
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1681.9483 ILDEALAGDNVGLLLR 18096.8800 1681.9497 20.6118 33169 2 841.4785 0.8360
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1157.6525 VGETVDLVGLR 63902.0500 1157.6530 27.4413 31919 2 579.3301 0.0364
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1810.8817 GITINTATVEYETENR 38863.3300 1810.8811 26.3433 30519 2 905.9442 ‐0.2259
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2051.0154 IYELMDAVDDYIPIPQR 16943.6600 2051.0144 21.7590 27628 2 1026.0108 ‐0.1929
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1129.6463 TVGAGVIGTILE 4115.8240 1129.6478 34.7123 26068 1 1129.6478 2.40
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 8462.0920 1812.9745 20.2784 18153 2 906.9909 2.0187
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2135.1383 QTELPFLLAVEDVFSITGR 5109.3490 2135.1374 25.6754 9829 2 1068.0723 ‐0.0266
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1445.7821 QVGVPDMVVFLNK 1318.1600 1445.7871 20.2279 7629 2 723.3972 3.93
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1095.6449 FEAIIYVLK 2467.1070 1095.6452 20.0890 7007 2 548.3262 ‐0.1418
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2114.0499 EDQVDDAELLELVELEVR 2008.7870 2114.0533 40.7632 6279 2 1057.5303 1.86
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 Carbamidomethyl+C(9) 1395.6355 MAISAPAACSSSSR 486.5317 1395.6359 25.8541 2635 2 698.3216 0.0600
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1389.6719 SYTVTGVEMFQK 13093.8100 1389.6824 27.4735 22510 2 695.3449 7.46
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 174.3461 2673.3159 20.5139 2701 3 891.7768 4.1716
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1435.6700 KYDEIDAAPEER 24607.6400 1435.6703 18.1370 12732 3 479.2283 ‐0.3781
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1028.5847 GIQKADIQR 198.7788 1028.5763 18.6603 1449 2 514.7918 ‐8.6789
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1001.4721 GADGPMPQTK 110.3277 1001.4660 20.1806 3284 1 1001.4660 ‐5.2205
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 956.5524 GDNVGLLLR 284.7752 956.5530 21.3468 2409 2 478.7801 0.0447
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 935.4543 IYELMDAV 335.2421 935.4580 20.3658 2123 1 935.4580 4.93
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1455.7802 DEALAGDNVGLLLR 118.0721 1455.7883 19.4654 2107 3 485.9343 4.48
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1340.7532 EALAGDNVGLLLR 197.9446 1340.7521 20.0697 1718 2 670.8797 ‐1.1210
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1058.5841 GETVDLVGLR 3680.9870 1058.5847 27.4419 1497 1 1058.5847 1.02
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1001.5626 ETVDLVGLR 274.7364 1001.5613 25.3816 1496 2 501.2843 ‐1.8648
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 939.4604 TGVEMFQK 1695.2910 939.4634 27.5093 1148 1 939.4634 3.85
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1140.6735 LAGDNVGLLLR 285.8165 1140.6737 19.2680 1109 2 570.8405 ‐0.2824
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1038.5288 VTGVEMFQK 220.2678 1038.5292 26.9612 1093 2 519.7682 ‐0.1732
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 835.3832 KYDEIDA 3360.7940 835.3832 18.1402 901 1 835.3832 0.6660
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 1455.7730 QTELPFLLAVEDV 321.5041 1455.7709 25.9961 826 3 485.9285 ‐2.0279
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 Carbamidomethyl+C(9) 1377.6250 MAISAPAACSSSSR 214.3326 1377.6281 27.2153 1385 2 689.3177 2.0054
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2033.0048 IYELMDAVDDYIPIPQR 150.1224 2032.9962 20.8394 809 2 1017.0018 ‐3.9361
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5101.5380 51915.3932 53 46.43 None 2118.1117 QTELPFLLAVEDVFSITGR 566.5932 2118.1116 25.8641 1526 2 1059.5594 0.3089
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1157.6525 VGETVDLVGLR 87275.9100 1157.6530 27.4413 31919 2 579.3301 ‐0.2855
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1810.8817 GITINTATVEYETENR 53512.1300 1810.8811 26.3433 30519 2 905.9442 ‐0.2003
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1129.6463 TVGAGVIGTILE 3625.0060 1129.6478 34.7123 26068 1 1129.6478 1.93
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1389.6719 SYTVTGVEMFQK 11601.5800 1389.6824 27.4735 22510 2 695.3449 7.1662
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 Carbamidomethyl+C(9) 1395.6355 MAISAPAACSSSSR 364.9063 1395.6359 25.8541 2635 2 698.3216 ‐0.1353
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1650.8731 TTDVTGKVTKIMNDK 205.2849 1650.8605 25.1521 3831 2 825.9339 ‐7.7260
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1531.8149 TDVTGKVTKIMNDK 119.2945 1531.8098 24.5745 5802 3 511.2748 ‐4.0045
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1001.5626 ETVDLVGLR 191.7470 1001.5613 25.3816 1496 2 501.2843 ‐2.2697
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1058.5841 GETVDLVGLR 294.4673 1058.5817 25.7400 1301 2 529.7945 ‐3.0729



NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 781.3913 VEMFQK 410.5156 781.3913 26.8465 1155 1 781.3913 0.5112
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 939.4604 TGVEMFQK 1899.6320 939.4634 27.5093 1148 1 939.4634 3.83
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 4210.2040 51915.3932 53 46.43 None 1038.5288 VTGVEMFQK 277.2416 1038.5292 26.9612 1093 2 519.7682 ‐0.5585
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1681.9483 ILDEALAGDNVGLLLR 16863.6700 1681.9497 20.6118 33169 2 841.4785 0.8126
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 2051.0154 IYELMDAVDDYIPIPQR 34261.1800 2051.0144 21.7590 27628 2 1026.0108 ‐0.5672
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 13284.2400 1812.9745 20.2784 18153 2 906.9909 1.07
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 2135.1383 QTELPFLLAVEDVFSITGR 7839.5490 2135.1374 25.6754 9829 2 1068.0723 ‐0.4809
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1445.7821 QVGVPDMVVFLNK 723.1417 1445.7871 20.2279 7629 2 723.3972 3.04
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1095.6449 FEAIIYVLK 1956.5740 1095.6452 20.0890 7007 2 548.3262 0.3923
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1810.8817 GITINTATVEYETENR 1159.6670 1810.8817 16.5199 3199 2 905.9445 ‐0.0465
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1157.6525 VGETVDLVGLR 1762.9040 1157.6520 17.2408 1335 2 579.3296 ‐0.3858
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 935.4543 IYELMDAV 714.8933 935.4580 20.3658 2123 1 935.4580 5.0392
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 1455.7802 DEALAGDNVGLLLR 214.3993 1455.7883 19.4654 2107 3 485.9343 5.0209
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 2686.3760 51915.3932 53 46.43 None 2118.1117 QTELPFLLAVEDVFSITGR 648.0128 2118.1116 25.8641 1526 2 1059.5594 ‐0.1292
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 356.0767 50342.4036 5 8.78 None 1647.8081 AVLMDLEPGTMDSLR 3601.2540 1647.8111 32.5558 9661 2 824.4092 1.64
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 356.0767 50342.4036 5 8.78 None 1139.6935 LAVNLIPFPR 2292.3550 1139.6951 20.3217 4439 2 570.3512 0.9685
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 356.0767 50342.4036 5 8.78 None 1696.8329 NSSYFVEWIPNNVK 5796.8360 1696.8331 19.7591 4008 2 848.9202 0.0981
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 356.0767 50342.4036 5 8.78 None 607.3814 LAVNLI 133.8712 607.3781 19.7737 1537 1 607.3781 ‐4.9832
NP_193821.1 tubulin beta 9 chain Arabidopsis thaliana 356.0767 50342.4036 5 8.78 None 684.4039 IPNNVK 189.5768 684.4045 19.5081 1116 1 684.4045 1.15
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1573.8373 FYLQPLPPTEAAAR 38754.4000 1573.8363 17.8264 48578 2 787.4218 ‐0.6879
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1670.8636 YYAETVSALNEVLAK 37879.8800 1670.8647 19.1605 41986 2 835.9360 0.6670
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1498.7424 LFDTIDNLDYAAK 34538.7600 1498.7437 30.3063 40317 2 749.8755 0.7428
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1261.6324 AWPYVQNDLR 14270.3800 1261.6313 27.1940 19198 2 631.3193 ‐1.1718
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1295.7682 DIINVKPLIDR 11143.2100 1295.7674 28.7953 16568 2 648.3873 ‐0.9156
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 13221.5800 1989.9640 21.7422 16005 2 995.4856 1.0373
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1378.7577 YDLNTIISSKPK 5403.1240 1378.7563 16.3479 13797 3 460.2570 ‐1.6127
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 777.4505 DFALALK 5529.3960 777.4499 27.5204 6741 1 777.4499 ‐0.2043
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1879.0171 YDLNTIISSKPKDEKK 452.3888 1879.0305 31.1852 4333 2 940.0189 7.49
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 1022.5629 PLPPTEAAAR 255.6789 1022.5590 17.8164 1301 1 1022.5590 ‐2.9520
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 9893.4480 23795.1646 26 47.98 None 812.4261 PPTEAAAR 1047.8970 812.4263 17.8087 1237 1 812.4263 0.9413
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1498.7424 LFDTIDNLDYAAK 13997.0700 1498.7437 30.3063 40317 2 749.8755 0.6024
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1261.6324 AWPYVQNDLR 21529.9400 1261.6314 27.2120 18334 2 631.3194 ‐1.3598
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1295.7682 DIINVKPLIDR 17220.5500 1295.7674 28.7953 16568 2 648.3873 ‐1.1640
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 14362.6400 1989.9640 21.7422 16005 2 995.4856 1.1582
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 777.4505 DFALALK 6411.4930 777.4499 27.5204 6741 1 777.4499 ‐0.3388
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1710.9749 ESAKDIINVKPLIDR 1768.4090 1710.9775 27.3196 2795 3 570.9974 0.8440
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1123.5630 TIDNLDYAAK 384.5621 1123.5593 30.7944 5431 1 1123.5593 ‐2.7694
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 4303.6300 23795.1646 26 47.98 None 1238.5899 DTIDNLDYAAK 488.1047 1238.5955 30.2992 916 1 1238.5955 5.0338
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1573.8373 FYLQPLPPTEAAAR 50248.6300 1573.8363 17.8264 48578 2 787.4218 ‐0.6085
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1670.8636 YYAETVSALNEVLAK 43566.2000 1670.8647 19.1605 41986 2 835.9360 0.6541
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1378.7577 YDLNTIISSKPK 4719.3640 1378.7563 16.3479 13797 3 460.2570 ‐1.6468
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1498.7424 LFDTIDNLDYAAK 509.3001 1498.7445 18.3671 2793 2 749.8759 1.85
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 2185.1387 DLTTKLFDTIDNLDYAAKK 382.6646 2185.1336 21.7926 2253 3 729.0494 ‐2.0665
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1144.6572 TVSALNEVLAK 393.8675 1144.6576 19.7879 2568 2 572.8324 0.3938
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 6368.7310 23795.1646 26 47.98 None 1022.5629 PLPPTEAAAR 263.4682 1022.5590 17.8164 1301 1 1022.5590 ‐2.5116
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1349.4960 33712.4766 10 21.94 None 1225.6059 SLVDSLYGTDR 4136.3170 1225.6067 26.4117 4728 2 613.3070 0.3071
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1349.4960 33712.4766 10 21.94 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 1902.0650 2719.2815 45.3082 4161 3 907.0987 0.7366
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1349.4960 33712.4766 10 21.94 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 11950.9300 2989.5410 39.1820 3840 3 997.1852 0.2111
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1349.4960 33712.4766 10 21.94 None 831.4571 VSISPNSK 89.4365 831.4615 21.8239 2980 1 831.4615 5.57
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1349.4960 33712.4766 10 21.94 None 2023.0607 FAGPLGTNSISTNAKFEIR 295.6563 2023.0804 21.5729 3015 3 675.0316 9.93
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1011.6820 33712.4766 10 21.94 None 1504.7966 GLLTSVQDTASSVAR 2454.9300 1504.7977 29.2066 7390 2 752.9025 0.5087
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1011.6820 33712.4766 10 21.94 None 1225.6059 SLVDSLYGTDR 4363.3960 1225.6067 26.4117 4728 2 613.3070 0.0214
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1011.6820 33712.4766 10 21.94 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 7285.7720 2989.5410 39.1820 3840 3 997.1852 ‐0.6438
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1011.6820 33712.4766 10 21.94 None 831.4571 VSISPNSK 67.3385 831.4615 21.8239 2980 1 831.4615 5.59
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 1011.6820 33712.4766 10 21.94 None 1477.7645 FAGPLGTNSISTNAK 2103.0350 1477.7651 27.1280 2255 2 739.3862 0.0707
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 13687.6900 1894.0062 18.0266 20128 2 947.5067 ‐0.1725
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1533.8887 FSSIVPVVTLGSISK 11585.0600 1533.8908 20.3015 14521 2 767.4490 1.98
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1194.6187 IMVVSDEVFR 14435.7900 1194.6189 28.7908 13460 2 597.8131 ‐0.2202
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1643.9003 EENLVVLPGIAFSQK 29294.9700 1643.8986 20.3009 13450 2 822.4529 ‐1.0389
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1780.9745 ANVLLPSPGFPWDLVR 8355.4450 1780.9709 23.3602 12953 2 890.9891 ‐1.9045
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1348.6591 NEILETSNTAEK 14922.5900 1348.6594 18.1562 12576 2 674.8333 ‐0.0501
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1241.5797 NFEIDFDSVR 5711.6170 1241.5815 30.5842 10342 2 621.2944 1.0812
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 702.0416 3173.7101 23.0529 9137 3 1058.5749 ‐3.1986
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1854.8902 HSIDMETPVLEDALER 14360.3400 1854.8943 30.7769 7330 3 618.9696 1.11
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1167.5793 TPQEFFDKR 8099.2670 1167.5800 20.6471 5525 2 584.2936 0.1918
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1629.8384 TGWLTLHDLDGVFR 2348.7170 1629.8393 21.0890 5101 3 543.9513 0.0416
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1956.1164 LAKEENLVVLPGIAFSQK 1401.9200 1956.1158 19.4623 2426 3 652.7101 ‐0.7357
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1072.5310 DKVEFGYSK 355.1204 1072.5345 32.1464 1024 1 1072.5345 4.55
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1313.7100 DKVEFGYSKLK 411.2004 1313.7040 21.9406 851 3 438.5728 ‐5.2300
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1086.5731 PGFPWDLVR 1148.4890 1086.5696 23.8609 5440 2 543.7885 ‐3.6659
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 706.3883 LDGVFR 160.2005 706.3898 20.0563 2664 1 706.3898 2.86
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 851.4258 IDFDSVR 191.1534 851.4230 28.7985 2434 1 851.4230 ‐2.5993
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 979.5247 ANVLLPSPGF 221.8804 979.5287 19.4039 964 2 490.2680 3.86
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 762.3781 AVLYGSGN 239.4251 762.3782 20.0242 793 1 762.3782 0.7617
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1149.5687 TPQEFFDKR 271.6645 1149.5699 21.1547 1319 2 575.2886 0.5853
NP_194091.1 cystine lyase Arabidopsis thaliana 4223.5100 47438.3211 33 42.65 None 1331.6325 NEILETSNTAEK 212.5832 1331.6372 19.6948 935 2 666.3222 3.73
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 11433.7000 1894.0062 18.0266 20128 2 947.5067 ‐0.3975
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1533.8887 FSSIVPVVTLGSISK 16934.2000 1533.8908 20.3015 14521 2 767.4490 1.71
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1643.9003 EENLVVLPGIAFSQK 37470.0800 1643.8986 20.3009 13450 2 822.4529 ‐1.0261



NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1780.9745 ANVLLPSPGFPWDLVR 7070.1920 1780.9709 23.3602 12953 2 890.9891 ‐2.0220
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 716.7057 3173.7101 23.0529 9137 3 1058.5749 ‐1.8290
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1629.8384 TGWLTLHDLDGVFR 1369.4070 1629.8393 21.0890 5101 3 543.9513 0.2039
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1956.1164 LAKEENLVVLPGIAFSQK 1071.8530 1956.1158 19.4623 2426 3 652.7101 ‐0.3183
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1580.7930 WTLFGSNPFVPMGK 1747.1760 1580.7921 22.3945 10280 2 790.8997 ‐0.5469
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1086.5731 PGFPWDLVR 103.4763 1086.5671 23.9275 1993 1 1086.5671 ‐4.0846
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1447.7540 GSGNAYAPSLGLAAAK 596.6688 1447.7472 19.4793 1578 2 724.3772 ‐4.6890
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 1000.6037 PVVTLGSISK 189.5287 1000.6046 20.2999 1030 1 1000.6046 2.1101
NP_194091.1 cystine lyase Arabidopsis thaliana 3727.0930 47438.3211 33 42.65 None 979.5247 ANVLLPSPGF 304.6962 979.5287 19.4039 964 2 490.2680 4.0830
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 1383.7559 VFDIIYEFIPK 98267.7300 1383.7551 23.7156 78301 2 692.3812 ‐0.8075
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 920.4910 ITMIWEK 37598.4600 920.4887 17.2983 45184 2 460.7480 ‐3.0957
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 1399.5835 NDDFPEPSGYMK 99586.1800 1399.5836 24.7726 35025 2 700.2954 ‐0.1294
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 1262.5688 SWDYTYDGKK 9877.7050 1262.5703 19.9304 11840 3 421.5283 0.4704
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 1134.4738 SWDYTYDGK 6509.6930 1134.4736 22.2858 5328 2 567.7405 ‐0.6000
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 862.3789 EIDDENK 2189.2150 862.3903 27.8222 1962 1 862.3903 13.9604
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 1555.6846 RNDDFPEPSGYMK 6767.5610 1555.6835 22.7987 18919 3 519.2327 ‐1.2763
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 807.4069 TMIWEK 15207.7900 807.4075 17.2977 11039 1 807.4075 1.33
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 711.3672 TYDGKK 428.1943 711.3682 21.0282 4921 1 711.3682 1.79
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 706.3593 MIWEK 9442.6700 706.3577 17.2965 3994 1 706.3577 ‐1.6683
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 909.5080 IYEFIPK 6450.7170 909.5049 23.7465 1617 1 909.5049 ‐2.6466
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 908.4182 PEPSGYMK 1257.9380 908.4178 24.7836 1462 1 908.4178 0.2432
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 648.2736 RNDDF 864.7338 648.2733 22.8033 1330 1 648.2733 0.0108
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 17959.3200 17631.8509 24 31.79 None 902.4804 ITMIWEK 166.9262 902.4856 18.5552 783 2 451.7464 5.0716
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 2292.3270 17631.8509 24 31.79 None 1262.5688 SWDYTYDGKK 30433.0800 1262.5703 19.9304 11840 3 421.5283 0.4936
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 2292.3270 17631.8509 24 31.79 None 1134.4738 SWDYTYDGK 4350.9660 1134.4736 22.2858 5328 2 567.7405 ‐0.9342
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 2292.3270 17631.8509 24 31.79 None 920.4910 ITMIWEK 378.8556 920.5066 27.8264 1563 2 460.7569 15.8607
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 2292.3270 17631.8509 24 31.79 None 1797.8152 SWDYTYDGKKEMFK 701.7398 1797.8199 24.3154 2627 2 899.4136 2.61
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 1383.7559 VFDIIYEFIPK 67808.0700 1383.7551 23.7156 78301 2 692.3812 ‐0.5474
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 920.4910 ITMIWEK 35658.1800 920.4887 17.2983 45184 2 460.7480 ‐2.3951
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 807.4069 TMIWEK 6244.9300 807.4075 17.2977 11039 1 807.4075 1.56
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 706.3593 MIWEK 4822.9810 706.3577 17.2965 3994 1 706.3577 ‐1.5925
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 1137.6190 DIIYEFIPK 944.6602 1137.6120 23.6818 2577 1 1137.6120 ‐4.5866
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 6592.6880 17631.8509 24 31.79 None 909.5080 IYEFIPK 2126.4010 909.5049 23.7465 1617 1 909.5049 ‐2.3366
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1240.6354 GLEGHVMEQLK 8868.0980 1240.6337 22.8420 22864 2 620.8205 ‐1.7373
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1370.7355 VYDVVYQFIPK 10943.4500 1370.7375 20.1152 17156 2 685.8724 1.36
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1788.8228 SWNYTWDGKEEVFK 8410.9980 1788.8255 29.0830 10543 3 596.9467 1.0453
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 902.5346 ITLIWEK 40393.6300 902.5328 18.1382 7217 2 451.7700 ‐2.5893
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1339.5471 NDDSPEPSGYMK 9228.3120 1339.5475 18.1850 6342 2 670.2774 0.0640
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1257.6256 SLVADMGNHVSK 1643.3990 1257.6277 20.3576 6919 2 629.3175 1.94
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1631.8574 FVKSLVADMGNHVSK 985.0823 1631.8581 18.7161 3547 2 816.4327 0.4099
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1358.6733 SLVADMGNHVSKT 753.7441 1358.6752 20.9562 1237 3 453.5633 0.7969
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1495.6482 RNDDSPEPSGYMK 3382.6440 1495.6484 16.8909 1057 3 499.2210 ‐0.4238
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 623.3260 GNHVSK 102.8149 623.3235 19.5975 3669 1 623.3235 ‐3.6524
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 951.4782 DGKEEVFK 320.8012 951.4821 31.2931 3336 1 951.4821 4.19
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1485.7519 FVKSLVADMGNHVS 779.0306 1485.7560 18.7184 2142 2 743.3816 2.95
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 648.3385 MEQLK 109.8584 648.3369 23.0322 2056 1 648.3369 ‐2.0971
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 941.4873 GHVMEQLK 156.5175 941.4838 23.9408 1746 2 471.2456 ‐4.2860
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1271.6671 YDVVYQFIPK 234.2296 1271.6632 20.3421 1073 2 636.3352 ‐3.3573
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 4959.5830 17530.6210 21 47.68 None 1158.5572 VADMGNHVSKT 372.1828 1158.5524 22.1035 938 1 1158.5524 ‐3.0784
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3174.1780 17530.6210 21 47.68 None 1370.7355 VYDVVYQFIPK 10757.4600 1370.7375 20.1152 17156 2 685.8724 1.61
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3174.1780 17530.6210 21 47.68 None 902.5346 ITLIWEK 51566.9800 902.5328 18.1382 7217 2 451.7700 ‐1.8717
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3174.1780 17530.6210 21 47.68 None 1631.8574 FVKSLVADMGNHVSK 439.1427 1631.8581 18.7161 3547 2 816.4327 0.4341
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3174.1780 17530.6210 21 47.68 None 623.3260 GNHVSK 50.5825 623.3235 19.5975 3669 1 623.3235 ‐3.6724
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 3174.1780 17530.6210 21 47.68 None 1485.7519 FVKSLVADMGNHVS 146.2496 1485.7560 18.7184 2142 2 743.3816 2.26
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1485.7907 GLVDSDTLPLNVSR 6167.3140 1485.7921 28.8867 5911 2 743.3997 0.7634
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1620.7653 FAVSEDTWNEPLGR 5664.6170 1620.7673 28.8714 4404 2 810.8873 1.31
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1097.4833 FGWSANMER 3045.5170 1097.4847 24.9312 4227 2 549.2460 0.8464
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1260.6066 GNLASENVDDVK 2057.8660 1260.6043 18.9371 3870 2 630.8058 ‐2.2167
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1637.8057 ETVYEWELLNDVK 2034.6780 1637.8038 33.2064 1499 2 819.4055 ‐1.2034
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1864.9691 VKETVYEWELLNDVK 1167.4480 1864.9364 36.3514 2597 2 932.9718 ‐17.3975
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 965.5302 EAFKELTK 836.2140 965.5209 16.9824 1021 2 483.2641 ‐10.2528
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1439.6900 SPKEVTEEEYTK 294.5706 1439.7123 37.5933 761 2 720.3598 15.3073
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1952.9196 KLHANAEESSDDVTDPPK 1238.8220 1952.9187 21.9556 2660 2 976.9630 ‐0.2286
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 2302.1238 SPKEVTEEEYTKFYHSLSK 1059.8160 2302.1240 20.9459 862 3 768.0462 ‐0.1464
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1277.7212 KFQNVSKEGLK 153.6528 1277.7147 27.0896 778 2 639.3610 ‐5.4525
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 472.2766 ELTK 153.0763 472.2748 18.4216 2016 1 472.2748 ‐3.6459
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 976.4582 ASENVDDVK 147.7061 976.4614 19.0386 1746 1 976.4614 4.1064
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1619.7952 ETVYEWELLNDVK 377.8345 1619.8015 33.2777 4865 2 810.4044 3.22
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94261.1615 26 8.87 None 1935.8930 KLHANAEESSDDVTDPPK 358.1164 1935.9034 22.4158 779 3 645.9727 4.14
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1485.7907 GLVDSDTLPLNVSR 6256.8210 1485.7921 28.8867 5911 2 743.3997 0.6161
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1620.7653 FAVSEDTWNEPLGR 1514.5310 1620.7673 28.8714 4404 2 810.8873 1.1576
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1097.4833 FGWSANMER 6364.8120 1097.4847 24.9312 4227 2 549.2460 0.4925
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1637.8057 ETVYEWELLNDVK 1626.6760 1637.8038 33.2064 1499 2 819.4055 ‐1.2698
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1782.8028 LAEEDPDEIHDDEKK 341.8039 1782.8041 28.1834 1269 2 891.9057 0.7989
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1864.9691 VKETVYEWELLNDVK 1710.2070 1864.9364 36.3514 2597 2 932.9718 ‐17.3430
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 1260.6066 GNLASENVDDVK 692.1811 1260.5990 23.4617 1824 2 630.8031 ‐6.6847
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 2469.2582 ETAQLMYQTALIESGFILTDPK 167.4753 2469.2485 34.1164 1307 3 823.7543 ‐4.6991
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 718.3916 ALDMIR 2712.9740 718.3814 21.3565 1012 1 718.3814 ‐13.8336
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 2101.0812 SQKDIFYITGSSKEQLEK 364.1842 2101.0809 32.8629 854 3 701.0318 ‐0.8643



NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94261.1615 26 8.87 None 2084.0546 SQKDIFYITGSSKEQLEK 208.3495 2084.0595 32.4746 1278 3 695.3580 1.95
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1579.8115 QAVVNPENTFFSVK 4359.6130 1579.8138 30.3740 12338 2 790.4106 1.61
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1381.6594 NQADSVVYQTEK 64516.8800 1381.6610 17.9048 12226 2 691.3341 0.9120
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1580.8067 AVITVPAYFNDSQR 25746.3500 1580.8067 17.9897 11610 2 790.9070 ‐0.0934
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1024.6150 IPAVQELVR 8109.6000 1024.6137 26.3837 11045 2 512.8105 ‐1.7241
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1066.5779 TTPSVVAYTK 12300.0300 1066.5772 19.5323 10398 2 533.7922 ‐1.1718
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1737.8806 IINEPTAASLAYGFDR 6104.2190 1737.8832 30.4529 9850 2 869.4453 1.67
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 4165.9530 2535.2989 21.7775 8897 3 845.7711 ‐1.0310
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1461.7696 QFAAEEISAQVLR 23981.1300 1461.7706 30.3873 8280 2 731.3890 0.5311
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1373.7271 DIDEVILVGGSTR 9533.8340 1373.7242 29.0997 5550 2 687.3657 ‐2.3674
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 870.5407 IAGLEVLR 6885.2740 870.5388 17.0616 5168 2 435.7730 ‐2.8604
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1344.7369 QDITITGASTLPK 290.0058 1344.7352 30.0034 4082 2 672.8712 ‐1.5490
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1849.0066 LSFKDIDEVILVGGSTR 882.2537 1849.0079 21.9393 8141 2 925.0076 0.9011
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 869.5091 GVPQIEVK 735.1281 869.5071 21.0722 3616 2 435.2572 ‐2.9970
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2349.1980 MASSAAQIHVLGGIGFASSSSSKR 456.1308 2349.2086 22.8421 3522 2 1175.1079 5.0866
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1145.6048 DEGIDLLKDK 796.4106 1145.5968 25.4007 2702 2 573.3020 ‐7.4539
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 1589.8646 QFAAEEISAQVLRK 281.0393 1589.8397 25.8433 988 2 795.4235 ‐15.6924
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 10395.1200 1595.7751 28.9506 9940 2 798.3912 0.9693
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 Carbamidomethyl+C(7) 1850.9429 AKFEELCSDLLDRVR 2403.5750 1850.9458 30.8829 3162 3 617.6534 1.0878
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2181.0782 RDAIDTKNQADSVVYQTEK 415.8752 2181.0794 36.5636 1381 3 727.6980 0.2517
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 573.3031 LSFKD 114.8107 573.3050 24.1828 5167 1 573.3050 3.86
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 316.4959 1396.6460 29.0176 2500 2 698.8267 3.1397
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 866.4618 VVYQTEK 1405.1720 866.4606 18.8452 2388 2 433.7340 ‐2.0004
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 757.4567 AGLEVLR 830.4795 757.4568 17.0511 1493 1 757.4568 0.7140
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 851.4985 GVPQIEVK 133.3129 851.5017 19.7669 4741 1 851.5017 4.04
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2331.1874 MASSAAQIHVLGGIGFASSSSSKR 215.6346 2331.1923 21.5540 2070 2 1166.0998 2.29
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2164.0517 RDAIDTKNQADSVVYQTEK 450.7558 2164.0522 35.7719 2456 3 722.0223 ‐0.0642
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2982.9440 76622.1668 35 29.94 None 2332.1714 MASSAAQIHVLGGIGFASSSSSKR 371.3242 2332.1796 23.5318 885 3 778.0647 3.41
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1579.8115 QAVVNPENTFFSVK 7092.9740 1579.8138 30.3740 12338 2 790.4106 1.88
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1024.6150 IPAVQELVR 5866.0530 1024.6137 26.3837 11045 2 512.8105 ‐2.1168
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1066.5779 TTPSVVAYTK 11887.5000 1066.5772 19.5323 10398 2 533.7922 ‐1.5421
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1737.8806 IINEPTAASLAYGFDR 5633.6740 1737.8832 30.4529 9850 2 869.4453 1.36
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1461.7696 QFAAEEISAQVLR 29251.7000 1461.7706 30.3873 8280 2 731.3890 0.3711
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1373.7271 DIDEVILVGGSTR 9876.5390 1373.7242 29.0997 5550 2 687.3657 ‐2.5743
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 None 1344.7369 QDITITGASTLPK 198.4740 1344.7352 30.0034 4082 2 672.8712 ‐1.7713
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1222.6220 76622.1668 35 29.94 Carbamidomethyl+C(7) 1850.9429 AKFEELCSDLLDRVR 2564.5670 1850.9458 30.8829 3162 3 617.6534 0.8118
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 6404.2640 14601.4680 6 29.93 None 1655.8850 EQLALAADVPLTAESK 54836.5100 1655.8870 29.5700 18586 2 828.4471 1.1457
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 6404.2640 14601.4680 6 29.93 None 812.4149 EQLALAAD 277.2148 812.4130 31.1140 1611 1 812.4130 ‐1.6906
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 4432.9170 14601.4680 6 29.93 None 1655.8850 EQLALAADVPLTAESK 37685.3400 1655.8870 29.5700 18586 2 828.4471 1.0889
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 4432.9170 14601.4680 6 29.93 None 1126.5487 ASSSQSVTFGR 394.9353 1126.5479 22.5047 3722 2 563.7776 ‐1.4956
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 4432.9170 14601.4680 6 29.93 Carbamidomethyl+C(5) 1546.8258 LQISCAAKAETVQK 282.7096 1546.8269 25.3840 1761 3 516.2805 0.0214
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 4432.9170 14601.4680 6 29.93 None 812.4149 EQLALAAD 239.7815 812.4130 31.1140 1611 1 812.4130 ‐1.8609
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 1116.5354 ALVDAPDMER 28448.5300 1116.5385 22.4811 18752 2 558.7729 2.48
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 1301.6484 VALVNYGEDHGK 37434.2600 1301.6496 19.2225 8118 3 434.5547 0.1858
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 1371.7842 LSLTDIVIDINR 2183.2020 1371.7852 21.4305 6935 2 686.3962 0.4686
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 964.4483 ANLNDFDR 5678.3040 964.4505 19.5105 3340 2 482.7289 1.04
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 1202.5800 ALVNYGEDHGK 13460.5700 1202.5800 19.2207 1400 2 601.7936 ‐0.4385
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 833.3458 DAPDMER 723.6519 833.3475 22.4748 1394 1 833.3475 2.88
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 6009.8610 15505.4234 7 31.34 None 932.4142 VDAPDMER 508.0054 932.4152 22.4672 1043 1 932.4152 1.77
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1044.9870 25208.4942 3 17.17 None 1188.6583 TVIINSEGVTR 11038.3700 1188.6586 20.8218 4076 2 594.8329 ‐0.1072
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1044.9870 25208.4942 3 17.17 None 1540.7238 SGSAADSQVVSDYVR 6805.9430 1540.7251 22.7607 4061 2 770.8662 0.7194
NP_194858.1 20S proteasome subunit PBA1 Arabidopsis thaliana 1044.9870 25208.4942 3 17.17 None 1531.7937 NMLQTGLIVGGWDK 1426.4830 1531.7722 33.7563 858 2 766.3897 ‐14.1855
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1232.5940 ELDEQAAAVMR 9997.7500 1232.5947 22.3632 5348 2 616.8010 0.2672
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1572.8479 ALDSQIAALSEDIVK 2750.8640 1572.8484 34.5301 3841 2 786.9278 0.2186
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1675.8749 EALASLESQKEETIK 3377.8260 1675.8730 22.0913 3375 3 559.2958 ‐1.6560
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1218.6212 KETQVEVEEK 2736.3340 1218.6216 20.5639 1267 2 609.8145 ‐0.0263
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1589.7417 VYYSPLGNFMDQR 198.1741 1589.7451 37.2345 14156 2 795.3762 2.0752
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 1058.6540 23917.8178 6 24.20 None 1477.7567 MKKETQVEVEEK 1188.1360 1477.7651 27.1280 2255 2 739.3862 5.25
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 225.3317 113894.9909 16 5.30 None 1221.6660 IAILNANYMAK 11484.7400 1221.6643 17.2949 8038 2 611.3358 ‐1.7389
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 225.3317 113894.9909 16 5.30 None 1320.6735 EYAAFPAPWLR 7306.6000 1320.6750 20.2653 5866 2 660.8411 0.7930
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 225.3317 113894.9909 16 5.30 None 1171.6066 GNADVQNNVLK 1760.9000 1171.6079 17.8739 2482 2 586.3076 0.7335
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 225.3317 113894.9909 16 5.30 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 345.1967 2328.1418 29.2503 1825 3 776.7188 12.67
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 225.3317 113894.9909 16 5.30 None 1302.6630 EYAAFPAPWLR 404.0045 1302.6631 21.3005 2939 2 651.8352 ‐0.2106
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 1791.9527 LGVAEVQELPFFDTVK 1001.8260 1791.9559 21.6915 10187 2 896.4816 1.28
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 1221.6660 IAILNANYMAK 7304.2660 1221.6643 17.2949 8038 2 611.3358 ‐1.3247
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 1320.6735 EYAAFPAPWLR 3590.4080 1320.6750 20.2653 5866 2 660.8411 1.1131
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 Carbamidomethyl+C(2) 1934.9317 FCGFDHIDSLIDATVPK 479.5672 1934.9413 20.5871 4345 3 645.6520 4.84
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 2068.0684 SFIGMGYYNTHVPTVILR 152.3438 2068.0519 22.3454 5355 2 1034.5296 ‐8.0389
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 942.0610 3237.4901 21.8599 2392 3 1079.8349 0.3075
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 2112.0931 EEIAQIEKGNADVQNNVLK 651.6314 2112.0873 18.2405 2920 3 704.7006 ‐2.5540
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 2494.2837 YVSSLSPFISTPRSVNHTAAFGR 337.8890 2494.2581 19.6703 1562 3 832.0909 ‐9.6210
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 1312.6869 PRSVNHTAAFGR 216.6677 1312.6830 20.6095 1146 2 656.8451 ‐2.9553
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 1604.8207 VAEVQELPFFDTVK 278.9695 1604.8207 20.4756 1058 2 802.9140 0.0386
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 167.8739 113894.9909 16 5.30 None 955.4744 VNHTAAFGR 305.4817 955.4753 17.7466 1035 2 478.2413 0.9319
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1198.7154 LAVQLVAGGSGVK 15532.7800 1198.7099 16.1107 20166 2 599.8586 ‐4.9750
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 3062.0010 2567.2063 32.4462 10793 3 856.4069 2.1177
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 2278.1965 GIIEPISDVYVNLVNADFTAK 2945.1860 2278.1970 22.8841 9730 2 1139.6022 0.7172
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1143.6004 GGVIDEDALVR 38886.5000 1143.6013 24.7775 9010 2 572.3043 0.3686
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 5393.9350 1159.6496 18.9584 8506 2 580.3284 ‐1.1390



NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1050.5466 ILNDETFAK 3152.1430 1050.5453 21.2962 7174 2 525.7763 ‐1.7587
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1324.6644 VIAHDPYAPADR 23941.5400 1324.6659 17.7636 4005 3 442.2268 0.4280
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 905.5455 TLAVLGFGK 1356.2550 905.5389 18.1736 7957 2 453.2731 ‐7.9244
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1457.7668 QAIMAIGVDDIPSK 798.6811 1457.8007 22.2657 1988 2 729.4040 23.0823
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1703.9618 IGEIPAVEEFVFLKL 909.9235 1703.9546 24.7528 5560 2 852.4809 ‐4.2209
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1437.7770 ILNDETFAKMKK 428.4931 1437.7718 18.5414 1052 3 479.9288 ‐4.2519
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 930.4891 IDEDALVR 255.6392 930.4901 25.3608 1220 1 930.4901 1.21
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 1655.8275 SDVYVNLVNADFTAK 312.7798 1655.8228 22.8920 1122 2 828.4151 ‐2.8445
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 None 898.4993 QLVAGGSGVK 180.7921 898.4963 18.2337 955 2 449.7518 ‐3.9551
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1912.9320 63610.2070 31 23.5 Carbamidomethyl+C(2) 959.5343 LCDALIVR 277.7046 959.5367 18.0763 873 1 959.5367 3.84
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 347.5966 63610.2070 31 23.5 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 1384.8760 2567.2063 32.4462 10793 3 856.4069 1.75
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 347.5966 63610.2070 31 23.5 None 1324.6644 VIAHDPYAPADR 14927.7900 1324.6659 17.7636 4005 3 442.2268 0.4196
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 347.5966 63610.2070 31 23.5 None 1585.8618 KQAIMAIGVDDIPSK 1613.1640 1585.8569 26.6401 4104 3 529.2905 ‐3.7885
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1198.7154 LAVQLVAGGSGVK 19718.2200 1198.7099 16.1107 20166 2 599.8586 ‐4.5390
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 2278.1965 GIIEPISDVYVNLVNADFTAK 2438.2810 2278.1970 22.8841 9730 2 1139.6022 0.1269
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 1825.5530 1159.6496 18.9584 8506 2 580.3284 ‐0.6658
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1702.9374 ALDAGIVAQAALDVFTK 273.7352 1702.9324 23.2224 4446 2 851.9698 ‐2.9558
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLTPTTSK 2240.5060 3468.7883 24.9859 2989 4 867.9525 4.66
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1457.7668 QAIMAIGVDDIPSK 349.6828 1457.8007 22.2657 1988 2 729.4040 23.2720
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1428.7845 SPLPSAISVAFPSR 174.5859 1428.7984 19.8683 1709 2 714.9028 9.64
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1677.8766 SATAAASSSIAVATNSLR 344.7450 1677.8423 18.4623 1577 2 839.4248 ‐20.4438
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1240.6056 FASSLSESGEVK 117.1629 1240.5990 20.1113 780 1 1240.5990 ‐3.4303
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 3169.6474 LSEERVLLDGSPESPLETITVQLSNVESK 512.2933 3169.6294 24.1734 1531 4 793.1628 ‐5.6780
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 776.4149 LSNVESK 85.0527 776.4103 25.6052 1446 1 776.4103 ‐5.1167
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1655.8275 SDVYVNLVNADFTAK 326.7990 1655.8228 22.8920 1122 2 828.4151 ‐2.8431
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 695.4188 63610.2070 31 23.5 None 1659.8660 SATAAASSSIAVATNSLR 168.0856 1659.8719 18.6367 1159 2 830.4396 3.04
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3667.4690 18606.1756 5 16.86 None 2098.9750 IEMELFADTTPNTAENFR 35044.7100 2098.9756 33.1296 31871 2 1049.9914 0.8273
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5064.5380 18606.1756 5 16.86 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 44298.9600 1627.7621 17.9297 42781 2 814.3847 0.8266
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5064.5380 18606.1756 5 16.86 None 1526.7672 VFFDMSLSGTPIGR 14758.2900 1526.7669 20.4258 22919 2 763.8871 ‐0.1792
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5064.5380 18606.1756 5 16.86 None 466.2660 FTAK 61.8769 466.2681 16.1612 2197 1 466.2681 4.75
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5064.5380 18606.1756 5 16.86 Carbamidomethyl+C(5) 1415.6083 PGFMCQGGDFTAK 28167.2100 1415.6082 17.9283 1934 2 708.3078 0.0029
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1901.0531 VFNFAAGPATLPENVLLK 4990.5710 1901.0534 21.3439 8432 2 951.0303 0.3520
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1463.7563 ASIYNAMPLAGVEK 3687.7900 1463.7575 29.1573 7835 2 732.3824 0.6437
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1905.9626 DLIGNAQDITPVMLDYK 1984.6700 1905.9644 34.5967 6200 2 953.4858 1.1089
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1065.5463 SELEAEFIK 9811.8440 1065.5477 26.1744 3588 2 533.2775 0.8298
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1324.7947 NVGPSGVTIVIIR 1272.6430 1324.7945 18.3762 3316 2 662.9009 ‐0.4414
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 Carbamidomethyl+C(5) 1930.9480 YLHICANETIHGVEFK 755.2631 1930.9330 22.3308 1962 2 965.9701 ‐7.5639
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1192.6031 YNAMPLAGVEK 248.0486 1192.6006 30.4741 9366 2 596.8039 ‐2.4633
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 Carbamidomethyl+C(5) 1335.6151 YLHICANETIH 294.6247 1335.6111 22.8894 3916 2 668.3092 ‐3.2402
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 679.3811 47815.6348 13 20.23 None 1194.7093 PATLPENVLLK 311.5052 1194.7054 19.9123 1951 1 1194.7054 ‐2.1488
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 220.8286 47815.6348 13 20.23 None 1463.7563 ASIYNAMPLAGVEK 3749.3770 1463.7575 29.1573 7835 2 732.3824 0.4847
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 220.8286 47815.6348 13 20.23 None 1905.9626 DLIGNAQDITPVMLDYK 2184.8020 1905.9644 34.5967 6200 2 953.4858 1.1852
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 220.8286 47815.6348 13 20.23 None 1278.6762 SLMNVPFTLEK 483.9442 1278.6694 29.9971 1067 2 639.8384 ‐5.8943
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 220.8286 47815.6348 13 20.23 None 1192.6031 YNAMPLAGVEK 234.7307 1192.6006 30.4741 9366 2 596.8039 ‐2.7666
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 330.0739 98836.5880 3 4.34 None 1116.6259 TSLAPGSGVVTK 20994.3200 1116.6267 19.0705 9534 2 558.8170 ‐0.0646
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 330.0739 98836.5880 3 4.34 None 1777.9041 EVAEVVQSSVLPDMFK 2202.6020 1777.9106 34.4264 4361 2 889.4589 3.08
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 330.0739 98836.5880 3 4.34 None 1331.5824 MFVDYSEPESK 839.3534 1331.5815 22.9521 1805 2 666.2944 ‐1.1754
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1333.7151 AAYPIEFIPNAK 3381.7890 1333.7175 18.3640 11499 2 667.3624 1.28
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1762.8759 FGTVLENVVFDEHTR 7766.7790 1762.8759 32.0763 8734 3 588.2968 ‐0.4506
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 2345.1368 SAPTTPINQNAAAAFAAVSEEER 1640.8630 2345.1389 31.2033 8589 3 782.3845 0.6699
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1876.8316 GSPNIEMDEHTFMVNR 3984.5260 1876.8332 26.5479 7195 3 626.2826 0.3849
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1587.9064 IQLQSISASLASLTR 1843.9650 1587.9057 20.8225 6942 2 794.4565 ‐0.5503
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1450.6485 DATTEDELWWGK 935.4675 1450.6461 30.4850 4133 2 725.8267 ‐1.8333
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 Carbamidomethyl+C(3)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 2311.0850 SQGATGWLVNTGWSGGSYGVGNR 423.7710 2311.0994 19.0966 3814 3 771.0380 5.75
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 2236.1648 FTHVLYNLSPAELYEQAIK 1071.9080 2236.1530 22.9551 3255 3 746.0559 ‐5.5877
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1266.7416 IIDAIHSGSLLK 379.9194 1266.7638 21.4773 2294 2 633.8855 17.1514
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1594.8435 GSFITSNGALATLSGAK 290.5217 1594.8740 18.8369 2091 3 532.2962 18.5741
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 807.4359 IIDAIHSG 195.7839 807.4344 21.4241 4214 2 404.2209 ‐2.5485
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 864.4825 LYEQAIK 332.3289 864.4816 25.0569 1809 2 432.7445 ‐1.7183
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1344.7046 LSPAELYEQAIK 541.2084 1344.7118 22.0318 1474 2 672.8595 5.1157
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1139.5228 WSGGSYGVGNR 323.1315 1139.5232 18.9072 782 2 570.2652 ‐0.1434
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 654.1995 73975.4881 33 20.72 None 1744.8653 FGTVLENVVFDEHTR 635.4933 1744.8698 32.8108 5141 2 872.9386 2.28
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1762.8759 FGTVLENVVFDEHTR 9489.6230 1762.8759 32.0763 8734 3 588.2968 ‐0.6818
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 2345.1368 SAPTTPINQNAAAAFAAVSEEER 1180.1280 2345.1389 31.2033 8589 3 782.3845 0.1426
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1876.8316 GSPNIEMDEHTFMVNR 2591.5710 1876.8332 26.5479 7195 3 626.2826 0.0958
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1908.8875 VFVNDQYLNWDPENR 1426.5200 1908.8931 31.5363 7043 2 954.9502 3.05
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1333.7151 AAYPIEFIPNAK 543.4058 1333.7080 26.6125 2121 2 667.3577 ‐5.7662
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1151.5943 AVDYLNSLEK 402.3419 1151.5910 20.4213 1006 2 576.2991 ‐3.6418
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 2150.0665 VFVNDQYLNWDPENRIK 584.6086 2150.0635 34.9626 1603 3 717.3593 ‐2.1814
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 363.4523 73975.4881 33 20.72 None 1133.5837 AVDYLNSLEK 313.5153 1133.5848 22.1466 8301 2 567.2961 0.2066
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 1333.7151 AAYPIEFIPNAK 2251.9950 1333.7175 18.3640 11499 2 667.3624 1.05
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 1587.9064 IQLQSISASLASLTR 1862.0620 1587.9057 20.8225 6942 2 794.4565 ‐0.4843
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 1273.7038 LTEEILAAGPIF 807.1051 1273.7029 21.8878 5395 2 637.3551 ‐0.7224
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 Carbamidomethyl+C(3)
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 2236.1648 FTHVLYNLSPAELYEQAIK 867.6313 2236.1530 22.9551 3255 3 746.0559 ‐4.9513
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 2311.0850 SQGATGWLVNTGWSGGSYGVGNR 377.7566 2311.0994 19.0966 3814 3 771.0380 6.25
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 1697.8601 EMVILGTQYAGEMKK 271.8559 1697.8298 20.7486 1561 2 849.4185 ‐17.8785
NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 898.4880 LTEEILAAG 2140.2270 898.4870 21.8647 3962 1 898.4870 ‐0.0664



NP_195500.1 phosphoenolpyruvate carboxykinase ATP Arabidopsis thaliana 256.5617 73975.4881 33 20.72 None 1075.5571 FTHVLYNLS 73.8115 1075.5513 25.4614 3579 1 1075.5513 ‐3.9358
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1550.7962 AVVTVPAYFNDAQR 11229.2100 1550.7942 28.1335 11391 2 775.9007 ‐1.3775
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1230.6801 ATGKEQNITIR 718.1379 1230.6817 28.0964 6824 2 615.8445 0.9569
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1417.7355 EVDEVLLVGGMTR 5026.9600 1417.7377 30.1840 4498 2 709.3725 1.28
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1361.7423 FSPSQIGANVLTK 2041.8200 1361.7415 17.3586 4434 2 681.3744 ‐0.8982
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1806.9055 IINEPTAAALSYGMNNK 1566.9830 1806.9065 16.8568 4164 2 903.9569 0.6821
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1813.9542 IPAEIASEIETAVSDLR 2710.3360 1813.9583 40.9549 4041 3 605.3243 1.48
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1327.6376 NSADTTIYSVEK 9004.9990 1327.6389 20.5247 2886 2 664.3231 0.6994
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 871.4996 IAGLDVQR 5487.3070 871.4995 20.4868 1695 2 436.2534 ‐0.8059
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1456.6815 APNGDAWVEANGQK 325.6742 1456.6686 27.4566 1665 2 728.8379 ‐9.0859
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1715.8923 SDNIDLTKDNLALQR 874.2433 1715.8877 25.1228 1242 3 572.6341 ‐3.1773
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 818.4367 QATKDAGK 122.0752 818.4193 21.6862 1155 1 818.4193 ‐20.5642
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1633.8656 QAVTNPTNTIFGSKR 120.2116 1633.8423 22.6044 1077 3 545.2856 ‐14.8232
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1573.8445 LIGRRFDDPQTQK 624.8461 1573.8450 16.5462 11993 2 787.4261 0.2194
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1423.7427 ETAEAYLGKSINK 1622.5400 1423.7456 23.3746 1434 2 712.3765 1.04
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1126.5626 ADTTIYSVEK 241.6624 1126.5604 20.0310 1091 1 1126.5604 ‐1.0079
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 762.2053 73360.1934 44 21.41 None 1438.6710 APNGDAWVEANGQK 505.2259 1438.6705 25.4784 810 2 719.8389 ‐0.5299
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1550.7962 AVVTVPAYFNDAQR 12519.4900 1550.7942 28.1335 11391 2 775.9007 ‐1.4903
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1417.7355 EVDEVLLVGGMTR 4034.8510 1417.7377 30.1840 4498 2 709.3725 1.1193
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1813.9542 IPAEIASEIETAVSDLR 1815.3740 1813.9583 40.9549 4041 3 605.3243 1.77
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1240.6242 MKETAEAYLGK 3814.3320 1240.6266 19.2219 3308 2 620.8169 1.73
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1477.7645 QAVTNPTNTIFGSK 627.2080 1477.7621 25.2064 2107 2 739.3847 ‐1.9695
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 871.4996 IAGLDVQR 7130.1480 871.4995 20.4868 1695 2 436.2534 ‐1.2799
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1823.8956 SQVFSTAADNQMQVGIK 1348.2200 1823.8926 26.1909 1114 2 912.4499 ‐1.5185
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1278.5882 TAMAGEDVEDIK 366.5751 1278.6224 24.9279 4611 2 639.8148 26.1735
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1760.8847 MVKEAELNAQKDQEK 221.4023 1760.8796 27.0816 4601 2 880.9434 ‐2.8599
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1249.5655 SSGGLSDDEINR 1671.7080 1249.5967 20.6138 3341 2 625.3020 24.3135
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1456.6815 APNGDAWVEANGQK 208.0318 1456.6686 27.4566 1665 2 728.8379 ‐9.2487
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1806.9055 IINEPTAAALSYGMNNK 174.4449 1806.9445 38.6505 812 3 602.9863 20.8732
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1423.7427 ETAEAYLGKSINK 1272.5490 1423.7456 23.3746 1434 2 712.3765 1.01
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1491.7260 FSTAADNQMQVGIK 528.3140 1491.7318 26.7036 1893 2 746.3696 3.12
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 628.3777 GKSINK 629.5091 628.3764 22.8644 1580 1 628.3764 ‐1.6625
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1159.5782 AVVTVPAYFND 2103.6490 1159.5795 26.5209 1487 2 580.2934 0.3490
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 656.0072 73360.1934 44 21.41 None 1532.7856 AVVTVPAYFNDAQR 380.4622 1532.7881 29.0038 1186 2 766.8977 1.11
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1477.7645 QAVTNPTNTIFGSK 612.3572 1477.7643 18.6215 6569 2 739.3858 ‐0.1361
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1361.7423 FSPSQIGANVLTK 2605.9520 1361.7415 17.3586 4434 2 681.3744 ‐0.6171
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1806.9055 IINEPTAAALSYGMNNK 1470.9770 1806.9065 16.8568 4164 2 903.9569 0.5398
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 2507.2875 IELSSTTQTEINLPFITADASGAK 1051.7350 2507.3019 23.0924 4292 3 836.4388 6.57
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 2806.4469 SLSEYREKIPAEIASEIETAVSDLR 238.3583 2806.4305 19.5011 5293 3 936.1483 ‐4.8347
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 2071.0917 EKIPAEIASEIETAVSDLR 690.3030 2071.0762 23.4384 4549 2 1036.0417 ‐7.5637
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 712.3624 QAVTNPT 777.8626 712.3652 18.6088 17119 1 712.3652 4.31
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1337.6518 PTAAALSYGMNNK 285.6893 1337.6479 17.8664 2171 2 669.3276 ‐2.9304
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 943.4731 IELSSTTQT 454.5361 943.4720 21.9952 1121 1 943.4720 ‐0.0290
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1460.7380 QAVTNPTNTIFGSK 141.1174 1460.7324 18.7274 1836 2 730.8698 ‐3.7944
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 135.9217 73360.1934 44 21.41 None 1344.7158 FSPSQIGANVLTK 1116.3730 1344.7117 16.2709 1024 2 672.8595 ‐2.9880
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 19335.8000 2402.2104 36.5346 20478 3 801.4083 0.5285
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1569.8054 NTVPGDVSAMVPGGIR 17624.9700 1569.8044 28.9268 18532 2 785.4059 ‐0.6645
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1806.7738 LDESTGYIDYDQMEK 23984.3400 1806.7741 25.3692 14685 2 903.8907 0.2617
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 7856.0920 2738.3764 23.4884 12801 3 913.4637 0.8307
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1337.6696 AYQEQVLSNSAK 17572.3400 1337.6705 18.4212 12455 2 669.3389 0.4563
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1041.4888 GFVEEDFAK 60507.4100 1041.4883 24.0217 12235 2 521.2478 ‐0.9205
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 2171.0900 LKDFVSAMESSSTIQSEIAK 2752.2340 2171.0886 18.4486 12069 3 724.3677 ‐0.9703
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 995.4979 FAQTLMER 3468.7120 995.4966 21.4621 10261 2 498.2520 ‐1.8039
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 933.4822 MGTPALTSR 8527.8870 933.4797 18.2833 10077 2 467.2435 ‐3.2677
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1066.5568 QFPTIGFEK 9737.4630 1066.5575 28.3225 9457 2 533.7824 0.1667
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1180.6684 VLEAVHIASNK 8191.2990 1180.6687 19.9626 8438 2 590.8380 ‐0.2279
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1660.8403 ISAVSIFFETMPYR 3905.0090 1660.8402 22.7098 7568 2 830.9237 ‐0.0927
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1091.6208 LIVAGASAYAR 13232.2700 1091.6205 14.7812 5810 2 546.3139 ‐0.7379
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 999.4530 YSEGYPGAR 4128.5960 999.4523 15.3967 3941 2 500.2298 ‐1.3330
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1929.9110 DFVSAMESSSTIQSEIAK 4271.1270 1929.9136 32.1615 2841 2 965.4604 1.53
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 715.4713 AVTIALK 474.0373 715.4716 21.1269 1919 1 715.4716 0.9554
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1555.7825 QFPTIGFEKETMK 382.5198 1555.7507 24.1014 1177 2 778.3790 ‐20.5081
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 2122.1615 GIDGSRVEKVLEAVHIASNK 743.9018 2122.1560 22.7259 1201 2 1061.5816 ‐2.2250
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1444.7907 RALEAFRLDPEK 1317.1490 1444.7799 19.8631 814 3 482.2648 ‐8.1076
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 906.4713 AVGSVMTNK 154.8381 906.4670 23.0047 2966 1 906.4670 ‐4.0226
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1158.5936 GDVSAMVPGGIR 160.1799 1158.5909 29.8950 2282 2 579.7991 ‐2.7468
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 545.3657 TIALK 255.6225 545.3652 21.1326 1771 1 545.3652 ‐0.6222
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 829.4414 QVLSNSAK 216.9010 829.4393 18.3015 1383 1 829.4393 ‐1.8532
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 777.3923 QTLMER 1228.7930 777.3886 21.4241 1346 1 777.3886 ‐4.1802
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 878.4254 QLNAPLEE 106.4200 878.4278 36.2357 1300 1 878.4278 3.23
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 837.3989 VEEDFAK 7494.7280 837.3988 24.0136 1284 1 837.3988 0.5985
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 644.3726 PALTSR 846.8921 644.3719 18.2857 1065 1 644.3719 ‐0.7269
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1264.6388 VMQAVGSVMTNK 438.5716 1264.6383 25.4904 1023 1 1264.6383 0.7790
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 738.3305 EEDFAK 6407.0610 738.3318 24.0237 994 1 738.3318 2.87
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1073.6102 LIVAGASAYAR 261.4156 1073.6090 16.1327 3765 2 537.3081 ‐1.6512
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1048.5462 QFPTIGFEK 150.0191 1048.5442 28.3562 796 2 524.7757 ‐2.4304
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.2850 57571.8807 56 42.94 None 1320.6430 AYQEQVLSNSAK 342.2247 1320.6459 18.1845 1301 3 440.8868 1.23
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 40043.3000 2402.2104 36.5346 20478 3 801.4083 ‐0.0278
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1569.8054 NTVPGDVSAMVPGGIR 14419.7200 1569.8044 28.9268 18532 2 785.4059 ‐0.7671



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 995.4979 FAQTLMER 1619.2710 995.4966 21.4621 10261 2 498.2520 ‐2.2120
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 933.4822 MGTPALTSR 11984.2700 933.4797 18.2833 10077 2 467.2435 ‐3.7089
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1066.5568 QFPTIGFEK 7184.1300 1066.5575 28.3225 9457 2 533.7824 ‐0.2036
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1180.6684 VLEAVHIASNK 6040.1750 1180.6687 19.9626 8438 2 590.8380 ‐0.5375
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1929.9110 DFVSAMESSSTIQSEIAK 1330.4380 1929.9136 32.1615 2841 2 965.4604 1.43
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 800.3937 LYDYAR 251.4820 800.4027 22.9672 2154 1 800.4027 11.92
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 715.4713 AVTIALK 653.5873 715.4716 21.1269 1919 1 715.4716 0.8843
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1555.7825 QFPTIGFEKETMK 189.0907 1555.7507 24.1014 1177 2 778.3790 ‐20.6182
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1444.7907 RALEAFRLDPEK 418.1753 1444.7799 19.8631 814 3 482.2648 ‐8.1770
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 545.3657 TIALK 213.1437 545.3652 21.1326 1771 1 545.3652 ‐0.5193
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 777.3923 QTLMER 1011.0530 777.3886 21.4241 1346 1 777.3886 ‐4.3146
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 1104.5684 EAFRLDPEK 354.1076 1104.5677 19.8956 1310 2 552.7875 ‐1.4655
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 2622.8750 57571.8807 56 42.94 None 644.3726 PALTSR 1110.4300 644.3719 18.2857 1065 1 644.3719 ‐0.7253
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 7068.3480 2738.3764 23.4884 12801 3 913.4637 1.98
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 2171.0900 LKDFVSAMESSSTIQSEIAK 2395.4950 2171.0886 18.4486 12069 3 724.3677 ‐0.3848
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 1660.8403 ISAVSIFFETMPYR 4208.0060 1660.8402 22.7098 7568 2 830.9237 ‐0.0960
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 1091.6208 LIVAGASAYAR 9794.3330 1091.6205 14.7812 5810 2 546.3139 ‐0.2000
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 841.4389 GAMIFFR 4603.3010 841.4361 18.4033 5164 1 841.4361 ‐2.4023
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVVTTTTHK 2667.1600 3655.8456 23.8444 3466 4 914.7168 ‐1.1765
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 2516.3031 GLVAANVIPSPFDYADVVTTTTHK 612.5016 2516.2994 23.8045 3123 3 839.4380 ‐0.8068
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 1264.6388 VMQAVGSVMTNK 254.6662 1264.6383 25.4904 1023 1 1264.6383 1.85
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 1013.3660 57571.8807 56 42.94 None 1073.6102 LIVAGASAYAR 300.1588 1073.6090 16.1327 3765 2 537.3081 ‐1.0962
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1111.5704 IVMELYTDK 5637.2930 1111.5708 25.4863 15652 2 556.2890 ‐0.1028
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1624.9057 HVVFGQVVEGLDVVK 2675.2250 1624.9104 19.0328 14862 3 542.3083 2.61
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1085.4534 FEDENFER 10581.8800 1085.4535 19.3889 10711 2 543.2304 ‐0.3870
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1465.7719 IVMELYTDKTPR 3287.8340 1465.7712 15.7762 5598 3 489.2619 ‐1.1088
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 731.3797 IVMELY 426.3520 731.3831 24.0834 2579 1 731.3831 5.09
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 899.4179 MELYTDK 9123.3880 899.4160 25.4886 1631 1 899.4160 ‐1.3368
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1122.5790 ELYTDKTPR 646.8210 1122.5792 16.6035 1130 2 561.7932 ‐0.2843
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1352.6879 VMELYTDKTPR 1460.0520 1352.6850 15.7976 807 2 676.8462 ‐2.3427
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1104.5684 ELYTDKTPR 160.1495 1104.5644 15.5600 779 2 552.7858 ‐4.0926
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1020.4600 18601.0075 13 20.35 None 1093.5598 IVMELYTDK 211.0181 1093.5576 25.5436 1184 1 1093.5576 ‐1.0088
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 542.8914 18601.0075 13 20.35 None 1111.5704 IVMELYTDK 4304.1090 1111.5708 25.4863 15652 2 556.2890 ‐0.4492
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 542.8914 18601.0075 13 20.35 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 2601.9210 2073.0669 20.4312 8270 3 691.6938 0.3891
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 542.8914 18601.0075 13 20.35 None 899.4179 MELYTDK 1167.3690 899.4160 25.4886 1631 1 899.4160 ‐1.5960
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1471.6250 20420.9192 9 27.7 None 1399.7104 IYDKDGDYIGIK 13660.6800 1399.7142 22.2960 14331 3 467.2429 2.1274
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1471.6250 20420.9192 9 27.7 None 978.5003 GNLDIFSGR 3764.5910 978.4994 26.7013 13219 2 489.7534 ‐1.4600
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1471.6250 20420.9192 9 27.7 None 990.5214 AGTDSIISAR 5596.1290 990.5197 19.0100 8278 2 495.7635 ‐2.2763
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1471.6250 20420.9192 9 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 699.6367 2144.9921 21.5261 21884 2 1072.9997 3.45
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1113.8050 20420.9192 9 27.7 None 1399.7104 IYDKDGDYIGIK 14238.7600 1399.7142 22.2960 14331 3 467.2429 2.0808
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1113.8050 20420.9192 9 27.7 None 978.5003 GNLDIFSGR 3040.6590 978.4994 26.7013 13219 2 489.7534 ‐1.8772
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1113.8050 20420.9192 9 27.7 None 2144.9858 NLQAWAGLMGPDYNYFER 187.0924 2144.9655 32.6894 1382 2 1072.9864 ‐8.8710
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1113.8050 20420.9192 9 27.7 None 1123.5630 DKDGDYIGIK 318.4273 1123.5628 23.1605 3053 2 562.2850 ‐0.9496
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 1113.8050 20420.9192 9 27.7 None 765.4141 GDYIGIK 265.0810 765.4130 24.0966 2761 1 765.4130 ‐1.0173
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 2303.1449 VGAETFLQMLAESGASLQHASR 1296.8310 2303.1505 22.9950 19114 3 768.3884 2.58
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 1004.5623 SLSVSAEALK 811.2729 1004.5815 17.3966 4104 2 502.7944 18.6597
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 973.5425 VNVSSAGLAR 1434.9710 973.5338 22.2450 3133 2 487.2705 ‐9.5429
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 Carbamidomethyl+C(7) 1407.6910 EVNHGHCSAIKR 255.1224 1407.6830 30.8578 2107 2 704.3451 ‐5.9226
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 1275.6791 ILQSVSDSTPTK 451.1550 1275.6999 17.0790 1600 2 638.3536 15.9733
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 1133.6248 NVTPFMRIR 121.6218 1133.6341 18.4409 2521 2 567.3207 7.78
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 816.4098 VSDSTPTK 179.5847 816.4073 19.1260 763 1 816.4073 ‐2.4536
NP_195783.3 protein BRCA2 like B Arabidopsis thaliana 51.6664 128338.9630 8 1.90 None 1258.6525 ILQSVSDSTPTK 330.7036 1258.6554 16.6336 3020 2 629.8314 1.26
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1647.8159 NQVAMNPVNTVFDAK 61442.5700 1647.8169 29.2257 42259 2 824.4121 0.5663
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1473.6856 TTPSYVAFTDSER 46848.7900 1473.6850 24.2317 42225 2 737.3461 ‐0.5807
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1680.8340 NAVVTVPAYFNDSQR 29437.2300 1680.8336 27.9045 35712 2 840.9204 ‐0.2292
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 47784.6900 2560.2594 34.7296 33837 3 854.0913 2.29
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1675.7307 ATAGDTHLGGEDFDNR 28242.3200 1675.7306 19.2352 30373 3 559.2484 ‐0.5333
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 80558.8000 1386.7278 26.8158 27608 2 693.8675 ‐1.6712
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1215.6514 DAGVIAGLNVMR 62625.7400 1215.6507 29.6772 25095 2 608.3290 ‐0.9668
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1358.6158 NALENYAYNMR 30306.8000 1358.6155 25.4549 24737 2 679.8114 ‐0.4542
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 20010.6400 2658.2731 33.4834 22741 3 886.7625 1.51
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1426.7649 STVHDVVLVGGSTR 8284.1510 1426.7644 21.0153 16107 3 476.2597 ‐0.9370
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1278.6300 MVNHFVQEFK 36930.2300 1278.6319 15.6533 15040 2 639.8196 1.1838
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1230.5307 FSDSSVQSDMK 102045.3000 1230.5308 18.9435 14611 2 615.7690 ‐0.2907
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1313.6194 FEELNMDLFR 16381.8100 1313.6211 34.3791 9869 2 657.3142 0.9334
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1566.8084 EFAAEEISSMVLIK 3873.7210 1566.8106 36.1676 7280 2 783.9089 1.05
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 951.9443 3148.4987 43.9438 8294 3 1050.1711 1.0225
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1257.1900 2266.1426 24.4800 3731 4 567.2911 0.0885
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1979.9015 MVQEAEKYKSEDEEHK 601.9940 1979.9207 35.4498 1931 3 660.6451 9.88
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1825.9225 LIGRRFSDSSVQSDMK 543.6392 1825.9412 26.2777 1896 3 609.3186 9.77
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 945.5265 LIGRRFSD 131.1158 945.5304 25.3645 4517 2 473.2689 3.09
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1503.6459 AGDTHLGGEDFDNR 21187.8800 1503.6481 19.2327 3330 2 752.3277 1.42
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 873.4975 IAGLNVMR 123.6112 873.5021 31.3765 2901 2 437.2547 4.18
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 188.9415 1015.5571 26.1446 2608 2 508.2822 ‐3.9120
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1147.5895 VNHFVQEFK 12616.2000 1147.5920 15.6597 2283 2 574.2996 1.48



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1432.6088 GDTHLGGEDFDNR 2391.9790 1432.6122 19.2365 1260 2 716.8098 2.08
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 639.3097 STVHDV 200.6893 639.3081 20.9700 1203 1 639.3081 ‐2.0229
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1200.6484 LIGRRFSDSSV 194.6188 1200.6460 27.5720 1192 2 600.8266 ‐2.3555
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1119.5905 LIGRRFSDSS 191.5561 1119.5877 27.7331 1135 1 1119.5877 ‐1.5115
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1604.6936 TAGDTHLGGEDFDNR 2214.9610 1604.6972 19.2346 1028 2 802.8523 2.87
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 2640.2576 EQVFSTYSDNQPGVLIQVYEGER 336.4618 2640.2455 35.7299 4923 3 880.7534 ‐4.7201
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1629.8054 NQVAMNPVNTVFDAK 1149.9320 1629.8106 27.2772 4335 2 815.4090 3.07
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1408.7543 STVHDVVLVGGSTR 275.4790 1408.7549 19.9006 2317 2 704.8811 0.2382
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 18527.4700 71757.0669 63 45.78 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1647.8159 NQVAMNPVNTVFDAK 73242.5100 1647.8169 29.2257 42259 2 824.4121 0.5052
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1473.6856 TTPSYVAFTDSER 41208.4600 1473.6850 24.2317 42225 2 737.3461 ‐0.7344
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1680.8340 NAVVTVPAYFNDSQR 37262.6200 1680.8336 27.9045 35712 2 840.9204 ‐0.2727
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 39237.7100 2560.2594 34.7296 33837 3 854.0913 1.62
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 57810.7900 1386.7278 26.8158 27608 2 693.8675 ‐1.8712
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1215.6514 DAGVIAGLNVMR 59501.3200 1215.6507 29.6772 25095 2 608.3290 ‐1.2578
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1358.6158 NALENYAYNMR 15251.7700 1358.6155 25.4549 24737 2 679.8114 ‐0.6691
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 21388.4700 2658.2731 33.4834 22741 3 886.7625 1.0186
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1659.8952 IINEPTAAAIAYGLDK 26197.8600 1659.8980 30.2748 21503 2 830.4526 1.73
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1426.7649 STVHDVVLVGGSTR 13855.9500 1426.7644 21.0153 16107 3 476.2597 ‐0.9973
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1313.6194 FEELNMDLFR 15918.7800 1313.6211 34.3791 9869 2 657.3142 0.6945
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1822.9408 IQAGPADKPMIYVEYK 2268.7680 1822.9372 25.8938 8302 3 608.3172 ‐2.7005
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1566.8084 EFAAEEISSMVLIK 3654.2500 1566.8105 36.1597 6615 2 783.9089 1.1877
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1278.6300 MVNHFVQEFK 551.2291 1278.6068 23.6842 2446 2 639.8070 ‐18.6890
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 804.4462 ITITNDK 220.2094 804.4302 20.7573 1642 1 804.4302 ‐19.3952
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2050.3330 3148.4987 43.9438 8294 3 1050.1711 0.0868
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 2266.1424 IQAGPADKPMIYVEYKGEEK 1515.7440 2266.1426 24.4800 3731 4 567.2911 0.0885
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1235.6089 MNPVNTVFDAK 310.2286 1235.6140 28.3581 3536 2 618.3106 3.21
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 873.4975 IAGLNVMR 104.0027 873.5021 31.3765 2901 2 437.2547 4.87
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 153.6733 1015.5571 26.1446 2608 2 508.2822 ‐4.3095
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 639.3097 STVHDV 1644.4100 639.3081 20.9700 1203 1 639.3081 ‐2.0161
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1641.8846 IINEPTAAAIAYGLDK 2012.5970 1641.8868 29.4798 10177 2 821.4470 1.38
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1629.8054 NQVAMNPVNTVFDAK 377.0593 1629.8106 27.2772 4335 2 815.4090 3.1400
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11610.8000 71757.0669 63 45.78 None 1642.8687 IINEPTAAAIAYGLDK 484.2501 1642.8648 31.7667 4551 2 821.9360 ‐2.4456
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 6789.9480 1527.8217 27.4262 6490 2 764.4145 0.9879
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 2481.2330 VPNQLYLTMDDLADEFGIGTLR 819.7451 2481.2396 24.9526 5478 3 827.7514 2.13
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 1142.6568 NVLAPAAPYVK 3673.8490 1142.6551 24.4844 4189 2 571.8312 ‐1.9314
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 1077.5251 ELPEWEFK 6605.1460 1077.5256 28.9262 3735 2 539.2664 ‐0.0792
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 1446.6859 QTKESFGEYTTR 1813.6910 1446.6880 22.0078 3416 2 723.8477 1.98
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 1195.6358 YLISSWGIEK 2108.1370 1195.6310 18.4013 2958 2 598.3192 ‐4.3287
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 1364.7056 VGLDYDESVVIR 3400.1710 1364.7029 27.6793 2597 2 682.8551 ‐2.2445
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 1662.8830 2584.3542 35.6711 6714 3 862.1229 1.07
NP_196079.1 sulfite reductase Arabidopsis thaliana 500.7029 72406.4715 13 17.29 Carbamidomethyl+C(17) 2325.1360 TVMSSIIKNMGSTLGACGDLNR 842.5039 2325.1483 23.7342 795 3 775.7209 5.0243
NP_196079.1 sulfite reductase Arabidopsis thaliana 269.8784 72406.4715 13 17.29 None 1142.6568 NVLAPAAPYVK 6418.4780 1142.6551 24.4844 4189 2 571.8312 ‐2.2612
NP_196079.1 sulfite reductase Arabidopsis thaliana 269.8784 72406.4715 13 17.29 None 1077.5251 ELPEWEFK 7091.3250 1077.5256 28.9262 3735 2 539.2664 ‐0.4437
NP_196079.1 sulfite reductase Arabidopsis thaliana 269.8784 72406.4715 13 17.29 None 1364.7056 VGLDYDESVVIR 1732.3710 1364.7029 27.6793 2597 2 682.8551 ‐2.4562
NP_196079.1 sulfite reductase Arabidopsis thaliana 269.8784 72406.4715 13 17.29 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 1093.0260 2584.3542 35.6711 6714 3 862.1229 0.6618
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 2538.2835 SSISHGLSAQTLTVYDYQALIDR 3208.9400 2538.2839 21.1244 7173 3 846.7661 ‐0.0097
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 1399.6812 GANSLDGSETLHAK 1677.3520 1399.6775 25.6347 2459 1 1399.6775 ‐1.2736
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 Carbamidomethyl+C(10) 1545.8206 AAYRPSELLCPLR 1489.7660 1545.8575 16.0424 16062 3 515.9574 23.2949
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 1294.5982 GASSSGDVSDTRR 234.7835 1294.5826 22.9379 9102 1 1294.5826 ‐10.8102
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 Carbamidomethyl+C(9) 1329.6944 NIDQAVQLCIR 238.9104 1329.7185 30.7171 6303 2 665.3629 17.8539
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 1046.4861 EGINSAEGNR 640.9030 1046.4723 24.2958 4601 2 523.7398 ‐13.7608
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 1933.9767 YSAIQEINWVIENQAR 193.4525 1933.9906 20.3153 2767 2 967.4990 7.86
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 None 1967.9821 DNDINNILIGLYGSQYR 485.9603 1967.9447 22.0321 1098 2 984.4760 ‐18.7490
NP_196189.1 arginine tRNA protein transferase 1 Arabidopsis thaliana 221.6793 72339.6063 9 5.85 Carbamidomethyl+C(10) 1161.5721 AAYRPSELLC 416.7493 1161.5754 16.2384 10637 2 581.2913 2.98
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 300.7478 45041.2796 10 7.79 None 2182.0663 FIVEAANHPTDPDADEILSK 4408.7900 2182.0663 27.2415 13403 3 728.0270 ‐0.7254
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 300.7478 45041.2796 10 7.79 None 1296.7158 NPEGIDINALIK 2694.3130 1296.7177 31.6011 11318 2 648.8625 0.9270
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 300.7478 45041.2796 10 7.79 None 1162.6103 TAVADIPYGGAK 258.3167 1162.5989 28.8507 1381 2 581.8031 ‐10.5396
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 1200.6947 VVAVSDITGAIR 11341.7400 1200.6932 17.2558 22178 2 600.8502 ‐1.1569
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 1065.5510 MGAFTLGVNR 14797.5500 1065.5491 16.7494 8583 2 533.2782 ‐1.6717
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 863.4808 SLMIPFR 1310.6820 863.4783 18.4813 3545 2 432.2428 ‐2.7141
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 532.3242 IPFR 2236.4430 532.3264 17.6321 2298 1 532.3264 4.13
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 663.3647 MIPFR 1943.2140 663.3671 18.4893 2258 1 663.3671 4.1340
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 1002.5578 AVSDITGAIR 268.7932 1002.5540 17.2508 981 1 1002.5540 ‐2.5889
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 713.5064 45041.2796 10 7.79 None 832.4523 SDITGAIR 300.3068 832.4497 17.2484 901 1 832.4497 ‐2.2656
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 1211.6994 ILSQPLADIGGK 3607.2910 1211.6986 16.6721 8037 2 606.3529 ‐1.0545
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 1376.7169 GSPLALAQAYETR 2543.7080 1376.7147 27.9425 7014 2 688.8610 ‐1.8385
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 1061.5514 DVPTYLPEK 5712.9690 1061.5514 22.5062 4042 2 531.2793 ‐0.5014
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 988.5058 DAGQELLSR 7299.7790 988.5067 20.1403 3259 2 494.7570 0.3540
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 944.5047 GLVASPDGTK 535.6804 944.5016 23.3664 2518 1 944.5016 ‐2.5189
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 887.4833 LVASPDGTK 318.2072 887.4832 23.1404 2188 1 887.4832 0.6220
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 770.4407 PLADIGGK 283.0764 770.4414 17.4630 1154 1 770.4414 1.30
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 520.4901 41556.5712 8 13.87 None 1043.5408 DVPTYLPEK 191.7878 1043.5454 21.4406 1664 2 522.2763 3.77
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1550.7962 AVVTVPAYFNDAQR 11229.2100 1550.7942 28.1335 11391 2 775.9007 ‐1.3775
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 925.4738 EAELHAQK 4528.0230 925.4731 20.4951 6712 1 925.4731 0.0693
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1355.6689 NTADTTIYSIEK 5310.8570 1355.6706 23.0408 5305 2 678.3389 0.9632



NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1417.7355 EVDEVLLVGGMTR 5026.9600 1417.7377 30.1840 4498 2 709.3725 1.28
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1130.5688 EIEDAVADLR 20591.9700 1130.5691 24.9779 4370 2 565.7882 ‐0.1289
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1190.6780 VQSIVAEIFGK 1473.5630 1190.6791 20.8889 4032 2 595.8432 0.5361
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1573.8293 QAVTNPTNTVSGTKR 339.0300 1573.8315 31.8522 1937 2 787.4194 1.42
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1821.9090 SQVFSTAADNQTQVGIR 1264.1330 1821.9259 22.9684 13243 2 911.4666 9.89
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1164.6259 TTPSVVAFNTK 2436.2910 1164.6249 22.7791 4281 2 582.8161 ‐1.3281
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 958.4952 VIENAEGAR 198.4686 958.4773 31.2978 3556 1 958.4773 ‐17.9468
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 Carbamidomethyl+C(22) 3277.6192 AFSSKPAGNDVIGIDLGTTNSCVAVMEGKNPK 2200.2040 3277.6396 22.9454 3486 4 820.1653 6.91
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 2061.0135 NTADTTIYSIEKSLGEYR 1589.8710 2061.0108 23.2450 1196 2 1031.0090 ‐0.9761
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 650.3144 SQVFST 570.6515 650.3117 24.3336 2310 1 650.3117 ‐3.7605
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 639.2984 EIEDAV 134.5482 639.2994 24.3692 1867 1 639.2994 1.27
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1140.5783 ADTTIYSIEK 491.0262 1140.5777 22.7764 961 2 570.7925 ‐0.9861
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 2272.4620 73218.7294 16 23.17 None 1173.6514 VQSIVAEIFGK 257.9591 1173.6574 20.3518 1105 2 587.3323 4.92
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1774.8970 NYELPDGQVITIGAER 52054.3000 1774.9002 30.6753 29918 2 887.9537 1.08
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1147.6027 EITALAPSSMK 28779.9200 1147.6027 23.0125 25718 2 574.3050 ‐0.7931
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1954.0644 VAPEEHPVLLTEAPLNPK 9238.1370 1954.0651 27.3623 21082 3 652.0266 ‐0.3633
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1176.5354 GYMFTTTAER 9145.5350 1176.5353 22.8453 13461 2 588.7713 ‐0.7733
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1932.8796 YPIEHGIVSNWDDMEK 5875.2160 1932.8827 28.8187 7342 3 644.9657 0.8339
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1338.6284 DAYVGDEAQSKR 184.6027 1338.6450 25.7237 1571 2 669.8261 11.16
NP_196543.1 actin 7 Arabidopsis thaliana 4013.2350 41964.0047 13 22.2 None 1158.5248 GYMFTTTAER 242.1737 1158.5241 24.1923 3371 2 579.7657 ‐1.3214
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 1835.1350 2183.0780 21.3965 7327 2 1092.0426 ‐1.0625
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 Carbamidomethyl+C(1) 3162.5309 CPEVLFQPSLIGMEAPGIHETTYNSIMK 1341.1730 3162.5261 21.0365 5644 3 1054.8469 ‐0.0663
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 None 1855.9324 LAYVALDYEQELETAK 1484.9260 1855.9359 18.8386 2134 2 928.4716 1.11
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 None 1774.8970 NYELPDGQVITIGAER 155.4875 1774.9309 24.7800 1193 2 887.9691 19.0457
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 None 592.3123 NSIMK 52.0141 592.3147 19.6297 2274 1 592.3147 4.50
NP_196543.1 actin 7 Arabidopsis thaliana 271.4517 41964.0047 13 22.2 Carbamidomethyl+C(1) 3145.5043 CPEVLFQPSLIGMEAPGIHETTYNSIMK 566.3198 3145.4975 22.9669 4155 3 1049.1707 ‐0.7549
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 None 1001.5877 LITVTPETK 3983.7710 1001.5862 20.2187 5804 2 501.2967 ‐2.0899
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 4458.2030 2289.9958 35.3403 5674 2 1145.5015 0.0308
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 None 1135.5300 VGDIMTEENK 5388.6160 1135.5310 18.1453 4757 2 568.2692 0.4942
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 None 1079.4972 AMQLMTDNR 13614.7700 1079.4969 19.9919 4465 2 540.2521 ‐0.7504
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 None 1333.6967 GMIGMVSIGDVVR 2476.9310 1333.6992 19.6753 4177 2 667.3533 1.15
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 Carbamidomethyl+C(12) 1587.8312 VINPAIQPSVFCSR 901.4977 1587.8246 24.9732 830 2 794.4160 ‐4.2120
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1680.8650 22843.2794 13 36.41 None 2118.0999 VGDIMTEENKLITVTPETK 1196.2940 2118.1097 32.1395 3306 2 1059.5585 5.0174
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 None 1001.5877 LITVTPETK 4864.7280 1001.5862 20.2187 5804 2 501.2967 ‐2.4948
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 3820.8050 2289.9958 35.3403 5674 2 1145.5015 0.3114
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 None 1790.7823 MEESGFESTTISDVMK 937.9641 1790.7859 29.2915 5308 2 895.8966 2.1190
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 None 1079.4972 AMQLMTDNR 9106.4850 1079.4969 19.9919 4465 2 540.2521 ‐1.1138
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 None 998.4942 LNAYIQGGY 228.5587 998.4870 29.6598 3707 2 499.7472 ‐8.0945
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1064.1820 22843.2794 13 36.41 None 817.4203 LNAYIQGG 88.1800 817.4222 28.0592 1768 1 817.4222 2.17
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3423.0550 1784.9419 20.3013 11820 2 892.9746 1.39
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 2521.5860 2700.4214 23.2773 11624 3 900.8120 1.76
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 2364.2558 DAHYLTGLLPPVILSQDVQER 10378.2600 2364.2587 21.6595 9232 3 788.7578 1.0108
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 1436.6515 FAESSMYSPVYR 9322.1500 1436.6528 24.9504 7552 2 718.8300 0.7089
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 1269.5966 YMALMDLQER 1353.9960 1269.5978 29.2022 6711 2 635.3025 0.6150
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 1004.5524 QYTVPLQR 4908.8840 1004.5522 20.6639 4388 2 502.7798 ‐0.6558
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 1285.7110 GIQVIVVTDGER 1504.5650 1285.7077 25.8887 3322 2 643.3575 ‐2.9116
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYTLM 1429.0370 3788.8296 25.0166 2377 3 1263.6147 ‐0.3972
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQK 204.7634 2932.4293 22.5619 7289 3 978.1480 ‐25.8377
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 2492.3507 DAHYLTGLLPPVILSQDVQERK 286.8361 2492.3724 30.4921 2100 4 623.8486 8.95
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 1774.7912 MGSTPTDLPGEDVADNR 380.9853 1774.8231 28.7563 1188 2 887.9152 18.0332
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 617.5256 2600.4079 37.5693 1073 3 867.4742 ‐22.3947
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 Carbamidomethyl+C(9) 1253.5831 YTPTVGEACQK 219.7940 1253.5852 23.6308 3463 2 627.2962 1.62
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1037.8550 64812.0598 33 28.57 None 974.4578 SGVGGGISDVY 175.3636 974.4608 24.0083 922 1 974.4608 3.25
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1436.6515 FAESSMYSPVYR 7968.8670 1436.6528 24.9504 7552 2 718.8300 0.5355
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1269.5966 YMALMDLQER 2524.3510 1269.5978 29.2022 6711 2 635.3025 0.3527
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1004.5524 QYTVPLQR 8455.6130 1004.5522 20.6639 4388 2 502.7798 ‐1.0591
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1285.7110 GIQVIVVTDGER 1901.0230 1285.7077 25.8887 3322 2 643.3575 ‐3.1653
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 2492.3507 DAHYLTGLLPPVILSQDVQERK 231.0929 2492.3724 30.4921 2100 4 623.8486 8.95
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1389.7736 KPQGLYISLNEK 313.2426 1389.8107 20.4428 1914 3 463.9418 26.0055
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1774.7912 MGSTPTDLPGEDVADNR 433.4084 1774.8231 28.7563 1188 2 887.9152 18.0397
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 1445.1280 2600.4079 37.5693 1073 3 867.4742 ‐23.0518
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1267.7005 GIQVIVVTDGER 238.2960 1267.7000 23.8571 2604 2 634.3536 ‐0.9638
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 450.8696 64812.0598 33 28.57 None 1268.6845 GIQVIVVTDGER 886.4867 1268.6887 26.3261 871 2 634.8480 2.63
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2940.9870 1784.9419 20.3013 11820 2 892.9746 1.1525
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 5086.8280 2700.4214 23.2773 11624 3 900.8120 2.70
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 None 2364.2558 DAHYLTGLLPPVILSQDVQER 5248.5140 2364.2587 21.6595 9232 3 788.7578 1.73
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYTLM 1339.3990 3788.8296 25.0166 2377 3 1263.6147 1.34
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 Carbamidomethyl+C(10) 2896.4849 TYLPGQANNCYIFPGLGLGLIMSGAIR 414.3481 2896.4965 22.1245 1321 3 966.1704 5.1535
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 None 3381.7801 GLAFTDKERDAHYLTGLLPPVILSQDVQER 331.7630 3381.7830 24.8375 1099 3 1127.9325 2.13
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 None 2207.1131 VLVQFEDFANHNAFDLLSK 234.9967 2207.0949 20.0179 4340 3 736.3698 ‐7.9667
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 Carbamidomethyl+C(10) 3151.6544 TYLPGQANNCYIFPGLGLGLIMSGAIRVR 1117.1330 3151.6242 25.1248 1506 3 1051.2129 ‐8.1403
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 612.9310 64812.0598 33 28.57 None 1145.5626 VLVQFEDFAN 85.1485 1145.5561 20.3571 1687 1 1145.5561 ‐4.0647
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 1509.7175 IETDLSEMIEAMK 3478.0380 1509.7186 35.5728 8568 2 755.3630 0.6143
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 1123.6146 TAPIFAQFTK 7481.0850 1123.6155 18.2332 5576 2 562.3114 0.2940
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 1605.9462 VLVTTVIPLPPAEEK 3317.7430 1605.9478 19.2320 4295 2 803.4775 0.9228
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 1205.6525 NFLSLLAENGK 1088.8400 1205.6553 20.6478 3488 2 603.3313 1.96
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 1878.9960 FAEPTKNFLSLLAENGK 1010.2630 1878.9938 25.7008 2089 3 627.0028 ‐1.6149
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 813.4465 SLLAENGK 132.8407 813.4431 19.8501 2640 1 813.4431 ‐3.4980
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 763.7342 26378.6326 16 31.09 None 951.5298 PIFAQFTK 222.9962 951.5277 18.3452 1002 2 476.2675 ‐2.8746



NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1774.9486 TAPIFAQFTKDPSVPR 629.1530 1774.9504 18.4687 9161 3 592.3216 0.7596
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1123.6146 TAPIFAQFTK 7432.1030 1123.6155 18.2332 5576 2 562.3114 0.8015
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1629.9058 ELTETLQEIIGAGKK 431.0276 1629.9036 21.4088 5128 2 815.4555 ‐1.3224
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1605.9462 VLVTTVIPLPPAEEK 4449.8060 1605.9478 19.2320 4295 2 803.4775 0.9717
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1205.6525 NFLSLLAENGK 620.7446 1205.6553 20.6478 3488 2 603.3313 2.90
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 2073.0546 AQQMERLLREPVDFNNL 583.8365 2073.0595 20.8083 4944 2 1037.0334 2.59
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 1193.6776 TVIPLPPAEEK 122.3901 1193.6716 17.9751 2842 2 597.3394 ‐5.0309
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 813.4465 SLLAENGK 74.6773 813.4431 19.8501 2640 1 813.4431 ‐3.2988
NP_196849.1 delta subunit of Mt ATP synthase Arabidopsis thaliana 690.8747 26378.6326 16 31.09 None 951.5298 PIFAQFTK 351.2576 951.5277 18.3452 1002 2 476.2675 ‐2.2036
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 8486.0690 1156.5101 21.8468 10383 2 578.7587 0.3396
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 None 2284.0842 MVFVPEDGNAPVELDVYDFK 1835.9700 2284.0881 36.3502 3154 2 1142.5477 2.76
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 None 1541.7271 DIFQEVYEANWK 313.2238 1541.6873 25.5780 2331 2 771.3473 ‐25.9148
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 None 2967.5184 LHQKGQETSTNSIASIFAWTRGLEHR 759.5325 2967.5185 25.5099 6489 3 989.8444 0.0548
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 Carbamidomethyl+C(12) 2285.1516 LMDFVKKLESSCVNTVETGK 1519.6440 2285.1509 32.4605 5688 3 762.3885 ‐0.5727
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 Carbamidomethyl+C(20) 2375.1411 LIDDMVAYAVKSEGGYVWACK 1459.3800 2375.1445 30.1882 1791 3 792.3864 1.84
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 Carbamidomethyl+C(21) 2957.5084 SPNGTIRNILDGTVFREPIMCSNIPR 223.6952 2957.4840 30.1094 981 3 986.4995 ‐8.2582
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 290.4373 54538.3990 18 10.31 Carbamidomethyl+C(7) 940.4346 GGYVWACK 1843.2790 940.4295 21.8655 839 1 940.4295 ‐4.6385
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 6836.0720 1156.5101 21.8468 10383 2 578.7587 0.0171
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 None 2284.0842 MVFVPEDGNAPVELDVYDFK 790.9728 2284.0881 36.3502 3154 2 1142.5477 2.51
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 None 1541.7271 DIFQEVYEANWK 111.5863 1541.6873 25.5780 2331 2 771.3473 ‐26.0323
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 None 1691.8421 GPGVALAMYNVDESIR 516.9905 1691.8255 27.3875 1606 2 846.4164 ‐9.8715
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 Carbamidomethyl+C(12) 2285.1516 LMDFVKKLESSCVNTVETGK 1123.1250 2285.1509 32.4605 5688 3 762.3885 ‐1.0695
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 Carbamidomethyl+C(20) 2375.1411 LIDDMVAYAVKSEGGYVWACK 573.7565 2375.1445 30.1882 1791 3 792.3864 0.6858
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 Carbamidomethyl+C(6) 1551.7683 KLESSCVNTVETGK 379.3483 1551.7769 23.5491 1064 2 776.3921 5.97
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 None 1417.7032 LIDDMVAYAVKSE 122.4123 1417.7053 31.1744 1847 2 709.3563 1.0964
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 Carbamidomethyl+C(7) 940.4346 GGYVWACK 1878.4070 940.4295 21.8655 839 1 940.4295 ‐4.9397
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 219.1671 54538.3990 18 10.31 None 1674.8156 GPGVALAMYNVDESIR 170.6270 1674.8097 26.1102 1116 2 837.9085 ‐3.5444
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1334.6661 FVEDLNEMLPK 14003.6400 1334.6658 18.7294 27404 2 667.8366 ‐0.4394
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1264.6684 NFVPGYNQVVK 12833.5600 1264.6680 24.9088 23124 2 632.8376 ‐0.7136
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 8729.7340 1673.8451 22.8233 22392 2 837.4262 1.07
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1235.6167 GEWNVAGIAYR 44678.7300 1235.6158 27.9547 17008 2 618.3116 ‐1.1035
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1411.6740 GEDFPTENYIVK 15315.0400 1411.6734 26.4200 16573 2 706.3403 ‐0.6282
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1048.5058 DGELAPQYR 36203.1400 1048.5059 18.1298 15057 2 524.7566 ‐0.4087
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 13785.5200 1531.7859 32.0523 13479 2 766.3966 ‐0.1194
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1058.5551 LQMAPELEK 5613.4890 1058.5540 22.8233 12690 2 529.7806 ‐1.5315
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1544.7989 LQMAPELEKETGAK 6670.4020 1544.7987 22.5731 12171 3 515.6044 ‐0.6756
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 955.5683 GVLIVNNAR 18762.2800 955.5673 20.2444 11025 2 478.2873 ‐1.6752
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 758.4957 ILILMR 3485.3700 758.4890 17.6559 3934 1 758.4890 ‐8.3012
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1820.9099 ETGAKFVEDLNEMLPK 1786.6330 1820.9101 35.8071 1666 2 910.9587 0.2742
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 645.4116 LILMR 3925.5610 645.4111 17.6338 2530 1 645.4111 ‐0.4437
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1110.5830 FPTENYIVK 383.3665 1110.5831 26.9342 2137 2 555.7952 ‐0.3724
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 686.3944 IVNNAR 5634.7110 686.3936 20.2421 1464 1 686.3936 ‐0.6845
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 904.4887 PGYNQVVK 128.8232 904.4909 25.5201 1385 1 904.4909 3.1238
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 817.4124 MAPELEK 3104.4500 817.4106 22.8570 1261 1 817.4106 ‐1.6064
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1674.8407 TGAKFVEDLNEMLPK 281.3682 1674.8482 36.3023 1180 2 837.9277 4.79
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1178.5953 EWNVAGIAYR 206.1361 1178.5999 28.7468 795 2 589.8036 3.84
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1393.6634 GEDFPTENYIVK 271.6061 1393.6706 26.9616 1400 2 697.3389 4.28
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 5052.4000 42694.8017 45 28.91 None 1317.6395 FVEDLNEMLPK 122.1105 1317.6457 17.9261 763 2 659.3265 4.17
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1264.6684 NFVPGYNQVVK 16768.6000 1264.6680 24.9088 23124 2 632.8376 ‐0.9785
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1235.6167 GEWNVAGIAYR 34708.1400 1235.6158 27.9547 17008 2 618.3116 ‐1.3839
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 15233.1500 1531.7859 32.0523 13479 2 766.3966 ‐0.2422
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1411.6740 GEDFPTENYIVK 15546.2000 1411.6730 26.3935 13474 2 706.3401 ‐1.1288
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1058.5551 LQMAPELEK 2803.7970 1058.5540 22.8233 12690 2 529.7806 ‐1.9061
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1544.7989 LQMAPELEKETGAK 5919.4480 1544.7987 22.5731 12171 3 515.6044 ‐0.7960
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 955.5683 GVLIVNNAR 13491.2500 955.5673 20.2444 11025 2 478.2873 ‐2.1046
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1334.6661 FVEDLNEMLPK 1558.7300 1334.6703 31.1898 2184 2 667.8388 2.81
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1820.9099 ETGAKFVEDLNEMLPK 1079.7400 1820.8930 31.6037 5136 2 910.9501 ‐9.1044
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1110.5830 FPTENYIVK 370.7057 1110.5831 26.9342 2137 2 555.7952 ‐0.7193
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1172.6157 APELEKETGAK 644.4215 1172.6184 22.6133 2134 2 586.8129 1.36
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 686.3944 IVNNAR 1878.4240 686.3936 20.2421 1464 1 686.3936 ‐0.7259
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 817.4124 MAPELEK 2209.8280 817.4106 22.8570 1261 1 817.4106 ‐1.7818
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1101.5786 PELEKETGAK 1044.1080 1101.5833 22.5643 931 2 551.2953 3.86
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 3118.4980 42694.8017 45 28.91 None 1393.6634 GEDFPTENYIVK 281.9696 1393.6706 26.9616 1400 2 697.3389 4.65
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 None 1334.6661 FVEDLNEMLPK 21722.9300 1334.6658 18.7294 27404 2 667.8366 ‐0.1327
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 4120.4110 1673.8451 22.8233 22392 2 837.4262 1.49
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 362.6526 2779.3287 17.9537 1506 3 927.1144 ‐0.2714
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 376.2157 1632.8309 16.7536 2712 3 544.9485 ‐0.7840
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 None 1544.7989 LQMAPELEKETGAK 131.5334 1544.7705 21.1186 1757 2 772.8889 ‐18.3471
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 Carbamidomethyl+C(2) 1070.5412 GCVENALGIR 124.6623 1070.5425 21.3893 2289 1 1070.5425 2.94
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 Carbamidomethyl+C(2) 1088.5517 GCVENALGIR 152.1623 1088.5487 25.5409 1830 1 1088.5487 ‐1.3097
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 None 1526.7883 LQMAPELEKETGAK 244.5444 1526.7860 21.4305 3190 2 763.8966 ‐1.4889
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 826.2558 42694.8017 45 28.91 None 1317.6395 FVEDLNEMLPK 140.7567 1317.6457 17.9261 763 2 659.3265 4.46
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1136.6020 YVDAVMTIPK 1565.2260 1136.6017 25.9286 8923 2 568.8045 ‐0.6997
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 Carbamidomethyl+C(7) 1729.7859 GTLFPMCGMNLAFDR 2920.2390 1729.7948 21.3121 4203 2 865.4010 5.1802
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1122.6266 AVNALEQHIK 1091.3890 1122.6284 18.8569 1402 2 561.8178 1.1719
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 Carbamidomethyl+C(9) 1606.7458 YIFTIDDDCFVAK 762.7960 1606.7502 33.0088 6452 2 803.8787 2.68
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 Carbamidomethyl+C(8) 1667.8309 EAVTVQQCYIELSK 235.2682 1667.8673 21.3709 3665 2 834.4373 21.8319
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1606.8547 DPSGKAVNALEQHIK 821.9807 1606.8553 54.4994 2390 3 536.2899 ‐0.2123
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 973.5387 VDAVMTIPK 178.7828 973.5359 24.3556 888 2 487.2716 ‐3.3874



NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1118.5914 YVDAVMTIPK 1676.6780 1118.5935 24.7596 3771 2 559.8004 1.15
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1104.6160 AVNALEQHIK 418.0318 1104.6198 17.7711 1257 2 552.8136 2.53
NP_197069.1 reversibly glycosylated polypeptide 2 Arabidopsis thaliana 234.0403 41403.5567 10 9.72 None 1105.6000 AVNALEQHIK 320.1967 1105.5970 18.4307 1540 2 553.3022 ‐3.1855
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1366.0230 22117.7333 10 39.47 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 5236.8130 2357.2095 35.7612 11516 3 786.4080 1.02
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1366.0230 22117.7333 10 39.47 None 1063.6299 AVVIYVPFR 7604.2180 1063.6295 19.2110 10868 2 532.3184 ‐0.8815
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1366.0230 22117.7333 10 39.47 None 1067.5554 LETMVGVYR 4132.3740 1067.5552 23.8276 4629 2 534.2812 ‐0.6784
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1366.0230 22117.7333 10 39.47 Carbamidomethyl+C(7) 3020.3790 NAEPTECEEQVAQALFDLENTNQELK 1488.6590 3020.3793 38.0384 3530 3 1007.4646 0.1328
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1366.0230 22117.7333 10 39.47 Carbamidomethyl+C(9) 3263.5009 DKNAEPTECEEQVAQALFDLENTNQELK 615.6144 3263.5046 37.0788 2556 3 1088.5064 1.87
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1200.0680 22117.7333 10 39.47 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 5422.7130 2357.2095 35.7612 11516 3 786.4080 0.8368
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1200.0680 22117.7333 10 39.47 None 1067.5554 LETMVGVYR 5533.1590 1067.5552 23.8276 4629 2 534.2812 ‐1.0482
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1200.0680 22117.7333 10 39.47 Carbamidomethyl+C(7) 3020.3790 NAEPTECEEQVAQALFDLENTNQELK 1884.1810 3020.3793 38.0384 3530 3 1007.4646 ‐0.7378
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1200.0680 22117.7333 10 39.47 None 1845.8912 DLYINQAVHMDISGNR 620.3837 1845.9073 32.1398 955 2 923.4573 8.95
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 1200.0680 22117.7333 10 39.47 Carbamidomethyl+C(9) 3263.5009 DKNAEPTECEEQVAQALFDLENTNQELK 947.6080 3263.5046 37.0788 2556 3 1088.5064 0.2645
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1658.8285 YGAGIGPGVYDIHSPR 37697.7200 1658.8271 24.7904 48713 3 553.6139 ‐1.4158
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 45324.1200 2140.2621 24.8091 41449 2 1070.6347 0.0998
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1411.7904 GGIGVIQIDEAALR 132059.2000 1411.7911 31.4634 41248 2 706.3992 0.3452
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 25089.9100 2861.4296 20.9201 38731 3 954.4814 0.1367
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1116.5531 IPSSEEIADR 29118.7500 1116.5533 18.3628 37017 2 558.7803 ‐0.2715
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1096.5786 YLFAGVVDGR 53433.4300 1096.5770 17.8210 35120 2 548.7921 ‐1.9271
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1146.6769 SFELLSLLPK 21514.5700 1146.6765 22.6193 31559 2 573.8419 ‐0.7389
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1181.6313 GVTAFGFDLVR 62013.7800 1181.6318 20.0859 30384 2 591.3196 0.0294
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 942.5619 VVEVNALAK 32939.5400 942.5601 20.4042 30290 2 471.7837 ‐2.5139
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1199.5732 FALESFWDGK 7477.6810 1199.5748 20.2857 29181 2 600.2910 1.0000
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 23952.3600 2384.2197 40.2187 28623 3 795.4114 1.0678
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11937.4400 2213.1410 22.3122 25729 2 1107.0741 ‐1.6865
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1235.5759 GNASVPAMEMTK 42986.1900 1235.5770 21.0900 23528 2 618.2921 0.5365
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2310.3068 LNLPILPTTTIGSFPQTVELR 13122.8700 2310.3025 22.3731 21745 2 1155.6549 ‐1.3073
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2075.0880 ALAGQKDEALFSANAAALASR 12458.1300 2075.0895 28.3409 19102 3 692.3680 0.3810
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 2397.3480 2418.2563 25.5595 11603 2 1209.6318 ‐3.5381
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 831.4822 EVITELK 31294.7900 831.4814 20.1999 9849 2 416.2443 ‐1.7010
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1294.9000 3013.4211 21.1484 8785 4 754.1107 1.68
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 734.4559 LLSVFR 3019.3600 734.4547 16.9068 2674 1 734.4547 ‐1.1016
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1506.7547 DEALFSANAAALASR 855.0378 1506.7574 17.7234 2075 2 753.8824 1.75
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 874.4629 VTNEGVQK 164.2160 874.4648 18.5888 2011 1 874.4648 2.59
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 704.3937 SQLASAK 258.3615 704.4083 21.7027 4277 1 704.4083 21.1674
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 793.3873 QMSAAGTK 364.3013 793.3816 18.1968 1622 1 793.3816 ‐6.5811
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 2641.9420 2438.4047 21.2937 15673 3 813.4731 1.0007
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1457.7594 IPSSEEIADRVNK 566.2192 1457.7584 21.3067 2894 2 729.3829 ‐0.8702
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2452.3235 TLDLVKAGFPEGKYLFAGVVDGR 1152.3990 2452.3077 22.9091 1425 3 818.1074 ‐6.6251
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 2071.9971 FALESFWDGKSTAEDLQK 492.9919 2072.0155 34.0581 1009 2 1036.5114 9.68
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1179.6004 IPSSEEIADRV 426.4451 1179.6013 22.7174 6416 2 590.3043 0.3023
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 603.3712 ITELK 8107.4800 603.3708 20.3854 3799 1 603.3708 ‐0.2370
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1632.8996 TLDLVKAGFPEGKYL 565.9360 1632.8966 20.7714 3647 2 816.9520 ‐1.8311
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 508.2878 SVFR 272.9769 508.2867 16.8963 3178 1 508.2867 ‐1.9538
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1983.9957 HYDQVLDTTAMLGAVPPR 585.9083 1983.9856 22.1428 2678 2 992.4964 ‐4.8258
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 Carbamidomethyl+C(12) 1798.9157 LEQNILWVNPDCGLK 266.0191 1798.9195 20.2329 2449 3 600.3114 1.20
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1140.5796 PGVYDIHSPR 98.6415 1140.5840 24.5839 2311 1 1140.5840 4.34
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 843.4934 VEVNALAK 250.3501 843.4948 22.0711 1792 1 843.4948 2.89
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1246.6790 IGSFPQTVELR 509.0363 1246.6790 22.9136 1539 2 623.8431 ‐0.3488
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 474.2671 IADR 59.8408 474.2655 16.4737 1254 1 474.2655 ‐3.0595
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 912.5764 ELLSLLPK 388.5011 912.5804 22.6076 1144 1 912.5804 5.0895
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 739.3410 SFWDGK 123.3877 739.3375 20.1810 952 1 739.3375 ‐4.1268
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1228.6606 PVLVMDLEGQK 259.5729 1228.6556 40.4664 943 2 614.8314 ‐4.4286
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1028.5735 IQIDEAALR 1309.6400 1028.5776 31.4632 853 1 1028.5776 4.90
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 933.5152 LFAGVVDGR 604.0285 933.5193 17.8136 833 1 933.5193 5.1680
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1900.9763 ALAGQKDEALFSANAAALAS 370.7074 1900.9701 28.3643 791 2 950.9887 ‐3.0685
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 10850.3800 84698.9500 89 44.58 None 1217.5653 GNASVPAMEMTK 281.8388 1217.5602 19.7167 1021 2 609.2837 ‐4.5734
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1658.8285 YGAGIGPGVYDIHSPR 28453.8400 1658.8271 24.7904 48713 3 553.6139 ‐1.5941
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1411.7904 GGIGVIQIDEAALR 127053.8000 1411.7912 31.4620 40768 2 706.3992 0.1775
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 942.5619 VVEVNALAK 17653.9400 942.5601 20.4042 30290 2 471.7837 ‐2.9501
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 25172.1600 2384.2197 40.2187 28623 3 795.4114 0.5207
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1235.5759 GNASVPAMEMTK 49300.2700 1235.5770 21.0900 23528 2 618.2921 0.2561
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 2075.0880 ALAGQKDEALFSANAAALASR 6332.7710 2075.0894 28.3339 18353 3 692.3680 ‐0.0730
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1506.7547 DEALFSANAAALASR 3938.3810 1506.7562 28.8379 5067 2 753.8817 0.7027
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1662.8558 DEALFSANAAALASRR 321.4742 1662.8261 26.6952 8687 2 831.9167 ‐17.9277
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1181.6313 GVTAFGFDLVR 138.7590 1181.6552 23.1810 1060 2 591.3312 19.4464
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 744.4250 EVNALAK 10007.1700 744.4241 20.4003 5119 1 744.4241 ‐0.8564
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 997.5313 ALAGQKDEAL 415.7145 997.5325 27.4527 3599 2 499.2699 0.2102
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 843.4934 VEVNALAK 125.4183 843.4948 22.0711 1792 1 843.4948 2.0369
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1495.7652 GAGIGPGVYDIHSPR 1001.9520 1495.7649 24.7861 1669 2 748.3861 ‐0.4747
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1197.6011 GPGVYDIHSPR 1607.9210 1197.5962 24.7888 1525 2 599.3017 ‐4.8070
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 915.4894 QIDEAALR 1140.9650 915.4884 31.4652 1364 1 915.4884 ‐0.6838
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1028.5735 IQIDEAALR 1303.4430 1028.5776 31.4632 853 1 1028.5776 4.76
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4884.9990 84698.9500 89 44.58 None 1900.9763 ALAGQKDEALFSANAAALAS 251.7337 1900.9701 28.3643 791 2 950.9887 ‐2.9949
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 45708.2100 2140.2621 24.8091 41449 2 1070.6347 ‐0.3594
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 20496.7100 2861.4296 20.9201 38731 3 954.4814 1.20
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1096.5786 YLFAGVVDGR 44156.8000 1096.5770 17.8210 35120 2 548.7921 ‐1.3940
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1146.6769 SFELLSLLPK 16918.7600 1146.6765 22.6193 31559 2 573.8419 ‐0.2534
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1181.6313 GVTAFGFDLVR 41779.0700 1181.6318 20.0859 30384 2 591.3196 0.4817



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1199.5732 FALESFWDGK 8653.9180 1199.5748 20.2857 29181 2 600.2910 1.52
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 15399.7200 2213.1410 22.3122 25729 2 1107.0741 ‐2.2150
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2310.3068 LNLPILPTTTIGSFPQTVELR 6549.8490 2310.3025 22.3731 21745 2 1155.6549 ‐1.9282
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 1219.3840 2300.2091 22.7071 13389 3 767.4079 ‐2.8739
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 3015.0940 2418.2563 25.5595 11603 2 1209.6318 ‐4.2616
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 1132.4920 3013.4211 21.1484 8785 4 754.1107 1.68
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2075.0880 ALAGQKDEALFSANAAALASR 2536.0990 2075.0896 17.3064 5533 3 692.3680 0.9106
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1411.7904 GGIGVIQIDEAALR 1514.2720 1411.7898 18.8553 2991 2 706.3986 ‐0.3424
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 734.4559 LLSVFR 6260.4130 734.4547 16.9068 2674 1 734.4547 ‐0.9935
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1506.7547 DEALFSANAAALASR 559.1913 1506.7574 17.7234 2075 2 753.8824 1.06
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1790.9622 GMLTGPVTILNWSFVR 1590.6630 1790.9634 23.7076 5110 2 895.9854 0.6661
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 1772.6290 2438.4047 21.2937 15673 3 813.4731 1.53
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 Carbamidomethyl+C(7) 3013.5762 LVVSTSCSLLHTAVDLINETKLDDEIK 2542.2560 3013.5795 23.5502 7641 4 754.1503 1.0906
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 2452.3235 TLDLVKAGFPEGKYLFAGVVDGR 1078.4230 2452.3077 22.9091 1425 3 818.1074 ‐5.8197
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1186.5950 NETKLDDEIK 95.3858 1186.5997 19.5607 16115 2 593.8035 4.0460
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1553.8533 SLLHTAVDLINETK 587.0781 1553.8559 22.7825 6678 2 777.4316 1.54
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1868.9541 IVPELGPEVNFSYASHK 267.1528 1868.9506 21.4218 6222 2 934.9789 ‐1.9406
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 673.3628 AGVVDGR 12041.2100 673.3610 17.8295 3997 1 673.3610 ‐2.1103
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1632.8996 TLDLVKAGFPEGKYL 656.5458 1632.8966 20.7714 3647 2 816.9520 ‐1.8079
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 508.2878 SVFR 427.6656 508.2867 16.8963 3178 1 508.2867 ‐2.1065
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1983.9957 HYDQVLDTTAMLGAVPPR 568.3138 1983.9856 22.1428 2678 2 992.4964 ‐5.1364
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 706.3883 GFDLVR 120.4391 706.3898 20.0563 2664 1 706.3898 2.44
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase A 4377.6700 84698.9500 89 44.58 None 1507.7977 MLAVLEQNILWVN 850.9469 1507.7967 23.8471 1517 2 754.4020 ‐0.6602
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 1442.7849 LILGADSPAITESR 3596.7320 1442.7848 26.2362 11295 2 721.8960 ‐0.4341
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 Carbamidomethyl+C(9) 1829.8739 TFVADGGECLIAQSYAK 2844.1450 1829.8778 28.2602 4925 2 915.4425 2.32
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 1454.8213 TEEGKPLVLDVVR 3259.1240 1454.8117 26.4912 7365 3 485.6088 ‐7.2882
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 3685.7488 QIGMFTFTGLNKEQVEFMTKEFHIYMTSDGR 381.5565 3685.6679 37.7586 1262 3 1229.2275 ‐22.8415
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 2548.3017 GTPGDWSHIIKQIGMFTFTGLNK 2844.0150 2548.3014 37.0512 2879 3 850.1053 ‐0.9112
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 1577.8217 SMRQQLFEAIQAR 277.9335 1577.8183 29.5091 2560 2 789.4128 ‐2.3048
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 2270.1427 GTPGDWSHIIKQIGMFTFTGL 281.6961 2270.1350 37.4459 4730 3 757.3832 ‐4.1261
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 2589.2516 QIGMFTFTGLNKEQVEFMTKEF 440.8390 2589.2507 37.0340 3097 3 863.7551 ‐1.1594
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 None 1424.7744 LILGADSPAITESR 224.3026 1424.7704 24.2536 1273 2 712.8888 ‐3.1724
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 377.5347 44494.8401 10 16.54 Carbamidomethyl+C(9) 1811.8633 TFVADGGECLIAQSYAK 194.4450 1811.8535 25.7294 1259 2 906.4304 ‐5.2632
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 None 1015.5782 LVIVGDGGTGK 23167.3500 1015.5785 20.2452 13461 2 508.2929 ‐0.7117
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 None 1228.6208 NLQYYEISAK 2972.3700 1228.6210 23.5464 11128 2 614.8141 ‐0.4902
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 Carbamidomethyl+C(2)
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 Carbamidomethyl+C(3) 1404.5889 FYCWDTAGQEK 4923.0820 1404.5888 24.1657 6080 2 702.7981 ‐0.4599
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 None 803.4258 IVGDGGTGK 575.9362 803.4271 20.2363 1560 1 803.4271 2.1129
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 None 591.2733 GDGGTGK 2176.2310 591.2729 20.2213 1234 1 591.2729 ‐0.2139
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 None 997.5677 LVIVGDGGTGK 216.6275 997.5668 19.4736 3349 2 499.2870 ‐1.8262
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2067.1150 25617.9951 8 20.36 Carbamidomethyl+C(2)
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 13885.8500 2621.4248 17.9738 23884 3 874.4798 0.4626
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1662.9313 ITPLPVSTGSTVLYSK 21222.9200 1662.9314 17.6455 23437 2 831.9694 0.1026
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1618.9050 IDITVPTGAQIIYSK 5589.1660 1618.9037 18.7616 9505 2 809.9555 ‐0.8095
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1204.6783 TAGGLLLTETTK 1858.5880 1204.6792 16.0397 2021 2 602.8433 0.7796
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1371.6427 YAGTEVEFNDVK 350.1451 1371.6393 19.2121 1325 2 686.3233 ‐2.4690
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1504.7788 AATQLTASPVTMSAR 487.5015 1504.8010 22.9184 8658 2 752.9041 14.7587
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 970.5316 DLKPLNDR 235.6029 970.5238 16.1244 2196 2 485.7655 ‐7.9795
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1861.0429 NKIDITVPTGAQIIYSK 13954.4300 1861.0419 17.7938 14971 3 621.0188 ‐0.6404
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 1351.7580 NKIDITVPTGAQI 582.3585 1351.7581 17.7104 2933 2 676.3827 0.0835
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3296.5390 26801.9082 10 42.29 None 979.4731 EVEFNDVK 136.4845 979.4735 18.4410 2077 1 979.4735 1.38
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1351.7831 VISIPLEELPNK 4025.0770 1351.7846 30.7980 3349 2 676.3959 0.5957
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 3083.2200 1645.8486 32.8404 2794 2 823.4280 1.1691
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1347.7002 DQIVSSLTEVEK 266.3700 1347.7069 26.5645 1372 2 674.3571 4.37
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1980.9621 TINQVQETGSSVFDATQR 3212.3140 1980.9742 25.6487 5128 3 660.9962 5.26
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1988.9712 LGTDSYNFSFAQVLSPSR 214.5231 1988.9636 26.5931 1813 3 663.6594 ‐4.5898
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1951.9430 QAGEEAMKLASPAFSEASK 283.3829 1951.9231 33.1446 1168 2 976.4652 ‐9.8632
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 Oxidation+M(1) 1572.7430 MAMAEMATKSSLSAK 811.7745 1572.7409 30.9454 7477 2 786.8741 ‐1.4813
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 411.9606 41399.5387 8 18.60 None 1524.7289 VQETGSSVFDATQR 419.9821 1524.7248 27.0103 950 2 762.8660 ‐2.9274
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3423.0550 1784.9419 20.3013 11820 2 892.9746 1.39
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 2521.5860 2700.4214 23.2773 11624 3 900.8120 1.76
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 1269.5966 YMALMDLQER 1353.9960 1269.5978 29.2022 6711 2 635.3025 0.6150
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 1004.5524 QYTVPLQR 4908.8840 1004.5522 20.6639 4388 2 502.7798 ‐0.6558
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 1285.7110 GIQVIVVTDGER 1504.5650 1285.7077 25.8887 3322 2 643.3575 ‐2.9116
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVASGYTLM 1429.0370 3788.8296 25.0166 2377 3 1263.6147 ‐0.3972
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 2943.6190 SLADHTFLFLGAGEAGTGIAELIALKISK 2364.5630 2943.6046 24.0284 3322 3 981.8731 ‐4.8756
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 Carbamidomethyl+C(9)
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 Carbamidomethyl+C(9) 1253.5831 YTPTVGEACQK 219.7940 1253.5852 23.6308 3463 2 627.2962 1.62
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 418.1518 65066.5343 10 23.47 None 974.4578 SGVGGGISDVY 175.3636 974.4608 24.0083 922 1 974.4608 3.25
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1744.8653 GFIFGVASSAYQVEGGR 7208.4850 1744.8671 19.4478 11529 2 872.9372 1.0684
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1055.5156 LFNSGNFEK 5564.7070 1055.5157 22.0691 10832 2 528.2615 ‐0.4808
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1718.9224 NWITINQLYTVPTR 6322.8740 1718.9247 20.0673 10686 2 859.9660 1.71
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1074.5798 GMIGPVMITR 12939.1600 1074.5791 17.4283 9766 2 537.7932 ‐1.1473
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1077.5324 GYALGTDAPGR 6522.5060 1077.5305 19.1975 9617 2 539.2689 ‐2.1590
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1298.6126 GIYYVMDYFK 13642.7100 1298.6131 20.4726 9473 2 649.8102 0.0694
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 Carbamidomethyl+C(13) 2439.1173 TIVDDFKDYADLCFELFGDR 206.2492 2439.0597 30.2150 6777 2 1220.0335 ‐22.9916
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 3980.8760 GSYDFLGLNYYVTQYAQNNQTIVPSDVHTALMDSR 559.8865 3980.9261 37.7358 2398 3 1327.6469 13.0048
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 655.3158 GTDAPGR 189.3063 655.3167 16.9524 1671 1 655.3167 1.34
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 773.4338 GPVMITR 656.9023 773.4349 17.4346 1447 1 773.4349 1.70



NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 795.3632 NSGNFEK 140.7597 795.3599 22.0732 906 1 795.3599 ‐3.5256
NP_197972.2 myrosinase 1 Arabidopsis thaliana 1364.9870 51994.4753 21 23.25 None 1726.8547 GFIFGVASSAYQVEGGR 414.7002 1726.8519 19.1402 1259 2 863.9296 ‐1.5787
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1744.8653 GFIFGVASSAYQVEGGR 7025.0720 1744.8671 19.4478 11529 2 872.9372 0.9851
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1718.9224 NWITINQLYTVPTR 5741.8600 1718.9247 20.0673 10686 2 859.9660 1.85
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1074.5798 GMIGPVMITR 10539.7700 1074.5791 17.4283 9766 2 537.7932 ‐0.5933
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1298.6126 GIYYVMDYFK 4570.8020 1298.6131 20.4726 9473 2 649.8102 0.4105
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 Carbamidomethyl+C(5)
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1766.8723 IFFHGWFMGPLTEGK 581.1754 1766.8932 19.7279 3547 2 883.9502 11.20
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 2795.2570 TTYGDPLIYVTENGFSTPGDEDFEK 256.6788 2795.3177 22.4161 781 3 932.4441 22.7096
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 773.4338 GPVMITR 426.2230 773.4349 17.4346 1447 1 773.4349 2.1301
NP_197972.2 myrosinase 1 Arabidopsis thaliana 846.9374 51994.4753 21 23.25 None 1726.8547 GFIFGVASSAYQVEGGR 288.1223 1726.8519 19.1402 1259 2 863.9296 ‐1.6448
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2865.1360 14104.1740 4 29.3 None 1033.5598 IMEIASLEK 15459.6500 1033.5586 25.8483 12189 2 517.2829 ‐1.6794
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2865.1360 14104.1740 4 29.3 Carbamidomethyl+C(8) 1667.7945 GVSFTIDCSKPVDDK 8260.9970 1667.7963 23.4240 6833 3 556.6036 0.5458
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2865.1360 14104.1740 4 29.3 None 1146.6113 AGALGDSVSITR 7685.4260 1146.6119 21.7496 6622 2 573.8096 0.0804
NP_198129.1 60S ribosomal protein L22 3 Arabidopsis thaliana 2865.1360 14104.1740 4 29.3 None 920.4757 MEIASLEK 2618.1910 920.4766 25.8356 1073 1 920.4766 1.75
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 1167.6078 YKEDIQLMK 67765.8000 1167.6081 21.3960 28553 2 584.3077 ‐0.2039
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 1181.5877 FGLYYIDYK 573.8465 1181.5824 32.9974 1270 2 591.2948 ‐4.9125
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 966.4639 NLNTDSFR 538.4763 966.4879 27.8097 4059 2 483.7476 24.1985
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 3395.6010 ALDFIMGWHLDTTMFGDYPQTMKDIVGHR 1174.8360 3395.6244 25.4754 1255 3 1132.5463 7.0835
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 Carbamidomethyl+C(5) 1678.8218 APGRCSPYAKDETVK 462.6315 1678.8167 30.9170 3460 2 839.9120 ‐2.9940
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 Carbamidomethyl+C(26) 2942.4254 AHFPKGFLFGTATAAYQVEGAVNETCR 755.0445 2942.4091 24.9396 1422 3 981.4746 ‐5.5392
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 1034.5193 GLYYIDYK 96.3896 1034.5163 34.7652 1819 1 1034.5163 ‐2.0563
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 536.2351 YKED 2932.5410 536.2344 21.4004 1525 1 536.2344 ‐1.0677
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 858.4390 EDIQLMK 222.5680 858.4392 23.1996 1421 1 858.4392 1.0047
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 1250.0690 61547.5664 10 18.20 None 949.4374 NLNTDSFR 190.6389 949.4365 29.3949 2044 1 949.4365 ‐0.0990
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1564.8291 VFSPEEISAMILTK 19426.1300 1564.8310 21.9019 21118 2 782.9191 1.1022
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1494.7223 ITPSWVGFTDSER 25269.7200 1494.7202 18.0891 19089 2 747.8637 ‐1.6016
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1345.6457 NALETYVYNMK 38589.1200 1345.6470 28.6098 14637 2 673.3271 0.7156
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1907.0021 IKDAVVTVPAYFNDAQR 14608.8100 1907.0003 17.2620 14112 3 636.3383 ‐1.4146
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 2053.0124 VEIESLFDGVDFSEPLTR 28894.8500 2053.0137 38.9366 13792 2 1027.0105 0.9490
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1155.6480 DAGVIAGLNVAR 14379.4900 1155.6492 26.2856 13269 2 578.3283 0.6143
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3456.7460 1861.9501 31.8068 11469 2 931.4787 1.83
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1550.7962 AVVTVPAYFNDAQR 11229.2100 1550.7942 28.1335 11391 2 775.9007 ‐1.3775
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 3588.9980 2103.1261 18.5230 11086 3 701.7135 ‐0.6617
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1296.6219 FEELNNDLFR 7806.8500 1296.6203 29.4014 9182 2 648.8138 ‐1.5691
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 2498.0841 EALEWLDENQNSEKEEYDEK 1025.2600 2498.0879 27.0108 7785 3 833.3675 1.32
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1073.6354 LVPYQIVNK 10634.0600 1073.6356 15.6882 6800 2 537.3214 ‐0.2880
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1473.7907 SQIDEIVLVGGSTR 1472.1350 1473.7870 17.5813 4766 2 737.3971 ‐2.7247
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1210.5739 DFFEGKEPNK 2893.9750 1210.5712 19.9505 3388 2 605.7892 ‐2.5835
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1665.8231 DAVVTVPAYFNDAQR 4838.0430 1665.8132 28.9750 10216 2 833.4102 ‐5.9806
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1025.5487 ALSSQHQVR 139.9719 1025.5745 21.3422 2764 2 513.2909 24.6407
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1523.7601 ARFEELNNDLFR 3480.5670 1523.7585 28.5934 9843 2 762.3829 ‐1.2030
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 682.3770 DAVVTVP 117.9423 682.3731 30.3687 4263 1 682.3731 ‐5.2222
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 474.3286 ILTK 197.4480 474.3269 23.5655 1785 1 474.3269 ‐3.3579
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1116.5969 EEISAMILTK 361.8481 1116.5975 20.7220 1408 2 558.8024 0.0726
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 778.3842 NNDLFR 192.5356 778.3802 28.0270 1160 1 778.3802 ‐4.5448
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 259.2474 1334.6879 32.0591 1067 2 667.8476 ‐0.8030
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 861.4829 PYQIVNK 1500.9050 861.4823 15.6870 875 1 861.4823 ‐0.0055
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1137.6375 DAGVIAGLNVAR 629.0751 1137.6375 24.5929 2587 2 569.3224 ‐0.4050
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1192.5633 DFFEGKEPNK 607.7105 1192.5605 21.5209 2039 1 1192.5605 ‐1.2585
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1505.7496 ARFEELNNDLFR 302.1250 1505.7532 30.2978 1158 2 753.3802 2.13
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 7444.9730 73914.5211 54 30.64 None 1456.7642 SQIDEIVLVGGSTR 259.1484 1456.7681 15.7478 970 3 486.2609 2.0413
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1659.8952 IINEPTAAAIAYGLDK 26197.8600 1659.8980 30.2748 21503 2 830.4526 1.73
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1345.6457 NALETYVYNMK 16303.8900 1345.6470 28.6098 14637 2 673.3271 0.4938
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 2053.0124 VEIESLFDGVDFSEPLTR 23910.1800 2053.0137 38.9366 13792 2 1027.0105 1.1034
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1155.6480 DAGVIAGLNVAR 14785.4800 1155.6492 26.2856 13269 2 578.3283 0.2913
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3334.9620 1861.9501 31.8068 11469 2 931.4787 1.12
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1550.7962 AVVTVPAYFNDAQR 12519.4900 1550.7942 28.1335 11391 2 775.9007 ‐1.4903
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1296.6219 FEELNNDLFR 2581.2790 1296.6203 29.4014 9182 2 648.8138 ‐1.8171
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1240.6242 MKETAEAYLGK 3814.3320 1240.6266 19.2219 3308 2 620.8169 1.73
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1665.8231 DAVVTVPAYFNDAQR 5906.2510 1665.8132 28.9750 10216 2 833.4102 ‐6.0322
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1025.5487 ALSSQHQVR 239.9739 1025.5745 21.3422 2764 2 513.2909 24.2486
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 682.3770 DAVVTVP 123.9785 682.3731 30.3687 4263 1 682.3731 ‐5.2595
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1159.5782 AVVTVPAYFND 2103.6490 1159.5795 26.5209 1487 2 580.2934 0.3490
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 271.5994 1334.6879 32.0591 1067 2 667.8476 ‐1.0307
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1641.8846 IINEPTAAAIAYGLDK 2012.5970 1641.8868 29.4798 10177 2 821.4470 1.38
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1007.5381 ALSSQHQVR 351.1662 1007.5389 20.9708 3008 2 504.2731 ‐0.2032
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1137.6375 DAGVIAGLNVAR 556.3150 1137.6375 24.5929 2587 2 569.3224 ‐0.7375
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1647.8125 DAVVTVPAYFNDAQR 369.3041 1647.8077 27.9766 2057 2 824.4075 ‐3.0048
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1532.7856 AVVTVPAYFNDAQR 380.4622 1532.7881 29.0038 1186 2 766.8977 1.11
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 2661.4440 73914.5211 54 30.64 None 1642.8687 IINEPTAAAIAYGLDK 484.2501 1642.8648 31.7667 4551 2 821.9360 ‐2.4456



NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 Carbamidomethyl+C(9) 1991.9565 TAHEMGIPCVAVYSTIDK 2000.6440 1991.9619 28.8660 7259 3 664.6588 2.13
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 2690.1670 2641.3654 41.6978 3139 3 881.1267 4.1394
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 1777.0410 2372.1153 31.8763 2668 3 791.3766 1.60
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 None 1971.0546 ALNDTIITGVPTTINYHK 1957.7560 1971.0538 17.6788 2399 3 657.6894 ‐0.7905
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 None 990.4898 ATAGGGGRGMR 132.9685 990.4946 28.2851 5108 2 495.7510 4.47
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 Carbamidomethyl+C(12) 3023.5805 VIRTAHEMGIPCVAVYSTIDKDALHVK 969.3204 3023.5999 23.2205 1044 3 1008.5382 6.45
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 312.3887 58900.5131 7 14.71 None 825.4353 ALNDTIIT 319.9654 825.4376 18.3272 3006 1 825.4376 3.98
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 3832.0940 27629.2556 7 10.48 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 41791.0100 1288.6695 26.4926 13417 2 644.8384 1.0158
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 3832.0940 27629.2556 7 10.48 None 1423.6700 ELAEDGYSGVEVR 34528.2500 1423.6703 22.2895 11323 2 712.3388 0.0100
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 3832.0940 27629.2556 7 10.48 None 1405.6594 ELAEDGYSGVEVR 880.1092 1405.6609 22.9968 2644 2 703.3341 0.8758
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2128.3230 27629.2556 7 10.48 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 43985.3400 1288.6695 26.4926 13417 2 644.8384 0.7637
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2128.3230 27629.2556 7 10.48 None 1700.8530 FKFPQDSVELYAEK 377.3149 1700.8434 27.1463 2478 2 850.9253 ‐5.6620
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2128.3230 27629.2556 7 10.48 None 752.3825 ELYAEK 37.4888 752.3857 24.4118 3120 1 752.3857 4.71
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 2128.3230 27629.2556 7 10.48 None 1078.5204 FKFPQDSVE 218.5482 1078.5225 27.1617 808 2 539.7649 1.1268
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1581.8370 TIEKPVEDPSELPK 54085.7700 1581.8374 21.1451 48501 3 527.9506 ‐0.3440
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 40805.9800 2564.3042 22.7350 37576 3 855.4396 0.2505
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1763.9174 VETLLNLDTKPYSDR 9642.1040 1763.9159 27.8406 34217 3 588.6435 ‐1.3299
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 4575.8020 3000.4047 21.1771 24715 3 1000.8064 1.09
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 545.3293 LSLNV 5550.7630 545.3287 26.1795 20924 1 545.3287 ‐0.9251
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1817.8565 HETASIDQFSWGVANR 14559.4000 1817.8548 27.9056 19251 3 606.6231 ‐1.4243
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 899.5673 AILNLSLR 5751.8730 899.5636 18.1638 13594 2 450.2854 ‐4.7212
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1775.9690 IIAEYIWIGGSGIDLR 2049.4020 1775.9682 21.7361 3966 2 888.4877 ‐0.4156
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1135.5994 EEGGFEVIKK 3050.3680 1135.5992 19.6965 2763 2 568.3032 ‐0.5917
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1416.7441 VLALQSDNSTVNR 1168.3910 1416.7475 16.8922 1327 2 708.8774 2.1462
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 1782.3600 2676.2698 22.3367 15409 3 892.7614 ‐0.3503
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 Carbamidomethyl+C(11) 1901.9758 MAQILAASPTCQMRVPK 476.1339 1901.9669 28.3712 1295 3 634.6605 ‐5.1033
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 995.5044 VEDPSELPK 447.9419 995.5040 22.1890 10257 2 498.2556 ‐0.9599
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1225.5947 TIEKPVEDPSE 208.8199 1225.5892 20.9252 3564 2 613.2982 ‐4.8142
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 2418.1976 VSGEVPWFGIEQEYTLLQQNV 474.5109 2418.1994 23.8303 3072 3 806.7380 0.5452
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1367.7053 EKPVEDPSELPK 4918.5410 1367.7044 21.1486 3007 2 684.3558 ‐0.8943
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 670.3770 PSELPK 185.6012 670.3773 22.4527 3004 1 670.3773 0.8669
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 602.3620 NLSLR 130.3147 602.3623 19.8072 1704 1 602.3623 0.8747
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 1664.8490 ETLLNLDTKPYSDR 1658.8850 1664.8451 27.8462 1616 2 832.9262 ‐2.3548
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 621.2991 HETASI 96.7034 621.3015 29.5970 1330 1 621.3015 4.48
NP_198413.1 glutamine synthetase Arabidopsis thaliana 5471.7950 47809.8511 21 43.72 None 640.3242 WPLGW 92.0482 640.3264 22.3462 1003 1 640.3264 3.65
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 333055.0000 1548.8056 18.8111 1474847 2 774.9065 ‐2.3188
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 935.4945 IIGFDNTR 75585.8000 935.4927 22.4391 585743 2 468.2500 ‐2.4994
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 952.4887 EYPGAFIR 5300.5020 952.4864 24.1564 222792 2 476.7468 ‐3.0202
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 907.4884 EVDYLLR 44819.9500 907.4864 24.4739 178390 2 454.2468 ‐2.7821
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 29537.4400 2086.0296 19.8627 132047 2 1043.5185 ‐0.5136
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 1939.9899 FETLSYLPDLSDVELAK 57807.5900 1939.9879 21.3148 122556 2 970.4976 ‐0.7986
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 914.4229 YWTMWK 21105.9400 914.4207 18.1999 117850 2 457.7140 ‐2.9998
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 56336.6200 2080.9972 37.0001 80886 3 694.3372 0.7074
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 1365.5818 EHGNTPGYYDGR 54868.6400 1365.5812 14.6041 56907 3 455.8652 ‐1.1316
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 1861.7590 2444.2323 25.0978 1359 2 1222.6198 8.0695
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 565.2803 TMWK 5245.6340 565.2800 18.1951 10586 1 565.2800 ‐0.2502
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 28129.9000 1781.8369 37.0165 9002 2 891.4221 3.0691
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 652.3049 FDNTR 1108.9210 652.3042 22.4188 7991 1 652.3042 ‐0.6841
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 778.4458 VDYLLR 407.4969 778.4451 24.4734 5476 1 778.4451 ‐0.3048
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 564.3504 YLLR 90.4752 564.3486 24.4422 5453 1 564.3486 ‐2.9352
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 761.4040 SDVELAK 138.7155 761.4045 22.0629 4371 1 761.4045 1.87
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 693.2951 EHGNTPG 8777.8500 693.2926 14.5981 3389 1 693.2926 ‐3.0962
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 539.2209 EHGNT 8867.8600 539.2207 14.5989 2507 1 539.2207 0.0266
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 585.1913 1289.6155 18.8122 2229 1 1289.6155 ‐1.9035
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 673.2940 YYDGR 1425.7920 673.2937 14.5976 2215 1 673.2937 ‐0.0030
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1067.9380 1190.5509 18.8080 2042 1 1190.5509 0.9170
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 401.2871 LLR 67.2027 401.2866 24.4727 1807 1 401.2866 ‐0.9931
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 1066.5092 FETLSYLPD 114.6084 1066.5051 21.7651 1370 2 533.7562 ‐4.2587
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 827.3682 PGYYDGR 1395.3360 827.3679 14.6226 1279 1 827.3679 0.1901
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 856.3584 EHGNTPGY 323.5046 856.3619 14.5991 1193 1 856.3619 4.22
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 1086.5677 PDLSDVELAK 117.2404 1086.5646 21.1385 833 2 543.7859 ‐3.3934
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 48956.7200 20569.5334 47 58.56 None 1347.5713 EHGNTPGYYDGR 506.2346 1347.5729 16.5463 2260 2 674.2901 0.9453
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 411127.6000 1548.8056 18.8111 1474847 2 774.9065 ‐2.2157
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 42003.8000 2086.0296 19.8627 132047 2 1043.5185 ‐0.9212
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 1939.9899 FETLSYLPDLSDVELAK 62027.5700 1939.9879 21.3148 122556 2 970.4976 ‐1.0674
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 914.4229 YWTMWK 18101.4500 914.4207 18.1999 117850 2 457.7140 ‐2.2935
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 39988.8900 2080.9971 21.1122 45597 3 694.3372 1.1727
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 935.4945 IIGFDNTR 18559.6000 935.4935 15.1846 5953 2 468.2504 ‐1.0301
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 2068.0849 KFETLSYLPDLSDVELAK 74308.3200 2068.0837 20.4783 188244 3 690.0328 ‐0.3960
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 2196.1798 KKFETLSYLPDLSDVELAK 3321.0860 2196.1791 19.5503 37008 3 732.7312 ‐0.0565
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 758.7219 2444.2323 25.0978 1359 2 1222.6198 7.13
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 751.3596 WTMWK 1553.5210 751.3607 18.1950 13416 1 751.3607 2.1466
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 565.2803 TMWK 895.5839 565.2800 18.1951 10586 1 565.2800 ‐0.3372
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 869.4403 KFETLSY 1433.3730 869.4379 20.5082 8632 1 869.4379 ‐1.8270
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 36763.4600 1078.5162 18.8102 7918 1 1078.5162 ‐1.8792
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 16330.3600 1781.8394 21.1032 7182 2 891.4234 4.32
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 954.8463 1190.5509 18.8080 2042 1 1190.5509 1.11
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 989.5150 DLSDVELAK 534.8619 989.5155 20.4630 1577 1 989.5155 1.81
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 709.3264 GFDNTR 596.8621 709.3269 15.1776 1324 1 709.3269 1.93



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 1562.8312 LSYLPDLSDVELAK 91.6963 1562.8266 18.0141 1318 2 781.9170 ‐2.9281
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 266.2544 1338.6717 17.4772 1013 2 669.8395 ‐0.3727
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 46962.3800 20569.5334 47 58.56 None 1092.5360 AYKPPSFTEA 213.1067 1092.5289 20.2431 763 1 1092.5289 ‐5.0609
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 935.4945 IIGFDNTR 100965.3000 935.4927 22.4384 583673 2 468.2500 ‐2.9452
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 952.4887 EYPGAFIR 4347.2030 952.4864 24.1564 222792 2 476.7468 ‐3.4512
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 907.4884 EVDYLLR 47732.8200 907.4861 23.7272 134730 2 454.2467 ‐3.6047
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 1939.9899 FETLSYLPDLSDVELAK 11788.5100 1939.9934 37.1571 19470 2 970.5004 2.1481
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 15058.9300 2080.9968 36.9261 14728 3 694.3371 0.1286
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 709.3264 GFDNTR 10502.5400 709.3256 22.4373 121965 1 709.3256 ‐0.7095
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 660.3828 PGAFIR 385.7167 660.3811 24.1535 37916 1 660.3811 ‐2.1066
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 679.3774 DYLLR 826.4194 679.3761 24.4705 36780 1 679.3761 ‐1.3525
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 563.3300 GAFIR 283.1136 563.3290 24.1491 18712 1 563.3290 ‐1.3277
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 652.3049 FDNTR 3015.9860 652.3042 22.4188 7991 1 652.3042 ‐0.6906
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 505.2365 DNTR 893.8885 505.2361 22.4252 3150 1 505.2361 ‐0.4229
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 854.4294 FETLSYL 111.9476 854.4268 35.4821 2972 1 854.4268 ‐2.5894
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 8971.2890 20635.5059 34 55.25 None 1296.6371 FELEHGFVYR 165.2327 1296.6338 34.7491 1272 1 1296.6338 ‐2.0325
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 411127.6000 1548.8056 18.8111 1474847 2 774.9065 ‐2.2157
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 42003.8000 2086.0296 19.8627 132047 2 1043.5185 ‐0.9212
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 1939.9899 FETLSYLPDLSDVELAK 62027.5700 1939.9879 21.3148 122556 2 970.4976 ‐1.0674
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 914.4229 YWTMWK 18101.4500 914.4207 18.1999 117850 2 457.7140 ‐2.2935
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 39988.8900 2080.9971 21.1122 45597 3 694.3372 1.1727
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 935.4945 IIGFDNTR 18559.6000 935.4935 15.1846 5953 2 468.2504 ‐1.0301
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 2068.0849 KFETLSYLPDLSDVELAK 74308.3200 2068.0837 20.4783 188244 3 690.0328 ‐0.3960
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 2196.1798 KKFETLSYLPDLSDVELAK 3321.0860 2196.1791 19.5503 37008 3 732.7312 ‐0.0565
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 758.7219 2444.2323 25.0978 1359 2 1222.6198 7.13
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(17)
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 751.3596 WTMWK 1553.5210 751.3607 18.1950 13416 1 751.3607 2.1466
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 565.2803 TMWK 895.5839 565.2800 18.1951 10586 1 565.2800 ‐0.3372
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 869.4403 KFETLSY 1433.3730 869.4379 20.5082 8632 1 869.4379 ‐1.8270
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 36763.4600 1078.5162 18.8102 7918 1 1078.5162 ‐1.8792
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 16330.3600 1781.8394 21.1032 7182 2 891.4234 4.32
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 954.8463 1190.5509 18.8080 2042 1 1190.5509 1.11
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 989.5150 DLSDVELAK 534.8619 989.5155 20.4630 1577 1 989.5155 1.81
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 709.3264 GFDNTR 596.8621 709.3269 15.1776 1324 1 709.3269 1.93
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 1562.8312 LSYLPDLSDVELAK 91.6963 1562.8266 18.0141 1318 2 781.9170 ‐2.9281
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 266.2544 1338.6717 17.4772 1013 2 669.8395 ‐0.3727
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 46962.3800 20635.5059 34 55.25 None 1092.5360 AYKPPSFTEA 213.1067 1092.5289 20.2431 763 1 1092.5289 ‐5.0609
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 333055.0000 1548.8056 18.8111 1474847 2 774.9065 ‐2.3188
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 935.4945 IIGFDNTR 75585.8000 935.4927 22.4391 585743 2 468.2500 ‐2.4994
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 952.4887 EYPGAFIR 5300.5020 952.4864 24.1564 222792 2 476.7468 ‐3.0202
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 907.4884 EVDYLLR 44819.9500 907.4864 24.4739 178390 2 454.2468 ‐2.7821
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 914.4229 YWTMWK 21105.9400 914.4207 18.1999 117850 2 457.7140 ‐2.9998
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 56336.6200 2080.9972 37.0001 80886 3 694.3372 0.7074
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 1365.5818 EHGNTPGYYDGR 54868.6400 1365.5812 14.6041 56907 3 455.8652 ‐1.1316
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 4765.3960 2072.0156 19.8866 41885 2 1036.5114 0.2261
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 1954.0056 FETLSYLPDLTDVELAK 10343.5000 1954.0079 21.5172 31698 2 977.5076 1.08
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 2082.1005 KFETLSYLPDLTDVELAK 4123.8970 2082.1018 20.6616 44576 3 694.7055 0.2653
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 1861.7590 2444.2323 25.0978 1359 2 1222.6198 8.0695
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 565.2803 TMWK 5245.6340 565.2800 18.1951 10586 1 565.2800 ‐0.2502
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 28129.9000 1781.8369 37.0165 9002 2 891.4221 3.0691
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 652.3049 FDNTR 1108.9210 652.3042 22.4188 7991 1 652.3042 ‐0.6841
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 778.4458 VDYLLR 407.4969 778.4451 24.4734 5476 1 778.4451 ‐0.3048
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 564.3504 YLLR 90.4752 564.3486 24.4422 5453 1 564.3486 ‐2.9352
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 693.2951 EHGNTPG 8777.8500 693.2926 14.5981 3389 1 693.2926 ‐3.0962
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 539.2209 EHGNT 8867.8600 539.2207 14.5989 2507 1 539.2207 0.0266
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 585.1913 1289.6155 18.8122 2229 1 1289.6155 ‐1.9035
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 673.2940 YYDGR 1425.7920 673.2937 14.5976 2215 1 673.2937 ‐0.0030
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 1067.9380 1190.5509 18.8080 2042 1 1190.5509 0.9170
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 401.2871 LLR 67.2027 401.2866 24.4727 1807 1 401.2866 ‐0.9931
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 1213.6674 LPDLTDVELAK 130.4506 1213.6735 21.9221 1670 2 607.3404 4.48
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 1096.5310 AYKPPSFTDA 310.6439 1096.5320 19.8744 1437 1 1096.5320 1.40
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 827.3682 PGYYDGR 1395.3360 827.3679 14.6226 1279 1 827.3679 0.1901
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 856.3584 EHGNTPGY 323.5046 856.3619 14.5991 1193 1 856.3619 4.22
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42035.2500 20571.4625 46 59.12 None 1347.5713 EHGNTPGYYDGR 506.2346 1347.5729 16.5463 2260 2 674.2901 0.9453
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 411127.6000 1548.8056 18.8111 1474847 2 774.9065 ‐2.2157
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 914.4229 YWTMWK 18101.4500 914.4207 18.1999 117850 2 457.7140 ‐2.2935
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 39988.8900 2080.9971 21.1122 45597 3 694.3372 1.1727
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 14578.5700 2072.0156 19.8866 41885 2 1036.5114 ‐0.1682
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 1954.0056 FETLSYLPDLTDVELAK 16783.6800 1954.0079 21.5172 31698 2 977.5076 1.1487
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 935.4945 IIGFDNTR 18559.6000 935.4935 15.1846 5953 2 468.2504 ‐1.0301
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 2082.1005 KFETLSYLPDLTDVELAK 5792.9910 2082.1018 20.6616 44576 3 694.7055 0.7812
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 758.7219 2444.2323 25.0978 1359 2 1222.6198 7.13
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(17)
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 751.3596 WTMWK 1553.5210 751.3607 18.1950 13416 1 751.3607 2.1466
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 565.2803 TMWK 895.5839 565.2800 18.1951 10586 1 565.2800 ‐0.3372
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 36763.4600 1078.5162 18.8102 7918 1 1078.5162 ‐1.8792
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 16330.3600 1781.8394 21.1032 7182 2 891.4234 4.32
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 1100.5834 PDLTDVELAK 143.9891 1100.5842 20.6783 2127 1 1100.5842 2.49
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 954.8463 1190.5509 18.8080 2042 1 1190.5509 1.11



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 862.4305 KPPSFTDA 150.1214 862.4276 21.0913 1618 1 862.4276 ‐2.4022
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 1096.5310 AYKPPSFTDA 265.0481 1096.5320 19.8744 1437 1 1096.5320 2.97
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 None 709.3264 GFDNTR 596.8621 709.3269 15.1776 1324 1 709.3269 1.93
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 39985.5800 20571.4625 46 59.12 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 266.2544 1338.6717 17.4772 1013 2 669.8395 ‐0.3727
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 1353.6434 AADLTYWESAAR 5160.9520 1353.6481 27.3523 6151 2 677.3277 3.21
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 Carbamidomethyl+C(8) 1032.5031 ETPAIDVCK 7106.0390 1032.5029 19.0689 3112 2 516.7551 ‐0.6414
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 1497.7220 QVSVTWDAYEATK 1159.4180 1497.7166 20.9115 1222 2 749.3620 ‐3.7272
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 1074.6055 LAANAFLAQR 466.4441 1074.5995 20.7863 1612 2 537.8034 ‐5.9947
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 3799.9840 ILMHNSKGIKFQILSNPEFLAEGTAIADLFNPDR 615.7431 3799.9700 21.9063 1235 4 950.7480 ‐3.6885
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 2277.1485 KFDWDHPLHLQPMSPTTVK 313.7009 2277.1319 26.5916 1084 3 759.7155 ‐7.5471
NP_198748.1 putative UDP glucose 6 dehydrogenase 2 Arabidopsis thaliana 303.3805 53667.4221 7 7.8 None 887.4258 QVSVTWDA 219.0273 887.4277 22.6093 1319 1 887.4277 2.57
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 969.6091 ALLDVGLIR 7784.0880 969.6116 19.1738 7635 2 485.3094 1.63
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1698.9636 DIVAQIVSASIAGDIVK 1486.4760 1698.9619 22.9138 5640 2 849.9846 ‐0.9731
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1394.6910 GALDGGLDIPHSDK 706.0986 1394.6918 32.4621 1525 2 697.8495 0.3302
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 2346.2340 LLGEDEPEKLQTHFSAYIKK 417.5594 2346.2199 20.9382 7136 3 782.7448 ‐6.2668
NP_198790.1 60S ribosomal protein L5 2 Arabidopsis thaliana 349.5424 34494.0371 5 13.29 None 1353.6896 LLGEDEPEKLQT 228.5895 1353.6849 19.0762 2023 2 677.3461 ‐3.7389
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 391.8135 11927.5146 4 29.73 None 2577.2063 AVELDTESDGSQIQSGLAEWTGQR 1812.1370 2577.2110 32.1007 5541 3 859.7419 1.52
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 512.6581 11927.5146 4 29.73 None 2577.2063 AVELDTESDGSQIQSGLAEWTGQR 1653.8330 2577.2110 32.1007 5541 3 859.7419 1.0299
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 512.6581 11927.5146 4 29.73 None 999.5833 ELLQQLGAK 1912.5620 999.5810 24.1468 2492 2 500.2942 ‐3.2534
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 512.6581 11927.5146 4 29.73 None 1473.7445 QIQSGLAEWTGQR 619.1644 1473.7466 32.0857 2687 2 737.3770 1.1575
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 1690.8130 AEGESEAAQLISDATAK 7638.8650 1690.8161 29.3096 6777 2 845.9117 1.57
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 1058.5225 QVAQQEAER 1764.8390 1058.5218 23.7165 1081 1 1058.5218 0.2693
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 720.4039 AVIFDR 1033.8870 720.4004 29.4638 1065 1 720.4004 ‐4.2991
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 1168.6936 VLPSIGNEVLK 3572.1700 1168.6839 17.2993 4866 2 584.8456 ‐8.7283
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 2510.2562 DFNIVLDDVAITHLSYGVEFSR 128.4870 2510.2718 22.4660 1382 2 1255.6395 6.74
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 2201.1408 AAVIRAEGESEAAQLISDATAK 402.1639 2201.1260 28.4524 1931 3 734.3802 ‐7.0475
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 1828.9512 AVEQKQVAQQEAERSK 246.2388 1828.9346 26.3180 1555 2 914.9709 ‐8.9223
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 427.2300 QVAQ 72.1936 427.2278 22.3406 1479 1 427.2278 ‐4.9835
NP_198893.1 prohibitin 3 Arabidopsis thaliana 700.6071 30399.8826 9 15.52 None 1041.4960 QVAQQEAER 235.5649 1041.4925 22.6539 1843 1 1041.4925 ‐2.4139
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1052.5524 GFPISVYNR 10747.5000 1052.5515 16.7441 9453 2 526.7794 ‐0.7382
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1665.8265 GLLYLGMGVSGGEEGAR 387.9745 1665.8324 21.4308 1971 2 833.4198 3.32
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1982.1103 IGLAGLAVMGQNLALNIADK 1785.5650 1982.1116 23.4133 1602 2 991.5594 0.6009
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 2299.1942 LPANLVQAQRDLFGAHTYER 397.6821 2299.1964 23.1846 9941 2 1150.1018 0.8692
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1261.5994 GWDLNLGEMAR 241.2484 1261.6318 23.9756 8146 2 631.3196 25.7662
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1599.8377 NPNLASLVVDPDFAK 927.3968 1599.8030 17.8040 6942 3 533.9392 ‐22.0965
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 2525.2051 MVHNGIEYGDMQLISEAYDVLK 1277.5730 2525.2230 20.9543 2057 3 842.4125 7.86
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 2164.0305 NVGGLSNDELAEIFTEWNR 275.1498 2164.0487 23.6266 1160 2 1082.5280 8.14
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 Carbamidomethyl+C(3) 1376.7468 GGCIIRAVFLDR 1433.5810 1376.7504 21.3321 7131 2 688.8788 2.27
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 848.4625 PISVYNR 63.1748 848.4660 18.1729 2051 1 848.4660 5.0014
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 404.2857 53659.8681 11 19.51 None 1582.8111 NPNLASLVVDPDFAK 491.8695 1582.8105 19.2568 5482 2 791.9089 ‐0.4079
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1787.9902 IINEPTAAAIAYGLDKK 33917.1300 1787.9899 17.4255 77000 3 596.6682 ‐0.6118
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1228.6280 VEIIANDQGNR 63796.8900 1228.6282 18.1428 31105 2 614.8177 ‐0.2321
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1659.8952 IINEPTAAAIAYGLDK 28815.8600 1659.8980 30.2748 21503 2 830.4526 1.20
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1564.8291 VFSPEEISAMILTK 19426.1300 1564.8310 21.9019 21118 2 782.9191 1.1022
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1494.7223 ITPSWVGFTDSER 25269.7200 1494.7202 18.0891 19089 2 747.8637 ‐1.6016
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1345.6457 NALETYVYNMK 38589.1200 1345.6470 28.6098 14637 2 673.3271 0.7156
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1907.0021 IKDAVVTVPAYFNDAQR 14608.8100 1907.0003 17.2620 14112 3 636.3383 ‐1.4146
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1155.6480 DAGVIAGLNVAR 14379.4900 1155.6492 26.2856 13269 2 578.3283 0.6143
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3456.7460 1861.9501 31.8068 11469 2 931.4787 1.83
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1550.7962 AVVTVPAYFNDAQR 11229.2100 1550.7942 28.1335 11391 2 775.9007 ‐1.3775
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 3588.9980 2103.1261 18.5230 11086 3 701.7135 ‐0.6617
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 2019.0281 VEIESLFDGVDLSEPLTR 10865.5300 2019.0283 38.4385 10823 2 1010.0178 0.4221
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1296.6219 FEELNNDLFR 7806.8500 1296.6203 29.4014 9182 2 648.8138 ‐1.5691
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 2498.0841 EALEWLDENQNSEKEEYDEK 1025.2600 2498.0879 27.0108 7785 3 833.3675 1.32
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1073.6354 LVPYQIVNK 10634.0600 1073.6356 15.6882 6800 2 537.3214 ‐0.2880
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1473.7907 SQIDEIVLVGGSTR 1472.1350 1473.7870 17.5813 4766 2 737.3971 ‐2.7247
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 943.4958 IMEYFIK 3718.1840 943.4943 17.4372 4008 2 472.2508 ‐2.1394
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1210.5739 DFFEGKEPNK 2893.9750 1210.5712 19.9505 3388 2 605.7892 ‐2.5835
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1665.8231 DAVVTVPAYFNDAQR 4838.0430 1665.8132 28.9750 10216 2 833.4102 ‐5.9806
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1025.5487 ALSSQHQVR 139.9719 1025.5745 21.3422 2764 2 513.2909 24.6407
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1523.7601 ARFEELNNDLFR 3480.5670 1523.7585 28.5934 9843 2 762.3829 ‐1.2030
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 2260.0914 NALETYVYNMKNQVSDKDK 861.9073 2260.0936 18.4591 2017 2 1130.5505 1.28
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 907.5247 IAYGLDKK 199.9546 907.5260 16.3187 18723 2 454.2666 0.7791
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 682.3770 DAVVTVP 117.9423 682.3731 30.3687 4263 1 682.3731 ‐5.2222
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1120.6361 AAAIAYGLDKK 154.2097 1120.6315 16.1271 1831 2 560.8194 ‐4.5768
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 474.3286 ILTK 197.4480 474.3269 23.5655 1785 1 474.3269 ‐3.3579
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1116.5969 EEISAMILTK 361.8481 1116.5975 20.7220 1408 2 558.8024 0.0726
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 774.3489 ANDQGNR 1550.8180 774.3513 18.1602 1342 1 774.3513 3.98
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 778.3842 NNDLFR 192.5356 778.3802 28.0270 1160 1 778.3802 ‐4.5448
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 887.4330 IANDQGNR 1197.4260 887.4346 18.1667 1148 1 887.4346 2.74
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 259.2474 1334.6879 32.0591 1067 2 667.8476 ‐0.8030
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 861.4829 PYQIVNK 1500.9050 861.4823 15.6870 875 1 861.4823 ‐0.0055
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1137.6375 DAGVIAGLNVAR 629.0751 1137.6375 24.5929 2587 2 569.3224 ‐0.4050
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1192.5633 DFFEGKEPNK 607.7105 1192.5605 21.5209 2039 1 1192.5605 ‐1.2585
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1505.7496 ARFEELNNDLFR 302.1250 1505.7532 30.2978 1158 2 753.3802 2.13
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1642.8687 IINEPTAAAIAYGLDK 377.6614 1642.8648 31.7667 4551 2 821.9360 ‐2.3819
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 7029.0450 67685.6184 78 35.89 None 1456.7642 SQIDEIVLVGGSTR 259.1484 1456.7681 15.7478 970 3 486.2609 2.0413
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1659.8952 IINEPTAAAIAYGLDK 26197.8600 1659.8980 30.2748 21503 2 830.4526 1.73
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1345.6457 NALETYVYNMK 16303.8900 1345.6470 28.6098 14637 2 673.3271 0.4938



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1155.6480 DAGVIAGLNVAR 14785.4800 1155.6492 26.2856 13269 2 578.3283 0.2913
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 3334.9620 1861.9501 31.8068 11469 2 931.4787 1.12
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1550.7962 AVVTVPAYFNDAQR 12519.4900 1550.7942 28.1335 11391 2 775.9007 ‐1.4903
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 2019.0281 VEIESLFDGVDLSEPLTR 9894.8840 2019.0283 38.4385 10823 2 1010.0178 0.5585
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1296.6219 FEELNNDLFR 2581.2790 1296.6203 29.4014 9182 2 648.8138 ‐1.8171
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1240.6242 MKETAEAYLGK 3814.3320 1240.6266 19.2219 3308 2 620.8169 1.73
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1665.8231 DAVVTVPAYFNDAQR 5906.2510 1665.8132 28.9750 10216 2 833.4102 ‐6.0322
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1025.5487 ALSSQHQVR 239.9739 1025.5745 21.3422 2764 2 513.2909 24.2486
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1248.6470 GTPQIEVTFEK 461.8883 1248.6233 26.6037 1650 2 624.8153 ‐19.6713
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 682.3770 DAVVTVP 123.9785 682.3731 30.3687 4263 1 682.3731 ‐5.2595
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1090.5779 PQIEVTFEK 135.9380 1090.5746 26.6273 1643 2 545.7909 ‐3.8930
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1159.5782 AVVTVPAYFND 2103.6490 1159.5795 26.5209 1487 2 580.2934 0.3490
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 271.5994 1334.6879 32.0591 1067 2 667.8476 ‐1.0307
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1641.8846 IINEPTAAAIAYGLDK 2012.5970 1641.8868 29.4798 10177 2 821.4470 1.38
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1007.5381 ALSSQHQVR 351.1662 1007.5389 20.9708 3008 2 504.2731 ‐0.2032
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1137.6375 DAGVIAGLNVAR 556.3150 1137.6375 24.5929 2587 2 569.3224 ‐0.7375
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1647.8125 DAVVTVPAYFNDAQR 369.3041 1647.8077 27.9766 2057 2 824.4075 ‐3.0048
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1532.7856 AVVTVPAYFNDAQR 380.4622 1532.7881 29.0038 1186 2 766.8977 1.11
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 2316.9600 67685.6184 78 35.89 None 1642.8687 IINEPTAAAIAYGLDK 484.2501 1642.8648 31.7667 4551 2 821.9360 ‐2.4456
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1787.9902 IINEPTAAAIAYGLDKK 47330.7500 1787.9899 17.4255 77000 3 596.6682 ‐0.3259
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1564.8291 VFSPEEISAMILTK 16050.6800 1564.8310 21.9019 21118 2 782.9191 1.01
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1494.7223 ITPSWVGFTDSER 36218.5400 1494.7202 18.0891 19089 2 747.8637 ‐1.4471
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1907.0021 IKDAVVTVPAYFNDAQR 21886.5800 1907.0003 17.2620 14112 3 636.3383 ‐1.0356
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 5382.3740 2103.1261 18.5230 11086 3 701.7135 ‐0.1293
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1073.6354 LVPYQIVNK 21202.2800 1073.6356 15.6882 6800 2 537.3214 0.2669
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1473.7907 SQIDEIVLVGGSTR 1375.7940 1473.7870 17.5813 4766 2 737.3971 ‐2.5502
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 943.4958 IMEYFIK 5343.8910 943.4943 17.4372 4008 2 472.2508 ‐1.4607
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1659.8952 IINEPTAAAIAYGLDK 679.3510 1659.8592 20.4214 5725 2 830.4332 ‐21.7356
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 301.6856 1861.9698 21.1710 4915 2 931.4885 11.47
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1345.6457 NALETYVYNMK 636.8126 1345.6502 21.1628 2521 2 673.3288 3.21
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1601.8857 KSQIDEIVLVGGSTR 144.2849 1601.8705 19.1963 7425 2 801.4389 ‐9.4984
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 907.5247 IAYGLDKK 175.5002 907.5260 16.3187 18723 2 454.2666 1.20
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1031.5884 AAIAYGLDKK 1646.7710 1031.5891 18.5361 2485 2 516.2982 0.7429
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 767.3934 SQIDEIV 134.2943 767.3961 17.9252 2448 1 767.3961 4.20
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1120.6361 AAAIAYGLDKK 151.5810 1120.6315 16.1271 1831 2 560.8194 ‐4.0665
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1116.5969 EEISAMILTK 408.9250 1116.5975 20.7220 1408 2 558.8024 0.5867
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 861.4829 PYQIVNK 1947.2320 861.4823 15.6870 875 1 861.4823 0.2491
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1546.8185 VFSPEEISAMILTK 966.7074 1546.8159 21.6263 2065 2 773.9116 ‐1.7128
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3887.9620 67685.6184 78 35.89 None 1456.7642 SQIDEIVLVGGSTR 195.8805 1456.7681 15.7478 970 3 486.2609 2.0682
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(2)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 4598.5280 2256.2160 22.1975 7986 2 1128.6116 ‐2.8216
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 6955.9770 1431.7036 28.4695 7291 3 477.9060 ‐1.5662
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 1280.6860 2860.5261 30.2536 6510 3 954.1802 1.57
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 1881.7670 1999.9660 17.5162 4787 3 667.3268 3.24
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 None 973.5564 IIGIDIDSK 7123.1270 973.5558 25.9224 7326 2 487.2815 ‐1.2326
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 None 784.3988 GTAFGGFK 307.5613 784.3983 25.6488 1105 1 784.3983 ‐0.0977
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 None 747.3883 GIDIDSK 532.4749 747.3843 25.9133 2485 1 747.3843 ‐4.8792
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(4) 735.3454 EGTCLR 111.5731 735.3480 29.5737 2288 1 735.3480 3.76
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(5) 872.4043 HEGTCLR 175.4007 872.4055 29.0767 1026 1 872.4055 2.0060
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 1024.3270 41554.2214 20 28.76 Carbamidomethyl+C(9) 1360.6678 FDLLHEGTCLR 198.4895 1360.6639 28.4629 931 2 680.8356 ‐3.1128
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 6469.9680 1431.7036 28.4695 7291 3 477.9060 ‐1.6290
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 None 2860.5203 AAVAYEPNKPLVIEDVQVAPPQAGEVR 631.4825 2860.5261 30.2536 6510 3 954.1802 1.63
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 None 973.5564 IIGIDIDSK 6654.1810 973.5558 25.9224 7326 2 487.2815 ‐1.6524
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Carbamidomethyl+C(9) 1105.5671 ATQGQVITCK 102.7707 1105.5707 23.8425 3112 2 553.2890 2.03
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Oxidation+M(*) 1638.8050 SATGVGIMMNDRKSR 1203.2090 1638.8112 26.3751 1780 3 546.9419 3.0668
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 None 747.3883 GIDIDSK 752.7997 747.3843 25.9133 2485 1 747.3843 ‐4.9829
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Carbamidomethyl+C(4) 735.3454 EGTCLR 104.5341 735.3480 29.5737 2288 1 735.3480 3.62
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Carbamidomethyl+C(5) 872.4043 HEGTCLR 183.0489 872.4055 29.0767 1026 1 872.4055 1.43
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 410.5673 41554.2214 20 28.76 Carbamidomethyl+C(9) 1360.6678 FDLLHEGTCLR 229.6525 1360.6639 28.4629 931 2 680.8356 ‐3.3267
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1171.5187 EMTLEEYEK 14372.0600 1171.5196 22.5027 6497 2 586.2634 0.3222
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1615.7962 EAAAPAIGDTAQFPSLG 1157.8700 1615.8045 31.4417 5243 2 808.4059 5.0600
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1518.8162 SLSINEFLKPADGK 1402.5110 1518.8210 18.3768 3971 2 759.9141 2.53
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 2192.0915 EGPRRGGVANGESGDVERPPR 486.3293 2192.0840 38.8239 5026 3 731.3662 ‐3.7286
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1753.8789 VDTKVFESMQQLSNK 491.8241 1753.8952 24.3361 1749 2 877.4513 9.66
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 2088.9931 QGGEDETPEAKKELTAEEK 176.3710 2089.0038 19.0625 960 3 697.0061 4.09
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1688.8324 NAPQGGRGGTGGRGGFSR 134.2174 1688.8227 27.4563 860 2 844.9150 ‐5.6940
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1318.7001 SINEFLKPADGK 1108.3150 1318.7036 17.3660 8548 2 659.8555 2.48
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 1257.6685 EAKKELTAEEK 107.7770 1257.6727 17.4348 4635 2 629.3400 2.47
NP_199532.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 472.4580 37999.4893 10 11.20 None 848.4295 MQQLSNK 257.3709 848.4267 23.7175 2597 1 848.4267 ‐2.5430
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1687.8472 IAGADVPMPYAANLER 1693.0940 1687.8494 29.1864 11420 2 844.4283 1.09
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1191.6004 VLAPYSAEDAR 52575.9600 1191.6009 19.7961 9767 2 596.3041 ‐0.0149
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1705.7585 DALNSAIDEEMSADPK 5635.0110 1705.7596 27.4869 9190 2 853.3834 0.6652
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1513.8220 LAEEGISAEVINLR 19400.9000 1513.8234 30.0647 8776 2 757.4153 0.7342
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1795.9160 SNYMSAGQINVPIVFR 6718.8450 1795.9185 19.9654 8579 2 898.4629 1.80
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1804.8574 VFVMGEEVGQYQGAYK 784.5604 1804.8624 28.2852 5571 2 902.9348 2.82
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 Carbamidomethyl+C(34) 4338.1527 AAIRDPDPVVFLENELLYGESFPISEEALDSSFCLPIGK 437.8046 4338.1684 25.4545 4071 3 1446.7276 4.1892
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1059.5905 AIDGASTLRR 110.3683 1059.5682 30.7291 1657 2 530.2877 ‐21.5873
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 Carbamidomethyl+C(30) 3926.8933 DPDPVVFLENELLYGESFPISEEALDSSFCLPIGK 371.0837 3926.9162 37.4876 1509 3 1309.6436 6.88
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1271.5903 EEVGQYQGAYK 189.7723 1271.5943 30.7581 2185 2 636.3008 2.20



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1406.6104 NSAIDEEMSADPK 174.7936 1406.6167 25.9994 1016 3 469.5438 3.20
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1092.5320 LAPYSAEDAR 333.2027 1092.5289 20.2431 763 1 1092.5289 ‐1.9003
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 3081.0420 39461.0815 19 35.26 None 1787.8309 VFVMGEEVGQYQGAYK 323.7662 1787.8383 26.4718 1877 3 596.6176 3.68
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1687.8472 IAGADVPMPYAANLER 1879.2470 1687.8494 29.1864 11420 2 844.4283 1.11
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1191.6004 VLAPYSAEDAR 22342.3400 1191.6009 19.7961 9767 2 596.3041 ‐0.3187
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1513.8220 LAEEGISAEVINLR 10574.1700 1513.8234 30.0647 8776 2 757.4153 0.6018
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1804.8574 VFVMGEEVGQYQGAYK 613.2198 1804.8624 28.2852 5571 2 902.9348 2.07
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1271.5903 EEVGQYQGAYK 235.5582 1271.5943 30.7581 2185 2 636.3008 2.08
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1194.7210 39461.0815 19 35.26 None 1787.8309 VFVMGEEVGQYQGAYK 226.6257 1787.8383 26.4718 1877 3 596.6176 3.29
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 None 991.5935 TALAFVTLR 3799.3030 991.5912 18.5507 2953 2 496.2992 ‐2.8692
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 None 1376.7169 AAGSLLSYDPNLR 1720.0130 1376.7176 21.7362 2057 2 688.8624 0.2826
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 None 1322.7175 APGGAPANVAVGVSR 579.7073 1322.7210 16.2184 1072 2 661.8642 2.19
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 Carbamidomethyl+C(14) 1820.9000 IFHYGSISLIEEPCR 660.2124 1820.8930 31.6037 5136 2 910.9501 ‐3.7206
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 Carbamidomethyl+C(9) 1835.9320 EALLFANACGAITVTER 497.7231 1835.8861 30.6840 1320 2 918.4467 ‐24.9072
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 None 878.4254 AAGSLLSYD 156.9265 878.4290 23.3342 1848 1 878.4290 4.88
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 None 1305.6797 AGSLLSYDPNLR 286.3903 1305.6775 22.9481 879 2 653.3424 ‐2.0314
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 Carbamidomethyl+C(8) 1116.5718 ISLIEEPCR 151.5297 1116.5777 29.2499 846 2 558.7925 4.62
NP_199996.1 pfkB like carbohydrate kinase family protein Arabidopsis thaliana 246.7663 37256.5632 9 10.79 Carbamidomethyl+C(9) 1818.9055 EALLFANACGAITVTER 2505.4570 1818.9025 31.6487 981 2 909.9549 ‐1.5242
NP_200128.1 regulatory component of ABA receptor 3 Arabidopsis thaliana 172.2524 21625.4613 4 10.11 None 2017.0852 IGTLVIESFVVDVPEGNTK 1029.7480 2017.0817 23.2789 2190 2 1009.0445 ‐1.4595
NP_200128.1 regulatory component of ABA receptor 3 Arabidopsis thaliana 172.2524 21625.4613 4 10.11 None 1698.8042 EANGIENLTNPNQER 148.3466 1698.8193 19.9592 6087 2 849.9133 8.42
NP_200128.1 regulatory component of ABA receptor 3 Arabidopsis thaliana 172.2524 21625.4613 4 10.11 None 1815.9236 NYSSIISLHPETIEGR 662.0648 1815.9699 23.4621 3335 2 908.4886 25.6393
NP_200128.1 regulatory component of ABA receptor 3 Arabidopsis thaliana 172.2524 21625.4613 4 10.11 None 1999.0746 IGTLVIESFVVDVPEGNTK 354.4001 1999.0853 24.6718 1700 3 667.0333 4.98
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(6) 2073.0784 VILAECILPETPDSSLSTK 12468.0300 2073.0796 32.4951 9217 2 1037.0434 0.8835
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 None 1141.5670 NPEAPVMLDR 5822.5660 1141.5632 22.4062 8760 2 571.2852 ‐3.7790
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(11) 1877.8732 NEDGVSIAALCLMNQDK 5391.8830 1877.8746 32.1403 8096 2 939.4409 0.9106
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 8255.4440 1513.7663 16.9605 6512 2 757.3868 ‐1.2265
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 None 1259.6630 DAILDGGIPFNK 1135.9310 1259.6632 26.7681 6253 2 630.3352 ‐0.2062
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(8) 1006.5391 IYGLGPVCK 6656.1890 1006.5387 15.6106 4840 2 503.7730 ‐0.9214
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(10) 1641.8629 LLTSYSVLTCSNRK 1133.1540 1641.8627 18.8820 2650 2 821.4350 ‐0.1700
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 None 1580.8465 LPTKNPEAPVMLDR 756.2304 1580.8446 22.8096 2145 3 527.6197 ‐1.7718
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(7) 1296.6365 SYSVLTCSNRK 263.8497 1296.6370 20.5008 2790 2 648.8221 0.0178
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 1607.4440 40131.2842 10 23.42 Carbamidomethyl+C(10) 1495.7574 LLTSYSVLTCSNR 256.7673 1495.7544 18.7607 793 3 499.2563 ‐2.5591
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 1634.9960 2594.2791 23.0728 8098 2 1297.6432 1.95
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 1779.9276 LWQVPETLHEEALSK 2553.3770 1779.9275 28.9597 5874 3 593.9807 ‐0.5027
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 1456.6451 GGSPYGAGTFAGDGSR 3117.4370 1456.6445 20.2360 4096 2 728.8259 ‐0.6125
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 2658.3886 QPTELELQQAFHQGQYIASITKK 738.6135 2658.3923 27.5206 1778 3 886.8023 1.13
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 922.4516 SESPIITPN 206.5539 922.4539 24.6983 6273 2 461.7306 1.93
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 707.8807 21795.8635 6 38.24 None 1255.5702 PYGAGTFAGDGSR 308.1790 1255.5698 20.7643 828 2 628.2885 ‐0.6822
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1402.7940 LFNAVAAEDLIVK 1292.1600 1402.7912 19.7080 8767 2 701.8992 ‐2.2782
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1418.6944 ALDMNTAEDAIVR 3740.0450 1418.6940 27.1413 8174 2 709.8506 ‐0.5040
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 12007.7200 2170.0927 36.6562 7658 3 724.0357 1.24
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1455.6793 MGPTFGAMMISGQK 2207.4480 1455.6805 18.2728 3966 2 728.3439 0.6658
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1284.6439 SIGMIDHVPGMK 1019.8700 1284.6425 26.0830 3023 2 642.8249 ‐1.4100
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1844.9065 ATTAGYDLNAFTFDPIK 413.8615 1844.8962 27.1453 3547 2 922.9517 ‐5.4320
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 757.3839 EIDGAPR 198.3335 757.3814 38.1327 2117 1 757.3814 ‐2.7211
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 858.4931 AAEDLIVK 116.7515 858.4907 18.3430 1304 2 429.7490 ‐3.4965
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1266.6333 SIGMIDHVPGMK 262.7012 1266.6360 27.7168 2627 2 633.8216 1.77
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1053.7510 36778.4092 17 25.79 None 1438.6527 MGPTFGAMMISGQK 415.1808 1438.6470 19.7647 1408 3 480.2205 ‐4.5885
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 1418.6944 ALDMNTAEDAIVR 4272.9570 1418.6940 27.1413 8174 2 709.8506 ‐0.6870
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 14877.1700 2170.0927 36.6562 7658 3 724.0357 1.41
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 1284.6439 SIGMIDHVPGMK 761.7729 1284.6425 26.0830 3023 2 642.8249 ‐1.6643
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 1844.9065 ATTAGYDLNAFTFDPIK 168.5660 1844.8962 27.1453 3547 2 922.9517 ‐5.3882
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 1363.7111 ESIVSREMTRR 721.8146 1363.7214 22.6806 2494 2 682.3644 7.1417
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 757.3839 EIDGAPR 692.5220 757.3862 35.8694 2933 1 757.3862 3.16
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1088.7560 36778.4092 17 25.79 None 1941.9772 VPGMIVTGMEVAEIDGAPR 2100.7630 1941.9779 36.6703 899 2 971.4926 0.6819
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1256.6957 ADLVNNLGTIAR 17852.5200 1256.6962 27.0175 15235 2 628.8517 0.0435
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1583.7911 SGDELTSLKDYVTR 3520.9990 1583.7902 27.7356 12182 3 528.6016 ‐1.1782
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1291.6376 ELISNSSDALDK 9883.2690 1291.6393 21.1505 9290 2 646.3233 1.0253
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 Carbamidomethyl+C(6)
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1678.8680 TNNTLTIIDSGIGMTK 5420.8940 1678.8687 31.2000 7177 2 839.9380 0.4062
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1791.8252 TMEINPENSIMDELR 4111.9180 1791.8302 33.1753 6578 2 896.4187 2.74
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1341.5627 EDQMEYIEER 2077.1160 1341.5621 23.0797 3070 2 671.2847 ‐0.7649
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1045.6252 LVSATKEGLK 136.1198 1045.6006 29.4165 16723 2 523.3039 ‐24.0326
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1919.9201 TMEINPENSIMDELRK 1188.4480 1919.9222 31.3872 4940 3 640.6456 0.6380
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 2955.5350 DLVLLLFETALLTSGFSLDEPNTFGSR 489.3575 2955.6116 20.6019 4188 4 739.6583 25.9099
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1560.8228 ELISNSSDALDKIR 9936.6820 1560.8244 24.9218 5458 3 520.9463 0.4738
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 957.5476 VNNLGTIAR 318.3216 957.5478 28.1317 4929 2 479.2775 ‐0.3627
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 917.5051 SDALDKIR 190.7826 917.5103 25.7074 2058 2 459.2588 5.0602
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 681.3315 NTFGSR 49.8553 681.3347 19.9287 1289 1 681.3347 5.1743
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 879.0455 80337.3546 15 18.60 None 1273.6270 ELISNSSDALDK 344.4167 1273.6300 21.9592 808 2 637.3187 2.0281
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 870.9656 45922.4681 4 8.82 None 1158.6517 GVLLYGPPGTGK 22905.0000 1158.6524 16.1685 8741 2 579.8298 0.1179
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 870.9656 45922.4681 4 8.82 None 1394.7750 ADTLDPALLRPGR 1584.5500 1394.7796 25.3871 907 3 465.5980 2.78
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 870.9656 45922.4681 4 8.82 None 1326.6801 DFEKGYRANVK 759.9443 1326.6921 18.9636 4737 2 663.8497 8.42
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 870.9656 45922.4681 4 8.82 None 776.3937 YGPPGTGK 1103.3920 776.3929 17.4028 1131 1 776.3929 ‐0.4828
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 2280.1403 MTPTKPMVVETFSEYPPLGR 27274.9300 2280.1383 18.6876 119220 3 760.7176 ‐0.4946
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 41825.0000 2506.3294 19.7333 107060 3 836.1146 0.5906
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 1298.7467 EHALLAFTLGVK 701.2231 1298.7196 17.3501 2189 2 649.8634 ‐20.8611
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 1578.7542 MTPTKPMVVETFSE 290.5999 1578.7535 19.4752 7298 2 789.8804 ‐0.4368
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 2048.0521 PTKPMVVETFSEYPPLGR 425.8836 2048.0516 21.2113 3204 3 683.3554 ‐0.1172



NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 1166.5841 TFSEYPPLGR 130.7069 1166.5763 18.6595 760 1 1166.5763 ‐4.9406
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 3469.2940 49844.5675 7 12.47 None 2262.1297 MTPTKPMVVETFSEYPPLGR 346.7986 2262.1267 18.6873 1154 3 754.7138 ‐0.9597
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 64.9166 108198.7123 5 3.45 None 1085.6313 VVVTEVLGGGR 2145.2830 1085.6279 24.9438 5558 2 543.3176 ‐3.6119
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 64.9166 108198.7123 5 3.45 None 1158.6154 DAPIIGSFNPK 1997.1350 1158.6171 26.9198 4377 2 579.8122 1.1032
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 64.9166 108198.7123 5 3.45 None 1342.7147 GKPMEGIVEQVR 1520.5390 1342.7111 22.2529 2062 2 671.8592 ‐3.0053
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 64.9166 108198.7123 5 3.45 Carbamidomethyl+C(2) 1669.8982 LCIGKEVAFKVDYK 1202.0450 1669.9079 16.6623 1832 3 557.3075 5.57
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 64.9166 108198.7123 5 3.45 None 788.4261 TEVLGGGR 211.1039 788.4246 23.0546 1615 1 788.4246 ‐1.3120
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 1610.8384 TPGVDDITGEPLIQR 5514.7060 1610.8407 27.5301 7602 2 805.9240 1.41
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 8536.9730 2242.1681 40.3859 6927 3 748.0609 1.58
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 1617.8483 VLNFAIDDAILEER 1893.0860 1617.8516 35.2229 6187 2 809.4294 1.89
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 1021.5465 GFILDGFPR 86.5627 1021.5319 36.6608 7029 2 511.2696 ‐15.2360
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 1951.9912 LAAFHSQTQPVIDYYAK 601.3769 1951.9577 27.0569 1416 3 651.3241 ‐17.9266
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 1405.6958 NFAIDDAILEER 280.5620 1405.6927 36.7374 1093 2 703.3500 ‐2.5693
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1217.4910 27160.1083 7 27.24 None 2224.1530 GELVSDDLVVGIIDEAMNKPK 659.1061 2224.1514 40.8307 3940 3 742.0553 ‐1.4453
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1486.7424 SVYAATYNEDLLK 3284.8170 1486.7470 26.6206 6463 2 743.8771 2.89
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1409.6907 ALDKELSSDFER 710.9796 1409.6872 30.1290 5143 2 705.3472 ‐2.7158
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1887.9447 VPSNVPLPEDDAEQLHK 3437.8390 1887.9484 23.6029 4663 3 629.9876 1.06
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1978.8699 DTSGDYEDMLVALLGHGDA 2579.9850 1978.8743 40.9883 3709 2 989.9408 2.17
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1117.4796 SYSDDDFIR 3394.7480 1117.4787 22.8722 2756 2 559.2430 ‐1.2808
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1427.7351 AVMLWTLDPPER 1140.2400 1427.7447 19.8602 4258 2 714.3760 6.60
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1720.8687 LSINKMGTDEWGLTR 424.1986 1720.8826 21.6183 4832 2 860.9449 8.1382
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 1356.6980 VMLWTLDPPER 928.6190 1356.7008 19.8839 3229 2 678.8540 1.21
NP_201307.1 annexin 2 Arabidopsis thaliana 662.8063 36380.3511 9 25.87 None 995.5044 TYNEDLLK 432.5293 995.5038 24.5499 2805 2 498.2556 ‐1.1155
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 44092.7300 2604.3084 33.9099 77492 3 868.7743 1.77
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1203.6579 NTAASVGEITLK 32531.0200 1203.6558 23.4851 66544 2 602.3315 ‐2.1600
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 950.5710 VPFLFTVK 26199.4200 950.5700 19.7664 45533 2 475.7886 ‐1.6388
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 28236.7000 1362.6380 18.8059 30757 2 681.8227 ‐1.6114
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 881.4880 FLVPSYR 22801.7100 881.4862 16.2625 25906 2 441.2468 ‐2.6001
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1192.5997 IQGVWYGQLE 19638.6200 1192.6009 31.1101 20723 2 596.8041 0.6018
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 2572.2750 2457.1392 25.3421 16202 3 819.7179 1.59
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1450.7172 QLDASGKPDSFTGK 13417.6700 1450.7193 17.8496 13902 3 484.2446 0.7733
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 7286.2800 2174.9632 26.7878 12269 2 1087.9853 ‐0.8200
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1562.7558 GGSTGYDNAVALPAGGR 27565.6900 1562.7570 22.1063 10749 2 781.8822 0.7264
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 6034.1460 2294.1343 30.0805 6963 3 765.3829 1.77
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1388.6904 GDEEELVKENVK 736.6031 1388.6915 19.3760 5387 3 463.5687 0.1786
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1096.5521 LTYDEIQSK 3671.0250 1096.5613 19.6643 10285 2 548.7843 7.05
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1054.5164 SFGLETSSAR 136.0369 1054.4946 23.1926 9191 2 527.7509 ‐21.1343
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1654.8469 MAASLQSTATFLQSAK 1055.6550 1654.8601 18.5242 1570 3 552.2916 7.24
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1252.6532 RLTYDEIQSK 28887.3800 1252.6538 18.5644 13251 2 626.8306 0.1773
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1725.8766 STQAVGKSFGLETSSAR 494.5439 1725.8748 20.9852 2882 3 575.9631 ‐1.5658
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 2234.1234 ADSVSKNAPPEFQNTKLMTR 503.6028 2234.1194 34.5288 1566 4 559.2853 ‐1.7732
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 Carbamidomethyl+C(20) 2939.4204 STQAVGKSFGLETSSARLTCSFQSDFK 215.3447 2939.4084 29.8019 1436 3 980.4743 ‐4.0719
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 522.2671 PSYR 1931.4570 522.2667 16.2473 8977 1 522.2667 ‐0.3672
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 908.4724 EPTSFTVK 424.3000 908.4724 18.5751 6993 2 454.7398 ‐0.6108
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 621.3355 VPSYR 853.6597 621.3343 16.2989 6157 1 621.3343 ‐1.4472
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 846.4931 SVGEITLK 376.3988 846.4926 22.0882 5947 2 423.7499 ‐1.3241
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 891.4571 RLTYDEI 227.3740 891.4548 17.1163 3025 1 891.4548 ‐1.8375
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 754.4498 FLFTVK 15318.8100 754.4494 19.7688 2674 1 754.4494 0.0366
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 747.3824 IQGVWY 93.9987 747.3785 30.3850 1763 1 747.3785 ‐4.6783
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 917.5302 ASVGEITLK 1834.4940 917.5310 23.4857 1672 1 917.5310 1.49
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1023.5106 SGKPDSFTGK 343.0832 1023.5119 18.2134 1654 2 512.2596 0.7549
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 932.5604 VPFLFTVK 123.4985 932.5568 20.9097 5552 1 932.5568 ‐3.0411
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1544.7452 GGSTGYDNAVALPAGGR 250.8302 1544.7374 22.4202 2372 2 772.8724 ‐5.1269
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 10351.3500 35370.5190 31 70.48 None 1707.8660 STQAVGKSFGLETSSAR 299.6203 1707.8640 21.8939 1844 2 854.4356 ‐1.1659
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1025.6102 IGGIGTVPVGR 39282.7000 1025.6084 22.8661 125630 2 513.3078 ‐2.2961
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2280.1403 MTPTKPMVVETFSEYPPLGR 39902.4300 2280.1383 18.6876 119220 3 760.7176 ‐1.1654
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 31809.0200 2506.3294 19.7333 107060 3 836.1146 ‐0.2571
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 80992.8800 1451.6724 20.8755 69059 3 484.5623 ‐1.4485
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 975.5510 LPLQDVYK 17703.0900 975.5482 24.0939 65912 2 488.2777 ‐3.4052
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1026.4891 STNLDWYK 45331.1600 1026.4884 23.7659 48009 2 513.7478 ‐1.1869
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 914.5669 QTVAVGVIK 19837.3800 914.5656 20.8046 39681 2 457.7864 ‐2.1058
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 780.4138 YDEIIK 20778.9300 780.4138 18.6718 5426 2 390.7106 ‐0.6838
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1120.5997 STTTGHLIYK 905.4273 1120.6025 16.9654 4911 2 560.8049 2.0554
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1298.7467 EHALLAFTLGVK 1109.9220 1298.7196 17.3501 2189 2 649.8634 ‐21.2020
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1007.5520 ARYDEIIK 8567.1080 1007.5511 19.4858 18068 2 504.2792 ‐1.4563
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(18) 3168.6187 GITIDIALWKFETTKYYCTVIDAPGHR 2165.0420 3168.6195 23.7667 1733 4 792.9103 0.2491
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 912.5261 GGIGTVPVGR 1478.0180 912.5262 22.8672 8282 1 912.5262 0.7892
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 838.4094 NLDWYK 19123.9900 838.4101 23.7605 4891 1 838.4101 1.94
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 635.2784 ARYDE 386.8949 635.2772 19.4806 3483 1 635.2772 ‐1.4036
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2048.0521 PTKPMVVETFSEYPPLGR 1015.1220 2048.0516 21.2113 3204 3 683.3554 ‐0.6065
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 586.3923 AVGVIK 3407.1980 586.3917 20.8081 2460 1 586.3917 ‐0.6155
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 Carbamidomethyl+C(1) 1125.5470 CTVIDAPGHR 1102.0580 1125.5499 20.8812 2213 2 563.2786 2.1377
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 617.3505 DEIIK 4429.1840 617.3504 18.6541 2005 1 617.3504 0.2568
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 506.2358 ARYD 77.7118 506.2336 19.4823 1925 1 506.2336 ‐3.9686
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 685.4607 VAVGVIK 711.8094 685.4613 20.8046 1922 1 685.4613 1.78
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 855.5047 GIGTVPVGR 231.2049 855.5052 22.8709 1692 1 855.5052 1.31
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 628.3777 TVPVGR 117.4318 628.3764 22.8644 1580 1 628.3764 ‐1.6815
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 786.5084 TVAVGVIK 162.5082 786.5091 20.8030 1514 1 786.5091 1.26
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 1490.7746 VETGMIKPGMVVTF 259.4580 1490.7723 18.1363 1216 3 497.5956 ‐2.0921



NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 862.4669 PLQDVYK 577.4675 862.4653 23.1626 1155 1 862.4653 ‐1.1646
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 932.5200 TTGHLIYK 514.3570 932.5188 16.9743 814 2 466.7631 ‐1.8440
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 798.4832 IGTVPVGR 135.1403 798.4842 22.8706 776 1 798.4842 1.40
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 896.5564 QTVAVGVIK 126.3360 896.5532 20.8032 1408 2 448.7803 ‐4.1307
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 989.5415 ARYDEIIK 193.0981 989.5445 21.1899 1258 2 495.2759 2.94
NP_563799.1 elongation factor 1 alpha Arabidopsis thaliana 8452.8880 49844.5675 31 30.51 None 2262.1297 MTPTKPMVVETFSEYPPLGR 535.4787 2262.1267 18.6873 1154 3 754.7138 ‐1.6164
NP_563841.1 uncharacterized protein Arabidopsis thaliana 663.6678 20061.1618 3 20.11 Carbamidomethyl+C(10) 1344.5559 AEMYTGDEICR 5604.1850 1344.5560 20.3573 4428 2 672.7816 ‐0.1811
NP_563841.1 uncharacterized protein Arabidopsis thaliana 663.6678 20061.1618 3 20.11 None 902.4942 GLVTEEVR 5445.9800 902.4931 19.3099 2106 2 451.7502 ‐1.7726
NP_563841.1 uncharacterized protein Arabidopsis thaliana 663.6678 20061.1618 3 20.11 None 1993.9865 DIEEVGYDRESGVVWLK 798.9799 1993.9511 28.1729 1148 3 665.3219 ‐18.1631
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 2251.1129 LEEYVEIPSDSGISFNVQPK 18034.7800 2251.1115 32.5069 10833 2 1126.0594 ‐0.1240
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 4720.4230 2719.2404 24.1867 4505 4 680.5656 ‐3.1043
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 1083.6772 LDQLQLLIK 4861.5990 1083.6773 18.9289 3011 2 542.3423 ‐0.4223
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 926.4618 IFEGEGFK 958.0099 926.4631 25.5460 1374 1 926.4631 2.71
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 1407.7015 GWDAQVLGEAPHK 4734.9700 1407.6789 24.3128 8800 2 704.3431 ‐16.3177
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 1818.8691 GIYVVTADHGNAEDMVK 344.7283 1818.9132 33.2389 947 2 909.9602 24.3784
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 None 4654.2855 HGAPDTWTLIKAHGTAVGLPSEDDMGNSEVGHNA 1588.4640 4654.2901 25.5296 1836 4 1164.3280 0.9774
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 Oxidation+M(15) 2225.0615 ENGVDAQIASGGGRMYVTLDR 699.1688 2225.0682 32.4661 1508 3 742.3609 2.01
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 Oxidation+M(11) 1807.8755 DAQIASGGGRMYVTLDR 270.7691 1807.8658 32.6216 888 2 904.4366 ‐5.2606
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 1098.2060 60807.7717 19 21.1 Oxidation+M(15) 2208.0350 ENGVDAQIASGGGRMYVTLDR 317.2565 2208.0444 31.4041 1403 2 1104.5258 4.62
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 2251.1129 LEEYVEIPSDSGISFNVQPK 11651.8600 2251.1115 32.5069 10833 2 1126.0594 0.1358
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 2999.3210 2719.2404 24.1867 4505 4 680.5656 ‐3.1043
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1188.6259 YLVSPPEIDR 805.0453 1188.6262 26.6057 3095 2 594.8167 ‐0.4592
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1407.7015 GWDAQVLGEAPHK 4877.3410 1407.6789 24.3128 8800 2 704.3431 ‐16.5066
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1818.8691 GIYVVTADHGNAEDMVK 120.0505 1818.9132 33.2389 947 2 909.9602 24.4083
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1826.8452 MVMHAKALEYEDFDK 275.3486 1826.8353 35.4806 2834 2 913.9213 ‐5.2184
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 Oxidation+M(15) 2225.0615 ENGVDAQIASGGGRMYVTLDR 674.9056 2225.0682 32.4661 1508 3 742.3609 2.39
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1164.6008 DAQVLGEAPHK 245.6910 1164.5974 24.2737 1290 2 582.8023 ‐3.6537
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabido 701.1039 60807.7717 19 21.1 None 1170.6154 YLVSPPEIDR 232.2144 1170.6198 25.0643 1775 2 585.8135 3.0742
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9651.4860 10812.5025 3 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 17867.7000 1705.8633 27.1523 16819 2 853.4353 ‐0.5764
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9651.4860 10812.5025 3 37.76 None 1242.5485 DEDVLGTLHED 32078.1700 1242.5488 25.3407 8619 2 621.7780 ‐0.0884
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9651.4860 10812.5025 3 37.76 None 1086.6041 TESGILLPEK 30710.2600 1086.6044 23.4096 7781 2 543.8058 ‐0.2047
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 1143.6004 GGVIDEDALVR 38886.5000 1143.6013 24.7775 9010 2 572.3043 0.3686
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 3100.5303 QVDQPGMIGQVGNILGEQNVNVNFMSVGR 1581.6520 3100.5278 21.4387 1456 3 1034.1808 ‐0.7335
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 1406.6758 TVEQTTLTEDNR 1894.3440 1406.6639 21.6618 3507 2 703.8356 ‐8.6715
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 2275.2140 LTAISAALKTVEQTTLTEDNR 324.8549 2275.2017 24.4523 3849 2 1138.1045 ‐4.8736
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 1999.0066 AKGLGMTVISHDPYAPADR 1214.0210 1999.0033 20.7282 2533 3 667.0059 ‐2.0316
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 4366.2049 LTAISAALKTVEQTTLTEDNRFSTVGSDSDEYNPTLPK 606.0236 4366.1815 23.5713 944 4 1092.3008 ‐5.3606
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 820.4868 66796.2853 7 15.87 None 930.4891 IDEDALVR 255.6392 930.4901 25.3608 1220 1 930.4901 1.21
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 2255.2150 1275.6640 30.8740 7766 2 638.3356 1.71
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 2006.8938 DNLTLWTSDLNEEGDER 1690.2310 2006.8952 31.3012 6004 2 1003.9512 0.9861
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1229.5797 YLAEFSSGAER 6801.4090 1229.5805 22.1187 5826 2 615.2939 0.3148
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1938.9960 HLIPSSNAVESTVFFYK 1455.9850 1939.0013 19.0862 5494 3 647.0053 2.40
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 879.4934 NLVSVGYK 924.9972 879.4915 20.9795 3562 2 440.2494 ‐2.8483
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1115.4748 YDEMVEAMK 1454.7140 1115.4756 21.9276 1874 2 558.2414 0.3126
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1224.5743 EAADQSLEAYK 568.5321 1224.5683 22.9097 906 2 612.7878 ‐5.2169
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 837.3845 EMVEAMK 153.6288 837.3814 22.8944 6107 1 837.3814 ‐3.0348
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1118.5477 HLIPSSNAVES 195.3155 1118.5535 18.6498 3887 2 559.7804 4.28
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1295.7490 29029.3586 11 37.01 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 1761.9381 LLEATGISTVPGSGFGQK 23540.0100 1761.9396 17.4221 16940 2 881.4734 0.9190
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 1924.9175 DGYPSDPELIFLTDGASK 9469.4490 1924.9218 34.3652 13539 2 962.9645 2.02
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 825.5986 2854.4570 19.7514 11260 3 952.1572 ‐1.8432
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 2195.0610 TTILPAEDEMPEIMDSFKK 8444.3450 2195.0652 34.8208 9636 3 732.3599 1.43
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 1692.2300 1140.5752 18.3806 9457 2 570.7912 ‐0.9830
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 1373.7423 EVQLVSFHTVSK 1104.5390 1373.7401 24.8776 6115 2 687.3737 ‐1.8769
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 991.5207 EVAEFIQR 20798.2500 991.5224 21.7620 6038 2 496.2648 1.1067
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 1783.8610 HYLSLTSGGLGAYSDSR 2268.7120 1783.8616 16.7261 5554 3 595.2920 ‐0.1222
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 6562.0430 1172.5080 20.4302 5016 2 586.7576 ‐0.0038
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 879.4822 VVEEIYK 6115.9030 879.4819 18.2880 2595 2 440.2446 ‐1.0257
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 2119.8702 FNDEFMTQYDNNFGYSK 4364.8870 2119.8687 31.0364 2389 2 1060.4380 ‐0.3457
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 499.1771 2255.1333 23.7568 3059 2 1128.0703 3.98
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 2066.9661 TTILPAEDEMPEIMDSFK 223.0099 2067.0110 34.5087 1502 2 1034.0092 22.0808
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 3053.5215 EVAEFIQRRDGYPSDPELIFLTDGASK 586.1102 3053.5385 33.2408 1040 4 764.1401 5.74
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 Carbamidomethyl+C(3) 1147.5525 GQCLSEANIR 242.5112 1147.5477 25.8825 4060 2 574.2775 ‐4.5755
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 Carbamidomethyl+C(4) 829.4277 VFYCLK 172.8303 829.4252 17.1326 2299 1 829.4252 ‐2.3704
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 2687.4160 53814.5894 32 37.63 None 596.3191 HYLSL 83.0631 596.3167 16.5615 1294 1 596.3167 ‐3.6498
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 1924.9175 DGYPSDPELIFLTDGASK 11391.2200 1924.9218 34.3652 13539 2 962.9645 2.65
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 2195.0610 TTILPAEDEMPEIMDSFKK 13550.6400 2195.0652 34.8208 9636 3 732.3599 1.1533
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 1394.6798 ALDYDTLNENVK 2244.0660 1394.6810 23.6828 9027 2 697.8441 0.4435
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 1373.7423 EVQLVSFHTVSK 2394.9060 1373.7401 24.8776 6115 2 687.3737 ‐2.0838
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 991.5207 EVAEFIQR 16811.5200 991.5224 21.7620 6038 2 496.2648 0.6965
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 2132.3900 1172.5080 20.4302 5016 2 586.7576 ‐0.3178
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 879.4822 VVEEIYK 2942.5880 879.4819 18.2880 2595 2 440.2446 ‐1.4956
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 2119.8702 FNDEFMTQYDNNFGYSK 2517.4750 2119.8687 31.0364 2389 2 1060.4380 ‐0.1557
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 787.4672 GILESLR 3860.3570 787.4686 25.6445 2023 1 787.4686 2.19
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 1119.6157 KEVAEFIQR 454.6862 1119.5891 20.9704 4197 2 560.2982 ‐24.5663
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 1147.6218 EVAEFIQRR 110.4466 1147.6128 33.3973 1911 2 574.3101 ‐8.6007
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 2066.9661 TTILPAEDEMPEIMDSFK 213.9902 2067.0110 34.5087 1502 2 1034.0092 22.2427
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 617.3617 LESLR 52.7560 617.3636 25.6439 1033 1 617.3636 3.72



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 681.3454 EEIYK 124.8731 681.3449 18.3023 890 1 681.3449 ‐0.2692
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 1607.7830 53814.5894 32 37.63 None 974.4942 EVAEFIQR 224.0847 974.4968 22.1986 1217 2 487.7521 1.43
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 1849.9463 TILSSETMDIPDSVTIK 65654.7900 1849.9442 31.8599 16702 2 925.4758 ‐0.9290
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 1231.6715 VEMLDGVTIVR 1299.8670 1231.6721 29.2153 2511 2 616.3397 ‐0.1200
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 1867.9912 HLNLDFQLIKDPETGK 875.5518 1867.9983 28.6723 3385 3 623.3376 3.0301
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 1545.8060 HLNLDFQLIKDPE 691.6667 1545.8066 27.5876 2665 2 773.4069 0.1430
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 722.3620 HLNLDF 137.2570 722.3580 28.3396 2262 1 722.3580 ‐5.1852
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 5899.1680 22131.7358 6 22.68 None 1435.6985 SETMDIPDSVTIK 284.2149 1435.7051 30.1899 1590 2 718.3562 4.52
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1849.9463 TILSSETMDIPDSVTIK 77615.2700 1849.9442 31.8599 16702 2 925.4758 ‐0.9754
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1792.9017 FVYAHFPINASIGGDGK 7701.1880 1792.9013 18.0434 11492 3 598.3053 ‐0.6755
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1231.6715 VEMLDGVTIVR 2148.5890 1231.6721 29.2153 2511 2 616.3397 0.1625
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1867.9912 HLNLDFQLIKDPETGK 601.6534 1867.9983 28.6723 3385 3 623.3376 3.48
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1572.7462 TILSSETMDIPDSVT 209.4693 1572.7415 30.9516 8193 2 786.8744 ‐3.0420
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 1545.8060 HLNLDFQLIKDPE 551.4562 1545.8066 27.5876 2665 2 773.4069 0.2583
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 7647.6330 22131.7358 10 31.44 None 722.3620 HLNLDF 115.5922 722.3580 28.3396 2262 1 722.3580 ‐5.1070
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1110.9390 22131.7358 10 31.44 None 1792.9017 FVYAHFPINASIGGDGK 11415.7500 1792.9013 18.0434 11492 3 598.3053 ‐0.3857
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1110.9390 22131.7358 10 31.44 None 1170.6041 FLDGIYVSEK 2145.4430 1170.6036 17.2992 7496 2 585.8054 ‐0.3998
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1110.9390 22131.7358 10 31.44 None 720.3927 IYVSEK 588.5007 720.3939 17.2843 1944 1 720.3939 2.91
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 2302.1337 VVTIDSYEDVPTYSEESLKK 34313.2400 2302.1342 27.3154 27522 3 768.0496 ‐0.0328
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 2849.6440 1347.6979 27.1283 11554 2 674.3526 ‐0.1599
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1589.8758 AVAHQPISIAIEAGGR 2152.6260 1589.8743 24.6616 10416 3 530.6296 ‐1.5162
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1274.6640 KPATPFWSQGR 114.9515 1274.6488 31.7606 945 2 637.8280 ‐12.2756
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1423.7117 DYWIVRNSWGK 690.9185 1423.7110 17.1396 16971 2 712.3591 ‐0.7297
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1458.6859 FADLTNDEYRSK 399.1107 1458.6753 29.5345 9704 2 729.8413 ‐7.4997
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1696.8725 HGKAQSQNSLVEKDR 459.3035 1696.8882 31.5443 2426 2 848.9478 9.91
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1636.7250 52163.9808 14 18.61 None 1145.6214 WIVRNSWGK 204.6488 1145.6166 18.2397 791 2 573.3119 ‐4.6702
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 None 2302.1337 VVTIDSYEDVPTYSEESLKK 20642.4800 2302.1342 27.3154 27522 3 768.0496 ‐0.5382
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 2705.5750 1347.6979 27.1283 11554 2 674.3526 ‐0.3807
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 None 1589.8758 AVAHQPISIAIEAGGR 2010.3450 1589.8743 24.6616 10416 3 530.6296 ‐1.6594
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 None 1458.6859 FADLTNDEYRSK 201.6266 1458.6753 29.5345 9704 2 729.8413 ‐7.6614
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 None 1626.7659 NSWGKSWGESGYLR 415.2838 1626.7810 28.3492 1459 2 813.8942 9.1828
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 1033.5110 52163.9808 14 18.61 None 2103.9968 TIDSYEDVPTYSEESLKK 900.7535 2103.9873 27.3604 1669 2 1052.4973 ‐3.9886
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1919.8800 28163.0352 9 29.57 None 1634.8636 AAEAVEEFGGILTSIK 17677.3000 1634.8664 36.0457 8614 2 817.9368 1.43
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1919.8800 28163.0352 9 29.57 None 1715.8673 DLMAADWAELPSAVVK 10326.0300 1715.8697 36.5019 5728 2 858.4385 1.48
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1919.8800 28163.0352 9 29.57 None 1752.9127 VTVLGTSGLSGSYVEQR 2408.9720 1752.9149 16.8400 1287 2 876.9611 1.46
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1919.8800 28163.0352 9 29.57 None 1404.7594 VGSLLQGSHHIEK 338.7170 1404.7487 32.8898 824 2 702.8780 ‐7.8186
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1919.8800 28163.0352 9 29.57 Oxidation+M(1) 1498.7907 MGTLGRAIHTVGNR 257.9025 1498.7950 26.8815 1589 3 500.2699 2.75
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1595.5990 28163.0352 9 29.57 None 1634.8636 AAEAVEEFGGILTSIK 13369.4100 1634.8664 36.0457 8614 2 817.9368 1.63
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1595.5990 28163.0352 9 29.57 None 1715.8673 DLMAADWAELPSAVVK 9810.0450 1715.8697 36.5019 5728 2 858.4385 1.99
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1595.5990 28163.0352 9 29.57 None 1752.9127 VTVLGTSGLSGSYVEQR 2198.0150 1752.9098 26.9112 3482 2 876.9585 ‐1.5613
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1595.5990 28163.0352 9 29.57 None 1173.5899 GSFISYASVSR 166.4812 1173.6025 30.2555 1224 2 587.3049 10.0439
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1674.8486 DLNINPLHYDLYGK 1003.1860 1674.8551 31.7618 8876 3 558.9566 3.98
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 2553.0300 1734.9183 18.3094 5802 2 867.9628 ‐1.3848
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1286.6739 LDIDPASITWR 1212.3600 1286.6755 31.9784 5025 2 643.8414 0.9098
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 10057.1400 1200.6168 18.9204 4692 2 600.8121 0.8201
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 Carbamidomethyl+C(8) 1926.0001 STTTVGLCQALGAYLDKK 718.4504 1926.0046 19.1819 2244 3 642.6731 1.06
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 2014.0525 AGDPITADDLGVGGALTVLMK 762.6708 2014.0542 22.1372 6273 2 1007.5307 1.0993
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1159.6106 QPSQGPTFGIK 189.5423 1159.6224 30.9179 1941 2 580.3148 9.85
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1071.5681 ITIGQGPEEK 201.5353 1071.5502 25.5532 1796 1 1071.5502 ‐15.7276
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 3351.6995 VLLSAFDELQGQEDGYYVVVGGITPTPLGEGK 332.7492 3351.6210 29.5739 782 3 1117.8785 ‐23.2403
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1516.7788 ITIGQGPEEKGMTR 489.6063 1516.7929 19.3850 4218 2 758.9001 9.1523
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 Carbamidomethyl+C(13) 2253.2020 GAVDLGIAVEKACQNITQPLR 313.4649 2253.2189 17.8022 3714 4 564.0602 7.71
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1420.7478 RVMDVNDRFLR 194.6533 1420.7414 28.8829 800 2 710.8743 ‐4.6916
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1816.9817 FARLDIDPASITWRR 2465.0920 1816.9815 25.6313 789 2 908.9944 0.0521
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 Carbamidomethyl+C(4) 1314.7199 TPQCAIVVATVR 256.7779 1314.7157 18.8310 9662 2 657.8615 ‐3.4772
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1116.5936 VLLSAFDELQ 716.7522 1116.5901 30.9146 3094 2 558.7987 ‐3.5762
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 555.2773 AGDPIT 89.8444 555.2785 21.8401 2401 1 555.2785 2.05
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 335.1687 68372.1731 21 11.51 None 1093.5524 ITIGQGPEEKG 400.7563 1093.5527 16.4096 2319 2 547.2800 ‐0.2267
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 237.2918 68372.1731 21 11.51 None 1674.8486 DLNINPLHYDLYGK 1519.7900 1674.8551 31.7618 8876 3 558.9566 3.33
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 237.2918 68372.1731 21 11.51 None 1286.6739 LDIDPASITWR 1569.1700 1286.6755 31.9784 5025 2 643.8414 0.6565
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 237.2918 68372.1731 21 11.51 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 10304.9600 1200.6157 18.9764 3924 2 600.8115 ‐0.4704
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 237.2918 68372.1731 21 11.51 Carbamidomethyl+C(8) 1797.9052 STTTVGLCQALGAYLDK 520.9102 1797.8752 27.2761 953 3 599.9632 ‐17.4053
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 6904.3760 3007.5846 21.6601 30813 3 1003.1997 1.99
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 1590.9214 ALEGADLVIIPAGVPR 102546.7000 1590.9215 19.7734 28369 2 795.9644 0.0856
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 1793.0717 VAILGAAGGIGQPLALLMK 38941.0000 1793.0731 22.9039 17681 2 897.0402 0.7566
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 1219.7045 LFGVTTLDVVR 26371.0100 1219.7041 19.6331 13321 2 610.3557 ‐0.3069
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 959.5520 GVTTLDVVR 1219.0580 959.5473 19.6368 1427 1 959.5473 ‐3.7395
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8419.1640 36032.6349 6 21.99 None 902.5306 VTTLDVVR 126.9082 902.5329 18.5978 1040 1 902.5329 3.69
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 10429.9800 1797.0483 22.5264 16055 2 899.0278 1.43
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1113.6085 IGPMLNELAR 6998.6040 1113.6076 17.1801 12041 2 557.3074 ‐1.2424
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1393.7362 FSDGLIAPDFLAK 10648.9700 1393.7362 20.1057 11330 2 697.3717 ‐0.2116
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 2383.9900 2628.4044 21.6915 10912 3 876.8063 1.91
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1450.7729 TLLPQTFWPYGK 3292.6910 1450.7734 20.4879 10103 2 725.8903 0.1647
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1004.4836 SYLFFDGR 8033.8800 1004.4823 18.3734 7495 2 502.7448 ‐1.8362
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1418.6984 ELVVYPADEPMR 3882.4400 1418.7035 26.0240 7356 2 709.8554 3.48
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1307.6379 AANWNDDFVKK 3800.2020 1307.6383 21.6394 1282 3 436.5510 ‐0.3201
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1595.8639 LKNDISLLYSSGASK 7328.2050 1595.8628 16.3078 4619 3 532.6258 ‐1.2506
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1827.9462 FSDGLIAPDFLAKFMR 1265.4630 1827.9385 18.0772 2233 3 609.9844 ‐4.6477
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1219.6146 LPQTFWPYGK 259.7264 1219.6156 22.0541 2722 2 610.3114 0.4003



NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1051.5207 WNDDFVKK 195.9259 1051.5252 20.8387 2444 2 526.2662 3.72
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1176.5718 VVYPADEPMR 504.9771 1176.5710 24.9940 2238 2 588.7891 ‐1.0602
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1630.7280 43599.5392 23 32.64 None 1000.5244 GPMLNELAR 343.0525 1000.5240 18.8557 1412 2 500.7657 ‐0.9391
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 13499.7200 1797.0483 22.5264 16055 2 899.0278 1.15
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1113.6085 IGPMLNELAR 9795.5210 1113.6076 17.1801 12041 2 557.3074 ‐0.7255
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1393.7362 FSDGLIAPDFLAK 5958.0880 1393.7362 20.1057 11330 2 697.3717 0.0390
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 1489.1620 2628.4044 21.6915 10912 3 876.8063 2.22
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1450.7729 TLLPQTFWPYGK 2670.9780 1450.7734 20.4879 10103 2 725.8903 0.3610
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1004.4836 SYLFFDGR 13126.1700 1004.4823 18.3734 7495 2 502.7448 ‐1.2155
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 2107.0050 NNPNADASTQQAFVTSVTNK 201.7188 2107.0273 19.7915 5001 2 1054.0173 10.37
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1595.8639 LKNDISLLYSSGASK 6885.7600 1595.8628 16.3078 4619 3 532.6258 ‐1.1149
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1484.6970 43599.5392 23 32.64 None 1000.5244 GPMLNELAR 209.3554 1000.5240 18.8557 1412 2 500.7657 ‐0.3147
NP_564659.1 TPX2 targeting protein for Xklp2 protein family Arabidopsis thaliana 186.8717 37626.8196 2 3.85 None 1328.6692 VPSPSTNEAAEVK 3319.3200 1328.6630 22.8564 5204 2 664.8351 ‐4.9755
NP_564659.1 TPX2 targeting protein for Xklp2 protein family Arabidopsis thaliana 186.8717 37626.8196 2 3.85 None 1436.7744 ITIGVAPTFSSTSR 1429.3920 1436.7651 18.1967 4939 2 718.8862 ‐6.6509
NP_564663.1 acyl carrier protein 3 Arabidopsis thaliana 330.3891 14763.9487 3 15.44 None 2240.2384 AQSIATVEQAAALIEELLLEK 2139.6630 2240.2340 25.6244 4440 3 747.4162 ‐1.6199
NP_564663.1 acyl carrier protein 3 Arabidopsis thaliana 330.3891 14763.9487 3 15.44 None 1545.8496 SNLSFNLRQLPTR 243.9450 1545.8524 20.9700 4289 2 773.4298 1.40
NP_564663.1 acyl carrier protein 3 Arabidopsis thaliana 330.3891 14763.9487 3 15.44 None 1528.8230 SNLSFNLRQLPTR 98.7758 1528.8304 23.2151 1481 2 764.9189 4.79
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 None 1305.6355 SALMVDADQVEK 5268.2840 1305.6387 23.0176 4070 2 653.3230 2.1351
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 None 1546.8549 FAGLSEIMEIPVLK 2822.4700 1546.8524 22.7309 2963 2 773.9299 ‐1.7143
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 Carbamidomethyl+C(10) 1392.7264 SSNTVVQITCRK 1426.6760 1392.7251 25.6191 1049 1 1392.7251 0.4043
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 Carbamidomethyl+C(3) 1629.7611 VYCNGELVMTTGGTK 467.4575 1629.7631 29.8601 950 2 815.3852 1.1453
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 Oxidation+M(8)
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 881.0136 16203.9756 6 31.94 Carbamidomethyl+C(10) 1375.6999 SSNTVVQITCRK 152.7974 1375.6969 27.3587 1632 2 688.3521 ‐2.3656
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 1334.5643 YEEMVEFMEK 69809.4500 1334.5637 28.5493 23663 2 667.7855 ‐0.6970
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 1589.7653 VSAAVDGDELTVEER 3187.2180 1589.7670 23.5143 7649 2 795.3872 1.0111
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 2128.9921 QAFDEAIAELDTLGEESYK 3349.9170 2128.9974 37.5477 6593 2 1065.0023 2.34
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 Carbamidomethyl+C(11) 1762.9256 SKIETELSGICDGILK 2564.4990 1762.9335 28.3813 2720 3 588.3160 4.0460
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 1162.5222 DGDELTVEER 119.6828 1162.5270 21.2084 2367 2 581.7672 3.19
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3754.5840 29275.8020 7 27.3 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1367.6842 FANFSIESEVPK 19580.4100 1367.6844 29.0217 18675 2 684.3458 ‐0.1013
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1284.6947 NPILPSDPYLR 4619.6610 1284.6933 28.5485 10379 2 642.8503 ‐1.3478
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1541.7231 GVEFEYREEDLR 4806.0320 1541.7238 23.9389 6364 3 514.5794 ‐0.1008
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 877.5029 DFIEILK 11480.0100 877.5036 31.3869 4901 2 439.2554 0.0660
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 899.4258 GVEFEYR 13451.0500 899.4253 21.4925 3914 2 450.2163 ‐1.1569
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1079.5732 VTEFVSELR 4536.9790 1079.5648 25.1314 14438 2 540.2860 ‐8.2033
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1845.9593 SLPDPEKVTEFVSELR 13267.9100 1845.9618 35.6787 15959 3 615.9921 0.8965
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1156.5633 EKGVEFEYR 418.2482 1156.5732 30.5663 1915 2 578.7902 8.1284
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 743.3359 EFEYR 4771.2470 743.3357 21.4850 1698 1 743.3357 0.2828
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1385.6332 EFEYREEDLR 1546.3060 1385.6343 23.9544 1237 2 693.3208 0.5627
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2555.5790 25707.6329 14 27.40 None 1061.5626 VTEFVSELR 288.1296 1061.5667 23.4327 1192 2 531.2870 3.41
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1839.1930 25707.6329 14 27.40 None 1367.6842 FANFSIESEVPK 21354.5400 1367.6844 29.0217 18675 2 684.3458 ‐0.3114
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1839.1930 25707.6329 14 27.40 None 1284.6947 NPILPSDPYLR 5784.7780 1284.6933 28.5485 10379 2 642.8503 ‐1.6021
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1839.1930 25707.6329 14 27.40 None 877.5029 DFIEILK 11842.3100 877.5036 31.3869 4901 2 439.2554 ‐0.4049
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 2240.9982 VVNEGEFGEYITEYDASYR 5974.6000 2240.9938 32.0947 13510 2 1121.0005 ‐1.5071
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 1817.8606 TGTPLVYGGWPDHDFR 9922.9070 1817.8615 29.7760 11346 3 606.6253 0.0360
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 951.5258 GTVTFAVTR 4710.3900 951.5251 21.8475 7871 2 476.2662 ‐1.3513
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 403.8609 2320.1489 28.4229 1869 4 580.7927 ‐5.1445
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 777.3719 FVWQSF 103.9559 777.3755 26.5603 1286 1 777.3755 5.1882
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 709.3509 51027.4331 15 9.67 None 933.5152 GTVTFAVTR 205.2868 933.5148 22.3148 826 1 933.5148 0.3080
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 2240.9982 VVNEGEFGEYITEYDASYR 6213.0210 2240.9938 32.0947 13510 2 1121.0005 ‐1.2526
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 1817.8606 TGTPLVYGGWPDHDFR 15329.0000 1817.8615 29.7760 11346 3 606.6253 ‐0.2231
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 951.5258 GTVTFAVTR 3907.6910 951.5251 21.8475 7871 2 476.2662 ‐1.7828
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 1922.0494 GVTGFQILPNGNIVLHDK 110.0326 1922.0119 26.7055 4946 2 961.5096 ‐19.2363
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 1228.6280 NGNLVLAEADGR 137.5440 1228.6601 33.0772 2471 2 614.8337 25.4719
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 179.6538 2320.1489 28.4229 1869 4 580.7927 ‐5.1445
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 777.3719 FVWQSF 45.0170 777.3755 26.5603 1286 1 777.3755 5.0537
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 713.3577 LAEADGR 84.0659 713.3561 31.9015 1206 1 713.3561 ‐1.7535
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 891.6591 51027.4331 15 9.67 None 933.5152 GTVTFAVTR 231.0615 933.5148 22.3148 826 1 933.5148 0.0139
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 920.4910 ITMIWEK 37598.4600 920.4887 17.2983 45184 2 460.7480 ‐3.0957
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1240.6354 GLEGHVMEQLK 8868.0980 1240.6337 22.8420 22864 2 620.8205 ‐1.7373
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 8721.0630 1756.8388 16.5051 19160 3 586.2844 0.8783
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1439.6471 EIDDENMAVTFR 27477.8900 1439.6478 26.3044 12288 2 720.3275 0.2910
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1399.7620 VYDVIFQFIQK 6615.4270 1399.7612 21.5311 11853 2 700.3842 ‐0.7963
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 Carbamidomethyl+C(7) 947.4503 SPDDIICK 7998.9250 947.4496 18.6316 9401 2 474.2284 ‐1.3404
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1568.6356 QNDDMPEPSNYMK 6895.3060 1568.6384 23.2621 5665 2 784.8228 1.64
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1595.7482 REIDDENMAVTFR 1703.8460 1595.7488 24.3354 2973 3 532.5878 ‐0.1698
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1385.6729 SLAADMDDHVLKA 13448.7100 1385.6729 25.1099 11058 2 693.3401 ‐0.2330
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 807.4069 TMIWEK 15207.7900 807.4075 17.2977 11039 1 807.4075 1.33
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 706.3593 MIWEK 9442.6700 706.3577 17.2965 3994 1 706.3577 ‐1.6683
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1185.5569 AADMDDHVLKA 9454.2880 1185.5599 25.1162 2453 2 593.2836 2.1502
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 648.3385 MEQLK 109.8584 648.3369 23.0322 2056 1 648.3369 ‐2.0971
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 941.4873 GHVMEQLK 156.5175 941.4838 23.9408 1746 2 471.2456 ‐4.2860
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 1843.2880 1457.6726 16.5020 1021 2 729.3399 ‐0.4349
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 902.4804 ITMIWEK 166.9262 902.4856 18.5552 783 2 451.7464 5.0716
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 7027.2710 17626.9417 23 59.60 None 1551.6090 QNDDMPEPSNYMK 962.7295 1551.6133 25.6896 3731 2 776.3103 2.48
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 None 920.4910 ITMIWEK 35658.1800 920.4887 17.2983 45184 2 460.7480 ‐2.3951
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 1896.2120 1756.8388 16.5051 19160 3 586.2844 1.1399
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 None 1399.7620 VYDVIFQFIQK 8286.0230 1399.7612 21.5311 11853 2 700.3842 ‐0.5514



NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 None 807.4069 TMIWEK 6244.9300 807.4075 17.2977 11039 1 807.4075 1.56
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 None 706.3593 MIWEK 4822.9810 706.3577 17.2965 3994 1 706.3577 ‐1.5925
NP_565264.1 MLP like protein 328 Arabidopsis thaliana 2432.4530 17626.9417 23 59.60 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 1775.5330 1457.6726 16.5020 1021 2 729.3399 ‐0.2451
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 None 920.4910 ITMIWEK 35658.1800 920.4887 17.2983 45184 2 460.7480 ‐2.3951
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 Carbamidomethyl+C(6) 1756.8364 IWNYTCDGKPEVFK 1896.2120 1756.8388 16.5051 19160 3 586.2844 1.1399
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 None 1403.7205 VYDLIYQFSQK 1038.3330 1403.7170 19.1321 4933 2 702.3621 ‐2.5303
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 Carbamidomethyl+C(18) 3219.6105 VYDLIYQFSQKSPDDIVCKITMIWEK 244.1621 3219.6277 25.5478 2937 3 1073.8808 6.98
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 None 807.4069 TMIWEK 6244.9300 807.4075 17.2977 11039 1 807.4075 1.56
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 None 706.3593 MIWEK 4822.9810 706.3577 17.2965 3994 1 706.3577 ‐1.5925
NP_565265.1 MLP like protein 329 Arabidopsis thaliana 1904.4760 17715.9655 7 26.49 Carbamidomethyl+C(4) 1457.6730 NYTCDGKPEVFK 1775.5330 1457.6726 16.5020 1021 2 729.3399 ‐0.2451
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1226.0150 20414.8899 5 24.59 None 950.4942 GNLDIFSGK 5476.8640 950.4930 26.2253 10794 2 475.7501 ‐1.8305
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1226.0150 20414.8899 5 24.59 None 956.4836 YGDYIGIR 5403.4790 956.4823 23.2359 9935 2 478.7448 ‐2.0026
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1226.0150 20414.8899 5 24.59 None 2089.9436 NLEAWGGLMGPGYNYYER 4181.1950 2089.9419 20.1277 9837 2 1045.4746 ‐0.4866
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1226.0150 20414.8899 5 24.59 None 990.5214 AGTDSIISAR 5596.1290 990.5197 19.0100 8278 2 495.7635 ‐2.2763
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 1226.0150 20414.8899 5 24.59 None 1029.4822 NLEAWGGLMG 341.3832 1029.4827 21.6954 1526 2 515.2450 ‐0.1091
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAELK 8878.1240 3631.7684 46.1057 33649 3 1211.2610 0.0930
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 1265.5545 GPSGSPWYGSDR 34324.2800 1265.5546 20.2500 30918 2 633.2809 ‐0.2904
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 983.4985 FGEAVWFK 46247.3900 983.4975 18.4438 26656 2 492.2524 ‐1.6278
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPGK 4231.3800 3092.5276 23.4402 7810 3 1031.5141 1.24
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 982.5316 ELEVIHSR 40322.4700 982.5321 17.6672 4347 2 491.7697 ‐0.0710
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 932.4796 AASDVLGSGR 146.4571 932.4555 31.2008 2146 1 932.4555 ‐25.0184
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 836.4301 GEAVWFK 7130.5170 836.4320 18.4386 3853 1 836.4320 2.96
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 779.4087 EAVWFK 87.8204 779.4108 19.4033 3133 1 779.4108 3.76
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 1043.5156 GPLENLADHL 277.1965 1043.5156 21.0894 3025 1 1043.5156 0.8612
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 1114.5528 GPLENLADHLA 316.0574 1114.5544 24.3538 2438 2 557.7809 1.0535
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 2132.0546 PGGSFDPLGLATDPEAFAELK 1306.3430 2132.0569 46.1355 762 2 1066.5321 1.79
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 964.5211 ELEVIHSR 246.0770 964.5200 18.9744 1052 2 482.7637 ‐1.6493
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 6220.8800 28110.9954 23 38.87 None 3075.4959 GPLENLADHLADPVNNNAWAFATNFVPGK 462.6667 3075.4879 27.5358 2487 3 1025.8342 ‐2.5386
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3138.5270 28110.9954 23 38.87 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPEAFAELK 7283.3650 3631.7684 46.1057 33649 3 1211.2610 ‐1.0885
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3138.5270 28110.9954 23 38.87 None 1265.5545 GPSGSPWYGSDR 46667.2100 1265.5546 20.2500 30918 2 633.2809 ‐0.5549
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3138.5270 28110.9954 23 38.87 None 1425.7042 ASSTMALSSPAFAGK 633.4741 1425.7106 27.0264 2349 2 713.3589 4.0814
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3138.5270 28110.9954 23 38.87 None 2132.0546 PGGSFDPLGLATDPEAFAELK 1272.1230 2132.0569 46.1355 762 2 1066.5321 1.45
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 983.4985 FGEAVWFK 87701.2800 983.4975 18.4438 26656 2 492.2524 ‐0.9872
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPGK 1861.9280 3092.5276 23.4402 7810 3 1031.5141 3.0385
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSADPETFA 930.3570 3967.7983 22.7836 6296 3 1323.2709 2.02
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 1043.5156 GPLENLADHL 222.9354 1043.5177 21.5046 6927 1 1043.5177 3.55
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 836.4301 GEAVWFK 16968.2600 836.4320 18.4386 3853 1 836.4320 3.1253
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 3224.6090 28110.9954 23 38.87 None 1519.7328 NNAWAFATNFVPGK 603.2204 1519.7327 22.3973 2460 2 760.3700 ‐0.0971
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1859.9597 ELLVGKDDELLETETR 10237.2100 1859.9629 27.8439 11172 3 620.6592 1.74
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 3754.5340 1872.9393 29.9954 8095 2 936.9733 1.12
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1585.8432 ALDLASKPEGTGTPTK 2515.6910 1585.8451 19.0925 6728 3 529.2866 0.6844
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 824.4261 SSSLQFR 73.8257 824.4176 23.1079 1303 1 824.4176 ‐9.6799
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1186.6175 AGGLQDKDGGIR 378.1871 1186.6142 27.8512 820 2 593.8107 ‐3.1940
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1155.6408 ALFTQVTTKF 3123.6780 1155.6399 18.6282 4251 2 578.3236 ‐1.1948
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1733.8705 EKINGEDEVFIGDIR 1650.8130 1733.8738 29.9090 2927 2 867.4405 1.68
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 700.3512 QLEEAK 124.6302 700.3516 31.9759 3727 1 700.3516 1.1265
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 1617.8330 LVGKDDELLETETR 639.1266 1617.8321 27.1776 2487 2 809.4197 ‐0.6273
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 839.7802 34993.8524 19 22.77 None 807.3995 SSSLQFR 86.8653 807.4011 22.8940 1073 1 807.4011 2.20
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 4736.2250 1872.9393 29.9954 8095 2 936.9733 1.99
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 1585.8432 ALDLASKPEGTGTPTK 2717.4220 1585.8451 19.0925 6728 3 529.2866 0.5432
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 824.4261 SSSLQFR 98.4071 824.4176 23.1079 1303 1 824.4176 ‐9.8624
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 1976.0335 ALDLASKPEGTGTPTKDFK 244.6843 1976.0154 27.3964 1075 3 659.3433 ‐9.9078
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 1733.8705 EKINGEDEVFIGDIR 1584.0090 1733.8738 29.9090 2927 2 867.4405 1.15
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 700.3512 QLEEAK 156.3798 700.3516 31.9759 3727 1 700.3516 1.0708
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 Carbamidomethyl+C(7) 1380.6828 ADVAEVCVQALQL 218.8371 1380.6774 30.0507 3386 2 690.8423 ‐4.3485
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 Carbamidomethyl+C(1) 1288.6566 CVQALQLEEAK 107.5250 1288.6556 28.0726 3161 2 644.8314 ‐1.3433
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 397.9459 34993.8524 19 22.77 None 720.4039 FIGDIR 117.0547 720.4004 29.4638 1065 1 720.4004 ‐4.3752
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 41000.3000 2150.1278 21.5867 141972 2 1075.5675 ‐1.3042
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1780.8098 EGPPVFEQPEMTYEK 129378.5000 1780.8108 27.0838 127629 2 890.9090 0.6416
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 146148.8000 2304.0673 33.0139 125431 2 1152.5373 0.7165
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1697.7613 GLAYDTSDDQQDITR 142879.7000 1697.7624 21.0356 113552 2 849.3848 0.6660
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2347.1888 VQLAETYLSQAALGDANADAIGR 110132.6000 2347.1911 32.1490 113274 3 783.0686 0.7236
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 93458.4500 1212.5753 25.3251 82071 2 606.7913 ‐0.2789
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1152.7139 VPLILGIWGGK 58661.8200 1152.7138 21.6824 76149 2 576.8605 ‐0.5781
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 16672.4900 2823.4548 24.0891 74489 3 941.8231 ‐0.6080
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1059.6197 NFLTLPNIK 21229.2200 1059.6176 19.2533 67956 2 530.3124 ‐2.5226
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2083.9973 LMEYGNMLVMEQENVKR 5478.8130 2083.9953 17.8778 44071 3 695.3366 ‐1.3462
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 19721.3700 2384.0353 22.9842 43680 2 1192.5213 ‐1.1987
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 940.4676 FYWAPTR 2038.3420 940.4663 16.3194 19396 2 470.7368 ‐1.9463
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1927.8962 LMEYGNMLVMEQENVK 3120.9470 1927.9011 31.1935 16581 2 964.4542 2.41
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 13631.8100 2782.3163 30.6243 16174 3 928.1103 2.1574
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1340.6382 FYWAPTREDR 2300.0710 1340.6384 15.4597 14227 3 447.5510 ‐0.5026
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 3332.9900 1177.4476 26.3936 10873 2 589.2275 0.4144
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLPGM 1250.0550 3943.8408 21.4803 9047 3 1315.2851 ‐0.5467
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 809.5244 LVVHITK 16885.0400 809.5248 18.5094 5689 2 405.2660 ‐0.1769
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 824.0670 3324.5869 20.0293 7297 4 831.9022 2.30
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 277.8508 2582.2549 23.4928 1999 3 861.4232 ‐8.8177
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1135.6358 KFVESLGVEK 3270.0990 1135.6353 21.0785 18157 2 568.3213 ‐0.8620



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2712.2244 QTDGDRWRGLAYDTSDDQQDITR 566.7139 2712.2433 38.8475 2637 3 904.7526 6.69
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 696.4403 VVHITK 97.8182 696.4367 17.5214 22652 1 696.4367 ‐4.6702
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 563.3300 FGALR 192.9507 563.3290 24.1491 18712 1 563.3290 ‐1.4122
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 798.5084 LTLPNIK 2120.8330 798.5085 19.2577 5630 1 798.5085 0.7227
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1009.5564 IKDEDIVTL 143.3545 1009.5545 25.9437 3594 2 505.2809 ‐2.4520
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 597.3719 VHITK 15492.4800 597.3723 18.5044 3284 1 597.3723 1.1140
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1030.5065 WAPTREDR 646.2669 1030.5064 15.4605 2591 2 515.7568 ‐0.5902
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 877.4084 MEQENVK 163.1717 877.4056 29.7516 2339 1 877.4056 ‐2.5060
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 941.4435 GDANADAIGR 251.0227 941.4387 33.1435 2285 1 941.4387 ‐4.3530
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 Carbamidomethyl+C(1) 850.4162 CELVMAK 8120.8670 850.4170 25.3237 2230 1 850.4170 1.93
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 885.4564 DEDIVTLV 95.4125 885.4583 23.9180 1731 1 885.4583 2.12
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1567.8115 TGNDFSTLYAPLIR 260.6439 1567.8191 21.2969 1688 3 523.2779 4.87
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1457.7206 NPTNVQLPGMYNK 206.9538 1457.7148 21.9228 1453 2 729.3611 ‐4.0976
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 956.5928 LILGIWGGK 305.2088 956.5939 21.6822 1344 1 956.5939 2.0084
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 959.4541 GDANADAIGR 900.3286 959.4546 31.7355 1105 1 959.4546 1.54
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1582.8013 QFPGQSIDFFGALR 233.6204 1582.8012 21.3304 1054 2 791.9042 ‐0.0897
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1290.6477 PGQSIDFFGALR 138.3293 1290.6497 23.5407 1034 2 645.8285 1.53
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 793.3992 YWAPTR 102.4622 793.4004 16.3131 1029 1 793.4004 2.79
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 458.2398 NFLT 67.1443 458.2377 17.2514 980 1 458.2377 ‐4.4790
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1148.5695 FINDLDAGAGR 521.9861 1148.5668 31.9136 912 1 1148.5668 ‐1.2679
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1293.5553 DTSDDQQDITR 509.9816 1293.5513 21.0432 837 1 1293.5513 ‐1.8633
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 1374.6399 DGFYIAPAFMDK 113.2606 1374.6473 20.4901 836 2 687.8273 5.1662
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 36099.2600 52380.5342 67 71.73 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 5134.9270 2367.0081 24.4160 13773 2 1184.0077 ‐1.5063
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 139624.3000 2304.0673 33.0139 125431 2 1152.5373 1.0045
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 2347.1888 VQLAETYLSQAALGDANADAIGR 87348.8300 2347.1910 32.1481 112489 3 783.0685 0.1529
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1780.8098 EGPPVFEQPEMTYEK 161795.1000 1780.8105 27.0552 102311 2 890.9089 0.4703
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 105538.1000 1212.5752 25.3288 80269 2 606.7912 ‐0.6635
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1927.8962 LMEYGNMLVMEQENVK 1398.5970 1927.9011 31.1935 16581 2 964.4542 2.20
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 12358.0400 2782.3163 30.6243 16174 3 928.1103 1.79
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 809.5244 LVVHITK 26864.0600 809.5248 18.5094 5689 2 405.2660 ‐0.6839
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1135.6358 KFVESLGVEK 3533.2350 1135.6353 21.0785 18157 2 568.3213 ‐1.1956
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 761.4040 ESLGVEK 1056.3170 761.4045 22.0629 4371 1 761.4045 1.1206
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 597.3719 VHITK 22845.0300 597.3723 18.5044 3284 1 597.3723 1.1637
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 498.3035 HITK 7543.8410 498.3033 18.5064 2384 1 498.3033 ‐0.0210
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 877.4084 MEQENVK 73.6812 877.4056 29.7516 2339 1 877.4056 ‐2.7427
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 941.4435 GDANADAIGR 213.5189 941.4387 33.1435 2285 1 941.4387 ‐4.6553
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 Carbamidomethyl+C(1) 850.4162 CELVMAK 6093.9550 850.4170 25.3237 2230 1 850.4170 1.02
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1342.6710 QAALGDANADAIGR 439.8290 1342.6646 33.0931 2204 2 671.8359 ‐5.2365
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1445.7635 VQLAETYLSQAALG 293.7820 1445.7635 30.3741 1665 2 723.3854 ‐0.3133
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 740.3470 MGINPIM 243.0908 740.3505 33.6432 1376 1 740.3505 5.96
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 959.4541 GDANADAIGR 678.6324 959.4546 31.7355 1105 1 959.4546 1.0547
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1072.5382 LGDANADAIGR 230.7165 1072.5345 32.1464 1024 1 1072.5345 ‐2.9041
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1148.5695 FINDLDAGAGR 257.2779 1148.5668 31.9136 912 1 1148.5668 ‐1.7820
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 24561.0500 52380.5342 67 71.73 None 1216.5957 PVAENFDPTAR 203.7977 1216.5930 28.6709 857 2 608.8001 ‐2.8659
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 2442.2140 13715.2624 1 24.19 Carbamidomethyl+C(3)
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2965.6120 21559.5308 8 20.40 None 1255.6569 FSTTPLSDIFK 7891.1290 1255.6548 20.1807 13943 2 628.3310 ‐1.9895
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2965.6120 21559.5308 8 20.40 None 1757.9280 LAEGTDITSAAPGVSLQK 10072.2100 1757.9304 25.0485 10996 2 879.4688 1.35
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2965.6120 21559.5308 8 20.40 None 1305.6321 AVNVEEAPSDFK 27332.1500 1305.6323 22.2577 8483 2 653.3198 ‐0.1621
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2965.6120 21559.5308 8 20.40 None 728.4301 PGVSLQK 2449.4720 728.4295 25.0585 884 1 728.4295 ‐0.3562
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 2965.6120 21559.5308 8 20.40 None 1288.6056 AVNVEEAPSDFK 325.7108 1288.6099 20.8760 2334 2 644.8086 3.0417
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 585.8127 21559.5308 8 20.40 None 1757.9280 LAEGTDITSAAPGVSLQK 6541.5750 1757.9304 25.0485 10996 2 879.4688 1.10
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 585.8127 21559.5308 8 20.40 None 1058.5840 TSAAPGVSLQK 136.7053 1058.5810 24.1183 1348 1 1058.5810 ‐2.3948
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 585.8127 21559.5308 8 20.40 None 728.4301 PGVSLQK 1387.9180 728.4295 25.0585 884 1 728.4295 ‐0.4405
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 555.3027 15940.6571 2 26.76 None 1133.6929 VSGVSLLALFK 5236.0100 1133.6922 22.2472 6717 2 567.3497 ‐0.5203
NP_566351.1 40S ribosomal protein S23 1 Arabidopsis thaliana 555.3027 15940.6571 2 26.76 Carbamidomethyl+C(10) 2996.4459 IAAFVPNDGCLNYIEENDEVLIAGFGR 787.2914 2996.4485 22.6128 4630 3 999.4877 2.1297
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 1308.7158 LLTPVEEGPTPR 10278.7700 1308.7145 22.6705 18722 2 654.8609 ‐1.5430
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 1812.8803 IYSFGGEFTPNQPIDK 10081.5600 1812.8829 29.2578 18549 2 906.9451 1.63
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 1522.8111 LNTLDSYNIVDKK 2099.3760 1522.8128 23.9833 13257 3 508.2758 0.4132
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 1394.7162 LNTLDSYNIVDK 635.6887 1394.7053 26.2727 5401 2 697.8563 ‐8.1973
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 2063.9345 APTNDRFDDLFFYGIDSA 5069.0170 2063.9360 38.2251 13428 2 1032.4716 1.04
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 981.5000 PVEEGPTPR 986.0509 981.5036 22.6337 2274 2 491.2554 2.05
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 884.4472 VEEGPTPR 116.5179 884.4519 22.4432 795 2 442.7296 4.1378
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 679.9368 51898.1216 14 13.83 None 1505.7846 LNTLDSYNIVDKK 311.3391 1505.7806 25.1034 869 2 753.3940 ‐2.8959
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 12242.0100 1634.7372 15.4323 8358 3 545.5839 ‐0.8665
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 None 1728.8547 VNDMTSEMITFLSIK 1991.8810 1728.8614 22.4743 8068 2 864.9344 3.08
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 Carbamidomethyl+C(16) 2153.0808 TWSISPATGDVPHLSCLGVR 2612.7190 2153.0844 19.0688 6769 3 718.3663 1.18
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 None 1812.8803 IYSFGGEFTPNQPIDK 730.3885 1812.9178 20.9131 2501 2 906.9625 20.6456
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 None 1394.7162 LNTLDSYNIVDK 467.2207 1394.7251 24.4505 2110 2 697.8662 6.02
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 576.1991 51898.1216 14 13.83 Carbamidomethyl+C(11) 1578.8057 PATGDVPHLSCLGVR 355.8998 1578.8033 19.9608 13418 2 789.9053 ‐1.5272
NP_566571.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1054.3060 13900.1530 1 12.60 Carbamidomethyl+C(7)
NP_566661.1 RNAse THREE like protein 2 Arabidopsis thaliana 179.5764 44393.9008 5 11.76 None 2554.3188 VLADLFESLAGAVYVDVNFDLQR 1667.7860 2554.3214 22.3830 11250 3 852.1120 0.8695
NP_566661.1 RNAse THREE like protein 2 Arabidopsis thaliana 179.5764 44393.9008 5 11.76 None 2548.3042 NWKDGNVSIAVIYLDDELLASGR 1385.0130 2548.3014 37.0512 2879 3 850.1053 ‐1.2628
NP_566661.1 RNAse THREE like protein 2 Arabidopsis thaliana 179.5764 44393.9008 5 11.76 Carbamidomethyl+C(12)
NP_566661.1 RNAse THREE like protein 2 Arabidopsis thaliana 179.5764 44393.9008 5 11.76 None 494.2973 VLADL 51.1107 494.2984 19.5772 5903 1 494.2984 2.34
NP_566661.1 RNAse THREE like protein 2 Arabidopsis thaliana 179.5764 44393.9008 5 11.76 Carbamidomethyl+C(12)
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYFEK 8318.5500 3045.5278 22.8248 6855 3 1015.8474 0.0330
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1463.7740 GTGLILGTEFVDNK 1544.8830 1463.7782 30.8061 3753 2 732.3927 2.79
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1678.7707 FHLPGETEEEFSTR 3982.0240 1678.7782 26.7100 3191 3 560.2643 3.51



NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1448.6540 SEGSYVYDDTGKK 6372.9240 1448.6526 15.6536 2086 3 483.5557 ‐1.5316
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1050.5691 TTQVHLHSK 118.6779 1050.5503 23.4160 1515 2 525.7788 ‐18.3703
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 Carbamidomethyl+C(12) 1901.9466 YDILFIADEVICAFGR 349.1508 1901.9308 24.6149 1092 3 634.6484 ‐8.7557
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1305.6797 AFASGSPIIGETR 211.7703 1305.7045 31.9772 938 2 653.3559 18.6495
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1281.5594 PGETEEEFSTR 268.3947 1281.5664 26.1351 3687 2 641.2868 5.1501
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1049.5302 PPPATYFEK 188.2694 1049.5287 22.0092 1525 1 1049.5287 ‐0.5543
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 909.4312 GTEFVDNK 163.4678 909.4348 30.3131 1116 1 909.4348 4.16
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 831.7237 55586.7645 19 14.9 None 1830.9459 PVMGAGGVIPPPATYFEK 180.6153 1830.9384 22.7364 961 2 915.9728 ‐3.9519
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 1463.7740 GTGLILGTEFVDNK 1820.7270 1463.7782 30.8061 3753 2 732.3927 2.89
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYFEK 2012.3000 3045.5356 39.0547 1829 3 1015.8501 1.69
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 957.5615 NLEDLIIK 474.8502 957.5466 28.8708 36925 2 479.2769 ‐16.6122
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 Carbamidomethyl+C(20) 2451.1074 SPNEPFPPEWGVGAFFGAECQK 251.9309 2451.1440 30.5984 9304 3 817.7195 14.1268
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 Carbamidomethyl+C(17) 2647.3338 LGVFSHGFTYSGHPVSCAVAIEALK 536.2793 2647.3173 35.8485 4181 3 883.1106 ‐7.0177
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 1305.6797 AFASGSPIIGETR 173.6361 1305.7045 31.9772 938 2 653.3559 18.4064
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 1733.8931 VMGAGGVIPPPATYFEK 1250.3750 1733.8961 39.0870 1415 2 867.4517 1.73
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 219.9697 55586.7645 19 14.9 None 909.4312 GTEFVDNK 190.5509 909.4348 30.3131 1116 1 909.4348 4.22
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1374.4780 30511.6266 4 20.7 None 1130.5840 LLYSSAFSSR 4266.8850 1130.5852 16.1556 5972 2 565.7962 0.5568
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1374.4780 30511.6266 4 20.7 None 1173.6110 GLVASVDDLER 26463.8600 1173.6112 26.3528 5892 2 587.3092 ‐0.2421
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1374.4780 30511.6266 4 20.7 None 1057.6364 LLSVVSGLNR 2052.8520 1057.6343 16.8498 5667 2 529.3208 ‐2.5225
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1374.4780 30511.6266 4 20.7 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 1386.6120 2903.3238 30.9333 5516 3 968.4461 2.10
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1384.7795 AAALNIVPTSTGAAK 37499.7300 1384.7766 24.1214 77857 2 692.8919 ‐2.3069
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 113510.0000 1833.9093 36.1385 37962 2 917.4583 2.85
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1037.6717 AVALVLPNLK 16360.9400 1037.6702 18.8027 32778 2 519.3388 ‐1.9763
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1456.7795 VVDLADIVANNWK 48873.0500 1456.7784 20.9539 27839 2 728.8929 ‐0.8667
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1627.8537 DSPLDIIAINDTGGVK 39722.5700 1627.8561 33.4909 26388 2 814.4317 1.41
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1780.0215 VPTPNVSVVDLVVQVSK 4756.0480 1780.0242 21.2436 25656 2 890.5157 1.30
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1254.6113 TFAEEVNAAFR 44709.9600 1254.6109 29.5472 24932 2 627.8091 ‐0.6742
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 14098.8700 2585.2658 31.7111 23038 3 862.4268 1.71
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1786.8184 VIAWYDNEWGYSQR 29496.0200 1786.8173 18.8239 19917 2 893.9123 ‐0.5199
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 954.5407 NPSLLPWK 7440.1250 954.5382 18.1272 13615 2 477.7728 ‐3.1893
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1555.6805 GTMTTTHSYTGDQR 32595.8900 1555.6800 14.2297 13294 3 519.2315 ‐0.9096
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1831.9800 ELGIDIVIEGTGVFVDR 1105.4800 1831.9871 25.6093 5792 2 916.4972 3.99
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 798.5084 VIITAPGK 15255.6800 798.5086 18.4860 3837 2 399.7579 ‐0.4249
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1912.9399 KTFAEEVNAAFRDSAEK 1190.1460 1912.9261 25.9292 3269 3 638.3136 ‐7.6525
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 464.2616 AAFR 231.4285 464.2610 31.9759 11228 1 464.2610 ‐1.1868
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 825.4353 DSPLDIIA 252.5208 825.4369 31.5940 2819 1 825.4369 2.77
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 867.5662 ALVLPNLK 1889.0620 867.5667 18.8033 2539 1 867.5667 1.12
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 586.3559 ITAPGK 9410.1790 586.3565 18.4786 1896 1 586.3565 1.03
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1482.8526 PNVSVVDLVVQVSK 461.9484 1482.8505 20.7328 1325 2 741.9289 ‐1.5548
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1058.5840 NIVPTSTGAAK 160.0549 1058.5817 25.7400 1301 2 529.7945 ‐2.6973
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 852.4210 FRDSAEK 229.1657 852.4222 25.8220 1277 1 852.4222 2.0594
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 613.3192 VVDLAD 164.1092 613.3214 20.8956 1268 1 613.3214 4.0527
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1160.5794 PSGETAISVDGK 272.0563 1160.5859 32.0043 1038 2 580.7966 5.1824
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1397.6114 MTTTHSYTGDQR 8603.9170 1397.6119 14.2263 966 2 699.3096 0.1575
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 796.5291 LVLPNLK 1257.9120 796.5294 18.8023 854 1 796.5294 0.9881
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 840.4978 PSLLPWK 86.3289 840.4940 19.9157 853 2 420.7506 ‐5.2298
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1266.5709 TTTHSYTGDQR 5366.4230 1266.5718 14.2307 761 2 633.7895 0.3346
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1419.7478 DIVIEGTGVFVDR 186.3642 1419.7556 24.5488 750 2 710.3814 5.76
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 16366.5000 42774.7277 42 57.32 None 1895.9134 KTFAEEVNAAFRDSAEK 507.4433 1895.9112 23.9373 5943 3 632.6419 ‐1.5890
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 1384.7795 AAALNIVPTSTGAAK 76399.5000 1384.7766 24.1214 77857 2 692.8919 ‐2.5080
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 92765.3000 1833.9093 36.1370 37354 2 917.4583 2.96
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 1627.8537 DSPLDIIAINDTGGVK 30189.0300 1627.8561 33.4909 26388 2 814.4317 1.24
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 1254.6113 TFAEEVNAAFR 44151.6300 1254.6109 29.5472 24932 2 627.8091 ‐0.9445
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 18592.1700 2585.2659 31.7072 22353 3 862.4268 0.8063
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 798.5084 VIITAPGK 22976.7800 798.5086 18.4860 3837 2 399.7579 ‐0.9378
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 1755.9487 KDSPLDIIAINDTGGVK 1271.5510 1755.9474 30.5660 3433 3 585.9873 ‐1.4328
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 935.5197 ASVTFSVPK 385.1653 935.5053 21.3591 18858 1 935.5053 ‐14.8393
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 825.4353 DSPLDIIA 379.9547 825.4369 31.5940 2819 1 825.4369 2.41
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 831.4571 VPTSTGAAK 606.9277 831.4576 24.1209 1975 1 831.4576 1.0910
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 586.3559 ITAPGK 16861.3500 586.3565 18.4786 1896 1 586.3565 1.12
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11823.6100 42774.7277 42 57.32 None 1160.5794 PSGETAISVDGK 279.6141 1160.5859 32.0043 1038 2 580.7966 4.21
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1172.5100 19578.9721 7 14.20 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 7551.4680 2596.2839 35.7144 12748 3 866.0995 0.9620
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1172.5100 19578.9721 7 14.20 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 1019.6040 2724.3832 33.8347 1236 3 908.7993 2.82
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1172.5100 19578.9721 7 14.20 None 2706.3655 ILTGLTDSQLENLDMIEGSEYVRK 378.8420 2706.3567 34.3221 4815 4 677.3446 ‐3.2296
NP_566840.1 AIG2 like protein Arabidopsis thaliana 779.2648 19578.9721 7 14.20 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 4665.9550 2596.2839 35.7144 12748 3 866.0995 0.3070
NP_566840.1 AIG2 like protein Arabidopsis thaliana 779.2648 19578.9721 7 14.20 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 867.6554 2724.3832 33.8347 1236 3 908.7993 1.81
NP_566840.1 AIG2 like protein Arabidopsis thaliana 779.2648 19578.9721 7 14.20 None 1320.6893 TVEVVLTDTSEK 296.2547 1320.6586 30.1777 904 2 660.8329 ‐23.7566
NP_566840.1 AIG2 like protein Arabidopsis thaliana 779.2648 19578.9721 7 14.20 None 1102.5626 EVVLTDTSEK 259.7447 1102.5593 31.8599 2036 2 551.7833 ‐3.8708
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 23475.6500 1481.6937 23.8939 14405 2 741.3505 ‐0.6028
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 10934.3200 2164.0370 31.7764 11083 2 1082.5221 0.1612
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 None 946.5026 LMPTSLER 1117.8270 946.5012 21.3554 10701 2 473.7542 ‐2.5336
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 Carbamidomethyl+C(6) 1189.5783 LGAAICWENR 25280.4400 1189.5798 24.8350 8339 2 595.2935 0.5661
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 None 605.3253 TSLER 202.5545 605.3268 22.2591 2633 1 605.3268 2.18
NP_566868.3 nitrilase 1 Arabidopsis thaliana 3612.0200 25344.5129 6 23.21 None 1102.6143 IPVYDTPIGK 191.7814 1102.6090 32.3060 994 1 1102.6090 ‐4.2479
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 2198.1452 ALGEAQDDILQFDAPVLINR 3292.5430 2198.1481 36.5970 7067 2 1099.5777 1.99
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 1599.8741 AIQNLFEEGIQLPK 1408.6780 1599.8749 20.4694 5673 2 800.4411 0.4514
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 1094.5477 ITVEDYAQR 8643.0280 1094.5481 20.1930 4227 2 547.7777 ‐0.0521
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 1064.6463 DAGLLPLLPR 6559.1490 1064.6466 20.3824 3078 2 532.8270 ‐0.1446



NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 1174.6314 KEELETLQGK 1462.8000 1174.6222 25.7072 7947 2 587.8147 ‐8.2587
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 697.3515 GTSFTGK 252.6107 697.3352 24.8083 1481 1 697.3352 ‐22.9977
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 878.4982 SLSSLFPK 429.9110 878.5129 17.1646 1306 2 439.7601 16.0501
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 277.6637 102616.0055 11 5.92 None 1076.5371 ITVEDYAQR 223.8216 1076.5413 21.8973 912 2 538.7743 3.97
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 125.3156 102616.0055 11 5.92 None 2198.1452 ALGEAQDDILQFDAPVLINR 1891.8250 2198.1481 36.5970 7067 2 1099.5777 1.16
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 125.3156 102616.0055 11 5.92 None 1094.5477 ITVEDYAQR 7718.8820 1094.5481 20.1930 4227 2 547.7777 ‐0.4075
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 125.3156 102616.0055 11 5.92 None 1174.6314 KEELETLQGK 497.6290 1174.6222 25.7072 7947 2 587.8147 ‐8.5715
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1717.8755 LNAVQSPFQDAESIAK 2723.3610 1717.8762 29.4661 4068 2 859.4418 0.4440
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1353.7121 AGVPDLGAAQDLAR 4134.9080 1353.7130 26.4754 3507 2 677.3602 0.4367
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1222.5950 EAAEAAKEFEK 1272.9360 1222.5967 22.3631 989 2 611.8020 0.9970
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1460.6863 EAEAASLAEDAQQK 1095.2120 1460.6883 19.4289 850 2 730.8478 1.1659
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1969.0614 QRPSSPFASKPKEERPK 343.2811 1969.0178 28.9114 4835 3 657.0108 ‐22.5238
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1762.8970 LGSQFATAIQNASETPK 248.9838 1762.8833 32.8716 821 3 588.2993 ‐8.2754
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1868.9364 GKNPFQFDFGKLPDMK 1323.6750 1868.9445 19.8074 4604 2 934.9759 4.86
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1314.6172 AEAASLAEDAQQK 275.2787 1314.6194 18.4679 1699 2 657.8133 1.66
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 276.2084 54358.3678 9 10.78 None 1307.6453 QFDFGKLPDMK 306.6696 1307.6497 19.6823 810 2 654.3285 3.1216
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 387.9694 27748.4879 9 26.9 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 1403.8440 3236.6161 33.2275 5763 3 1079.5436 ‐1.3613
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 387.9694 27748.4879 9 26.9 None 1239.5926 EMLENLFSEK 3037.1670 1239.5954 31.5112 4321 2 620.3013 1.27
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 387.9694 27748.4879 9 26.9 None 863.4985 VYVGNLAK 3208.6580 863.4969 19.0755 1101 2 432.2521 ‐2.5395
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPYK 811.4434 3236.6161 33.2275 5763 3 1079.5436 ‐2.3419
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 1239.5926 EMLENLFSEK 1930.0180 1239.5954 31.5112 4321 2 620.3013 1.45
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 863.4985 VYVGNLAK 5372.5190 863.4969 19.0755 1101 2 432.2521 ‐3.0178
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 1329.7121 LNGNTVEGREIK 181.6870 1329.7185 30.7171 6303 2 665.3629 4.48
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 1941.0229 VNVFSSKPFPSLAGTFSR 1129.8680 1941.0232 23.5019 1532 4 486.0113 0.1831
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 431.3893 27748.4879 9 26.9 None 1221.5820 EMLENLFSEK 550.2150 1221.5830 29.7294 23308 1 1221.5830 1.93
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1163.6307 YLEAGTLPTAK 3186.4900 1163.6309 22.3261 13898 2 582.3191 ‐0.2240
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1028.6099 VALVVVTGDR 14633.3400 1028.6097 23.8463 9086 2 514.8085 ‐0.7049
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 8654.3710 1339.6818 19.1938 6244 2 670.3445 ‐0.9868
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1335.7518 GLGLEYTVISVGK 1349.7460 1335.7567 18.8311 5604 2 668.3820 3.88
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1215.6692 ASSVSPLQASLR 265.3938 1215.6708 20.9617 1574 2 608.3391 0.9834
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 969.4822 SLSMVYNR 479.0660 969.4794 28.5704 1284 1 969.4794 ‐2.1368
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 751.2272 3058.5458 25.4006 7400 3 1020.1868 ‐1.5537
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1245.7235 ITEAMKLVAAAK 455.2564 1245.7321 19.4738 3749 2 623.3697 6.16
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1374.7951 LTTKEGKLTVER 368.9129 1374.8001 20.6981 1913 2 687.9037 3.15
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1230.6801 ELRDRIDSVK 1141.7400 1230.6811 17.4494 1113 2 615.8442 0.4938
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1132.6249 GLGLEYTVISV 490.7980 1132.6207 20.4132 2942 2 566.8140 ‐4.0712
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 939.5332 ITEAMKLVA 925.9432 939.5363 18.9840 1561 2 470.2718 2.79
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 1145.6201 YLEAGTLPTAK 1561.8820 1145.6159 21.1693 6370 2 573.3116 ‐4.0893
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 830.5663 41196.2636 19 25.47 None 951.4717 SLSMVYNR 66.6424 951.4748 26.8474 1377 2 476.2411 2.24
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 569.1448 41196.2636 19 25.47 None 1163.6307 YLEAGTLPTAK 3089.8580 1163.6309 22.3261 13898 2 582.3191 ‐0.5427
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 569.1448 41196.2636 19 25.47 None 1028.6099 VALVVVTGDR 17380.2000 1028.6097 23.8463 9086 2 514.8085 ‐1.0954
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 569.1448 41196.2636 19 25.47 None 1215.6692 ASSVSPLQASLR 375.0522 1215.6708 20.9617 1574 2 608.3391 0.6924
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 569.1448 41196.2636 19 25.47 None 630.3821 TLPTAK 773.9789 630.3850 21.9376 2150 1 630.3850 5.0066
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 569.1448 41196.2636 19 25.47 None 1145.6201 YLEAGTLPTAK 1595.6590 1145.6159 21.1693 6370 2 573.3116 ‐4.4176
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1334.5643 YEEMVEFMEK 69809.4500 1334.5637 28.5493 23663 2 667.7855 ‐0.6970
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1570.8687 LLDTILVPAAASGDSK 15194.0000 1570.8670 18.5759 18067 2 785.9372 ‐1.1089
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1403.7013 AVDKDELTVEER 4113.4400 1403.6982 18.4384 9227 3 468.5709 ‐2.7808
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 2128.9921 QAFDEAIAELDTLGEESYK 3349.9170 2128.9974 37.5477 6593 2 1065.0023 2.34
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1002.4601 DEFVYMAK 13570.7100 1002.4586 23.8798 5790 2 501.7329 ‐2.0321
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 2194.9809 DNLTLWTSDMQDDVADDIK 130.4650 2195.0040 22.7928 2797 2 1098.0057 10.81
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1483.7023 EAAPAAAKPADEQQS 734.9216 1483.7040 19.1383 2590 2 742.3556 0.9863
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 2078.7540 1820.9351 33.2319 8330 2 910.9712 2.57
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1116.5783 SKIETELSDI 215.6516 1116.5841 35.3466 2429 2 558.7957 4.70
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1015.5419 LVPAAASGDSK 238.9492 1015.5450 17.7604 1495 2 508.2761 2.75
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5122.5560 30045.6952 12 46.82 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 1567.8438 IIGATNPAASEPGTIR 24500.8700 1567.8438 22.0258 22324 2 784.4256 ‐0.0963
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 963.4894 GDFAIDIGR 29894.7500 963.4901 26.5242 13634 2 482.2487 0.1461
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 7735.8210 1016.5549 27.4974 13236 2 508.7811 ‐1.4331
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 1370.6659 NVIHGSDSVESAR 3967.5370 1370.6644 15.6399 4674 3 457.5596 ‐1.7352
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 1498.7608 NVIHGSDSVESARK 245.4063 1498.7445 18.3671 2793 2 749.8759 ‐11.0778
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 2315.1375 GDFAIDIGRNVIHGSDSVESAR 806.2673 2315.1375 38.1907 2337 3 772.3840 ‐0.2483
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 945.4789 GDFAIDIGR 326.7331 945.4796 24.3865 1288 1 945.4796 1.91
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 4649.1280 18984.9138 14 37.28 None 1550.8173 IIGATNPAASEPGTIR 206.5536 1550.8117 23.7157 2828 2 775.9095 ‐3.7197
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 None 1567.8438 IIGATNPAASEPGTIR 14958.8300 1567.8438 22.0258 22324 2 784.4256 ‐0.2000
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 None 963.4894 GDFAIDIGR 23296.1100 963.4901 26.5242 13634 2 482.2487 ‐0.2791
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 5181.0350 1016.5549 27.4974 13236 2 508.7811 ‐1.8300
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 None 1370.6659 NVIHGSDSVESAR 232.4242 1370.6618 21.9143 2085 2 685.8345 ‐3.4385
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 None 1893.9561 TMEQTFIMIKPDGVQR 170.9823 1893.9797 25.3484 7271 2 947.4935 12.24
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2966.8220 18984.9138 14 37.28 None 909.4425 NVIHGSDSV 118.1371 909.4480 21.1467 1157 2 455.2277 5.0404
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 914.5669 ILLESAIR 12908.7900 914.5671 16.5892 6909 2 457.7872 ‐0.4097
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 2073.1413 VILQDFTGVPVLVDLASMR 3783.0100 2073.1417 24.4517 4101 2 1037.0745 0.5157
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 Carbamidomethyl+C(16) 2348.1591 AYTSYLQLDLGHVEPCISGPK 1378.2450 2348.1682 20.1149 3312 3 783.3942 3.31
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 1555.7347 AGEDAETLGLTGHER 1962.3970 1555.7352 20.3764 2691 3 519.2499 ‐0.2142
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 1430.6546 GVISEDFNSYGSR 2708.4350 1430.6566 24.4134 2612 2 715.8319 1.1780
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 1970.1797 IDKLPFSVRILLESAIR 5132.1010 1970.1816 21.1361 9601 3 657.3987 0.5733
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 2249.0768 FLMDRGVISEDFNSYGSRR 437.2283 2249.0878 31.8197 1771 3 750.3675 4.66
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 688.3988 LESAIR 8920.2150 688.3984 16.5970 2523 1 688.3984 ‐0.1897
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 557.3042 ESAIR 239.9013 557.3019 18.6507 2063 1 557.3019 ‐3.7650



NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 Carbamidomethyl+C(10) 1649.8316 QLDLGHVEPCISGPK 413.3924 1649.8248 19.9585 1922 3 550.6131 ‐4.6393
NP_567763.2 aconitase 2 Arabidopsis thaliana 270.6109 109051.4600 18 8.54 None 801.4829 LLESAIR 243.4868 801.4835 16.5879 893 1 801.4835 1.74
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1308.6583 YYSLPALNDPR 606.3472 1308.6571 27.6375 4416 2 654.8322 ‐1.4299
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1430.6546 GVISEDFNSYGSR 5672.8880 1430.6566 24.4134 2612 2 715.8319 1.0014
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1529.7152 SDETVSMIESYLR 499.7484 1529.7155 32.1719 2214 2 765.3614 ‐0.0254
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1484.7029 WSHGGSWGSPASLR 105.0253 1484.6790 30.2494 873 2 742.8431 ‐16.4273
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1650.8017 GNDEVMARGTFANIR 564.1696 1650.7951 21.8405 2010 2 825.9012 ‐4.0331
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 2249.0768 FLMDRGVISEDFNSYGSRR 674.4617 2249.0878 31.8197 1771 3 750.3675 4.1381
NP_567763.2 aconitase 2 Arabidopsis thaliana 88.8286 109051.4600 18 8.54 None 1118.5888 MARGTFANIR 117.5100 1118.5853 21.6562 5036 2 559.7963 ‐3.9013
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3631.7060 14967.0109 2 14.69 None 2299.0725 VNYANISTNNYALDEVEEVAA 24730.1900 2299.0673 34.5063 20950 2 1150.0373 ‐1.4508
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 3631.7060 14967.0109 2 14.69 None 845.4152 VNYANIST 430.3363 845.4143 32.4835 1100 1 845.4143 ‐0.6009
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1362.6900 NEELVPGATFTGK 1354.1240 1362.6887 25.2293 4491 2 681.8480 ‐1.1927
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1116.6147 VVEEEVIATK 1753.0180 1116.6131 19.7690 4116 2 558.8102 ‐1.8934
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1279.5835 NALSESEGDMVK 6414.4480 1279.5849 20.8639 2748 2 640.2961 0.7958
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1045.5524 ALAATGGDLEK 5114.3480 1045.5521 17.7685 2558 2 523.2797 ‐0.8358
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 2600.3600 EKEIEMQKEDLLSKPEQIREK 142.2746 2600.2984 20.2936 5836 3 867.4376 ‐23.8409
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 789.4465 GLASADKK 185.9205 789.4307 22.0728 4125 1 789.4307 ‐19.4194
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPPIPETK 8066.7650 3423.6144 32.8714 3978 3 1141.8763 ‐0.6580
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 842.4955 GTARPGRK 480.2240 842.4957 30.7727 3892 1 842.4957 0.9179
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1009.5201 YTLGEGLEK 483.0337 1009.5109 15.8116 2801 2 505.2591 ‐9.5883
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 701.3828 AKEEPK 233.7421 701.3696 26.3126 2473 1 701.3696 ‐18.3082
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1318.6784 QKEKEIEMQR 306.1989 1318.6950 21.0285 2408 2 659.8511 12.52
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 1671.8483 ISLTMRENDDPPKR 862.9841 1671.8454 22.4908 1000 3 557.9533 ‐2.2153
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 2196.1693 IEMQKEDLLSKPEQIREK 447.0586 2196.1791 19.5503 37008 3 732.7312 4.1416
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 918.4779 EEEVIATK 135.9898 918.4748 19.5458 887 2 459.7410 ‐3.9548
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 465.5091 104238.4537 15 8.18 None 771.4359 GLASADKK 113.2673 771.4328 21.8948 1494 1 771.4328 ‐3.4957
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 1377.7525 LQAGYLFPEIAR 1509.7610 1377.7501 19.6417 5063 2 689.3787 ‐2.0155
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 1305.7049 EQLTQLVEFAK 4410.6380 1305.7054 31.0137 4403 2 653.3563 0.0694
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 2916.4911 YPDAQVISLGIGDTTEPIPEVITSAMAK 781.7686 2916.4962 22.7761 4073 3 972.8369 1.48
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 2434.1997 AHELSTIEGYSGYGAEQGAKPLR 907.7910 2434.2115 20.2189 3133 3 812.0754 4.27
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 2143.0264 SIFEIPGAEEVAMETASFSK 6610.7280 2143.0225 38.7775 7379 2 1072.0149 ‐1.4089
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 1958.9719 THVVTTPGSGFGPGGEGFVR 205.9798 1958.9525 19.3876 1957 2 979.9799 ‐9.6520
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 1045.4771 YGNIEYMR 844.9393 1045.4703 21.3091 912 2 523.2388 ‐7.0702
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 Carbamidomethyl+C(14) 1914.9716 VSAFGHRENILEACRR 930.3307 1914.9689 16.2981 2292 3 638.9945 ‐1.8273
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 1513.7533 YPDAQVISLGIGDTT 365.5862 1513.7610 23.2043 797 2 757.3841 4.52
NP_567934.1 LL diaminopimelate aminotransferase Arabidopsis thaliana 547.7148 50966.5940 10 25.60 None 2125.0158 SIFEIPGAEEVAMETASFSK 755.6733 2125.0175 36.5678 1804 2 1063.0124 1.1640
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 34158.6900 3064.5448 38.4841 51013 3 1022.1865 ‐0.7724
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1291.6892 ATPEQVAAYTLK 37063.7400 1291.6896 25.4548 46077 2 646.3484 ‐0.0711
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1653.9244 MVDVLVEQNIVPGIK 49803.9500 1653.9252 19.8259 42223 2 827.4662 0.4517
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 6782.0920 2445.1811 20.2847 28413 3 815.7319 ‐0.8547
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 68551.2200 1466.6616 22.8751 25759 2 733.8345 ‐0.0224
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 2055.0730 TWGGRPENVNAAQTTLLAR 10917.5700 2055.0733 25.6049 24248 3 685.6960 ‐0.2147
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 7929.6580 3400.7808 25.1505 17575 3 1134.2651 ‐2.1073
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1431.7074 LDSIGLENTEANR 41223.6300 1431.7061 22.3572 15763 2 716.3567 ‐1.0940
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 873.4577 EAAWGLAR 16241.7700 873.4592 22.3719 12560 2 437.2332 1.0098
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 527.2078 1622.7819 30.1695 3902 2 811.8946 11.94
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 901.5102 ANSLAQLGK 288.0749 901.5018 24.1815 2137 2 451.2545 ‐9.9311
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1587.8085 RLDSIGLENTEANR 9144.2760 1587.8075 21.4621 19564 3 529.9407 ‐1.2180
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 2081.9986 ANSLAQLGKYTGEGESEEAK 1110.9260 2082.0113 25.6190 4933 2 1041.5093 6.41
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 740.4665 NIVPGIK 113.9305 740.4629 17.8823 11819 1 740.4629 ‐4.2993
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 997.5677 EQNIVPGIK 196.2112 997.5668 19.4736 3349 2 499.2870 ‐1.4179
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1098.5538 IGLENTEANR 606.3322 1098.5509 21.5136 3263 2 549.7791 ‐3.0958
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 986.4538 GLENTEANR 164.3472 986.4584 22.2916 3251 2 493.7329 4.1623
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1650.7970 EPEILLDGEHDIDR 213.4162 1650.7985 36.8072 1450 2 825.9029 0.8912
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1222.6500 MVDVLVEQNIV 139.6030 1222.6546 18.6323 1433 2 611.8310 3.09
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 893.5091 QVAAYTLK 820.1000 893.5075 24.3043 1296 2 447.2574 ‐2.4741
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 943.4731 LDSIGLENT 380.8142 943.4720 21.9952 1121 1 943.4720 ‐0.3800
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1767.9460 GGRPENVNAAQTTLLAR 685.7432 1767.9400 25.6109 880 2 884.4736 ‐3.3341
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1223.6340 MVDVLVEQNIV 191.1069 1223.6299 21.2727 811 2 612.3186 ‐3.7606
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 11675.6000 43159.0095 40 46.48 None 1960.0022 PIVEPEILLDGEHDIDR 526.6381 1959.9968 38.4739 805 2 980.5021 ‐2.4933
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 34521.5500 3064.5448 38.4841 51013 3 1022.1865 ‐1.6655
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1291.6892 ATPEQVAAYTLK 15536.6900 1291.6896 25.4548 46077 2 646.3484 ‐0.3216
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 56378.2300 1466.6616 22.8751 25759 2 733.8345 ‐0.1799
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 2055.0730 TWGGRPENVNAAQTTLLAR 10574.6700 2055.0733 25.6049 24248 3 685.6960 ‐0.5945
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 873.4577 EAAWGLAR 25799.6400 873.4592 22.3719 12560 2 437.2332 0.5367
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 280.8503 1622.7819 30.1695 3902 2 811.8946 11.50
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 901.5102 ANSLAQLGK 97.8382 901.5018 24.1815 2137 2 451.2545 ‐10.3892
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1587.8085 RLDSIGLENTEANR 5148.5660 1587.8075 21.4621 19564 3 529.9407 ‐1.3602
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1933.9726 LDSIGLENTEANRQAFR 352.4023 1933.9608 33.1762 1298 3 645.3251 ‐6.8306
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 1923.5820 1669.9187 31.8303 4741 2 835.4630 ‐0.4210
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1098.5538 IGLENTEANR 345.2396 1098.5509 21.5136 3263 2 549.7791 ‐3.4491
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1650.7970 EPEILLDGEHDIDR 228.5067 1650.7985 36.8072 1450 2 825.9029 0.8317
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 893.5091 QVAAYTLK 338.5443 893.5075 24.3043 1296 2 447.2574 ‐2.9365
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1767.9460 GGRPENVNAAQTTLLAR 609.7981 1767.9400 25.6109 880 2 884.4736 ‐3.3313
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 None 1960.0022 PIVEPEILLDGEHDIDR 455.9397 1959.9968 38.4739 805 2 980.5021 ‐2.3883
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 6061.5750 43159.0095 40 46.48 Oxidation+M(1) 1651.9087 MVDVLVEQNIVPGIK 117.1293 1651.9007 30.6263 2490 2 826.4540 ‐4.9316
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1284.0740 27159.9738 10 32.81 None 1816.9538 ELLVGKDDELLQTDTK 6131.1580 1816.9575 26.9387 6561 3 606.3240 1.37
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1284.0740 27159.9738 10 32.81 None 1635.8224 AFDLGSKPEGTSTPTK 3511.3920 1635.8244 20.0332 4625 3 545.9463 0.6685
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1284.0740 27159.9738 10 32.81 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 7081.6530 2695.2766 33.8818 3838 3 899.0970 ‐0.9002



NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1284.0740 27159.9738 10 32.81 None 1171.6430 AGGLLDKEGGVR 642.6613 1171.6125 22.3682 879 2 586.3099 ‐26.4298
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1284.0740 27159.9738 10 32.81 None 2950.5269 AEQYLADSGTPYTIIRAGGLLDKEGGVR 1625.3570 2950.5208 24.6328 814 3 984.1784 ‐2.0711
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 817.4465 27159.9738 10 32.81 None 1635.8224 AFDLGSKPEGTSTPTK 4828.0940 1635.8244 20.0332 4625 3 545.9463 0.5019
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 817.4465 27159.9738 10 32.81 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 5028.0350 2695.2766 33.8818 3838 3 899.0970 ‐1.6055
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 817.4465 27159.9738 10 32.81 None 1008.5473 ALFSQVTSR 1546.6300 1008.5350 22.6315 7697 2 504.7711 ‐13.1439
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 817.4465 27159.9738 10 32.81 None 1925.9967 KAEQYLADSGTPYTIIR 451.9455 1925.9982 27.0603 3229 3 642.6709 0.0455
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 817.4465 27159.9738 10 32.81 None 1907.9862 KAEQYLADSGTPYTIIR 252.2139 1907.9835 27.9601 1630 3 636.6660 ‐2.1003
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1924.9725 TSLPDVYAIGDVATFPMK 2542.9150 1924.9750 20.9889 7432 2 962.9911 1.49
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1901.9603 VVGAFLEGGSPEENNAIAK 1478.5650 1901.9638 27.0915 7338 2 951.4855 2.0243
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1136.6310 TLVSGTGQVFK 2896.9120 1136.6320 23.6762 4497 2 568.8196 0.4564
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 4143.4970 2384.0761 35.0286 4296 2 1192.5417 2.76
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1635.8489 ATLPNFYVAAGIGGER 3395.2290 1635.8522 19.1035 3792 2 818.4297 1.08
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1479.8166 YQTLLAATGSSVIR 3402.0960 1479.8141 17.6285 3790 2 740.4107 ‐1.8226
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1423.7692 YVIVGGGVAAGYAAR 955.7905 1423.7445 20.1526 13790 2 712.3759 ‐17.5618
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1761.7888 ELEDADYLAYAMETK 1581.5750 1761.7999 32.0726 4986 2 881.4036 6.88
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1386.7475 AQPSVESLEVLSK 964.1895 1386.7200 18.9146 2291 2 693.8637 ‐20.0349
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 2620.3004 TDGFFKTSLPDVYAIGDVATFPMK 1188.4360 2620.3051 37.0641 1228 3 874.1066 1.55
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 832.3988 PYFYSR 158.5709 832.3976 36.0706 1351 1 832.3976 ‐0.7722
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 623.3221 TFPMK 140.5883 623.3224 34.2386 1181 1 623.3224 0.7923
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 861.4789 AATGSSVIR 223.9226 861.4798 18.4691 1139 1 861.4798 1.68
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 784.2509 47537.0137 24 33.79 None 1368.7369 AQPSVESLEVLSK 676.3818 1368.7326 20.3228 1442 2 684.8699 ‐3.4357
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 1136.6310 TLVSGTGQVFK 7775.1930 1136.6320 23.6762 4497 2 568.8196 0.1234
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 1910.5850 2384.0761 35.0286 4296 2 1192.5417 2.82
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 1513.8009 EQVPPYERPALSK 1190.5460 1513.8047 24.7705 3149 3 505.2731 1.99
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 1897.9138 GTVASGFTTNSNGEVTEVK 629.0647 1897.9184 26.9390 1473 2 949.4628 2.01
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 714.3457 EQVPPY 97.1993 714.3444 26.6241 7356 1 714.3444 ‐1.3410
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 347.5129 47537.0137 24 33.79 None 832.3988 PYFYSR 144.8315 832.3976 36.0706 1351 1 832.3976 ‐0.9629
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 397.7027 47537.0137 24 33.79 None 1924.9725 TSLPDVYAIGDVATFPMK 3750.6660 1924.9750 20.9889 7432 2 962.9911 1.04
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 397.7027 47537.0137 24 33.79 None 1635.8489 ATLPNFYVAAGIGGER 2542.4070 1635.8522 19.1035 3792 2 818.4297 1.12
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 397.7027 47537.0137 24 33.79 None 1479.8166 YQTLLAATGSSVIR 4629.2960 1479.8141 17.6285 3790 2 740.4107 ‐1.6539
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 397.7027 47537.0137 24 33.79 None 1350.6801 PNFYVAAGIGGER 409.4477 1350.6735 19.1002 4486 2 675.8404 ‐4.8269
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 1855.8749 APDFEAEAVFDQEFIK 1180.2270 1855.8815 35.5931 10965 2 928.4444 3.88
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 1240.6532 AQADDLPLVGNK 10518.5000 1240.6558 24.0884 10755 2 620.8315 1.97
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 1707.9137 EGVIQHSTINNLGIGR 3123.0960 1707.9127 24.7708 6510 3 569.9757 ‐1.0721
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 805.4818 GLFIIDK 5318.0930 805.4813 17.7766 1807 1 805.4813 ‐0.0056
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 1485.8424 SFGVLIPDQGIALR 5758.7380 1485.8332 20.0693 13736 2 743.4202 ‐6.3200
NP_568166.1 2 Cysteine peroxiredoxin Arabidopsis thaliana 1168.6350 29950.9882 6 25.64 None 3636.8221 NFAVKAQADDLPLVGNKAPDFEAEAVFDQEFIK 534.9199 3636.8360 23.7757 823 3 1212.9502 4.1038
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 975.5622 IGLFGGAGVGK 45404.7000 975.5600 17.1883 57174 2 488.2837 ‐2.1445
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1996.0961 DAPALVDLATGQEILATGIK 46965.5500 1996.0955 21.7508 34629 2 998.5514 ‐0.3671
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1173.6626 VVDLLAPYQR 45005.0600 1173.6601 17.8730 32240 2 587.3337 ‐2.1115
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1393.8162 VLNTGAPITVPVGR 53385.0900 1393.8164 16.5867 27480 2 697.4118 0.1924
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1425.7736 VGLTGLTVAEYFR 29685.8600 1425.7741 20.6438 26502 2 713.3907 0.3475
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1492.7754 FTQANSEVSALLGR 24521.5600 1492.7742 17.8994 25626 2 746.8907 ‐0.8289
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1457.8396 TVLIMELINNVAK 10123.1400 1457.8404 23.3570 17870 2 729.4238 0.5634
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1864.9440 DAEGQDVLLFIDNIFR 893.1233 1864.9402 25.5744 15209 2 932.9737 ‐2.0642
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 58329.3700 1328.7345 18.1001 13759 2 664.8709 ‐0.7691
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1699.9602 LVLEVSHHLGQNVVR 3953.9320 1699.9639 16.0127 5486 3 567.3262 1.80
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1946.0171 FLSQPFHVAEIFTGAPGK 362.3232 1945.9935 18.9165 2305 2 973.5004 ‐12.1513
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 2132.0427 NLQDIIAILGMDELSEDDK 200.6655 2132.0761 25.6548 1085 2 1066.5417 15.5801
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 4308.0670 2672.3822 24.1081 18281 3 891.4656 1.55
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 3780.7949 ENINSFQGLLDGKYDDLSEQSFYMVGGIDEVVAK 512.1003 3780.7824 22.7296 6062 3 1260.9323 ‐1.1376
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1521.9111 KVLNTGAPITVPVGR 3375.7870 1521.9092 15.7878 3378 3 507.9746 ‐1.7535
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 692.3726 FGGAGVGK 73.8186 692.3755 18.5697 2625 1 692.3755 4.98
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 545.3042 GGAGVGK 15903.3600 545.3013 17.1861 2304 1 545.3013 ‐5.0940
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 634.3307 APYQR 1736.7470 634.3310 17.8761 1648 1 634.3310 0.7480
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 885.4465 TVAEYFR 104.8464 885.4419 21.1563 1631 1 885.4419 ‐4.1962
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 838.5145 PITVPVGR 867.4490 838.5159 16.5755 1015 1 838.5159 2.72
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 729.4254 GAIVDVR 955.5549 729.4215 18.1036 821 1 729.4215 ‐4.6144
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 7804.0980 59802.0826 22 38.67 None 1978.0855 DAPALVDLATGQEILATGIK 196.9704 1978.0933 21.1707 754 3 660.0359 3.35
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 975.5622 IGLFGGAGVGK 32639.0200 975.5600 17.1883 57174 2 488.2837 ‐2.7927
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 2186.1452 IPSAVGYQPTLASDLGALQER 32342.5100 2186.1479 32.8282 37293 3 729.3875 0.9399
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1996.0961 DAPALVDLATGQEILATGIK 24335.3000 1996.0955 21.7508 34629 2 998.5514 ‐0.0450
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1173.6626 VVDLLAPYQR 49849.5300 1173.6601 17.8730 32240 2 587.3337 ‐2.5713
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1393.8162 VLNTGAPITVPVGR 40331.2800 1393.8164 16.5867 27480 2 697.4118 ‐0.0582
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1425.7736 VGLTGLTVAEYFR 40919.0600 1425.7741 20.6438 26502 2 713.3907 0.1273
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1385.7093 IMNVLGEPIDER 35383.0200 1385.7120 28.3195 25659 2 693.3596 1.01
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1492.7754 FTQANSEVSALLGR 31345.5300 1492.7742 17.8994 25626 2 746.8907 ‐0.9853
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 12156.0600 2539.2212 33.4183 22247 3 847.0786 2.10
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1262.6409 TIAMDGTEGLVR 16760.6700 1262.6399 24.7124 20821 2 631.8236 ‐1.1003
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1457.8396 TVLIMELINNVAK 11607.5400 1457.8404 23.3570 17870 2 729.4238 0.3737
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1005.5285 EMIESGVIK 27584.0000 1005.5274 21.9292 16397 2 503.2673 ‐1.6298
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1864.9440 DAEGQDVLLFIDNIFR 679.0074 1864.9402 25.5744 15209 2 932.9737 ‐1.8668
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 44219.5600 1328.7345 18.1001 13759 2 664.8709 ‐1.0816
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 2061.0499 QISELGIYPAVDPLDSTSR 12043.0600 2061.0580 33.1605 11482 2 1031.0326 4.27
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1699.9602 LVLEVSHHLGQNVVR 4218.9720 1699.9639 16.0127 5486 3 567.3262 1.10
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1434.7223 ENINSFQGLLDGK 2365.8140 1434.7353 30.8212 11739 2 717.8713 8.03
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 2084.4360 2672.3822 24.1081 18281 3 891.4656 0.2880
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAHLDATTVLSR 5014.5730 3842.9848 36.1305 5245 4 961.5017 0.9770
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1521.9111 KVLNTGAPITVPVGR 2705.3510 1521.9092 15.7878 3378 3 507.9746 ‐1.8313



NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1181.6637 NTGAPITVPVGR 277.9672 1181.6676 15.1792 3367 2 591.3374 2.34
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1029.5939 GQEILATGIK 111.2761 1029.5898 20.8955 3125 2 515.2985 ‐4.5089
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 692.3726 FGGAGVGK 121.8956 692.3755 18.5697 2625 1 692.3755 4.02
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1172.6270 LASDLGALQER 366.8199 1172.6262 30.8985 2375 2 586.8168 ‐1.0291
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1156.5997 TGLTVAEYFR 240.7188 1156.6059 18.9371 1418 2 578.8066 4.74
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 777.4141 DAPALVDL 105.4298 777.4140 20.4260 1357 2 389.2107 ‐0.8675
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 890.4214 DPLDSTSR 142.4336 890.4163 33.2416 1353 1 890.4163 ‐5.0574
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1678.7952 GMDELSEDDKLTVAR 218.7683 1678.7981 24.8915 1043 2 839.9027 1.61
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 838.5145 PITVPVGR 322.2680 838.5159 16.5755 1015 1 838.5159 2.91
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 729.4254 GAIVDVR 635.2764 729.4215 18.1036 821 1 729.4215 ‐4.7168
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 10354.9100 59884.1877 31 55.40 None 1978.0855 DAPALVDLATGQEILATGIK 210.4052 1978.0933 21.1707 754 3 660.0359 3.89
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1539.7537 TYISGDQLSVDDVK 27504.2600 1539.7531 24.9851 23141 2 770.3802 ‐0.5137
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1532.7591 AVTFSDLHTEEGVK 12485.4600 1532.7589 23.0236 16829 3 511.5912 ‐0.6877
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1860.9854 VYAAVPVKPSDAFPNASK 10847.9700 1860.9864 16.0443 15012 3 621.0003 0.0735
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1281.6474 WYESVASQLAK 14648.1500 1281.6472 16.5441 12665 2 641.3272 ‐0.4726
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1995.9038 SSVLMDVKPWDDETDMK 5053.4530 1995.9073 29.7918 11215 3 665.9740 1.16
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 945.5768 LVPVGYGIK 8449.2090 945.5755 15.6331 10380 2 473.2914 ‐1.9499
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1663.7996 MAVTFSDLHTEEGVK 631.7051 1663.8163 30.2037 864 2 832.4118 10.0585
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1609.6873 MDVKPWDDETDMK 572.5005 1609.6876 32.2442 2545 2 805.3474 0.1611
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 733.4243 PVGYGIK 7516.9070 733.4254 15.6331 2332 1 733.4254 1.78
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1275.6427 ISGDQLSVDDVK 793.1818 1275.6421 23.0670 2214 2 638.3247 ‐0.7892
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 4855.6980 24258.1708 27 37.50 None 1598.8537 AAVPVKPSDAFPNASK 883.7007 1598.8538 16.0434 959 2 799.9305 0.0126
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1539.7537 TYISGDQLSVDDVK 20535.0300 1539.7531 24.9851 23141 2 770.3802 ‐0.6323
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1532.7591 AVTFSDLHTEEGVK 7914.3260 1532.7589 23.0236 16829 3 511.5912 ‐0.8019
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1995.9038 SSVLMDVKPWDDETDMK 4101.6160 1995.9073 29.7918 11215 3 665.9740 1.0119
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1281.6474 WYESVASQLAK 871.8525 1281.6220 25.1373 2048 2 641.3146 ‐20.3909
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1663.7996 MAVTFSDLHTEEGVK 370.5329 1663.8163 30.2037 864 2 832.4118 10.0059
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2156.9950 24258.1708 27 37.50 None 1609.6873 MDVKPWDDETDMK 664.0122 1609.6876 32.2442 2545 2 805.3474 0.0798
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 1860.9854 VYAAVPVKPSDAFPNASK 11257.4000 1860.9864 16.0443 15012 3 621.0003 0.4165
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 1281.6474 WYESVASQLAK 6842.4020 1281.6472 16.5441 12665 2 641.3272 ‐0.1154
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 945.5768 LVPVGYGIK 14582.8500 945.5755 15.6331 10380 2 473.2914 ‐1.2732
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 1539.7537 TYISGDQLSVDDVK 186.8779 1539.7835 23.2807 1304 2 770.3954 19.3640
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 3002.6172 LEEAVRGVEMPGLFWGASKLVPVGYGIK 422.9950 3002.6056 24.4614 10195 3 1001.5400 ‐2.6264
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 1357.7110 PVKPSDAFPNASK 127.9900 1357.7061 17.5237 6024 2 679.3567 ‐3.5858
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 733.4243 PVGYGIK 9186.0090 733.4254 15.6331 2332 1 733.4254 2.0647
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 878.4254 TYISGDQL 60.6620 878.4290 23.3342 1848 1 878.4290 5.0741
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 737.3941 LEEAVRG 140.2802 737.3927 25.5847 1229 1 737.3927 ‐1.2688
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1838.2210 24258.1708 27 37.50 None 1598.8537 AAVPVKPSDAFPNASK 781.4382 1598.8538 16.0434 959 2 799.9305 0.0682
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1334.5643 YEEMVEFMEK 69809.4500 1334.5637 28.5493 23663 2 667.7855 ‐0.6970
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1749.9130 SASDIATAELAPTHPIR 10414.7400 1749.9119 24.2033 16663 3 583.9755 ‐1.1370
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1404.6853 TVDVEELSVEER 46478.4600 1404.6861 24.9496 11918 2 702.8467 0.3593
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1181.6048 EAAESTLVAYK 22259.5500 1181.6052 21.0056 9795 2 591.3062 ‐0.1355
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 2153.9543 DNLTLWTSDMTDEAGDEIK 1065.6380 2153.9586 33.6545 3396 2 1077.4829 2.93
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1702.8858 VAKTVDVEELSVEER 426.4408 1702.8789 21.5633 3891 2 851.9431 ‐4.0075
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7245.4030 28720.3290 15 36.86 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 1334.5643 YEEMVEFMEK 63418.9600 1334.5637 28.5493 23663 2 667.7855 ‐0.9247
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 1749.9130 SASDIATAELAPTHPIR 10455.1100 1749.9119 24.2033 16663 3 583.9755 ‐1.3616
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 5449.1260 3038.3429 34.5350 3790 3 1013.4525 ‐0.5167
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 2153.9543 DNLTLWTSDMTDEAGDEIK 847.9396 2153.9586 33.6545 3396 2 1077.4829 2.75
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 2114.9764 QAFDDAIAELDTLGEESYK 364.0433 2114.9779 28.8937 3380 2 1057.9926 1.94
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 907.5247 NLLSVAYK 526.2773 907.5159 25.4434 4479 1 907.5159 ‐9.2287
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 3904.9550 28720.3290 15 36.86 None 1404.6853 TVDVEELSVEER 335.2991 1404.7085 31.4233 2110 2 702.8579 16.1535
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 4400.5740 2264.1541 29.6764 9858 2 1132.5807 ‐0.2140
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1159.5953 AIDLIDEAGSR 14737.4800 1159.5963 24.9544 8747 2 580.3018 0.4006
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1496.7301 MPTLEEYGTNLTK 2021.3030 1496.7302 27.8757 8133 2 748.8687 ‐0.1004
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1029.5687 TAIAEGLAQR 25012.1900 1029.5680 19.5940 7114 2 515.2876 ‐1.2603
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1805.9677 NTLLIMTSNVGSSVIEK 1724.0310 1805.9682 19.1249 6167 2 903.4877 0.3736
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1581.8734 VPEPTVDETIQILK 719.4066 1581.8790 31.4009 5421 2 791.4431 3.60
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1315.6740 IASGDVPETIEGK 13283.0200 1315.6753 21.3431 5184 2 658.3413 0.7342
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1022.5339 LDEMIVFR 7029.2090 1022.5333 29.5364 5149 2 511.7703 ‐1.1147
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1157.4966 LDMSEFMER 11701.7600 1157.4973 29.5174 5021 2 579.2523 0.2397
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 914.5557 EIADILLK 3689.2040 914.5529 29.3708 2189 2 457.7801 ‐3.6749
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1936.8559 IGFDLDYDEKDSSYNR 1790.3920 1936.8633 27.0490 1505 3 646.2926 3.86
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1116.5895 EIELQVTER 209.7784 1116.5869 15.8087 3482 2 558.7971 ‐2.8196
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 918.5142 SLVTEELK 3571.5640 918.5209 22.5922 2533 2 459.7641 6.96
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 Carbamidomethyl+C(4) 2365.2293 NNPCLIGEPGVGKTAIAEGLAQR 1238.6460 2365.2451 22.9166 4396 3 789.0866 6.78
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 Oxidation+M(11) 2412.2690 TVDFKNTLLIMTSNVGSSVIEK 684.8884 2412.2767 20.6836 1917 3 804.7637 2.35
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1681.8180 GYVGYTEGGQLTEAVR 651.8997 1681.8188 28.5811 4481 2 841.4131 0.4941
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 673.3628 EGLAQR 189.2914 673.3610 17.8295 3997 1 673.3610 ‐2.1465
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 634.2791 DEAGSR 158.4003 634.2757 25.7800 2487 1 634.2757 ‐5.0172
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 None 1131.5528 SGDVPETIEGK 288.8555 1131.5561 22.3191 1821 1 1131.5561 3.37
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1126.3170 103680.8405 20 17.98 Carbamidomethyl+C(4) 2347.2187 NNPCLIGEPGVGKTAIAEGLAQR 594.5452 2347.2222 25.7122 1706 3 783.0789 1.65
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1159.5953 AIDLIDEAGSR 14737.4800 1159.5963 24.9544 8747 2 580.3018 0.4006
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 Carbamidomethyl+C(7) 1564.7788 NVLEQFCVDLTAR 583.9908 1564.7807 24.9507 4484 2 782.8940 1.1033
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1314.7012 VVGQDEAVAAISR 1008.2680 1314.7003 26.3045 2670 2 657.8538 ‐0.9511
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1663.8762 EVLSTSSPLTLHSHR 398.8346 1663.8765 23.5519 2204 3 555.2970 ‐0.3479
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1447.7427 DPQGFLGSGITIDK 818.6692 1447.7472 19.4793 1578 2 724.3772 2.20
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 2256.0125 HGSIGFILDDDEEAASYTGMK 825.0950 2256.0115 35.2689 10530 2 1128.5094 0.0461



NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 2026.1332 VILFIDEVHTLIGSGTVGR 801.8681 2026.1246 20.9061 4926 2 1013.5659 ‐3.9170
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 Carbamidomethyl+C(6) 2447.2276 KEDAICILSKPPNDYWQEIK 650.9438 2447.1909 28.1505 4103 3 816.4018 ‐15.1885
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 721.3363 EPSSSSK 552.2692 721.3334 32.1737 1567 1 721.3334 ‐3.4273
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1744.8613 GSFESPPSGRIAGSGPGGK 301.5513 1744.8523 22.0519 976 2 872.9298 ‐5.0909
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 530.2821 EVLST 55.6414 530.2795 22.9808 3851 1 530.2795 ‐4.5705
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 634.2791 DEAGSR 158.4003 634.2757 25.7800 2487 1 634.2757 ‐5.0172
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 268.7061 103691.3082 13 6.98 None 1430.7162 DPQGFLGSGITIDK 446.2865 1430.7172 18.1753 1781 2 715.8623 0.5344
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1216.8250 19350.0461 3 20.12 None 1596.8115 TEIPAATPSDPQLKE 7235.6700 1596.8137 22.7227 3402 2 798.9105 1.07
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1216.8250 19350.0461 3 20.12 None 1060.5885 TLEGLIAESK 1775.1300 1060.5848 26.0014 3066 2 530.7960 ‐3.9400
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1216.8250 19350.0461 3 20.12 None 1021.5928 AVLIDLYSK 8817.4600 1021.5904 17.6671 2868 2 511.2989 ‐2.8687
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1224.7400 14238.1252 2 26.61 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 5877.6160 2266.0423 23.9148 7237 3 756.0189 0.5151
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 1224.7400 14238.1252 2 26.61 None 1409.7212 IFFVAWSPDTAR 2369.8190 1409.7186 20.3849 6692 2 705.3629 ‐2.0674
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1189.6609 DSTLIMQLLR 14430.9600 1189.6609 21.5883 14867 2 595.3341 ‐0.4385
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1668.8803 LLDSHLIPSATASESK 5042.0910 1668.8853 16.0412 4013 3 556.9666 2.68
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1213.5769 TAAEDTMIAYK 3240.5380 1213.5785 22.4626 3283 2 607.2929 0.8907
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1404.7329 IVSSIEQKEESR 829.1788 1404.7358 17.4731 1953 2 702.8715 1.03
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 Carbamidomethyl+C(11) 1778.9317 SKVETELSSICSGILR 606.9144 1778.9295 31.0734 2673 2 889.9684 ‐1.1225
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1616.8391 KNEEHVSLVKDYR 269.5444 1616.8487 33.1837 1693 2 808.9280 5.09
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1814.8742 DQYVYMAKLAEQAER 401.6304 1814.8851 19.5162 1211 2 907.9462 6.1562
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1088.5218 SIEQKEESR 205.2009 1088.5256 18.7363 1943 1 1088.5256 4.76
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 877.4262 PSATASESK 170.3876 877.4212 15.6034 1419 1 877.4212 ‐4.8865
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 Carbamidomethyl+C(11) 1216.5878 SKVETELSSIC 142.2340 1216.5930 28.6709 857 2 608.8001 3.93
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1099.9150 27885.6029 16 32.52 None 1172.6344 DSTLIMQLLR 1183.6710 1172.6344 19.4252 1838 2 586.8209 ‐0.3565
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 751.9834 27885.6029 16 32.52 None 1189.6609 DSTLIMQLLR 10581.2400 1189.6609 21.5883 14867 2 595.3341 0.0061
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 751.9834 27885.6029 16 32.52 None 1668.8803 LLDSHLIPSATASESK 3916.3690 1668.8853 16.0412 4013 3 556.9666 2.96
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 751.9834 27885.6029 16 32.52 Carbamidomethyl+C(9) 1563.8047 VETELSSICSGILR 1179.5430 1563.8064 19.1171 2036 3 521.9403 0.6100
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 751.9834 27885.6029 16 32.52 None 877.4262 PSATASESK 110.3434 877.4212 15.6034 1419 1 877.4212 ‐4.6135
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 751.9834 27885.6029 16 32.52 None 1172.6344 DSTLIMQLLR 659.5948 1172.6344 19.4252 1838 2 586.8209 0.1043
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1507.7944 VLFVPWVETDFR 8142.7090 1507.7868 22.3789 14956 2 754.3970 ‐5.1828
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1845.9705 GPAPLSLALAHADIDEAGK 11419.9500 1845.9729 30.6758 14319 3 615.9958 0.8526
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1500.7693 DALGNDVVAAEWLK 6225.3100 1500.7689 33.2439 7822 2 750.8881 ‐0.4037
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1349.6583 GDPTYLVVENDK 9294.7440 1349.6552 23.4434 4075 2 675.3312 ‐2.5826
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1295.6419 FVPWVETDFR 1204.6490 1295.6409 20.9329 3341 2 648.3241 ‐1.0698
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1049.5051 PWVETDFR 199.9126 1049.5080 22.6484 980 1 1049.5080 3.85
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1827.9599 GPAPLSLALAHADIDEAGK 382.1477 1827.9687 29.8647 2014 3 609.9944 4.18
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2444.6800 22818.1856 11 27.14 None 1331.6478 GDPTYLVVENDK 454.7139 1331.6475 21.9415 1536 2 666.3274 ‐0.4781
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1517.4080 22818.1856 11 27.14 None 1845.9705 GPAPLSLALAHADIDEAGK 12933.7200 1845.9729 30.6758 14319 3 615.9958 0.5791
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1517.4080 22818.1856 11 27.14 None 1500.7693 DALGNDVVAAEWLK 5208.2160 1500.7689 33.2439 7822 2 750.8881 ‐0.5430
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1517.4080 22818.1856 11 27.14 None 1827.9599 GPAPLSLALAHADIDEAGK 392.4706 1827.9687 29.8647 2014 3 609.9944 4.0574
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 1701.9058 AVFVDLEPTVIDEVR 20073.6300 1701.9086 34.7473 17409 2 851.4580 1.28
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 987.5469 DVNAAVGTIK 9160.6410 987.5464 19.5335 9155 2 494.2768 ‐1.5383
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 1977.8825 TVGGGDDAFNTFFSETGAGK 2797.2190 1977.8865 32.7511 7719 2 989.4469 2.43
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 Carbamidomethyl+C(1) 1885.9477 CGINYQPPTVVPGGDLAK 3733.0060 1885.9477 27.8064 3918 2 943.4775 0.2553
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 1690.8871 SLNIERPTYTNLNR 1026.3010 1690.8866 23.6037 1460 3 564.3004 ‐1.0093
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 Carbamidomethyl+C(3) 1496.7084 AVCMISNSTSVAEK 1338.3680 1496.6980 24.2090 1666 2 748.8526 ‐7.2115
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 1683.8952 AVFVDLEPTVIDEVR 321.8408 1683.8980 33.8647 3921 2 842.4526 1.90
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1850.9290 47919.6215 8 21.31 None 1673.8606 SLNIERPTYTNLNR 272.0388 1673.8699 22.7434 3279 3 558.6281 4.51
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 1194.6187 IMVVSDEVFR 13479.4400 1194.6189 28.7908 13460 2 597.8131 ‐0.5224
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 1241.5797 NFEIDFDSVR 5830.1160 1241.5815 30.5842 10342 2 621.2944 0.8040
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 1854.8902 HSIDMETPVLEDALER 20997.8300 1854.8943 30.7769 7330 3 618.9696 1.31
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 1167.5793 TPQEFFDKR 13768.4800 1167.5800 20.6471 5525 2 584.2936 ‐0.1248
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 950.4942 VVSDEVFR 424.3255 950.4926 29.6550 6420 1 950.4926 ‐1.2042
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 851.4258 VSDEVFR 93.5324 851.4215 27.8061 2624 1 851.4215 ‐4.5727
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 851.4258 IDFDSVR 174.6674 851.4230 28.7985 2434 1 851.4230 ‐2.8094
NP_849430.1 cystine lyase Arabidopsis thaliana 2053.3870 36551.9983 18 33.33 None 1149.5687 TPQEFFDKR 397.8149 1149.5699 21.1547 1319 2 575.2886 0.2591
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1533.8887 FSSIVPVVTLGSISK 16934.2000 1533.8908 20.3015 14521 2 767.4490 1.71
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1643.9003 EENLVVLPGIAFSQK 37470.0800 1643.8986 20.3009 13450 2 822.4529 ‐1.0261
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1780.9745 ANVLLPSPGFPWDLVR 7070.1920 1780.9709 23.3602 12953 2 890.9891 ‐2.0220
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 716.7057 3173.7101 23.0529 9137 3 1058.5749 ‐1.8290
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1629.8384 TGWLTLHDLDGVFR 1369.4070 1629.8393 21.0890 5101 3 543.9513 0.2039
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1956.1164 LAKEENLVVLPGIAFSQK 1071.8530 1956.1158 19.4623 2426 3 652.7101 ‐0.3183
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1580.7930 WTLFGSNPFVPMGK 1747.1760 1580.7921 22.3945 10280 2 790.8997 ‐0.5469
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1086.5731 PGFPWDLVR 103.4763 1086.5671 23.9275 1993 1 1086.5671 ‐4.0846
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 1000.6037 PVVTLGSISK 189.5287 1000.6046 20.2999 1030 1 1000.6046 2.1101
NP_849430.1 cystine lyase Arabidopsis thaliana 3185.2110 36551.9983 18 33.33 None 979.5247 ANVLLPSPGF 304.6962 979.5287 19.4039 964 2 490.2680 4.0830
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1285.3800 16827.9965 5 27.3 Carbamidomethyl+C(4)
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1285.3800 16827.9965 5 27.3 None 1694.8847 EGPALPVLDEIVADEK 5127.6140 1694.8888 36.3818 10811 2 847.9480 2.23
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1285.3800 16827.9965 5 27.3 None 977.5302 DFVLELNK 11709.7400 977.5268 28.5702 8474 2 489.2670 ‐4.0579
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1080.7030 16827.9965 5 27.3 None 1694.8847 EGPALPVLDEIVADEK 4499.5220 1694.8888 36.3818 10811 2 847.9480 2.62
NP_849491.1 putative caffeoyl CoA O methyltransferase Arabidopsis thaliana 1080.7030 16827.9965 5 27.3 None 977.5302 DFVLELNK 10993.9700 977.5268 28.5702 8474 2 489.2670 ‐4.4756
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1276.6572 IVSFLDPDGWK 10765.6400 1276.6580 20.3702 11405 2 638.8326 0.2771
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1453.6958 DPDGYTFELIQR 4597.7170 1453.6981 30.3021 10867 2 727.3527 1.47
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1039.5782 EAGPLPGLGTK 5266.8780 1039.5772 23.0537 9035 2 520.2922 ‐1.5184
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1291.7256 TVLVDNKDFLK 5241.3630 1291.7252 25.0023 6312 2 646.3662 ‐0.6488
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1464.7079 TIEFYTEVFGMK 1907.5000 1464.7113 20.8260 6221 2 732.8593 2.1459
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1258.6314 AEASDLLEWPK 756.5244 1258.6032 33.5895 8456 2 629.8052 ‐22.7272
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 957.5364 IVNQELGGK 289.3232 957.5496 30.6648 2745 1 957.5496 14.6547
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 2369.2136 GGGSVIAFVKDPDGYTFELIQR 360.4545 2369.1557 21.7011 755 3 790.3901 ‐24.6629
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 680.3614 IVNQEL 115.2013 680.3626 28.1622 4437 1 680.3626 2.91



NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 482.2432 FGMK 103.4999 482.2443 22.4983 3717 1 482.2443 2.36
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1121.5336 FYTEVFGMK 189.4223 1121.5377 19.3441 2106 2 561.2725 3.1880
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1064.5047 SFLDPDGWK 168.9977 1064.5024 20.3412 1066 1 1064.5024 ‐1.2618
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1320.6583 PDGYTFELIQR 828.0997 1320.6586 30.1777 904 2 660.8329 ‐0.0309
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 1169.3680 31985.4529 19 24.3 None 1258.6467 IVSFLDPDGWK 350.8268 1258.6453 19.6285 916 2 629.8263 ‐1.4240
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 813.3231 31985.4529 19 24.3 None 1453.6958 DPDGYTFELIQR 12814.0700 1453.6981 30.3021 10867 2 727.3527 1.04
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 813.3231 31985.4529 19 24.3 None 1039.5782 EAGPLPGLGTK 3433.4700 1039.5772 23.0537 9035 2 520.2922 ‐1.9030
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 813.3231 31985.4529 19 24.3 None 1291.7256 TVLVDNKDFLK 2245.9800 1291.7252 25.0023 6312 2 646.3662 ‐0.8993
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 813.3231 31985.4529 19 24.3 None 1258.6314 AEASDLLEWPK 411.6096 1258.6032 33.5895 8456 2 629.8052 ‐22.9954
NP_849644.2 glyoxalase I homolog Arabidopsis thaliana 813.3231 31985.4529 19 24.3 None 2369.2136 GGGSVIAFVKDPDGYTFELIQR 427.2713 2369.1574 32.1092 1639 3 790.3907 ‐24.4795
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1075.5630 GGAIDDSVITK 10972.7000 1075.5621 20.4033 15738 2 538.2847 ‐1.2978
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1121.5738 VGFFSSGPPAR 13094.2200 1121.5750 16.3979 12516 2 561.2911 0.5637
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1658.9112 AEGGFLGADVILQQLK 5016.0810 1658.9104 21.6079 12005 2 829.9588 ‐0.4892
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 14486.1000 1297.5516 20.7616 8880 2 649.2794 0.0594
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1654.8120 MVPFAGWSMPIQYK 5231.5270 1654.8153 21.0683 6759 2 827.9113 1.03
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1419.7478 IGEITSGGFSPNLK 3638.4770 1419.7487 26.6498 6687 2 710.3780 0.3987
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1415.7066 TALYDFHVAHGGK 2514.0280 1415.7066 22.1683 3550 3 472.5737 ‐0.6786
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1199.5740 MVPFAGWSMPI 205.8515 1199.5803 21.1181 1161 2 600.2938 4.35
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 1424.7031 PFAGWSMPIQYK 355.0564 1424.7031 20.2097 923 1 1424.7031 1.54
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 1620.5950 44787.0270 10 22.6 None 499.2875 QQLK 65.6871 499.2855 21.1635 764 1 499.2855 ‐3.7464
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1546.7748 TNVEVDQIESWVK 10154.8700 1546.7753 31.4424 12345 2 773.8913 0.2370
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1631.7622 LSGSEFDSFMAIAEK 2880.6670 1631.7645 34.5644 9482 2 816.3859 1.77
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1659.8800 VVVSDSLDDIVLNSGK 1560.8840 1659.8851 30.9994 7906 2 830.4462 3.1066
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1352.6441 SASGNVVVYEGDR 9983.1670 1352.6452 19.0756 7166 2 676.8263 0.5852
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1422.7223 SQPIPAENNEPVK 13602.0100 1422.7246 18.2066 5144 2 711.8659 1.62
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1087.5742 GESSVTGPVVR 21677.2000 1087.5773 17.4672 4726 2 544.2923 2.77
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 972.5189 GFPTIYFK 2647.6430 972.5179 18.6817 4336 2 486.7626 ‐1.6751
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 2237.1085 TNVEVDQIESWVKDFKDGK 447.6920 2237.1067 19.2515 1083 3 746.3737 ‐1.0912
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1523.8792 AASALSSNVPPVVLAK 408.4955 1523.8568 17.8400 5593 3 508.6238 ‐15.2559
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 2008.0022 EFVLTLDHTNFTDTINK 580.5408 2008.0273 30.9852 1012 3 670.0140 12.1247
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 2539.3362 AASALSSNVPPVVLAKIDASEETNR 4564.1510 2539.3611 22.3277 4835 3 847.1252 9.36
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1107.5429 GNVVVYEGDR 457.1692 1107.5432 17.3514 1377 2 554.2752 ‐0.1996
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 727.4461 VTGPVVR 134.0305 727.4436 16.8721 1140 1 727.4436 ‐2.9139
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1641.8694 VVVSDSLDDIVLNSGK 303.5669 1641.8639 32.9613 4894 3 547.9595 ‐3.8846
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1624.9410 54444.3272 27 28.13 None 1335.6175 SASGNVVVYEGDR 577.4294 1335.6173 18.0693 875 2 668.3123 ‐0.4229
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1546.7748 TNVEVDQIESWVK 7437.4580 1546.7753 31.4424 12345 2 773.8913 0.1221
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1631.7622 LSGSEFDSFMAIAEK 3853.2980 1631.7645 34.5644 9482 2 816.3859 1.81
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1659.8800 VVVSDSLDDIVLNSGK 933.1331 1659.8851 30.9994 7906 2 830.4462 3.0519
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1796.8701 LDATANDFPKDTFDVK 1284.1510 1796.8681 26.7304 6463 3 599.6275 ‐1.8610
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 2137.0924 AVQEYNGPREAEGIVTYLK 154.8525 2137.1410 30.8890 1800 3 713.0519 21.9929
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 987.5106 QSGPASAEIK 413.1866 987.5253 21.0634 1312 2 494.2663 14.0110
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 2008.0022 EFVLTLDHTNFTDTINK 565.8246 2008.0273 30.9852 1012 3 670.0140 11.88
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1568.7591 ATANDFPKDTFDVK 377.7918 1568.7569 29.3343 8900 2 784.8821 ‐1.6205
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1053.5211 TNFTDTINK 1070.0330 1053.5276 31.6378 2105 2 527.2674 5.23
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1683.7861 DATANDFPKDTFDVK 134.9843 1683.7837 25.4861 1258 2 842.3955 ‐1.4164
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 935.4469 NFTDTINK 83.4878 935.4511 29.5394 1068 1 935.4511 4.29
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 424.3450 54444.3272 27 28.13 None 1641.8694 VVVSDSLDDIVLNSGK 306.7010 1641.8639 32.9613 4894 3 547.9595 ‐4.0543
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 519.9894 29014.3873 4 18.50 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 3493.1550 1275.6640 30.8740 7766 2 638.3356 1.80
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 519.9894 29014.3873 4 18.50 None 2006.8938 DNLTLWTSDLNEEGDER 1759.6140 2006.8952 31.3012 6004 2 1003.9512 1.1160
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 519.9894 29014.3873 4 18.50 None 1229.5797 YLAEFSSGAER 5106.5850 1229.5805 22.1187 5826 2 615.2939 0.0312
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 519.9894 29014.3873 4 18.50 None 879.4934 NLVSVGYK 945.8407 879.4915 20.9795 3562 2 440.2494 ‐3.3182
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 646.2765 19853.3297 2 15.85 Carbamidomethyl+C(4)
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 646.2765 19853.3297 2 15.85 None 1471.8672 GFIFGPPIALAIGAK 5206.3940 1471.8687 22.8070 4384 2 736.4380 0.9184
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1207.6205 TPFTSGLDLEK 1584.3930 1207.6212 27.0960 16270 2 604.3143 0.2279
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1586.8458 VSSVEVDLPAMLAQK 4564.2630 1586.8439 19.4725 12093 2 793.9256 ‐1.2854
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 2119.0917 FISPNEVSVETIDGGNTIVK 1508.7810 2119.0937 31.0529 11914 2 1060.0505 1.12
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1178.5899 VVSVDSSSDGVK 10656.6800 1178.5918 16.3468 5962 2 589.7996 1.34
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1029.5575 AIDNAEGLVK 11204.4700 1029.5572 21.1053 4922 2 515.2822 ‐0.8661
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1139.6419 HIIVATGSDVK 6776.4380 1139.6433 17.4601 4846 2 570.3253 0.8301
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 2174.0310 2539.3212 36.8687 4361 3 847.1119 ‐1.6489
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1487.8315 IVSSTGALSLSEVPK 2290.9670 1487.8287 16.8842 3806 2 744.4180 ‐2.0761
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1991.0783 LIVIGAGYIGLEMGSVWGR 2253.8510 1991.0832 23.6622 1475 2 996.0452 2.48
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1523.7424 ALLHSSHMYHEAK 356.0303 1523.7627 29.0763 6488 2 762.3850 13.2295
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 677.3464 ATGSDVK 135.3159 677.3435 18.2864 3170 1 677.3435 ‐3.9150
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 Carbamidomethyl+C(4)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1214.6449 EVDLPAMLAQK 192.4223 1214.6396 19.6083 1423 2 607.8234 ‐4.8012
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1346.1340 54273.2910 21 32.94 None 1569.8193 VSSVEVDLPAMLAQK 333.1823 1569.8156 20.0632 5757 2 785.4114 ‐2.4251
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 None 1207.6205 TPFTSGLDLEK 2420.7370 1207.6212 27.0960 16270 2 604.3143 ‐0.0674
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 None 2119.0917 FISPNEVSVETIDGGNTIVK 1760.8630 2119.0937 31.0529 11914 2 1060.0505 1.08
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 None 1139.6419 HIIVATGSDVK 4790.2070 1139.6433 17.4601 4846 2 570.3253 0.4986
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 1866.1670 2539.3212 36.8687 4361 3 847.1119 ‐2.2749
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1376.3360 54273.2910 21 32.94 None 1638.8850 VPGVVYTHPEVASVGK 129.8447 1638.9075 26.7575 2337 3 546.9740 13.0432
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1600.7040 21922.4723 2 11.52 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 13897.0200 2319.2811 37.5275 5346 3 773.7652 ‐0.5755
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1600.7040 21922.4723 2 11.52 None 1493.7846 TLTSVHEAILDDVV 1514.8530 1493.7874 39.0196 1182 2 747.3973 1.24
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1199.6630 DLVGVLEDAIR 49177.4300 1199.6632 38.8965 23471 2 600.3352 ‐0.5618
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1505.7159 GYISPYFVTDSEK 18531.5600 1505.7168 28.2559 22009 2 753.3620 0.3507
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1536.7614 YEDLMAAGIIDPTK 48528.6100 1536.7634 30.9875 19624 2 768.8854 1.0821



NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1043.5844 IVNDGVTVAR 12120.6600 1043.5853 17.6476 15599 2 522.2963 0.0104
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 5977.4670 2464.2656 34.6995 12073 3 822.0934 2.04
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1871.8592 SAENNLYVVEGMQFDR 3906.5950 1871.8639 30.6161 10837 2 936.4356 2.64
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1280.7685 VVAAGANPVLITR 10963.5700 1280.7680 23.9606 8162 2 640.8876 ‐0.9985
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAEAMSK 13141.8200 3179.4329 40.5738 7470 3 1060.4825 ‐1.6800
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 791.4662 ALSYPLK 4423.7560 791.4661 21.5751 4706 1 791.4661 0.3745
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1607.7759 ETSTIVGDGSTQDAVK 1065.7380 1607.7589 29.1072 3987 2 804.3831 ‐10.7046
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1735.8708 ETSTIVGDGSTQDAVKK 142.4800 1735.8364 26.6526 1039 2 868.4219 ‐19.7794
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 872.4836 GVLEDAIR 2675.0530 872.4849 38.8972 2254 1 872.4849 1.17
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 831.4319 NDGVTVAR 1149.7510 831.4337 17.6447 1864 1 831.4337 2.31
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 812.4989 NPVLITR 129.1682 812.4984 23.0299 1710 1 812.4984 ‐0.1661
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 716.3937 LEDAIR 4856.7440 716.3933 38.9007 1052 1 716.3933 ‐0.1892
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 3991.2910 64208.4146 16 26.17 None 1589.7653 ETSTIVGDGSTQDAVK 170.7617 1589.7713 27.1714 6089 2 795.3893 3.82
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 3925.4270 2257.2035 25.6457 14578 3 753.0727 ‐0.2435
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 21031.8500 2920.4658 37.7955 13847 3 974.1601 0.3248
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1145.5255 EGPLAEENMR 11895.2200 1145.5258 19.2600 13056 2 573.2665 ‐0.2228
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1799.9327 AYLPVVESFGFSSQLR 8416.3330 1799.9404 21.1874 12947 2 900.4738 4.32
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 7977.7190 2931.5536 24.1123 12655 3 977.8560 ‐0.0143
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2079.9982 VENLYEGPLDDQYANAIR 3205.9880 2079.9987 29.9511 12225 2 1040.5030 0.5996
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1634.8425 ILAEEFGWDKDLAK 6229.0580 1634.8428 30.3515 11515 3 545.6191 ‐0.3108
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1218.6187 IMGPNYIPGEK 6006.0690 1218.6180 23.6876 10632 2 609.8126 ‐0.9998
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 1656.6240 2152.9853 20.4410 8740 2 1076.9963 ‐0.1333
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 4179.4980 1387.6716 18.5340 8297 2 694.3394 ‐0.1930
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 937.0646 2196.1213 31.0677 8110 2 1098.5643 ‐0.6277
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1836.8572 STGISLYYEMTDESLK 1872.3390 1836.8623 32.5951 7807 2 918.9348 2.24
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 890.5094 FSVSPVVR 3072.4520 890.5084 23.0929 6993 2 445.7578 ‐1.8517
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1063.5782 GVQYLNEIK 3917.0070 1063.5773 23.7499 4139 2 532.2923 ‐1.3584
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1307.6525 NMSVIAHVDHGK 2796.7580 1307.6546 18.1226 3391 3 436.5564 0.9345
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 955.5320 GGGQVIPTAR 5284.9810 955.5316 17.2026 2302 2 478.2694 ‐0.9558
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1551.7359 DLQDDFMGGAEIIK 2049.2340 1551.7185 29.0764 27519 2 776.3629 ‐11.3064
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLAEENMR 510.4856 3465.6609 24.4138 1172 3 1155.8918 ‐14.1638
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1294.6426 DSVVAGFQWASK 150.6648 1294.6679 31.5008 983 2 647.8376 19.2300
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1509.7141 EAMTPLSEFEDKL 44768.3400 1509.7172 35.2098 20493 2 755.3623 1.98
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 5910.4410 2807.3783 34.1198 7160 3 936.4643 2.59
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2399.1626 YRVENLYEGPLDDQYANAIR 2406.5470 2399.1647 30.1153 6915 3 800.3931 0.6499
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2128.0103 MMERLWGENFFDPATRK 707.2473 2127.9967 27.5645 2385 3 710.0037 ‐6.7252
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1210.6143 AYLPVVESFGF 517.8615 1210.6205 19.8572 2369 2 605.8139 4.96
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 772.3698 IMGPNYI 63.8936 772.3662 25.9273 1782 1 772.3662 ‐4.0798
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1461.6968 EGPLDDQYANAIR 390.2762 1461.6990 29.1240 1392 2 731.3531 1.91
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 974.4942 GPNYIPGEK 334.9258 974.4968 22.1986 1217 2 487.7521 2.1525
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 557.3406 SPVVR 74.8352 557.3412 23.0988 906 1 557.3412 1.91
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 Carbamidomethyl+C(3) 1084.5132 QFCYEPIK 337.1081 1084.5102 18.5405 845 1 1084.5102 ‐1.8538
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 2178.1131 GTVAFSAGLHGWAFTLTNFAK 309.4211 2178.1073 31.7748 2764 3 726.7073 ‐2.9640
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1941.5880 94803.8361 61 39.62 None 1818.8466 STGISLYYEMTDESLK 241.4459 1818.8376 30.9396 921 2 909.9224 ‐4.8332
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 15294.4900 2920.4658 37.7955 13847 3 974.1601 ‐0.4950
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2079.9982 VENLYEGPLDDQYANAIR 2846.8250 2079.9987 29.9511 12225 2 1040.5030 0.7685
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1634.8425 ILAEEFGWDKDLAK 2627.6680 1634.8428 30.3515 11515 3 545.6191 ‐0.4769
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1218.6187 IMGPNYIPGEK 9118.1970 1218.6180 23.6876 10632 2 609.8126 ‐1.2892
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1836.8572 STGISLYYEMTDESLK 1508.7560 1836.8624 32.5868 7142 2 918.9348 3.0114
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 890.5094 FSVSPVVR 4714.1640 890.5084 23.0929 6993 2 445.7578 ‐2.3157
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1063.5782 GVQYLNEIK 3424.7320 1063.5773 23.7499 4139 2 532.2923 ‐1.7303
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1207.5994 ILAEEFGWDK 888.7855 1207.6064 29.6429 3909 2 604.3068 5.1516
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1307.6525 NMSVIAHVDHGK 2808.6970 1307.6546 18.1226 3391 3 436.5564 0.9347
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 533.5469 2196.1213 31.0677 8110 2 1098.5643 ‐0.3971
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 658.4134 LVEGLK 1177.1170 658.4090 22.0982 1691 1 658.4090 ‐6.2266
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1509.7141 EAMTPLSEFEDKL 33894.7300 1509.7172 35.2098 20493 2 755.3623 1.53
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 5883.9740 2807.3783 34.1198 7160 3 936.4643 2.0535
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2399.1626 YRVENLYEGPLDDQYANAIR 2817.5530 2399.1647 30.1153 6915 3 800.3931 0.0951
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1368.8097 VASDLPKLVEGLK 336.4159 1368.8218 27.0396 1063 2 684.9146 8.03
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2349.1894 GITIKSTGISLYYEMTDESLK 321.5551 2349.1945 37.8442 797 3 783.7364 1.46
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 772.3698 IMGPNYI 55.1030 772.3662 25.9273 1782 1 772.3662 ‐4.2091
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1034.5153 GDVQVYPEK 133.4734 1034.5129 36.3261 1725 1 1034.5129 ‐1.8403
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1461.6968 EGPLDDQYANAIR 266.6639 1461.6990 29.1240 1392 2 731.3531 1.1090
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 1408.6743 AEEFGWDKDLAK 654.1425 1408.6773 31.9005 1359 2 704.8423 1.21
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 557.3406 SPVVR 122.9296 557.3412 23.0988 906 1 557.3412 1.97
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 877.2509 94803.8361 61 39.62 None 2178.1131 GTVAFSAGLHGWAFTLTNFAK 220.2240 2178.1073 31.7748 2764 3 726.7073 ‐3.4064
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2482.3770 2257.2035 25.6457 14578 3 753.0727 0.4093
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 None 1799.9327 AYLPVVESFGFSSQLR 9315.6890 1799.9404 21.1874 12947 2 900.4738 4.76
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 9645.0490 2931.5536 24.1123 12655 3 977.8560 1.1659
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 1957.9380 2152.9853 20.4410 8740 2 1076.9963 ‐0.6046
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 4772.3700 1387.6716 18.5340 8297 2 694.3394 0.0633
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 None 729.4141 VASDLPK 184.6463 729.4027 17.2190 7215 1 729.4027 ‐15.0272
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLAEENMR 241.7295 3465.6609 24.4138 1172 3 1155.8918 ‐12.5659
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 670.2788 94803.8361 61 39.62 Carbamidomethyl+C(3) 1084.5132 QFCYEPIK 222.6228 1084.5102 18.5405 845 1 1084.5102 ‐1.3419
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1804.9844 TSTPGIFAIGDVAAFPLK 13021.5200 1804.9792 22.2398 16962 2 902.9933 ‐2.7267
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1828.9691 GVLVESGSPEEFQLLPK 31551.3500 1828.9733 33.0238 15979 2 914.9903 2.82
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1851.9011 GIEVIYEDPVAGADFEK 23687.2900 1851.8990 31.6863 15725 2 926.4531 ‐0.9702
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1988.0182 LASASSVEEALEIAQAALQS 7008.6560 1988.0151 24.0623 14212 2 994.5112 ‐1.2976
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1508.7744 EAYAPYERPALTK 11363.0800 1508.7749 20.7585 11468 3 503.5965 ‐0.2670



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1388.7268 EVADADSLIASLGK 11430.2100 1388.7277 31.5783 11162 2 694.8675 0.4544
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1179.6157 IATFWIESGR 30246.6200 1179.6153 18.5282 8140 2 590.3113 ‐0.7701
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 8207.5820 1469.7397 16.1853 8035 2 735.3735 ‐1.5285
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1083.5106 VFEYEGSPR 6458.0560 1083.5103 19.4961 7965 2 542.2588 ‐0.7416
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1551.7914 EFVIVGGGNAAGYAAR 911.6188 1551.7932 26.6596 2709 2 776.4002 1.0621
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 872.4149 YEELYR 9306.2960 872.4151 18.2915 2140 2 436.7112 ‐0.3617
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1261.6899 SIGGIQVDGLFR 557.5733 1261.6800 19.7521 2668 2 631.3436 ‐8.1841
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1194.5790 QTPDWYKEK 961.7185 1194.5824 34.2444 1757 2 597.7949 2.74
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 2312.1135 KVWWQFFGDNVEVGNFDPK 544.2103 2312.1041 28.7009 9190 3 771.3729 ‐4.3227
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1844.9461 GASINNLEAGSDGRVSAVK 400.9558 1844.9504 19.8205 2090 2 922.9788 2.79
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 Carbamidomethyl+C(29) 3443.7199 EFVIVGGGNAAGYAARTFVENGMADGRLCIVTK 1188.0760 3443.7192 22.4167 1576 3 1148.5779 ‐0.0083
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 3472.7113 KVWWQFFGDNVEVGNFDPKIATFWIESGR 555.8420 3472.6851 31.2552 1428 4 868.9267 ‐7.5641
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 619.3239 IATFW 168.7799 619.3246 18.3800 17031 1 619.3246 1.81
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 711.3613 KVWWQ 129.6864 711.3585 26.0788 2928 1 711.3585 ‐3.4515
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1074.5942 PYERPALTK 201.8167 1074.5992 20.3119 2292 2 537.8032 4.1491
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 747.3784 WIESGR 1338.2240 747.3788 18.5198 1762 1 747.3788 1.1182
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 854.4043 YEELYR 118.5075 854.3995 19.3345 5974 1 854.3995 ‐4.9408
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1833.8905 GIEVIYEDPVAGADFEK 338.8916 1833.8947 32.1076 943 2 917.4510 2.28
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4528.2680 52400.6340 47 47.72 None 1490.7638 EAYAPYERPALTK 269.3643 1490.7602 20.7267 828 3 497.5916 ‐3.0400
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1828.9691 GVLVESGSPEEFQLLPK 26449.2800 1828.9733 33.0238 15979 2 914.9903 2.34
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1851.9011 GIEVIYEDPVAGADFEK 20585.1300 1851.8990 31.6863 15725 2 926.4531 ‐0.9227
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1508.7744 EAYAPYERPALTK 14753.4400 1508.7749 20.7585 11468 3 503.5965 ‐0.3690
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1388.7268 EVADADSLIASLGK 9848.5720 1388.7277 31.5783 11162 2 694.8675 0.2555
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1083.5106 VFEYEGSPR 3910.8570 1083.5103 19.4961 7965 2 542.2588 ‐1.1029
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1551.7914 EFVIVGGGNAAGYAAR 1164.9840 1551.7939 26.6403 2298 2 776.4006 1.99
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1133.6235 MALASTTLPTK 198.7657 1133.6541 31.1367 34931 2 567.3307 26.2845
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1360.6451 GASINNLEAGSDGR 182.5499 1360.6674 32.1691 4523 1 1360.6674 16.9454
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1988.0182 LASASSVEEALEIAQAALQS 667.4910 1987.9830 34.7878 3312 3 663.3325 ‐18.4645
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 458.2143 1617.7901 28.0405 1855 2 809.3987 ‐9.5396
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1002.5830 ALASTTLPTK 1087.8380 1002.5642 22.3507 1253 2 501.7857 ‐19.6832
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1308.6543 SLVTASFANENR 447.8880 1308.6614 34.5251 1042 2 654.8344 4.67
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 432.2817 ALTK 158.2042 432.2795 20.7856 32653 1 432.2795 ‐4.5444
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1074.5942 PYERPALTK 268.4135 1074.5992 20.3119 2292 2 537.8032 3.31
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 927.4418 LASASSVEEA 266.9934 927.4445 34.7157 1624 1 927.4445 3.53
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1833.8905 GIEVIYEDPVAGADFEK 332.9580 1833.8947 32.1076 943 2 917.4510 2.07
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2540.0730 52400.6340 47 47.72 None 1490.7638 EAYAPYERPALTK 358.7377 1490.7602 20.7267 828 3 497.5916 ‐3.1329
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 None 1804.9844 TSTPGIFAIGDVAAFPLK 11171.9300 1804.9792 22.2398 16962 2 902.9933 ‐2.8671
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 None 1988.0182 LASASSVEEALEIAQAALQS 11130.3300 1988.0151 24.0623 14212 2 994.5112 ‐1.6121
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 None 1179.6157 IATFWIESGR 33165.1100 1179.6153 18.5282 8140 2 590.3113 ‐0.3159
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 8075.6980 1469.7397 16.1853 8035 2 735.3735 ‐1.3501
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 None 2688.4468 IGGHLPGVHYIREVADADSLIASLGK 291.6592 2688.3853 23.2461 2487 3 896.8000 ‐21.9854
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1817.4170 52400.6340 47 47.72 None 747.3784 WIESGR 1689.7290 747.3788 18.5198 1762 1 747.3788 1.12
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 69604.6700 1250.5976 18.8281 73767 2 625.8024 ‐1.2463
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1151.5772 FGLYYVDFK 59062.8500 1151.5765 19.6670 66054 2 576.2919 ‐1.0319
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 950.4690 NLNTDAFR 43535.5000 950.4685 20.3929 60415 2 475.7379 ‐1.1418
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1167.6078 YKEDIQLMK 67765.8000 1167.6081 21.3960 28553 2 584.3077 ‐0.2039
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 2146.1179 GVSQAGVQFYHELIDELLK 881.1816 2146.1104 24.2113 2813 3 716.0417 ‐3.8049
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 3395.6803 VLDFMLGWHLEPTTSGDYPQIMKDLLGYR 344.6931 3395.6008 38.5177 2482 3 1132.5384 ‐23.2340
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1785.8726 LGTTDSVDVGTADHNRK 865.8159 1785.8941 21.8740 2036 2 893.4507 12.1660
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1421.7212 NRFGLYYVDFK 674.8298 1421.7239 26.2319 1028 2 711.3656 1.23
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 723.3420 NTDAFR 26655.5700 723.3421 20.3953 6837 1 723.3421 0.6625
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 609.2991 TDAFR 551.6277 609.3015 20.3736 2702 1 609.3015 4.03
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 Carbamidomethyl+C(5) 912.4033 WDIYCR 3265.4800 912.4030 18.8265 2599 1 912.4030 0.4214
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1095.5178 DVGTADHNRK 311.9659 1095.5165 23.1885 1720 2 548.2619 ‐1.6254
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 536.2351 YKED 2932.5410 536.2344 21.4004 1525 1 536.2344 ‐1.0677
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 858.4390 EDIQLMK 222.5680 858.4392 23.1996 1421 1 858.4392 1.0047
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 173.6566 1025.4837 18.8362 1404 1 1025.4837 ‐2.6643
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 836.4261 LNTDAFR 183.2800 836.4240 20.3868 1254 1 836.4240 ‐1.8018
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 Carbamidomethyl+C(4) 726.3240 DIYCR 200.5770 726.3232 18.8235 1135 1 726.3232 ‐0.5560
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 706.3155 NTDAFR 790.6951 706.3150 19.5200 1027 1 706.3150 ‐0.1582
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 4266.7550 59892.7328 39 19.73 None 1767.8620 LGTTDSVDVGTADHNRK 410.8822 1767.8661 22.4692 1056 2 884.4367 2.76
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 950.4690 NLNTDAFR 36291.0700 950.4685 20.3929 60415 2 475.7379 ‐1.5739
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 1167.6078 YKEDIQLMK 62260.0900 1167.6081 21.3960 28553 2 584.3077 ‐0.5205
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 1541.6795 EYADYVFTEYGGK 1763.0610 1541.6761 28.0503 10481 2 771.3417 ‐2.4284
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 3395.6803 VLDFMLGWHLEPTTSGDYPQIMKDLLGYR 169.2589 3395.6008 38.5177 2482 3 1132.5384 ‐24.2954
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 Carbamidomethyl+C(10) 1782.9354 HLLAMNEAICIDKVR 174.2344 1782.9303 35.8657 1568 2 891.9688 ‐2.7310
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 1749.8959 FGLYYVDFKNNLTR 306.1555 1749.9127 36.3527 1117 2 875.4600 9.29
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 723.3420 NTDAFR 31835.4600 723.3421 20.3953 6837 1 723.3421 0.5833
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 609.2991 TDAFR 736.0436 609.3015 20.3736 2702 1 609.3015 4.78
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 536.2351 YKED 3189.1050 536.2344 21.4004 1525 1 536.2344 ‐0.9554
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 836.4261 LNTDAFR 194.9428 836.4240 20.3868 1254 1 836.4240 ‐1.9966
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1682.9460 59892.7328 39 19.73 None 706.3155 NTDAFR 997.3110 706.3150 19.5200 1027 1 706.3150 ‐0.2199
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 31070.8100 1250.5976 18.8281 73767 2 625.8024 ‐0.8596
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 None 1151.5772 FGLYYVDFK 59445.3200 1151.5765 19.6670 66054 2 576.2919 ‐0.5511
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 None 2146.1179 GVSQAGVQFYHELIDELLK 516.4605 2146.1104 24.2113 2813 3 716.0417 ‐3.2389
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 None 3395.6803 VLDFMLGWHLEPTTSGDYPQIMKDLLGYR 494.8246 3395.6244 25.4754 1255 3 1132.5463 ‐14.7255
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 None 2722.3300 VRVTGYFVWSLLDNFEWQDGYK 690.6132 2722.3356 21.4262 3004 3 908.1167 2.33
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 Carbamidomethyl+C(5) 912.4033 WDIYCR 843.6271 912.4030 18.8265 2599 1 912.4030 0.7348
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 Carbamidomethyl+C(7) 1096.5245 ALWDIYCR 66.1083 1096.5179 18.8126 1687 1 1096.5179 ‐4.5184



NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 Carbamidomethyl+C(6) 1025.4873 LWDIYCR 88.7977 1025.4837 18.8362 1404 1 1025.4837 ‐2.2205
NP_849848.1 beta glucosidase 21 Arabidopsis thaliana 1666.4340 59892.7328 39 19.73 Carbamidomethyl+C(4) 726.3240 DIYCR 88.1477 726.3232 18.8235 1135 1 726.3232 ‐0.4572
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1749.0269 LVAGLPEGGVLLLENVR 20326.2500 1749.0300 21.5481 31660 2 875.0186 1.49
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12726.8900 2266.1749 21.9811 28562 2 1133.5911 ‐1.7835
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1539.8992 GVSLLLPTDVVIADK 39606.0300 1539.8999 20.6496 19856 2 770.4536 0.4092
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1573.8432 GVTTIIGGGDSVAAVEK 16003.4400 1573.8450 16.5462 11993 2 787.4261 1.1476
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1072.6513 YSLKPLVPR 581.4336 1072.6542 15.4716 2941 2 536.8307 2.97
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 2444.3548 ELDYLVGAVANPKKPFAAIVGGSK 442.4257 2444.4004 23.6805 6191 3 815.4716 19.2385
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1388.7420 ELDYLVGAVANPK 281.2108 1388.7178 20.3144 3239 2 694.8625 ‐17.4196
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1896.9940 2370.2931 21.0044 10127 3 790.7692 1.1607
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1259.6994 LDYLVGAVANPK 188.1526 1259.7028 19.5168 4854 2 630.3550 2.10
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 581.3770 PLVPR 332.5178 581.3757 15.4754 1199 1 581.3757 ‐1.9047
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1163.5691 ADKFAPDANSK 276.3973 1163.5690 22.5536 1188 1 1163.5690 1.24
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 3768.5620 42188.8769 12 27.93 None 1732.0003 LVAGLPEGGVLLLENVR 260.2564 1731.9924 23.1914 2813 2 866.4999 ‐4.5879
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 2722.3822 VVDLLYDTAIISSGFTPDSPAELGNK 869.9858 2722.3773 22.3196 9367 3 908.1306 ‐1.8642
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1656.7904 VFISDDFDGELFPR 1914.1430 1656.7950 35.3642 8238 2 828.9011 2.76
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 2018.0441 FLSVTEPSLLGDGGDLEIR 11395.2300 2018.0445 35.5096 7266 2 1009.5259 0.5156
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 2229.3550 1233.6496 21.9319 6611 2 617.3285 ‐1.2808
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1525.7315 AQALGDTSSLEFMR 12424.5600 1525.7327 28.8097 6442 2 763.3700 0.6547
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 9557.6560 2705.4356 44.4320 5679 3 902.4834 2.61
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1097.4833 FGWSANMER 3045.5170 1097.4847 24.9312 4227 2 549.2460 0.8464
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1261.6270 ELVSNASDALDK 1012.7910 1261.6364 34.7273 1634 2 631.3218 7.0580
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1328.6160 IYEMMAMAVGGR 640.0140 1328.5828 30.2456 1215 2 664.7950 ‐25.2776
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1738.8541 AQALGDTSSLEFMRGR 611.0729 1738.8578 28.1767 3093 3 580.2908 1.77
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 2386.1256 SRTIEVEEDEPVKEGEEGEPK 464.0440 2386.1321 54.5449 876 3 796.0489 2.10
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 Carbamidomethyl+C(5) 1120.5667 SSSPCVLVSGK 145.4129 1120.5634 21.8523 1207 2 560.7854 ‐3.3709
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 901.4666 VVDLLYDT 106.5588 901.4677 19.8304 1138 1 901.4677 2.0236
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 Carbamidomethyl+C(2) 859.4706 PCVLVSGK 134.0817 859.4716 22.5462 826 1 859.4716 1.85
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 944.2632 88712.8445 27 21.11 None 1310.6054 IYEMMAMAVGGR 185.6893 1310.6101 30.4992 2967 2 655.8087 3.42
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 1656.7904 VFISDDFDGELFPR 1164.7620 1656.7950 35.3642 8238 2 828.9011 2.13
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 2018.0441 FLSVTEPSLLGDGGDLEIR 3664.9220 2018.0445 35.5096 7266 2 1009.5259 0.6515
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 3437.9940 1233.6496 21.9319 6611 2 617.3285 ‐1.5622
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 1525.7315 AQALGDTSSLEFMR 9253.7090 1525.7327 28.8097 6442 2 763.3700 0.5287
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 11655.9100 2705.4356 44.4320 5679 3 902.4834 1.56
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 1097.4833 FGWSANMER 6364.8120 1097.4847 24.9312 4227 2 549.2460 0.4925
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 2679.2996 FVDISKEDLELGDEDEVKDREAK 230.9789 2679.2799 36.4986 1928 3 893.7648 ‐8.1387
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 Carbamidomethyl+C(7) 1465.7144 QEFNLLCDWIK 243.8202 1465.7284 30.4427 1622 2 733.3679 9.81
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 1328.6160 IYEMMAMAVGGR 520.1481 1328.5828 30.2456 1215 2 664.7950 ‐25.5085
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 Oxidation+M(8) 2188.0954 SILYIPGMGPLNNEDVTNPK 345.0537 2188.0844 33.6773 1146 2 1094.5458 ‐4.3823
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 Carbamidomethyl+C(2) 859.4706 PCVLVSGK 290.1309 859.4716 22.5462 826 1 859.4716 1.01
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 767.5079 88712.8445 27 21.11 None 1310.6054 IYEMMAMAVGGR 170.4339 1310.6101 30.4992 2967 2 655.8087 3.0737
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 1898.9720 15605.5295 2 10.6 None 1727.8487 ALETAFAQYGDVIDSK 18871.0400 1727.8527 30.9674 22711 2 864.4300 2.05
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2584.6560 15605.5295 2 10.6 None 1727.8487 ALETAFAQYGDVIDSK 25685.0200 1727.8527 30.9674 22711 2 864.4300 2.20
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1954.9136 GLTDELGAEAMMFEALEK 1485.0090 1954.9176 40.4982 7269 2 977.9625 2.78
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1251.6290 GMDLLVAEFEK 40539.0000 1251.6313 34.1815 6890 2 626.3193 1.99
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1268.6733 ITLDPEDPAAVK 12862.3400 1268.6742 24.8049 6148 2 634.8407 0.3915
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1070.4571 ADMFSESQR 7273.8440 1070.4584 18.6486 3046 2 535.7328 0.6844
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1194.5307 SDAVEAMESQK 2134.8310 1194.5317 18.1938 2460 2 597.7695 0.4289
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 729.4141 KEDLPK 555.9302 729.4027 17.2190 7215 1 729.4027 ‐15.1295
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1326.6246 YEENLELSMAK 2269.1700 1326.6260 25.0729 4052 2 663.8167 0.7964
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1866.9192 IKHDIDTETQDIPDAR 758.1292 1866.9148 20.1463 3411 4 467.4842 ‐2.3388
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 2467.2207 RGLTDELGAEAMMFEALEKVEK 892.7448 2467.2360 33.6516 3014 3 823.0835 5.23
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1991.9590 AQLDELKSDAVEAMESQK 930.0426 1991.9588 24.8609 2747 3 664.6578 ‐0.4971
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 2123.0035 TDELGAEAMMFEALEKVEK 144.6673 2122.9996 33.7023 1068 3 708.3381 ‐2.1680
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 941.4575 DPEDPAAVK 2169.0960 941.4567 26.1296 813 1 941.4567 0.0107
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3382.9610 25160.2295 20 47.73 None 1849.8926 IKHDIDTETQDIPDAR 209.6906 1849.8859 21.8974 2831 3 617.3001 ‐4.1062
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 1954.9136 GLTDELGAEAMMFEALEK 2103.7690 1954.9176 40.4982 7269 2 977.9625 2.01
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 1251.6290 GMDLLVAEFEK 36350.9700 1251.6313 34.1815 6890 2 626.3193 1.80
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 1991.9590 AQLDELKSDAVEAMESQK 1763.7080 1991.9619 28.8660 7259 3 664.6588 0.6861
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 2467.2207 RGLTDELGAEAMMFEALEKVEK 1139.3710 2467.2360 33.6516 3014 3 823.0835 5.29
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 1053.5211 AQLDELKSDA 194.1973 1053.5254 30.2753 1395 2 527.2664 3.17
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 2123.0035 TDELGAEAMMFEALEKVEK 140.1133 2122.9996 33.7023 1068 3 708.3381 ‐2.5824
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1989.6750 25160.2295 20 47.73 None 1973.9484 AQLDELKSDAVEAMESQK 764.8519 1973.9401 26.7708 2272 3 658.6516 ‐4.9432
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 41000.3000 2150.1278 21.5867 141972 2 1075.5675 ‐1.3042
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1780.8098 EGPPVFEQPEMTYEK 129378.5000 1780.8108 27.0838 127629 2 890.9090 0.6416
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 146148.8000 2304.0673 33.0139 125431 2 1152.5373 0.7165
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1697.7613 GLAYDTSDDQQDITR 142879.7000 1697.7624 21.0356 113552 2 849.3848 0.6660
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 110132.6000 2347.1911 32.1490 113274 3 783.0686 0.7236
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 93458.4500 1212.5753 25.3251 82071 2 606.7913 ‐0.2789
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1152.7139 VPLILGIWGGK 58661.8200 1152.7138 21.6824 76149 2 576.8605 ‐0.5781
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 16672.4900 2823.4548 24.0891 74489 3 941.8231 ‐0.6080
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1059.6197 NFLTLPNIK 21229.2200 1059.6176 19.2533 67956 2 530.3124 ‐2.5226
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2083.9973 LMEYGNMLVMEQENVKR 5478.8130 2083.9953 17.8778 44071 3 695.3366 ‐1.3462
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 19721.3700 2384.0353 22.9842 43680 2 1192.5213 ‐1.1987
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 940.4676 FYWAPTR 2038.3420 940.4663 16.3194 19396 2 470.7368 ‐1.9463
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1927.8962 LMEYGNMLVMEQENVK 3120.9470 1927.9011 31.1935 16581 2 964.4542 2.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1340.6382 FYWAPTREDR 2300.0710 1340.6384 15.4597 14227 3 447.5510 ‐0.5026
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLPGM 1250.0550 3943.8408 21.4803 9047 3 1315.2851 ‐0.5467



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 809.5244 LVVHITK 16885.0400 809.5248 18.5094 5689 2 405.2660 ‐0.1769
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 824.0670 3324.5869 20.0293 7297 4 831.9022 2.30
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 277.8508 2582.2549 23.4928 1999 3 861.4232 ‐8.8177
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1135.6358 KFVESLGVEK 3270.0990 1135.6353 21.0785 18157 2 568.3213 ‐0.8620
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2712.2244 QTDGDRWRGLAYDTSDDQQDITR 566.7139 2712.2433 38.8475 2637 3 904.7526 6.69
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 696.4403 VVHITK 97.8182 696.4367 17.5214 22652 1 696.4367 ‐4.6702
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 563.3300 FGALR 192.9507 563.3290 24.1491 18712 1 563.3290 ‐1.4122
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 798.5084 LTLPNIK 2120.8330 798.5085 19.2577 5630 1 798.5085 0.7227
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1009.5564 IKDEDIVTL 143.3545 1009.5545 25.9437 3594 2 505.2809 ‐2.4520
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 597.3719 VHITK 15492.4800 597.3723 18.5044 3284 1 597.3723 1.1140
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1030.5065 WAPTREDR 646.2669 1030.5064 15.4605 2591 2 515.7568 ‐0.5902
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 877.4084 MEQENVK 163.1717 877.4056 29.7516 2339 1 877.4056 ‐2.5060
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 941.4435 GDANADAIGR 251.0227 941.4387 33.1435 2285 1 941.4387 ‐4.3530
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 Carbamidomethyl+C(1) 850.4162 CELVMAK 8120.8670 850.4170 25.3237 2230 1 850.4170 1.93
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 885.4564 DEDIVTLV 95.4125 885.4583 23.9180 1731 1 885.4583 2.12
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1567.8115 TGNDFSTLYAPLIR 260.6439 1567.8191 21.2969 1688 3 523.2779 4.87
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1457.7206 NPTNVQLPGMYNK 206.9538 1457.7148 21.9228 1453 2 729.3611 ‐4.0976
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 956.5928 LILGIWGGK 305.2088 956.5939 21.6822 1344 1 956.5939 2.0084
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 959.4541 GDANADAIGR 900.3286 959.4546 31.7355 1105 1 959.4546 1.54
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1582.8013 QFPGQSIDFFGALR 233.6204 1582.8012 21.3304 1054 2 791.9042 ‐0.0897
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1290.6477 PGQSIDFFGALR 138.3293 1290.6497 23.5407 1034 2 645.8285 1.53
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 793.3992 YWAPTR 102.4622 793.4004 16.3131 1029 1 793.4004 2.79
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 458.2398 NFLT 67.1443 458.2377 17.2514 980 1 458.2377 ‐4.4790
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1148.5695 FINDLDAGAGR 521.9861 1148.5668 31.9136 912 1 1148.5668 ‐1.2679
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1293.5553 DTSDDQQDITR 509.9816 1293.5513 21.0432 837 1 1293.5513 ‐1.8633
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 1374.6399 DGFYIAPAFMDK 113.2606 1374.6473 20.4901 836 2 687.8273 5.1662
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 35281.2100 48785.7367 91 68.93 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 5134.9270 2367.0081 24.4160 13773 2 1184.0077 ‐1.5063
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 139624.3000 2304.0673 33.0139 125431 2 1152.5373 1.0045
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 87348.8300 2347.1910 32.1481 112489 3 783.0685 0.1529
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1780.8098 EGPPVFEQPEMTYEK 161795.1000 1780.8105 27.0552 102311 2 890.9089 0.4703
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 105538.1000 1212.5752 25.3288 80269 2 606.7912 ‐0.6635
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1927.8962 LMEYGNMLVMEQENVK 1398.5970 1927.9011 31.1935 16581 2 964.4542 2.20
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 809.5244 LVVHITK 26864.0600 809.5248 18.5094 5689 2 405.2660 ‐0.6839
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1135.6358 KFVESLGVEK 3533.2350 1135.6353 21.0785 18157 2 568.3213 ‐1.1956
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 761.4040 ESLGVEK 1056.3170 761.4045 22.0629 4371 1 761.4045 1.1206
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 597.3719 VHITK 22845.0300 597.3723 18.5044 3284 1 597.3723 1.1637
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 498.3035 HITK 7543.8410 498.3033 18.5064 2384 1 498.3033 ‐0.0210
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 877.4084 MEQENVK 73.6812 877.4056 29.7516 2339 1 877.4056 ‐2.7427
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 941.4435 GDANADAIGR 213.5189 941.4387 33.1435 2285 1 941.4387 ‐4.6553
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 Carbamidomethyl+C(1) 850.4162 CELVMAK 6093.9550 850.4170 25.3237 2230 1 850.4170 1.02
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1342.6710 QAALGDANADAIGR 439.8290 1342.6646 33.0931 2204 2 671.8359 ‐5.2365
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1445.7635 VQLAETYLSQAALG 293.7820 1445.7635 30.3741 1665 2 723.3854 ‐0.3133
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 740.3470 MGINPIM 243.0908 740.3505 33.6432 1376 1 740.3505 5.96
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 959.4541 GDANADAIGR 678.6324 959.4546 31.7355 1105 1 959.4546 1.0547
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1072.5382 LGDANADAIGR 230.7165 1072.5345 32.1464 1024 1 1072.5345 ‐2.9041
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 23883.1800 48785.7367 91 68.93 None 1148.5695 FINDLDAGAGR 257.2779 1148.5668 31.9136 912 1 1148.5668 ‐1.7820
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 35088.5700 2150.1278 21.5867 141972 2 1075.5675 ‐1.7728
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1152.7139 VPLILGIWGGK 55481.8000 1152.7138 21.6824 76149 2 576.8605 ‐0.0984
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 20010.0700 2823.4548 24.0891 74489 3 941.8231 0.4877
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1059.6197 NFLTLPNIK 17477.2100 1059.6176 19.2533 67956 2 530.3124 ‐1.9543
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2083.9973 LMEYGNMLVMEQENVKR 12032.4000 2083.9953 17.8778 44071 3 695.3366 ‐0.8288
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 40534.8100 2384.0353 22.9842 43680 2 1192.5213 ‐1.8896
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 940.4676 FYWAPTR 3340.4600 940.4663 16.3194 19396 2 470.7368 ‐1.2647
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1340.6382 FYWAPTREDR 2014.5320 1340.6384 15.4597 14227 3 447.5510 ‐0.5666
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2347.1888 VQLAETYLSQAALGDANADAIGR 1191.7830 2347.1902 19.0198 9218 3 783.0682 1.0525
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTNVQLPGM 1132.4900 3943.8408 21.4803 9047 3 1315.2851 1.52
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQGLR 949.2702 3324.5869 20.0293 7297 4 831.9022 2.30
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 3687.8760 1212.5734 16.2606 3810 2 606.7903 ‐1.4225
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1780.8098 EGPPVFEQPEMTYEK 914.7475 1780.8097 16.9220 1825 2 890.9085 ‐0.1039
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 284.6941 2582.2549 23.4928 1999 3 861.4232 ‐7.9107
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1409.7423 NDFSTLYAPLIR 254.2542 1409.7365 19.0370 5282 2 705.3719 ‐4.1027
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 798.5084 LTLPNIK 2096.6410 798.5082 19.2519 4568 1 798.5082 0.5697
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 844.4272 APTREDR 69.8039 844.4286 17.5718 3093 1 844.4286 2.33
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1030.5065 WAPTREDR 682.8412 1030.5064 15.4605 2591 2 515.7568 0.0058
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1053.6455 PLILGIWGGK 943.8940 1053.6451 21.6808 2031 2 527.3262 ‐0.2929
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 Carbamidomethyl+C(5) 1581.7618 VPIICTGNDFSTLY 500.8915 1581.7654 21.5648 1740 2 791.3863 2.27
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 956.5928 LILGIWGGK 217.0577 956.5939 21.6822 1344 1 956.5939 2.27
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1582.8013 QFPGQSIDFFGALR 441.9026 1582.8012 21.3304 1054 2 791.9042 ‐0.0188
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 793.3992 YWAPTR 132.8455 793.4004 16.3131 1029 1 793.4004 2.40
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 1322.6276 FYWAPTREDR 126.0408 1322.6316 18.3040 6829 2 661.8194 2.96
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 922.4570 FYWAPTR 71.1367 922.4536 17.8304 1509 1 922.4536 ‐2.5792
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 5399.5740 2367.0081 24.4160 13773 2 1184.0077 ‐2.1810
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 Carbamidomethyl+C(5) 2133.1049 VPIICTGNDFSTLYAPLIR 217.7287 2133.1061 19.0995 4922 2 1067.0567 0.4705
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 7138.4600 48785.7367 91 68.93 None 2565.2508 DEDIVTLVDQFPGQSIDFFGALR 339.0162 2565.2567 24.9496 1443 2 1283.1320 2.25
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 17337.3700 1903.8750 28.2509 18618 3 635.2965 ‐0.0456
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 1927.8556 EADVDGDGQINYEEFVK 7006.2040 1927.8582 28.6498 14689 2 964.4327 1.94
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 1568.7075 DTDSEEELKEAFR 8325.0070 1568.7080 24.7474 11875 3 523.5742 ‐0.2295
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 1827.8429 MKDTDSEEELKEAFR 2002.8150 1827.8437 23.7608 6499 3 609.9527 ‐0.0553



NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGTIDFPEFLNLM 160.6023 4064.9797 40.1821 845 3 1355.6648 23.7091
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 1398.6536 GDGQINYEEFVK 241.4453 1398.6514 28.9187 1141 2 699.8294 ‐1.7522
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 1352.6329 DSEEELKEAFR 3510.1310 1352.6345 24.7449 1077 2 676.8209 0.9353
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 Carbamidomethyl+C(10) 1556.7261 SLFDKDGDGCITTK 989.8380 1556.7316 28.2473 932 2 778.8695 3.84
NP_850344.1 calmodulin 2 Arabidopsis thaliana 3745.3050 16876.7423 11 57.72 None 892.4887 ELKEAFR 314.1119 892.4890 25.0089 762 2 446.7481 ‐0.3520
NP_850344.1 calmodulin 2 Arabidopsis thaliana 1880.7230 16876.7423 11 57.72 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 16483.9800 1903.8750 28.2509 18618 3 635.2965 ‐0.3485
NP_850344.1 calmodulin 2 Arabidopsis thaliana 1880.7230 16876.7423 11 57.72 Carbamidomethyl+C(10) 1556.7261 SLFDKDGDGCITTK 237.4812 1556.7210 29.7382 1158 2 778.8642 ‐3.4767
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 None 1359.7227 VNVDTVLSAAQSR 747.5872 1359.7302 27.3626 18156 2 680.3687 5.0414
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 Carbamidomethyl+C(8) 1405.6668 EVYSSVLCAYSK 870.3773 1405.6688 23.7593 2938 2 703.3380 0.9943
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 None 1231.6681 SAGIEFEPLIR 881.2294 1231.6539 26.3248 9538 2 616.3306 ‐12.1938
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 Carbamidomethyl+C(4) 2558.1360 MAGCEPDVIAYTSMLHAYNASEK 318.4416 2558.1706 37.3797 3548 3 853.3950 12.12
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 None 1923.9593 LGQSSQALDLFNSMREK 826.6521 1923.9461 29.8600 1816 2 962.4767 ‐6.5356
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 Carbamidomethyl+C(13) 2269.1282 QNGIIPDVVSYTCLLNSYGR 773.9328 2269.1475 31.0966 1269 3 757.0540 7.14
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 None 1081.5524 VNVDTVLSAAQ 284.2340 1081.5510 26.7843 2802 2 541.2791 ‐2.1358
NP_850357.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 97.6758 77403.2256 8 3.66 None 1342.6961 VNVDTVLSAAQSR 300.8936 1342.6973 27.6068 1306 3 448.2373 0.2272
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 964.5098 VLDVYEAR 50925.7000 964.5085 21.0217 62235 2 482.7579 ‐1.9315
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1881.8721 GMFGMTTDPAAVQELEGK 21465.1500 1881.8765 32.6131 23583 2 941.4419 2.27
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1475.7563 DLQFELIPVDMR 87361.1100 1475.7570 37.0137 20225 2 738.3822 0.3487
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 936.5401 VLATLYEK 6539.3220 936.5378 21.6951 13947 2 468.7726 ‐2.9743
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1544.7479 AITQYLAEEYSEK 12721.8500 1544.7495 27.0586 13189 2 772.8784 0.9611
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 2233.0884 ATTNVWLQVEGQQFDPNASK 1517.1620 2233.0919 31.3438 10104 3 745.0355 1.83
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1286.6344 VHGVPMSTATMR 16669.6900 1286.6361 19.6766 4112 2 643.8217 1.0015
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1858.9069 AITQYLAEEYSEKGEK 18183.8000 1858.9068 25.3735 18054 3 620.3071 ‐0.4827
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 Carbamidomethyl+C(22) 2703.3182 AITQYLAEEYSEKGEKLISQDCK 234.5359 2703.3398 23.8683 3016 3 901.7848 7.81
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1050.5071 GVPMSTATMR 162.1779 1050.5025 18.6417 3138 1 1050.5025 ‐3.4175
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 724.3876 ATLYEK 8248.5950 724.3864 21.6908 2567 1 724.3864 ‐1.1269
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1693.8102 FGMTTDPAAVQELEGK 864.0634 1693.8090 34.2146 1650 2 847.4081 ‐0.6925
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 1445.6795 YLAEEYSEKGEK 230.0456 1445.6816 27.4872 1385 2 723.3444 1.87
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 837.4716 LATLYEK 158.9412 837.4691 21.2709 1320 2 419.2382 ‐3.7529
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9080.6010 29288.6628 31 38.40 None 778.3730 FDPNASK 142.7727 778.3693 29.4058 1180 1 778.3693 ‐4.1899
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 964.5098 VLDVYEAR 33692.6800 964.5085 21.0217 62235 2 482.7579 ‐2.3562
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1881.8721 GMFGMTTDPAAVQELEGK 15396.3900 1881.8765 32.6131 23583 2 941.4419 2.62
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1475.7563 DLQFELIPVDMR 104176.3000 1475.7570 37.0137 20225 2 738.3822 0.1961
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 936.5401 VLATLYEK 5861.6390 936.5378 21.6951 13947 2 468.7726 ‐3.4138
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1544.7479 AITQYLAEEYSEK 16132.4200 1544.7495 27.0586 13189 2 772.8784 0.8452
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 2233.0884 ATTNVWLQVEGQQFDPNASK 1690.1320 2233.0919 31.3438 10104 3 745.0355 0.8280
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1286.6344 VHGVPMSTATMR 25004.2300 1286.6361 19.6766 4112 2 643.8217 0.7482
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1858.9069 AITQYLAEEYSEKGEK 9815.7720 1858.9068 25.3735 18054 3 620.3071 ‐0.7628
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 637.3304 VYEAR 8041.5260 637.3293 20.9844 3052 1 637.3293 ‐1.2334
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 538.2620 YEAR 4783.9400 538.2617 21.0325 2821 1 538.2617 ‐0.0774
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 724.3876 ATLYEK 7284.0090 724.3864 21.6908 2567 1 724.3864 ‐1.2072
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1693.8102 FGMTTDPAAVQELEGK 687.6069 1693.8090 34.2146 1650 2 847.4081 ‐0.7292
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1445.6795 YLAEEYSEKGEK 107.0175 1445.6816 27.4872 1385 2 723.3444 1.1101
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 837.4716 LATLYEK 134.2975 837.4691 21.2709 1320 2 419.2382 ‐4.2451
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 778.3730 FDPNASK 107.4480 778.3693 29.4058 1180 1 778.3693 ‐4.3253
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 9323.5850 29288.6628 31 38.40 None 1526.7373 AITQYLAEEYSEK 244.3783 1526.7362 29.3509 2180 2 763.8718 ‐0.9525
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 6139.1500 2385.1072 23.2827 29082 2 1193.0572 0.7774
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 41389.8000 1782.7971 25.4012 27796 2 891.9022 0.5302
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 37161.1500 2043.0133 19.2025 26047 3 681.6760 0.4165
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1906.0433 EAVNVSLANLLTYPFVR 48282.0200 1906.0421 23.8149 24818 2 953.5247 ‐0.3986
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16936.6300 1652.8787 24.2554 21976 3 551.6311 ‐0.6158
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 41130.3400 1235.5178 23.3609 21192 2 618.2625 ‐0.8167
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1019.5408 AFDPVETIK 10844.7500 1019.5402 24.9908 18717 2 510.2738 ‐1.0791
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1245.6296 NIANMVPPFDK 41694.9300 1245.6304 29.2634 17335 2 623.3188 0.2900
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1468.7318 YETNPALYGELAK 15607.2900 1468.7323 25.6729 16675 2 734.8698 0.1224
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 948.4462 GGYYDFVK 7949.0230 948.4449 24.2895 9550 2 474.7261 ‐1.9003
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1660.9057 YGGVGAAIEYAVLHLK 3222.8860 1660.9079 23.1814 9153 3 554.3075 0.7785
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1409.6795 GTEAYDEAIEALK 331.1304 1409.7138 24.1232 3175 2 705.3605 24.1400
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1725.8694 EKYETNPALYGELAK 11411.1000 1725.8679 24.1391 26350 3 575.9608 ‐1.3376
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(2)
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 591.3613 AFVVR 170.6331 591.3581 16.6819 11645 1 591.3581 ‐5.0425
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1104.5572 AYDEAIEALK 167.3485 1104.5535 22.1640 4657 2 552.7804 ‐3.8181
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 174.1187 1197.6466 23.6836 3143 2 599.3270 4.28
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 508.2766 DFVK 44.4632 508.2788 25.4651 2809 1 508.2788 4.77
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1692.7574 GLMSFPLDGNNSTDFI 291.6458 1692.7584 22.9024 2047 2 846.8828 0.5936
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 929.2141 1424.7704 24.2536 1273 2 712.8888 1.13
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 843.5087 YAVLHLK 182.5793 843.5098 21.6943 1130 1 843.5098 1.91
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(3) 842.3462 FACSDSR 1589.0480 842.3466 23.3664 1098 1 842.3466 1.1423
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(4) 941.4146 VFACSDSR 313.5999 941.4122 23.3669 795 1 941.4122 ‐1.7892
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 344.5478 1634.8753 23.3966 4548 2 817.9413 4.41
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1391.6689 GTEAYDEAIEALK 411.4968 1391.6696 24.9426 1217 2 696.3384 0.2381
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1642.8952 YGGVGAAIEYAVLHLK 551.5312 1642.8951 20.7977 1010 3 548.3032 ‐0.5470
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 14589.4700 29846.1815 50 62.96 None 1228.6031 NIANMVPPFDK 227.1307 1228.6032 30.5476 1862 2 614.8052 ‐0.2885
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 26083.2000 1782.7971 25.4012 27796 2 891.9022 0.5409
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 19950.9300 1652.8787 24.2554 21976 3 551.6311 ‐0.7910
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 57472.3000 1235.5178 23.3609 21192 2 618.2625 ‐1.0971
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 1019.5408 AFDPVETIK 7401.8170 1019.5402 24.9908 18717 2 510.2738 ‐1.4744
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 1245.6296 NIANMVPPFDK 40841.1200 1245.6304 29.2634 17335 2 623.3188 0.0149
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 1468.7318 YETNPALYGELAK 19294.9600 1468.7323 25.6729 16675 2 734.8698 ‐0.0340



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 948.4462 GGYYDFVK 2387.1790 948.4449 24.2895 9550 2 474.7261 ‐2.3335
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 1660.9057 YGGVGAAIEYAVLHLK 540.9323 1660.8855 28.9136 1124 2 830.9464 ‐12.2156
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 192.1851 1197.6466 23.6836 3143 2 599.3270 4.1122
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 508.2766 DFVK 32.4669 508.2788 25.4651 2809 1 508.2788 4.85
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(3) 842.3462 FACSDSR 1635.0550 842.3466 23.3664 1098 1 842.3466 0.9415
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 984.4971 NIANMVPPF 215.7825 984.5014 29.2158 894 2 492.7544 3.74
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(4) 941.4146 VFACSDSR 463.0218 941.4122 23.3669 795 1 941.4122 ‐2.0914
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 342.9413 1634.8753 23.3966 4548 2 817.9413 4.1562
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 7798.9800 29846.1815 50 62.96 None 1228.6031 NIANMVPPFDK 190.4095 1228.6032 30.5476 1862 2 614.8052 ‐0.5726
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 9018.5070 2385.1072 23.2827 29082 2 1193.0572 0.0854
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 23559.1400 2043.0133 19.2025 26047 3 681.6760 0.9018
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 1906.0433 EAVNVSLANLLTYPFVR 37901.3600 1906.0421 23.8149 24818 2 953.5247 ‐0.6351
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 1245.6296 NIANMVPPFDK 4886.8710 1245.6291 17.9621 19423 2 623.3182 ‐0.3742
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 1660.9057 YGGVGAAIEYAVLHLK 309.6918 1660.9022 22.2596 2921 2 830.9547 ‐2.1582
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 1409.6795 GTEAYDEAIEALK 166.3032 1409.7138 24.1232 3175 2 705.3605 24.3755
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 591.3613 AFVVR 124.8043 591.3581 16.6819 11645 1 591.3581 ‐5.0994
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 4883.8850 29846.1815 50 62.96 None 1018.5026 ANMVPPFDK 531.9375 1018.5016 17.9546 1255 1 1018.5016 0.3235
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1658.8285 YGAGIGPGVYDIHSPR 37697.7200 1658.8271 24.7904 48713 3 553.6139 ‐1.4158
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1411.7904 GGIGVIQIDEAALR 132059.2000 1411.7911 31.4634 41248 2 706.3992 0.3452
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1096.5786 YLFAGVVDGR 53433.4300 1096.5770 17.8210 35120 2 548.7921 ‐1.9271
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1181.6313 GVTAFGFDLVR 62013.7800 1181.6318 20.0859 30384 2 591.3196 0.0294
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1199.5732 FALESFWDGK 7477.6810 1199.5748 20.2857 29181 2 600.2910 1.0000
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 11937.4400 2213.1410 22.3122 25729 2 1107.0741 ‐1.6865
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1235.5759 GNASVPAMEMTK 42986.1900 1235.5770 21.0900 23528 2 618.2921 0.5365
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 2310.3068 LNLPILPTTTIGSFPQTVELR 13122.8700 2310.3025 22.3731 21745 2 1155.6549 ‐1.3073
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 734.4559 LLSVFR 3019.3600 734.4547 16.9068 2674 1 734.4547 ‐1.1016
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1116.5531 IPSTDEIADR 2322.5850 1116.5514 19.5602 6873 2 558.7793 ‐2.0309
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 2655.4352 NIWANDLAASLITLQSLEGVVGKDK 597.2319 2655.4046 24.2933 1281 3 885.8064 ‐11.6614
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 2641.9420 2438.4047 21.2937 15673 3 813.4731 1.0007
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 2754.3554 ALAGQTNESFFTANADALSSRRSSPR 1194.9810 2754.3612 21.5438 1769 3 918.7919 2.0263
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1294.6889 ISEEDYVKAIK 554.7415 1294.6978 27.5073 1327 2 647.8526 6.15
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 508.2878 SVFR 272.9769 508.2867 16.8963 3178 1 508.2867 ‐1.9538
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 Carbamidomethyl+C(12) 1798.9157 LEQNILWVNPDCGLK 266.0191 1798.9195 20.2329 2449 3 600.3114 1.20
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1140.5796 PGVYDIHSPR 98.6415 1140.5840 24.5839 2311 1 1140.5840 4.34
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 906.4163 STDEIADR 197.0834 906.4192 18.3579 1896 1 906.4192 3.99
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1003.4691 PSTDEIADR 149.5081 1003.4721 18.3706 1661 1 1003.4721 3.13
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1246.6790 IGSFPQTVELR 509.0363 1246.6790 22.9136 1539 2 623.8431 ‐0.3488
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 739.3410 SFWDGK 123.3877 739.3375 20.1810 952 1 739.3375 ‐4.1268
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1028.5735 IQIDEAALR 1309.6400 1028.5776 31.4632 853 1 1028.5776 4.90
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 933.5152 LFAGVVDGR 604.0285 933.5193 17.8136 833 1 933.5193 5.1680
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 6297.7170 84926.1401 45 25.10 None 1217.5653 GNASVPAMEMTK 281.8388 1217.5602 19.7167 1021 2 609.2837 ‐4.5734
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1096.5786 YLFAGVVDGR 44156.8000 1096.5770 17.8210 35120 2 548.7921 ‐1.3940
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1181.6313 GVTAFGFDLVR 41779.0700 1181.6318 20.0859 30384 2 591.3196 0.4817
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1199.5732 FALESFWDGK 8653.9180 1199.5748 20.2857 29181 2 600.2910 1.52
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 15399.7200 2213.1410 22.3122 25729 2 1107.0741 ‐2.2150
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2310.3068 LNLPILPTTTIGSFPQTVELR 6549.8490 2310.3025 22.3731 21745 2 1155.6549 ‐1.9282
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 1219.3840 2300.2091 22.7071 13389 3 767.4079 ‐2.8739
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2427.2013 AAGASWIQLDEPLFVMDLEGHK 1698.5120 2427.2000 22.6750 3626 3 809.7382 0.0317
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1411.7904 GGIGVIQIDEAALR 1514.2720 1411.7898 18.8553 2991 2 706.3986 ‐0.3424
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 734.4559 LLSVFR 6260.4130 734.4547 16.9068 2674 1 734.4547 ‐0.9935
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1790.9622 GMLTGPVTILNWSFVR 1590.6630 1790.9634 23.7076 5110 2 895.9854 0.6661
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2207.0808 WFDTNYHYIVPELGPEVK 2098.5230 2207.0573 19.6193 4116 3 736.3573 ‐10.3133
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2171.0363 ALAGQTNESFFTANADALSSR 658.4824 2171.0118 22.7778 3695 2 1086.0095 ‐11.3752
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 1772.6290 2438.4047 21.2937 15673 3 813.4731 1.53
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1553.8533 SLLHTAVDLINETK 587.0781 1553.8559 22.7825 6678 2 777.4316 1.54
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 673.3628 AGVVDGR 12041.2100 673.3610 17.8295 3997 1 673.3610 ‐2.1103
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 508.2878 SVFR 427.6656 508.2867 16.8963 3178 1 508.2867 ‐2.1065
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 706.3883 GFDLVR 120.4391 706.3898 20.0563 2664 1 706.3898 2.44
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 987.4854 TANADALSSR 422.1407 987.4845 24.6975 1704 1 987.4845 0.3383
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 1507.7977 MLAVLEQNILWVN 850.9469 1507.7967 23.8471 1517 2 754.4020 ‐0.6602
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2409.1907 AAGASWIQLDEPLFVMDLEGHK 231.8392 2409.1853 21.5430 2533 2 1205.0963 ‐2.3729
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 2113.2120 84926.1401 45 25.10 None 2154.0098 ALAGQTNESFFTANADALSSR 176.7352 2154.0107 25.1076 1310 2 1077.5090 0.3400
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 2251.1129 LEEYVEIPSDSGISFNVQPK 18034.7800 2251.1115 32.5069 10833 2 1126.0594 ‐0.1240
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 986.5881 LVDLALASGK 4983.8350 986.5863 16.2799 6549 2 493.7968 ‐2.3198
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 2719.2489 AHGTAVGLPSEDDMGNSEVGHNALGAGR 4720.4230 2719.2404 24.1867 4505 4 680.5656 ‐3.1043
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 1001.4938 YISQSFEK 7904.0670 1001.4932 18.3589 3673 2 501.2502 ‐1.1943
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 1407.7015 GWDAQVLGEAPHK 4734.9700 1407.6789 24.3128 8800 2 704.3431 ‐16.3177
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1207.8050 60934.9776 6 14.11 None 1818.8691 GIYVVTADHGNAEDMVK 344.7283 1818.9132 33.2389 947 2 909.9602 24.3784
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQGIK 15174.6500 3655.8797 22.4002 39164 4 914.7254 0.0612
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1395.7301 IFGSDGSVITMLR 14656.0900 1395.7294 19.8020 34423 2 698.3683 ‐0.4657
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1820.9429 QTSPPFGLEAGTVFELK 6675.0390 1820.9452 20.8330 28537 2 910.9762 1.99
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1933.9502 TSDVIGSDEGTHFTLQVK 5170.0180 1933.9490 16.7573 12256 3 645.3212 ‐0.6220
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 2141.1277 IQLAAGIDGIQYVQFDYVK 665.9408 2141.0787 20.9378 4055 2 1071.0430 ‐22.9750
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1434.7587 VYVGQAQDGISAVK 917.8942 1434.7436 19.7124 3636 2 717.8755 ‐10.5006
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1335.6903 YVGQAQDGISAVK 258.2581 1335.6926 20.2084 2929 2 668.3499 1.41
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 732.4437 VITMLR 94.2607 732.4396 21.5926 2468 1 732.4396 ‐4.9536
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1407.7518 PFGLEAGTVFELK 218.2122 1407.7501 22.1761 2227 2 704.3787 ‐1.2367
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 506.2609 DYVK 35.4197 506.2623 18.8798 1945 1 506.2623 2.62
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 3443.7270 PADPFVINHPDEHLVSVEGWYSPEGIIQGIK 1404.5820 3443.7192 22.4167 1576 3 1148.5779 ‐0.5009



NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1041.5939 SPEGIIQGIK 77.5934 1041.5982 19.9574 984 2 521.3027 4.78
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1416.7482 VYVGQAQDGISAVK 211.6254 1416.7462 17.7311 1233 2 708.8768 ‐1.3305
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 3098.4290 32158.1143 14 38.26 None 1417.7322 VYVGQAQDGISAVK 197.3907 1417.7313 18.4014 1483 2 709.3693 ‐0.6094
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 7684.4790 2140.1096 17.5083 23486 3 714.0414 ‐2.6340
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 1586.8319 MGNITPLTGTQGQIR 9448.7850 1586.8308 24.8775 17807 2 793.9191 ‐0.7337
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 7021.6220 1211.5313 21.9366 12560 2 606.2693 0.9727
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 1345.6358 FFNAFVEAMNR 2508.0790 1345.6388 20.1350 11302 2 673.3230 1.58
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 986.4650 DAAPNANSAR 375.5156 986.4565 15.9583 762 2 493.7319 ‐9.1635
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 2129.0734 TEKDAAPNANSARGFPVIDR 1188.4220 2129.0748 21.0428 9626 2 1065.0410 1.0151
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 1140.7350 39360.3809 7 21.59 None 968.4544 DAAPNANSAR 278.5850 968.4578 16.2926 4546 2 484.7326 2.65
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 1747.8861 ELAQAYEVLSDPEKR 3262.5270 1747.8870 26.4246 5108 3 583.3005 0.0282
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 1443.6638 EIYDQYGEDALK 1952.1460 1443.6627 24.3438 4013 2 722.3350 ‐0.9792
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 929.5302 VLEVNVEK 2352.7150 929.5287 19.9942 3263 2 465.2680 ‐2.2442
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 2438.2449 SDNTKFYEILGVPKSASPEDLK 911.8510 2438.2259 18.2768 1917 3 813.4135 ‐8.0025
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 1725.8952 VLEVNVEKGMQHSQK 445.5857 1725.8836 27.0880 1184 3 575.9661 ‐7.2294
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 1298.6263 ELAQAYEVLSDP 422.5759 1298.6296 26.4002 5784 2 649.8184 2.02
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 265.8466 38188.0383 7 10.20 None 1425.6533 EIYDQYGEDALK 181.8043 1425.6601 23.1293 1205 2 713.3337 4.16
NP_850665.1 40S ribosomal protein S20 2 Arabidopsis thaliana 4713.6110 13807.1787 2 9.84 None 1318.7253 VIDLFSSPDVVK 47921.7100 1318.7241 19.1291 30209 2 659.8657 ‐1.1675
NP_850665.1 40S ribosomal protein S20 2 Arabidopsis thaliana 4713.6110 13807.1787 2 9.84 None 713.3828 SSPDVVK 170.3993 713.3858 21.0979 3156 1 713.3858 4.57
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 3214.3400 3136.5895 36.9256 47098 3 1046.2014 0.8315
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1750.9010 FADELIANAAYIGTPGK 49451.5900 1750.9014 18.9519 31746 2 875.9543 0.2550
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1332.7005 GILAADESTGTIGK 15884.6300 1332.6989 22.6588 23110 2 666.8531 ‐1.4965
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1309.6747 AKANSEATLGGYK 573.1808 1309.6856 18.3733 2966 2 655.3464 8.0460
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1225.7151 EAGVLPGIKVDK 4978.7880 1225.7140 17.0840 1710 2 613.3606 ‐1.2184
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 2689.3064 ANSEATLGGYKGDAQLGEGASESLHVK 2109.5480 2689.3281 23.4309 753 3 897.1142 7.53
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 945.4676 FADELIANA 185.2869 945.4706 17.3760 2119 2 473.2389 2.98
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1062.5578 ANAAYIGTPGK 251.7367 1062.5563 19.3681 2093 2 531.7818 ‐1.9205
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1095.5429 GEGASESLHVK 604.1362 1095.5463 22.3429 1640 1 1095.5463 4.1022
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 3220.1470 38915.2173 10 27.86 None 1532.7955 DELIANAAYIGTPGK 221.3813 1532.8003 17.5714 967 2 766.9038 2.79
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1556.8530 VSDIATVLQPGDTLK 11025.2000 1556.8534 29.2203 4987 2 778.9303 0.1702
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1223.5790 FVEVDEEQTK 4727.3740 1223.5797 18.3717 4066 2 612.2935 0.1586
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 Carbamidomethyl+C(11) 1620.7799 SSAYLSVEQACIHR 701.1699 1620.7785 22.9129 3569 3 540.9310 ‐1.3942
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1274.6587 TDANGALVDISAK 283.6893 1274.6358 18.1056 874 2 637.8215 ‐18.2589
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1806.9596 GTVFKTDANGALVDISAK 865.2576 1806.9504 21.1411 1703 2 903.9788 ‐4.9818
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 2508.3490 VSDIATVLQPGDTLKVMILSHDR 1562.0610 2508.3601 25.6325 1014 3 836.7916 4.26
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 Oxidation+M(20) 2636.3348 NFPQNKSASVSPTIVAAVAMSSGQTK 323.7700 2636.3382 21.9396 1166 3 879.4509 1.1485
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1080.5983 KVMILSHDR 211.0183 1080.5938 26.4997 3983 2 540.8005 ‐4.6226
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 None 1041.5575 ANGALVDISAK 357.1389 1041.5570 19.2137 1646 2 521.2821 ‐0.9836
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 543.6444 45338.6225 10 15.63 Oxidation+M(20) 2012.0270 NFPQNKSASVSPTIVAAVAM 255.2279 2012.0233 23.8741 797 3 671.3459 ‐2.2249
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1109.5950 LGEEGAPAIPR 94626.6200 1109.5950 21.4285 17485 2 555.3011 ‐0.4265
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1194.6001 TIEAYNIADGK 16072.7100 1194.5985 21.9188 17298 2 597.8029 ‐1.6995
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1516.7067 WAQLPDPGDNFEK 17949.9500 1516.7078 28.1101 16227 2 758.8575 0.5872
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1677.8006 SYDTVTSEWTFLTK 4821.0590 1677.8036 34.1022 12535 2 839.4054 1.99
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1042.5164 LDEVGGPEAR 43452.6400 1042.5161 16.1311 9821 2 521.7617 ‐0.8175
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1532.7703 WTEVETTGAKPSAR 20991.9300 1532.7726 17.6286 7462 3 511.5957 0.8739
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 990.5367 GGAGFAVVQGK 4053.5950 990.5350 19.9721 4225 2 495.7711 ‐2.3195
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 825.4618 IYIFGGR 3623.8430 825.4634 16.7767 1435 2 413.2353 1.20
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1177.5735 TIEAYNIADGK 600.0249 1177.5734 20.9670 3820 2 589.2904 ‐0.5015
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 8877.0370 28525.7349 10 34.87 None 1499.6801 WAQLPDPGDNFEK 313.0360 1499.6731 26.4992 1676 2 750.3402 ‐4.8419
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 354.4326 35741.1359 5 6.1 None 1197.5634 EIDEHLLAEE 8224.5150 1197.5633 24.8021 8222 2 599.2853 ‐0.4647
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 354.4326 35741.1359 5 6.1 None 901.4989 TEAPSLVGK 3306.1720 901.4995 17.8889 2326 2 451.2534 ‐0.0319
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 354.4326 35741.1359 5 6.1 None 600.3715 PSLVGK 183.3446 600.3714 18.4752 2757 1 600.3714 0.2029
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 354.4326 35741.1359 5 6.1 None 921.4676 EIDEHLLA 109.0068 921.4641 23.6226 1931 1 921.4641 ‐3.0222
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 354.4326 35741.1359 5 6.1 None 1050.5102 IDEHLLAEE 127.1900 1050.5058 24.4346 1579 1 1050.5058 ‐3.2477
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 Carbamidomethyl+C(7) 1236.5929 ETPAIVCFGDK 178.0163 1236.5992 26.5584 17024 2 618.8032 4.40
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1248.6834 YATPALLSADVK 3031.7400 1248.6788 27.1713 5407 2 624.8430 ‐4.3535
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 954.5295 ILTEFFGK 369.6772 954.5243 27.8775 4917 1 954.5243 ‐4.9196
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 2328.1500 ALSDAGLTVEDVHMVEVVGSGSR 1431.0810 2328.1488 31.5599 3575 3 776.7211 ‐1.3076
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1759.9225 REEFEEISIPILER 3575.1060 1759.9273 34.1059 3469 3 587.3140 2.0180
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1565.7628 AVEKEFEMALQDR 529.4690 1565.7682 29.6863 1217 2 783.3877 3.17
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 2281.0983 SGTFSIDVQYSDVNDLQAPPK 685.3313 2281.1489 30.5237 5132 3 761.0545 21.4154
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 Carbamidomethyl+C(12) 1953.9488 SVVGFDFGNENCLVAVAR 882.7451 1953.9850 35.0802 3977 2 977.4962 18.8988
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1496.7236 FIGTAGAASTMMNPK 463.1605 1496.7104 32.5043 2772 2 748.8588 ‐9.1113
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1330.6597 GIDVVLNDESNR 1252.4310 1330.6260 26.2197 1777 2 665.8166 ‐25.8763
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 2018.9706 FSIDVQYSDVNDLQAPPK 301.4656 2018.9685 30.5116 8078 2 1009.9879 ‐0.5833
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 Carbamidomethyl+C(6) 1107.5503 TPAIVCFGDK 548.8292 1107.5537 25.9660 3454 2 554.2805 2.14
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 Carbamidomethyl+C(10) 1749.8378 VGFDFGNENCLVAVAR 270.4865 1749.8327 32.9063 1996 2 875.4200 ‐2.8439
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 593.3293 ETPAIV 160.9565 593.3272 24.3977 1257 1 593.3272 ‐3.1870
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1139.5626 HMVEVVGSGSR 377.6561 1139.5624 30.1833 1129 2 570.2848 ‐0.9685
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 2263.0877 SGTFSIDVQYSDVNDLQAPPK 340.2584 2263.0790 31.2599 3673 3 755.0312 ‐4.6028
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 220.7026 92422.3667 36 11.19 None 1548.7363 AVEKEFEMALQDR 408.0740 1548.7293 28.1915 1228 2 774.8683 ‐4.6873
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 1496.7236 FIGTAGAASTMMNPK 5777.0240 1496.7257 16.0309 5173 2 748.8665 1.72
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(9)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 2745.3883 SLPFSVTEGPDGYPLIHANYLGEIR 1396.5500 2745.3831 21.6212 3468 3 915.7992 ‐0.9350
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 1768.8794 AFTPTQVMGMMLSNLK 419.4526 1768.8837 23.9701 3257 2 884.9455 2.93
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(14) 2101.0491 VLSANPMAPLNIECLMAEK 270.5478 2101.0307 23.4257 1663 2 1051.0190 ‐8.7927
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 1428.7369 ISTYTIGPFQSSK 170.8784 1428.7552 22.2373 1571 2 714.8812 12.98
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(9)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(24) 3203.5500 TDLPENDQLNVAFIDIGHASMQVCIAGFK 231.7706 3203.4792 20.9357 1458 3 1068.4979 ‐20.6242



NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 874.4629 IDVSQNAK 575.8018 874.4618 17.5720 1239 1 874.4618 ‐0.2102
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 1336.7260 ILTEFFGKEPR 165.4320 1336.7506 22.2968 938 2 668.8790 18.4816
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(19) 2832.3945 GIDVVLNDESNRETPAIVCFGDKQR 400.6579 2832.3908 21.3840 3765 3 944.8018 ‐0.2411
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(14)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(9) 1772.8861 NRETPAIVCFGDKQR 232.8726 1772.8867 20.0036 3163 2 886.9470 0.3270
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 836.4369 MMLSNLK 77.5542 836.4334 23.7432 1534 1 836.4334 ‐3.3045
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(14)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 818.4263 MMLSNLK 926.9583 818.4257 25.5903 1386 1 818.4257 0.0875
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 1553.7482 TDLPENDQLNVAFI 160.3460 1553.7462 19.6104 1325 2 777.3767 ‐1.2910
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 None 917.4839 ANYLGEIR 183.1134 917.4833 19.0739 1064 1 917.4833 0.3747
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 274.7585 92422.3667 36 11.19 Carbamidomethyl+C(9)
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1369.1740 38551.4378 1 4.91 None 1821.9534 GAELVLFPEGFIGGYPR 27866.7200 1821.9543 22.3693 18328 2 911.4808 0.4537
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1204.6783 TAGGLLLTETTK 42165.9100 1204.6770 24.6427 31562 2 602.8421 ‐1.5101
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1371.6427 YAGTEVEFNDVK 105498.1000 1371.6426 23.2185 24177 2 686.3249 ‐0.3083
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 9869.3600 2621.4248 17.9738 23884 3 874.4798 ‐0.4751
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1662.9313 ITPLPVSTGSTVLYSK 17786.5400 1662.9314 17.6455 23437 2 831.9694 0.1079
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 906.4601 ASDVMAILS 4032.6660 906.4613 31.3774 20876 1 906.4613 2.0923
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 5493.5150 2083.0904 28.4550 10818 3 695.0350 ‐0.9834
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1618.9050 IDITVPTGAQIIYSK 5918.6530 1618.9037 18.7616 9505 2 809.9555 ‐0.8460
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 3870.9870 2540.3167 35.0572 8514 4 635.8346 3.0420
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1588.7952 EDDIVGILETEDIK 2780.8000 1588.7984 34.0625 5161 2 794.9028 1.82
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1032.5936 GGLLLTETTK 4107.9720 1032.5921 24.6434 1351 1 1032.5921 ‐0.5417
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 961.4625 EVEFNDVK 160.3503 961.4587 21.2184 1322 2 481.2330 ‐4.5419
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1953.9988 PSTAQSKPQGGEVVAVGEGR 377.0267 1953.9918 19.1028 1221 3 652.0021 ‐4.0293
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 692.3825 LTETTK 199.9294 692.3817 23.0380 916 1 692.3817 ‐0.7120
NP_851045.1 chaperonin 20 Arabidopsis thaliana 10622.7500 26801.9082 14 52.96 None 1186.6678 TAGGLLLTETTK 346.1362 1186.6664 23.0901 892 2 593.8368 ‐1.5571
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 None 1052.5524 GFPISVYNR 7701.6670 1052.5515 16.7441 9453 2 526.7794 ‐1.3132
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 None 1109.6426 LPANLVQAQR 3363.4900 1109.6424 21.0832 9408 2 555.3248 ‐0.6146
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 None 1452.6853 VKDDYGDGELVDK 1199.1680 1452.6871 18.8231 2767 3 484.9005 0.6232
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 None 1982.1103 IGLAGLAVMGQNLALNIADK 929.9824 1982.1116 23.4133 1602 2 991.5594 0.9097
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 Carbamidomethyl+C(3) 1376.7468 GGCIIRAVFLDR 4574.1090 1376.7504 21.3321 7131 2 688.8788 2.60
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 282.0340 53659.8681 6 9.3 None 848.4625 PISVYNR 1730.1920 848.4622 16.7186 1175 1 848.4622 0.3657
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 None 1532.8319 VLEQLSGQTPVFSK 27655.5500 1532.8309 16.7997 18312 2 766.9191 ‐0.7379
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 None 1089.5973 AMQLLESGLK 18265.4300 1089.5964 27.0493 11506 2 545.3019 ‐1.2310
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 None 935.5197 YEGVILNK 5831.5420 935.5184 20.4871 8382 2 468.2629 ‐1.9032
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 Carbamidomethyl+C(3) 981.5186 IACYVTVR 3601.6640 981.5189 20.6364 7929 2 491.2631 ‐0.2649
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 None 643.4137 GVILNK 143.0849 643.4113 22.3197 1402 1 643.4113 ‐3.4101
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 3751.7310 19946.0262 11 23.26 None 1071.5867 AMQLLESGLK 175.1334 1071.5826 27.3504 2627 2 536.2949 ‐4.3443
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1017.8280 19946.0262 11 23.26 None 1089.5973 AMQLLESGLK 10350.2500 1089.5964 27.0493 11506 2 545.3019 ‐1.5890
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1017.8280 19946.0262 11 23.26 None 935.5197 YEGVILNK 3831.7420 935.5184 20.4871 8382 2 468.2629 ‐2.3432
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1017.8280 19946.0262 11 23.26 Carbamidomethyl+C(3) 981.5186 IACYVTVR 5113.7410 981.5189 20.6364 7929 2 491.2631 ‐0.6805
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1017.8280 19946.0262 11 23.26 None 643.4137 GVILNK 191.3001 643.4113 22.3197 1402 1 643.4113 ‐3.4075
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1017.8280 19946.0262 11 23.26 None 1071.5867 AMQLLESGLK 224.9440 1071.5826 27.3504 2627 2 536.2949 ‐4.7119
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 337.7658 30293.8839 3 12.46 None 1661.9109 SDIIVSPSILSANFAK 2818.9920 1661.9121 20.0973 10151 2 831.4597 0.7323
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 337.7658 30293.8839 3 12.46 None 1986.9920 GVNPWIEVDGGVTPANAYK 2621.4900 1986.9965 31.1052 5793 2 994.0019 2.48
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 337.7658 30293.8839 3 12.46 None 663.3461 PANAYK 106.8823 663.3435 31.9962 1391 1 663.3435 ‐3.3879
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1708.9421 IAWEEPFGPVVPVLR 5141.4170 1708.9430 21.9722 2897 2 854.9751 0.5327
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1659.8874 VVLVMESVADELVEK 2346.1920 1659.8920 36.6458 2767 2 830.4497 2.44
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVMDAK 908.1285 3319.6262 25.1333 1947 3 1107.2136 0.5140
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1821.9011 DSGIGSQGVTNSINLMTK 1025.2620 1821.9041 23.6751 1187 2 911.4557 1.11
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 None 1344.7014 AGMIPLQMELGGK 1122.5790 1344.6672 25.5703 835 1 1344.6672 ‐24.1361
NP_973526.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis  351.6582 53744.7642 6 20.56 Carbamidomethyl+C(16) 2441.1613 DSVTEVVRSGDLISYCAEEGVR 1451.9640 2441.1651 29.2175 1093 3 814.3932 1.98
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 285.1105 24619.0663 3 12.44 None 1355.6875 LMETVSSLYQGK 3581.8000 1355.6897 16.4237 4193 2 678.3485 1.77
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 285.1105 24619.0663 3 12.44 None 1586.8458 GIGEAVVEELAMLGAK 1105.7980 1586.8496 42.0156 3874 2 793.9284 2.13
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 285.1105 24619.0663 3 12.44 None 1464.7515 WSLGGMTALVTGGSK 231.6992 1464.7752 20.5139 7189 2 732.8912 15.9948
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 922.4516 LSELGFADA 25044.3400 922.4518 28.5358 40231 1 922.4518 0.6195
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 1101.6150 EGLLQLVSDK 27321.1000 1101.6163 30.8583 28540 2 551.3118 0.3159
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 2064.8644 YAADEDAFFADYAEAHMK 38650.2100 2064.8683 31.1028 27178 3 688.9610 1.1680
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 1858.0168 ELLSGEKEGLLQLVSDK 9740.9240 1858.0192 32.8735 23282 3 620.0113 0.5731
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 48402.8200 960.4757 19.2796 22564 2 480.7415 ‐0.7358
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 8225.2930 1635.7327 22.6387 15861 3 545.9157 ‐1.0745
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 923.4404 TGGPFGTMR 2904.9370 923.4389 21.1224 13676 2 462.2231 ‐2.6033
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 615.3647 PIMVR 6351.1210 615.3652 19.2819 2427 1 615.3652 1.11
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 822.3927 GGPFGTMR 630.5504 822.3909 21.1203 1485 1 822.3909 ‐1.6636
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 686.4018 APIMVR 1354.6900 686.4014 19.2804 1286 1 686.4014 ‐0.0931
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 1830.7639 ADEDAFFADYAEAHMK 4325.8990 1830.7697 31.0941 890 2 915.8885 3.02
NP_973786.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7553.7230 27846.3943 12 30.00 None 904.4411 LSELGFADA 347.5472 904.4415 28.7888 1122 1 904.4415 0.8985
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1523.8580 LGPNYLQLPVNAPK 78825.0900 1523.8564 18.4110 67862 2 762.4318 ‐1.2132
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1136.6786 APGVQTPVIVR 51045.7000 1136.6778 23.0273 63046 2 568.8425 ‐1.1791
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1525.8261 GPVLLEDYHLIEK 64267.2400 1525.8262 30.3162 46815 3 509.2803 ‐0.4794
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1632.9108 IWPEDILPLQPVGR 28048.2400 1632.9117 21.6943 44944 2 816.9595 0.5083
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1305.6797 VPTPTNSYTGIR 6110.4340 1305.6769 20.9700 23487 2 653.3421 ‐2.5113
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1715.8024 DLHDAIASGNYPEWK 27608.2900 1715.8024 27.4222 21430 3 572.6056 ‐0.5134
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1875.0123 DGIQFPDVVHALKPNPK 10264.6900 1875.0129 18.4605 20792 3 625.6758 ‐0.1023
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1070.5265 IFAYGDTQR 18520.8000 1070.5262 20.1823 18197 2 535.7668 ‐0.7832
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1109.5374 TNIQEYWR 25983.8500 1109.5371 24.5967 17647 2 555.2722 ‐0.7637
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1257.5634 DEEINYYPSK 64410.8600 1257.5641 20.5214 13960 2 629.2857 0.2351
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 2763.3390 2242.0632 21.6358 9949 3 748.0259 1.67
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 4299.8530 3306.5794 24.1283 8114 3 1102.8646 ‐1.2856



NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1177.6072 VVGGANHSHATK 417.7752 1177.6289 20.1087 3291 2 589.3181 17.9594
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 24710.9500 2700.2770 37.7212 48207 3 900.7638 0.6559
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(7) 2174.0699 FHWKPTCGIKNLTDEEAK 791.9563 2174.0911 21.1475 7685 3 725.3686 9.92
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1871.8810 DEEINYYPSKFDPVR 4289.0440 1871.8827 27.2412 4115 3 624.6324 0.4693
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(4) 1740.8850 LLQCRIFAYGDTQR 658.6659 1740.9018 21.2797 2458 2 870.9545 9.36
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(6) 2408.2027 FDPVRCAEKVPTPTNSYTGIR 292.8585 2408.2202 21.3409 1912 2 1204.6137 7.17
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 696.3675 SYTGIR 760.1806 696.3693 19.4852 11874 1 696.3693 3.0290
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 679.4137 LKPNPK 181.5491 679.4120 17.5232 4098 1 679.4120 ‐2.0970
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 704.3474 VVGGANHS 76.6758 704.3500 20.1444 2736 1 704.3500 4.1042
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1280.6997 LGPNYLQLPVNA 373.3429 1280.7004 19.0100 2173 2 640.8538 0.1820
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1371.7518 VLLEDYHLIEK 2862.0490 1371.7482 30.3153 2148 2 686.3777 ‐2.8856
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 733.3879 APGVQTPV 120.7912 733.3898 22.0072 1728 1 733.3898 3.0537
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 812.4989 QTPVIVR 761.8447 812.4984 23.0299 1710 1 812.4984 0.0042
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 968.5887 GVQTPVIVR 1076.5530 968.5887 23.0265 1708 1 968.5887 0.7323
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 810.3741 AYGDTQR 550.5397 810.3742 20.1833 1666 1 810.3742 0.7507
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 867.4611 IWPEDIL 180.0289 867.4639 25.6177 1252 1 867.4639 3.63
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1966.8916 DPADEDKFDFDPLDVTK 138.4758 1966.8833 36.2577 1250 2 983.9453 ‐3.9946
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(6) 1695.8160 FDPVRCAEKVPTPTN 403.1954 1695.8169 23.1495 1211 3 565.9438 0.0203
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1059.5873 IWPEDILPL 177.2230 1059.5824 23.1278 1104 2 530.2948 ‐5.1473
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1065.6415 PGVQTPVIVR 1112.0380 1065.6429 23.0286 893 2 533.3251 0.7684
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 904.5363 HALKPNPK 180.7655 904.5340 21.1007 822 2 452.7706 ‐3.2035
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1078.5388 VGGANHSHATK 95.7843 1078.5364 20.0352 787 2 539.7719 ‐2.6973
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1853.8705 DEEINYYPSKFDPVR 560.7991 1853.8755 27.7392 3102 2 927.4414 2.53
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 Carbamidomethyl+C(6) 2390.1922 FDPVRCAEKVPTPTNSYTGIR 319.9552 2390.1863 19.6580 1425 3 797.4003 ‐2.7042
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1052.5160 IFAYGDTQR 192.4296 1052.5189 21.9110 1242 1 1052.5189 3.55
NP_973873.1 catalase 3 Arabidopsis thaliana 11138.2500 49297.8377 50 55.74 None 1160.5807 VVGGANHSHATK 181.3680 1160.5806 19.8835 2100 1 1160.5806 0.9394
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1136.6786 APGVQTPVIVR 68490.4500 1136.6778 23.0273 63046 2 568.8425 ‐1.5121
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1525.8261 GPVLLEDYHLIEK 108487.1000 1525.8261 30.3147 46182 3 509.2802 ‐0.6477
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1305.6797 VPTPTNSYTGIR 5550.2500 1305.6769 20.9700 23487 2 653.3421 ‐2.7544
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1715.8024 DLHDAIASGNYPEWK 28080.3300 1715.8024 27.4222 21430 3 572.6056 ‐0.7207
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1070.5265 IFAYGDTQR 20197.0400 1070.5262 20.1823 18197 2 535.7668 ‐1.1514
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1109.5374 TNIQEYWR 24562.2000 1109.5371 24.5967 17647 2 555.2722 ‐1.1111
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 274.1725 2242.0995 35.8669 890 2 1121.5534 18.4408
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1272.6834 LLEDYHLIEK 9338.7870 1272.6850 30.3126 2217 2 636.8461 0.6082
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 810.3741 AYGDTQR 758.4605 810.3742 20.1833 1666 1 810.3742 0.5825
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 739.3369 YGDTQR 1003.4300 739.3375 20.1810 952 1 739.3375 1.90
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 None 1065.6415 PGVQTPVIVR 1960.5740 1065.6429 23.0286 893 2 533.3251 0.3976
NP_973873.1 catalase 3 Arabidopsis thaliana 7107.7640 49297.8377 50 55.74 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 334.6894 2225.0267 35.5596 12027 2 1113.0170 ‐2.2434
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 288.1941 36848.7892 2 10.70 None 1211.7106 VLVIGGGDGGVLR 3215.6760 1211.7063 17.2258 4795 2 606.3568 ‐3.9616
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 288.1941 36848.7892 2 10.70 None 2176.0404 NAAEGSYDAVIVDSSDPIGPAK 2383.4400 2176.0448 28.1299 2885 2 1088.5260 2.50
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 1799.9385 TTVITQGADPVVVAEDGK 59699.2900 1799.9407 25.3638 17237 2 900.4740 1.36
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 14240.5900 1337.6636 20.6182 11327 2 669.3355 0.1435
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 10376.2500 1414.5941 20.6855 9579 2 707.8007 ‐0.4509
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 926.5710 YPVIPLPK 18719.9300 926.5709 17.5951 3136 2 463.7891 ‐0.6719
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 Carbamidomethyl+C(12) 2550.2408 VFTMNLSAPFICEFFKDVQEK 422.0937 2550.2461 24.2594 1554 3 850.7536 1.35
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 1711.8650 FNVEYIAGGATQNSIK 895.5836 1711.8533 21.0887 5512 2 856.4303 ‐6.7637
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 2027.1019 TTVITQGADPVVVAEDGKVK 1287.5170 2027.1028 24.8618 2373 3 676.3724 0.0490
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 4059.4560 1249.5967 20.6138 3341 2 625.3020 ‐2.5588
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 1004.4836 FNVEYIAGGA 293.4331 1004.4815 20.4804 1341 2 502.7444 ‐2.6764
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 None 1284.6430 QGADPVVVAEDGK 282.5430 1284.6445 24.0752 904 2 642.8259 0.8629
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 5109.0800 33782.3873 22 29.47 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 292.2286 1319.6488 19.8556 2078 3 440.5545 ‐3.4503
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 22374.3500 1337.6636 20.6182 11327 2 669.3355 ‐0.0826
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 None 1213.6575 KPENWALVEK 257.1770 1213.6651 21.5535 4214 2 607.3362 5.30
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 None 1711.8650 FNVEYIAGGATQNSIK 265.3933 1711.8492 28.0649 3149 2 856.4283 ‐9.1881
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 None 2027.1019 TTVITQGADPVVVAEDGKVK 819.1267 2027.1028 24.8618 2373 3 676.3724 ‐0.3165
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 None 841.4567 NWALVEK 120.3450 841.4583 20.3623 1015 2 421.2328 0.7739
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 343.5943 1319.6488 19.8556 2078 3 440.5545 ‐3.4561
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 911.6232 33782.3873 22 29.47 None 1693.8544 FNVEYIAGGATQNSIK 458.9071 1693.8521 28.5458 1369 2 847.4297 ‐1.3591
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 567.2426 33782.3873 22 29.47 None 926.5710 YPVIPLPK 15512.8200 926.5709 17.5951 3136 2 463.7891 0.0228
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 567.2426 33782.3873 22 29.47 Carbamidomethyl+C(12) 2550.2408 VFTMNLSAPFICEFFKDVQEK 701.2922 2550.2461 24.2594 1554 3 850.7536 2.55
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 567.2426 33782.3873 22 29.47 None 2124.0616 VAQWMLQVPGATSYMGSIGK 1407.7080 2124.0629 20.6362 6809 2 1062.5351 0.5150
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 567.2426 33782.3873 22 29.47 None 2367.1836 VAQWMLQVPGATSYMGSIGKDK 196.5206 2367.2383 22.0324 1041 3 789.7509 23.6157
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1390.7325 VYVGQGQDGVAAVK 15396.4800 1390.7318 20.0321 11436 2 695.8696 ‐0.7051
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1292.6481 SGFQISAPEATGK 6978.9560 1292.6478 23.3865 11109 2 646.8275 ‐0.5658
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1853.9855 SLSTQEVITALTFTTNK 3647.3820 1853.9847 20.7046 10983 2 927.4960 ‐0.2878
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1214.6627 SSTTPVPSTPLK 5002.6710 1214.6633 20.4953 10458 2 607.8353 0.1642
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1553.8574 NFGVDTVVTTLIFK 2406.1520 1553.8559 22.7825 6678 2 777.4316 ‐1.0520
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2557.0170 1939.9759 30.4524 6180 2 970.4916 0.1627
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1640.8683 VSIPFGIGAGTAFEFK 2605.0830 1640.8714 21.5569 2556 2 820.9393 1.83
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 588.5236 2319.1024 36.2090 1090 2 1160.0549 0.4281
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 1180.8290 2806.4305 19.5011 5293 3 936.1483 1.17
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1106.6204 FTLQVQDKK 403.2951 1106.6214 19.7001 1254 2 553.8143 0.4227
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 865.0459 2251.1072 38.7856 1035 2 1126.0572 20.2998
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1134.6154 TAGPFGIVSGTK 841.1765 1134.6071 18.0121 983 2 567.8072 ‐7.6986
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 2189.7970 2068.0719 28.5869 8203 3 690.0288 0.0926
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1376.7532 NKTAGPFGIVSGTK 509.2675 1376.7544 21.9957 1702 2 688.8808 0.5813
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 770.4043 QDGVAAVK 202.8380 770.4055 21.0661 5249 1 770.4055 2.15
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1070.5840 PLTPATQSQK 331.4113 1070.5826 18.0064 2685 2 535.7949 ‐1.8292
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1226.6204 FGIGAGTAFEFK 318.2518 1226.6187 20.2716 1357 2 613.8130 ‐1.8134



NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1015.5571 AGPFGIVSGTK 132.3617 1015.5523 22.3519 1333 2 508.2798 ‐5.2399
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1116.6048 TAGPFGIVSGTK 199.7559 1116.6020 16.6087 1562 2 558.8046 ‐2.9846
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 893.4098 72473.6018 27 26.81 None 1275.6216 SGFQISAPEATGK 248.3737 1275.6247 24.5984 1523 2 638.3160 2.1203
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 1390.7325 VYVGQGQDGVAAVK 13183.6600 1390.7318 20.0321 11436 2 695.8696 ‐0.9030
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 1292.6481 SGFQISAPEATGK 7022.3540 1292.6478 23.3865 11109 2 646.8275 ‐0.8159
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 1214.6627 SSTTPVPSTPLK 9281.8930 1214.6633 20.4953 10458 2 607.8353 ‐0.1273
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 1939.9760 VSVGQAQDGIGAVSFVYDK 5075.7830 1939.9759 30.4524 6180 2 970.4916 0.2571
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 2319.1027 TNLNTYEVSIYPFEPSTDTK 460.7958 2319.1024 36.2090 1090 2 1160.0549 0.7241
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 500.5151 2251.1072 38.7856 1035 2 1126.0572 20.5596
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 714.7682 72473.6018 27 26.81 None 770.4043 QDGVAAVK 231.4895 770.4055 21.0661 5249 1 770.4055 2.0642
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2630.1270 14363.5283 6 33.33 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 15806.1400 1567.7131 29.8497 8358 2 784.3602 2.56
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2630.1270 14363.5283 6 33.33 None 2143.1104 SGSPLIPLAEFREPEIMEK 5719.7620 2143.1124 34.7738 6231 3 715.0423 0.6159
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2630.1270 14363.5283 6 33.33 None 1059.5469 WAIENLADK 159.3910 1059.5650 34.2080 976 2 530.2861 16.5132
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2548.5410 14363.5283 6 33.33 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 15496.6100 1567.7131 29.8497 8358 2 784.3602 2.19
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2548.5410 14363.5283 6 33.33 None 2143.1104 SGSPLIPLAEFREPEIMEK 5386.9870 2143.1124 34.7738 6231 3 715.0423 0.1914
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis t 2548.5410 14363.5283 6 33.33 None 1059.5469 WAIENLADK 201.2090 1059.5650 34.2080 976 2 530.2861 16.1391
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3010.6010 14177.0012 2 9.76 None 1260.7158 SIAQVLTVSSQK 30858.6600 1260.7146 16.2998 4701 2 630.8610 ‐0.8646
NP_974440.1 60S ribosomal protein L35 3 Arabidopsis thaliana 3010.6010 14177.0012 2 9.76 None 1060.5997 AQVLTVSSQK 185.5111 1060.6020 17.6588 825 2 530.8046 2.49
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1485.7907 GLVDSDTLPLNVSR 6167.3140 1485.7921 28.8867 5911 2 743.3997 0.7634
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1620.7653 FAVSEDTWNEPLGR 5664.6170 1620.7673 28.8714 4404 2 810.8873 1.31
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1097.4833 FGWSANMER 3045.5170 1097.4847 24.9312 4227 2 549.2460 0.8464
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1260.6066 GNLASENVDDVK 2057.8660 1260.6043 18.9371 3870 2 630.8058 ‐2.2167
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1637.8057 ETVYEWELLNDVK 2034.6780 1637.8038 33.2064 1499 2 819.4055 ‐1.2034
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1864.9691 VKETVYEWELLNDVK 1167.4480 1864.9364 36.3514 2597 2 932.9718 ‐17.3975
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 965.5302 EAFKELTK 836.2140 965.5209 16.9824 1021 2 483.2641 ‐10.2528
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1439.6900 SPKEVTEEEYTK 294.5706 1439.7123 37.5933 761 2 720.3598 15.3073
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1952.9196 KLHANAEESSDDVTDPPK 1238.8220 1952.9187 21.9556 2660 2 976.9630 ‐0.2286
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 2302.1238 SPKEVTEEEYTKFYHSLSK 1059.8160 2302.1240 20.9459 862 3 768.0462 ‐0.1464
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1277.7212 KFQNVSKEGLK 153.6528 1277.7147 27.0896 778 2 639.3610 ‐5.4525
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 472.2766 ELTK 153.0763 472.2748 18.4216 2016 1 472.2748 ‐3.6459
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 976.4582 ASENVDDVK 147.7061 976.4614 19.0386 1746 1 976.4614 4.1064
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1619.7952 ETVYEWELLNDVK 377.8345 1619.8015 33.2777 4865 2 810.4044 3.22
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 332.3948 94206.0790 26 8.87 None 1935.8930 KLHANAEESSDDVTDPPK 358.1164 1935.9034 22.4158 779 3 645.9727 4.14
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1485.7907 GLVDSDTLPLNVSR 6256.8210 1485.7921 28.8867 5911 2 743.3997 0.6161
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1620.7653 FAVSEDTWNEPLGR 1514.5310 1620.7673 28.8714 4404 2 810.8873 1.1576
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1097.4833 FGWSANMER 6364.8120 1097.4847 24.9312 4227 2 549.2460 0.4925
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1637.8057 ETVYEWELLNDVK 1626.6760 1637.8038 33.2064 1499 2 819.4055 ‐1.2698
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1782.8028 LAEEDPDEIHDDEKK 341.8039 1782.8041 28.1834 1269 2 891.9057 0.7989
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1864.9691 VKETVYEWELLNDVK 1710.2070 1864.9364 36.3514 2597 2 932.9718 ‐17.3430
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 1260.6066 GNLASENVDDVK 692.1811 1260.5990 23.4617 1824 2 630.8031 ‐6.6847
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 2469.2582 ETAQLMYQTALIESGFILTDPK 167.4753 2469.2485 34.1164 1307 3 823.7543 ‐4.6991
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 718.3916 ALDMIR 2712.9740 718.3814 21.3565 1012 1 718.3814 ‐13.8336
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 2101.0812 SQKDIFYITGSSKEQLEK 364.1842 2101.0809 32.8629 854 3 701.0318 ‐0.8643
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 311.3296 94206.0790 26 8.87 None 2084.0546 SQKDIFYITGSSKEQLEK 208.3495 2084.0595 32.4746 1278 3 695.3580 1.95
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 1653.9244 MVDVLVEQNIVPGIK 74102.5600 1653.9252 19.8259 42223 2 827.4662 0.4549
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 16927.4600 2445.1811 20.2847 28413 3 815.7319 ‐0.0548
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 6533.1340 3400.7808 25.1505 17575 3 1134.2651 ‐0.5601
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEGK 4362.7510 3272.6819 25.5279 8971 3 1091.5655 ‐2.0148
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 1291.6892 ATPEQVAAYTLK 3266.3620 1291.6895 16.2753 1984 2 646.3484 0.2304
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 Carbamidomethyl+C(17)
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 740.4665 NIVPGIK 88.4952 740.4629 17.8823 11819 1 740.4629 ‐4.1842
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 1240.6606 MVDVLVEQNIV 171.9928 1240.6568 18.7874 5074 2 620.8320 ‐3.0450
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 1353.6797 GLVPLVGSNNESW 302.4127 1353.6867 21.3274 2834 2 677.3470 5.67
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 None 1319.7028 MVDVLVEQNIVP 563.0173 1319.7091 18.5718 2686 2 660.3582 4.26
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 4945.8580 41572.3908 11 28.87 Oxidation+M(8) 1405.7620 NEPGTKPMARVLL 160.3454 1405.7606 20.3956 1995 2 703.3839 ‐0.9741
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 6139.1500 2385.1072 23.2827 29082 2 1193.0572 0.7774
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1906.0433 EAVNVSLANLLTYPFVR 48282.0200 1906.0421 23.8149 24818 2 953.5247 ‐0.3986
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 16936.6300 1652.8787 24.2554 21976 3 551.6311 ‐0.6158
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 41130.3400 1235.5178 23.3609 21192 2 618.2625 ‐0.8167
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1245.6296 NIANMVPPFDK 41694.9300 1245.6304 29.2634 17335 2 623.3188 0.2900
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1468.7318 YETNPALYGELAK 15607.2900 1468.7323 25.6729 16675 2 734.8698 0.1224
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 39192.3600 1784.7777 21.6934 16435 2 892.8925 1.32
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1407.6962 ITAELQAASSSDSK 9957.4960 1407.6967 18.2761 6956 2 704.3520 0.1633
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 849.4101 SFDPVER 13208.1600 849.4100 18.7446 4465 2 425.2086 ‐0.8452
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1725.8694 EKYETNPALYGELAK 11411.1000 1725.8679 24.1391 26350 3 575.9608 ‐1.3376
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(2) 3505.7872 VCPSHVLDFHPGDAFVVRNIANMVPPFDKVK 1137.1490 3505.7898 24.3669 3011 3 1169.2681 0.9742
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 174.1187 1197.6466 23.6836 3143 2 599.3270 4.28
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1692.7574 GLMSFPLDGNNSTDFI 291.6458 1692.7584 22.9024 2047 2 846.8828 0.5936
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 880.4007 QAASSSDSK 246.0014 880.4031 20.2410 1383 1 880.4031 3.41
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(10) 1424.7679 NIVVIGHSACGGIK 929.2141 1424.7704 24.2536 1273 2 712.8888 1.13
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(3) 842.3462 FACSDSR 1589.0480 842.3466 23.3664 1098 1 842.3466 1.1423
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(4) 941.4146 VFACSDSR 313.5999 941.4122 23.3669 795 1 941.4122 ‐1.7892
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 Carbamidomethyl+C(12) 1634.8683 VENIVVIGHSACGGIK 344.5478 1634.8753 23.3966 4548 2 817.9413 4.41
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 12171.7600 28686.6191 19 56.76 None 1228.6031 NIANMVPPFDK 227.1307 1228.6032 30.5476 1862 2 614.8052 ‐0.2885
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 None 1641.8846 LASGEVFGPDQPIALK 3505.2570 1641.8868 29.4798 10177 2 821.4470 1.82
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 Carbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 None 1137.5422 DVEIDDYLR 6322.2450 1137.5447 28.4431 3225 2 569.2760 1.56
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 None 2331.2265 SIQALEGVAMELEDSLFPLLR 1538.3600 2331.2177 25.7403 2020 2 1166.1125 ‐3.2000
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 None 1562.8901 INGLPVKEVITDHK 402.9415 1562.8539 20.4503 9441 3 521.6228 ‐23.7064



NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 555.1139 36732.7671 6 24.85 None 2158.1503 ADLLDINGQIFAEQGKALNK 1889.4800 2158.1492 23.6643 1391 4 540.2928 ‐0.4821
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1613.8057 LESIYGSFEKPSEK 5627.2010 1613.8064 23.2538 12700 3 538.6070 ‐0.3442
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1797.0116 IINSDEIQSVVNPIKK 2870.5350 1797.0117 16.6931 11765 3 599.6754 ‐0.4176
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 2156.0791 IENVPEMPLVVSDSAEAVEK1890.8540 2156.0779 31.4011 10298 2 1078.5426 0.9761
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1913.8109 TMISDSDYTEFDNFTK 3608.8090 1913.8104 29.6328 5874 2 957.4088 0.6614
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 11321.2300 1182.5171 18.2290 5427 2 591.7622 1.00
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1444.6564 AGHQTSAESWGTGR 1766.5600 1444.6604 14.5869 2206 3 482.2250 1.75
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1018.5350 MSLLAEAQR 1310.7450 1018.5631 19.6155 5493 1 1018.5631 29.0381
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1334.7314 KGPLVVYGTEGSK 776.6510 1334.7276 18.5204 3486 2 667.8674 ‐3.3107
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 3067.6595 IENVPEMPLVVSDSAEAVEK313.3440 3067.6705 23.1817 1821 3 1023.2283 5.22
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 Carbamidomethyl+C(9) 1111.4772 GQAAFGNMCR 180.7589 1111.4772 19.3899 6180 1 1111.4772 1.72
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1284.6470 IYGSFEKPSEK 232.3829 1284.6443 25.1129 3487 3 428.8863 ‐3.4459
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1510.7458 IENVPEMPLVVSDS 326.9544 1510.7525 32.6107 2643 2 755.8799 4.36
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 941.5544 44687.1718 21 27.90 None 1500.7217 ESIYGSFEKPSEK 1525.8450 1500.7249 23.2548 1263 2 750.8661 2.1426
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 1613.8057 LESIYGSFEKPSEK 5927.8770 1613.8064 23.2538 12700 3 538.6070 ‐0.3805
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 2156.0791 IENVPEMPLVVSDSAEAVEK1239.0180 2156.0779 31.4011 10298 2 1078.5426 0.8127
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 1913.8109 TMISDSDYTEFDNFTK 2602.6620 1913.8104 29.6328 5874 2 957.4088 0.5663
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 17414.0900 1182.5171 18.2290 5427 2 591.7622 1.10
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 1334.7314 KGPLVVYGTEGSK 1202.1080 1334.7276 18.5204 3486 2 667.8674 ‐3.2426
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 Carbamidomethyl+C(9) 1111.4772 GQAAFGNMCR 258.4274 1111.4772 19.3899 6180 1 1111.4772 2.0116
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 1510.7458 IENVPEMPLVVSDS 386.9451 1510.7412 30.5119 1571 2 755.8742 ‐3.0338
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 841.8969 44687.1718 21 27.90 None 1500.7217 ESIYGSFEKPSEK 1922.2630 1500.7249 23.2548 1263 2 750.8661 2.1639
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1056.6048 AIALTVDTPR 26134.0400 1056.6037 22.9171 111018 2 528.8055 ‐2.1546
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 2011.9026 MDEANDSGLASYVAGQIDR58281.9400 2011.9015 30.2005 91111 2 1006.4544 0.6814
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 2908.4357 AASAAGTIMTLSSWATSSVE47486.0600 2908.4343 24.5663 74750 3 970.1496 0.9020
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1875.0110 QLDYVPATISALEEVVK 19591.0700 1875.0078 22.1608 66163 2 938.0075 ‐0.8371
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1143.6772 FTLPPNLTLK 37082.6600 1143.6782 18.2911 65142 2 572.3428 ‐0.0162
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 992.5047 NFEGLDLGK 16354.5900 992.5045 25.2407 64069 2 496.7559 ‐1.5136
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1072.6150 IPVFLDGGVR 33674.9100 1072.6148 17.6230 62809 2 536.8111 ‐1.1864
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1107.5873 FFQLYVYK 10389.3300 1107.5892 18.5489 55036 2 554.2982 0.6445
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1780.8725 NHITTEWDTPRPSAR 8579.0120 1780.8750 19.0912 47005 3 594.2965 0.9433
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1517.7888 ISMPIMVAPTAMQK 27352.8400 1517.7900 18.4984 45771 2 759.3986 0.7369
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 2439.0558 MVYDYYASGAEDQWTLQE 7026.7250 2439.0456 29.4435 43795 2 1220.0264 ‐1.9189
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1225.6497 IDMTTTVLGFK 31872.4100 1225.6514 18.5674 40720 2 613.3294 0.7118
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1318.5845 MAHPDGEYATAR 96885.3200 1318.5836 14.3149 35991 3 440.1994 ‐1.8974
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1231.6681 DVQWLQTITK 16772.6600 1231.6692 18.2927 31347 2 616.3382 0.1896
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1718.9660 IAIQAGAAGIIVSNHGAR 10907.9700 1718.9645 16.1496 28782 3 573.6597 ‐1.4925
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 787.4924 ILIDVSK 13646.5400 787.4935 21.5211 14517 1 787.4935 1.30
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 Carbamidomethyl+C(12) 1528.6771 DEFELTMALSGCR 2151.9060 1528.6892 31.9163 8010 2 764.8482 7.10
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1112.6535 NVVEQLVRR 424.3908 1112.6349 26.0207 1904 2 556.8211 ‐17.6777
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 2985.3895 NFEGLDLGKMDEANDSGLA1665.6040 2985.3744 35.2059 5671 3 995.7963 ‐3.5611
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 862.4781 VFLDGGVR 282.8537 862.4774 16.7840 33493 1 862.4774 ‐0.0431
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 872.4836 ALTVDTPR 1649.2520 872.4852 22.9187 11909 1 872.4852 2.22
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1087.5241 NFEGLDLGKM 463.9353 1087.5161 33.7594 7556 1 1087.5161 ‐5.5521
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 674.4083 LIDVSK 2418.9330 674.4092 21.5209 4650 1 674.4092 1.48
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1355.7781 VPATISALEEVVK 291.1994 1355.7756 21.5703 4331 2 678.3914 ‐2.2043
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 738.2876 MAHPDGE 9611.6030 738.2874 14.3120 3537 1 738.2874 0.0654
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1112.5656 DMTTTVLGFK 6191.5020 1112.5672 18.5737 2510 1 1112.5672 3.25
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1085.5487 WDTPRPSAR 238.0366 1085.5471 19.5348 1777 1 1085.5471 0.2585
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1315.6389 TEWDTPRPSAR 142.8096 1315.6284 20.7559 1689 1 1315.6284 ‐5.3322
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 901.3509 MAHPDGEY 683.3623 901.3492 14.3145 1207 1 901.3492 ‐0.9340
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 581.3042 YATAR 736.2777 581.3049 14.3081 1187 1 581.3049 0.9135
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 979.4480 PDGEYATAR 1156.3610 979.4494 14.3130 942 1 979.4494 2.74
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 801.4465 LTVDTPR 156.2673 801.4481 21.4827 847 1 801.4481 2.99
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1125.6667 FTLPPNLTLK 191.8754 1125.6611 16.1741 2020 2 563.3342 ‐5.8905
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 19313.1600 38224.0384 71 69.54 None 1701.9395 IAIQAGAAGIIVSNHGAR 443.0577 1701.9454 15.6713 1282 3 567.9867 2.57
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 1056.6048 AIALTVDTPR 31737.5000 1056.6037 22.9171 111018 2 528.8055 ‐2.0081
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 2011.9026 MDEANDSGLASYVAGQIDR40585.8600 2011.9015 30.2005 91111 2 1006.4544 0.5587
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 992.5047 NFEGLDLGK 10855.9200 992.5045 25.2538 62354 2 496.7559 ‐1.3868
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 1780.8725 NHITTEWDTPRPSAR 16936.2000 1780.8750 19.0912 47005 3 594.2965 0.8342
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 2439.0558 MVYDYYASGAEDQWTLQE 4566.3210 2439.0456 29.4435 43795 2 1220.0264 ‐2.1620
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 956.5524 NVVEQLVR 2682.9770 956.5527 23.3093 37645 2 478.7800 ‐0.8720
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 787.4924 ILIDVSK 17159.6800 787.4935 21.5211 14517 1 787.4935 2.0644
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 Carbamidomethyl+C(12) 1528.6771 DEFELTMALSGCR 1665.8530 1528.6892 31.9163 8010 2 764.8482 7.45
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 1112.6535 NVVEQLVRR 465.0993 1112.6349 26.0207 1904 2 556.8211 ‐17.5470
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 2985.3895 NFEGLDLGKMDEANDSGLA1571.6200 2985.3744 35.2059 5671 3 995.7963 ‐4.1947
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 674.4083 LIDVSK 5875.4370 674.4092 21.5209 4650 1 674.4092 1.51
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 1451.7125 DSGLASYVAGQIDR 897.0672 1451.7142 34.6738 3612 1 1451.7142 4.52
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 975.4782 NFEGLDLGK 288.1790 975.4736 24.1228 2328 1 975.4736 ‐3.2419

Protein identification details of Arabidopsis ΔNyda1 mutant seedlings, replicate 1



NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4882.1910 38224.0384 71 69.54 None 1994.8760 MDEANDSGLASYVAGQIDR229.8556 1994.8689 29.3269 907 2 997.9381 ‐2.5325
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 2908.4357 AASAAGTIMTLSSWATSSVE39986.8000 2908.4343 24.5663 74750 3 970.1496 1.61
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1875.0110 QLDYVPATISALEEVVK 21591.5200 1875.0078 22.1608 66163 2 938.0075 ‐0.5744
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1143.6772 FTLPPNLTLK 36715.4600 1143.6782 18.2911 65142 2 572.3428 ‐0.2209
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1072.6150 IPVFLDGGVR 34295.2900 1072.6148 17.6230 62809 2 536.8111 ‐1.4365
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1107.5873 FFQLYVYK 16370.1100 1107.5892 18.5489 55036 2 554.2982 0.4168
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1517.7888 ISMPIMVAPTAMQK 28454.2700 1517.7900 18.4984 45771 2 759.3986 0.7714
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1225.6497 IDMTTTVLGFK 33922.1700 1225.6514 18.5674 40720 2 613.3294 0.5595
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1231.6681 DVQWLQTITK 20566.6800 1231.6692 18.2927 31347 2 616.3382 0.0412
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1718.9660 IAIQAGAAGIIVSNHGAR 10651.0300 1718.9645 16.1496 28782 3 573.6597 ‐1.4673
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1228.7161 IPVFLDGGVRR 10168.0600 1228.7159 16.2642 3985 3 410.2435 ‐1.7422
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1056.6048 AIALTVDTPR 2650.8030 1056.6034 15.2891 3256 2 528.8053 ‐2.6775
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 233.9079 2269.1741 29.3908 3087 3 757.0629 27.2465
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 956.5524 NVVEQLVR 74.3941 956.5334 19.9424 2643 2 478.7703 ‐21.5290
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 665.3617 NVVEQL 268.4532 665.3622 19.0366 5350 1 665.3622 0.5837
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1261.6245 VLQMLRDEFE 214.1295 1261.6311 29.7928 4102 2 631.3192 4.04
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 997.5387 MTTTVLGFK 1975.9490 997.5372 17.8355 2812 2 499.2722 ‐3.0750
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1112.5656 DMTTTVLGFK 4549.0380 1112.5672 18.5737 2510 1 1112.5672 3.1659
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1018.5792 VFLDGGVRR 788.2841 1018.5812 15.5250 1391 2 509.7942 0.4250
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1256.7096 PATISALEEVVK 856.6042 1256.7078 22.1629 1203 1 1256.7078 0.9324
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1094.6065 AGIIVSNHGAR 154.5905 1094.6054 18.2350 1137 2 547.8063 ‐2.2992
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1213.6575 DVQWLQTITK 335.9248 1213.6641 18.1358 1731 2 607.3357 4.89
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1857.0004 QLDYVPATISALEEVVK 786.3331 1857.0058 20.6228 915 3 619.6735 2.45
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 10689.6900 38224.0384 71 69.54 None 1701.9395 IAIQAGAAGIIVSNHGAR 468.9850 1701.9454 15.6713 1282 3 567.9867 2.08
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1823.9399 DLVNHPNFDAIIAAGTR 3051.5420 1823.9431 18.4781 10074 2 912.4752 2.65
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1175.6266 NPSTISTTVQK 10400.5500 1175.6276 15.5661 7882 2 588.3174 ‐0.0458
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1439.7992 FTSLTTSLSELLK 2491.5810 1439.7974 21.5053 7054 2 720.4023 ‐1.4337
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1120.5303 QSMLDEIER 30514.3800 1120.5323 25.0585 5761 2 560.7698 0.7865
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1766.8443 AKDEQAAEEFAVETTK 2260.5460 1766.8471 21.3888 5748 3 589.6206 1.0977
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 919.4553 MLEEIER 7026.9850 919.4570 19.5020 3207 2 460.2321 0.3120
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1790.7980 EASQAYEEYHEAVHK 845.4279 1790.8020 17.1876 3152 3 597.6055 1.35
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1544.7744 AEHIWVEFLSSLN 391.2929 1544.7717 18.4619 2468 3 515.5954 ‐2.6058
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 805.4163 LQGSGTSR 2229.0790 805.4162 15.0469 2085 1 805.4162 0.5047
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1744.7369 ANDSTGDKDDDEHVAR 567.7132 1744.7664 27.4553 8568 2 872.8868 17.4834
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1186.5626 EFEAVTESFK 2232.6590 1186.5640 24.7021 7931 2 593.7856 0.3138
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 974.5339 IMLEAIER 4520.5900 974.5417 24.5185 7201 2 487.7745 6.80
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 889.4374 EGLEASQR 895.6223 889.4341 33.0324 2374 1 889.4341 ‐2.7623
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1045.5160 QLEDIADNK 227.4045 1045.4962 37.0978 1066 1 1045.4962 ‐17.3423
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1218.6259 RNSMLEAIER 146.5119 1218.6148 22.2606 6022 2 609.8111 ‐9.8361
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 3320.6075 ETSSKVGSVLGSSSSVTSTTS 2235.5550 3320.6263 23.6559 4241 3 1107.5470 7.14
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 3854.8971 VDVDSKFTSLTTSLSELLKEAS463.6960 3854.8698 40.7848 3510 4 964.4729 ‐5.1427
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 3910.0749 DLVNHPNFDAIIAAGTRYEV1517.5960 3910.0375 19.5637 967 3 1304.0173 ‐6.5666
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1751.8195 EFEAATNAKANGENSAK 453.9761 1751.8339 22.0719 795 2 876.4206 8.48
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 910.4516 EAVTESFK 173.0901 910.4472 24.7911 7941 1 910.4472 ‐3.8240
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1191.6831 SLTTSLSELLK 309.1205 1191.6809 20.0617 3185 2 596.3441 ‐2.5992
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1420.7219 DLVNHPNFDAIIA 909.5564 1420.7173 16.7378 2901 2 710.8623 ‐3.5264
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1927.9342 VTSTTSESAATSESIESLK 359.5653 1927.9406 23.1154 1696 2 964.4739 4.98
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1084.5018 KDDDEHVAR 160.0312 1084.5062 26.4099 981 1 1084.5062 5.61
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1749.8178 AKDEQAAEEFAVETTK 334.9813 1749.8205 20.3491 5617 2 875.4139 2.1172
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 914.2330 80973.9407 26 25.61 None 1201.5994 RNSMLEAIER 110.0575 1201.6028 24.4178 1484 1 1201.6028 5.0440
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 14828.2800 1634.7396 14.9722 15007 3 545.5847 0.2453
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1522.8111 LNTLDSYNIVDKK 502.8896 1522.8146 18.4880 3296 2 761.9109 2.40
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1812.8803 IYSFGGEFTPNQPIDK 417.8058 1812.9133 20.5694 7528 2 906.9603 19.1255
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1014.5578 GGAGLEVVQGK 432.8011 1014.5584 15.6747 1627 2 507.7828 ‐0.9752
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1227.6004 GEFTPNQPIDK 150.7705 1227.5989 21.3284 1236 1 1227.5989 1.0162
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 996.5473 GGAGLEVVQGK 90.1446 996.5439 17.2126 1113 1 996.5439 ‐2.1276
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1504.8006 LNTLDSYNIVDKK 149.2414 1504.7977 19.5752 999 2 752.9025 ‐1.8946
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 479.9557 51898.1216 8 5.74 None 1505.7846 LNTLDSYNIVDKK 97.4667 1505.7922 19.1030 1261 2 753.3997 5.0197
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1434.7587 VYVGQAQDGISAVK 23651.0400 1434.7537 21.1783 142874 2 717.8805 ‐3.6430
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1686.7718 GANLWDDGSTHDAVTK 42955.5500 1686.7733 20.9149 116987 3 562.9293 0.1798
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1933.9502 TSDVIGSDEGTHFTLQVK 11630.5100 1933.9501 25.9674 55479 3 645.3215 ‐0.4380
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1091.6320 IGVHVRPLSN 23666.7300 1091.6319 19.6588 43283 2 546.3196 ‐0.9729
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 2401.2034 QTSPPFGLEAGTVFELKEEG 2370.6880 2401.2125 30.4306 14861 4 601.0586 2.80
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 2301.0670 QLTAFGSDDGTVWDDGAYV144.0088 2301.0459 25.4525 1974 2 1151.0266 ‐7.4422
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 2177.0721 TSDVIGSDEGTHFTLQVKDK795.9990 2177.0789 23.6730 1561 3 726.3645 3.0099
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 2744.3890 TNKQTSPPFGLEAGTVFELK 839.4987 2744.3615 30.4850 9700 3 915.4587 ‐9.4579
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 3844.9028 QLTAFGSDDGTVWDDGAYV552.0256 3844.8976 27.9820 3250 6 641.6557 ‐1.3659
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 978.5479 GVHVRPLSN 6296.3080 978.5477 19.6558 8729 2 489.7775 ‐1.3865
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1331.5862 WDDGSTHDAVTK 2822.5220 1331.5876 20.9089 6035 2 666.2975 0.6616
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1444.6703 LWDDGSTHDAVTK 404.0695 1444.6743 20.9188 3059 2 722.8408 2.92
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 790.4094 DGAYVGVK 123.9213 790.4092 25.9506 2563 1 790.4092 0.4319
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 685.3991 VRPLSN 275.4357 685.4006 19.6727 2215 1 685.4006 2.14
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 959.5785 IGVHVRPLS 813.4362 959.5767 19.6821 2112 2 480.2920 ‐3.1161
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1785.9058 QTSPPFGLEAGTVFELK 321.7387 1785.8969 29.4034 1197 2 893.4521 ‐4.3855



NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1145.5069 DDGSTHDAVTK 9161.0270 1145.5037 20.9149 1117 1 1145.5037 ‐0.6014
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 29 51.68 None 1669.7453 GANLWDDGSTHDAVTK 203.0777 1669.7564 20.9094 2101 3 557.2570 5.89
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 3655.8795 VLPADPFVINHPDEHLVSVE 14373.7400 3655.8736 21.4865 111865 4 914.7239 0.6181
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1395.7301 IFGSDGSVITMLR 18653.3500 1395.7319 19.3056 74146 2 698.3696 0.9954
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 3187.6786 IIGFHGSAGGNLNSLGAYFA 6558.2480 3187.6727 21.2484 58617 3 1063.2291 0.8605
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1820.9429 QTSPPFGLEAGTVFELK 10450.4500 1820.9431 20.4060 39708 2 910.9752 1.0670
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 3072.4612 STLLGFEEFVLDYPSEYITAVD25980.9000 3072.4471 25.2748 39692 2 1536.7272 0.2072
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1933.9502 TSDVIGSDEGTHFTLQVK 4129.3490 1933.9535 16.3932 13846 3 645.3227 1.13
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1434.7587 VYVGQAQDGISAVK 5906.7190 1434.7581 14.2486 8711 2 717.8827 ‐0.6461
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1204.6572 YSPEGIIQGIK 92.8943 1204.6542 20.0971 2859 2 602.8308 ‐3.4095
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1041.5939 SPEGIIQGIK 71.2272 1041.6002 19.4591 2420 2 521.3037 4.30
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1544.7268 QTSPPFGLEAGTVFE 212.8519 1544.7357 18.8402 2007 2 772.8715 5.56
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 6586.7620 32158.1143 29 51.68 None 1282.6460 FGSDGSVITMLR 194.8250 1282.6362 19.8509 1507 1 1282.6362 ‐5.1455
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1420.7431 VYVGQGQDGISAVK 4759.9560 1420.7449 20.4745 31511 2 710.8761 1.0211
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 2225.0357 LSAIGGDEGTAWDDGAYDG10059.9900 2225.0345 24.7461 15146 3 742.3497 ‐0.2833
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1435.7977 IFGSDGLIITMLR 3540.5930 1435.7920 21.7709 13027 2 718.3996 ‐4.2017
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 2442.2915 AGEALYALGAYFATTTTPVT 2065.9220 2442.2936 20.2762 11654 3 814.7694 1.88
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 2314.1965 AGEALYALGAYFATTTTPVT 1899.5750 2314.1879 21.0852 11511 2 1157.5976 ‐1.7761
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 4275.0292 GAENIVGGEHGKPTLLGFEE4486.0540 4275.0148 39.3486 11269 4 1069.5091 ‐0.6511
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1405.7322 GKTSPPYGLETQK 972.6316 1405.7337 30.0427 4521 2 703.3705 0.8214
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 2225.0357 KLSAIGGDEGTAWDDGAYD809.5394 2225.0393 25.4243 4281 3 742.3513 1.68
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1840.7984 GGDEGTAWDDGAYDGVKK347.1625 1840.7908 23.2577 8662 2 920.8990 ‐3.3693
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1273.5695 LSAIGGDEGTAWD 258.2845 1273.5779 24.9240 1144 2 637.2926 5.78
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1321.6747 YVGQGQDGISAVK 212.1904 1321.6826 20.1125 909 2 661.3449 5.62
NP_001030711.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 12 41.67 None 1403.7165 VYVGQGQDGISAVK 247.6806 1403.7196 18.9995 4704 1 1403.7196 5.64
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 2048.1460 APIAILGAEIDQMSPPALLK 2649.1810 2048.1334 22.2404 19354 2 1024.5703 ‐4.5076
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 1444.7181 EMLDWFVTYIK 983.9128 1444.7161 22.4398 4283 2 722.8617 ‐1.5957
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 1453.7169 LGGLDAYVSGSAESK 822.3702 1453.7528 16.5090 3501 3 485.2558 23.5561
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 Carbamidomethyl+C(2) 2077.1151 LCVLLISDIFGFEAPNLR 623.5214 2077.0912 24.8555 2742 2 1039.0492 ‐9.7607
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 2350.2653 EELIQAAVLLHPSFVNVDDIK401.6153 2350.2339 22.1265 1519 3 784.0828 ‐12.5105
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 1261.6212 DIFGFEAPNLR 193.3392 1261.6292 25.2681 10730 2 631.3182 5.71
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 405.9302 25848.4146 7 19.49 None 2333.2387 EELIQAAVLLHPSFVNVDDIK457.8201 2333.2298 22.1552 105232 2 1167.1186 ‐1.2751
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 3236.6209 VNITEKPIASSPDLSVLQSED 4980.7020 3236.6105 32.4114 19718 3 1079.5417 ‐1.3142
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 1239.5926 EMLENLFSEK 5092.8780 1239.5946 30.5266 13812 2 620.3010 0.9872
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 1668.8513 TVTKEMLENLFSEK 639.6118 1668.8596 32.0428 1482 2 834.9334 5.74
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 3179.5967 SSRTRFIPYAVTETEEKPAAL 880.7400 3179.6011 19.1562 9821 4 795.6557 2.0205
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 2101.0520 SVEDANAVVEKLNGNTVEG2404.8010 2101.0470 21.5399 3674 2 1051.0271 ‐0.9701
NP_001030841.1 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 6 25.30 None 1221.5820 EMLENLFSEK 208.7262 1221.5847 30.3044 972 2 611.2960 1.88
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 1495.2190 13827.6200 5 36.07 None 1393.6958 AFDEVNTQLQTK 6360.5080 1393.6960 21.2797 18197 2 697.3516 ‐0.1311
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 1495.2190 13827.6200 5 36.07 None 1844.8126 FSQEPEPIDWDYYR 5375.4400 1844.8144 29.9053 10956 2 922.9108 1.50
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 1495.2190 13827.6200 5 36.07 None 1036.4768 TIDWDGMAK 3426.0480 1036.4779 24.1100 6304 2 518.7426 0.0584
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 1495.2190 13827.6200 5 36.07 None 960.5109 SRTEIAQGV 384.0725 960.5174 19.2114 5407 2 480.7624 5.86
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 1495.2190 13827.6200 5 36.07 None 822.3451 DWDGMAK 2618.0770 822.3450 24.0999 1019 1 822.3450 0.7661
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 1453.6958 DPDGYTFELIQR 6386.0400 1453.6963 29.5242 21565 2 727.3518 0.2181
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 1039.5782 EAGPLPGLGTK 4682.8100 1039.5806 22.1464 18950 2 520.2939 1.0621
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 1276.6572 IVSFLDPDGWK 8253.3270 1276.6574 19.9111 18446 2 638.8324 ‐0.4096
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 934.5356 GGGSVIAFVK 1500.2540 934.5366 24.6735 2289 1 934.5366 2.1379
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 2369.2136 GGGSVIAFVKDPDGYTFELIQ496.6817 2369.1531 16.1762 3220 4 593.0437 ‐26.4224
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 944.8957 31985.4529 6 15.55 None 1258.6467 IVSFLDPDGWK 345.6658 1258.6409 20.5326 3449 1 1258.6409 ‐2.0968
NP_001031026.1 glyoxalase I homolog Arabidopsis thaliana 442.0776 26593.4307 3 9.48 None 1453.6958 DPDGYTFELIQR 6386.0400 1453.6963 29.5242 21565 2 727.3518 0.2181
NP_001031026.1 glyoxalase I homolog Arabidopsis thaliana 442.0776 26593.4307 3 9.48 None 934.5356 GGGSVIAFVK 1500.2540 934.5366 24.6735 2289 1 934.5366 2.1379
NP_001031026.1 glyoxalase I homolog Arabidopsis thaliana 442.0776 26593.4307 3 9.48 None 2369.2136 GGGSVIAFVKDPDGYTFELIQ496.6817 2369.1531 16.1762 3220 4 593.0437 ‐26.4224
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 1676.8265 VLTPAEIDDYLAEVE 6281.5580 1676.8276 37.9266 16758 2 838.9175 1.0484
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 1555.9206 LYKEPIPVTQLVR 6588.0080 1555.9196 16.9034 14152 3 519.3114 ‐1.5221
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 1082.5000 EGFEGEISSK 5074.0060 1082.5015 18.9927 10044 2 541.7544 0.2793
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 2966.5180 TFLEKRYTEDMELDDAIHTA 642.0401 2966.5094 25.4143 9409 3 989.5080 ‐1.4331
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 1177.5994 ASAMGKNVSNAK 161.8706 1177.6088 22.7212 1145 2 589.3080 7.1794
NP_001031057.1 20S proteasome subunit PAB1 Arabidopsis thaliana 981.3087 25701.2907 6 16.17 None 1160.5728 ASAMGKNVSNAK 123.4355 1160.5686 22.4312 2361 1 1160.5686 ‐1.5506
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1523.8580 LGPNYLQLPVNAPK 110370.0000 1523.8573 18.0175 319795 2 762.4323 ‐0.4598
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1128.6048 WVEILSEPR 132929.3000 1128.6059 17.2754 143045 2 564.8066 ‐0.1980
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1632.9108 IWPEDILPLQPVGR 55206.7000 1632.9105 21.2971 118248 2 816.9589 0.1944
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1703.8574 HMEGFGVHTYTLIAK 11337.7200 1703.8567 16.2569 80766 3 568.6238 ‐0.9717
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 3306.5841 TIDNFFNETEQLAFNPGLVV 9344.5600 3306.5664 23.7582 33863 3 1102.8603 ‐2.3870
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 Carbamidomethyl+C(7) 1273.6511 FHWKPTCGIK 4813.0010 1273.6524 13.8429 6628 3 425.2223 ‐0.5154
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1715.8024 DLHDAIASGNYPEWK 702.8281 1715.8109 16.6402 3721 3 572.6085 4.00
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 2506.2514 FYTREGNFDLVGNNTPVFFI 427.6432 2506.2619 24.6976 3132 3 836.0922 5.30
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 882.4720 LGPNYLQL 329.9644 882.4720 18.9215 31700 1 882.4720 0.8458
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 942.5255 VEILSEPR 337.0597 942.5269 17.2791 3662 1 942.5269 2.90
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 867.4611 IWPEDIL 112.3948 867.4602 24.8073 2712 1 867.4602 ‐0.3242
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1393.7474 GPNYLQLPVNAPK 271.9340 1393.7413 16.8988 1485 2 697.3743 ‐4.7125
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 866.5094 QLPVNAPK 139.5845 866.5110 18.0206 1442 1 866.5110 2.04
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 979.5935 LQLPVNAPK 151.2822 979.5946 18.0174 1363 1 979.5946 2.88
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1486.7147 HMEGFGVHTYTLI 1559.8630 1486.7133 16.2356 1177 2 743.8603 ‐1.0297
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1557.7519 HMEGFGVHTYTLIA 263.2048 1557.7472 15.0693 1047 2 779.3772 ‐2.8365



NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 992.6251 ILPLQPVGR 168.3469 992.6208 20.2704 990 2 496.8140 ‐5.9486
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1256.6997 NYLQLPVNAPK 134.5563 1256.6996 18.0224 814 1 1256.6996 2.74
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 1615.8843 IWPEDILPLQPVGR 157.4706 1615.8754 22.5445 5368 2 808.4414 ‐5.1278
NP_001031072.3 catalase 3 Arabidopsis thaliana 10671.4800 44291.1841 20 33.69 None 2489.2248 FYTREGNFDLVGNNTPVFFI 492.7617 2489.2180 23.0663 948 3 830.4109 ‐1.5741
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1523.8580 LGPNYLQLPVNAPK 142413.1000 1523.8573 18.0175 319795 2 762.4323 ‐0.4980
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1136.6786 APGVQTPVIVR 57195.6100 1136.6791 22.1061 303250 2 568.8432 ‐0.5417
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1525.8261 GPVLLEDYHLIEK 130003.4000 1525.8265 29.2167 213667 3 509.2804 ‐0.6050
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1128.6048 WVEILSEPR 96823.0700 1128.6059 17.2754 143045 2 564.8066 0.0163
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 14690.5400 2242.0578 21.1149 136948 3 748.0241 ‐0.5935
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1875.0123 DGIQFPDVVHALKPNPK 17375.8100 1875.0127 17.9987 130503 3 625.6757 ‐0.1169
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1305.6797 VPTPTNSYTGIR 17685.6600 1305.6785 20.0941 121472 2 653.3429 ‐1.4965
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1632.9108 IWPEDILPLQPVGR 57804.2000 1632.9105 21.2971 118248 2 816.9589 0.0864
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1070.5265 IFAYGDTQR 40822.6000 1070.5265 19.3128 95103 2 535.7669 ‐1.0893
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1715.8024 DLHDAIASGNYPEWK 53264.3500 1715.8028 26.5282 94195 3 572.6058 ‐0.3425
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1703.8574 HMEGFGVHTYTLIAK 8378.6020 1703.8567 16.2569 80766 3 568.6238 ‐0.9880
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1257.5634 DEEINYYPSK 44604.3100 1257.5635 19.8115 79730 2 629.2854 ‐0.5098
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1109.5374 TNIQEYWR 29433.5200 1109.5399 23.7478 74919 2 555.2736 1.42
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 798.4832 LNVRPSI 23719.6800 798.4831 21.2148 62820 2 399.7452 ‐1.9289
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 3306.5841 TIDNFFNETEQLAFNPGLVV 7014.4650 3306.5664 23.7582 33863 3 1102.8603 ‐3.3450
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 Carbamidomethyl+C(7) 1273.6511 FHWKPTCGIK 2520.2180 1273.6524 13.8429 6628 3 425.2223 ‐0.2789
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 2874.3918 VVGGANHSHATKDLHDAIA331.1182 2874.3580 21.0695 3914 3 958.7909 ‐10.4341
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 2700.2749 LFIQTMDPADEDKFDFDPLD57229.4600 2700.2746 36.9035 249812 3 900.7631 0.9140
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1871.8810 DEEINYYPSKFDPVR 7231.6260 1871.8807 26.4226 19870 3 624.6317 ‐0.5041
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 Carbamidomethyl+C(19) 2698.3294 GISAKGFFEVTHDISNLTCAD361.1668 2698.3029 21.6281 4317 3 900.1058 ‐8.7819
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 Carbamidomethyl+C(16)
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 472.2878 RPSI 58.0062 472.2874 20.1693 15611 1 472.2874 ‐1.7405
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 571.3562 VRPSI 92.1160 571.3568 20.2062 9632 1 571.3568 0.5282
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 957.4425 FAYGDTQR 2225.5200 957.4397 19.3265 8758 1 957.4397 ‐1.7255
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 968.5887 GVQTPVIVR 966.7839 968.5889 22.1085 8428 1 968.5889 1.52
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1571.8693 QFPDVVHALKPNPK 300.4179 1571.8698 18.8544 6802 2 786.4385 0.4403
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1217.7001 DVVHALKPNPK 265.1138 1217.7040 18.5142 5580 2 609.3556 2.59
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1639.7935 VVGGANHSHATKDLHD 264.7223 1639.7906 19.3427 4595 2 820.3989 ‐1.5103
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 583.3926 PVIVR 2768.8530 583.3896 22.1110 2664 1 583.3896 ‐5.5689
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1109.5586 TPTNSYTGIR 1024.4760 1109.5532 20.0955 2065 1 1109.5532 ‐2.9664
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 810.4104 NSYTGIR 108.0857 810.4121 20.3337 2029 1 810.4121 2.57
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 866.5094 QLPVNAPK 168.9635 866.5110 18.0206 1442 1 866.5110 2.53
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 818.3832 GFFEVTH 560.1443 818.3842 19.0487 995 1 818.3842 1.69
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 992.6251 ILPLQPVGR 128.5161 992.6208 20.2704 990 2 496.8140 ‐5.6474
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 927.3731 DEEINYY 1886.4180 927.3717 19.8182 985 1 927.3717 ‐0.3677
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1614.9002 IWPEDILPLQPVGR 264.4951 1614.9062 22.2668 2690 2 807.9567 3.77
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1053.5000 IFAYGDTQR 202.8743 1053.4988 18.2182 5860 2 527.2530 ‐2.2575
NP_001031073.1 catalase 3 Arabidopsis thaliana 21155.6800 56366.8268 84 58.97 None 1854.8545 DEEINYYPSKFDPVR 450.6499 1854.8512 25.7372 859 2 927.9292 ‐0.9698
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1136.6786 APGVQTPVIVR 77014.6200 1136.6791 22.1061 303250 2 568.8432 ‐0.4177
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1525.8261 GPVLLEDYHLIEK 135280.2000 1525.8265 29.2167 213667 3 509.2804 ‐0.6030
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1305.6797 VPTPTNSYTGIR 35714.1700 1305.6785 20.0941 121472 2 653.3429 ‐1.4202
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1070.5265 IFAYGDTQR 52373.9400 1070.5265 19.3128 95103 2 535.7669 ‐0.9468
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1715.8024 DLHDAIASGNYPEWK 56454.3800 1715.8028 26.5282 94195 3 572.6058 ‐0.4232
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1109.5374 TNIQEYWR 22767.0900 1109.5399 23.7478 74919 2 555.2736 1.58
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 798.4832 LNVRPSI 24614.7000 798.4831 21.2148 62820 2 399.7452 ‐1.7096
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 2874.3918 VVGGANHSHATKDLHDAIA286.3252 2874.4723 36.2097 6985 3 958.8289 28.7362
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 2700.2749 LFIQTMDPADEDKFDFDPLD24986.7400 2700.2746 36.9035 249812 3 900.7631 0.4046
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1871.8810 DEEINYYPSKFDPVR 7646.9840 1871.8811 26.4064 18528 3 624.6319 ‐0.4116
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 472.2878 RPSI 85.0767 472.2874 20.1693 15611 1 472.2874 ‐1.5721
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1159.5994 LEDYHLIEK 34898.1500 1159.6004 29.2117 10619 2 580.3038 0.1286
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 571.3562 VRPSI 850.5642 571.3568 20.2062 9632 1 571.3568 0.6975
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 810.3741 AYGDTQR 10441.0300 810.3740 19.3144 8939 1 810.3740 0.7360
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 957.4425 FAYGDTQR 4331.4910 957.4397 19.3265 8758 1 957.4397 ‐1.5526
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 968.5887 GVQTPVIVR 1675.5330 968.5889 22.1085 8428 1 968.5889 1.82
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 894.4468 IQEYWR 372.6612 894.4494 23.7372 3098 1 894.4494 4.0203
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 2198.9798 TMDPADEDKFDFDPLDVTK1536.5630 2198.9785 36.9083 2643 2 1099.9929 0.8857
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 994.4588 DLHDAIASGN 313.6747 994.4605 26.5071 2201 1 994.4605 3.1675
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1109.5586 TPTNSYTGIR 1262.9390 1109.5532 20.0955 2065 1 1109.5532 ‐2.7921
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 810.4104 NSYTGIR 134.5766 810.4121 20.3337 2029 1 810.4121 2.73
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 980.4472 SGNYPEWK 319.5983 980.4490 26.5026 1821 1 980.4490 3.97
NP_001031073.1 catalase 3 Arabidopsis thaliana 10993.2500 56366.8268 84 58.97 None 1024.5098 GPVLLEDYH 197.6915 1024.5088 28.2486 892 2 512.7581 ‐2.0077
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1523.8580 LGPNYLQLPVNAPK 110370.0000 1523.8573 18.0175 319795 2 762.4323 ‐0.4598
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1128.6048 WVEILSEPR 132929.3000 1128.6059 17.2754 143045 2 564.8066 ‐0.1980
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 17143.3600 2242.0578 21.1149 136948 3 748.0241 ‐0.2609
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1632.9108 IWPEDILPLQPVGR 55206.7000 1632.9105 21.2971 118248 2 816.9589 0.1944
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1703.8574 HMEGFGVHTYTLIAK 11337.7200 1703.8567 16.2569 80766 3 568.6238 ‐0.9717
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 3306.5841 TIDNFFNETEQLAFNPGLVV 9344.5600 3306.5664 23.7582 33863 3 1102.8603 ‐2.3870
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 Carbamidomethyl+C(7) 1273.6511 FHWKPTCGIK 4813.0010 1273.6524 13.8429 6628 3 425.2223 ‐0.5154
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1136.6786 APGVQTPVIVR 2288.1640 1136.6773 14.8864 3356 2 568.8423 ‐2.2736
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1715.8024 DLHDAIASGNYPEWK 702.8281 1715.8109 16.6402 3721 3 572.6085 4.00



NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 2506.2514 FYTREGNFDLVGNNTPVFFI 427.6432 2506.2619 24.6976 3132 3 836.0922 5.30
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 882.4720 LGPNYLQL 329.9644 882.4720 18.9215 31700 1 882.4720 0.8458
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 942.5255 VEILSEPR 337.0597 942.5269 17.2791 3662 1 942.5269 2.90
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 867.4611 IWPEDIL 112.3948 867.4602 24.8073 2712 1 867.4602 ‐0.3242
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1393.7474 GPNYLQLPVNAPK 271.9340 1393.7413 16.8988 1485 2 697.3743 ‐4.7125
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 866.5094 QLPVNAPK 139.5845 866.5110 18.0206 1442 1 866.5110 2.04
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 979.5935 LQLPVNAPK 151.2822 979.5946 18.0174 1363 1 979.5946 2.88
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1486.7147 HMEGFGVHTYTLI 1559.8630 1486.7133 16.2356 1177 2 743.8603 ‐1.0297
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1557.7519 HMEGFGVHTYTLIA 263.2048 1557.7472 15.0693 1047 2 779.3772 ‐2.8365
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 992.6251 ILPLQPVGR 168.3469 992.6208 20.2704 990 2 496.8140 ‐5.9486
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1256.6997 NYLQLPVNAPK 134.5563 1256.6996 18.0224 814 1 1256.6996 2.74
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 150.1562 2224.0348 19.6531 4861 2 1112.5210 ‐4.2906
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 1615.8843 IWPEDILPLQPVGR 157.4706 1615.8754 22.5445 5368 2 808.4414 ‐5.1278
NP_001031073.1 catalase 3 Arabidopsis thaliana 11411.7600 56366.8268 84 58.97 None 2489.2248 FYTREGNFDLVGNNTPVFFI 492.7617 2489.2180 23.0663 948 3 830.4109 ‐1.5741
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1761.9381 LLEATGISTVPGSGFGQK 39141.6700 1761.9355 17.0639 111794 2 881.4714 ‐0.7182
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 2854.4621 LVLLGDEVYQQNIYQDERPF2978.6760 2854.4638 19.2831 53427 3 952.1594 2.97
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1783.8610 HYLSLTSGGLGAYSDSR 75095.8700 1783.8615 16.2261 51267 3 595.2920 ‐0.1283
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 10303.2100 1140.5772 17.9701 38650 2 570.7922 0.0834
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 18429.9300 2132.9872 19.9727 37172 2 1066.9972 0.9749
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1225.5955 VLMEMGSPFSK 14347.2600 1225.5972 17.4512 33757 2 613.3022 0.4642
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGM2263.9890 3041.5389 23.6692 27548 3 1014.5178 ‐4.1231
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 2320.2924 IIFTNVGNPHALGQKPLTFPR7061.8190 2320.2933 17.5402 25719 4 580.8288 ‐0.2824
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 2081.0186 RDGYPSDPELIFLTDGASK 84.1269 2080.9874 22.9574 9057 3 694.3340 ‐14.7351
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1353.6905 KVLMEMGSPFSK 13705.7200 1353.6928 16.4017 11896 2 677.3500 1.61
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 680.3978 LLEATGI 79.2795 680.3966 15.9116 5756 1 680.3966 ‐1.7911
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1011.5258 HYLSLTSGGL 158.4653 1011.5264 16.9272 3169 2 506.2668 ‐0.9735
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 372.4103 1041.5042 17.9725 2831 1 1041.5042 ‐1.6391
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 755.3319 GAYSDSR 4380.3720 755.3321 16.2256 2293 1 755.3321 0.5463
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1013.4431 MEMGSPFSK 192.7329 1013.4406 17.4521 1913 1 1013.4406 ‐1.0653
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 985.5564 LLEATGISTV 208.1691 985.5572 17.5502 1631 2 493.2822 ‐0.8211
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 860.4625 FPADAIAR 111.7277 860.4599 24.3283 1479 1 860.4599 ‐2.3010
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 2416.1415 GDEVYQQNIYQDERPFISSK 187.2954 2416.1406 19.2848 1218 2 1208.5739 2.55
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6458.6030 49063.2184 19 37.64 None 1064.5371 STVPGSGFGQK 218.1450 1064.5355 17.0671 1201 1 1064.5355 0.0942
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2192.0427 VSQMIEDAEPFEGEALLDAK7104.7340 2192.0391 32.4983 21367 2 1096.5232 ‐0.0068
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2080.0532 MGYAPFSAPAEEAAISALKR8951.2860 2080.0586 18.9505 9405 3 694.0244 2.53
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1105.6252 ALIAAEYAGVK 1575.6660 1105.6218 23.8554 6754 2 553.3145 ‐4.0603
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2111.9340 FIMDEVYDMELYEWTK 2630.6560 2111.9354 39.7918 4786 2 1056.4713 2.0903
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1589.7457 YFWTMVNQPEFK 578.5258 1589.7524 19.6021 4225 2 795.3799 4.08
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1166.6416 QTEAVPPVPTK 1997.9080 1166.6447 18.2858 3444 2 583.8260 1.45
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1289.6332 VDISDEAQKER 8233.7030 1289.6321 15.3002 3287 3 430.5489 ‐2.0851
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2039.0808 VPVLETPEGPIFESNAIAR 786.3231 2039.1073 40.6497 809 2 1020.0573 14.2845
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2305.2373 AKNPLDLLPPSPMVLDDWK3234.7090 2305.2414 20.2549 1537 4 577.0658 0.7854
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2062.0426 MGYAPFSAPAEEAAISALKR407.4284 2062.0295 19.7932 1148 2 1031.5184 ‐5.0428
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 1629.9033 FAMLGAAGAIAPEILGK 29453.0600 1629.9015 20.9313 25238 2 815.4544 ‐0.8316
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 2594.2674 GLAGSGNPAYPGGPFFNPLG4928.1200 2594.2682 19.8647 21824 3 865.4276 1.1405
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 1395.6362 LQDWYNPGSMGK 5966.5250 1395.6398 25.0593 18549 2 698.3236 2.01
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 1796.8755 GLAGSGNPAYPGGPFFNPL 277.5661 1796.8817 19.0394 6069 2 898.9445 4.1115
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 1167.6732 GAAGAIAPEILGK 397.4283 1167.6717 20.9322 3832 2 584.3395 ‐2.1163
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 1393.7872 MLGAAGAIAPEILGK 266.0520 1393.7833 20.0869 3130 3 465.2660 ‐3.8694
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 3212.9880 23860.4661 12 30.73 None 840.5189 IAPEILGK 257.9243 840.5192 22.0161 1446 1 840.5192 0.9798
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2943.8070 23860.4661 12 30.73 None 1629.9033 FAMLGAAGAIAPEILGK 33063.1100 1629.9015 20.9313 25238 2 815.4544 ‐0.7255
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2943.8070 23860.4661 12 30.73 None 2594.2674 GLAGSGNPAYPGGPFFNPLG3015.0990 2594.2682 19.8647 21824 3 865.4276 1.00
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2943.8070 23860.4661 12 30.73 None 1291.6793 WLAYGEIINGR 116.7829 1291.6482 23.4336 3272 1 1291.6482 ‐21.5853
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2943.8070 23860.4661 12 30.73 None 1551.7373 RLQDWYNPGSMGK 187.4095 1551.7452 16.5516 2035 3 517.9199 4.21
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2943.8070 23860.4661 12 30.73 None 1796.8755 GLAGSGNPAYPGGPFFNPL 332.5509 1796.8817 19.0394 6069 2 898.9445 4.43
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1955.2630 29838.7466 8 23.53 None 3415.7209 HAAAEIFANPDVIAEVPWYG9277.8020 3415.7091 23.4470 19855 3 1139.2412 ‐1.2429
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1955.2630 29838.7466 8 23.53 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPT6221.1990 2531.2389 27.8202 18736 3 844.4178 1.0464
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1955.2630 29838.7466 8 23.53 None 1111.5994 TLPGPVTDPSK 10037.2500 1111.5992 18.7337 13162 2 556.3032 ‐1.1689
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1955.2630 29838.7466 8 23.53 None 2265.1339 HAAAEIFANPDVIAEVPWYG182.5959 2265.1243 22.7669 3132 2 1133.0658 ‐2.4165
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1955.2630 29838.7466 8 23.53 None 1630.8224 HAAAEIFANPDVIAEV 89.0185 1630.8123 23.0186 2787 2 815.9098 ‐5.9313
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1499.5830 29838.7466 8 23.53 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPT10267.2800 2531.2389 27.8202 18736 3 844.4178 0.6107
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1499.5830 29838.7466 8 23.53 None 1111.5994 TLPGPVTDPSK 15612.6500 1111.5992 18.7337 13162 2 556.3032 ‐1.0379
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1499.5830 29838.7466 8 23.53 None 897.4676 PGPVTDPSK 825.2154 897.4656 18.7471 1310 1 897.4656 ‐1.1460
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1761.9381 LLEATGISTVPGSGFGQK 62507.3400 1761.9355 17.0639 111794 2 881.4714 ‐0.9086
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1924.9175 DGYPSDPELIFLTDGASK 23001.1400 1924.9179 33.6742 66265 2 962.9626 1.07
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 2854.4621 LVLLGDEVYQQNIYQDERPF4141.4200 2854.4638 19.2831 53427 3 952.1594 1.73
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1783.8610 HYLSLTSGGLGAYSDSR 88743.1900 1783.8615 16.2261 51267 3 595.2920 ‐0.1916
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 13398.1300 1140.5772 17.9701 38650 2 570.7922 0.2900
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 2320.2924 IIFTNVGNPHALGQKPLTFPR4082.5400 2320.2933 17.5402 25719 4 580.8288 ‐0.6080
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANI2392.5460 2255.1172 28.7427 22392 2 1128.0622 ‐2.6178
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1394.6798 ALDYESLNENVK 1077.3920 1394.6834 30.8041 5299 2 697.8454 2.83
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 2081.0186 RDGYPSDPELIFLTDGASK 2105.9610 2081.0215 30.8388 5061 3 694.3454 1.17
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 759.4108 QSVAQAR 75.2980 759.3921 19.1197 2731 1 759.3921 ‐24.1645
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 Oxidation+M(1) 1869.9262 MSLKALDYESLNENVK 743.1434 1869.9307 21.4981 5584 3 623.9817 2.0404



NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 680.3978 LLEATGI 190.9712 680.3966 15.9116 5756 1 680.3966 ‐1.6747
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 991.4088 1041.5042 17.9725 2831 1 1041.5042 ‐1.5643
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 985.5564 LLEATGISTV 359.1010 985.5572 17.5502 1631 2 493.2822 ‐0.5154
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 2416.1415 GDEVYQQNIYQDERPFISSK 299.1832 2416.1406 19.2848 1218 2 1208.5739 1.70
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1064.5371 STVPGSGFGQK 410.0112 1064.5355 17.0671 1201 1 1064.5355 0.1664
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 7187.5470 54014.7989 17 30.15 None 1906.9069 DGYPSDPELIFLTDGASK 773.4355 1906.9028 34.2673 4840 2 953.9550 ‐1.2306
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 1339.6753 FAQYTGANAIAGR 3878.4060 1339.6757 20.7838 19752 2 670.3415 ‐0.1660
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 2065.9396 HTPGTFTNQMQTSFSEPR 1488.1290 2065.9452 23.4855 13699 3 689.3199 2.23
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 1954.0181 RNDGIYIFNLGKTWEK 375.3307 1954.0317 31.0233 2506 3 652.0154 6.27
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 1108.5422 FAQYTGANAIA 146.9901 1108.5479 21.2412 22597 2 554.7776 4.1286
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 1097.4833 HTPGTFTNQM 153.7872 1097.4869 24.0374 6647 2 549.2471 2.58
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 262.6041 32209.2755 10 12.93 None 1321.6648 FAQYTGANAIAGR 183.4032 1321.6538 19.2630 893 1 1321.6538 ‐5.5802
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 409.9407 32209.2755 10 12.93 None 1187.6419 FVDIGIPANNK 4477.0900 1187.6408 16.1988 17273 2 594.3240 ‐1.9478
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 409.9407 32209.2755 10 12.93 Carbamidomethyl+C(13) 2177.0366 EGALGNIPIIAFCDTDSPMR 2408.6620 2177.0376 20.8266 7048 2 1089.0224 2.84
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 409.9407 32209.2755 10 12.93 Carbamidomethyl+C(20) 2996.4605 TDHQPIKEGALGNIPIIAFCD855.6056 2996.4522 19.4030 3942 4 749.8685 ‐1.9603
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 409.9407 32209.2755 10 12.93 None 1954.0181 RNDGIYIFNLGKTWEK 789.2380 1954.0360 17.0474 19706 3 652.0168 9.1088
NP_001031296.1 uncharacterized protein Arabidopsis thaliana 337.8867 29736.0911 5 17.52 None 3732.7875 NEKDDASEPLPVYQQAVNG946.4054 3732.7994 35.0598 46807 3 1244.9380 5.87
NP_001031296.1 uncharacterized protein Arabidopsis thaliana 337.8867 29736.0911 5 17.52 None 1475.7853 LKEIGGNNIFADGK 2628.2290 1475.7850 21.7143 17327 2 738.3961 ‐0.2979
NP_001031296.1 uncharacterized protein Arabidopsis thaliana 337.8867 29736.0911 5 17.52 None 1234.6062 EIGGNNIFADGK 766.6415 1234.6094 24.9592 5178 2 617.8084 1.15
NP_001031296.1 uncharacterized protein Arabidopsis thaliana 337.8867 29736.0911 5 17.52 None 1929.0440 DYLGGVRKPPGGETSIALV 442.1844 1928.9878 18.2601 17038 2 964.9975 ‐28.1573
NP_001031296.1 uncharacterized protein Arabidopsis thaliana 337.8867 29736.0911 5 17.52 None 1693.7810 QRELSGTMENESANK 400.4507 1693.7965 24.8294 4754 2 847.4019 9.25
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1795.8683 LAEMPADSGYPAYLAAR 10329.9300 1795.8616 27.5821 34610 2 898.4345 ‐3.0611
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1578.7170 FEDPAEGEDTLVEK 13031.6200 1578.7182 23.4518 24412 2 789.8628 0.9460
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1545.8054 TTLVANTSNMPVAAR 3876.7010 1545.8065 22.2767 19578 2 773.4069 0.8366
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1801.9344 NIIHFYNLANQAVER 4466.7860 1801.9329 17.5383 19330 3 601.3158 ‐1.2958
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1471.7639 EDDLNEIVQLVGK 28670.8200 1471.7626 34.0164 14910 2 736.3849 ‐0.9878
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 2080.9346 LTTFEDDEKESEYGYVR 4996.3720 2080.9389 23.4768 14236 3 694.3178 2.0713
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 3736.8237 FVEGDTITGGDLYATVFENT 5004.5250 3736.8083 23.9158 12898 3 1246.2743 ‐1.3921
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 3921.1670 1675.7368 21.1958 9676 2 838.3720 ‐0.3812
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 883.4672 LGDLFYR 5521.6200 883.4692 16.4897 7615 2 442.2383 0.7279
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 2465.1509 GNEMAEVLMDFPQLTMTL 2353.3090 2465.1458 23.4899 7218 2 1233.0765 0.2068
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 2097.1186 EVLQREDDLNEIVQLVGK 1675.9020 2097.1166 33.0457 4361 3 699.7104 ‐0.9010
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 885.5040 GVSVPALDK 1104.7850 885.5152 26.0978 9228 1 885.5152 13.5461
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1097.4997 LTTFEDDEK 453.0410 1097.4912 21.1560 3003 2 549.2492 ‐8.7796
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1519.8366 DTVIELEFQGIKK 372.2487 1519.8658 16.5068 2758 3 507.2935 18.2932
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1574.8272 DALAEGDKITLETAK 6078.1250 1574.8286 23.1023 16261 3 525.6144 0.0667
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1592.8544 FDPDFINIRTKAR 2301.2580 1592.8512 26.2478 4784 2 796.9292 ‐1.7913
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 2455.1816 YSTALESFYEKFDPDFINIR 795.6616 2455.1868 22.8933 3536 2 1228.0971 4.76
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1313.7324 PDFINIRTKAR 121.1536 1313.7387 26.2720 10569 2 657.3730 4.71
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1427.7754 DPDFINIRTKAR 130.2882 1427.7703 28.2143 3684 2 714.3888 ‐3.8087
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1072.5157 AEGEDTLVEK 386.5038 1072.5174 23.6689 3376 2 536.7623 0.4924
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 561.3243 LETAK 117.7180 561.3223 23.6510 2959 1 561.3223 ‐3.8876
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1312.7484 PDFINIRTKAR 86.1500 1312.7427 28.7226 1521 2 656.8750 ‐4.8302
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1343.7100 LVANTSNMPVAAR 251.6886 1343.7075 22.0610 1035 2 672.3574 ‐2.2771
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1275.6791 AEGDKITLETAK 343.0008 1275.6843 21.6516 887 2 638.3458 3.96
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 Carbamidomethyl+C(7) 1091.5303 AVVYVGCGER 193.5086 1091.5340 19.3454 854 1 1091.5340 5.1490
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1501.8261 DTVIELEFQGIKK 280.7207 1501.8293 15.5139 5108 3 501.2813 1.23
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1527.7948 TTLVANTSNMPVAAR 417.2472 1527.7967 20.6270 1364 3 509.9371 0.3874
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1777.8578 LAEMPADSGYPAYLAAR 464.8552 1777.8512 27.6005 1208 2 889.4292 ‐3.0865
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1560.7064 FEDPAEGEDTLVEK 229.6429 1560.7099 22.0904 840 3 520.9081 1.17
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 Carbamidomethyl+C(12) 1657.7275 YSNSDAVVYVGCGER 248.8151 1657.7248 22.0575 753 2 829.3660 ‐1.3272
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 61 41.73 None 1784.9078 NIIHFYNLANQAVER 444.0205 1784.9111 17.0631 1243 2 892.9592 2.29
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1795.8683 LAEMPADSGYPAYLAAR 8965.8120 1795.8616 27.5821 34610 2 898.4345 ‐3.1229
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1545.8054 TTLVANTSNMPVAAR 4730.3820 1545.8065 22.2767 19578 2 773.4069 0.8452
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1471.7639 EDDLNEIVQLVGK 18771.3000 1471.7626 34.0164 14910 2 736.3849 ‐0.9583
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4572.5850 1675.7368 21.1958 9676 2 838.3720 ‐0.4092
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 2097.1186 EVLQREDDLNEIVQLVGK 870.1676 2097.1166 33.0457 4361 3 699.7104 ‐1.1478
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1577.8111 HFPSVNWLISYSK 471.1618 1577.8173 28.6737 5546 2 789.4123 4.0482
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 885.5040 GVSVPALDK 337.1065 885.5247 22.5832 3511 2 443.2660 22.0124
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1287.6804 WAEALREISGR 191.5969 1287.7119 29.0042 2813 2 644.3596 23.9841
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 2092.0566 VSGPVVVADGMAGAAMYE719.2330 2092.0166 35.0113 915 2 1046.5119 ‐17.8748
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 642.3821 VPALDK 60.7954 642.3842 22.3343 2875 1 642.3842 3.54
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 927.8071 69154.7867 61 41.73 None 1269.6698 WAEALREISGR 213.8246 1269.6717 28.6736 2722 2 635.3395 0.9617
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1801.9344 NIIHFYNLANQAVER 4011.9400 1801.9329 17.5383 19330 3 601.3158 ‐1.2219
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 3736.8237 FVEGDTITGGDLYATVFENT 5070.1680 3736.8083 23.9158 12898 3 1246.2743 ‐0.1812
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 883.4672 LGDLFYR 7798.8280 883.4692 16.4897 7615 2 442.2383 0.3569
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 2465.1509 GNEMAEVLMDFPQLTMTL 3406.2080 2465.1458 23.4899 7218 2 1233.0765 0.8465
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 2799.5880 THKPLSVELGPGILGNIFDGI 721.2654 2799.5083 19.1285 17960 3 933.8409 ‐26.6139
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1577.8111 HFPSVNWLISYSK 240.7871 1577.8256 19.7306 11566 2 789.4164 9.97
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1578.7170 FEDPAEGEDTLVEK 892.0506 1578.7563 19.0357 7888 2 789.8818 25.1257
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1367.6776 SYTMLQSWPVR 76.1718 1367.6925 25.5333 3335 1 1367.6925 13.7408
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1519.8366 DTVIELEFQGIKK 429.3981 1519.8658 16.5068 2758 3 507.2935 18.2013



NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 3260.6620 TTLVANTSNMPVAAREASIY783.5922 3260.5996 22.7780 2610 3 1087.5380 ‐16.2598
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1424.7784 ITYIAPAGQYSLK 460.3963 1424.7488 17.5558 1121 2 712.8780 ‐21.0083
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 3064.5309 WAEALREISGRLAEMPADSG639.3979 3064.5368 21.4298 8935 3 1022.1838 4.76
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 2455.1816 YSTALESFYEKFDPDFINIR 692.6951 2455.1868 22.8933 3536 2 1228.0971 5.0410
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 770.3832 GDLFYR 1470.1690 770.3826 16.4828 3273 1 770.3826 ‐0.3820
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 769.3951 ANQAVER 123.5160 769.3930 18.8643 2303 1 769.3930 ‐2.4000
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1216.6684 THKPLSVELGPG 148.6547 1216.6745 17.7354 1809 2 608.8409 4.0981
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 61 41.73 None 1784.9078 NIIHFYNLANQAVER 326.0848 1784.9111 17.0631 1243 2 892.9592 2.80
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1496.7236 FIGTAGAASTMMNPK 6973.0190 1496.7230 15.6744 12555 2 748.8651 ‐0.4453
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1768.8794 AFTPTQVMGMMLSNLK 2674.0710 1768.8832 23.4743 8436 2 884.9452 2.20
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1138.5197 EFEMALQDR 7922.0680 1138.5195 23.9094 4928 2 569.7634 ‐1.0939
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1759.9225 REEFEEISIPILER 3344.0960 1759.9224 33.1506 4391 3 587.3123 ‐0.5737
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1119.5429 QFSDPELQR 3582.0440 1119.5455 19.4137 4214 2 560.2764 1.98
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1303.5801 YQEYITDSER 1751.5200 1303.5827 18.5920 4027 2 652.2950 1.30
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1428.7369 ISTYTIGPFQSSK 513.7802 1428.7335 19.3656 3110 2 714.8704 ‐2.5944
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1101.5575 FDHIELAEK 1003.6460 1101.5570 16.8089 1446 2 551.2822 ‐1.4489
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 2342.1657 ALSDAGLTVEDVHMVEVIGS473.1156 2342.1539 34.9517 1251 2 1171.5806 ‐3.0289
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 Carbamidomethyl+C(12) 2007.8383 ASAEAAPASGDCDVNMQD1522.3250 2007.8415 17.7923 1113 2 1004.4244 2.16
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 2267.0826 SGTFSVDVQYSDVNDLQAP 420.5562 2267.0715 17.0944 865 2 1134.0394 ‐3.0842
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1248.6834 YATPALLSADVK 1931.9550 1248.6750 26.2900 9144 2 624.8412 ‐7.3765
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 2251.1275 TVEVEKAVEKEFEMALQDR 347.6081 2251.1046 34.2216 8269 2 1126.0559 ‐8.3865
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1131.6256 TVEVEKAVEK 300.0675 1131.6248 21.1494 5062 2 566.3160 ‐1.6322
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 3360.5794 EAFLANLQEVEDWLYEDGE 1239.9480 3360.5723 42.1667 2347 3 1120.8623 ‐0.0159
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1746.8181 LSDKYQEYITDSER 220.4544 1746.8269 37.9455 969 2 873.9171 5.78
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 2298.1666 SLGGRDFDEVLFNHFAAKFK620.3639 2298.1682 23.6546 758 2 1149.5877 2.26
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 706.3189 NMQDAK 86.5615 706.3155 18.4350 6701 1 706.3155 ‐4.6283
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1123.4902 QEYITDSER 290.9912 1123.4915 16.6140 4868 2 562.2494 0.1547
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 Carbamidomethyl+C(1) 1036.5496 CAILSPTFK 1877.4300 1036.5558 17.5809 3604 2 518.7815 4.87
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1012.4582 EYITDSER 208.9120 1012.4514 18.7770 3068 1 1012.4514 ‐5.2123
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1251.6258 QVMGMMLSNLK 369.1091 1251.6271 23.0873 2546 2 626.3172 0.3846
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1109.5626 YTIGPFQSSK 322.1277 1109.5660 18.4007 1861 2 555.2866 2.0668
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 1950.9120 EAFLANLQEVEDWLYE 864.7383 1950.9208 43.1600 1393 3 650.9784 4.39
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 552.3942 88115.6927 26 23.45 None 864.4098 LSDKYQE 93.3965 864.4106 40.0097 1067 1 864.4106 1.34
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1653.9244 MVDVLVEQNIVPGIK 123958.8000 1653.9241 19.3820 189257 2 827.4657 0.1596
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 3024.4983 YAAISQDSGLVPIVEPEIMLD110889.3000 3024.4947 36.1277 135270 3 1008.8364 0.3707
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1387.7176 LASIGLENTEANR 54402.2000 1387.7177 21.7142 122062 2 694.3625 ‐0.2351
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1307.6842 ATPEQVASYTLK 37437.9200 1307.6849 23.3816 111156 2 654.3461 0.0805
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 873.4577 EAAWGLAR 36694.3600 873.4589 21.3552 67396 2 437.2331 ‐0.1842
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1452.8421 TVVSIPNGPSALAVK 40664.9400 1452.8399 16.9581 66747 2 726.9236 ‐1.6127
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 3400.7886 TLLVSAPGLGQYISGAILFEET14064.0800 3400.7748 25.2894 61534 3 1134.2631 ‐1.9004
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDG12534.8600 2479.1852 21.1475 57794 2 1240.0962 ‐0.4993
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATC 27564.9700 2147.9527 22.4770 45909 3 716.6557 0.4969
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATC 1821.6950 2304.0557 21.2651 16901 4 576.7694 0.1535
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1782.0194 KMVDVLVEQNIVPGIK 4670.3070 1782.0304 18.4010 9167 3 594.6816 5.78
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1996.1147 MVDVLVEQNIVPGIKVDK 1439.9310 1996.1104 18.7225 4394 3 666.0417 ‐2.2720
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 997.5677 EQNIVPGIK 381.0678 997.5690 20.7391 2747 2 499.2881 0.0526
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 454.8557 1183.4696 21.9770 2627 1 1183.4696 0.2456
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 330.2084 1112.4329 21.9792 2299 1 1112.4329 0.1933
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 2816.4353 PGLGQYISGAILFEETLYQSTT326.8595 2816.4381 24.6887 1793 2 1408.7227 4.1556
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1124.5656 MVDVLVEQNI 202.7347 1124.5611 19.5561 1449 1 1124.5611 ‐2.0831
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(7) 981.3942 DESNATCGK 283.5685 981.3941 21.9824 1396 1 981.3941 1.1826
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1217.6048 GLVPLVGSYDES 172.3851 1217.6070 20.4661 1179 1 1217.6070 4.0917
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 1209.7201 LVEQNIVPGIK 243.0427 1209.7228 19.3798 1141 1 1209.7228 4.34
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 None 855.4472 EAAWGLAR 156.8062 855.4470 21.3613 2098 2 428.2271 ‐1.8150
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 26950.4500 33437.3367 54 54.98 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATC 573.8653 2129.9260 24.4563 2092 2 1065.4667 ‐5.6831
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 3024.4983 YAAISQDSGLVPIVEPEIMLD83259.7100 3024.4947 36.1277 135270 3 1008.8364 ‐0.2799
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1387.7176 LASIGLENTEANR 29939.3600 1387.7177 21.7142 122062 2 694.3625 ‐0.1819
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1307.6842 ATPEQVASYTLK 38501.4800 1307.6849 23.3816 111156 2 654.3461 0.1562
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 873.4577 EAAWGLAR 49237.7100 873.4590 21.3593 66778 2 437.2331 0.0664
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATC 25252.5500 2147.9527 22.4770 45909 3 716.6557 0.2280
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATC 1845.3630 2304.0557 21.2651 16901 4 576.7694 ‐0.2065
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4108.0790 1669.9168 30.8806 17180 2 835.4621 ‐1.1431
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 2606.2767 SQDSGLVPIVEPEIMLDGEH3115.9850 2606.2701 37.5909 10903 2 1303.6387 ‐0.1733
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1135.5994 PEQVASYTLK 1383.6930 1135.5966 23.3793 3909 1 1135.5966 ‐0.3147
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 444.7023 1183.4696 21.9770 2627 1 1183.4696 0.4207
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 315.2106 1112.4329 21.9792 2299 1 1112.4329 0.3677
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1011.4854 LDGEHGIDR 114.5213 1011.4804 34.8880 1175 1 1011.4804 ‐3.2893
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1289.6736 ATPEQVASYTLK 188.1074 1289.6706 23.9069 2745 2 645.3389 ‐2.7944
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 855.4472 EAAWGLAR 218.3180 855.4470 21.3613 2098 2 428.2271 ‐1.6118
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATC 444.2477 2129.9260 24.4563 2092 2 1065.4667 ‐5.8391
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 13335.3800 33437.3367 54 54.98 None 1370.6910 LASIGLENTEANR 248.4367 1370.6929 22.3321 1536 2 685.8501 1.0616
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1653.9244 MVDVLVEQNIVPGIK 155084.9000 1653.9241 19.3820 189257 2 827.4657 0.2810
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1452.8421 TVVSIPNGPSALAVK 41108.5400 1452.8399 16.9581 66747 2 726.9236 ‐1.6198



NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 3400.7886 TLLVSAPGLGQYISGAILFEET13270.5200 3400.7748 25.2894 61534 3 1134.2631 ‐0.8870
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDG16060.4100 2479.1852 21.1475 57794 2 1240.0962 0.1494
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1307.6842 ATPEQVASYTLK 16476.5500 1307.6854 15.3804 3603 2 654.3463 0.3523
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 3024.4983 YAAISQDSGLVPIVEPEIMLD972.2890 3024.5227 25.2382 7526 3 1008.8458 10.94
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1782.0194 KMVDVLVEQNIVPGIK 5047.1780 1782.0304 18.4010 9167 3 594.6816 5.00
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1996.1147 MVDVLVEQNIVPGIKVDK 1512.5940 1996.1104 18.7225 4394 3 666.0417 ‐2.0840
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 953.5415 PNGPSALAVK 763.1110 953.5417 16.6304 11555 2 477.2745 ‐1.4711
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1006.4840 YAAISQDSGL 113.3955 1006.4871 24.4682 2512 1 1006.4871 4.82
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1240.6606 MVDVLVEQNIV 237.4269 1240.6517 18.3788 2445 1 1240.6517 ‐4.8490
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 997.5677 EQNIVPGIK 1418.4950 997.5671 19.3813 1851 1 997.5671 0.6932
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 2816.4353 PGLGQYISGAILFEETLYQSTT281.9352 2816.4381 24.6887 1793 2 1408.7227 5.0198
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1124.5656 MVDVLVEQNI 213.0672 1124.5611 19.5561 1449 1 1124.5611 ‐2.1483
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 1209.7201 LVEQNIVPGIK 220.8701 1209.7228 19.3798 1141 1 1209.7228 4.80
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 12739.2000 33437.3367 54 54.98 None 2974.5044 SAPGLGQYISGAILFEETLYQ 500.9020 2974.4822 24.6656 1022 2 1487.7447 ‐2.9495
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1653.9244 MVDVLVEQNIVPGIK 123958.8000 1653.9241 19.3820 189257 2 827.4657 0.1596
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 3024.4983 YAAISQDSGLVPIVEPEIMLD110889.3000 3024.4947 36.1277 135270 3 1008.8364 0.3707
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1387.7176 LASIGLENTEANR 54402.2000 1387.7177 21.7142 122062 2 694.3625 ‐0.2351
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1307.6842 ATPEQVASYTLK 37437.9200 1307.6849 23.3816 111156 2 654.3461 0.0805
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 970.5680 AAQDILLAR 41449.3900 970.5684 22.7677 68283 2 485.7878 ‐0.9470
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 873.4577 EAAWGLAR 36694.3600 873.4589 21.3552 67396 2 437.2331 ‐0.1842
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1452.8421 TVVSIPNGPSALAVK 40664.9400 1452.8399 16.9581 66747 2 726.9236 ‐1.6127
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 3400.7886 TLLVSAPGLGQYISGAILFEET14064.0800 3400.7748 25.2894 61534 3 1134.2631 ‐1.9004
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDG12534.8600 2479.1852 21.1475 57794 2 1240.0962 ‐0.4993
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATC 27564.9700 2147.9527 22.4770 45909 3 716.6557 0.4969
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATC 1821.6950 2304.0557 21.2651 16901 4 576.7694 0.1535
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1782.0194 KMVDVLVEQNIVPGIK 4670.3070 1782.0304 18.4010 9167 3 594.6816 5.78
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1996.1147 MVDVLVEQNIVPGIKVDK 1439.9310 1996.1104 18.7225 4394 3 666.0417 ‐2.2720
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 2081.9986 ANSLAQLGKYTGEGESEEAK1812.5900 2081.9962 23.1796 4358 3 694.6702 ‐1.1277
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 810.4832 QDILLAR 174.8463 810.4837 24.4103 6914 1 810.4837 1.37
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 997.5677 EQNIVPGIK 381.0678 997.5690 20.7391 2747 2 499.2881 0.0526
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 454.8557 1183.4696 21.9770 2627 1 1183.4696 0.2456
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 330.2084 1112.4329 21.9792 2299 1 1112.4329 0.1933
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 2816.4353 PGLGQYISGAILFEETLYQSTT326.8595 2816.4381 24.6887 1793 2 1408.7227 4.1556
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1124.5656 MVDVLVEQNI 202.7347 1124.5611 19.5561 1449 1 1124.5611 ‐2.0831
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(7) 981.3942 DESNATCGK 283.5685 981.3941 21.9824 1396 1 981.3941 1.1826
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1217.6048 GLVPLVGSYDES 172.3851 1217.6070 20.4661 1179 1 1217.6070 4.0917
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 1209.7201 LVEQNIVPGIK 243.0427 1209.7228 19.3798 1141 1 1209.7228 4.34
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 585.4083 ILLAR 164.2258 585.4086 22.7710 1112 1 585.4086 0.1784
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 None 855.4472 EAAWGLAR 156.8062 855.4470 21.3613 2098 2 428.2271 ‐1.8150
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 27909.4300 41978.8296 46 51.41 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATC 573.8653 2129.9260 24.4563 2092 2 1065.4667 ‐5.6831
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 3024.4983 YAAISQDSGLVPIVEPEIMLD83259.7100 3024.4947 36.1277 135270 3 1008.8364 ‐0.2799
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1387.7176 LASIGLENTEANR 29939.3600 1387.7177 21.7142 122062 2 694.3625 ‐0.1819
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1307.6842 ATPEQVASYTLK 38501.4800 1307.6849 23.3816 111156 2 654.3461 0.1562
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 970.5680 AAQDILLAR 59870.7300 970.5684 22.7677 68283 2 485.7878 ‐0.7763
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 873.4577 EAAWGLAR 49237.7100 873.4590 21.3593 66778 2 437.2331 0.0664
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATC 25252.5500 2147.9527 22.4770 45909 3 716.6557 0.2280
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATC 1845.3630 2304.0557 21.2651 16901 4 576.7694 ‐0.2065
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4108.0790 1669.9168 30.8806 17180 2 835.4621 ‐1.1431
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 2606.2767 SQDSGLVPIVEPEIMLDGEH3115.9850 2606.2701 37.5909 10903 2 1303.6387 ‐0.1733
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 810.4832 QDILLAR 161.7211 810.4837 24.4103 6914 1 810.4837 1.53
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 700.4352 DILLAR 1993.4180 700.4365 22.7700 3933 1 700.4365 2.21
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1135.5994 PEQVASYTLK 1383.6930 1135.5966 23.3793 3909 1 1135.5966 ‐0.3147
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 444.7023 1183.4696 21.9770 2627 1 1183.4696 0.4207
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 315.2106 1112.4329 21.9792 2299 1 1112.4329 0.3677
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1011.4854 LDGEHGIDR 114.5213 1011.4804 34.8880 1175 1 1011.4804 ‐3.2893
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 585.4083 ILLAR 214.4883 585.4086 22.7710 1112 1 585.4086 0.3478
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1289.6736 ATPEQVASYTLK 188.1074 1289.6706 23.9069 2745 2 645.3389 ‐2.7944
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 855.4472 EAAWGLAR 218.3180 855.4470 21.3613 2098 2 428.2271 ‐1.6118
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATC 444.2477 2129.9260 24.4563 2092 2 1065.4667 ‐5.8391
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 14720.5700 41978.8296 46 51.41 None 1370.6910 LASIGLENTEANR 248.4367 1370.6929 22.3321 1536 2 685.8501 1.0616
NP_001031390.1 40S ribosomal protein S25 2 Arabidopsis thaliana 1891.6510 11941.1004 2 25.23 None 1114.6466 LITPSILSDR 20240.6700 1114.6488 17.1871 31891 2 557.8280 0.9089
NP_001031390.1 40S ribosomal protein S25 2 Arabidopsis thaliana 1891.6510 11941.1004 2 25.23 None 1947.0229 GLIRMVSAHSSQQIYTR 561.0916 1947.0299 24.7673 1060 2 974.0186 4.34
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 409.6826 29427.7440 5 8.75 None 1539.8377 VLSDVGDIPVQEIR 4807.0840 1539.8378 27.8581 19144 2 770.4225 0.1265
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 409.6826 29427.7440 5 8.75 None 1158.5248 FGVEQYEMR 4494.1510 1158.5248 23.4014 10572 2 579.7660 ‐0.7638
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 409.6826 29427.7440 5 8.75 None 1756.8435 EQGKRFGVEQYEMR 722.5808 1756.8372 20.8708 21983 3 586.2839 ‐4.2403
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 409.6826 29427.7440 5 8.75 Carbamidomethyl+C(10) 1651.7931 DRQMLENLVCINF 709.0409 1651.7858 32.0428 3567 2 826.3966 ‐4.1001
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 409.6826 29427.7440 5 8.75 None 1140.5143 FGVEQYEMR 171.4211 1140.5118 25.5373 1634 1 1140.5118 ‐0.0414
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGL10018.8000 3033.4369 37.2585 15680 3 1011.8172 ‐0.9192
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 1694.1350 1237.6272 22.2038 14659 2 619.3172 1.34
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 None 998.5993 AGIIVLAEGR 4954.1240 998.5983 25.2688 9741 2 499.8028 ‐2.2671
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 None 1025.5197 HSLPDGLMR 4631.0660 1025.5226 19.9224 16248 2 513.2650 1.86
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 1452.1960 1259.5820 19.0575 5806 2 630.2946 ‐2.0564
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 1049.6100 40418.5907 6 18.68 None 1007.5091 HSLPDGLMR 162.7181 1007.5062 20.2221 2819 2 504.2567 ‐4.1327
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 14939.6400 1960.9491 36.8377 18241 2 980.9782 ‐1.5919



NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 Carbamidomethyl+C(6) 3033.4445 NNAIVCNIGHFDNEIDMLGL10706.5900 3033.4369 37.2585 15680 3 1011.8172 ‐1.5736
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 8561.8550 1237.6272 22.2038 14659 2 619.3172 1.89
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 None 998.5993 AGIIVLAEGR 6762.7590 998.5983 25.2688 9741 2 499.8028 ‐2.1042
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 None 1475.8064 LVGVSEETTTGVKR 3620.9450 1475.8043 17.7934 5883 3 492.6063 ‐2.4068
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1736.6250 48977.4464 6 18.18 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 518.5554 1067.5191 21.5750 4580 2 534.2632 ‐0.9228
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1544.7373 VMANADTPEDAIAAR 11349.1400 1544.7394 21.7124 13015 2 772.8734 1.87
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 2794.3795 GLPASPGAAVGQVVFTAEEA3222.6430 2794.3775 36.1507 11547 3 932.1307 0.4564
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1607.8098 LGISYPELTEMQAR 1635.6520 1607.8058 29.8164 10096 2 804.4065 ‐2.2816
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 4068.0448 LLDPPLHEFLPEGDLDNIVHE1018.8000 4068.0675 42.4314 9174 5 814.4193 5.04
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 841.5142 LAAAQVVVA 1643.3590 841.5144 21.7364 7735 2 421.2608 ‐1.4400
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1852.0538 DIGASLADPSKPLLLSVR 4336.5650 1852.0597 18.7294 6929 3 618.0248 2.83
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 Carbamidomethyl+C(1)
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1698.8949 ELVEQYKSVYLEAK 605.0696 1698.8844 24.8007 4710 3 566.9663 ‐6.7660
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1632.8778 IEKLSEVNPMLGFR 1023.2070 1632.8791 27.5686 3617 2 816.9432 1.0819
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1785.9164 LKVMANADTPEDAIAAR 1783.9490 1785.9138 27.6971 1635 2 893.4605 ‐0.7946
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1109.7041 PSKPLLLSVR 226.4507 1109.7006 19.7657 6637 2 555.3539 ‐4.1876
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1247.6630 DIGASLADPSKPL 632.0236 1247.6619 18.2049 4366 2 624.3346 ‐1.5739
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 Carbamidomethyl+C(1)
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1767.9058 LKVMANADTPEDAIAAR 445.7838 1767.9125 27.9780 4092 2 884.4599 4.22
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 555.8708 94007.8280 15 15.40 None 1768.8898 LKVMANADTPEDAIAAR 480.7274 1768.8922 28.8769 1465 3 590.3022 0.8337
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 1344.7118 TVVNNESAEIIR 9542.2410 1344.7143 21.2442 5076 2 672.8608 1.44
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 1469.6503 SAVDETSDSGAFQR 2568.5560 1469.6514 17.6238 4492 2 735.3293 0.6316
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 1294.5658 DSNSQFPAESGR 4868.8000 1294.5705 15.4667 1955 2 647.7889 3.0622
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 1484.7268 ELYEIASPNYTGK 1625.4950 1484.7264 25.0606 1943 2 742.8668 ‐0.3335
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 1300.6644 GVSEFVQLHER 596.3649 1300.6499 18.8114 1480 3 434.2215 ‐12.4275
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 Carbamidomethyl+C(19) 2953.4248 KQGPYEEAVEQVYEALDRCE251.1353 2953.3922 41.2438 2049 3 985.1356 ‐9.5938
NP_001031672.1 Glutathione S transferase family protein Arabidopsis thaliana 755.8586 35969.0684 7 16.29 None 763.4209 VQLHER 208.3644 763.4199 17.8375 1683 1 763.4199 ‐0.9277
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1305.6797 NEEIAAFLDKR 957.6868 1305.6844 23.0238 20905 2 653.3458 3.1022
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1362.6900 NEELVPGATFTGK 10557.0800 1362.6894 24.4048 11281 2 681.8483 ‐0.7745
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 2331.1198 ATGTDVVAAVEEQDSTPVV 1110.5310 2331.1167 35.8693 8984 3 777.7104 ‐1.2494
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1173.6474 QTVATLGENIK 2880.9880 1173.6468 19.4774 3263 2 587.3270 ‐1.2374
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1360.7318 DVSSVVTIGQEVK 333.7358 1360.7143 21.4969 5695 2 680.8608 ‐13.2212
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 Carbamidomethyl+C(9) 1850.9317 IGVLLEVNCETDFVSR 246.7059 1850.8872 34.5626 5663 2 925.9472 ‐23.3368
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1292.7031 FAKGQMLDGVVK 960.2752 1292.6959 22.7984 17062 2 646.8516 ‐6.0284
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1433.7747 KNEEIAAFLDKR 527.6516 1433.7681 22.1104 4679 2 717.3877 ‐4.7910
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 2600.4141 DVSSVVTIGQEVKVRLVEAD203.9659 2600.4059 40.0509 3521 3 867.4735 ‐2.7772
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 660.3828 FLDKR 785.5424 660.3827 23.1254 190733 1 660.3827 0.0839
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 300.8400 77141.3663 11 8.18 None 1343.7053 DVSSVVTIGQEVK 142.9636 1343.6997 19.0110 928 2 672.3535 ‐4.5357
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1523.8580 LGPNYLQLPVNAPK 110370.0000 1523.8573 18.0175 319795 2 762.4323 ‐0.4598
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 17143.3600 2242.0578 21.1149 136948 3 748.0241 ‐0.2609
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1984.9916 EGNFDLVGNNFPVFFIR 6472.6020 1984.9830 22.8840 44306 2 992.9951 ‐2.8738
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1493.7933 FPDMVHALKPNPK 4093.4660 1493.7940 15.5298 19004 3 498.6028 ‐0.6382
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 3514.6776 ILDFFSHHPESLNMFTFLFDD2725.8390 3514.6677 25.4482 11639 4 879.4224 ‐0.9029
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1136.6786 APGVQTPVIVR 2288.1640 1136.6773 14.8864 3356 2 568.8423 ‐2.2736
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 Carbamidomethyl+C(15) 3337.5834 NIDNFFAENEQLAFCPAIIVP424.3910 3337.6187 29.4653 893 3 1113.2111 13.6172
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 2694.3549 LFIQIIDPADEDKFDFDPLDV 9115.8510 2694.3510 22.4681 47557 3 898.7885 0.1898
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 882.4720 LGPNYLQL 329.9644 882.4720 18.9215 31700 1 882.4720 0.8458
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 696.4403 LKPNPK 156.5325 696.4378 17.2750 19131 1 696.4378 ‐3.5427
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1118.5815 FPDMVHALKP 140.2076 1118.5891 14.1849 2860 2 559.7982 5.96
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1306.6678 KFDFDPLDVTK 193.9181 1306.6667 21.5752 2415 1 1306.6667 1.54
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1393.7474 GPNYLQLPVNAPK 271.9340 1393.7413 16.8988 1485 2 697.3743 ‐4.7125
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 866.5094 QLPVNAPK 139.5845 866.5110 18.0206 1442 1 866.5110 2.04
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 979.5935 LQLPVNAPK 151.2822 979.5946 18.0174 1363 1 979.5946 2.88
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 2434.2024 IQIIDPADEDKFDFDPLDVTK598.2789 2434.2007 22.4683 1343 3 812.0718 0.3531
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1256.6997 NYLQLPVNAPK 134.5563 1256.6996 18.0224 814 1 1256.6996 2.74
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 150.1562 2224.0348 19.6531 4861 2 1112.5210 ‐4.2906
NP_001031791.1 catalase 2 Arabidopsis thaliana 5376.0460 55337.2938 19 32.70 None 1966.9810 EGNFDLVGNNFPVFFIR 244.2134 1966.9851 24.2960 992 2 983.9962 3.27
NP_001031835.1 40S ribosomal protein S17 4 Arabidopsis thaliana 2853.8930 16018.7134 3 8.51 None 1367.8257 ILEEVAIIPSKR 32817.0900 1367.8247 16.2153 22089 2 684.4160 ‐1.1684
NP_001031835.1 40S ribosomal protein S17 4 Arabidopsis thaliana 2853.8930 16018.7134 3 8.51 None 1211.7246 ILEEVAIIPSK 781.2578 1211.7088 16.8489 8551 2 606.3581 ‐13.8968
NP_001031835.1 40S ribosomal protein S17 4 Arabidopsis thaliana 2853.8930 16018.7134 3 8.51 None 1141.6575 EEVAIIPSKR 153.6408 1141.6533 15.4910 6749 2 571.3303 ‐4.8713
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1967.9345 TGAEEVYQLGPLNEYER 48920.6800 1967.9338 28.9460 46388 2 984.4705 0.7096
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 3490.7821 MNPLVSLLHLYDVVNAPGV 11481.1200 3490.7795 23.4430 27545 4 873.4503 0.4887
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1501.8009 ANTFVAEVLGLDPR 6591.9060 1501.8000 21.1183 22666 2 751.4036 ‐0.6398
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1157.6888 LLGVTTLDVAR 15762.1300 1157.6872 17.5474 22077 2 579.3472 ‐2.2999
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 4187.2387 EVDVPVVGGHAGVTILPLLS 2609.3760 4187.2153 22.2561 20808 4 1047.5593 ‐3.0212
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1799.0459 VAILGAAGGIGQSLSLLMK 10048.0500 1799.0434 22.5598 17068 2 900.0253 ‐0.7193
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 2122.1577 QLEDALTGMDLVIIPAGIPR 3101.3520 2122.1469 22.3206 16613 2 1061.5771 ‐3.5948
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1440.7151 AGAGSATLSMAYAAAK 8901.8170 1440.7168 15.6123 15872 2 720.8621 0.9797
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 Carbamidomethyl+C(9) 1204.5852 NSVIGRENCR 87.8979 1204.6045 31.3512 1619 1 1204.6045 18.3049
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 2294.1412 LGRTGAEEVYQLGPLNEYER2284.5090 2294.1313 24.6677 1256 2 1147.5693 ‐2.4034
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1026.5288 TLSMAYAAAK 120.9408 1026.5246 15.9056 5288 2 513.7660 ‐5.2968
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 5928.5660 35317.7445 29 60.66 None 1949.9239 TGAEEVYQLGPLNEYER 685.8705 1949.9223 30.1594 973 2 975.4648 0.2002
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2389.9380 35317.7445 29 60.66 None 1967.9345 TGAEEVYQLGPLNEYER 46521.7600 1967.9338 28.9460 46388 2 984.4705 0.5992
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2389.9380 35317.7445 29 60.66 None 1501.8009 ANTFVAEVLGLDPR 355.6579 1501.8027 26.0987 6140 2 751.4050 1.1394



NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2389.9380 35317.7445 29 60.66 None 1949.9239 TGAEEVYQLGPLNEYER 313.1559 1949.9223 30.1594 973 2 975.4648 0.0949
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2389.9380 35317.7445 29 60.66 None 1950.9080 TGAEEVYQLGPLNEYER 255.6303 1950.9179 29.2929 7305 3 650.9775 4.64
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 3490.7821 MNPLVSLLHLYDVVNAPGV 12132.6000 3490.7795 23.4430 27545 4 873.4503 1.1311
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1501.8009 ANTFVAEVLGLDPR 3456.8800 1501.8000 21.1183 22666 2 751.4036 ‐0.6156
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1157.6888 LLGVTTLDVAR 12145.8900 1157.6872 17.5474 22077 2 579.3472 ‐2.4956
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 4187.2387 EVDVPVVGGHAGVTILPLLS 2922.4440 4187.2153 22.2561 20808 4 1047.5593 ‐2.1903
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1799.0459 VAILGAAGGIGQSLSLLMK 11201.0000 1799.0434 22.5598 17068 2 900.0253 ‐0.5052
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 2122.1577 QLEDALTGMDLVIIPAGIPR 4627.7420 2122.1469 22.3206 16613 2 1061.5771 ‐3.1742
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1440.7151 AGAGSATLSMAYAAAK 9272.1240 1440.7168 15.6123 15872 2 720.8621 0.9649
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 Carbamidomethyl+C(8) 2590.2494 GDANVVECSFVASQVTELAF1278.7850 2590.2441 23.0901 7068 2 1295.6257 1.67
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 Carbamidomethyl+C(1)
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1026.5288 TLSMAYAAAK 532.1934 1026.5246 15.9056 5288 2 513.7660 ‐5.5763
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 1274.7137 AGGIGQSLSLLMK 249.7884 1274.7207 21.5447 2427 2 637.8640 4.50
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 None 557.3042 GLDPR 92.7701 557.3041 21.1082 1176 1 557.3041 ‐0.7830
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 3657.6460 35317.7445 29 60.66 Carbamidomethyl+C(1)
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 907.5247 NLLSVAYK 15115.0100 907.5255 15.9120 42425 2 454.2664 ‐1.0325
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 1189.6609 DSTLIMQLLR 19934.2700 1189.6614 21.1400 19999 2 595.3344 ‐0.5353
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 1624.8541 LLDSHLIPSAGASESK 3356.3740 1624.8559 15.5139 9730 3 542.2902 0.3694
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 3029.4118 YEEMVQFMEQLVTGATPAE4475.8150 3029.4153 24.5294 9500 3 1010.4766 3.32
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 567.3137 SVAYK 365.3957 567.3162 15.9087 4227 1 567.3162 3.52
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 1154.5688 PAEELTVEER 181.8247 1154.5710 22.4274 2844 1 1154.5710 3.10
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 3011.7310 27832.5437 7 24.39 None 1172.6344 DSTLIMQLLR 86.0313 1172.6406 22.1264 2326 2 586.8239 4.16
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 3221.5770 1702.7414 24.0493 7002 2 851.8743 2.51
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 None 2641.3542 IQVEHPVTEMIYSVDLIEEQI 3986.2170 2641.3594 40.3651 6901 3 881.1247 2.85
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 None 933.4676 INAEDPFK 303.7190 933.4802 18.2345 1796 1 933.4802 14.5400
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 None 2767.3971 AMGDAAVAAAASIGYIGVG568.8937 2767.4512 39.5412 926 3 923.1552 20.6776
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 Carbamidomethyl+C(12) 3624.7540 SEAAAAFGNDGCYLEKFVQN2366.7610 3624.7445 22.3059 2464 3 1208.9197 ‐0.0975
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 Carbamidomethyl+C(12) 2564.2895 SGGGGVIRSSLCNLMMPSK 553.6834 2564.2938 21.9194 788 3 855.4361 2.58
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 54677.6432 13 10.82 Carbamidomethyl+C(12) 3292.5844 SEAAAAFGNDGCYLEKFVQN400.9494 3292.5913 22.3018 1892 3 1098.2019 4.0713
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 None 2641.3542 IQVEHPVTEMIYSVDLIEEQI 5237.1980 2641.3594 40.3651 6901 3 881.1247 2.48
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 None 1199.6419 HIEFQVLADK 198.0525 1199.6506 26.2845 7723 2 600.3290 6.35
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 None 805.4090 EPGEFVK 198.9533 805.4250 19.9339 6970 1 805.4250 20.6002
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 None 2767.3971 AMGDAAVAAAASIGYIGVG361.9214 2767.4512 39.5412 926 3 923.1552 20.1390
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 None 2182.0710 DHGINFIGPNPDSIRVMGDK671.4048 2182.0648 26.3395 16434 3 728.0264 ‐2.9417
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 257.9666 54677.6432 13 10.82 Carbamidomethyl+C(18) 2384.1551 LLQQAKSEAAAAFGNDGCY265.1270 2384.1731 32.8289 11333 3 795.3959 7.25
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 2564.3031 VSGEVPWFGIEQEYTLLQQN98074.3700 2564.2976 22.3442 135581 2 1282.6524 1.0783
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 3000.4010 WNYDGSSTGQAPGEDSEVI23198.9200 3000.3974 20.7753 102610 3 1000.8040 1.0963
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYY1812.1480 2676.2690 21.8938 80110 2 1338.6382 3.0765
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 899.5673 AILNLSLR 32054.4800 899.5675 17.6889 70668 2 450.2874 ‐1.5694
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIP14919.1200 2623.3315 18.5610 69733 3 875.1153 2.1233
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 3842.9885 RPASNMDPYIVTSLLAETTLL18703.7400 3842.9736 25.5247 63810 3 1281.6627 0.3117
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 1775.9690 IIAEYIWIGGSGIDLR 1554.6230 1775.9633 21.2374 21026 2 888.4853 ‐2.4224
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 1027.6622 KAILNLSLR 1307.0010 1027.6628 16.2614 2128 2 514.3350 ‐0.9427
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 602.3620 NLSLR 2687.2400 602.3635 17.6863 6185 1 602.3635 2.0477
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 Carbamidomethyl+C(9) 1343.6413 GGNNILVICDTW 294.7359 1343.6426 19.2348 3079 2 672.3249 0.4573
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 1567.8227 TWTPAGEPIPTNKR 625.0369 1567.8133 19.4103 2574 2 784.4103 ‐5.8365
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 2270.1737 RPASNMDPYIVTSLLAETTLL252.9716 2270.1806 25.1483 1952 3 757.3984 3.01
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 1007.5673 LYPQAIFR 131.1198 1007.5740 22.0826 1312 2 504.2906 5.1533
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 9599.7490 47809.8511 14 36.74 None 1280.6957 TPAGEPIPTNKR 138.3607 1280.6996 19.4104 1158 2 640.8534 2.64
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 4984.5950 1263.6024 20.8862 12722 2 632.3049 1.68
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 2476.3116 AGVLVGTGMGGLTVFSEGV3069.3320 2476.3085 23.3123 9084 3 826.1077 ‐0.5757
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 2307.0818 DGFVMGEGAGVLVMESLEH1406.4450 2307.0845 23.3753 7801 3 769.6997 1.79
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 Carbamidomethyl+C(6) 1956.0042 SMIGHCLGAAGGLEAIATVK572.7316 1955.9975 33.9175 6570 2 978.5024 ‐2.3202
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1159.5266 GFSSEGYIDGK 3058.1790 1159.5268 20.5595 6464 2 580.2671 ‐0.6754
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1529.6979 NDDPQTASRPWDK 1435.1070 1529.7000 16.9529 5963 3 510.5715 0.4552
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1352.7056 SFISASASTVSAPK 1157.7500 1352.6760 18.2718 8628 2 676.8416 ‐22.3067
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 Carbamidomethyl+C(1) 3585.7378 CLEDAGVSPEEVNYINAHAT278.2967 3585.7689 26.8873 1413 3 1195.9278 11.1709
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1758.9232 ALESANLGGDKLNTIDK 497.2168 1758.9158 24.9130 1099 2 879.9615 ‐3.6592
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1511.6873 NDDPQTASRPWDK 609.6194 1511.6853 16.6620 9598 2 756.3463 ‐1.3750
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 614.6216 45129.0609 11 24.64 None 1512.6714 NDDPQTASRPWDK 283.1284 1512.6649 17.0175 2319 2 756.8361 ‐4.3064
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1043.5844 IVNDGVTVAR 24840.9300 1043.5844 16.8206 43272 2 522.2958 ‐0.9953
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1505.7159 GYISPYFVTDSEK 20370.0500 1505.7176 27.3600 41802 2 753.3624 1.1469
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1536.7614 YEDLMAAGIIDPTK 11671.7000 1536.7632 30.1480 38487 2 768.8852 1.1882
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4590.3280 1700.8973 28.6324 19226 2 850.9523 ‐1.1708
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1280.7685 VVAAGANPVLITR 17952.9300 1280.7686 22.9578 18651 2 640.8879 ‐0.4254
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1844.8483 SAENSLYVVEGMQFDR 1272.1590 1844.8493 30.4925 2595 2 922.9283 1.22
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1574.7908 VDAIKETLANDEEK 2101.4900 1574.7908 24.8287 4100 2 787.8990 0.1441
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 3197.4613 EVEDSELADVAAVSAGNNY 502.7890 3197.4487 38.6895 1781 3 1066.4877 ‐2.8317
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 1229.6848 LRVEDALNATK 1374.3000 1229.6882 21.2671 9155 2 615.3478 2.1726
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 831.4319 NDGVTVAR 16253.3200 831.4312 16.8217 5048 1 831.4312 0.0112
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 583.3926 VLITR 56.0666 583.3896 22.1110 2664 1 583.3896 ‐5.3983
NP_001032083.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 1764.5050 63666.7997 12 23.28 None 930.5003 VNDGVTVAR 8560.0080 930.5007 16.8209 1718 1 930.5007 1.34
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 2506.3295 VETGMIKPGMVVTFAPTGL 34620.1400 2506.3298 19.2406 218834 3 836.1148 0.8289
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1025.6102 IGGIGTVPVGR 57302.2200 1025.6113 21.9903 210914 2 513.3093 ‐0.0882



NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 21112.1900 1451.6731 19.9158 146644 3 484.5625 ‐1.4131
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 975.5510 LPLQDVYK 9631.7440 975.5505 23.0961 111046 2 488.2789 ‐1.8095
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1026.4891 STNLDWYK 25025.2900 1026.4897 22.8091 86172 2 513.7485 ‐0.6119
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1298.7467 EHALLAFTLGVK 2722.8870 1298.7537 18.6182 16041 2 649.8805 4.13
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 780.4138 YDEIIK 5549.8880 780.4183 17.7507 11502 2 390.7128 3.56
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTG391.3258 2957.4340 44.3278 1099 3 986.4829 5.1482
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1007.5520 ARYDEIIK 22024.7500 1007.5523 18.3760 60336 2 504.2798 ‐0.9942
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 685.3992 GTVPVGR 148.1788 685.3987 21.2130 23560 1 685.3987 ‐0.6433
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 912.5261 GGIGTVPVGR 8705.1120 912.5265 22.0096 18125 1 912.5265 1.19
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 635.2784 ARYDE 1592.6640 635.2786 18.3733 6977 1 635.2786 0.2748
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 862.4669 PLQDVYK 296.5408 862.4613 22.2543 5017 1 862.4613 ‐5.6341
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 861.4465 ARYDEII 241.6959 861.4499 19.3526 5011 2 431.2286 2.94
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 617.3505 DEIIK 2627.4330 617.3516 17.8082 3026 1 617.3516 1.46
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 628.3777 TVPVGR 123.6014 628.3791 21.9906 2097 1 628.3791 2.0217
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 537.2892 APGHR 92.4345 537.2907 20.4845 1957 1 537.2907 2.1899
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1561.8117 VETGMIKPGMVVTFA 882.4670 1561.8042 18.3974 1644 2 781.4057 ‐4.7183
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1163.6307 FAPTGLTTEVK 214.2153 1163.6224 19.2420 1349 1 1163.6224 ‐5.0565
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 1016.5623 APTGLTTEVK 301.7257 1016.5615 20.3456 1181 2 508.7844 ‐1.9244
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5172.8320 44698.3231 21 28.00 None 2278.2185 TGMIKPGMVVTFAPTGLTT 866.4506 2278.2121 19.2464 947 2 1139.6097 ‐0.9705
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1611.9105 ALLDDPVFRPLVEK 48368.4600 1611.9119 18.9352 94486 3 537.9755 0.0989
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 2069.0808 QMGLSDKDIVALSGAHTLG 20612.8600 2069.0818 16.9453 82375 3 690.3654 0.6898
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 2280.0608 SGFEGAWTSNPLIFDNSYFK28792.5900 2280.0531 21.6617 74305 2 1140.5302 ‐0.9772
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 68076.8900 1635.7344 14.5124 22658 3 545.9163 ‐0.0325
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1309.7223 DIVALSGAHTLGR 159.5854 1309.7595 19.4250 135994 2 655.3834 27.8073
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 3036.4625 SGFEGAWTSNPLIFDNSYFK325.3914 3036.4651 20.8730 2289 3 1012.8265 3.60
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 881.4615 LSELGYLS 364.5229 881.4845 25.5875 1466 1 881.4845 26.9165
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1906.9518 FDAEQAHGANSGIHIALR 186.4409 1907.0022 18.9010 1265 3 636.3389 26.2935
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1033.4989 IFDNSYFK 287.9112 1033.5007 22.7281 6239 1 1033.5007 3.1380
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1199.6783 DPVFRPLVEK 163.6364 1199.6741 20.0065 3168 2 600.3407 ‐4.4118
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1427.7893 LDDPVFRPLVEK 295.2898 1427.7857 19.8945 2737 2 714.3965 ‐2.7947
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 888.5302 FRPLVEK 192.8363 888.5296 18.2376 1121 1 888.5296 0.1591
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1194.6953 IVALSGAHTLGR 85.2899 1194.7004 20.9528 865 2 597.8538 3.86
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1593.8999 ALLDDPVFRPLVEK 400.3438 1593.9016 20.4313 7856 2 797.4544 1.88
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 863.4509 LSELGYLS 135.5127 863.4518 24.2345 1911 1 863.4518 1.62
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10584.2400 27805.3852 16 40.56 None 1888.9413 FDAEQAHGANSGIHIALR 129.4489 1888.9324 18.6492 1284 2 944.9699 ‐3.5028
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1611.9105 ALLDDPVFRPLVEK 41552.4500 1611.9119 18.9352 94486 3 537.9755 0.1366
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 2069.0808 QMGLSDKDIVALSGAHTLG 19987.8100 2069.0818 16.9453 82375 3 690.3654 0.4589
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 922.4516 LSELGFADA 37199.2400 922.4511 27.8166 79435 1 922.4511 0.5028
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 2280.0608 SGFEGAWTSNPLIFDNSYFK34105.0300 2280.0531 21.6617 74305 2 1140.5302 ‐1.4987
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 2064.8644 YAADEDAFFADYAEAHMK 20247.9600 2064.8660 30.1599 66260 3 688.9602 0.7751
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1906.9518 FDAEQAHGANSGIHIALR 3652.2030 1906.9548 22.6555 52866 4 477.4942 ‐0.1963
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1101.6150 EGLLQLVSDK 18933.1200 1101.6151 29.8392 52231 2 551.3112 ‐0.9669
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 923.4404 TGGPFGTMR 6202.4500 923.4422 20.0678 43420 2 462.2247 0.5307
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1858.0168 ELLSGEKEGLLQLVSDK 12418.1800 1858.0186 31.7112 43250 3 620.0111 0.6501
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1343.6478 NYPTVSEDYKK 22648.7900 1343.6496 16.8062 34959 3 448.5547 0.1601
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 17024.0400 960.4761 18.3733 26102 2 480.7417 ‐0.6731
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 89265.3000 1635.7344 14.5124 22658 3 545.9163 ‐0.0088
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1309.7223 DIVALSGAHTLGR 205.7064 1309.7574 21.0006 1016 1 1309.7574 29.5119
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 888.5302 FRPLVEK 336.8219 888.5306 19.7015 3553 1 888.5306 1.74
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1199.6783 DPVFRPLVEK 213.8151 1199.6741 20.0065 3168 2 600.3407 ‐4.2429
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 615.3647 PIMVR 4502.0230 615.3661 18.3754 2748 1 615.3661 2.0117
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 833.4040 LSELGFAD 162.8408 833.3992 25.5077 2166 1 833.3992 ‐4.9653
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 464.2286 GTMR 55.0196 464.2279 17.7362 1454 1 464.2279 ‐2.4182
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1427.7502 QAHGANSGIHIALR 352.5420 1427.7544 20.4986 1384 2 714.3809 2.91
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 686.4018 APIMVR 353.8548 686.4048 18.3652 1205 1 686.4048 4.56
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1742.8569 DAEQAHGANSGIHIALR 394.0729 1742.8630 20.4057 868 3 581.6258 2.52
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1619.7561 FDAEQAHGANSGIHIA 324.0208 1619.7434 21.3769 802 1 1619.7434 ‐3.8261
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 1593.8999 ALLDDPVFRPLVEK 917.0269 1593.9016 20.4313 7856 2 797.4544 1.58
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 18090.2700 27846.3943 38 63.20 None 905.4298 TGGPFGTMR 139.2883 905.4315 18.8268 1280 2 453.2194 0.3591
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 922.4516 LSELGFADA 40255.3200 922.4511 27.8166 79435 1 922.4511 0.6754
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 2064.8644 YAADEDAFFADYAEAHMK 21239.0100 2064.8660 30.1599 66260 3 688.9602 0.5424
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 1906.9518 FDAEQAHGANSGIHIALR 3346.7000 1906.9548 22.6555 52866 4 477.4942 ‐0.3248
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 1101.6150 EGLLQLVSDK 14812.6000 1101.6151 29.8392 52231 2 551.3112 ‐0.8331
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 1858.0168 ELLSGEKEGLLQLVSDK 14996.2500 1858.0186 31.7112 43250 3 620.0111 0.5074
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 923.4404 TGGPFGTMR 6917.7910 923.4419 20.0485 40544 2 462.2246 0.4217
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 4851.1910 1635.7355 21.6073 32487 3 545.9167 0.6228
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 27425.2100 960.4761 18.3733 26102 2 480.7417 ‐0.4995
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 822.3927 GGPFGTMR 118.7224 822.3928 20.0990 3865 1 822.3928 1.0142
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 615.3647 PIMVR 6114.0990 615.3661 18.3754 2748 1 615.3661 2.1814
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 1427.7502 QAHGANSGIHIALR 187.1140 1427.7544 20.4986 1384 2 714.3809 2.10
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 686.4018 APIMVR 947.8959 686.4048 18.3652 1205 1 686.4048 4.60
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 1742.8569 DAEQAHGANSGIHIALR 203.7841 1742.8630 20.4057 868 3 581.6258 2.27
NP_001077482.1 L ascorbate peroxidase 1 Arabidopsis thaliana 6229.9250 27846.3943 38 63.20 None 905.4298 TGGPFGTMR 167.2623 905.4315 18.8268 1280 2 453.2194 0.5482
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 1025.6102 IGGIGTVPVGR 90810.0600 1025.6113 21.9903 210914 2 513.3093 0.0670



NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 32134.8100 1451.6731 19.9158 146644 3 484.5625 ‐1.3788
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 975.5510 LPLQDVYK 20072.6600 975.5505 23.0961 111046 2 488.2789 ‐1.6402
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 1026.4891 STNLDWYK 55461.2000 1026.4897 22.8091 86172 2 513.7485 ‐0.4569
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 914.5669 QTVAVGVIK 16558.0000 914.5666 19.8720 70904 2 457.7869 ‐1.6813
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTG368.1567 2957.4224 50.5161 1678 3 986.4790 0.5963
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 1920.9524 IPFVPISGFEGDNMIER 98.9936 1920.9073 30.8117 6228 2 960.9573 ‐22.5774
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 685.3992 GTVPVGR 158.8842 685.3987 21.2130 23560 1 685.3987 ‐0.4729
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 862.4669 PLQDVYK 639.3678 862.4613 22.2543 5017 1 862.4613 ‐5.4621
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 786.5084 TVAVGVIK 283.7182 786.5048 19.8569 3663 1 786.5048 ‐3.8653
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 855.5047 GIGTVPVGR 674.5209 855.5056 21.9915 3177 1 855.5056 2.0365
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 685.4607 VAVGVIK 145.0032 685.4615 19.8677 2925 1 685.4615 1.06
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 628.3777 TVPVGR 135.9703 628.3791 21.9906 2097 1 628.3791 2.16
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5780.0550 41716.3073 14 25.27 None 798.4832 IGTVPVGR 242.4602 798.4838 21.9912 1331 1 798.4838 1.25
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1384.7795 AAALNIVPTSTGAAK 115419.3000 1384.7786 23.1755 437570 2 692.8930 ‐0.9241
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 202995.8000 1833.9038 35.3319 172400 2 917.4555 0.0278
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1037.6717 AVALVLPNLK 27952.9900 1037.6735 18.3210 131326 2 519.3404 0.4860
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1555.6805 GTMTTTHSYTGDQR 108835.0000 1555.6800 13.3583 126119 3 519.2315 ‐1.1874
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1254.6113 TFAEEVNAAFR 21491.7400 1254.6098 28.6084 122922 2 627.8085 ‐1.8842
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1780.0215 VPTPNVSVVDLVVQVSK 44022.3600 1780.0203 20.8069 113462 2 890.5138 ‐0.0343
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1456.7795 VVDLADIVANNWK 136221.6000 1456.7792 20.5315 109195 2 728.8933 ‐0.3000
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1786.8184 VIAWYDNEWGYSQR 38498.6600 1786.8179 18.3937 70658 2 893.9126 0.4161
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1908.1164 VPTPNVSVVDLVVQVSKK 5240.6920 1908.1171 19.8593 36332 3 636.7106 0.0905
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDD 1328.3180 2378.0306 36.6377 2283 3 793.3484 3.36
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 533.2566 DAAEK 143.4298 533.2604 24.5863 3208 1 533.2604 6.98
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 464.2616 AAFR 357.9066 464.2616 31.0497 34098 1 464.2616 ‐0.7487
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1397.6114 MTTTHSYTGDQR 34362.0100 1397.6120 13.3588 9190 2 699.3096 0.1011
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1266.5709 TTTHSYTGDQR 21643.4600 1266.5719 13.3601 6634 2 633.7896 0.1460
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 959.4945 DIVANNWK 4444.3010 959.4939 20.5684 6319 1 959.4939 0.5899
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 683.4450 VLPNLK 766.9099 683.4461 18.3221 5322 1 683.4461 1.60
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 635.3359 TSTGAAK 104.1719 635.3380 20.8689 5173 1 635.3380 3.1543
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 935.4581 EEVNAAFR 543.3397 935.4610 28.6084 4846 1 935.4610 4.1892
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 393.2245 AFR 48.7758 393.2252 31.0510 3428 1 393.2252 0.7710
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 796.5291 LVLPNLK 883.2238 796.5292 18.3224 3373 1 796.5292 0.6283
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 277.2516 1336.6228 35.3565 2477 1 1336.6228 4.45
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 826.3690 SYTGDQR 1916.4510 826.3696 13.3518 1793 1 826.3696 1.76
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 732.3886 PTSTGAAK 153.0604 732.3871 25.2405 1248 1 732.3871 ‐1.8340
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 201.6015 1112.5232 36.9946 1197 1 1112.5232 ‐3.5722
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 900.5877 LVVQVSKK 118.3379 900.5940 19.2493 999 2 450.8006 5.64
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 630.3047 1397.6908 33.6471 823 2 699.3490 ‐5.5425
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 32180.9600 34560.8260 55 43.53 None 1762.0109 VPTPNVSVVDLVVQVSK 720.0226 1762.0110 20.8480 2171 2 881.5092 0.6593
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1384.7795 AAALNIVPTSTGAAK 181141.2000 1384.7786 23.1755 437570 2 692.8930 ‐0.8700
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 250488.3000 1833.9038 35.3319 172400 2 917.4555 ‐0.0448
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1254.6113 TFAEEVNAAFR 19788.2300 1254.6098 28.6084 122922 2 627.8085 ‐1.7935
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 798.5084 VLITAPGK 47085.2700 798.5094 18.4099 10110 2 399.7584 ‐0.1882
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDD 895.2827 2378.0306 36.6377 2283 3 793.3484 3.45
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1456.7795 VVDLADIVANNWK 418.9002 1456.7942 36.4635 970 3 486.2696 9.1331
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1896.9450 KTFAEEVNAAFRDAAEK 268.7184 1896.9571 32.5259 3424 2 948.9822 7.02
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 464.2616 AAFR 223.6541 464.2616 31.0497 34098 1 464.2616 ‐0.5804
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 732.3886 PTSTGAAK 5755.7170 732.3918 23.1942 15082 1 732.3918 4.33
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1058.5840 NIVPTSTGAAK 3012.2920 1058.5811 23.1792 8158 1 1058.5811 ‐0.9469
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 944.5411 IVPTSTGAAK 1444.5840 944.5417 23.1734 3337 1 944.5417 1.92
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 699.4400 LITAPGK 248.2953 699.4395 17.6067 2330 1 699.4395 ‐0.3741
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 630.7655 1112.5256 35.8460 2185 1 1112.5256 ‐1.2620
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 667.9714 1397.6908 33.6471 823 2 699.3490 ‐5.4921
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 23168.5300 34560.8260 55 43.53 None 1879.9185 KTFAEEVNAAFRDAAEK 188.3540 1879.9201 34.4559 1151 2 940.4637 1.19
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1037.6717 AVALVLPNLK 34583.7000 1037.6735 18.3210 131326 2 519.3404 0.2137
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1780.0215 VPTPNVSVVDLVVQVSK 24830.5300 1780.0203 20.8069 113462 2 890.5138 0.1676
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1456.7795 VVDLADIVANNWK 109925.6000 1456.7792 20.5315 109195 2 728.8933 ‐0.3046
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1786.8184 VIAWYDNEWGYSQR 40100.4100 1786.8179 18.3937 70658 2 893.9126 0.6224
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1908.1164 VPTPNVSVVDLVVQVSKK 2677.1040 1908.1171 19.8593 36332 3 636.7106 0.2268
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1384.7795 AAALNIVPTSTGAAK 19260.3500 1384.7803 15.3957 14469 2 692.8938 0.2665
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 Carbamidomethyl+C(27)
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 307.0020 1833.8683 24.0308 2423 2 917.4378 ‐19.1018
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 731.3835 VANNWK 2251.5570 731.3867 20.5267 5783 1 731.3867 4.09
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 683.4450 VLPNLK 1169.0470 683.4461 18.3221 5322 1 683.4461 1.00
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 796.5291 LVLPNLK 1383.9210 796.5292 18.3224 3373 1 796.5292 0.5253
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 900.5877 LVVQVSKK 89.2304 900.5940 19.2493 999 2 450.8006 5.1564
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 9819.6140 34560.8260 55 43.53 None 1762.0109 VPTPNVSVVDLVVQVSK 620.1276 1762.0110 20.8480 2171 2 881.5092 0.8498
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 37867.6400 1797.8347 22.3977 58371 3 599.9497 ‐0.0483
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 1099.6358 VSAVDLSLAPK 33311.9400 1099.6349 24.8514 53024 2 550.3211 ‐1.6465
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 2648.3162 SKDSNDGSEHALLVELEALEN3707.4290 2648.3189 35.8484 23905 4 662.8352 0.1077
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 916.5350 ALLTLEEK 12580.7800 916.5347 23.2580 21566 2 458.7710 ‐1.5273
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 2433.1892 DSNDGSEHALLVELEALENH1247.2970 2433.1870 37.8547 13727 4 609.0522 ‐2.1337
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 1702.8898 WVTDSDVIVGILEEK 2784.3800 1702.8861 37.0028 8274 2 851.9467 ‐1.7772



NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 2984.5503 IDDKWVTDSDVIVGILEEKYP12667.9400 2984.5537 38.5056 19578 4 746.8939 0.6768
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 2174.1227 IDDKWVTDSDVIVGILEEK 4510.4230 2174.1211 37.6312 10760 3 725.3785 ‐0.8582
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 Carbamidomethyl+C(6)
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 12064.5600 1556.6956 22.3992 5441 2 778.8514 3.0071
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 757.3879 IDDKWV 108.0603 757.3847 38.1265 4092 1 757.3847 ‐3.6630
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 4370.4740 1655.7637 22.4071 3981 2 828.3855 2.13
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 1000.5673 SAVDLSLAPK 2063.5460 1000.5650 24.8413 3917 1 1000.5650 ‐0.7309
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 None 973.4625 IDDKWVTD 187.2917 973.4652 38.4494 1880 1 973.4652 4.19
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5985.9050 23568.8964 15 44.34 Carbamidomethyl+C(4) 1079.4939 LGDCPFSQR 180.5811 1079.4859 21.1345 1050 1 1079.4859 ‐5.4648
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10074.5600 1347.6069 28.2366 35388 2 674.3071 ‐0.6643
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1387.7064 EGQSVGVIADGIDK 50706.8700 1387.7070 23.0004 31745 2 694.3572 0.1801
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1366.6849 LVYTNDQGETVK 15034.2100 1366.6860 17.1915 29703 2 683.8466 0.4582
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1945.0212 DPNATVIMLATGTGIAPFR 5193.7380 1945.0174 21.2893 28570 2 973.0123 ‐0.9066
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 2486.1908 GIDDIMVSLAANDGIDWFD3481.2560 2486.1902 22.6863 14633 3 829.4016 0.4485
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 823.4308 VDYAISR 14067.3700 823.4312 16.6866 11147 2 412.2193 ‐1.2028
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1029.5323 NEEGVIVNR 6251.6080 1029.5345 16.1145 4200 2 515.2709 0.8925
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 974.5378 SNNVVTGKR 208.0317 974.5156 19.6853 3849 2 487.7615 ‐24.0406
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1137.5211 AEQWNVEVY 1167.8450 1137.5381 22.4832 2344 1 1137.5381 16.8603
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1265.6161 KAEQWNVEVY 2093.9030 1265.6192 25.5071 24970 2 633.3133 1.22
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 985.4738 KAEQWNVE 365.5422 985.4718 25.5117 1703 1 985.4718 ‐0.6296
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 919.4996 TGTGIAPFR 164.4880 919.4955 20.0202 1579 2 460.2514 ‐5.9442
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1119.5106 AEQWNVEVY 1097.2230 1119.5088 21.5049 10124 2 560.2581 ‐2.5138
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1011.5218 NEEGVIVNR 236.5965 1011.5264 16.9272 3169 2 506.2668 3.31
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 956.5272 SNNVVTGKR 72.2185 956.5334 19.9424 2643 2 478.7703 5.0905
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3944.9610 39575.2615 26 32.29 None 1247.6055 KAEQWNVEVY 180.6520 1247.6113 24.2443 1717 2 624.3093 3.07
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 14487.1600 1347.6069 28.2366 35388 2 674.3071 ‐0.5998
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 None 1366.6849 LVYTNDQGETVK 3828.0540 1366.6861 17.1777 26702 2 683.8467 0.5812
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 None 1473.7431 AQITTETDTPTPAK 129.3757 1473.7476 31.5242 2057 2 737.3775 2.75
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 None 1265.6161 KAEQWNVEVY 4102.8140 1265.6192 25.5071 24970 2 633.3133 1.98
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 Carbamidomethyl+C(4) 870.4212 VYMCGLK 121.3756 870.4172 28.1578 3380 1 870.4172 ‐3.6172
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 None 985.4738 KAEQWNVE 358.6168 985.4718 25.5117 1703 1 985.4718 ‐0.4564
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 623.7498 39575.2615 26 32.29 None 505.2617 GSDVK 68.9129 505.2639 31.8158 1109 1 505.2639 3.14
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 817.7481 39575.2615 26 32.29 None 1945.0212 DPNATVIMLATGTGIAPFR 6502.6820 1945.0174 21.2893 28570 2 973.0123 ‐0.5992
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 817.7481 39575.2615 26 32.29 None 2486.1908 GIDDIMVSLAANDGIDWFD7393.6760 2486.1902 22.6863 14633 3 829.4016 0.9245
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1119.5827 SAVLMNLESR 3121.0640 1119.5858 24.1503 18608 2 560.2965 1.95
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1462.7132 EIEAIGGNTSASASR 2519.0700 1462.7155 17.4969 13098 2 731.8614 1.16
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1749.9091 TYVPEMVEVLIDSVR 11390.3300 1749.9083 24.1763 11266 2 875.4578 0.0600
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1028.4796 SQYVGGDFR 1322.7930 1028.4804 18.5257 9069 2 514.7438 ‐0.4088
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 916.5098 ELKDVAGGK 520.8718 916.4821 21.5667 6131 1 916.4821 ‐29.1585
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1731.8337 NPAFLDWEVNEELR 376.3237 1731.8423 33.6337 4338 2 866.4248 5.08
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 2084.9957 LNGELLEEFMTENFTAAR 405.6188 2084.9990 46.3187 1217 2 1043.0031 2.53
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1866.9266 MIAAEDIGRQILTYGES 1312.4620 1866.9126 40.1720 17985 2 933.9600 ‐6.6226
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 2774.5008 AALTSLDMPLQGVSLPPPLA1691.2660 2774.4979 20.4686 8901 3 925.5041 0.0710
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 Carbamidomethyl+C(12)
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 841.4124 SAVLMNLE 158.3186 841.4082 24.1515 5410 1 841.4082 ‐4.2537
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1131.5793 RVLNEYQEV 225.1215 1131.5789 25.5830 2952 1 1131.5789 1.90
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1386.7297 PEMVEVLIDSVR 239.3249 1386.7368 24.0610 2087 3 462.9171 4.0045
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 1181.5871 AALTSLDMPLQG 89.9262 1181.5815 19.0813 2026 2 591.2944 ‐5.5593
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 850.4013 GNTSASASR 242.1601 850.3974 18.7789 2009 1 850.3974 ‐3.8918
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 Carbamidomethyl+C(6) 1532.7203 FGIYGCSSPQFAAK 312.1339 1532.7260 24.1605 1072 3 511.5802 2.77
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis th 596.4842 48786.4580 17 29.5 None 813.3890 YVGGDFR 129.4532 813.3899 18.5270 1013 1 813.3899 1.60
NP_001077717.1 proteasome subunit alpha type 5 A Arabidopsis thaliana 461.9203 26118.3644 3 17.72 None 1399.7679 ITSPLLEPSSVEK 2068.4630 1399.7664 25.1866 15738 2 700.3868 ‐1.3381
NP_001077717.1 proteasome subunit alpha type 5 A Arabidopsis thaliana 461.9203 26118.3644 3 17.72 None 2127.1233 VAPAYHLYTPQEVEAVIAR 3270.0520 2127.1266 32.5417 5002 3 709.7137 1.31
NP_001077717.1 proteasome subunit alpha type 5 A Arabidopsis thaliana 461.9203 26118.3644 3 17.72 None 1063.5167 GVNTFSPEGR 2045.4120 1063.5204 17.6505 4278 2 532.2638 2.65
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 1676.8265 VLTPAEIDDYLAEVE 6281.5580 1676.8276 37.9266 16758 2 838.9175 1.0484
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 1555.9206 LYKEPIPVTQLVR 6588.0080 1555.9196 16.9034 14152 3 519.3114 ‐1.5221
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 1082.5000 EGFEGEISSK 5074.0060 1082.5015 18.9927 10044 2 541.7544 0.2793
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 2966.5180 TFLEKRYTEDMELDDAIHTA 642.0401 2966.5094 25.4143 9409 3 989.5080 ‐1.4331
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 1177.5994 ASAMGKNVSNAK 161.8706 1177.6088 22.7212 1145 2 589.3080 7.1794
NP_001077845.1 proteasome subunit alpha type 2 B Arabidopsis thaliana 981.3087 25733.2895 6 16.17 None 1160.5728 ASAMGKNVSNAK 123.4355 1160.5686 22.4312 2361 1 1160.5686 ‐1.5506
NP_001077847.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 660.2075 32167.2057 3 15.96 None 1710.9061 IYQGQTVSPITFQTK 6529.1150 1710.9055 16.3840 10162 2 855.9564 0.1210
NP_001077847.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 660.2075 32167.2057 3 15.96 None 989.4687 FDGTAPEPR 9804.6440 989.4709 15.1405 2544 2 495.2391 0.9230
NP_001077847.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 660.2075 32167.2057 3 15.96 None 2473.1825 WLSMMERGSLVQPVYGGE1648.6480 2473.1817 27.7522 7013 3 825.0654 0.3219
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 1710.9061 IYQGQTVSPITFQTK 3632.9870 1710.9055 16.3840 10162 2 855.9564 0.2789
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 1368.6794 ALFFDLDGISDR 633.2172 1368.6852 20.5985 6014 2 684.8462 3.64
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 Carbamidomethyl+C(16)
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 1610.8689 FQPHLVWTLDQVK 559.3721 1610.8622 22.0541 2022 2 805.9348 ‐3.8481
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 1496.7744 ALFFDLDGISDRK 462.8262 1496.7428 20.3393 3305 2 748.8750 ‐21.1293
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 3169.5524 ILDASWYMPDEQRNPIQEY 817.6474 3169.5591 19.1377 33022 4 793.1452 3.86
NP_001077848.1 mercaptopyruvate sulfurtransferase 1 Arabidopsis thaliana 361.2863 35913.3809 7 22.5 None 1478.7638 ALFFDLDGISDRK 100.5573 1478.7586 22.1000 3967 2 739.8829 ‐3.6001
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 2099.9954 IVMELYADTTPETAENFR 20007.7100 2099.9925 30.1796 60394 2 1050.4999 0.0425
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 7368.2130 1474.7564 21.1502 59850 2 737.8818 ‐0.5685
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1116.5394 VYFDMTVGGK 32475.1500 1116.5405 16.5490 30974 2 558.7739 0.0178



NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1651.9279 HVVFGQVVEGLNVVR 9773.5780 1651.9271 18.1299 26780 3 551.3139 ‐1.1517
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 893.4727 DENFIKK 27122.2000 893.4721 16.8042 798 1 893.4721 0.2689
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1845.8250 QGDFTAGNGTGGESIYGSK 821.4159 1845.8690 18.5081 4423 3 615.9612 23.4770
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1168.6361 FKDENFIKK 1784.2430 1168.6375 16.8046 14898 3 390.2174 ‐0.2543
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 911.5197 TSKPVVIAD 333.3643 911.5189 21.0286 42793 1 911.5189 0.1911
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1064.5007 TPETAENFR 212.1481 1064.5040 33.7915 2387 1 1064.5040 4.67
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1514.6758 YADTTPETAENFR 397.9247 1514.6800 27.6655 2052 2 757.8436 2.91
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 Carbamidomethyl+C(5) 962.4612 VIADCGQIS 193.2228 962.4663 20.8797 867 2 481.7368 3.04
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 None 1150.6255 FKDENFIKK 106.7342 1150.6183 17.4190 1543 1 1150.6183 ‐4.2712
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 7550.4050 16163.0733 26 56.29 Carbamidomethyl+C(10) 1457.7305 TSKPVVIADCGQIS 401.5952 1457.7281 21.1996 1794 1 1457.7281 1.54
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 2099.9954 IVMELYADTTPETAENFR 10240.2900 2099.9925 30.1796 60394 2 1050.4999 ‐0.1051
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 7789.3720 1474.7564 21.1502 59850 2 737.8818 ‐0.5399
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 893.4727 DENFIKK 54898.1100 893.4721 16.8042 798 1 893.4721 0.4412
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 1845.8250 QGDFTAGNGTGGESIYGSK 404.0848 1845.8774 27.3243 2061 2 923.4423 29.1105
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 1168.6361 FKDENFIKK 2190.4330 1168.6375 16.8046 14898 3 390.2174 ‐0.0967
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 1064.5007 TPETAENFR 166.0372 1064.5040 33.7915 2387 1 1064.5040 4.06
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 1021.5677 KDENFIKK 799.3598 1021.5650 16.7969 1560 2 511.2861 ‐3.7177
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 None 634.2831 FKDEN 592.9105 634.2848 16.7978 1095 1 634.2848 2.75
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 4538.6810 16163.0733 26 56.29 Carbamidomethyl+C(5) 962.4612 VIADCGQIS 169.2895 962.4663 20.8797 867 2 481.7368 4.1534
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3304.0550 16163.0733 26 56.29 None 1116.5394 VYFDMTVGGK 31714.7600 1116.5405 16.5490 30974 2 558.7739 ‐0.2042
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3304.0550 16163.0733 26 56.29 None 1651.9279 HVVFGQVVEGLNVVR 12117.6500 1651.9271 18.1299 26780 3 551.3139 ‐1.1659
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3304.0550 16163.0733 26 56.29 None 1017.4710 YFDMTVGGK 3599.4010 1017.4727 16.5514 3565 1 1017.4727 3.0128
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3304.0550 16163.0733 26 56.29 None 1634.9013 HVVFGQVVEGLNVVR 242.1020 1634.8985 17.4959 1350 3 545.6377 ‐2.4384
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 1618.8660 VASPQQAQEVHVAVR 3819.1560 1618.8724 18.5085 100733 3 540.2957 3.26
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 1303.6641 IDISGQNSWVGK 23588.6400 1303.6655 23.7833 39215 2 652.3364 0.6321
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 1435.7427 GGAFTGEISVEQLK 11748.4900 1435.7435 27.1973 32361 2 718.3754 0.3595
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 463.1842 1228.5720 21.9574 46780 2 614.7896 ‐25.9235
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 1475.7853 AATSLTAPPSFSGLR 577.1630 1475.7607 33.4404 4818 2 738.3840 ‐16.7244
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 Carbamidomethyl+C(4) 1669.8479 DLGCKWVILGHSER 113.3420 1669.8360 34.4409 4038 2 835.4216 ‐6.8111
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 842.4519 PPSFSGLR 68.2238 842.4476 34.2933 5936 1 842.4476 ‐4.2531
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1693.2000 32477.6350 8 21.57 None 1286.6375 IDISGQNSWVGK 336.7715 1286.6402 22.6165 2748 2 643.8238 1.15
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 886.5608 ALVTLIEK 61762.4900 886.5605 25.0974 56268 2 443.7839 ‐1.6521
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 1102.5680 VYGPHFASPK 26280.0600 1102.5690 18.5449 49769 2 551.7882 0.0514
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 1042.6619 RALVTLIEK 9273.1670 1042.6637 22.6938 26091 2 521.8355 0.7414
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 702.4396 VTLIEK 19120.4100 702.4396 25.0942 13489 1 702.4396 0.2374
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 549.3031 FASPK 88.7338 549.3045 18.4822 2689 1 549.3045 2.1500
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 4559.6420 18678.6004 6 11.45 None 815.5237 LVTLIEK 577.5792 815.5239 25.0865 1960 1 815.5239 1.0003
NP_001078054.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis thali 257.2345 48894.8571 3 7.19 None 1794.8221 FFSYVQEYDEKDPK 1281.0460 1794.8229 24.2392 11740 3 598.9458 ‐0.0345
NP_001078054.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis thali 257.2345 48894.8571 3 7.19 Carbamidomethyl+C(16) 1930.9402 LSAVYGGTYMLNKPECK 5466.6720 1930.9400 15.5893 11697 3 644.3182 ‐0.2932
NP_001078054.1 guanosine nucleotide diphosphate dissociation inhibitor 1 Arabidopsis thali 257.2345 48894.8571 3 7.19 None 1891.8209 DYNVDMMPKFMMANGK 194.9301 1891.8278 25.8378 3719 2 946.4175 4.02
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1345.6780 AIMQAAQEVAEGK 11907.8000 1345.6826 23.9607 13072 2 673.3449 2.14
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 2358.2439 EAALNLGVLTAEEFDTLVVP 5582.2130 2358.2345 41.3990 10600 2 1179.6209 ‐1.9340
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1534.7608 SLQNFEIGGERER 2034.4410 1534.7507 18.6563 27910 3 512.2551 ‐7.4694
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1988.0335 IAAAVAEETNLPFVTAENK 3606.8540 1988.0121 29.8243 3388 2 994.5097 ‐9.6313
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 841.4600 MPEPIVR 359.5864 841.4583 19.4503 2713 2 421.2328 ‐3.6791
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 Carbamidomethyl+C(1) 1247.5698 CVHPNDHVNR 203.6923 1247.5945 18.4095 1044 2 624.3009 19.0688
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 2357.2030 SLQNFEIGGERERMPEPIVR 1187.6400 2357.1955 30.1456 8179 2 1179.1014 ‐1.1661
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 Carbamidomethyl+C(1) 3193.5691 CAAKVNMEYGLDPTIGKAIM588.1317 3193.5899 23.7613 2153 3 1065.2015 8.95
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 3066.5279 THTQDATPLTLGQEFGGYAT1085.3570 3066.5278 21.9088 978 4 767.3874 0.3765
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1048.5058 THTQDATPLT 72.3593 1048.5089 23.8972 4517 1 1048.5089 4.04
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1971.0069 IAAAVAEETNLPFVTAENK 634.3983 1971.0059 31.6152 814 2 986.0066 0.5916
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 1012.2840 14075.1760 2 17.74 None 1033.5598 IMEIASLEK 4745.4930 1033.5584 24.9252 21409 2 517.2828 ‐2.5293
NP_001078112.1 60S ribosomal protein L22 2 Arabidopsis thaliana 1012.2840 14075.1760 2 17.74 None 1558.6180 YFNIAENEGEEED 6370.2910 1558.6191 25.0473 10332 2 779.8132 0.8124
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 1045.5888 VGSSEAALLAK 2563.7690 1045.5895 19.7668 36075 2 523.2984 ‐0.4553
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 1411.8407 GTVEIITPVELIK 44504.2000 1411.8402 34.0957 34250 2 706.4238 ‐0.5671
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 3550.9156 VGLVAPIDVVVQPGNTGLD 10825.3700 3550.8961 23.5367 24311 3 1184.3036 ‐3.0486
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 979.5095 EYLKDPSK 335.2635 979.5106 26.4185 2548 2 490.2590 ‐0.1404
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 Carbamidomethyl+C(2) 1763.9361 LCQLIDEYTQILVR 221.0566 1763.9445 15.7363 6336 3 588.6530 4.29
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 2286.1725 DPSKFAVASVAAVSADAGG1177.0790 2286.1657 18.2136 9711 3 762.7267 ‐2.6234
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3416.7080 30675.0078 11 35.54 None 867.4319 DAGGGAPAAAK 212.3105 867.4340 19.8761 4148 1 867.4340 3.16
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2607.2040 30675.0078 11 35.54 None 1045.5888 VGSSEAALLAK 5994.8770 1045.5895 19.7508 34395 2 523.2984 ‐0.3119
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2607.2040 30675.0078 11 35.54 None 1411.8407 GTVEIITPVELIK 49734.2000 1411.8402 34.0957 34250 2 706.4238 ‐0.5207
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2607.2040 30675.0078 11 35.54 None 1858.9658 FAVASVAAVSADAGGGAPA1626.3280 1858.9693 25.8861 5044 2 929.9883 2.09
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2607.2040 30675.0078 11 35.54 None 1027.5782 VGSSEAALLAK 225.8783 1027.5802 18.7733 4026 2 514.2937 0.8750
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 591.8683 46042.8078 5 10.70 None 1827.9388 GIYAYGFEKPSAIQQR 3646.6700 1827.9425 24.5492 15454 3 609.9857 1.61
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 591.8683 46042.8078 5 10.70 None 1555.7131 MFVLDEADEMLSR 3634.4790 1555.7112 34.9334 14722 2 778.3592 ‐1.1414
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 591.8683 46042.8078 5 10.70 None 1401.7332 GLDVIQQAQSGTGK 9255.3060 1401.7314 21.6655 13158 2 701.3693 ‐1.5350
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 591.8683 46042.8078 5 10.70 None 935.5197 ALGDYLGVK 306.8697 935.5095 25.9388 6064 2 468.2584 ‐12.1077
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 591.8683 46042.8078 5 10.70 None 1017.5323 IQQAQSGTGK 163.7307 1017.5378 21.4624 7759 2 509.2725 4.59
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 2485.2780 AEATDVANAVLDGSDAILLG4111.8570 2485.2884 42.3537 9053 3 829.1010 4.42
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 1503.7584 VVDSMTDNLRPTR 2049.6130 1503.7637 19.3429 6831 3 501.9261 2.60
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIIL10268.3900 2711.3915 42.0814 4897 3 904.4687 2.0888
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 1116.5870 GLFPMLADPR 974.2515 1116.5854 36.1866 4529 2 558.7963 ‐2.4364
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 2864.5152 NAATLAGSLFTLHSSQVHID 494.0046 2864.4776 21.5940 1779 3 955.4974 ‐11.8474



NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 1946.9640 YVGEPMTHLESIASSAVR 338.2861 1946.9321 24.6705 1237 2 973.9697 ‐15.3576
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 Carbamidomethyl+C(8) 1227.6263 SHDRVVVCQK 357.2624 1227.6366 17.2667 3088 2 614.3219 7.96
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 1114.5197 VVDSMTDNLR 157.3860 1114.5258 19.2595 2953 2 557.7665 4.24
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 854.5414 52288.9193 12 15.19 None 781.4025 PMLADPR 97.7444 781.4032 35.3720 2347 1 781.4032 1.76
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 960.6528 52288.9193 12 15.19 None 2485.2780 AEATDVANAVLDGSDAILLG4591.1190 2485.2884 42.3537 9053 3 829.1010 4.84
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 960.6528 52288.9193 12 15.19 None 1116.5870 GLFPMLADPR 703.9373 1116.5817 34.4302 7728 2 558.7945 ‐5.5897
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 960.6528 52288.9193 12 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIIL13897.1700 2711.3915 42.0814 4897 3 904.4687 1.46
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2078.6770 16743.9467 3 18.24 None 1434.7111 LTPDYDALDVANK 19510.3800 1434.7112 25.0485 50970 2 717.8592 ‐0.1275
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2078.6770 16743.9467 3 18.24 None 1140.5605 YPLTTESAMK 5400.9300 1140.5618 19.8481 32375 2 570.7845 0.3183
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2078.6770 16743.9467 3 18.24 None 1923.9811 AYVRLTPDYDALDVANK 471.6729 1923.9630 37.8341 3748 2 962.4851 ‐8.5169
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 2913.9630 2225.0759 39.5013 15702 2 1113.0416 ‐2.7947
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 2559.2613 YSGISYADLFQLASATAIEEAG2760.3350 2559.2594 22.9845 11492 3 853.7580 0.0466
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1669.8796 LSNLGAEFNPPEGIVI 1577.0880 1669.8769 33.2603 3675 2 835.4421 ‐1.1974
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1518.8751 HAANAGLVNALNLIK 936.2831 1518.8713 18.5468 3470 3 506.9619 ‐3.4254
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1555.8326 STLTLSASSSLSFVR 1467.6540 1555.8329 17.1566 3403 3 519.2825 ‐0.6710
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK2404.1940 2381.1865 36.8601 2143 3 794.4003 0.2368
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1175.5368 YAADQDAFFK 491.5862 1175.5509 29.4435 1964 1 1175.5509 14.1317
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1309.7223 DIVALSGAHTLGR 205.7064 1309.7574 21.0006 1016 1 1309.7574 29.5119
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 Carbamidomethyl+C(9) 2927.3589 VDASGPEDCPEEGRLPDAG 1811.4590 2927.3621 22.9148 8125 4 732.5960 1.59
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 3172.6049 DIKEKYSGISYADLFQLASATA3719.5560 3172.6037 23.2971 3633 3 1058.2061 1.55
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 3286.7489 STLTLSASSSLSFVRSLVSSPR699.3860 3286.7682 18.4403 2502 6 548.6341 5.59
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1404.6714 SSSSDPDQLKNAR 125.6248 1404.6630 24.0139 2192 2 702.8351 ‐6.2553
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1782.9358 NIKEWPQRGGANGSLR 1757.7300 1782.9348 26.5285 1900 3 594.9831 ‐1.0144
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 Oxidation+M(28) 3044.5285 YSGISYADLFQLASATAIEEAG218.5351 3044.5340 17.5316 2469 3 1015.5162 3.14
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 694.6698 40393.2397 15 38.01 None 1671.7901 YSGISYADLFQLASAT 230.2142 1671.7834 21.2153 3188 2 836.3954 ‐3.5939
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 894.2277 15148.9616 1 8.40 None 1371.7202 LVNYQHLMPTR 10649.4400 1371.7220 15.3352 8161 3 457.9122 0.0291
NP_001078419.1 oxidoreductase zinc binding dehydrogenase family protein Arabidopsis thal 316.6479 34234.6062 2 4.70 None 1712.8701 DVADPEVKDDEVLIR 6734.0460 1712.8713 24.4286 4046 3 571.6286 0.1095
NP_001078419.1 oxidoreductase zinc binding dehydrogenase family protein Arabidopsis thal 316.6479 34234.6062 2 4.70 Carbamidomethyl+C(2) 2298.2924 LCIIGLMGGANAEIKLSSLLPK355.3943 2298.2828 21.2470 11638 3 766.7658 ‐3.8041
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2761.1750 21508.2141 5 23.94 None 1040.6463 LVTPLTLQR 43481.2300 1040.6459 16.5114 17308 2 520.8266 ‐1.8005
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2761.1750 21508.2141 5 23.94 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 6874.1730 1826.0389 22.4967 8380 2 913.5231 ‐2.6949
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2761.1750 21508.2141 5 23.94 None 1102.6103 LSSAAAKPSVTA 816.3564 1102.6352 16.3749 7637 2 551.8212 21.3614
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2761.1750 21508.2141 5 23.94 None 916.4523 TYVNTYR 158.9333 916.4539 16.2250 2467 1 916.4539 2.57
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2761.1750 21508.2141 5 23.94 None 634.3307 VNTYR 37.1593 634.3274 16.1139 1864 1 634.3274 ‐5.5288
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 127408.4000 1235.5195 22.4285 139386 2 618.2634 0.2686
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 79325.2000 1652.8790 23.2504 128548 3 551.6312 ‐0.7009
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1468.7318 YETNPALYGELAK 89627.1200 1468.7308 24.8736 89296 2 734.8691 ‐0.7696
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1245.6296 NIANMVPPFDK 26189.5300 1245.6303 28.3729 61955 2 623.3188 ‐0.0046
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1407.6962 ITAELQAASSSDSK 9369.0470 1407.6967 17.4828 40541 2 704.3520 0.1406
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1641.9422 LLIEKDDLKDVAAAK 1577.3640 1641.9442 23.1810 22160 3 547.9862 0.4686
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(4)
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1086.6405 LLIEKDDLK 5239.7730 1086.6400 20.3770 10820 2 543.8236 ‐1.3844
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 827.4298 EGFVTFK 61.7653 827.4487 27.7913 3133 1 827.4487 23.7416
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1725.8694 EKYETNPALYGELAK 38582.0600 1725.8694 23.2273 169118 3 575.9613 ‐0.6251
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 2716.2883 MVPFWTTVSRNGSSDSETT543.3068 2716.2670 34.8970 28429 3 906.0938 ‐7.3015
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDW2304.8400 2401.1031 38.3371 36454 2 1201.0552 2.71
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 603.3137 PPFDK 72.0609 603.3142 27.9431 6535 1 603.3142 0.8098
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(3) 842.3462 FACSDSR 2195.6010 842.3465 22.4290 5601 1 842.3465 1.80
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 793.4454 LYGELAK 245.5438 793.4444 23.2202 5559 1 793.4444 ‐0.5474
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(4) 941.4146 VFACSDSR 816.9218 941.4154 22.4274 4544 1 941.4154 2.1500
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(11) 1553.8105 ENIVVIGHSACGGIK 1454.6310 1553.8040 23.2370 4504 2 777.4056 ‐4.0996
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 747.3883 EKDDLK 400.3698 747.3858 20.3791 3130 1 747.3858 ‐2.8045
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 860.4724 IEKDDLK 88.1402 860.4728 20.3677 2191 1 860.4728 1.72
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 930.4390 NMVPPFDK 119.1124 930.4393 29.7969 1934 1 930.4393 1.45
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1031.5019 MVPFWTTVS 125.2858 1031.4983 35.0135 1872 1 1031.4983 ‐1.7570
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 973.5564 LIEKDDLK 125.7107 973.5582 20.3765 1851 2 487.2827 0.6656
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(2) 695.2777 ACSDSR 530.0651 695.2762 22.4308 1831 1 695.2762 ‐1.9510
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 178.4342 1072.4500 22.4306 1229 1 1072.4500 ‐2.8720
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1051.5095 DFIEDWVK 144.4795 1051.5116 40.0292 1130 1 1051.5116 3.96
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1045.5524 DDLKDVAAAK 104.4267 1045.5481 22.8291 965 1 1045.5481 ‐2.3414
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1301.6459 MVPFWTTVSRN 111.8004 1301.6383 33.9954 916 1 1301.6383 ‐3.0573
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 645.7897 1197.6329 23.2281 776 1 1197.6329 ‐4.3093
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1451.7053 YETNPALYGELAK 593.6998 1451.7092 24.8125 2493 2 726.3582 2.20
NP_001078583.1 carbonic anhydrase 2 Arabidopsis thaliana 16221.6500 35167.8590 30 48.71 None 1390.6696 ITAELQAASSSDSK 330.6098 1390.6764 20.0293 990 3 464.2303 3.84
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1658.8285 YGAGIGPGVYDIHSPR 16423.5200 1658.8304 23.8394 41687 3 553.6150 0.4097
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 942.5619 VVEVNALAK 9378.6520 942.5613 19.5135 29155 2 471.7843 ‐1.8474
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1411.7904 GGIGVIQIDEAALR 45520.8800 1411.7907 30.5591 28513 2 706.3990 ‐0.0037
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 2384.2166 AAGATWIQLDEPVLVMDLE16490.4400 2384.2124 39.4611 23073 3 795.4090 ‐1.6517
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1235.5759 GNASVPAMEMTK 4936.1570 1235.5780 20.1956 20184 2 618.2926 1.1259
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1116.5531 IPSSEEIADR 951.2644 1116.5826 50.5933 16905 2 558.7950 25.5734
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1021.5465 SWLAFAAQK 574.2767 1021.5307 39.8896 7224 2 511.2690 ‐16.5290
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 1864.8765 SEHAFYLDWAVHSFR 1717.7670 1864.9298 35.5820 4597 2 932.9686 29.3420
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 744.4250 EVNALAK 4566.5720 744.4245 19.5126 5874 1 744.4245 ‐0.2185
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1891.4350 84698.9500 24 28.10 None 843.4934 VEVNALAK 2148.9480 843.4893 19.5118 2322 1 843.4893 ‐4.0308
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK18800.5600 2140.2539 24.3486 42602 2 1070.6306 ‐2.2163



NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 2861.4291 FIPSNTFAHYDQVLDTTAML15097.8000 2861.4260 20.3919 30690 3 954.4802 0.9290
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 1181.6313 GVTAFGFDLVR 6490.3940 1181.6348 19.5974 23396 2 591.3210 1.06
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 3013.4155 WFDTNYHYIVPELGPEVNFS5403.1690 3013.4182 20.0576 18472 4 754.1100 1.58
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 1199.5732 FALESFWDGK 6525.1130 1199.5754 19.8238 18355 2 600.2914 0.9698
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2808.6670 2310.2947 21.9806 18068 2 1155.6510 ‐2.7548
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 1146.6769 SFELLSLLPK 13763.9900 1146.6761 22.1229 16611 2 573.8417 ‐1.7757
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 1790.9622 GMLTGPVTILNWSFVR 7887.0150 1790.9606 23.0994 16420 2 895.9839 ‐0.0252
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK1858.1050 2213.1372 21.8648 14864 2 1107.0722 ‐1.7036
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 2418.2664 NIWANDFAASLSTLQALEGI 2670.4910 2418.2495 25.4740 14170 2 1209.6284 ‐4.1805
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 None 1411.7904 GGIGVIQIDEAALR 722.2330 1411.7590 18.1867 2682 2 706.3831 ‐22.5132
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK362.7327 2052.0560 18.1888 39596 3 684.6902 1.0303
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 Oxidation+M(32) 4253.1158 SSIWKQMSAAGTKFIPSNTF511.3933 4253.0882 22.6196 9084 4 1064.0275 ‐2.9496
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 24 28.10 Oxidation+M(7) 1392.6940 SSIWKQMSAAGTK 100.7439 1392.7027 18.8054 1517 2 696.8550 5.90
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1581.8370 TIEKPVEDPSELPK 98037.0200 1581.8366 20.3332 349193 3 527.9504 ‐1.0724
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1763.9174 VETLLNLDTKPYSDR 20803.6000 1763.9164 26.8467 156299 3 588.6436 ‐1.0984
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 2564.3031 VSGEVPWFGIEQEYTLLQQN73334.6400 2564.2976 22.3442 135581 2 1282.6524 0.3751
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 3000.4010 WNYDGSSTGQAPGEDSEVI17739.1400 3000.3974 20.7753 102610 3 1000.8040 0.3182
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1817.8565 HETASIDQFSWGVANR 30577.4300 1817.8554 26.8392 89330 3 606.6233 ‐1.0180
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 545.3293 LSLNV 2589.3640 545.3289 25.3846 73792 1 545.3289 ‐1.4095
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 899.5673 AILNLSLR 23393.8000 899.5675 17.6889 70668 2 450.2874 ‐1.2088
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIP14308.1200 2623.3315 18.5610 69733 3 875.1153 1.67
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 3842.9885 RPASNMDPYIVTSLLAETTLL9270.7820 3842.9736 25.5247 63810 3 1281.6627 ‐0.9615
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1135.5994 EEGGFEVIKK 51437.5900 1135.5999 18.7342 26620 2 568.3036 ‐0.4365
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1007.5044 EEGGFEVIK 72622.6800 1007.5051 22.2993 24255 2 504.2562 ‐0.5276
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIP2803.2800 2467.2206 32.8839 17175 2 1234.1139 ‐0.9570
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1361.6080 EHISAYGEGNER 39078.2100 1361.6076 13.9521 13256 3 454.5407 ‐1.4746
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1416.7441 VLALQSDNSTVNR 381.6634 1416.7410 38.1903 2139 2 708.8741 ‐2.4651
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1007.5520 AAEIFSNKK 153.9942 1007.5409 19.7960 7757 1 1007.5409 ‐9.5747
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1509.7730 SMREEGGFEVIKK 15287.3700 1509.7751 18.9790 33069 3 503.9299 0.4867
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 585.3355 NLSLR 128.3524 585.3348 18.7262 13454 1 585.3348 ‐1.4426
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 988.5462 EGGFEVIKK 328.3606 988.5511 18.3449 9569 2 494.7792 3.57
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 411.2238 LSLN 47.2933 411.2233 25.2775 8340 1 411.2233 ‐2.3462
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 Carbamidomethyl+C(9) 1780.8323 GGNNILVICDTWTPAGE 649.5407 1780.8263 32.8814 8238 2 890.9168 ‐2.7723
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 530.3297 LAAQK 100.4867 530.3297 25.3721 3290 1 530.3297 ‐0.5296
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 Carbamidomethyl+C(9) 1343.6413 GGNNILVICDTW 440.3868 1343.6426 19.2348 3079 2 672.3249 0.5342
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 842.5094 LLQQNVK 193.5322 842.5093 20.7379 2682 2 421.7583 ‐1.8409
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 877.5142 GGFEVIKK 10437.2200 877.5154 18.7469 2312 1 877.5154 2.31
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1225.5947 TIEKPVEDPSE 238.2217 1225.5856 21.6613 1993 1 1225.5856 ‐5.0987
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 914.4466 EDPSELPK 5016.2630 914.4492 20.3491 1645 1 914.4492 3.78
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1007.5673 LYPQAIFR 119.4518 1007.5740 22.0826 1312 2 504.2906 5.50
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 616.4028 EVIKK 168.2870 616.4031 18.7522 1303 1 616.4031 0.1999
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 2192.1386 VPWFGIEQEYTLLQQNVK 382.7556 2192.1358 22.2506 1201 3 731.3834 ‐1.1024
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1280.6957 TPAGEPIPTNKR 200.5412 1280.6996 19.4104 1158 2 640.8534 2.35
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 661.2900 GEGNER 699.9414 661.2914 13.9416 1068 1 661.2914 2.0337
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1096.5521 TIEKPVEDPS 289.7238 1096.5552 20.5031 752 2 548.7812 1.77
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1491.7624 SMREEGGFEVIKK 328.6044 1491.7612 20.5271 1805 2 746.3842 ‐0.8845
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 1563.8265 TIEKPVEDPSELPK 457.9125 1563.8262 20.3290 1147 3 521.9469 ‐0.9985
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 35 49.53 None 990.5255 AAEIFSNKK 97.8914 990.5213 18.0494 20136 2 495.7643 ‐5.5160
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 1171.5187 EMTLEEYEK 12391.7700 1171.5213 21.7808 15604 2 586.2643 1.32
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 1395.7743 FPTKPAPPSQAVR 776.0779 1395.7807 18.1053 10108 3 465.9317 3.46
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 631.3774 ALQATK 1693.4110 631.3780 15.8914 9832 1 631.3780 0.8212
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 2532.1260 GNWGTTEDDIPPTSEEPTTE3325.8700 2532.1176 24.3264 2686 2 1266.5624 ‐0.8570
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 504.2664 EVEK 37.5133 504.2643 23.2394 79419 1 504.2643 ‐4.8863
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 1377.7637 FPTKPAPPSQAVR 279.8829 1377.7653 17.1392 4314 2 689.3863 0.7708
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 613.3668 ALQATK 90.5547 613.3676 17.5767 1049 1 613.3676 1.0712
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 691.9284 32374.3875 8 16.94 None 1378.7478 FPTKPAPPSQAVR 158.2394 1378.7532 16.6957 987 3 460.2559 2.35
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1147.6027 EITALAPSSMK 15470.3500 1147.6094 22.0806 58995 2 574.3083 4.94
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1597.8367 LDLAGRDLTDHLMK 5928.9550 1597.8359 32.8293 33146 2 799.4216 ‐0.2923
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1954.0644 VAPEEHPVLLTEAPLNPK 3605.6640 1954.0622 26.3388 32356 3 652.0256 ‐1.5081
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 2261.1231 GYSFTTTAEREIVRDMKEK 470.0206 2261.0582 23.3003 5206 3 754.3576 ‐28.7015
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1629.8231 GYSFTTTAEREIVR 274.4305 1629.8112 26.4293 4605 2 815.4092 ‐7.0533
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1731.8912 SFELPDGQVITIGAER 255.7653 1731.8423 33.6337 4338 2 866.4248 ‐27.7625
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 972.4819 DLTDHLMK 122.5450 972.4735 33.8934 2800 1 972.4735 ‐7.2230
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1885.9430 LSYIALDFEQELETSK 654.1001 1885.9258 39.9430 1514 2 943.4665 ‐8.2867
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 2143.0488 DLYGNIVLSGGTTMFGGIGD195.9243 2143.0142 26.2301 1096 2 1072.0107 ‐14.8151
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 549.2701 PSSMK 210.3548 549.2703 21.6233 40821 1 549.2703 ‐0.0072
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 620.3072 APSSMK 215.4142 620.3063 20.7202 2006 1 620.3063 ‐1.6015
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1733.8639 GNIVLSGGTTMFGGIGDR 135.6487 1733.8575 28.0208 952 3 578.6240 ‐4.3503
NP_001078769.1 actin 4 Arabidopsis thaliana 937.0247 42007.0135 13 20.69 None 1611.8125 GYSFTTTAEREIVR 928.6750 1611.8084 25.4671 2345 3 537.9410 ‐3.3351
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1441.7533 EGQSIGVIPEGIDK 15332.8100 1441.7543 25.2888 47311 2 721.3808 0.4751
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1630.7959 LYSIASSAIGDFGDSK 13717.7300 1630.7974 18.0076 38195 2 815.9023 1.24
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10074.5600 1347.6069 28.2366 35388 2 674.3071 ‐0.6643
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1307.6842 LVYTNDGGEIVK 17303.5300 1307.6839 20.9494 32453 2 654.3456 ‐0.7122
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 Carbamidomethyl+C(3)



NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1153.5160 SEQWNVEVY 2870.2610 1153.5192 28.4765 8736 2 577.2632 1.84
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1536.7653 LDFAVSREQTNEK 2355.9300 1536.7703 18.1132 6436 2 768.8888 3.04
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 927.5146 GVIPEGIDK 296.7637 927.5152 25.2862 1255 1 927.5152 1.73
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1154.5324 ASSAIGDFGDSK 424.2742 1154.5323 17.1711 884 1 1154.5323 1.17
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1518.7547 LDFAVSREQTNEK 693.1171 1518.7561 18.1289 1543 2 759.8817 0.9264
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3202.6400 29912.4653 21 35.11 None 1289.6736 LVYTNDGGEIVK 362.7936 1289.6708 19.7668 1127 2 645.3391 ‐2.6953
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1630.7959 LYSIASSAIGDFGDSK 13516.5900 1630.7974 18.0076 38195 2 815.9023 1.90
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1232.6555 GIDDIMVSLAAK 3275.1830 1232.6568 19.2084 14502 2 616.8320 0.2212
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1536.7653 LDFAVSREQTNEK 744.5555 1536.7703 18.1132 6436 2 768.8888 3.70
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1307.6842 LVYTNDGGEIVK 145.9137 1307.6431 24.1454 1086 1 1307.6431 ‐28.7494
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 2674.3765 EMLMPKDPNATIIMLGTGT 630.9189 2674.3019 22.2111 997 2 1337.6546 ‐24.3108
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1596.9142 MTLPVRLGTLSSPPK 616.5410 1596.9114 19.7817 18981 2 798.9594 ‐1.4351
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 Carbamidomethyl+C(22) 3081.4771 MAEYAEELWELLKKDNTFVY247.4489 3081.4745 29.3948 1516 3 1027.8297 1.09
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1550.7710 NPDNFRLDFAVSR 373.9865 1550.7588 16.1800 1024 3 517.5911 ‐8.8188
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 909.4312 AIGDFGDSK 133.9119 909.4333 16.8927 4697 1 909.4333 3.1441
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1079.2780 29912.4653 21 35.11 None 1154.5324 ASSAIGDFGDSK 443.4364 1154.5256 18.0047 761 1 1154.5256 ‐3.8839
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1203.6368 EIEYPGQVLR 155853.0000 1203.6373 24.3539 349936 2 602.3223 ‐0.3971
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 2360.1656 SITDYGSPEEFLSQVNYLLGK87446.3500 2360.1534 23.6243 300003 2 1180.5803 ‐3.1391
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 4704.2376 QAYFGETASEGGFDNNAVA5814.2890 4704.2203 22.0403 86335 4 1176.8105 ‐0.1360
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1215.5892 FVESAATSFSVA 944.8361 1215.5885 27.4147 15675 2 608.2979 ‐1.2788
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1238.6852 HQLITATVNGGK 867.8002 1238.6806 20.8003 5675 2 619.8439 ‐4.3747
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1588.7278 TNTDFLPYNGDGFK 512.3177 1588.7194 28.2961 2288 1 1588.7194 ‐1.4276
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 2069.0258 TADGDEGGKHQLITATVNG4516.5680 2069.0271 17.7061 28721 4 518.0122 ‐0.8442
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1627.8438 GARKFVESAATSFSVA 154.5165 1627.8473 33.8958 1578 2 814.4273 2.27
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 1943.9749 YGSPEEFLSQVNYLLGK 288.6320 1943.9815 23.0038 2334 2 972.4944 4.78
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 16802.0800 23816.0454 28 57.53 None 961.5102 EYPGQVLR 303.0157 961.5087 22.5699 1532 1 961.5087 ‐0.2457
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 1203.6368 EIEYPGQVLR 159710.3000 1203.6373 24.3539 349936 2 602.3223 ‐0.2920
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 1215.5892 FVESAATSFSVA 1532.5410 1215.5885 27.4147 15675 2 608.2979 ‐1.1772
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 2258.0282 FEDNFDATSNLNVMVTPTD1367.7110 2258.0236 30.1321 9100 2 1129.5154 ‐0.4062
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 2386.1231 FEDNFDATSNLNVMVTPTD1097.0160 2386.1313 54.4913 8029 3 796.0486 3.59
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 1238.6852 HQLITATVNGGK 11820.1600 1238.6880 17.1759 7343 2 619.8476 1.84
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 1588.7278 TNTDFLPYNGDGFK 1259.7090 1588.7194 28.2961 2288 1 1588.7194 ‐1.2487
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 1343.6842 KFVESAATSFSVA 3845.3310 1343.6856 25.4826 59706 2 672.3464 0.7203
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 2069.0258 TADGDEGGKHQLITATVNG3930.3570 2069.0266 17.7245 26047 4 518.0121 ‐1.2684
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 669.4042 PGQVLR 21159.7700 669.4042 24.3540 17442 1 669.4042 0.1578
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 961.5102 EYPGQVLR 3228.1580 961.5084 24.3547 9613 1 961.5084 ‐0.3919
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 922.4305 FVESAATSF 243.3847 922.4317 24.8224 2079 1 922.4317 2.76
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 8334.9910 23816.0454 28 57.53 None 2241.0016 FEDNFDATSNLNVMVTPTD409.8943 2240.9972 32.3766 1055 2 1121.0023 ‐0.3822
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 2360.1656 SITDYGSPEEFLSQVNYLLGK83340.7300 2360.1534 23.6243 300003 2 1180.5803 ‐2.5664
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 4704.2376 QAYFGETASEGGFDNNAVA5775.5260 4704.2203 22.0403 86335 4 1176.8105 0.8348
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 1203.6368 EIEYPGQVLR 8563.5820 1203.6380 15.8618 10131 2 602.3227 0.0790
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 2211.1081 TNTDFLPYNGDGFKVQVPA 562.5685 2211.0962 20.5381 1674 2 1106.0517 ‐3.2135
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 669.4042 PGQVLR 446.8541 669.4010 17.1058 1526 1 669.4010 ‐5.0194
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9542.9880 23816.0454 28 57.53 None 2846.4571 ATANILESSSQEVGGKPYYYL782.5798 2846.4463 23.5466 1303 3 949.4869 ‐1.8437
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1384.7795 AAALNIVPTSTGAAK 181141.2000 1384.7786 23.1755 437570 2 692.8930 ‐0.8700
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 250488.3000 1833.9038 35.3319 172400 2 917.4555 ‐0.0448
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1254.6113 TFAEEVNAAFR 19788.2300 1254.6098 28.6084 122922 2 627.8085 ‐1.7935
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1627.8537 DSPLDVVVINDTGGVK 44491.7500 1627.8525 30.2762 45675 2 814.4299 ‐0.5240
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 798.5084 VLITAPGK 47085.2700 798.5094 18.4099 10110 2 399.7584 ‐0.1882
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1755.9487 KDSPLDVVVINDTGGVK 4618.8160 1755.9458 27.1741 7123 3 585.9868 ‐2.2950
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDD 895.2827 2378.0306 36.6377 2283 3 793.3484 3.45
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1456.7795 VVDLADIVANNWK 418.9002 1456.7942 36.4635 970 3 486.2696 9.1331
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1896.9450 KTFAEEVNAAFRDAAEK 268.7184 1896.9571 32.5259 3424 2 948.9822 7.02
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 464.2616 AAFR 223.6541 464.2616 31.0497 34098 1 464.2616 ‐0.5804
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 732.3886 PTSTGAAK 5755.7170 732.3918 23.1942 15082 1 732.3918 4.33
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1058.5840 NIVPTSTGAAK 3012.2920 1058.5811 23.1792 8158 1 1058.5811 ‐0.9469
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 944.5411 IVPTSTGAAK 1444.5840 944.5417 23.1734 3337 1 944.5417 1.92
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 699.4400 LITAPGK 248.2953 699.4395 17.6067 2330 1 699.4395 ‐0.3741
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 630.7655 1112.5256 35.8460 2185 1 1112.5256 ‐1.2620
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1425.7948 PLDVVVINDTGGVK 319.5734 1425.7978 30.8307 1088 2 713.4026 1.15
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 667.9714 1397.6908 33.6471 823 2 699.3490 ‐5.4921
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 25426.7800 37952.2598 18 30.86 None 1879.9185 KTFAEEVNAAFRDAAEK 188.3540 1879.9201 34.4559 1151 2 940.4637 1.19
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 674.5872 37743.2038 8 14.63 None 1158.6517 GVLLYGPPGTGK 17097.7600 1158.6509 15.7888 18670 2 579.8291 ‐1.6114
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 674.5872 37743.2038 8 14.63 Carbamidomethyl+C(5) 2100.9842 EHQPCIIFMDEIDAIGGR 1156.3120 2100.9849 23.4374 3920 3 700.9998 0.4025
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 674.5872 37743.2038 8 14.63 None 1238.5899 EFNKTEDDLK 389.9402 1238.5981 36.1331 2178 1 1238.5981 8.68
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 703.2955 37743.2038 8 14.63 None 1158.6517 GVLLYGPPGTGK 17637.7400 1158.6509 15.7888 18670 2 579.8291 ‐1.8065
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 703.2955 37743.2038 8 14.63 None 2223.2092 SLQSVGQIIGEVLRPLDNER 336.1770 2223.2009 23.2169 2617 3 741.7385 ‐3.1551
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 703.2955 37743.2038 8 14.63 None 1934.9892 TLMELLNQLDGFDQLGK 1013.3880 1934.9629 24.0433 3775 2 967.9851 ‐12.2723
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 703.2955 37743.2038 8 14.63 None 776.3937 YGPPGTGK 219.5686 776.3937 15.8102 2707 1 776.3937 0.2535
NP_001117440.1 AAA type ATPase family protein Arabidopsis thaliana 703.2955 37743.2038 8 14.63 None 1523.8540 IIGEVLRPLDNER 77.1096 1523.8563 22.8751 1816 2 762.4318 1.30
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1573.8432 GVTTIIGGGDSVAAVEK 162664.7000 1573.8426 25.4252 243303 2 787.4250 ‐0.2146
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1404.7369 ELDYLVGAVSNPK 100107.3000 1404.7368 27.2348 241194 2 702.8720 ‐0.3845
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1933.9767 LASLADLYVNDAFGTAHR 67797.5200 1933.9799 19.1047 146872 3 645.3315 1.63
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 999.5986 FSLAPLVPR 51573.9500 999.5997 18.6738 139178 2 500.3035 ‐0.1840



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1100.6562 IGVIESLLEK 79403.4100 1100.6577 19.2512 132984 2 550.8325 0.3748
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1447.8671 FLKPSVAGFLLQK 16289.7800 1447.8692 18.5709 118930 3 483.2946 0.4172
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 2269.1857 VGVAGVMSHISTGGGASLE 12775.9900 2269.1878 19.2745 91784 3 757.0675 1.52
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1539.8992 GVSLLLPTDVVIADK 17224.8100 1539.9016 20.2116 28076 2 770.4545 1.29
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 2028.9469 ADLNVPLDDNQNITDDTR 17554.7300 2028.9446 25.7513 19225 2 1014.9759 0.1368
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1102.6368 RPFAAIVGGSK 25242.6400 1102.6365 14.0245 17127 2 551.8219 ‐1.2524
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 713.4556 AAIPTIK 12727.7000 713.4551 19.1926 11213 1 713.4551 ‐0.4899
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1579.8942 VLPGVVALDEATPVTV 3273.3830 1579.8957 35.2402 8657 2 790.4515 1.1169
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1220.7474 VILSTHLGRPK 20257.6200 1220.7467 13.0502 6979 3 407.5871 ‐1.9621
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1518.7646 AQGLSVGSSLVEEDK 1291.0330 1518.7677 23.6648 1190 2 759.8875 2.0408
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 2370.2915 GVSLLLPTDVVIADKFAPDAN5297.5950 2370.2903 20.5286 12681 3 790.7683 ‐0.0151
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 652.4141 APLVPR 142.6917 652.4117 16.8840 29342 1 652.4117 ‐3.7408
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 771.4359 VGAVSNPK 2124.5400 771.4386 27.2561 6539 1 771.4386 3.12
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1102.5739 IGGGDSVAAVEK 5036.8650 1102.5706 25.4252 6502 1 1102.5706 ‐1.1549
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 642.4185 AIPTIK 3381.1010 642.4163 19.2190 6010 1 642.4163 ‐3.4396
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 571.3814 IPTIK 2830.7010 571.3809 19.1920 4553 1 571.3809 ‐1.1581
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 852.5302 SLAPLVPR 589.2544 852.5307 18.6693 3776 1 852.5307 1.82
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 648.4079 FLLQK 280.3444 648.4078 18.8229 3562 1 648.4078 ‐0.3009
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 458.2973 PTIK 464.5049 458.2956 19.1957 3542 1 458.2956 ‐4.5303
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 765.4981 LAPLVPR 524.1295 765.4994 18.6735 3246 1 765.4994 2.1192
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 543.3038 RPFAA 1197.8660 543.3036 14.0250 3061 1 543.3036 ‐0.9332
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1008.5949 LSTHLGRPK 8437.7090 1008.5951 13.0466 2790 2 504.8012 ‐1.0073
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 656.3879 RPFAAI 2225.7830 656.3881 14.0222 2098 1 656.3881 0.2422
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 718.3981 ESLLEK 200.2192 718.3974 19.9000 1797 1 718.3974 ‐0.8541
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1363.6753 LYVNDAFGTAHR 448.7549 1363.6747 19.7800 1345 2 682.3410 ‐0.8631
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 1121.6790 ILSTHLGRPK 3862.7630 1121.6790 13.0481 1191 2 561.3431 ‐0.9534
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20567.1300 42729.4379 73 50.62 None 942.4931 ELDYLVGAV 157.1386 942.4882 26.7940 1137 1 942.4882 ‐4.0171
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1573.8432 GVTTIIGGGDSVAAVEK 193678.3000 1573.8427 25.4241 241598 2 787.4250 ‐0.1826
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1404.7369 ELDYLVGAVSNPK 143162.3000 1404.7368 27.2348 241194 2 702.8720 ‐0.3361
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 713.4556 AAIPTIK 12638.0300 713.4551 19.1926 11213 1 713.4551 ‐0.3193
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1579.8942 VLPGVVALDEATPVTV 4976.5670 1579.8957 35.2402 8657 2 790.4515 1.1159
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1518.7646 AQGLSVGSSLVEEDK 1466.6790 1518.7677 23.6648 1190 2 759.8875 2.0570
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 771.4359 VGAVSNPK 2415.3020 771.4386 27.2561 6539 1 771.4386 4.1124
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 642.4185 AIPTIK 3204.8500 642.4163 19.2190 6010 1 642.4163 ‐3.2696
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 571.3814 IPTIK 2794.1830 571.3809 19.1920 4553 1 571.3809 ‐0.9888
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1298.6951 GVTTIIGGGDSVAAV 271.8504 1298.7000 24.6176 3900 2 649.8536 3.42
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 458.2973 PTIK 309.4543 458.2956 19.1957 3542 1 458.2956 ‐4.3620
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 13276.0400 42729.4379 73 50.62 None 1215.6579 IIGGGDSVAAVEK 337.1628 1215.6502 25.4273 1335 1 1215.6502 ‐3.8922
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1933.9767 LASLADLYVNDAFGTAHR 87087.3100 1933.9799 19.1047 146872 3 645.3315 1.79
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 999.5986 FSLAPLVPR 44367.1900 999.5997 18.6738 139178 2 500.3035 ‐0.4807
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1100.6562 IGVIESLLEK 56738.9100 1100.6577 19.2512 132984 2 550.8325 0.1427
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1447.8671 FLKPSVAGFLLQK 21945.3000 1447.8692 18.5709 118930 3 483.2946 0.2831
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 2269.1857 VGVAGVMSHISTGGGASLE 20797.2700 2269.1878 19.2745 91784 3 757.0675 1.37
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1573.8432 GVTTIIGGGDSVAAVEK 74363.7600 1573.8418 16.2151 40519 2 787.4246 ‐0.6421
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1539.8992 GVSLLLPTDVVIADK 19460.2400 1539.9016 20.2116 28076 2 770.4545 1.14
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1102.6368 RPFAAIVGGSK 50532.4400 1102.6365 14.0245 17127 2 551.8219 ‐1.4833
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 2238.1475 IVPASAIPDGWMGLDIGPDS2108.7380 2238.1397 21.0918 9673 2 1119.5735 ‐1.2262
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1404.7369 ELDYLVGAVSNPK 5679.2160 1404.7348 17.1126 9327 2 702.8710 ‐1.8212
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1220.7474 VILSTHLGRPK 37879.5800 1220.7467 13.0502 6979 3 407.5871 ‐2.2297
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 Carbamidomethyl+C(1) 1847.9435 CDILLLGGGMIFTFYK 547.3218 1847.9550 23.8300 846 2 924.4811 7.55
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 2863.4373 NEPDFAKKLASLADLYVNDA534.2550 2863.4275 21.2770 4210 3 955.1473 ‐1.4440
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 652.4141 APLVPR 195.8321 652.4117 16.8840 29342 1 652.4117 ‐3.8604
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 581.3770 PLVPR 186.2730 581.3773 18.6744 11375 1 581.3773 0.1302
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 718.3981 ESLLEK 833.7639 718.3940 19.2498 6821 1 718.3940 ‐5.6463
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1820.8926 ASLADLYVNDAFGTAHR 9932.0170 1820.8917 19.1082 4537 2 910.9495 0.4739
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 852.5302 SLAPLVPR 195.4796 852.5307 18.6693 3776 1 852.5307 1.17
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 648.4079 FLLQK 383.9431 648.4078 18.8229 3562 1 648.4078 ‐0.4209
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 765.4981 LAPLVPR 451.6110 765.4994 18.6735 3246 1 765.4994 2.0126
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 543.3038 RPFAA 2574.1630 543.3036 14.0250 3061 1 543.3036 ‐1.0654
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 705.4294 GFLLQK 16244.0000 705.4328 18.5737 2852 1 705.4328 4.40
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1008.5949 LSTHLGRPK 13315.9200 1008.5951 13.0466 2790 2 504.8012 ‐1.2982
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 759.3896 AFGTAHR 340.6819 759.3921 19.1197 2731 1 759.3921 3.99
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 656.3879 RPFAAI 3970.8940 656.3881 14.0222 2098 1 656.3881 0.1231
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 800.4665 FLKPSVAG 940.7053 800.4668 18.5525 1711 1 800.4668 0.8417
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1363.6753 LYVNDAFGTAHR 362.2926 1363.6747 19.7800 1345 2 682.3410 ‐0.9272
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1374.6722 GWMGLDIGPDSVK 391.8194 1374.6763 22.2446 1255 1 1374.6763 5.39
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1121.6790 ILSTHLGRPK 6989.6050 1121.6790 13.0481 1191 2 561.3431 ‐1.1721
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 1759.8650 LASLADLYVNDAFGTAH 275.8431 1759.8708 18.5713 940 2 880.4390 4.0894
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 14794.5900 42729.4379 73 50.62 None 2220.1369 IVPASAIPDGWMGLDIGPDS271.0956 2220.1351 20.0692 1579 3 740.7165 ‐0.2803
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK22289.0300 2150.1668 34.8231 31003 2 1075.5870 ‐0.1019
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1271.6266 GLTFDSGGYNIK 4005.3430 1271.6252 25.4085 27519 2 636.3162 ‐1.7225
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1318.6233 TIEVNNTDAEGR 31739.7800 1318.6279 15.4759 23842 2 659.8176 2.48
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 5142.1560 1850.9349 19.5633 21069 2 925.9711 2.50
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1294.6460 FDMGGSAAVLGAAK 3458.0430 1294.6477 26.0469 16549 2 647.8275 0.7490



NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2738.5087 IALIGLGQSVSSPVAFHSLGE1835.9540 2738.5177 21.0275 15775 3 913.5108 4.15
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1163.5473 SGVADMVNTGGR 3615.9000 1163.5483 19.4065 15662 2 582.2778 ‐0.0755
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 3041.5538 VDAHLSGLLAQVSSEEDFTG2095.9320 3041.5571 19.0058 14123 4 761.1447 1.46
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAG2974.9470 3151.6123 24.7400 12415 3 1051.2089 ‐2.7606
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1475.7165 YAEDVSYGVIFGR 4885.7480 1475.7212 29.7831 11769 2 738.3642 3.0365
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1129.6463 GDILVVGVTEK 2552.2680 1129.6466 25.2312 8185 2 565.3269 ‐0.6873
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1505.7846 AVDIIGFGTGAEVEK 2283.9340 1505.7775 25.6076 4857 2 753.3924 ‐4.7599
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1937.9662 ASQSTSAAIVLASSVSDESK 446.5966 1937.9564 16.6842 1928 2 969.4819 ‐4.0221
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1678.8799 SGTGFGVATLVEWVQK 1557.0520 1678.8895 21.5955 16627 2 839.9484 6.0833
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 2124.4060 2289.0655 31.4934 13768 2 1145.0364 ‐0.2500
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1991.0808 LSSVSALASGIVLGLFEDGR 2114.6960 1991.0726 24.6812 11209 2 996.0400 ‐2.9409
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2659.2796 QFVSEKVQWMHIDMAGPV779.2905 2659.2797 21.5785 1698 3 887.0981 1.0076
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 651.3461 GGYNIK 262.0589 651.3448 27.9056 4186 1 651.3448 ‐1.9960
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 844.4887 GSAAVLGAAK 227.0465 844.4868 24.0121 3178 1 844.4868 ‐1.4865
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 689.3617 EWVQK 102.7990 689.3580 22.1605 2842 1 689.3580 ‐5.3254
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 906.4680 LGLFEDGR 210.9370 906.4655 23.1489 1897 1 906.4655 ‐1.7483
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 762.3377 NTDAEGR 117.4681 762.3406 15.9263 997 1 762.3406 4.71
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 347.0965 1832.9165 17.9032 2048 2 916.9619 ‐1.7720
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1973.0702 LSSVSALASGIVLGLFEDGR 197.1948 1973.0618 23.3024 1235 3 658.3588 ‐4.4314
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK22495.7600 2150.1668 34.8231 31003 2 1075.5870 ‐0.2636
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1271.6266 GLTFDSGGYNIK 4032.6060 1271.6252 25.4085 27519 2 636.3162 ‐1.6366
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1294.6460 FDMGGSAAVLGAAK 8148.2390 1294.6477 26.0469 16549 2 647.8275 0.8284
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1163.5473 SGVADMVNTGGR 3032.8590 1163.5483 19.4065 15662 2 582.2778 0.0409
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 2348.9610 2289.0655 31.4934 13768 2 1145.0364 ‐0.4508
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1475.7165 YAEDVSYGVIFGR 6512.1970 1475.7212 29.7831 11769 2 738.3642 3.0648
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1129.6463 GDILVVGVTEK 5627.9030 1129.6466 25.2312 8185 2 565.3269 ‐0.5614
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1505.7846 AVDIIGFGTGAEVEK 1535.1080 1505.7775 25.6076 4857 2 753.3924 ‐4.7400
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1678.8799 SGTGFGVATLVEWVQK 562.3398 1678.8756 27.9490 3666 3 560.2967 ‐3.2635
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 Carbamidomethyl+C(19) 2271.0598 VASTYSDVFTANILNEEQCK 633.8171 2271.0550 31.8025 1070 2 1136.0311 ‐0.5024
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 2346.2122 ISMAGVTTGNVGYLANAIHE4288.7660 2346.2122 20.2308 26039 3 782.7422 0.4364
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 2607.3552 SVEPAPKDPILGVTEAFLADP9417.7010 2607.3527 36.3342 24813 3 869.7891 ‐0.0803
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1256.6157 LAYGDNSEFIK 4774.0560 1256.6189 23.1515 20960 2 628.8131 1.26
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1914.9708 IFLEDGHHIGISQSYAK 6936.4800 1914.9709 15.7013 18917 3 638.9952 ‐0.2221
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 4441.3810 1404.7271 20.1764 18694 2 702.8672 0.2489
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1310.6297 GLDFSALMDDVK 14058.3500 1310.6306 34.7523 18210 2 655.8189 0.1830
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1759.8394 LAGSTFMEYLPMGGSAK 3164.9930 1759.8442 19.6657 17183 2 880.4257 3.81
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1898.9746 DPILGVTEAFLADPSPEK 1495.8730 1898.9681 36.0127 11346 2 949.9877 ‐2.5048
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 934.5105 VNVGVGAYR 4887.3310 934.5100 18.7217 11193 2 467.7586 ‐2.0023
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1353.7161 LGSPLSWEHVTK 15147.9900 1353.7151 16.0344 9812 2 677.3612 ‐1.1508
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(6) 2000.9205 QIGMFCYSGLTPEQVDR 1325.7940 2000.9177 18.5211 8656 2 1000.9625 ‐0.2448
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 819.4645 MVDLTLK 4042.0700 819.4664 23.7509 2710 2 410.2368 0.6597
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(11) 1500.7475 DDNGKPVVLECVR 234.2996 1500.7847 21.9347 11475 2 750.8960 24.7380
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(13) 3180.4592 NAPEGSFFLLHACAHNPTGV244.2357 3180.5448 19.8821 6677 3 1060.8531 28.7017
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 938.4513 NMGLYGQR 351.1519 938.4753 18.5623 1717 2 469.7413 24.2245
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1413.6831 LTSEYHIYMTR 370.9356 1413.6963 20.8823 774 1 1413.6963 12.99
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(11)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1407.7269 MALAMMIRNAASK 1538.8060 1407.7293 22.7922 6417 2 704.3683 1.24
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1014.5214 GLTPEQVDR 191.0491 1014.5235 19.6119 2829 1 1014.5235 3.92
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1654.8184 LEDGHHIGISQSYAK 396.3145 1654.8234 16.5094 2723 3 552.2793 2.78
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 835.4421 NVGVGAYR 124.9734 835.4448 18.2126 2593 1 835.4448 3.96
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1573.8108 LGVTEAFLADPSPEK 249.6021 1573.8180 38.3329 2268 2 787.4126 4.44
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 743.3570 ADPSPEK 1052.5860 743.3579 36.3156 1615 1 743.3579 1.17
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 721.3992 VGVGAYR 82.5369 721.3968 18.7108 1514 1 721.3968 ‐3.0689
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(10)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1390.7004 MALAMMIRNAASK 190.9521 1390.7025 21.1381 1159 1 1390.7025 4.36
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2607.3552 SVEPAPKDPILGVTEAFLADP9496.9650 2607.3527 36.3342 24813 3 869.7891 ‐0.5493
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1256.6157 LAYGDNSEFIK 3875.0950 1256.6189 23.1515 20960 2 628.8131 1.27
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 6329.5320 1404.7271 20.1764 18694 2 702.8672 0.2973
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1310.6297 GLDFSALMDDVK 11806.5300 1310.6306 34.7523 18210 2 655.8189 0.2579
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1898.9746 DPILGVTEAFLADPSPEK 1114.1950 1898.9681 36.0127 11346 2 949.9877 ‐2.5957
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 934.5105 VNVGVGAYR 6518.7220 934.5100 18.7217 11193 2 467.7586 ‐1.8214
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 819.4645 MVDLTLK 4683.4790 819.4664 23.7509 2710 2 410.2368 0.8730
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 868.4563 LFADFQK 1872.8910 868.4414 24.2195 10364 1 868.4414 ‐16.1326
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 938.4513 NMGLYGQR 513.9615 938.4753 18.5623 1717 2 469.7413 24.4043
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(11)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(6) 3395.5858 QIGMFCYSGLTPEQVDRLTS1285.7640 3395.5852 37.8893 5205 3 1132.5333 1.70
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2373.1577 EAEKRLAGSTFMEYLPMGG524.8704 2373.1457 30.9269 4860 3 791.7201 ‐4.9421
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(9)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 835.4421 NVGVGAYR 108.0265 835.4448 18.2126 2593 1 835.4448 4.1514
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 743.3570 ADPSPEK 1372.2010 743.3579 36.3156 1615 1 743.3579 1.26
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 721.3992 VGVGAYR 99.6025 721.3968 18.7108 1514 1 721.3968 ‐2.8982
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1140.5242 DFSALMDDVK 534.7629 1140.5161 34.7473 1350 1 1140.5161 ‐4.9497



NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(10)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2050.9725 EAEKRLAGSTFMEYLPMGG217.0262 2050.9806 30.8840 1233 2 1025.9939 5.0945
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(10) 1149.5681 VQTLSGTGACR 294.3847 1149.5702 19.4313 1027 2 575.2887 0.9940
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2355.1472 EAEKRLAGSTFMEYLPMGG369.8474 2355.1512 28.9991 4268 3 785.7219 1.98
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA14691.5500 2329.1964 20.5442 70970 2 1165.1018 ‐1.0415
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1045.5459 NLNAMNQLK 1597.3440 1045.5464 20.0498 48863 2 523.2768 ‐0.6437
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 2152.1145 IGVNEPSQLAIHENAYGLAR 11233.2100 2152.1131 26.3384 25732 3 718.0425 ‐0.5472
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 4541.4200 3135.5983 35.8698 21775 3 1045.8710 0.2149
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1320.7270 VAPEVIAEHTVR 4077.7130 1320.7266 20.1792 16878 3 440.9137 ‐1.5709
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1210.6426 LGEGAAESLHVK 10987.3400 1210.6425 18.8511 14723 2 605.8249 ‐0.8899
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 2844.4924 ALSDHHVLLEGTLLKPNMVT5623.4690 2844.5015 17.2158 13214 4 711.8808 3.94
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 2262.0844 GTVELAGTNGETTTQGLDG 1322.7400 2262.0671 26.0041 2437 2 1131.5372 ‐5.8584
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1495.7387 ANSEATLGAYKGDAK 16014.1000 1495.7383 16.1358 9790 3 499.2509 ‐1.2469
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1779.8912 LGEGAAESLHVKDYKY 1072.3330 1779.8814 21.2035 8680 3 593.9653 ‐5.9555
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1660.9017 EENVKKAQEAFLVR 359.6795 1660.9109 22.0230 4067 3 554.3085 4.15
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 818.4189 NAMNQLK 278.1705 818.4181 20.0619 4518 1 818.4181 ‐0.3516
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3996.7900 29005.0460 18 70.04 None 1128.6048 VAPEVIAEHTV 200.7856 1128.5998 20.8893 3069 2 564.8035 ‐5.3921
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2468.7440 29005.0460 18 70.04 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA21628.8400 2329.1964 20.5442 70970 2 1165.1018 ‐0.4886
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2468.7440 29005.0460 18 70.04 None 2844.4924 ALSDHHVLLEGTLLKPNMVT5260.6420 2844.5015 17.2158 13214 4 711.8808 3.68
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2468.7440 29005.0460 18 70.04 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 701.9271 3135.5091 24.2300 1780 3 1045.8412 ‐27.3982
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2468.7440 29005.0460 18 70.04 None 2311.1929 TVPAAVPAIVFLSGGQSEEEA316.8375 2311.1795 19.4356 2024 3 771.0647 ‐5.0334
NP_001118453.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 2468.7440 29005.0460 18 70.04 Carbamidomethyl+C(5) 3117.5925 YAVICQENGLVPIVEPEILVD 220.3918 3117.5967 25.6024 1539 3 1039.8704 3.63
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1529.2760 39369.2646 9 19.15 None 2579.1784 SDGFVVQTGDPEGPAEGFID17236.9500 2579.1762 30.4816 17781 2 1290.0917 1.42
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1529.2760 39369.2646 9 19.15 None 2593.1439 YVGGIEEDMVDGFPYEVPEE4510.6480 2593.1358 34.7007 9035 2 1297.0715 ‐0.5174
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1529.2760 39369.2646 9 19.15 None 1121.6201 SIIVAGFAESK 698.3314 1121.6186 25.4690 7193 2 561.3129 ‐2.3479
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1529.2760 39369.2646 9 19.15 None 1135.5486 LEAGMQDMLK 505.3342 1135.5249 16.7076 1005 2 568.2661 ‐21.8234
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1529.2760 39369.2646 9 19.15 None 1103.6095 SIIVAGFAESK 283.0296 1103.6042 23.8637 4196 2 552.3057 ‐5.8333
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 274.1935 39369.2646 9 19.15 None 2593.1439 YVGGIEEDMVDGFPYEVPEE2987.7480 2593.1358 34.7007 9035 2 1297.0715 ‐0.8039
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 274.1935 39369.2646 9 19.15 None 1724.8966 AAAFASLPTFSVVNSSR 577.0615 1724.8978 27.2215 1638 3 575.6375 0.0563
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 274.1935 39369.2646 9 19.15 None 1316.7130 TVPLEIMVTGEK 865.7516 1316.7015 29.3374 11254 2 658.8544 ‐9.1980
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 274.1935 39369.2646 9 19.15 None 1614.8585 EVQKPLEDITDSLK 814.9415 1614.8746 23.6163 1157 3 538.9630 9.1726
NP_001118607.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 256.0468 47651.0387 2 4.39 None 1898.8978 GTVATGFSTNSDGEVTEVK 5207.9470 1898.8967 22.2233 16115 2 949.9520 0.3349
NP_001118607.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 256.0468 47651.0387 2 4.39 None 1550.8537 YQTLLIATGSTNIR 851.2334 1550.8107 15.0474 894 3 517.6084 ‐28.5997
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 1355.6689 NTADTTIYSIEK 16322.4100 1355.6681 22.2069 21575 2 678.3377 ‐1.0123
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 1130.5688 EIEDAVADLR 18634.5900 1130.5699 24.2502 11559 2 565.7886 0.0107
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 2061.0135 NTADTTIYSIEKSLGEYR 906.9296 2061.0173 36.5826 22500 2 1031.0123 3.1893
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 573.3355 VADLR 113.7354 573.3323 25.7165 3052 1 573.3323 ‐5.9063
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 657.3090 EIEDAV 236.7747 657.3091 24.0434 2379 1 657.3091 0.1725
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 2498.1360 16267.9939 6 18.30 None 967.4367 NTADTTIYS 668.7027 967.4388 20.6943 1784 2 484.2230 0.8150
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1221.6660 IAILNANYMAK 32089.4100 1221.6653 16.9314 31152 2 611.3363 ‐1.2678
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1791.9527 LGVAEVQELPFFDTVK 615.3738 1791.9534 21.2525 27306 2 896.4803 1.0437
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 2221.0628 FDAGLTESQMIQHMVDLAS2751.1230 2221.0636 20.8370 22760 3 741.0261 0.6387
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 7917.9950 1094.5679 17.4547 18975 2 547.7876 0.3807
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1171.6066 GNADVQNNVLK 14094.0400 1171.6052 17.0094 17728 2 586.3062 ‐2.0581
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1243.6165 NTAGIEPEDVAK 26289.6900 1243.6187 18.6347 17251 2 622.3130 1.1585
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 6302.9460 1838.9037 16.7413 13898 3 613.6394 ‐0.5769
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 2328.1118 FGVPMGYGGPHAAFLATSQ9471.0140 2328.1142 18.0798 13436 3 776.7096 1.00
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1399.7176 NTAGIEPEDVAKR 29586.9500 1399.7203 17.5602 12538 3 467.2449 0.8149
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 3237.4941 LMDYGFHGPTMSWPVPGT7513.7980 3237.4839 21.3671 11795 3 1079.8328 ‐1.2524
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(10) 3424.5777 DIDYSSGDVCGVLVQYPGTE4599.9540 3424.5760 37.7107 11688 3 1142.1968 1.88
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 2068.0684 SFIGMGYYNTHVPTVILR 4644.7640 2068.0719 19.1909 10068 3 690.0288 1.05
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1043.5480 GNINIEEVR 8639.8510 1043.5493 20.6554 7570 2 522.2783 0.0868
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 959.5044 EEIAQIEK 6554.2590 959.5044 17.1207 6476 2 480.2559 ‐1.3246
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1171.6430 GNINIEEVRK 5399.8300 1171.6477 17.8507 4161 2 586.3275 3.1770
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1075.5994 IIGISVDSSGK 5189.6240 1075.6010 15.0335 2931 2 538.3041 0.4568
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 3029.5942 VFASGKPVPFTAESLAPEVQ2143.5660 3029.5920 19.2953 11500 3 1010.5355 0.8357
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1640.8755 GVNGTVAHEFIIDLR 942.1082 1640.8577 15.5098 5154 3 547.6241 ‐11.5491
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1722.7976 RHNSATPDEQTHMAK 4204.9900 1722.7966 28.8592 1911 2 861.9019 ‐0.1354
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 3157.5367 LDSMKFSKFDAGLTESQMIQ1028.5180 3157.5167 23.7188 1255 3 1053.1771 ‐4.5555
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 870.4680 NIEEVRK 190.6978 870.4673 16.6928 2393 2 435.7373 ‐2.3114
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 698.4559 PTVILR 194.4109 698.4560 20.4603 1628 1 698.4560 0.2772
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 929.5051 DVQNNVLK 337.3064 929.5040 16.1205 1513 2 465.2556 ‐2.5810
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 773.4516 IEEVRK 144.5373 773.4530 18.7875 1425 1 773.4530 2.24
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1037.5448 ILNANYMAK 835.1448 1037.5461 16.9305 1390 1 1037.5461 2.63
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 2024.9535 PMGYGGPHAAFLATSQEYK399.4026 2024.9558 18.0816 1193 2 1012.9815 2.40
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 Carbamidomethyl+C(2) 1076.5558 FCDALISIR 318.0704 1076.5589 17.9353 5998 2 538.7831 1.82
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1153.6324 GNINIEEVRK 181.1802 1153.6369 17.1531 5844 2 577.3221 3.0535
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 1225.6059 NTAGIEPEDVAK 428.9775 1225.6090 17.1957 1739 2 613.3081 1.31
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2940.7030 107194.3958 55 34.32 None 2050.0579 SFIGMGYYNTHVPTVILR 536.8478 2050.0601 19.1091 1641 4 513.2705 ‐0.4313
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1221.6660 IAILNANYMAK 29733.2100 1221.6653 16.9314 31152 2 611.3363 ‐1.4226
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1791.9527 LGVAEVQELPFFDTVK 1724.9550 1791.9534 21.2525 27306 2 896.4803 1.34
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2221.0628 FDAGLTESQMIQHMVDLAS3834.3550 2221.0636 20.8370 22760 3 741.0261 0.9589



NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 8737.8640 1094.5679 17.4547 18975 2 547.7876 0.1447
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2484.2129 FGVPMGYGGPHAAFLATSQ500.1757 2484.2075 17.3790 17749 4 621.8073 ‐2.4459
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 Carbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 3947.9980 1838.9037 16.7413 13898 3 613.6394 ‐0.4813
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2328.1118 FGVPMGYGGPHAAFLATSQ4954.8300 2328.1142 18.0798 13436 3 776.7096 1.31
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 3237.4941 LMDYGFHGPTMSWPVPGT8343.1890 3237.4839 21.3671 11795 3 1079.8328 ‐0.3349
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2068.0684 SFIGMGYYNTHVPTVILR 4718.1200 2068.0719 19.1909 10068 3 690.0288 1.08
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 3029.5942 VFASGKPVPFTAESLAPEVQ686.3603 3029.5956 22.4633 3459 3 1010.5367 2.89
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1075.5994 IIGISVDSSGK 5733.7070 1075.6010 15.0335 2931 2 538.3041 0.2086
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1399.7176 NTAGIEPEDVAKR 201.6641 1399.7291 14.9206 2541 3 467.2479 6.53
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 3067.6860 VVMATDLLALTVLKPPGEFG374.1791 3067.6705 23.1817 1821 3 1023.2283 ‐2.6257
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1243.6165 NTAGIEPEDVAK 189.8884 1243.6419 16.1699 1714 2 622.3246 19.6725
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2112.0931 EEIAQIEKGNADVQNNVLK 1114.2010 2112.0855 17.8307 9061 3 704.7000 ‐3.2742
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 Carbamidomethyl+C(7) 2619.3447 AELDRFCDALISIREEIAQIEK 612.4209 2619.3492 21.2327 6825 3 873.7879 3.1483
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1331.6590 EFGADIVVGSAQR 99.4739 1331.6501 23.5670 1549 1 1331.6501 ‐3.9340
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1037.5448 ILNANYMAK 301.1458 1037.5461 16.9305 1390 1 1037.5461 2.11
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 2024.9535 PMGYGGPHAAFLATSQEYK417.0077 2024.9558 18.0816 1193 2 1012.9815 2.25
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 1225.6059 NTAGIEPEDVAK 118.7022 1225.6090 17.1957 1739 2 613.3081 1.08
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1490.0000 107194.3958 55 34.32 None 3049.6755 VVMATDLLALTVLKPPGEFG308.3868 3049.6886 23.8847 1014 4 763.1776 5.21
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 None 1116.6259 TSLAPGSGVVTK 38741.5900 1116.6263 18.2446 23854 2 558.8168 ‐0.5138
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 None 2052.9945 NEGRDTIILAGAEYGSGSSR 202.0879 2052.9395 35.3415 3463 2 1026.9734 ‐25.6177
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 Carbamidomethyl+C(6)
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 None 1926.9590 LTGRSDDTVSMIEAYLR 433.6567 1926.9496 38.1560 7285 2 963.9784 ‐3.9764
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 None 1707.8483 DSPAAKYLMERGVDR 732.5970 1707.8552 25.5904 4734 2 854.4312 4.09
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 None 744.4250 PGSGVVTK 2287.0820 744.4245 18.2398 2367 1 744.4245 ‐0.2331
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 599.1346 87116.1895 7 3.40 Carbamidomethyl+C(8) 1425.6679 NLEDVEPCVSGPK 301.1729 1425.6740 32.3973 1294 2 713.3406 4.0948
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1675.7307 ATAGDTHLGGEDFDNR 48201.2400 1675.7307 18.4227 81963 3 559.2484 ‐0.6165
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1473.6856 TTPSYVAFTDSER 51905.0200 1473.6864 23.4580 71560 2 737.3468 0.4345
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1680.8340 NAVVTVPAYFNDSQR 20132.3100 1680.8320 27.0279 68066 2 840.9196 ‐0.8081
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 2560.2526 SINPDEAVAYGAAVQGAILS39192.3000 2560.2533 34.0335 55088 3 854.0893 1.1084
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1358.6158 NALENYAYNMR 31239.1100 1358.6169 24.6142 53165 2 679.8121 0.4523
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1278.6300 MVNHFVQEFK 39155.0900 1278.6321 15.0789 51873 2 639.8197 1.0841
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1647.8159 NQVAMNPVNTVFDAK 13078.3600 1647.8155 28.3729 49500 2 824.4114 0.0905
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 32152.7500 1386.7262 25.9995 48778 2 693.8667 ‐2.9171
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1215.6514 DAGVIAGLNVMR 32817.1700 1215.6518 28.8468 37046 2 608.3295 ‐0.4623
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1230.5307 FSDSSVQSDMK 42042.2300 1230.5327 18.1837 31251 2 615.7700 0.9298
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1313.6194 FEELNMDLFR 15340.5300 1313.6188 33.5088 15505 2 657.3130 ‐0.9775
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 2733.1515 MYQGAGGEAGGPGASGM 11695.4000 2733.1561 20.1313 9230 3 911.7235 2.99
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEA1373.3910 3020.3889 43.4136 6780 3 1007.4678 ‐2.3708
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1426.7649 STVHDVVLVGGSTR 323.6307 1426.7696 25.9105 2779 2 713.8884 3.0953
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1566.8084 EFAAEEISSMVLIK 1783.4880 1566.8172 35.2504 1326 3 522.9439 4.27
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1822.9408 IQAGPADKPMIYVEYK 559.2126 1822.9335 24.3758 1313 2 911.9704 ‐3.2768
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1540.7577 ARFEELNMDLFR 2630.8120 1540.7606 18.6704 32236 2 770.8839 1.79
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAE 21676.9100 3148.4915 42.9066 21177 3 1050.1687 0.4328
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 3279.5362 IEDSIEQAIQWLEGNQLAEA1009.7930 3279.5279 42.9933 2576 3 1093.8475 ‐0.5566
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 2856.5288 DAGVIAGLNVMRIINEPTAA523.9453 2856.5392 36.1800 1110 3 952.8513 4.18
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 2187.0135 NALENYAYNMRNTIQDEK 343.1971 2186.9903 39.0446 1081 2 1093.9988 ‐8.9837
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1029.5874 GVIAGLNVMR 166.3928 1029.5937 27.0985 7250 2 515.3005 4.83
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1235.6089 MNPVNTVFDAK 230.4742 1235.6066 27.5233 4356 2 618.3069 ‐2.5196
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1443.7438 AAVQGAILSGEGNEK 436.8795 1443.7471 33.3810 2367 2 722.3772 2.1176
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1060.4517 ENYAYNMR 197.7937 1060.4544 24.6115 2348 1 1060.4544 4.58
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1083.4623 SDSSVQSDMK 5207.3910 1083.4603 18.1910 1640 1 1083.4603 ‐0.0964
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1097.5010 PAYFNDSQR 172.7591 1097.4997 29.1401 1370 1 1097.4997 0.6097
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 825.3737 AFTDSER 149.0798 825.3757 22.9637 1209 1 825.3757 3.0026
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 909.3697 GGEDFDNR 1443.4450 909.3668 18.4215 1032 1 909.3668 ‐2.1435
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1306.6460 AMNPVNTVFDAK 135.8886 1306.6360 29.9333 985 1 1306.6360 ‐4.9593
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 996.4303 DSSVQSDMK 1926.3990 996.4338 18.1889 850 1 996.4338 4.61
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1522.7471 ARFEELNMDLFR 202.5735 1522.7558 16.8048 3692 3 508.2568 4.00
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1663.8075 NAVVTVPAYFNDSQR 210.6620 1663.7996 23.7861 2106 2 832.4034 ‐4.3892
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 2169.9870 NALENYAYNMRNTIQDEK 189.8369 2169.9950 40.4120 1603 3 724.0032 3.64
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15445.6700 57578.9412 78 56.05 None 1261.6034 MVNHFVQEFK 246.6331 1261.6018 15.8210 1332 2 631.3046 ‐1.8701
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1473.6856 TTPSYVAFTDSER 89611.7400 1473.6864 23.4580 71560 2 737.3468 0.4634
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1680.8340 NAVVTVPAYFNDSQR 25368.5500 1680.8320 27.0279 68066 2 840.9196 ‐0.8375
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 2560.2526 SINPDEAVAYGAAVQGAILS29631.2200 2560.2533 34.0335 55088 3 854.0893 0.6600
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1358.6158 NALENYAYNMR 41043.2100 1358.6169 24.6142 53165 2 679.8121 0.5137
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1647.8159 NQVAMNPVNTVFDAK 16680.5500 1647.8155 28.3729 49500 2 824.4114 0.0704
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 30431.5700 1386.7262 25.9995 48778 2 693.8667 ‐2.8637



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1215.6514 DAGVIAGLNVMR 43344.1500 1215.6518 28.8468 37046 2 608.3295 ‐0.3606
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1659.8952 IINEPTAAAIAYGLDK 19118.3800 1659.8937 29.4143 34730 2 830.4505 ‐0.6202
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1313.6194 FEELNMDLFR 15820.0500 1313.6188 33.5088 15505 2 657.3130 ‐0.9035
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 3020.4007 IEDSIEQAIQWLEGNQLAEA3106.3570 3020.3889 43.4136 6780 3 1007.4678 ‐3.0196
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1566.8084 EFAAEEISSMVLIK 2418.3630 1566.8172 35.2504 1326 3 522.9439 4.68
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1643.8898 QATKDAGVIAGLNVMR 213.2728 1643.8641 34.2311 11850 2 822.4357 ‐15.2913
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1441.7144 FEELNMDLFRK 528.6588 1441.6946 35.5836 10793 2 721.3509 ‐13.8788
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 Carbamidomethyl+C(15) 1967.0055 VQQLLQDFFNGKELCK 271.1566 1967.0029 26.2451 5358 3 656.3391 ‐1.7170
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 3148.4957 KIEDSIEQAIQWLEGNQLAE 45054.0800 3148.4915 42.9066 21177 3 1050.1687 ‐0.2718
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 3279.5362 IEDSIEQAIQWLEGNQLAEA1366.9470 3279.5279 42.9933 2576 3 1093.8475 ‐1.3183
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 2856.5288 DAGVIAGLNVMRIINEPTAA415.7534 2856.5392 36.1800 1110 3 952.8513 4.43
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 946.4840 ILSGEGNEK 96.1035 946.4783 33.2817 2515 1 946.4783 ‐4.7378
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1097.5010 PAYFNDSQR 170.2119 1097.4997 29.1401 1370 1 1097.4997 0.7839
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1174.5375 SYVAFTDSER 551.3569 1174.5366 23.4575 1281 1 1174.5366 1.07
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 Carbamidomethyl+C(15) 1803.8735 VQQLLQDFFNGKELC 214.4279 1803.8713 25.4076 1143 2 902.4393 ‐0.5583
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1306.6460 AMNPVNTVFDAK 149.3361 1306.6360 29.9333 985 1 1306.6360 ‐4.7831
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 8627.9610 57578.9412 78 56.05 None 1173.5357 LENYAYNMR 148.0294 1173.5371 24.6092 840 1 1173.5371 3.97
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1787.9902 IINEPTAAAIAYGLDKK 65949.2000 1787.9886 17.0120 177769 3 596.6677 ‐1.2776
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1278.6300 MVNHFVQEFK 45285.2500 1278.6321 15.0789 51873 2 639.8197 0.9657
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1473.6856 TTPSYVAFTDSER 8500.6080 1473.6865 15.4106 4466 2 737.3469 0.4670
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 2925.5496 NVLIFDLGGGTFDVSLLTIEEG269.7452 2925.5390 25.6119 3812 2 1463.2732 0.7599
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1647.8159 NQVAMNPVNTVFDAK 1352.1020 1647.8124 17.5266 2795 2 824.4098 ‐1.7031
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1680.8340 NAVVTVPAYFNDSQR 1009.2330 1680.8324 16.9637 2081 2 840.9198 ‐0.4164
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1659.8952 IINEPTAAAIAYGLDK 552.0888 1659.8517 19.9798 5296 2 830.4295 ‐25.7694
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFY 400.9665 3025.5240 23.5517 2500 3 1009.1795 13.9748
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1540.7577 ARFEELNMDLFR 4640.2910 1540.7589 18.8157 20428 2 770.8831 0.8819
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 Oxidation+M(11) 1231.6463 DAGVIAGLNVMR 695.7225 1231.6477 23.5853 3484 1 1231.6477 3.32
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1070.5517 NVLIFDLGGGT 263.5525 1070.5542 25.1699 1863 1 1070.5542 3.84
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1049.5990 AAIAYGLDKK 497.6027 1049.6002 16.8010 1565 2 525.3037 ‐0.2447
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 907.5247 IAYGLDKK 372.8162 907.5259 17.0061 1063 1 907.5259 2.34
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3352.8970 57578.9412 78 56.05 None 1522.7471 ARFEELNMDLFR 108.7941 1522.7558 16.8048 3692 3 508.2568 4.99
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1613.8057 LESIYGSFEKPSEK 5627.2010 1613.8064 23.2538 12700 3 538.6070 ‐0.3442
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 2156.0791 IENVPEMPLVVSDSAEAVEK1890.8540 2156.0779 31.4011 10298 2 1078.5426 0.9761
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1913.8109 TMISDSDYTEFDNFTK 3608.8090 1913.8104 29.6328 5874 2 957.4088 0.6614
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 11321.2300 1182.5171 18.2290 5427 2 591.7622 1.00
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1444.6564 AGHQTSAESWGTGR 1766.5600 1444.6604 14.5869 2206 3 482.2250 1.75
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1317.7348 NPLKNLNVMFK 633.9009 1317.7232 18.9213 4688 2 659.3653 ‐9.2376
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 3067.6595 IENVPEMPLVVSDSAEAVEK313.3440 3067.6705 23.1817 1821 3 1023.2283 5.22
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 Carbamidomethyl+C(9) 1111.4772 GQAAFGNMCR 180.7589 1111.4772 19.3899 6180 1 1111.4772 1.72
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1284.6470 IYGSFEKPSEK 232.3829 1284.6443 25.1129 3487 3 428.8863 ‐3.4459
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1510.7458 IENVPEMPLVVSDS 326.9544 1510.7525 32.6107 2643 2 755.8799 4.36
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 1500.7217 ESIYGSFEKPSEK 1525.8450 1500.7249 23.2548 1263 2 750.8661 2.1426
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 799.0228 44707.0319 20 18.47 None 876.4938 NPLKNLNV 99.7013 876.4984 18.8340 874 2 438.7528 3.35
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 1613.8057 LESIYGSFEKPSEK 5927.8770 1613.8064 23.2538 12700 3 538.6070 ‐0.3805
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 2156.0791 IENVPEMPLVVSDSAEAVEK1239.0180 2156.0779 31.4011 10298 2 1078.5426 0.8127
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 1913.8109 TMISDSDYTEFDNFTK 2602.6620 1913.8104 29.6328 5874 2 957.4088 0.5663
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 17414.0900 1182.5171 18.2290 5427 2 591.7622 1.10
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 977.5084 MSLLAEASR 168.7442 977.4788 30.3875 3911 1 977.4788 ‐28.8367
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 Carbamidomethyl+C(9) 1111.4772 GQAAFGNMCR 258.4274 1111.4772 19.3899 6180 1 1111.4772 2.0116
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 1510.7458 IENVPEMPLVVSDS 386.9451 1510.7412 30.5119 1571 2 755.8742 ‐3.0338
NP_001119159.1 60S ribosomal protein L4 2 Arabidopsis thaliana 845.6376 44707.0319 20 18.47 None 1500.7217 ESIYGSFEKPSEK 1922.2630 1500.7249 23.2548 1263 2 750.8661 2.1639
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1200.6947 VVAVSDITGAIR 15610.6900 1200.6944 16.8977 36768 2 600.8509 ‐0.9740
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 2182.0663 FIVEAANHPTDPDADEILSK 3812.7420 2182.0648 26.3395 16434 3 728.0264 ‐0.4999
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1065.5510 MGAFTLGVNR 5784.7500 1065.5520 16.3782 14866 2 533.2797 ‐0.1091
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1061.5473 DLSLSELER 41268.7000 1061.5484 27.1775 10801 2 531.2778 ‐0.1059
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1296.7158 NPEGIDINALIK 461.4817 1296.7515 29.3562 2802 2 648.8794 27.0048
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1357.7335 VARATQLRGWEA 473.1647 1357.7263 25.2767 3903 2 679.3668 ‐5.6877
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 832.4523 SDITGAIR 283.5143 832.4529 16.9022 1497 1 832.4529 1.90
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 13 18.25 None 1047.5404 MGAFTLGVNR 182.0250 1047.5472 17.4790 3032 2 524.2773 5.12
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 670.0992 45041.2796 13 18.25 None 1200.6947 VVAVSDITGAIR 14707.4700 1200.6944 16.8977 36768 2 600.8509 ‐1.1422
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 670.0992 45041.2796 13 18.25 None 1065.5510 MGAFTLGVNR 8287.4990 1065.5520 16.3782 14866 2 533.2797 ‐0.3637
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 670.0992 45041.2796 13 18.25 None 2356.1278 YHPEVDPDEVNALAQLMTW802.3049 2356.1224 21.4948 3784 2 1178.5648 0.3219
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 670.0992 45041.2796 13 18.25 None 1274.6926 VNALAQLMTWK 164.2198 1274.6829 20.2495 2255 1 1274.6829 ‐5.1203
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 670.0992 45041.2796 13 18.25 None 832.4523 SDITGAIR 580.3396 832.4529 16.9022 1497 1 832.4529 1.02
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 Carbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 None 1410.7926 IGIMPGYIHKPGK 20121.9200 1410.8026 14.8402 16655 3 470.9390 5.70
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 None 818.4367 AALNSQSK 945.0791 818.4167 16.0039 3648 1 818.4167 ‐23.6984
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 None 996.5625 PGYIHKPGK 5666.1220 996.5584 14.8354 1378 2 498.7828 ‐5.4172
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 None 1127.6030 MPGYIHKPGK 3624.7290 1127.6031 14.8583 802 2 564.3052 ‐0.8868
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1934.9520 31160.6566 14 15.15 Carbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 Carbamidomethyl+C(6)
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 1410.7926 IGIMPGYIHKPGK 10050.5200 1410.8026 14.8402 16655 3 470.9390 5.11
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 818.4367 AALNSQSK 118.5935 818.4167 16.0039 3648 1 818.4167 ‐23.7988
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 1630.8475 SFGTTPPPPAAVFVDK 514.2890 1630.8635 17.4935 2274 3 544.2927 9.0208



NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 1297.7085 GIMPGYIHKPGK 3564.4460 1297.7071 14.8465 1597 2 649.3572 ‐1.7421
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 996.5625 PGYIHKPGK 7520.3050 996.5584 14.8354 1378 2 498.7828 ‐5.7159
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 None 1127.6030 MPGYIHKPGK 3194.0460 1127.6031 14.8583 802 2 564.3052 ‐1.1017
NP_001119263.1 Succinyl CoA ligase GDP forming subunit alpha 2 Arabidopsis thaliana 1463.1310 31160.6566 14 15.15 Carbamidomethyl+C(6)
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 1964.9712 ELELAGFQYLGGPDDGKR 10089.5000 1964.9732 30.8282 23257 3 655.6626 0.8210
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 9769.9050 1391.6764 25.6475 23248 2 696.3419 1.19
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 1219.6933 VYVIGEEGILK 9975.4820 1219.6932 28.0573 17162 2 610.3502 ‐0.7991
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 2814.3475 DAVTHLTDAQEWAGGGSM1154.1920 2814.3375 32.6360 3362 3 938.7840 ‐2.3660
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 1122.6153 LVFVTNNSTK 8119.3000 1122.6165 14.5036 2151 2 561.8119 0.0718
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 1485.7981 LIEGVPETLDMLR 2541.8080 1485.8182 19.6090 30320 2 743.4127 13.3917
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 1785.9415 GDKLIEGVPETLDMLR 9338.0790 1785.9379 32.4137 4097 3 595.9841 ‐2.5040
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1672.0900 36932.2058 18 29.82 None 721.3991 FIATNR 716.0913 721.4027 25.9109 1301 1 721.4027 5.1889
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1964.9712 ELELAGFQYLGGPDDGKR 9354.8340 1964.9732 30.8282 23257 3 655.6626 0.6318
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 11702.1900 1391.6764 25.6475 23248 2 696.3419 1.40
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1219.6933 VYVIGEEGILK 11699.7300 1219.6932 28.0573 17162 2 610.3502 ‐0.6986
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 Carbamidomethyl+C(13) 1537.7316 LDTDILFGQNGGCK 926.3337 1537.7389 29.4335 10767 3 513.2512 3.69
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1808.8701 ELELAGFQYLGGPDDGK 1180.6550 1808.8690 35.8446 7782 2 904.9381 0.0319
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 2814.3475 DAVTHLTDAQEWAGGGSM783.5245 2814.3375 32.6360 3362 3 938.7840 ‐2.9251
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1122.6153 LVFVTNNSTK 177.7584 1122.5982 25.0375 19003 2 561.8028 ‐16.0735
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1785.9415 GDKLIEGVPETLDMLR 8893.6640 1785.9379 32.4137 4097 3 595.9841 ‐2.6152
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 957.5615 VIGEEGILK 206.2063 957.5600 29.1274 10727 2 479.2836 ‐2.8328
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1488.7540 36932.2058 18 29.82 None 1372.7141 IEGVPETLDMLR 436.1413 1372.7147 31.0583 2535 2 686.8610 0.1291
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 1747.8246 LNTDESPNTPGQYGVR 43692.0500 1747.8264 19.3359 57599 2 874.4169 1.56
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 1814.9105 MIDPLVNDLAQHYTGK 5289.8950 1814.9118 18.1210 30171 3 605.6421 0.2787
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 965.5150 TTLTSSLDK 22204.6200 965.5164 17.8387 22208 2 483.2619 0.1845
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 1391.7603 SIPTIMIFVGGEK 4170.7890 1391.7609 20.7181 10189 2 696.3841 0.0904
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 650.3355 TSSLDK 3240.6670 650.3336 17.8384 1727 1 650.3336 ‐3.0898
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 1157.5698 SPNTPGQYGVR 239.6185 1157.5733 18.6282 1295 1 1157.5733 5.0523
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 14413.5100 7926.1931 7 75.00 None 1419.6499 DESPNTPGQYGVR 478.1853 1419.6523 17.3879 995 2 710.3298 1.19
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1098.5466 FVFEDEGKK 5101.3790 1098.5479 20.6468 21803 2 549.7776 0.1630
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 2897.3437 TLLGAEEFVLEDGEYLMNID 5772.5530 2897.3496 44.0098 10173 2 1449.1785 5.70
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1063.5531 VYVGQDLNR 5658.4620 1063.5531 17.9357 8462 2 532.2802 ‐1.1236
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1615.9054 SPLFGPNLLGITTGTK 2461.8330 1615.9038 20.4311 6763 2 808.4555 ‐0.7304
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 989.4647 LDAQGGTDGR 220.1306 989.4871 28.4088 3200 1 989.4871 23.9827
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 964.4847 YVGQDLNR 278.6928 964.4818 19.1072 2678 1 964.4818 ‐1.6962
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1597.8948 SPLFGPNLLGITTGTK 409.8441 1597.9021 20.3804 7000 2 799.4547 4.57
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1045.5425 VYVGQDLNR 153.0025 1045.5489 16.5717 1050 2 523.2781 4.75
NP_001154564.1 jacalin related lectin 22 Arabidopsis thaliana 624.1613 50633.9739 9 12.88 None 1046.5265 VYVGQDLNR 185.9391 1046.5295 19.2273 818 2 523.7684 1.67
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 2931.5536 LLEPVYMVEIQAPEGALGGIY8251.5930 2931.5491 23.7094 21907 3 977.8545 0.6041
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 2116.0644 GHVFEEMQRPGTPLYNIK 4036.0610 2116.0632 16.2005 16848 3 706.0259 ‐0.2260
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 2932.4323 DGNEYLINLIDSPGHVDFSSE550.3853 2932.4127 22.0199 12732 3 978.1424 ‐4.5533
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 916.4961 LWPMLEK 97.6422 916.4821 21.5667 6131 1 916.4821 ‐14.2606
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 1158.6187 LGIQMKPDEK 229.4016 1158.5890 16.5672 1436 1 1158.5890 ‐23.6988
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 1113.5609 VFSGTVSTGMK 225.1043 1113.5515 18.8001 1271 2 557.2794 ‐9.6200
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 1294.6426 DSVVAGFQWASK 316.1956 1294.6244 23.9606 1084 1 1294.6244 ‐11.5229
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 1570.7649 LWGENFFDSATRK 845.1275 1570.7537 16.4515 781 2 785.8805 ‐6.9040
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 Carbamidomethyl+C(10) 2779.3641 KQETVEDVPCGNTVAMVG 280.5990 2779.3389 17.5714 3193 3 927.1178 ‐7.2756
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 Oxidation+M(2) 1967.0306 IMGPNYVPGEKKDLYVK 456.7206 1967.0283 19.6620 4984 2 984.0178 0.2247
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 None 1553.7383 LWGENFFDSATRK 274.4990 1553.7411 16.6671 5751 3 518.5852 0.8582
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 403.0941 91964.6102 13 10.73 Oxidation+M(2) 1950.0041 IMGPNYVPGEKKDLYVK 131.7460 1949.9941 18.9492 1047 2 975.5007 ‐3.7560
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 1366.2040 1294.6674 24.2312 7291 2 647.8373 ‐3.4988
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 1656.7824 SIEEDVAQHTSGDLR 4279.7530 1656.7888 22.4577 5948 3 552.9344 3.1773
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 1978.8699 DTSGDYEDMLVALLGHGDA5365.5940 1978.8693 40.3494 5348 2 989.9383 0.8264
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 1117.4796 SYSDDDFIR 8040.6300 1117.4770 22.1416 3249 2 559.2421 ‐3.3231
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 Oxidation+M(3) 1443.7300 AVMLWTLDPPER 999.1292 1443.7287 19.8751 22028 2 722.3680 ‐1.1057
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 995.4945 WTLDPPER 136.7219 995.4960 17.5299 3260 1 995.4960 2.63
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 913.4486 QHTSGDLR 149.4090 913.4519 21.5022 2965 1 913.4519 4.60
NP_001154798.1 annexin 2 Arabidopsis thaliana 839.5248 34987.8210 15 21.85 None 984.4857 AQHTSGDLR 187.2347 984.4903 22.9973 1968 1 984.4903 5.19
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 2879.9900 1294.6674 24.2312 7291 2 647.8373 ‐3.4194
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 1978.8699 DTSGDYEDMLVALLGHGDA3268.9800 1978.8693 40.3494 5348 2 989.9383 0.7130
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 1486.7424 SVYAATYNEDLLK 436.7151 1486.7739 26.3714 19652 2 743.8906 21.1309
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 1409.6907 ALDKELSSDFER 126.9678 1409.6676 31.3816 972 1 1409.6676 ‐13.1352
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 1435.7210 VVTTRTEVDMER 370.3236 1435.7121 19.0217 2757 3 479.2422 ‐7.1829
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 978.4779 TYNEDLLK 109.8617 978.4714 24.4104 11954 1 978.4714 ‐5.1007
NP_001154798.1 annexin 2 Arabidopsis thaliana 334.4087 34987.8210 15 21.85 None 1468.7318 SVYAATYNEDLLK 444.4745 1468.7354 27.4238 3291 2 734.8713 2.19
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 2021.0776 LVWEQVLKPLYGMTTDK 72063.8900 2021.0772 21.0564 201290 3 674.3639 ‐0.0745
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 2610.3423 LFDERPHVSAWVADITSRPS4842.4790 2610.3440 17.7823 75418 4 653.3415 0.6290
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 3055.6503 YLASDHFTLVDLHTIPVIQYL 14363.7400 3055.6568 23.9670 47500 4 764.6697 3.0670
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 3183.7452 YLASDHFTLVDLHTIPVIQYL 9201.9100 3183.7362 23.1185 41994 4 796.6895 ‐1.6095
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 1475.7529 NVDFEFVHVELK 1348.6110 1475.7559 18.6005 16126 2 738.3816 1.23
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 922.5720 VLIALHEK 32195.8900 922.5725 13.7995 9407 2 461.7899 ‐1.2656
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 2389.1414 DMAIIAMGIEIESHEFDPVG 1528.3360 2389.1453 22.4627 8024 3 797.0533 2.66
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1023.0860 2369.3441 24.7269 4546 3 790.4529 ‐0.7109



NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 597.3355 ALHEK 12989.3800 597.3359 13.7969 4367 1 597.3359 0.3048
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 710.4196 IALHEK 1207.4000 710.4209 13.7983 3045 1 710.4209 1.84
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 11109.6000 23485.9666 11 52.88 None 823.5036 LIALHEK 1412.7420 823.5047 13.8003 2012 2 412.2560 ‐0.7426
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 2053.0124 VEIESLFDGVDFSEPLTR 10448.7600 2053.0093 38.2036 19745 2 1027.0083 ‐0.2347
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1583.8864 QATKDAGAIAGLNVVR 871.1671 1583.8837 19.1243 4843 2 792.4455 ‐1.5475
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 877.4625 STVADKEK 650.5627 877.4671 18.4407 2437 1 877.4671 6.0878
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1278.6471 SMTKDNRELGK 159.0070 1278.6303 27.8977 1634 2 639.8188 ‐13.6535
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1207.6165 TSQSITITNDK 549.5875 1207.6391 24.1914 1125 1 1207.6391 21.0234
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 768.4363 DHKALGK 3288.7730 768.4365 15.8933 10703 1 768.4365 0.6644
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 2249.2097 VKGEEKLFSPEEISAMILTK 956.9609 2249.2069 19.5679 1502 3 750.4072 ‐0.9604
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 Oxidation+M(9) 1407.6672 LTEEEIEEMIR 3310.8910 1407.6680 28.5340 108676 2 704.3377 0.3520
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 622.3307 DHKALG 183.3701 622.3295 17.7710 2083 1 622.3295 ‐2.1225
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1260.6365 SMTKDNRELGK 114.7317 1260.6411 25.7827 1489 2 630.8242 3.0209
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 859.4520 STVADKEK 153.0166 859.4524 16.0440 1047 1 859.4524 1.26
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1261.6205 SMTKDNRELGK 187.2908 1261.6223 26.9809 3675 2 631.3148 0.8117
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidop 2661.5570 74303.4088 16 15.34 None 1566.8598 QATKDAGAIAGLNVVR 254.2044 1566.8685 19.2672 2252 3 522.9610 4.37
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1036.8150 29946.2746 6 17.74 None 2192.0427 VSQMIEDAEPFEGEALLDAK7104.7340 2192.0391 32.4983 21367 2 1096.5232 ‐0.0068
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1036.8150 29946.2746 6 17.74 None 2111.9340 FIMDEVYDMELYEWTK 2630.6560 2111.9354 39.7918 4786 2 1056.4713 2.0903
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1036.8150 29946.2746 6 17.74 None 1289.6332 VDISDEAQKER 8233.7030 1289.6321 15.3002 3287 3 430.5489 ‐2.0851
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 452.4990 29946.2746 6 17.74 None 2192.0427 VSQMIEDAEPFEGEALLDAK4192.5350 2192.0391 32.4983 21367 2 1096.5232 ‐0.1803
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 452.4990 29946.2746 6 17.74 None 2015.0444 VPVLETPEGSVFESNAIAR 1897.9750 2015.0415 30.4781 8250 2 1008.0244 ‐0.3692
NP_001184949.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 452.4990 29946.2746 6 17.74 None 2174.0322 VSQMIEDAEPFEGEALLDAK267.1369 2174.0370 33.8136 2414 2 1087.5221 3.15
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1384.7795 AAALNIVPTSTGAAK 115419.3000 1384.7786 23.1755 437570 2 692.8930 ‐0.9241
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 202995.8000 1833.9038 35.3319 172400 2 917.4555 0.0278
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1037.6717 AVALVLPNLK 27952.9900 1037.6735 18.3210 131326 2 519.3404 0.4860
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1555.6805 GTMTTTHSYTGDQR 108835.0000 1555.6800 13.3583 126119 3 519.2315 ‐1.1874
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1254.6113 TFAEEVNAAFR 21491.7400 1254.6098 28.6084 122922 2 627.8085 ‐1.8842
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1780.0215 VPTPNVSVVDLVVQVSK 44022.3600 1780.0203 20.8069 113462 2 890.5138 ‐0.0343
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1456.7795 VVDLADIVANNWK 136221.6000 1456.7792 20.5315 109195 2 728.8933 ‐0.3000
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1786.8184 VIAWYDNEWGYSQR 38498.6600 1786.8179 18.3937 70658 2 893.9126 0.4161
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1627.8537 DSPLDVVVINDTGGVK 39422.6100 1627.8525 30.2762 45675 2 814.4299 ‐0.5095
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1908.1164 VPTPNVSVVDLVVQVSKK 5240.6920 1908.1171 19.8593 36332 3 636.7106 0.0905
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1755.9487 KDSPLDVVVINDTGGVK 2378.8940 1755.9458 27.1741 7123 3 585.9868 ‐2.1968
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 Carbamidomethyl+C(1) 2378.0230 CSDVSSTIDSSLTMVMGDD 1328.3180 2378.0306 36.6377 2283 3 793.3484 3.36
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 533.2566 DAAEK 143.4298 533.2604 24.5863 3208 1 533.2604 6.98
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 464.2616 AAFR 357.9066 464.2616 31.0497 34098 1 464.2616 ‐0.7487
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1397.6114 MTTTHSYTGDQR 34362.0100 1397.6120 13.3588 9190 2 699.3096 0.1011
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1266.5709 TTTHSYTGDQR 21643.4600 1266.5719 13.3601 6634 2 633.7896 0.1460
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 959.4945 DIVANNWK 4444.3010 959.4939 20.5684 6319 1 959.4939 0.5899
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 683.4450 VLPNLK 766.9099 683.4461 18.3221 5322 1 683.4461 1.60
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 635.3359 TSTGAAK 104.1719 635.3380 20.8689 5173 1 635.3380 3.1543
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 935.4581 EEVNAAFR 543.3397 935.4610 28.6084 4846 1 935.4610 4.1892
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 393.2245 AFR 48.7758 393.2252 31.0510 3428 1 393.2252 0.7710
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 796.5291 LVLPNLK 883.2238 796.5292 18.3224 3373 1 796.5292 0.6283
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 277.2516 1336.6228 35.3565 2477 1 1336.6228 4.45
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 826.3690 SYTGDQR 1916.4510 826.3696 13.3518 1793 1 826.3696 1.76
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 732.3886 PTSTGAAK 153.0604 732.3871 25.2405 1248 1 732.3871 ‐1.8340
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 201.6015 1112.5232 36.9946 1197 1 1112.5232 ‐3.5722
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1425.7948 PLDVVVINDTGGVK 342.5604 1425.7978 30.8307 1088 2 713.4026 1.90
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 900.5877 LVVQVSKK 118.3379 900.5940 19.2493 999 2 450.8006 5.64
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 630.3047 1397.6908 33.6471 823 2 699.3490 ‐5.5425
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabido 34098.6900 37952.2598 30 44.29 None 1762.0109 VPTPNVSVVDLVVQVSK 720.0226 1762.0110 20.8480 2171 2 881.5092 0.6593
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 1330.6849 VAGASADILDAAEK 24803.0200 1330.6844 23.9471 31980 2 665.8459 ‐0.8039
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 1056.5796 VVAEAAQAAAR 17662.9200 1056.5817 14.4425 10760 2 528.7945 0.8125
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 1482.6707 KDDEESGGGLGGYAK 11757.9100 1482.6729 15.8057 9463 3 494.8958 0.5147
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 1103.5579 ASADILDAAEK 242.6231 1103.5608 23.3538 1349 1 1103.5608 4.49
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 858.4428 AEAAQAAAR 5715.1880 858.4429 14.4458 1076 1 858.4429 0.9478
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 4631.6330 16163.6518 6 25.81 None 1032.5208 SADILDAAEK 2464.5240 1032.5169 23.9866 876 1 1032.5169 ‐2.2288
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 1999.0019 ENTDELVSIELPAPASWK 4012.4650 1999.0055 38.5106 14059 3 667.0067 1.52
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 1204.5692 EGQTEIAEAEK 1642.4990 1204.5665 24.2510 812 1 1204.5665 0.0244
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 2233.0466 EKEGVTEIAEAEKENNEGEK 229.9145 2232.9935 20.6771 15125 3 745.0027 ‐23.5245
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 2050.9485 DTEMKEAQEVVTEADVEK 1230.5280 2050.9100 32.3467 4900 2 1025.9586 ‐17.4850
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 1405.6805 TENAEAEKEKEK 1113.2660 1405.6715 18.0562 2179 2 703.3394 ‐6.7261
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 945.5000 EAEVVRDK 554.8768 945.4868 28.8537 1054 1 945.4868 ‐12.7790
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 2134.0146 EGEKTEAGKEGQTEIAEAEK 1545.6670 2134.0139 30.0467 5716 2 1067.5106 1.1731
NP_001185003.1 methyl CPG binding domain 10 Arabidopsis thaliana 406.1381 36559.3438 8 8.73 None 1556.7802 KEAQEVVTEADVEK 217.9277 1556.7882 31.0873 1373 2 778.8977 5.89
NP_001185407.1 GA responsive GAST1 protein like protein Arabidopsis thaliana 1775.2170 11329.8710 3 23.71 Carbamidomethyl+C(1)
NP_001185407.1 GA responsive GAST1 protein like protein Arabidopsis thaliana 1775.2170 11329.8710 3 23.71 Carbamidomethyl+C(3)
NP_001185407.1 GA responsive GAST1 protein like protein Arabidopsis thaliana 1775.2170 11329.8710 3 23.71 None 899.4694 ASLTTHGGR 104.9233 899.4673 17.2172 1040 2 450.2373 ‐3.8107
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1393.6441 VATEESSAEVTDR 57738.7500 1393.6462 14.7528 27422 2 697.3267 1.1532
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1263.6579 VHISEPEPEVK 13889.2500 1263.6589 18.4312 18854 2 632.3331 0.1733



NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 2719.4301 KPEDGSAVAAAPVVVPPPV 6991.4480 2719.4363 24.5103 10910 4 680.6145 2.0330
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1977.9288 DETKPEETPIASEFEQK 3729.5610 1977.9308 23.7017 5000 3 659.9818 0.8727
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 704.3097 VATEESS 84.8364 704.3125 15.8868 5579 1 704.3125 4.0493
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 663.3461 VHISEP 335.3017 663.3451 17.5656 3404 1 663.3451 ‐1.5173
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 792.3886 VHISEPE 229.5526 792.3898 17.3804 3206 1 792.3898 1.33
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 690.3417 AEVTDR 67.1765 690.3377 14.3839 1802 1 690.3377 ‐5.7025
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1328.6845 PPPVEEAHPVEK 437.8148 1328.6822 26.7672 1585 2 664.8447 ‐2.2195
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1037.5262 VEEAHPVEK 260.4305 1037.5217 22.0647 1278 1 1037.5217 ‐2.8133
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 993.4483 ESSAEVTDR 101.2893 993.4540 14.2872 1231 2 497.2307 4.09
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 6246.2540 20786.3981 12 36.76 None 1294.5757 ATEESSAEVTDR 554.7914 1294.5784 14.7739 1211 1 1294.5784 4.73
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 5555.9750 1850.9349 19.5633 21069 2 925.9711 2.23
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 2738.5087 IALIGLGQSVSSPVAFHSLGE1060.8850 2738.5177 21.0275 15775 3 913.5108 5.0157
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 3041.5538 VDAHLSGLLAQVSSEEDFTG2391.0360 3041.5571 19.0058 14123 4 761.1447 1.54
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAG2913.4680 3151.6123 24.7400 12415 3 1051.2089 ‐1.8936
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1937.9662 ASQSTSAAIVLASSVSDESK 392.2340 1937.9564 16.6842 1928 2 969.4819 ‐3.7192
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1678.8799 SGTGFGVATLVEWVQK 1223.5340 1678.8895 21.5955 16627 2 839.9484 6.07
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1991.0808 LSSVSALASGIVLGLFEDGR 2014.5490 1991.0726 24.6812 11209 2 996.0400 ‐2.6040
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1548.7904 AVDIIGFGTGAEEAAK 404.4193 1548.8049 24.8781 11039 2 774.9061 9.55
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1940.9146 VQWMHIDMAGPVWNEK 1086.0690 1940.9202 19.2420 5370 3 647.6449 2.65
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 2659.2796 QFVSEKVQWMHIDMAGPV407.0788 2659.2797 21.5785 1698 3 887.0981 1.53
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 906.4680 LGLFEDGR 122.3490 906.4710 25.4853 3874 1 906.4710 4.74
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 None 1150.5739 IGFGTGAEEAAK 203.8421 1150.5698 23.8885 2291 1 1150.5698 ‐1.5668
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 775.5659 50878.0366 13 36.57 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 258.7582 1832.9165 17.9032 2048 2 916.9619 ‐1.5362
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1187.6565 SVAIMNPATRK 311.4922 1187.6643 14.9997 27161 3 396.5596 5.0973
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1659.8874 VVLVMESVADELVEK 5297.6600 1659.8849 35.7467 11280 2 830.4461 ‐1.1135
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 29201.4500 1555.7073 24.1741 10042 2 778.3573 1.0769
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(3) 2173.1057 DACIVLDDADLDLVASNIIK 3993.5780 2173.0985 39.1704 9110 2 1087.0529 ‐1.7480
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 3319.6250 LTVGPPEENSDITAVVSESSA3589.8840 3319.6190 24.7672 8753 3 1107.2112 0.2321
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1367.6590 FLLSDSFPGNDR 4516.1640 1367.6605 17.9349 8404 2 684.3339 0.7379
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2151.1379 EGNLIWPLLLDNVRPDMR 4004.8040 2151.1363 22.0378 7488 3 717.7170 ‐0.6200
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2321.3632 IPLGVVLAIPPFNYPVNLAVS10780.3800 2321.3593 23.8350 7040 2 1161.1833 0.2898
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(11)
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 945.5074 APMAESLVK 712.6203 945.4845 20.6784 8878 1 945.4845 ‐23.0483
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(16) 2349.1544 FLLSDSFPGNDRTKYCLTSK 279.8543 2349.1651 34.6477 2278 3 783.7266 5.0122
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2040.1158 DNKAPMAESLVKEIAKPAK 801.3500 2040.1153 18.2033 1269 3 680.7100 ‐0.2893
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(9) 2568.2797 KTQYKVQACTQEEVNAVME1471.6080 2568.2787 23.8915 930 2 1284.6430 2.08
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 732.3774 DELVEK 216.6636 732.3776 36.4697 963 1 732.3776 0.5646
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 3319.6250 LTVGPPEENSDITAVVSESSA7939.7570 3319.6190 24.7672 8753 3 1107.2112 1.79
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1367.6590 FLLSDSFPGNDR 4264.9150 1367.6605 17.9349 8404 2 684.3339 0.6764
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2151.1379 EGNLIWPLLLDNVRPDMR 8640.1100 2151.1363 22.0378 7488 3 717.7170 ‐0.3408
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2321.3632 IPLGVVLAIPPFNYPVNLAVS10122.1300 2321.3593 23.8350 7040 2 1161.1833 0.8378
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2158.1172 AILISDAMETGTVQINSAPAR422.9285 2158.1283 23.8808 6172 2 1079.5678 7.1203
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1480.7352 TTVINLPTPSYSMG 269.1377 1480.7077 16.6258 1811 2 740.8575 ‐18.6289
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1344.7014 AGMIPLQMELGGK 85.7641 1344.6748 22.5047 1582 1 1344.6748 ‐17.0210
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1821.9011 DSGIGSQGVTNSINLMTK 461.7106 1821.9523 24.8670 1373 2 911.4798 29.0486
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 3617.8255 VAKLTVGPPEENSDITAVVS 393.3611 3617.8463 22.7367 1462 3 1206.6203 9.95
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1024.5673 TTVINLPTPS 226.4803 1024.5671 16.6153 4226 2 512.7872 ‐1.7151
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1185.5820 AILISDAMETGT 116.7543 1185.5865 23.1919 3136 1 1185.5865 5.77
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 789.4175 SINLMTK 71.6829 789.4188 25.2238 1481 1 789.4188 2.0612
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2140.1067 AILISDAMETGTVQINSAPAR280.9831 2140.0936 25.4690 3005 2 1070.5504 ‐4.1684
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6193.0190 10243.5885 9 45.92 None 2116.1384 TILGSVGAETEDSQIELLLK 5338.7570 2116.1352 35.9512 32964 2 1058.5712 ‐0.0376
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6193.0190 10243.5885 9 45.92 None 1213.6899 GKDLAELIAAGR 16213.8600 1213.6897 25.7982 19354 2 607.3485 ‐0.8862
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6193.0190 10243.5885 9 45.92 None 1028.5735 DLAELIAAGR 21704.8200 1028.5736 29.7677 16807 2 514.7905 ‐1.0509
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 6193.0190 10243.5885 9 45.92 None 1303.7984 VVAAYLLAVLSGK 6809.7060 1303.7962 22.4843 15658 2 652.4017 ‐2.2059
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5066.7000 10243.5885 9 45.92 None 2116.1384 TILGSVGAETEDSQIELLLK 4674.7360 2116.1352 35.9512 32964 2 1058.5712 ‐0.1897
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5066.7000 10243.5885 9 45.92 None 1213.6899 GKDLAELIAAGR 19978.3400 1213.6897 25.7982 19354 2 607.3485 ‐0.7839
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5066.7000 10243.5885 9 45.92 None 1028.5735 DLAELIAAGR 16330.1800 1028.5736 29.7677 16807 2 514.7905 ‐0.8965
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5066.7000 10243.5885 9 45.92 None 727.3985 GKDLAEL 1100.0270 727.3949 25.8110 3010 1 727.3949 ‐4.5198
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5066.7000 10243.5885 9 45.92 None 2099.1118 TILGSVGAETEDSQIELLLK 282.4336 2099.1177 35.7062 13206 2 1050.0625 4.0804
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1661.8017 LLEQDNPDLGYDAAK 1479.4190 1661.8007 22.8227 27036 2 831.4040 ‐0.2508
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1508.7665 TLFNELEVVEGMK 3360.2950 1508.7627 34.9616 20104 2 754.8850 ‐2.5383
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1415.7853 LAVDTVVTNLQSR 2660.6150 1415.7826 16.9210 19098 2 708.3949 ‐2.1684
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1196.7361 IGVQIIQNALK 15183.9300 1196.7374 18.0591 17252 2 598.8723 0.2339
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1334.6798 IGGASETEVSEKK 835.2393 1334.6740 17.6672 4355 2 667.8406 ‐4.8179
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 2617.4182 TALVDAASVSSLLTTTEAVVT551.3924 2617.4050 23.9686 3719 3 873.1399 ‐4.1396
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 826.5033 AGIIDPLK 6802.4790 826.5040 24.2724 2811 2 413.7556 ‐0.8546
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1399.7256 GYISPYFITNPK 244.3818 1399.7090 34.4376 3569 2 700.3581 ‐12.1547
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 954.4601 GEYVDMIK 111.5354 954.4733 25.5941 2669 1 954.4733 15.0238
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1605.8079 IGGASETEVSEKKDR 363.9774 1605.7995 36.8496 3402 2 803.4034 ‐4.9851
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 828.4462 TALVDAASV 348.8750 828.4466 23.9447 10625 1 828.4466 1.84
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1018.5051 SETEVSEKK 1605.9570 1018.5008 17.5490 7991 1 1018.5008 ‐2.7978
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1644.7752 LLEQDNPDLGYDAAK 160.9008 1644.7686 25.4799 6505 3 548.9277 ‐4.6721
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 607.6194 61820.1386 38 17.7 None 1382.6991 GYISPYFITNPK 110.5044 1382.6944 34.0440 814 2 691.8508 ‐3.7277
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 1661.8017 LLEQDNPDLGYDAAK 663.2889 1661.8007 22.8227 27036 2 831.4040 ‐0.2749



NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 1508.7665 TLFNELEVVEGMK 5367.0250 1508.7627 34.9616 20104 2 754.8850 ‐2.5193
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 843.5298 LSGGVAVLK 17878.2700 843.5294 19.2952 13105 2 422.2683 ‐1.9239
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 1235.5871 SVAAGMNAMDLR 851.8837 1235.5917 23.7787 11096 2 618.2995 3.1214
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 1341.7161 NVIIEQSWGAPK 1814.8480 1341.7113 25.2338 3742 2 671.3593 ‐3.9823
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 826.5033 AGIIDPLK 5435.6010 826.5040 24.2724 2811 2 413.7556 ‐0.6433
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 1059.5681 EGVITIQDGK 279.1252 1059.5740 17.5996 2034 2 530.2907 4.26
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 Carbamidomethyl+C(7) 1359.6798 QAIGERCEQIR 297.9205 1359.6883 19.0224 5252 2 680.3478 5.58
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 Oxidation+M(22) 2565.3116 EGVITIQDGKTLFNELEVVEG534.0200 2565.3086 32.9888 1342 3 855.7744 ‐0.8410
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 730.4458 SGGVAVLK 4469.2510 730.4459 19.2902 4465 1 730.4459 0.6048
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 586.3923 GVAVLK 212.7914 586.3926 19.8533 4152 1 586.3926 0.4355
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 737.3828 LGYDAAK 55.7212 737.3790 22.3975 2994 1 737.3790 ‐4.7935
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 None 430.3024 AVLK 266.5083 430.3028 20.4767 1319 1 430.3028 0.1800
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 552.4944 61820.1386 38 17.7 Oxidation+M(4) 579.2807 VEGMK 83.2979 579.2798 33.3145 1069 1 579.2798 ‐1.7051
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 1415.7853 LAVDTVVTNLQSR 2822.3260 1415.7826 16.9210 19098 2 708.3949 ‐2.1992
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 1196.7361 IGVQIIQNALK 12743.3200 1196.7374 18.0591 17252 2 598.8723 0.0631
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 2617.4182 TALVDAASVSSLLTTTEAVVT1171.0370 2617.4050 23.9686 3719 3 873.1399 ‐3.5864
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 Carbamidomethyl+C(34) 3916.9242 ANLHDLAALTGAQVITEELG154.5981 3916.8453 20.7367 1476 3 1306.2866 ‐15.8046
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 1775.9208 AMETVGKEGVITIQDGK 513.9835 1775.9578 26.0394 1217 2 888.4825 21.6716
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 2214.1985 ALMLRGVEDLADAVKVTMG254.0923 2214.2058 23.9010 3000 2 1107.6065 5.24
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 686.4196 IQNALK 149.2127 686.4203 16.6663 3842 1 686.4203 1.0995
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 1216.6242 AMETVGKEGVIT 158.5775 1216.6202 25.5703 2717 1 1216.6202 ‐1.0672
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 788.4050 ANLHDLAA 92.2597 788.4061 21.9542 2230 1 788.4061 1.40
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 383.3549 61820.1386 38 17.7 None 2196.1879 ALMLRGVEDLADAVKVTMG151.1163 2196.1818 23.1317 1436 4 549.8009 ‐3.7200
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 1356.6352 IGYSMITDAEEK 4251.2810 1356.6360 24.2489 15326 2 678.8216 0.2884
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 2073.1339 VIGVEPTESAILSGGKPGPHK1466.3700 2073.1347 24.2620 11112 4 519.0391 ‐1.2834
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK3833.6710 2523.2625 42.0423 9099 2 1262.1349 ‐1.2835
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 1553.8170 YSPELSSLSLSSRK 577.2938 1553.8037 23.5065 3474 2 777.4055 ‐8.4166
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 877.4302 YSPELSSL 116.5811 877.4261 24.1225 3266 1 877.4261 ‐3.6458
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 781.1915 41941.3524 11 20.66 None 1023.4663 SMITDAEEK 338.9670 1023.4642 24.3524 1221 1 1023.4642 ‐0.3699
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 566.5627 41941.3524 11 20.66 None 1334.7467 LIAVVFPSFGER 15023.3000 1334.7482 20.3338 20869 2 667.8777 0.5632
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 566.5627 41941.3524 11 20.66 None 1086.6306 IQGIGAGFVPK 2029.6100 1086.6298 16.3335 18983 2 543.8185 ‐2.0473
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 566.5627 41941.3524 11 20.66 None 1355.7318 YLSTQLFQSIR 1544.1350 1355.7301 18.5609 15632 2 678.3687 ‐1.6748
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 566.5627 41941.3524 11 20.66 None 1425.7220 YSPELSSLSLSSR 192.4441 1425.6882 20.6136 8758 2 713.3477 ‐23.9541
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1675.7307 ATAGDTHLGGEDFDNR 48201.2400 1675.7307 18.4227 81963 3 559.2484 ‐0.6165
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1473.6856 TTPSYVAFTDSER 51905.0200 1473.6864 23.4580 71560 2 737.3468 0.4345
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1680.8340 NAVVTVPAYFNDSQR 20132.3100 1680.8320 27.0279 68066 2 840.9196 ‐0.8081
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1358.6158 NALENYAYNMR 31239.1100 1358.6169 24.6142 53165 2 679.8121 0.4523
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1278.6300 MVNHFVQEFK 39155.0900 1278.6321 15.0789 51873 2 639.8197 1.0841
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 32152.7500 1386.7262 25.9995 48778 2 693.8667 ‐2.9171
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 2658.2682 EQVFSTYSDNQPGVLIQVYE11600.5300 2658.2674 32.7164 38041 3 886.7606 0.6458
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1215.6514 DAGVIAGLNVMR 32817.1700 1215.6518 28.8468 37046 2 608.3295 ‐0.4623
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1661.8316 NQVAMNPINTVFDAK 8265.2450 1661.8333 18.5106 23997 2 831.4203 1.41
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1226.5899 FTDSSVQSDIK 15538.5000 1226.5908 18.9007 19878 2 613.7990 0.0207
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 2580.0200 1938.0134 19.7448 10287 2 969.5103 ‐0.0191
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA545.8223 2575.2555 27.0724 2120 3 859.0900 ‐5.1598
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1431.7438 NSIDDVVLVGGSTR 321.6483 1431.7481 36.6242 1708 2 716.3777 2.53
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1805.9062 MDKNSIDDVVLVGGSTR 4573.6180 1805.9065 25.3684 10351 3 602.6403 ‐0.2795
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 Carbamidomethyl+C(21) 3195.4675 KIEDSIEAAIEWLEANQLAEC964.0076 3195.4685 43.2348 8285 3 1065.8277 2.1660
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1739.8520 DEIEKMVQEAEKYK 498.6239 1739.8346 17.3043 3015 2 870.4209 ‐9.4843
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1883.9605 EFSAEEISSMILIKMR 591.9355 1883.9706 22.8848 2007 2 942.4890 6.67
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 2856.5288 DAGVIAGLNVMRIINEPTAA523.9453 2856.5392 36.1800 1110 3 952.8513 4.18
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 Oxidation+M(12) 2346.2122 LIGDAAKNQVAMNPINTVF 1019.2900 2346.2100 20.5719 1087 3 782.7415 ‐0.4953
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1029.5874 GVIAGLNVMR 166.3928 1029.5937 27.0985 7250 2 515.3005 4.83
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1018.4510 MDKNSIDDV 206.6134 1018.4475 27.3397 3435 1 1018.4475 ‐1.9594
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1060.4517 ENYAYNMR 197.7937 1060.4544 24.6115 2348 1 1060.4544 4.58
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1097.5010 PAYFNDSQR 172.7591 1097.4997 29.1401 1370 1 1097.4997 0.6097
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 825.3737 AFTDSER 149.0798 825.3757 22.9637 1209 1 825.3757 3.0026
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 909.3697 GGEDFDNR 1443.4450 909.3668 18.4215 1032 1 909.3668 ‐2.1435
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1663.8075 NAVVTVPAYFNDSQR 210.6620 1663.7996 23.7861 2106 2 832.4034 ‐4.3892
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1261.6034 MVNHFVQEFK 246.6331 1261.6018 15.8210 1332 2 631.3046 ‐1.8701
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 52 44.22 None 1209.5634 FTDSSVQSDIK 329.0743 1209.5675 17.4635 825 2 605.2874 2.38
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1787.9902 IINEPTAAAIAYGLDKK 65949.2000 1787.9886 17.0120 177769 3 596.6677 ‐1.2776
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1278.6300 MVNHFVQEFK 45285.2500 1278.6321 15.0789 51873 2 639.8197 0.9657
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 2574.2682 SINPDEAVAYGAAVQAAILS 1895.2990 2574.2713 20.8191 28993 3 858.7619 2.69
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1661.8316 NQVAMNPINTVFDAK 6063.0560 1661.8333 18.5106 23997 2 831.4203 1.06
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1473.6856 TTPSYVAFTDSER 8500.6080 1473.6865 15.4106 4466 2 737.3469 0.4670
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 2925.5496 NVLIFDLGGGTFDVSLLTIEEG269.7452 2925.5390 25.6119 3812 2 1463.2732 0.7599



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1680.8340 NAVVTVPAYFNDSQR 1009.2330 1680.8324 16.9637 2081 2 840.9198 ‐0.4164
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1659.8952 IINEPTAAAIAYGLDK 552.0888 1659.8517 19.9798 5296 2 830.4295 ‐25.7694
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA607.2578 2575.3166 22.8554 1034 3 859.1104 19.1093
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 Oxidation+M(8) 1548.8090 SGPAEKPMIVVNYK 142.3699 1548.8196 16.9132 6520 3 516.9447 5.18
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 Oxidation+M(11) 1231.6463 DAGVIAGLNVMR 695.7225 1231.6477 23.5853 3484 1 1231.6477 3.32
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 Oxidation+M(12) 2346.2122 LIGDAAKNQVAMNPINTVF 573.3743 2346.2100 20.5719 1087 3 782.7415 ‐0.1016
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 662.3508 TVFDAK 123.5720 662.3483 18.1734 4613 1 662.3483 ‐3.8933
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1070.5517 NVLIFDLGGGT 263.5525 1070.5542 25.1699 1863 1 1070.5542 3.84
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1049.5990 AAIAYGLDKK 497.6027 1049.6002 16.8010 1565 2 525.3037 ‐0.2447
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 907.5247 IAYGLDKK 372.8162 907.5259 17.0061 1063 1 907.5259 2.34
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 None 1340.6481 SINPDEAVAYGAAV 140.5500 1340.6502 20.9284 938 1 1340.6502 4.85
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3537.0950 71603.9617 52 44.22 Oxidation+M(8) 1531.7825 SGPAEKPMIVVNYK 232.5454 1531.7812 16.0664 909 2 766.3943 ‐0.7272
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1145.5255 EGPLAEENMR 35940.2300 1145.5273 18.4234 25461 2 573.2673 0.6565
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 2931.5536 LLEPVYMVEIQAPEGALGGIY7076.3820 2931.5491 23.7094 21907 3 977.8545 ‐0.1336
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1634.8425 ILAEEFGWDKDLAK 5497.8540 1634.8451 29.2491 19796 3 545.6199 0.9059
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1769.9221 AYLPVVESFGFSGQLR 1609.5850 1769.9206 28.4242 5870 2 885.4639 ‐0.2424
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 Carbamidomethyl+C(11)
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 828.4098 IGPSDDPK 449.8735 828.3954 19.9617 2606 1 828.3954 ‐16.6869
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1455.6499 VDGEEAYQNFQR 1921.1820 1455.6513 30.4109 2256 2 728.3293 0.8227
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1439.6723 LQMTPLSDYEDK 292.2353 1439.6981 23.5417 1084 2 720.3527 17.7714
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1849.9694 SKILAEEFGWDKDLAK 1960.5720 1849.9725 22.9158 4036 2 925.4899 2.09
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 893.4628 FGFSGQLR 167.4718 893.4656 26.1347 2178 2 447.2364 1.39
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis tha 933.5267 85946.5571 11 13.69 None 1616.8319 ILAEEFGWDKDLAK 585.3063 1616.8310 30.3832 2104 2 808.9191 ‐0.2981
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 2908.4357 AASAAGTIMTLSSWATSSVE39986.8000 2908.4343 24.5663 74750 3 970.1496 1.61
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1875.0110 QLDYVPATISALEEVVK 21591.5200 1875.0078 22.1608 66163 2 938.0075 ‐0.5744
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1143.6772 FTLPPNLTLK 36715.4600 1143.6782 18.2911 65142 2 572.3428 ‐0.2209
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1107.5873 FFQLYVYK 16370.1100 1107.5892 18.5489 55036 2 554.2982 0.4168
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1058.5993 VPVFLDGGVR 17459.7700 1058.5991 16.9276 46485 2 529.8032 ‐1.6184
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1533.8168 ISMPIMVAPTAFQK 40669.4200 1533.8172 19.4177 33021 2 767.4122 0.3617
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1718.9660 IAIQAGAAGIIVSNHGAR 10651.0300 1718.9645 16.1496 28782 3 573.6597 ‐1.4673
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1913.0565 DIQWLQTITNMPILVK 17614.8800 1913.0511 23.3860 25626 2 957.0292 ‐1.5567
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1214.7004 VPVFLDGGVRR 11148.5100 1214.6994 15.5046 6766 2 607.8534 ‐1.7077
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1056.6048 AIALTVDTPR 2650.8030 1056.6034 15.2891 3256 2 528.8053 ‐2.6775
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 233.9079 2269.1741 29.3908 3087 3 757.0629 27.2465
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 616.3413 LDGGVR 309.6315 616.3423 17.5581 9141 1 616.3423 1.59
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1261.6245 VLQMLRDEFE 214.1295 1261.6311 29.7928 4102 2 631.3192 4.04
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1202.6602 PIMVAPTAFQK 140.4149 1202.6509 18.4004 1207 1 1202.6509 ‐5.5430
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1256.7096 PATISALEEVVK 856.6042 1256.7078 22.1629 1203 1 1256.7078 0.9324
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1094.6065 AGIIVSNHGAR 154.5905 1094.6054 18.2350 1137 2 547.8063 ‐2.2992
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1857.0004 QLDYVPATISALEEVVK 786.3331 1857.0058 20.6228 915 3 619.6735 2.45
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 9702.3890 40363.6259 18 41.69 None 1701.9395 IAIQAGAAGIIVSNHGAR 468.9850 1701.9454 15.6713 1282 3 567.9867 2.08
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1469.7635 VYVGQGDSGVVYVK 1679.1470 1469.7642 22.3375 15145 2 735.3857 0.3591
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1839.9375 TSIPYGLEGGTEFVLEK 7115.3270 1839.9324 32.0789 12718 2 920.4698 ‐1.9932
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 6667.2960 1636.7706 25.6667 11805 2 818.8889 2.1054
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1359.7882 IFSVDAPAIVSLK 3547.7050 1359.7894 19.2215 11334 2 680.3983 0.4819
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 981.6091 LGVNVAPIAK 12220.9200 981.6097 22.6200 11236 2 491.3085 ‐0.7338
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 2869.1730 2503.2036 37.8550 10550 2 1252.1054 ‐1.2111
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1647.9720 LFGSPIEIVTALIFK 958.0207 1647.9650 25.6957 8657 2 824.4862 ‐3.9112
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1753.7664 GGEEWDDGGAYENVKK 3912.8450 1753.7690 19.8143 6576 3 585.2612 0.9486
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1051.5419 QGDSGVVYVK 146.2852 1051.5485 19.5699 4321 2 526.2779 5.18
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 868.5251 GVNVAPIAK 269.0580 868.5256 22.6147 794 1 868.5256 1.32
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1829.5240 32147.1196 18 40.40 None 1455.7002 QTLLGTEEFEIDP 532.9497 1455.7006 37.9669 794 2 728.3539 0.1318
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 1469.7635 VYVGQGDSGVVYVK 2188.0170 1469.7642 22.3375 15145 2 735.3857 0.3892
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 1839.9375 TSIPYGLEGGTEFVLEK 8178.3440 1839.9324 32.0789 12718 2 920.4698 ‐2.0674
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 13596.1900 1636.7706 25.6667 11805 2 818.8889 2.0884
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 981.6091 LGVNVAPIAK 22776.8000 981.6097 22.6200 11236 2 491.3085 ‐0.5661
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 2063.9250 2503.2036 37.8550 10550 2 1252.1054 ‐1.4722
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 1455.7002 QTLLGTEEFEIDP 467.7364 1455.7006 37.9669 794 2 728.3539 0.1659
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 2124.9870 32147.1196 18 40.40 None 868.5251 GVNVAPIAK 514.8948 868.5256 22.6147 794 1 868.5256 1.53
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 2264.1557 LIGSPPGYVGYTEGGQLTEA 8858.1990 2264.1502 28.8691 28019 2 1132.5788 ‐0.8122
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1159.5953 AIDLIDEAGSR 19048.0400 1159.5978 24.1395 24380 2 580.3025 1.61
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1029.5687 TAIAEGLAQR 18988.4700 1029.5689 18.7470 23397 2 515.2881 ‐0.8706
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 3518.7290 1354.6802 21.2682 14481 2 677.8438 1.0241
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1022.5339 LDEMIVFR 4580.1210 1022.5347 28.6149 13123 2 511.7710 ‐0.2626
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1157.4966 LDMSEFMER 12877.7500 1157.4972 28.7074 12786 2 579.2522 ‐0.2159
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 Carbamidomethyl+C(5) 1725.8113 GELQCIGATTIDEYR 1227.0210 1725.8163 26.4501 2542 2 863.4118 3.95
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1116.5895 EIELQVTER 325.7133 1116.5853 27.9983 10964 2 558.7963 ‐4.6397
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 2361.1780 EGDSVIVDVDAEGSVVVLSG1007.1010 2361.1056 34.1754 3870 2 1181.0564 ‐28.8482
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1050.5327 HAQLPEEAR 243.8343 1050.5272 24.2025 2620 1 1050.5272 ‐3.4726
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1985.9572 AHPDVFNMMLQILEDGR 230.8413 1985.9229 25.8530 1448 3 662.6458 ‐17.5801
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1933.9879 VVDEGFDPSYGARPLRR 176.4483 1933.9355 35.2325 1335 2 967.4714 ‐26.1768
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1382.7638 LAEEGKLDPVVGR 2809.4370 1382.7642 20.1548 9212 2 691.8858 0.0330
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1506.8387 LDPVVGRQPQIER 705.3705 1506.8259 21.8128 3413 3 502.9468 ‐9.4025
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 756.4250 IGEPGVGK 121.8994 756.4279 22.1783 2469 1 756.4279 4.97



NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1375.6277 VVDEGFDPSYGAR 176.6673 1375.6269 35.7261 2446 2 688.3171 ‐0.8718
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 582.2704 FMER 56.9196 582.2678 29.7372 2262 1 582.2678 ‐4.7452
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1059.5429 EGGQLTEAVR 159.3470 1059.5465 26.3223 1607 2 530.2769 2.90
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 1269.6797 AEEGKLDPVVGR 469.9763 1269.6802 20.1584 1414 2 635.3437 ‐0.1713
NP_001190035.1 Clp ATPase Arabidopsis thaliana 953.1520 102413.5602 20 14.22 None 857.4839 IAEGLAQR 305.0413 857.4832 18.7359 986 1 857.4832 0.0400
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1575.7649 ALPTYTPESPGDATR 54714.2000 1575.7647 21.4358 86952 2 788.3860 ‐0.0170
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 2077.0998 VVPGFLGGSADLASSNMTL 14558.1600 2077.0947 20.3889 74797 2 1039.0510 ‐1.0891
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 2017.9654 NNLGWPYEPFQVPDDVK 20618.5400 2017.9636 34.3730 63468 2 1009.4854 0.2998
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1805.9796 SIGINSFGASAPAPLLYK 6974.1690 1805.9730 19.1562 62600 2 903.4902 ‐2.9436
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 2255.0584 AMPNTLMFRPADGNETAG 42107.0700 2255.0577 16.6205 59290 3 752.3574 0.0082
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1400.7420 SIITGELPAGWEK 26360.4300 1400.7414 29.1972 50958 2 700.8743 ‐0.7415
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1403.6914 ANSYSVHGAALGEK 25383.1000 1403.6929 16.9847 37148 3 468.5691 ‐0.0375
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1628.7551 HTPEGATLESDWSAK 8015.2650 1628.7581 21.4681 34151 3 543.5909 1.1191
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 957.5728 TPSILALSR 11027.0700 957.5720 16.5636 30188 2 479.2896 ‐2.1446
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1476.8057 LPHLPGTSIEGVEK 5200.1390 1476.8050 24.9497 23415 3 492.9398 ‐1.4404
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1115.6671 TVTDKPTLIK 9345.7960 1115.6678 17.4169 16721 2 558.3375 ‐0.3025
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1352.6845 VSIEAASTFGWGK 6573.8360 1352.6890 17.7995 14439 2 676.8481 2.57
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 Carbamidomethyl+C(10) 2539.1713 SGHPGLPMGCAPMAHILYD5642.3810 2539.1758 19.8409 12053 4 635.5494 1.40
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 3646.8446 GGYTISDDSSGNKPDVILIGT6504.8370 3646.8350 40.3074 11507 3 1216.2832 ‐0.0610
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1159.5953 ESVLPSDVSAR 12697.7100 1159.5976 20.7176 8246 2 580.3024 1.0886
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 Carbamidomethyl+C(21)
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 997.1289 1359.7073 15.1120 1899 2 680.3573 1.22
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1832.9124 AAAVETVEPTTDSSIVDK 1007.3210 1832.9128 24.8712 1875 2 916.9601 1.0146
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1193.6048 KYPEEASELK 35202.4400 1193.6055 16.1542 30402 2 597.3064 ‐0.2679
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1495.7176 AFGDFQKATPEER 1485.8980 1495.7119 19.8501 5964 2 748.3596 ‐3.8498
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1085.6677 KTPSILALSR 12305.9100 1085.6685 15.3439 3803 2 543.3379 ‐0.3581
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1193.5433 YTPESPGDATR 194.5379 1193.5469 23.2395 19527 1 1193.5469 5.91
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 915.5510 TDKPTLIK 2390.0820 915.5519 17.4207 3890 2 458.2796 ‐0.4735
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1218.6113 SYSVHGAALGEK 22783.1100 1218.6125 16.9811 3740 2 609.8099 0.2048
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 560.3191 WGLGK 362.3877 560.3199 19.2321 3356 1 560.3199 0.9845
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 731.3682 PSDVSAR 158.2368 731.3703 19.7432 2768 1 731.3703 3.0485
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1955.9280 NTLMFRPADGNETAGAYK 806.0070 1955.9219 16.5844 2548 2 978.4646 ‐2.0496
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 806.4441 SNMTLLK 267.0634 806.4466 19.4673 2274 1 806.4466 3.72
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 741.4617 SILALSR 228.6078 741.4606 16.2392 2212 1 741.4606 ‐1.2425
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 986.4942 GELPAGWEK 302.4508 986.4939 27.7539 1979 1 986.4939 1.0483
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 658.3406 EASELK 202.7920 658.3399 17.7938 1871 1 658.3399 ‐1.1501
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1433.6947 PYEPFQVPDDVK 232.4276 1433.6850 34.3720 1864 1 1433.6850 ‐3.6037
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1131.5793 YSVHGAALGEK 170.4978 1131.5846 16.4980 1582 2 566.2960 3.11
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1115.5368 FNKPDAEVVD 211.6698 1115.5300 21.2041 1424 1 1115.5300 ‐4.2002
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 902.4466 PEEASELK 6200.4440 902.4472 16.1529 1309 1 902.4472 1.67
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1610.7445 HTPEGATLESDWSAK 333.6710 1610.7392 21.1213 1602 2 805.8732 ‐3.1105
NP_001190145.1 transketolase Arabidopsis thaliana 5784.4370 80295.5034 78 46.62 None 1385.6808 ANSYSVHGAALGEK 222.9993 1385.6768 16.9845 1221 3 462.5638 ‐4.0074
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1575.7649 ALPTYTPESPGDATR 65931.2600 1575.7647 21.4358 86952 2 788.3860 ‐0.0169
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 2017.9654 NNLGWPYEPFQVPDDVK 24330.8400 2017.9636 34.3730 63468 2 1009.4854 0.1754
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1400.7420 SIITGELPAGWEK 34281.8300 1400.7414 29.1972 50958 2 700.8743 ‐0.6920
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1403.6914 ANSYSVHGAALGEK 36322.2300 1403.6929 16.9847 37148 3 468.5691 0.0177
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1476.8057 LPHLPGTSIEGVEK 3890.3000 1476.8050 24.9497 23415 3 492.9398 ‐1.4171
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1115.6671 TVTDKPTLIK 11575.6900 1115.6678 17.4169 16721 2 558.3375 ‐0.1727
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 3646.8446 GGYTISDDSSGNKPDVILIGT4855.8730 3646.8350 40.3074 11507 3 1216.2832 ‐0.9825
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1832.9124 AAAVETVEPTTDSSIVDK 684.5422 1832.9128 24.8712 1875 2 916.9601 0.9424
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 812.3937 AFGDFQK 191.3892 812.4110 28.5648 3681 1 812.4110 22.0216
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 131.8547 1359.6695 28.4829 2009 2 680.3384 ‐26.3847
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1676.7955 GWPYEPFQVPDDVK 430.1805 1676.7918 33.8319 21593 2 838.8995 ‐1.8793
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1193.5433 YTPESPGDATR 361.6096 1193.5454 22.0718 6644 2 597.2763 1.0412
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 915.5510 TDKPTLIK 3161.8640 915.5519 17.4207 3890 2 458.2796 ‐0.2873
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1218.6113 SYSVHGAALGEK 29154.0900 1218.6125 16.9811 3740 2 609.8099 0.3057
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1332.6543 NSYSVHGAALGEK 6236.0610 1332.6536 16.9852 2621 2 666.8305 ‐0.8416
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1315.6277 NSYSVHGAALGEK 1676.1530 1315.6317 16.9832 1411 2 658.3195 2.71
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1502.7221 ETVEPTTDSSIVDK 300.4849 1502.7237 24.1183 759 2 751.8655 1.0505
NP_001190145.1 transketolase Arabidopsis thaliana 3671.6820 80295.5034 78 46.62 None 1385.6808 ANSYSVHGAALGEK 336.8689 1385.6768 16.9845 1221 3 462.5638 ‐3.9443
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 2077.0998 VVPGFLGGSADLASSNMTL 8012.0900 2077.0947 20.3889 74797 2 1039.0510 ‐0.6973
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1805.9796 SIGINSFGASAPAPLLYK 9076.2950 1805.9730 19.1562 62600 2 903.4902 ‐2.7250
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 2255.0584 AMPNTLMFRPADGNETAG 44462.2200 2255.0577 16.6205 59290 3 752.3574 0.3484
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 3485.7911 TPGHPENFETPGIEVTTGPLG1784.3750 3485.7733 22.8727 46441 3 1162.5959 ‐1.7403
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 957.5728 TPSILALSR 11424.2500 957.5720 16.5636 30188 2 479.2896 ‐2.4681
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1352.6845 VSIEAASTFGWGK 4487.2620 1352.6883 17.8130 12640 2 676.8478 2.34
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 Carbamidomethyl+C(10) 2539.1713 SGHPGLPMGCAPMAHILYD2072.5520 2539.1758 19.8409 12053 4 635.5494 1.88
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 Carbamidomethyl+C(21)
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 3646.8446 GGYTISDDSSGNKPDVILIGT4157.7900 3646.8326 22.5161 5175 3 1216.2824 0.4278
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 676.7800 1359.7073 15.1120 1899 2 680.3573 1.56
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1448.7631 EFGITVEAVVDAAK 801.9906 1448.7570 19.5209 3016 2 724.8821 ‐4.4406
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1237.6423 VTTTIGYGSPNK 283.8457 1237.6498 16.6782 2350 2 619.3285 5.86
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1085.6677 KTPSILALSR 12847.7600 1085.6685 15.3439 3803 2 543.3379 ‐0.5998
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 3616.8938 SIGINSFGASAPAPLLYKEFG 234.1181 3616.9201 25.4415 3438 4 904.9855 9.63



NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 2703.3049 EVEATRNNLGWPYEPFQVP122.1108 2703.3161 23.4323 3045 2 1352.1617 7.23
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 3420.8413 GKSIGINSFGASAPAPLLYKE 1310.2810 3420.8278 22.2981 1951 3 1140.9474 ‐0.7371
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1053.5000 EAASTFGWGK 376.7870 1053.4988 18.2182 5860 2 527.2530 ‐2.5199
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 782.3832 STFGWGK 97.0753 782.3833 19.7670 4704 1 782.3833 0.5014
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 560.3191 WGLGK 191.2781 560.3199 19.2321 3356 1 560.3199 0.8543
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 806.4441 SNMTLLK 173.2151 806.4466 19.4673 2274 1 806.4466 3.53
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1301.7100 FGITVEAVVDAAK 226.4432 1301.7077 19.8479 1877 2 651.3575 ‐2.3765
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 1115.5368 FNKPDAEVVD 111.6327 1115.5300 21.2041 1424 1 1115.5300 ‐4.2664
NP_001190145.1 transketolase Arabidopsis thaliana 2383.8010 80295.5034 78 46.62 None 3629.8181 GGYTISDDSSGNKPDVILIGT364.7542 3629.7859 23.1676 4402 3 1210.6002 ‐5.1690
NP_001190146.1 proteasome subunit beta type 1 Arabidopsis thaliana 1818.0920 24872.2263 1 7.62 None 1815.8971 QDSNTPLSEAEAVDLVK 23849.0900 1815.8967 29.5351 11074 2 908.4520 0.5447
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 1541.7702 IIMTMPSYTSLER 42152.8800 1541.7715 18.1513 116864 2 771.3894 0.9382
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 1469.7999 YLSSVLFDELRK 62227.1600 1469.8017 18.6719 49017 3 490.6054 0.1376
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 1341.7049 YLSSVLFDELR 10636.6700 1341.7053 20.0456 21764 2 671.3563 ‐0.2403
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 1139.5952 GISLAFMAAMK 423.9534 1139.5998 25.6174 4035 1 1139.5998 5.38
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 855.4207 SYTSLER 86.0391 855.4251 17.9210 2797 1 855.4251 5.08
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 5734.3330 26631.8014 6 14.57 None 1523.7596 IIMTMPSYTSLER 191.2952 1523.7602 17.0476 2192 2 762.3837 0.4052
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1343.7140 HVVFGQVIEGMK 79856.3600 1343.7134 16.6880 126991 2 672.3604 ‐0.8559
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1288.7334 IVMGLFGEVVPK 20590.6100 1288.7349 20.0845 101387 2 644.8711 0.6424
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 43440.7600 1221.5794 28.9942 89427 1 1221.5794 0.1151
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 2789.3815 IIKDFMIQGGDFTEGNGTGG874.3786 2789.3889 19.1153 8699 3 930.4678 3.78
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 765.3890 TVENFR 212.1557 765.3841 37.3558 1665 1 765.3841 ‐6.0239
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1973.9848 SMAAEEEVIEPQAKVTNK 1014.8540 1973.9630 23.3643 1149 2 987.4852 ‐9.9308
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 676.3698 VIEGMK 3300.2820 676.3687 16.6929 4126 1 676.3687 ‐1.7013
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1107.5867 VFGQVIEGMK 2624.3590 1107.5847 16.6865 2114 1 1107.5847 0.0784
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1613.8381 EEEVIEPQAKVTNK 327.5244 1613.8435 23.0120 1642 2 807.4254 3.92
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1008.5183 FGQVIEGMK 482.3066 1008.5202 16.6814 919 1 1008.5202 3.71
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1206.6551 VVFGQVIEGMK 394.2804 1206.6505 16.6848 753 1 1206.6505 ‐1.5362
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 6594.9540 28421.2958 12 33.20 None 1270.7228 IVMGLFGEVVPK 271.3350 1270.7300 19.9796 1436 2 635.8686 5.0504
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 None 1040.6463 LVTPLTLQR 50954.9900 1040.6459 16.5114 17308 2 520.8266 ‐1.5300
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 4566.0580 1336.6284 18.7639 13895 2 668.8178 ‐2.7571
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 None 1608.7752 LSQEVSGDALGEEFK 10041.1200 1608.7763 25.1033 11722 2 804.8918 0.8997
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 5047.5760 1826.0389 22.4967 8380 2 913.5231 ‐2.9263
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 Carbamidomethyl+C(10) 1464.7264 FNVANPTTGCQKK 216.4055 1464.6863 15.2574 2116 2 732.8468 ‐27.5181
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 None 2203.0917 LSQEVSGDALGEEFKGYVFK1462.5000 2203.0904 17.8470 5856 3 735.0350 ‐0.3862
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 Carbamidomethyl+C(5) 791.3716 PTTGCQK 91.6249 791.3706 19.8214 2007 1 791.3706 ‐0.7603
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 None 557.2930 LSQEV 89.2367 557.2954 18.2264 1360 1 557.2954 3.29
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 Carbamidomethyl+C(10) 1446.7158 FNVANPTTGCQKK 107.5279 1446.7086 17.4009 1519 2 723.8579 ‐5.1945
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3820.4390 22325.0810 10 29.95 None 2186.0652 LSQEVSGDALGEEFKGYVFK291.9182 2186.0714 19.0780 5785 2 1093.5393 4.04
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1201.8950 29210.8248 10 20.80 None 2008.0709 ENAITVGTQHALDPLTTVK 8377.5500 2008.0703 28.2033 24341 3 670.0283 ‐0.6293
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1201.8950 29210.8248 10 20.80 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 4168.0070 2192.1223 35.2108 21937 2 1096.5648 ‐3.5387
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1201.8950 29210.8248 10 20.80 None 1334.7314 GSLFLGDVATQVK 6355.1970 1334.7305 29.0988 15343 2 667.8689 ‐1.0711
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1201.8950 29210.8248 10 20.80 None 803.4145 VSTDSSLL 119.4680 803.4178 32.7618 1797 1 803.4178 4.25
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 2826.4308 LNASYYQIVSPSTVVGAEISH2782.4490 2826.4183 19.8069 20707 3 942.8110 ‐2.5206
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 1334.7314 GSLFLGDVATQVK 1951.7360 1334.7296 17.9195 11760 2 667.8684 ‐1.9008
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 2017.0726 VNNAGVANALIQHEWRPK 824.9666 2017.0714 16.2660 8326 4 505.0233 ‐1.9027
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 2036.0182 FSVTTYSSTGVAITTTGTNK 712.5258 2035.9964 18.2081 2811 3 679.3370 ‐10.5961
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 943.4884 GSLFLGDVAT 155.8039 943.4933 17.0485 7265 2 472.2503 3.64
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 462.8327 29210.8248 10 20.80 None 930.5255 LGDVATQVK 228.8962 930.5294 18.0990 1020 2 465.7683 2.94
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 1905.8501 ESDAWPAEPQDAYGLEK 9280.6700 1905.8502 26.7585 12404 2 953.4288 1.0134
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 1132.6208 QLETTNVSLK 2669.6900 1132.6207 19.5735 9069 2 566.8140 ‐1.0119
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(7) 963.4816 LATEELCK 14201.4800 963.4842 16.7572 5795 2 482.2457 1.57
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 3019.4531 QLETTNVSLKESDAWPAEPQ868.9354 3019.3656 18.9922 3390 3 1007.1267 ‐27.4369
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 3450.5208 SDFREPVNIGSDEMVSMNE2221.5310 3450.5232 43.5532 3100 3 1150.8459 2.20
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 2945.2923 EPVNIGSDEMVSMNEMAE 1471.6780 2945.3059 44.5523 1051 3 982.4401 6.0368
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 769.3727 QLETTNV 247.3199 769.3732 16.8210 1513 1 769.3732 1.1798
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(5) 779.3604 TEELCK 16140.8700 779.3600 16.7634 1187 1 779.3600 ‐0.0765
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(6) 850.3975 ATEELCK 2288.9370 850.3970 16.7546 889 1 850.3970 0.1834
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 3221.5770 1702.7414 24.0493 7002 2 851.8743 2.51
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 None 2641.3542 IQVEHPVTEMIYSVDLIEEQI 3986.2170 2641.3594 40.3651 6901 3 881.1247 2.85
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 None 933.4676 INAEDPFK 303.7190 933.4802 18.2345 1796 1 933.4802 14.5400
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 None 2767.3971 AMGDAAVAAAASIGYIGVG568.8937 2767.4512 39.5412 926 3 923.1552 20.6776
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 Carbamidomethyl+C(12) 3624.7540 SEAAAAFGNDGCYLEKFVQN2366.7610 3624.7445 22.3059 2464 3 1208.9197 ‐0.0975
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 Carbamidomethyl+C(12) 2564.2895 SGGGGVIRSSLCNLMMPSK 553.6834 2564.2938 21.9194 788 3 855.4361 2.58
NP_001190422.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 315.8332 61341.4493 7 9.73 Carbamidomethyl+C(12) 3292.5844 SEAAAAFGNDGCYLEKFVQN400.9494 3292.5913 22.3018 1892 3 1098.2019 4.0713
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1527.8013 GIVDSEDLPLNISR 23776.7400 1527.7991 29.4100 32183 2 764.4032 ‐1.4335
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1256.6957 ADLVNNLGTIAR 14266.0300 1256.6958 26.1782 21399 2 628.8516 ‐0.5542
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 1437.3780 2302.1029 22.5903 17656 2 1151.5551 ‐2.6796
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1734.9425 LDGQPELFIHIIPDK 1198.5550 1734.9407 32.5755 10411 3 578.9851 ‐1.5764
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1791.8252 TMEINPENSIMDELR 5552.0370 1791.8281 32.3957 9636 2 896.4177 2.48
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1859.8844 MKEGQNDIFYITGESK 493.0684 1859.8763 39.0320 2990 2 930.4418 ‐3.5231
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1119.5640 ELISNSSDVR 3062.0330 1119.5649 20.5975 1491 2 560.2861 ‐0.1893
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1600.7489 EGQNDIFYITGESK 618.1318 1600.7370 14.9880 1201 2 800.8721 ‐7.2731
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1987.9794 MKEGQNDIFYITGESKK 1693.3480 1987.9781 33.6768 12898 2 994.4927 0.5310
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1919.9201 KTMEINPENSIMDELR 1119.7840 1919.9221 30.4373 5863 3 640.6456 0.7889



NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1261.6787 KAVENSPFLEK 735.2435 1261.6788 18.6769 4802 2 631.3430 ‐0.5521
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 912.4608 DYVTRMK 176.9433 912.4551 22.7422 1348 2 456.7312 ‐7.6356
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 1258.6274 DSEDLPLNISR 628.2769 1258.6301 29.4396 2548 2 629.8187 1.23
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 970.7858 83468.9423 14 14.15 None 894.4502 DYVTRMK 116.1128 894.4494 23.7372 3098 1 894.4494 0.0788
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1751.8824 AAHLVDSTNQVGHFQK 1337.6610 1751.8819 18.0757 12828 2 876.4446 0.2913
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 2884.4816 EIFATGVVLGGYMAIMTVVF5491.8400 2884.4696 25.5472 7891 3 962.1614 ‐2.8556
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1987.9463 VENQDAIDAAMVGMLADP2050.5140 1987.9451 29.1949 3703 2 994.4762 0.5298
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 2085.9849 QNYGIEEREAQWAHAQR 297.6474 2085.9892 37.4570 2417 2 1043.4982 3.87
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1275.6216 GLDIETAGHYTV 834.6650 1275.6181 23.2660 1535 1 1275.6181 ‐0.1937
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1875.9004 MASGLEDIVNENVDLEK 1056.5020 1875.9322 36.3992 86512 2 938.4698 17.8270
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1744.8599 ASGLEDIVNENVDLEK 802.9359 1744.8340 22.8198 3768 3 582.2829 ‐15.3986
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1455.7631 EIHFLPFNPVDK 1408.3330 1455.7650 18.1422 1821 2 728.3861 1.1617
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1008.4745 QNYGIEER 239.9087 1008.4759 33.1343 1803 1 1008.4759 2.46
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 3647.8470 EIFATGVVLGGYMAIMTVVF1325.0630 3647.8066 24.6920 17085 3 1216.6070 ‐8.4905
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1672.9091 MKNYTIYAVSITIR 896.5820 1672.8918 21.8565 2724 2 836.9495 ‐9.9611
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1823.8302 VENQDAIDAAMVGMLADP219.5404 1823.8190 28.9791 17392 2 912.4132 ‐5.3999
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 2068.0435 LGGYMAIMTVVFFWAAYK 310.0158 2068.0491 25.5095 4287 2 1034.5282 4.0615
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1231.6510 TVVFFWAAYK 197.6632 1231.6446 26.3632 2484 2 616.3259 ‐5.9020
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1627.7818 QDAIDAAMVGMLADPK 434.8006 1627.7801 26.3996 778 2 814.3937 ‐0.8011
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 990.4639 QNYGIEER 54.6483 990.4673 33.9140 2635 1 990.4673 4.89
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1733.8718 AAHLVDSTNQVGHFQK 268.3966 1733.8713 18.4718 1149 2 867.4393 0.2441
NP_001190559.1 H ATPase 3 Arabidopsis thaliana 282.2476 104963.3989 18 9.48 None 1734.8558 AAHLVDSTNQVGHFQK 171.4741 1734.8611 19.7745 2949 2 867.9342 3.63
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 2559.2613 YSGISYADLFQLASATAIEEAG2760.3350 2559.2594 22.9845 11492 3 853.7580 0.0466
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1669.8796 LSNLGAEFNPPEGIVI 1577.0880 1669.8769 33.2603 3675 2 835.4421 ‐1.1974
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1518.8751 HAANAGLVNALNLIK 936.2831 1518.8713 18.5468 3470 3 506.9619 ‐3.4254
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1555.8326 STLTLSASSSLSFVR 1467.6540 1555.8329 17.1566 3403 3 519.2825 ‐0.6710
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1175.5368 YAADQDAFFK 491.5862 1175.5509 29.4435 1964 1 1175.5509 14.1317
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1309.7223 DIVALSGAHTLGR 205.7064 1309.7574 21.0006 1016 1 1309.7574 29.5119
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 Carbamidomethyl+C(9) 2927.3589 VDASGPEDCPEEGRLPDAG 1811.4590 2927.3621 22.9148 8125 4 732.5960 1.59
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 3172.6049 DIKEKYSGISYADLFQLASATA3719.5560 3172.6037 23.2971 3633 3 1058.2061 1.55
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 3286.7489 STLTLSASSSLSFVRSLVSSPR699.3860 3286.7682 18.4403 2502 6 548.6341 5.59
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1404.6714 SSSSDPDQLKNAR 125.6248 1404.6630 24.0139 2192 2 702.8351 ‐6.2553
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1782.9358 NIKEWPQRGGANGSLR 1757.7300 1782.9348 26.5285 1900 3 594.9831 ‐1.0144
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 Oxidation+M(28) 3044.5285 YSGISYADLFQLASATAIEEAG218.5351 3044.5340 17.5316 2469 3 1015.5162 3.14
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 401.4965 37530.0682 13 21.97 None 1671.7901 YSGISYADLFQLASAT 230.2142 1671.7834 21.2153 3188 2 836.3954 ‐3.5939
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 2933.3411 GGLTINPDFFVDFGDEPDGP3257.9290 2933.3417 38.1648 9111 3 978.4521 1.50
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1543.7540 LYATNSLFSAWDR 5369.4990 1543.7560 19.7721 8347 2 772.3816 1.19
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1454.7485 GSHIIQIDVDTEK 2805.0720 1454.7535 22.6765 7707 3 485.5893 2.76
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1679.8693 FIYFVNWLHGDIR 1266.7400 1679.8741 18.6531 1718 2 840.4407 3.12
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1343.6988 GGPQMIQLSLDGK 460.5020 1343.6985 27.2089 8137 2 672.3529 ‐0.6344
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1443.7413 HKTMISTSWGAPK 652.1945 1443.7407 23.1409 4058 2 722.3740 ‐0.6170
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 Carbamidomethyl+C(16)
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1277.6466 FIYFVNWLHG 211.1921 1277.6399 17.8625 4457 2 639.3236 ‐5.8092
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 940.4669 PSLAHEMR 1103.8390 940.4619 37.1398 1740 1 940.4619 ‐4.2216
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1514.7903 IYFVNWLHGDIR 384.0845 1514.7897 17.0781 1320 3 505.6014 ‐1.3379
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1661.8587 FIYFVNWLHGDIR 295.7184 1661.8694 18.7988 802 3 554.6280 5.51
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 1146.6405 VSVFLPEEVK 22043.9200 1146.6408 27.3714 54835 2 573.8240 ‐0.6356
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 2421.1973 AVSEASSSFGAGYVAGPVTF7048.3280 2421.1891 21.5803 30624 2 1211.0982 ‐1.1925
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 893.4979 YLEELVK 7644.5970 893.4984 22.8746 20474 2 447.2528 ‐0.8942
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 777.4141 IEFPGSK 2691.1200 777.4151 19.5382 10447 1 777.4151 1.11
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 1311.6427 TFDESKETINK 4929.7290 1311.6447 15.0713 7691 3 437.8864 0.2983
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 860.4836 KAAAAEATK 842.2742 860.4880 16.4169 8885 1 860.4880 5.13
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 730.4345 LEELVK 129.8207 730.4356 22.8873 3133 1 730.4356 1.28
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 617.3505 EELVK 109.4923 617.3490 22.8862 2985 1 617.3490 ‐2.6078
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 3090.8750 18988.9907 17 40.72 None 960.5401 VFLPEEVK 131.3972 960.5334 27.3463 1549 1 960.5334 ‐5.6601
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 1146.6405 VSVFLPEEVK 30171.7500 1146.6408 27.3714 54835 2 573.8240 ‐0.5145
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 893.4979 YLEELVK 10118.3500 893.4984 22.8746 20474 2 447.2528 ‐0.7017
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 777.4141 IEFPGSK 2151.7880 777.4151 19.5382 10447 1 777.4151 1.24
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 1100.5946 TKEIPVEER 718.6232 1100.5935 17.5736 1280 2 550.8004 ‐1.8743
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 730.4345 LEELVK 148.5872 730.4356 22.8873 3133 1 730.4356 1.36
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 617.3505 EELVK 130.8326 617.3490 22.8862 2985 1 617.3490 ‐2.4381
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 960.5401 VFLPEEVK 169.5824 960.5334 27.3463 1549 1 960.5334 ‐5.4871
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2359.7370 18988.9907 17 40.72 None 759.4036 IEFPGSK 71.4324 759.3986 19.3456 1495 1 759.3986 ‐5.9923
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 2119.0780 FEGITMAPPDPILGVSEAFK 5085.6210 2119.0716 21.7876 17906 2 1060.0394 ‐1.5564
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1359.7591 VATIQGLSGTGSLR 7157.3030 1359.7598 24.0051 17433 2 680.3835 0.1654
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1523.8580 ATAELLFGAGHPVIK 3305.8990 1523.8573 17.3287 14989 3 508.6240 ‐1.3576
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1531.8366 TEELQPYVLNVVK 6734.4660 1531.8339 29.9921 13848 2 766.4206 ‐1.7435
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 972.6088 ISLAGLSLAK 7177.7470 972.6083 17.9198 8733 2 486.8078 ‐1.8898
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1878.9596 GDNKEYLPIEGLAAFNK 1315.6860 1878.9641 32.0054 7771 3 626.9929 2.0719
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 856.5251 LAAALIER 3495.6850 856.5249 20.9729 7464 2 428.7661 ‐1.8474
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1025.4213 AEMEMMAGR 8482.4700 1025.4221 19.0456 7373 2 513.2147 ‐0.3935
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1522.7822 TIGLDFEGMIADIK 5401.8790 1522.7819 21.7274 6444 2 761.8946 ‐0.1637
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 962.5418 LNLGVGAYR 7200.5670 962.5423 15.4209 5481 2 481.7748 ‐0.7936
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1665.8642 IARPMYSNPPVHGAR 725.6793 1665.8661 17.4139 3730 4 417.2220 ‐1.1121



NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1181.6048 QELYDSLVSK 1160.8330 1181.6032 26.4713 2275 1 1181.6032 0.7793
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 975.4928 AENLMLER 821.4767 975.4839 23.4665 6214 1 975.4839 ‐7.8378
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 957.5112 QGLSGTGSLR 229.4488 957.5171 24.0542 3694 2 479.2622 4.93
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1077.5285 TIGLDFEGMI 222.6915 1077.5356 22.5821 2474 2 539.2714 5.89
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1754.8670 FEGITMAPPDPILGVSE 237.5407 1754.8750 23.2955 1863 2 877.9412 5.1845
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 530.2755 MLER 84.0524 530.2778 22.8227 1709 1 530.2778 3.93
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 859.5247 SLAGLSLAK 3334.0450 859.5253 17.9170 1216 1 859.5253 1.38
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1059.5833 PIEGLAAFNK 398.0733 1059.5867 30.4983 1073 2 530.2970 2.0842
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1578.1250 49495.9061 37 36.16 None 1175.6307 DPILGVSEAFK 186.6737 1175.6338 20.7145 831 2 588.3206 1.08
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 2119.0780 FEGITMAPPDPILGVSEAFK 9318.5340 2119.0716 21.7876 17906 2 1060.0394 ‐1.1378
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1523.8580 ATAELLFGAGHPVIK 8361.0350 1523.8573 17.3287 14989 3 508.6240 ‐1.4470
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 972.6088 ISLAGLSLAK 5719.6490 972.6083 17.9198 8733 2 486.8078 ‐2.2038
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1522.7822 TIGLDFEGMIADIK 11539.1000 1522.7819 21.7274 6444 2 761.8946 ‐0.1261
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 962.5418 LNLGVGAYR 8706.9530 962.5423 15.4209 5481 2 481.7748 ‐1.1140
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1794.9095 IVANVVGDVTMFSEWK 1518.7970 1794.9001 22.5965 3504 2 897.9537 ‐4.3644
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1464.7733 EYLPIEGLAAFNK 349.9951 1464.7735 20.0642 5453 2 732.8904 ‐0.0020
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 2404.2938 MASLMLSLGSTSLLPREINKD694.5031 2404.2246 20.0616 2787 3 802.0797 ‐27.8057
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1342.6824 QIGMFSFTGLNK 98.1872 1342.7047 23.1577 1840 2 671.8560 16.1073
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1134.6153 LGTSASNPFLK 373.7954 1134.5939 26.4124 1040 1 1134.5939 ‐17.0536
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 Carbamidomethyl+C(27) 4704.3113 TIGLDFEGMIADIKEAPEGSF448.5850 4704.2335 24.1047 912 4 1176.8138 ‐12.0177
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1003.5207 GTSASNPFLK 86.2279 1003.5223 25.5365 4596 1 1003.5223 2.42
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1196.5769 QIGMFSFTGLN 84.9013 1196.5695 22.5228 2133 1 1196.5695 ‐4.0183
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 859.5247 SLAGLSLAK 3149.5590 859.5253 17.9170 1216 1 859.5253 1.81
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 705.3930 SNPFLK 52.2659 705.3906 25.7210 1143 1 705.3906 ‐3.3829
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1175.6307 DPILGVSEAFK 196.2495 1175.6338 20.7145 831 2 588.3206 1.66
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1512.5040 49495.9061 37 36.16 None 1504.7716 TIGLDFEGMIADIK 210.3516 1504.7782 22.0158 1320 2 752.8927 4.11
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 1314.7165 VINTWADIINR 2715.9290 1314.7205 18.4059 24883 2 657.8639 2.01
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 1459.7328 LIFQYASFNNSR 3648.5150 1459.7288 17.8990 10172 2 730.3680 ‐2.9192
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 1286.5980 ANLGMEVMHER 4769.8040 1286.5990 21.0607 9237 2 643.8032 0.2383
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 963.4530 ESESLWGR 8140.9600 963.4537 20.8712 5658 2 482.2305 ‐0.6360
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 1067.5197 LIFQYASFN 185.2040 1067.5151 17.8392 9877 2 534.2612 ‐5.3391
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 618.3358 SLWGR 107.7227 618.3335 19.2138 2476 1 618.3335 ‐3.9425
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 418.2197 WGR 126.1776 418.2188 20.8852 1276 1 418.2188 ‐3.3265
NP_051039.1 photosystem II protein D1 Arabidopsis thaliana 541.7930 39050.6793 8 11.90 None 1268.5874 ANLGMEVMHER 162.6631 1268.5829 21.8872 11865 2 634.7951 ‐4.1940
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1252.7008 VINALANPIDGR 113365.5000 1252.6995 15.9918 289625 2 626.8534 ‐1.6780
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1252.7260 LIESPAPGIISR 35928.9300 1252.7247 24.4117 222690 2 626.8660 ‐1.6664
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1416.7845 IAQIPVSEAYLGR 47495.1700 1416.7832 26.8883 189067 2 708.8952 ‐1.2161
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 77477.3400 2273.2106 24.3743 178118 2 1137.1089 ‐2.7314
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1101.5535 EGIQEQLER 74676.2000 1101.5539 19.0600 161288 2 551.2806 ‐0.6681
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1604.8642 TNKPQFQEIIASTK 17245.9800 1604.8644 23.2972 150024 3 535.6263 ‐0.6510
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1209.6361 TLTAEAESFLK 38278.7100 1209.6363 29.6590 142093 2 605.3218 ‐0.5866
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1553.7383 EAYPGDVFYLHSR 32635.0900 1553.7376 26.2826 140907 3 518.5840 ‐1.3227
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1474.7860 ASSVAQVVTSLQER 46621.5400 1474.7857 27.3154 132068 2 737.8965 ‐0.2851
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1942.0604 EVTIVNTGTVLQVGDGIAR 121725.5000 1942.0589 31.0221 116224 2 971.5331 0.2710
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1030.5527 ADEISNIIR 63535.2000 1030.5531 24.0139 113522 2 515.7802 ‐0.8542
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1574.8061 EQHTLIIYDDLSK 20919.0200 1574.8056 26.4758 98454 3 525.6067 ‐1.1185
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 815.4621 ELIIGDR 39433.1200 815.4623 20.4148 40108 2 408.2348 ‐1.5040
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 777.4505 FLLQEK 3583.7360 777.4506 20.8867 17179 1 777.4506 0.6266
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 775.4825 FLVQLR 4275.1640 775.4816 16.5299 11689 1 775.4816 ‐0.6382
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 3611.7898 QSQSAPLTVEEQIMTIYTGT 1949.4610 3611.7700 23.8773 11320 3 1204.5949 ‐2.9422
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 2388.1605 LELAQFAELEAFSQFSSDLDK1075.5060 2388.1574 35.4659 1002 3 796.7240 ‐0.7985
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 876.5189 FLLQEKV 10914.9200 876.5185 16.3785 22730 2 438.7629 ‐2.0082
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1916.0382 MVTIRADEISNIIRER 1712.5760 1916.0330 19.3399 9013 3 639.3492 ‐2.9821
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1242.6662 ATQNQLARGQR 337.0111 1242.6693 25.3191 2763 2 621.8383 1.90
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 822.4257 FYLHSR 967.1111 822.4282 27.4697 21878 1 822.4282 3.77
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1190.5953 PGDVFYLHSR 14563.9500 1190.5951 26.2738 12395 2 595.8012 ‐0.9472
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 959.5156 DEISNIIR 298.6484 959.5148 22.8424 11004 2 480.2610 ‐2.2348
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 740.3461 YDDLSK 23383.8600 740.3458 26.4830 7772 1 740.3458 ‐0.0542
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 545.3042 QLER 79.0382 545.3029 16.7840 7744 1 545.3029 ‐2.9045
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 742.3842 ANPIDGR 2522.7380 742.3827 15.9952 7298 1 742.3827 ‐1.7509
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 515.3300 VQLR 99.4352 515.3304 16.5322 6992 1 515.3304 0.0462
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1244.6521 PQFQEIIASTK 128.7023 1244.6460 25.4330 4755 2 622.8266 ‐5.6291
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 909.4312 EGIQEQLE 169.1049 909.4333 16.8927 4697 1 909.4333 3.56
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 926.5054 ALANPIDGR 2411.0890 926.5048 15.9929 2934 1 926.5048 0.4680
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 918.4567 SVYEPLQT 834.5947 918.4559 23.2869 2413 1 918.4559 0.1343
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 729.4505 LLQEKV 4164.2850 729.4509 16.3757 2347 1 729.4509 0.7615
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 844.4312 TNKPQFQ 103.6127 844.4267 22.0703 2016 1 844.4267 ‐4.5091
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 931.5207 VVTSLQER 441.3441 931.5171 27.3085 1762 1 931.5171 ‐2.8112
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 957.4676 SVYEPLQTG 159.9984 957.4703 25.6219 1628 1 957.4703 3.76
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1482.7911 VNTGTVLQVGDGIAR 284.1404 1482.7996 31.8868 1608 2 741.9034 5.04
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1104.6048 IPVSEAYLGR 814.9612 1104.6028 26.8860 1580 1 1104.6028 ‐0.0067
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1021.5677 VINALANPID 311.3764 1021.5650 16.7969 1560 2 511.2861 ‐3.8744
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 973.4738 TNKPQFQE 496.1348 973.4674 23.3258 1410 1 973.4674 ‐5.3123
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 826.4781 EISNIIR 213.3190 826.4784 25.7092 1355 1 826.4784 1.0250



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1232.6634 QIPVSEAYLGR 169.5905 1232.6647 26.8737 1157 1 1232.6647 3.88
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1072.5819 AIDSMIPIGR 266.8078 1072.5838 24.6485 1149 2 536.7955 0.6130
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 892.4775 IAQIPVSEA 236.7394 892.4774 25.6024 926 2 446.7423 ‐1.5796
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1837.9079 YTGTNGYLDGLEIGQVR 348.6156 1837.9071 24.0111 875 2 919.4572 0.3543
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1261.6787 PQFQEIIASTK 351.2039 1261.6715 23.2870 870 1 1261.6715 ‐3.1906
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1139.6419 IESPAPGIISR 543.2001 1139.6401 24.4081 785 1 1139.6401 0.3897
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1535.7278 EAYPGDVFYLHSR 314.3970 1535.7290 26.2878 7806 3 512.5812 ‐0.0642
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1224.6556 ATQNQLARGQR 92.0203 1224.6625 23.9294 1009 2 612.8349 4.01
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 858.5084 FLLQEKV 192.0341 858.5062 17.1752 817 1 858.5062 ‐1.7572
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19751.8700 55385.3855 94 49.70 None 1899.0117 MVTIRADEISNIIRER 234.6919 1899.0158 17.8927 4020 2 950.0116 3.1277
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1252.7260 LIESPAPGIISR 29996.5500 1252.7247 24.4117 222690 2 626.8660 ‐1.5752
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1416.7845 IAQIPVSEAYLGR 74764.1600 1416.7832 26.8883 189067 2 708.8952 ‐1.1711
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1604.8642 TNKPQFQEIIASTK 20536.0500 1604.8644 23.2972 150024 3 535.6263 ‐0.6834
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1209.6361 TLTAEAESFLK 55186.8400 1209.6363 29.6590 142093 2 605.3218 ‐0.4832
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1553.7383 EAYPGDVFYLHSR 37944.2200 1553.7376 26.2826 140907 3 518.5840 ‐1.3328
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1474.7860 ASSVAQVVTSLQER 35249.4100 1474.7857 27.3154 132068 2 737.8965 ‐0.2564
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1942.0604 EVTIVNTGTVLQVGDGIAR 131373.2000 1942.0589 31.0206 115630 2 971.5331 0.1507
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1030.5527 ADEISNIIR 50803.2600 1030.5531 24.0139 113522 2 515.7802 ‐0.7003
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1574.8061 EQHTLIIYDDLSK 16678.8200 1574.8056 26.4758 98454 3 525.6067 ‐1.1378
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 2292.1718 TLTAEAESFLKEGIQEQLER 1308.0170 2292.1781 36.0341 23785 3 764.7309 2.08
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 777.4505 FLLQEK 6785.8370 777.4506 20.8867 17179 1 777.4506 0.7979
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 2388.1605 LELAQFAELEAFSQFSSDLDK388.5191 2388.1574 35.4659 1002 3 796.7240 ‐1.1719
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 822.4257 FYLHSR 858.2897 822.4282 27.4697 21878 1 822.4282 3.94
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1190.5953 PGDVFYLHSR 20769.7200 1190.5951 26.2738 12395 2 595.8012 ‐0.8385
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1164.6259 QFQEIIASTK 291.5394 1164.6270 21.9251 9829 2 582.8171 0.1665
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1026.5578 ESPAPGIISR 1846.4680 1026.5544 24.4147 8238 1 1026.5544 ‐1.6700
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 740.3461 YDDLSK 21045.3500 740.3458 26.4830 7772 1 740.3458 0.1167
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 894.4567 AEAESFLK 2930.7700 894.4529 29.6488 4376 1 894.4529 ‐3.1995
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 642.3933 PGIISR 318.2643 642.3953 24.4100 2177 1 642.3953 3.0755
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 931.5207 VVTSLQER 339.9324 931.5171 27.3085 1762 1 931.5171 ‐2.6385
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1482.7911 VNTGTVLQVGDGIAR 465.8901 1482.7996 31.8868 1608 2 741.9034 5.68
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1232.6634 QIPVSEAYLGR 233.9768 1232.6647 26.8737 1157 1 1232.6647 3.43
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1261.6787 PQFQEIIASTK 404.9447 1261.6715 23.2870 870 1 1261.6715 ‐3.0149
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 12738.4600 55385.3855 94 49.70 None 1012.5422 ADEISNIIR 248.0874 1012.5428 24.0209 1035 2 506.7751 ‐0.4325
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1252.7008 VINALANPIDGR 130754.5000 1252.6995 15.9918 289625 2 626.8534 ‐1.8130
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 111826.6000 2273.2106 24.3743 178118 2 1137.1089 ‐2.2143
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1942.0604 EVTIVNTGTVLQVGDGIAR 4007.1330 1942.0580 18.5665 13392 2 971.5326 0.1152
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 775.4825 FLVQLR 5021.3480 775.4816 16.5299 11689 1 775.4816 ‐0.7436
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 3611.7898 QSQSAPLTVEEQIMTIYTGT 4040.6680 3611.7700 23.8773 11320 3 1204.5949 ‐1.8048
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1604.8642 TNKPQFQEIIASTK 3910.9430 1604.8666 15.3662 10018 3 535.6271 0.6623
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 Carbamidomethyl+C(18) 2804.4611 TAVATDTILNQQGQNVICVY421.1864 2804.4260 20.4602 1149 2 1402.7166 ‐8.5400
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 876.5189 FLLQEKV 15666.2400 876.5185 16.3785 22730 2 438.7629 ‐2.3836
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1916.0382 MVTIRADEISNIIRER 1061.8370 1916.0330 19.3399 9013 3 639.3492 ‐2.8411
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 742.3842 ANPIDGR 8146.4850 742.3827 15.9952 7298 1 742.3827 ‐1.8601
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 515.3300 VQLR 130.5369 515.3304 16.5322 6992 1 515.3304 ‐0.0892
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 671.3471 NPIDGR 1998.8090 671.3476 15.9874 6837 1 671.3476 0.6145
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 888.4608 DSMIPIGR 541.6918 888.4578 24.3759 6422 1 888.4578 ‐2.4789
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1153.6324 INALANPIDGR 323.0770 1153.6369 17.1531 5844 2 577.3221 2.46
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 628.4141 LVQLR 356.9357 628.4144 16.5290 5021 1 628.4144 0.2603
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 1831.9510 SVYEPLQTGLIAIDSMI 906.4169 1831.9458 23.2603 3468 2 916.4765 ‐1.8505
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 926.5054 ALANPIDGR 1824.9520 926.5048 15.9929 2934 1 926.5048 0.3799
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 729.4505 LLQEKV 3647.9170 729.4509 16.3757 2347 1 729.4509 0.6508
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 957.4676 SVYEPLQTG 127.3133 957.4703 25.6219 1628 1 957.4703 3.31
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9751.9780 55385.3855 94 49.70 None 858.5084 FLLQEKV 163.5807 858.5062 17.1752 817 1 858.5062 ‐1.8530
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 1547.6900 AAEDPEFETFYTK 41353.0200 1547.6910 26.5739 31204 2 774.3491 0.6889
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 2591.2711 AWMAAQDQPHENLIFPEEV3828.0710 2591.2685 33.8585 27272 3 864.4277 ‐0.1750
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 1041.6051 NILLNEGIR 6571.9840 1041.6065 24.6678 16195 2 521.3069 0.1714
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 2029.9284 AFNPTQAEETYSMVTANR 1871.3320 2029.9235 28.5120 15137 2 1015.4654 ‐1.1407
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 1594.7682 DLFDIMDDWLRR 267.7228 1594.7423 34.2874 3163 2 797.8748 ‐16.0544
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 2033.5730 39775.7263 6 17.56 None 588.3100 NEGIR 92.5425 588.3124 25.3035 3332 1 588.3124 3.07
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1415.7125 TNPTTSNPEVSIR 144875.1000 1415.7121 18.7971 410487 2 708.3597 ‐0.5453
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1517.7442 ESGVINEQNLAESK 185448.2000 1517.7438 19.9679 409616 2 759.3755 ‐0.2642
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 2061.0321 GIYPAVDPLDSTSTMLQPR 146820.7000 2061.0290 32.6193 337763 2 1031.0181 ‐0.2153
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 2296.0948 MPSAVGYQPTLSTEMGTLQ74462.0600 2296.0989 29.2974 332520 2 1148.5531 3.89
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1955.0233 IFNVLGEPVDNLGPVDTR 60468.5500 1955.0228 19.5615 320281 2 978.0151 0.8478
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1630.8071 IVGEEHYETAQQVK 162648.1000 1630.8088 16.8649 318472 3 544.2744 0.3009
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1601.8104 VALVYGQMNEPPGAR 120417.0000 1601.8106 23.9830 313856 2 801.4089 0.2782
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 975.5622 IGLFGGAGVGK 93558.9900 975.5617 16.7830 275002 2 488.2845 ‐1.8343
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1433.7747 FVQAGSEVSALLGR 151119.4000 1433.7743 18.2179 261911 2 717.3908 ‐0.4605
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 2142.0682 GMDVVDMGNPLSVPVGGA116535.8000 2142.0664 19.7037 234851 2 1071.5368 0.6764
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1191.6256 SAPAFIELDTK 31567.5600 1191.6254 26.6605 218834 2 596.3163 ‐0.9354
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1007.5772 LSIFETGIK 106920.5000 1007.5765 17.6259 215630 2 504.2919 ‐1.8656
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1735.0153 IAQIIGPVLDVAFPPGK 93544.0900 1735.0119 20.9822 213835 2 868.0096 ‐1.4183
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1471.7614 VGLTALTMAEYFR 119398.6000 1471.7610 20.7563 194225 2 736.3841 ‐0.3748



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1261.6973 MPNIYNALVVK 81564.1300 1261.6992 18.6422 176091 2 631.3532 0.8560
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1471.8553 TVLIMELINNIAK 140196.7000 1471.8522 23.9408 172382 2 736.4297 ‐2.2245
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNN73124.9500 2401.1771 37.8419 160801 3 801.0639 0.3034
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1045.6041 VVDLLAPYR 37782.5700 1045.6028 17.7996 147365 2 523.3051 ‐2.3268
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1077.5609 AVAMSATEGLK 95574.6900 1077.5611 19.2695 121955 2 539.2842 ‐0.9088
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1233.6620 AVAMSATEGLKR 45766.5600 1233.6619 17.5488 87148 2 617.3346 ‐0.7702
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1229.5177 EGNDLYMEMK 96540.2600 1229.5172 23.0418 83415 2 615.2622 ‐1.0814
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1949.9967 DVNEQDVLLFIDNIFR 66056.3100 1949.9905 25.5485 75918 2 975.4989 ‐2.1549
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1486.6665 TREGNDLYMEMK 42123.2400 1486.6683 21.0025 75583 3 496.2276 0.2966
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 3258.6205 GFNLILSGEFDSLPEQAFYLV1721.8500 3258.6054 25.4625 35145 3 1086.8733 ‐2.7064
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLG12115.3400 2614.2998 20.2861 32754 3 872.1048 0.7157
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1201.7052 VVDLLAPYRR 9840.9220 1201.7058 16.3777 28291 2 601.3565 ‐0.2699
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1328.6706 AHGGVSVFGGVGER 16351.9700 1328.6720 14.5601 8846 2 664.8396 0.6044
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 3842.9811 KGSITSIQAVYVPADDLTDPA19077.4700 3842.9815 20.1204 66407 4 961.5008 2.0289
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1309.7515 IGPVLDVAFPPGK 389.2283 1309.7595 19.1039 29706 2 655.3834 5.81
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 587.3188 SAPAFI 104.9421 587.3215 25.0080 23311 1 587.3215 4.90
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 894.4931 SIFETGIK 2273.7980 894.4934 17.6291 20356 1 894.4934 1.49
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 692.3726 FGGAGVGK 6956.5000 692.3731 16.7808 16526 1 692.3731 0.8797
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1493.7127 GMDVVDMGNPLSVPV 325.5542 1493.7065 18.4256 12289 3 498.5737 ‐5.0749
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1102.6368 VDLLAPYRR 2069.0660 1102.6352 16.3749 7637 2 551.8212 ‐2.4334
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1563.8013 VLGEPVDNLGPVDTR 188.4014 1563.8100 18.6136 6437 3 521.9415 4.28
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 602.3620 EGLKR 105.2981 602.3635 17.6863 6185 1 602.3635 2.1714
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 705.3777 SATEGLK 7076.1680 705.3740 19.2748 5859 1 705.3740 ‐5.2012
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 807.4611 IFETGIK 6035.5880 807.4605 17.6250 5810 1 807.4605 ‐0.1424
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 805.4567 LFGGAGVGK 1258.9720 805.4535 16.7858 5275 1 805.4535 ‐3.2973
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 865.4666 FIELDTK 421.3624 865.4644 26.6587 5080 1 865.4644 ‐1.7106
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 988.5422 GSEVSALLGR 3350.4800 988.5400 18.2216 4682 1 988.5400 ‐0.9017
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1301.6696 GVINEQNLAESK 382.2382 1301.6697 19.8233 4673 2 651.3385 ‐0.4227
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 701.2997 YMEMK 876.1284 701.3000 20.9990 4465 1 701.3000 0.6134
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 795.3632 TNPTTSNP 4376.6650 795.3638 18.8337 4443 1 795.3638 1.29
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1209.5205 TREGNDLYME 213.6413 1209.5280 20.1332 4175 2 605.2676 5.37
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1286.7063 VQAGSEVSALLGR 510.1610 1286.7080 17.1623 3839 2 643.8576 0.7266
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 416.2140 AESK 118.6715 416.2130 19.5618 3769 1 416.2130 ‐3.3852
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1481.7594 LGEPVDNLGPVDTR 524.4244 1481.7576 19.5605 3506 1 1481.7576 2.1596
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 740.3686 NEPPGAR 157.4995 740.3662 21.3066 3494 1 740.3662 ‐2.9108
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1196.6674 GPVLDVAFPPGK 992.3377 1196.6606 20.9923 3409 1 1196.6606 ‐3.4882
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1264.6202 LSTEMGTLQER 294.4873 1264.6228 29.8916 3286 2 632.8151 1.14
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 785.4880 LINNIAK 525.4241 785.4878 24.5150 3243 1 785.4878 0.2390
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 774.4468 ATEGLKR 476.2040 774.4471 17.5489 2548 1 774.4471 0.7761
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1271.7392 LIMELINNIAK 1271.7630 1271.7334 23.9432 2498 1 1271.7334 ‐2.0097
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1201.5419 YGQMNEPPGAR 312.2259 1201.5413 21.0413 2302 2 601.2743 ‐1.2068
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1033.6041 NIYNALVVK 3460.9230 1033.6054 18.6521 2235 1 1033.6054 2.87
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1041.5687 AGSEVSALLGR 714.5650 1041.5732 17.5208 2234 2 521.2902 3.1219
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 963.4564 EMGTLQER 144.2869 963.4586 31.9571 1898 1 963.4586 3.08
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1083.5292 ALTMAEYFR 211.6787 1083.5334 20.3448 1860 1 1083.5334 5.46
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 797.4152 NPEVSIR 193.9314 797.4159 18.8899 1816 1 797.4159 1.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 619.3562 LAPYR 158.1893 619.3569 19.0068 1811 1 619.3569 0.8308
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 574.2944 GGVGER 1421.8920 574.2961 14.5611 1803 1 574.2961 2.59
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1372.6929 GLTALTMAEYFR 415.5999 1372.6844 20.7659 1731 1 1372.6844 ‐3.2733
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 664.3413 DNIFR 74.7926 664.3451 25.4328 1660 1 664.3451 5.59
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1431.7049 LVYGQMNEPPGAR 219.9346 1431.7133 21.6654 1576 2 716.3603 5.59
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 Carbamidomethyl+C(11) 1923.9481 DTLGQEINVTCEVQQLL 332.8204 1923.9524 39.2930 1537 2 962.4798 3.30
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 608.3151 AHGGVSV 1670.8320 608.3169 14.5686 1235 1 608.3169 2.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1223.5903 TNPTTSNPEVSI 365.7844 1223.5886 17.8862 1216 1 1223.5886 1.0044
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1100.4751 GNDLYMEMK 564.9937 1100.4708 23.0633 1078 1 1100.4708 ‐2.0811
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1371.6387 ESGVINEQNLAES 530.1315 1371.6311 18.7325 1012 2 686.3192 ‐5.8917
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1103.5691 TTSNPEVSIR 343.4450 1103.5691 17.6482 808 1 1103.5691 1.80
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1453.7508 VGLTALTMAEYFR 554.2162 1453.7469 21.0771 13265 2 727.3771 ‐2.8308
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1397.7019 TNPTTSNPEVSIR 307.8687 1397.6985 17.2561 3123 3 466.5710 ‐3.5376
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1453.8447 TVLIMELINNIAK 254.1738 1453.8393 24.0177 1295 3 485.2846 ‐4.7293
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1499.7336 ESGVINEQNLAESK 219.1922 1499.7250 19.7917 1116 1 1499.7250 ‐2.2977
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 989.5666 LSIFETGIK 284.2189 989.5701 17.6292 920 2 495.2887 2.22
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 67362.7700 53990.9783 156 78.11 None 1468.6559 TREGNDLYMEMK 281.5583 1468.6484 18.9390 917 2 734.8278 ‐5.2265
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 2061.0321 GIYPAVDPLDSTSTMLQPR 154131.5000 2061.0290 32.6193 337763 2 1031.0181 ‐0.3518
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 2296.0948 MPSAVGYQPTLSTEMGTLQ82007.5200 2296.0989 29.2974 332520 2 1148.5531 3.61
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1601.8104 VALVYGQMNEPPGAR 156621.9000 1601.8106 23.9830 313856 2 801.4089 0.2710
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1191.6256 SAPAFIELDTK 53127.2500 1191.6254 26.6605 218834 2 596.3163 ‐0.8270
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNN64639.6700 2401.1771 37.8419 160801 3 801.0639 ‐0.0758
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1077.5609 AVAMSATEGLK 86870.8300 1077.5611 19.2695 121955 2 539.2842 ‐0.7682
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1233.6620 AVAMSATEGLKR 65161.6300 1233.6619 17.5488 87148 2 617.3346 ‐0.6736
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1328.6706 AHGGVSVFGGVGER 3037.2930 1328.6697 21.2647 29830 2 664.8385 ‐1.0152
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1630.8071 IVGEEHYETAQQVK 6700.4890 1630.8095 16.7576 18641 3 544.2747 0.6967
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1415.7125 TNPTTSNPEVSIR 10097.5500 1415.7126 18.6754 12042 2 708.3600 ‐0.1130
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 2142.0682 GMDVVDMGNPLSVPVGGA1295.4140 2142.0576 31.6084 1506 2 1071.5325 ‐3.5689



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1033.5564 PAFIELDTK 493.4221 1033.5580 26.5868 31924 2 517.2826 0.4544
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1063.5565 AMSATEGLKR 18858.2300 1063.5569 17.5461 26703 2 532.2821 ‐0.5265
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 587.3188 SAPAFI 129.6861 587.3215 25.0080 23311 1 587.3215 4.85
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 861.4789 SATEGLKR 21419.1300 861.4781 17.5487 10066 1 861.4781 0.0771
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 865.4666 FIELDTK 2141.0930 865.4644 26.6587 5080 1 865.4644 ‐1.5386
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 992.5193 MSATEGLKR 2047.7290 992.5194 17.5488 5054 2 496.7634 ‐1.0119
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 740.3686 NEPPGAR 102.2484 740.3662 21.3066 3494 1 740.3662 ‐2.7399
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 774.4468 ATEGLKR 495.6017 774.4471 17.5489 2548 1 774.4471 0.9473
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 460.2514 VGER 80.4849 460.2519 21.3165 2082 1 460.2519 0.3825
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 Carbamidomethyl+C(11) 1924.9321 DTLGQEINVTCEVQQLL 270.3370 1924.9221 36.5923 1627 2 962.9647 ‐4.3190
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1460.7050 DPLDSTSTMLQPR 473.3790 1460.7006 32.6236 1606 1 1460.7006 0.4979
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1200.6219 PTTSNPEVSIR 367.7795 1200.6240 17.6275 1584 2 600.8156 1.1009
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 Carbamidomethyl+C(11) 1923.9481 DTLGQEINVTCEVQQLL 180.0758 1923.9524 39.2930 1537 2 962.4798 3.1251
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 1710.8367 PAVDPLDSTSTMLQPR 240.0776 1710.8261 34.4354 1099 2 855.9167 ‐5.7658
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 22039.0200 53990.9783 156 78.11 None 952.4734 DTLGQEINV 78.8659 952.4673 40.2690 838 1 952.4673 ‐5.0599
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1955.0233 IFNVLGEPVDNLGPVDTR 53428.1800 1955.0228 19.5615 320281 2 978.0151 1.1616
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 975.5622 IGLFGGAGVGK 92986.2100 975.5617 16.7830 275002 2 488.2845 ‐2.1463
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1433.7747 FVQAGSEVSALLGR 161749.4000 1433.7743 18.2179 261911 2 717.3908 ‐0.4798
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2142.0682 GMDVVDMGNPLSVPVGGA142000.7000 2142.0664 19.7037 234851 2 1071.5368 1.1097
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1007.5772 LSIFETGIK 82503.5500 1007.5765 17.6259 215630 2 504.2919 ‐2.1572
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1735.0153 IAQIIGPVLDVAFPPGK 113761.9000 1735.0119 20.9822 213835 2 868.0096 ‐1.2451
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1471.7614 VGLTALTMAEYFR 128960.8000 1471.7610 20.7563 194225 2 736.3841 ‐0.3698
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1261.6973 MPNIYNALVVK 54201.6800 1261.6992 18.6422 176091 2 631.3532 0.7268
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1471.8553 TVLIMELINNIAK 99318.2400 1471.8522 23.9408 172382 2 736.4297 ‐2.2194
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1045.6041 VVDLLAPYR 36472.4900 1045.6028 17.7996 147365 2 523.3051 ‐2.5942
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1949.9967 DVNEQDVLLFIDNIFR 95818.9500 1949.9905 25.5485 75918 2 975.4989 ‐1.8443
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 3258.6205 GFNLILSGEFDSLPEQAFYLV3218.0390 3258.6054 25.4625 35145 3 1086.8733 ‐1.7765
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLG6096.9300 2614.2998 20.2861 32754 3 872.1048 1.70
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2061.0321 GIYPAVDPLDSTSTMLQPR 7744.2060 2061.0283 19.2682 29662 2 1031.0178 ‐0.1452
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1201.7052 VVDLLAPYRR 10009.3700 1201.7058 16.3777 28291 2 601.3565 ‐0.4374
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2462.2661 YKELQDIIAILGLDELSEEDR 6095.4400 2462.2613 23.2629 20310 3 821.4253 ‐0.8492
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1601.8104 VALVYGQMNEPPGAR 22486.1500 1601.8087 15.6257 20019 2 801.4080 ‐0.8257
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2171.1078 ELQDIIAILGLDELSEEDR 6743.5580 2171.0970 23.8411 14563 2 1086.0522 ‐2.9042
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1328.6706 AHGGVSVFGGVGER 17769.7200 1328.6720 14.5601 8846 2 664.8396 0.5179
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1191.6256 SAPAFIELDTK 14945.3300 1191.6266 16.9452 8833 2 596.3169 ‐0.0967
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2711.4462 ELQDIIAILGLDELSEEDRLTV17537.5200 2711.4369 23.5716 67900 3 904.4838 ‐1.7793
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 3842.9811 KGSITSIQAVYVPADDLTDPA8656.8510 3842.9815 20.1204 66407 4 961.5008 2.67
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 3002.6045 YKELQDIIAILGLDELSEEDRL 5847.2970 3002.5948 23.0328 24653 3 1001.5365 ‐0.9039
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2501.3068 GLAAKGIYPAVDPLDSTSTM760.8071 2501.3075 19.5308 12318 3 834.4407 1.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 Oxidation+M(23) 2812.3141 AHGGVSVFGGVGERTREGN454.8436 2812.3056 18.5371 1456 3 938.1067 ‐1.1323
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1309.7515 IGPVLDVAFPPGK 127.3330 1309.7595 19.1039 29706 2 655.3834 5.96
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 692.3726 FGGAGVGK 5776.5590 692.3731 16.7808 16526 1 692.3731 0.7647
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 715.4461 VSALLGR 421.4486 715.4456 17.6875 14036 1 715.4456 ‐0.5915
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 545.3042 GGAGVGK 12658.7200 545.3029 16.7840 7744 1 545.3029 ‐3.0401
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1187.6379 QAGSEVSALLGR 2254.8930 1187.6311 18.2213 7383 1 1187.6311 ‐3.5605
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1148.6310 KGSITSIQAVY 151.1334 1148.6363 20.7892 6066 2 574.8218 3.54
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 805.4567 LFGGAGVGK 1093.5940 805.4535 16.7858 5275 1 805.4535 ‐3.3993
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1182.6113 PVDNLGPVDTR 131.6684 1182.6085 19.2518 5023 1 1182.6085 ‐0.3131
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1481.7594 LGEPVDNLGPVDTR 445.5154 1481.7626 18.4794 4849 2 741.3849 2.0412
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 988.5422 GSEVSALLGR 3670.2460 988.5400 18.2216 4682 1 988.5400 ‐0.9826
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 732.4403 LLAPYR 96.2811 732.4425 17.8107 2969 1 732.4425 3.26
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1368.6754 GEPVDNLGPVDTR 334.3280 1368.6731 19.5620 2807 1 1368.6731 1.60
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1271.7392 LIMELINNIAK 755.6125 1271.7334 23.9432 2498 1 1271.7334 ‐2.0580
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 587.3148 PVDTR 121.4175 587.3158 19.5480 2478 1 587.3158 1.69
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1315.6021 GMDVVDMGNPLSV 368.6624 1315.5997 18.1524 2242 1 1315.5997 0.8169
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1033.6041 NIYNALVVK 1346.4930 1033.6054 18.6521 2235 1 1033.6054 2.30
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 Carbamidomethyl+C(1) 1330.6532 CEVQQLLGNNR 364.0306 1330.6459 20.9377 1935 1 1330.6459 ‐2.7896
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1083.5292 ALTMAEYFR 157.1283 1083.5334 20.3448 1860 1 1083.5334 5.47
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 574.2944 GGVGER 1420.6470 574.2961 14.5611 1803 1 574.2961 2.74
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1727.8633 PAVDPLDSTSTMLQPR 189.3110 1727.8690 20.9648 1592 2 864.4381 3.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1033.5564 PAFIELDTK 145.5519 1033.5624 16.1702 1246 2 517.2848 4.54
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 608.3151 AHGGVSV 1329.1110 608.3169 14.5686 1235 1 608.3169 2.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1170.6113 QAGSEVSALLGR 415.0117 1170.6085 18.2084 1219 1 1170.6085 ‐0.3584
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 1730.8272 GFNLILSGEFDSLPEQ 279.1794 1730.8357 23.6343 871 2 865.9215 5.87
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 Carbamidomethyl+C(13) 2596.2897 GRDTLGQEINVTCEVQQLLG143.6140 2596.2783 20.8200 1506 2 1298.6428 ‐1.0396
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 989.5666 LSIFETGIK 237.0510 989.5701 17.6292 920 2 495.2887 1.91
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2044.0056 GIYPAVDPLDSTSTMLQPR 430.8557 2043.9966 19.1512 2218 3 682.0037 ‐4.2355
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 34066.9700 53990.9783 156 78.11 None 2484.2803 GLAAKGIYPAVDPLDSTSTM488.7974 2484.2717 19.4870 2214 3 828.7621 ‐2.3179
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1228.6532 DLAVEGNEIIR 261594.2000 1228.6528 25.3655 5143408 2 614.8301 ‐1.0021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1407.6678 LTYYTPEYETK 274492.4000 1407.6680 22.0768 4467516 2 704.3377 ‐0.1343
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1465.7546 TFQGPPHGIQVER 118783.2000 1465.7554 20.3197 3727587 3 489.2566 ‐0.4880
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1021.5313 DTDILAAFR 112032.2000 1021.5321 31.0500 2668067 2 511.2697 ‐0.4398
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 229410.1000 1546.7354 31.2358 2535577 2 773.8713 ‐0.2699
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 2169.9870 GGLDFTKDDENVNSQPFMR299336.0000 2169.9839 26.9018 2524922 3 723.9995 ‐1.2719



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 2270.1299 ESTLGFVDLLRDDYVEKDR 336932.0000 2270.1291 33.4747 1844185 3 757.3812 ‐0.0456
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 3854.8719 VTPQPGVPPEEAGAAVAAE514903.8000 3854.8583 39.4917 1546343 3 1285.6243 ‐0.6062
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1447.7652 LSGGDHIHAGTVVGK 169165.0000 1447.7672 15.8939 1461964 3 483.2606 0.3223
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(5) 910.4452 AVYECLR 73534.4100 910.4455 17.7412 1352481 2 455.7264 ‐1.0934
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1249.6787 ESTLGFVDLLR 252754.6000 1249.6800 20.4269 1325163 2 625.3436 0.3758
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 236368.7000 1950.9148 19.9426 1149879 3 650.9764 ‐0.8678
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 190050.6000 1261.6305 18.7955 823156 2 631.3189 0.8610
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANT210547.0000 3038.4465 19.8936 645902 4 760.3671 ‐0.7345
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1999.0019 ESTLGFVDLLRDDYVEK 59740.1400 1998.9990 34.9306 428425 3 667.0045 ‐1.5362
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1451.6220 DDENVNSQPFMR 275208.2000 1451.6218 21.2823 372456 2 726.3145 ‐0.3124
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1187.6644 DNGLLLHIHR 71449.4100 1187.6655 22.2103 311604 2 594.3364 0.1710
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 82768.0200 1502.8516 13.6675 174025 3 501.6221 ‐0.6459
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1324.6783 EITFNFPTIDK 39030.3800 1324.6820 19.1293 160436 2 662.8446 2.82
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 147700.5000 1116.5845 13.5969 159130 2 558.7959 0.3511
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1819.9549 LEGDRESTLGFVDLLR 23487.3700 1819.9589 19.6458 105332 3 607.3245 1.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 116883.6000 1794.8179 14.3613 62150 3 598.9442 1.1797
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 2569.2780 LEGDRESTLGFVDLLRDDYV 2013.3350 2569.2789 33.9937 21853 4 643.0752 ‐0.1686
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 912.4720 AMHAVIDR 19570.5900 912.4732 14.6202 5538 2 456.7402 ‐0.1480
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 1650.6120 1716.8577 32.8646 4268 2 858.9325 0.0051
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYP2064.2850 5115.3907 25.7066 6945 3 1705.8017 ‐6.0602
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1866.9120 EITFNFPTIDKLDGQE 408779.3000 1866.9086 35.0614 5159152 2 933.9579 ‐0.9646
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1415.7893 LEDLRIPPAYTK 4136.2340 1415.7908 23.9054 17616 3 472.6018 ‐0.0389
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTC2136.2720 2894.3900 21.9435 7875 4 724.3530 4.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1827.8687 EYKLTYYTPEYETK 299.1476 1827.8788 28.6433 6788 2 914.4430 6.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 577.3457 LAAFR 3642.9840 577.3456 31.0474 127129 1 577.3456 ‐0.4028
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 958.5945 GLLLHIHR 1971.8550 958.5966 22.2209 27638 2 479.8020 0.8666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 932.5564 LGFVDLLR 231.0152 932.5568 20.4274 16464 1 932.5568 1.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 550.2806 PFMR 5008.0960 550.2803 26.9020 13020 1 550.2803 ‐0.9832
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 675.4049 LHIHR 89.0789 675.4058 22.2180 12343 1 675.4058 1.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 762.4509 FVDLLR 1302.9540 762.4507 20.4289 10801 1 762.4507 0.1614
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 788.4890 LLHIHR 802.7482 788.4913 22.2192 10383 1 788.4913 3.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 629.3141 DTDILA 1055.7300 629.3141 31.0446 10145 1 629.3141 ‐0.1109
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 678.3392 QPFMR 101.6252 678.3364 27.0513 9442 1 678.3364 ‐4.0986
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 25216.7900 1339.7881 13.6687 9304 3 447.2676 ‐1.0078
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1389.6573 LTYYTPEYETK 488.5662 1389.6605 29.8684 8072 2 695.3339 2.0137
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 560.3402 GTVVGK 1136.6400 560.3414 15.8858 7833 1 560.3414 1.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(1) 448.2337 CLR 89.1956 448.2335 17.7373 7091 1 448.2335 ‐1.4495
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 805.9333 1123.5284 20.6795 5128 2 562.2678 3.74
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1089.5800 GPPHGIQVER 328.3621 1089.5835 18.8461 4884 2 545.2954 2.1826
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 968.4585 GHYLNATAGT 146.9337 968.4523 21.9696 4793 1 968.4523 ‐5.1502
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1120.6361 STLGFVDLLR 1911.0310 1120.6337 20.4261 4561 1 1120.6337 ‐0.2482
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1334.6811 SGGDHIHAGTVVGK 218.6511 1334.6906 16.6622 4080 3 445.5684 5.74
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1172.6171 GDHIHAGTVVGK 204.3430 1172.6114 16.6989 3991 2 586.8093 ‐5.6941
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 550.2806 PFMR 3873.1170 550.2808 21.2848 3987 1 550.2808 ‐0.1889
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 978.4826 VNSQPFMR 465.3907 978.4810 21.2848 3932 1 978.4810 ‐0.3306
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1000.5422 AVEGNEIIR 226.5131 1000.5476 25.7521 3861 2 500.7775 4.1827
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 828.3734 DLAVEGNE 1916.6370 828.3755 25.3770 3815 1 828.3755 3.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 567.2522 LSGGDH 1594.2290 567.2522 15.8935 3735 1 567.2522 ‐0.3351
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 586.3923 TIKPK 788.8322 586.3932 13.6674 3390 1 586.3932 1.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 927.4431 LSGGDHIHAG 186.8625 927.4422 16.0365 3290 2 464.2247 ‐2.4686
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(1) 721.3338 CEVWK 135.9985 721.3348 31.2375 3248 1 721.3348 1.13
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 901.5730 LLLHIHR 420.4628 901.5734 23.0236 3130 2 451.2903 ‐1.0910
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 587.3300 YGRPL 196.2879 587.3305 13.6639 3084 1 587.3305 0.4517
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1464.7329 TTVWTDGLTSLDR 329.1680 1464.7269 39.4970 2769 1 1464.7269 ‐0.7863
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(4) 1176.5500 AGTCEEMIKR 780.1511 1176.5572 19.9322 2707 2 588.7823 5.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1249.6787 ESTLGFVDLLR 135.8631 1249.6867 18.7429 2688 2 625.3470 5.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(1) 746.4230 CTIKPK 1052.2170 746.4211 13.6711 2521 1 746.4211 ‐2.2046
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(24) 2796.3233 GVPIVMHDYLTGGFTANTS 347.1831 2796.3364 21.3386 2485 3 932.7837 5.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1620.7136 GGLDFTKDDENVNSQ 792.5290 1620.7170 24.8059 2453 2 810.8621 2.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 867.4108 GHYLNATAG 185.6677 867.4070 19.3939 2443 1 867.4070 ‐3.5029
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 573.3355 AVIDR 2309.0480 573.3373 14.6182 2442 1 573.3373 2.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1018.5792 HIHAGTVVGK 307.2950 1018.5792 17.1935 2403 2 509.7932 ‐1.2416
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 503.3188 TVVGK 125.7174 503.3197 15.8925 2257 1 503.3197 1.0609
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 902.3486 DDENVNSQ 1037.9040 902.3506 21.2769 2210 1 902.3506 3.20
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1075.5670 ESTLGFVDLL 234.3064 1075.5645 19.1336 2152 2 538.2859 ‐3.4320
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1072.5534 GPPHGIQVER 131.6221 1072.5474 22.3852 2012 1 1072.5474 ‐3.9225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 950.4618 EITFNFPT 281.8625 950.4631 35.3854 1948 1 950.4631 2.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 830.4367 EGNEIIR 234.4688 830.4376 26.7716 1900 1 830.4376 1.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 876.4421 DGLTSLDR 468.3020 876.4406 39.5005 1840 1 876.4406 ‐0.9161
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1133.6062 DHIHAGTVVGK 191.6344 1133.6047 17.5644 1834 2 567.3060 ‐2.2377
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(5) 736.3335 AVYECL 660.5876 736.3344 17.7381 1780 1 736.3344 1.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 757.4355 YGRPLLG 163.2510 757.4352 13.6599 1660 1 757.4352 ‐0.0414
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1909.9290 TGTWTTVWTDGLTSLDR 349.6484 1909.9191 41.6281 1652 2 955.4632 ‐4.2718
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 585.2780 GHYLN 1325.5880 585.2780 13.6149 1601 1 585.2780 ‐0.3786



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1284.7350 965.4502 22.7791 1582 1 965.4502 ‐3.0855
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 748.3512 PEYETK 88.2582 748.3533 21.4177 1571 1 748.3533 3.1277
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 679.3774 VTPQPGV 717.5488 679.3752 39.4964 1487 1 679.3752 ‐3.1173
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1877.7840 967.4260 14.3612 1381 1 967.4260 4.99
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(12) 1470.7370 AVEGNEIIREACK 204.8330 1470.7437 35.4219 1337 2 735.8755 4.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1113.6262 LAVEGNEIIR 567.3297 1113.6288 25.3733 1308 2 557.3180 1.44
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 434.2034 TFQG 78.2471 434.2031 20.3986 1205 1 434.2031 ‐1.7777
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1190.6276 GDHIHAGTVVGK 182.1166 1190.6331 16.6863 1146 2 595.8202 3.08
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1414.6961 SQAETGEIKGHYL 165.3034 1414.6889 21.9758 1063 2 707.8481 ‐5.3298
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 1741.8750 1038.4582 14.3593 1029 1 1038.4582 0.3370
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1247.6491 GGDHIHAGTVVGK 260.3885 1247.6543 17.7960 948 2 624.3308 3.44
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(4) 946.4775 LEACVQAR 103.6952 946.4798 16.9472 936 1 946.4798 3.11
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1650.8122 WTTVWTDGLTSLDR 375.2511 1650.8085 37.3052 914 2 825.9079 ‐1.9370
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1262.6263 FPTIDKLDGQE 120.0156 1262.6330 35.6002 903 2 631.8201 4.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 2327.1514 GDRESTLGFVDLLRDDYVEK357.4272 2327.1385 34.8980 876 3 776.3843 ‐5.1217
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 757.3628 GHYLNAT 205.2460 757.3626 13.6076 865 1 757.3626 0.1943
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1221.5681 ENVNSQPFMR 237.0669 1221.5719 29.7370 860 2 611.2896 2.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1291.6430 TFQGPPHGIQVE 242.0580 1291.6358 18.9825 796 1 1291.6358 ‐2.9388
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(2) 1048.4914 TCEEMIKR 333.4718 1048.4898 20.0001 792 1 1048.4898 0.0277
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1429.7546 LSGGDHIHAGTVVGK 479.0141 1429.7584 14.7105 8809 3 477.2577 1.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 339.0038 1932.8964 20.9046 5877 3 644.9703 ‐4.9357
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 395.2241 1776.8073 14.3629 2283 3 592.9406 1.1534
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1809.8582 EYKLTYYTPEYETK 301.8562 1809.8606 30.1710 994 2 905.4339 2.0684
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1397.7787 LEDLRIPPAYTK 628.4388 1397.7867 25.5213 768 2 699.3970 5.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1170.6378 DNGLLLHIHR 235.6673 1170.6437 22.2214 7162 3 390.8861 3.82
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 1434.5954 DDENVNSQPFMR 437.8051 1434.5974 21.2906 3116 2 717.8023 1.1703
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  216410.5000 53468.3747 291 71.82 None 2152.9604 GGLDFTKDDENVNSQPFMR382.9949 2152.9647 25.2438 1982 2 1076.9860 3.78
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1407.6678 LTYYTPEYETK 270431.2000 1407.6680 22.0766 4464879 2 704.3377 ‐0.0874
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1465.7546 TFQGPPHGIQVER 214875.3000 1465.7554 20.3193 3723897 3 489.2566 ‐0.4584
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1021.5313 DTDILAAFR 72385.5900 1021.5321 31.0499 2667263 2 511.2697 ‐0.2841
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 389848.1000 1546.7354 31.2356 2534422 2 773.8713 ‐0.2630
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 2169.9870 GGLDFTKDDENVNSQPFMR315367.7000 2169.9839 26.9018 2524922 3 723.9995 ‐1.5503
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 2270.1299 ESTLGFVDLLRDDYVEKDR 412905.6000 2270.1291 33.4747 1844185 3 757.3812 ‐0.3677
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 3854.8719 VTPQPGVPPEEAGAAVAAE490667.5000 3854.8582 39.4900 1527793 3 1285.6242 ‐1.6546
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1447.7652 LSGGDHIHAGTVVGK 198701.1000 1447.7672 15.8939 1461964 3 483.2606 0.3583
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 91779.5000 1116.5831 19.7393 1370463 2 558.7952 ‐0.7556
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(5) 910.4452 AVYECLR 142211.7000 910.4455 17.7412 1352481 2 455.7264 ‐0.9057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 321994.9000 1950.9148 19.9426 1149879 3 650.9764 ‐1.0509
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1999.0019 ESTLGFVDLLRDDYVEK 92208.0800 1998.9990 34.9306 428425 3 667.0045 ‐1.7403
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1187.6644 DNGLLLHIHR 157737.9000 1187.6655 22.2103 311604 2 594.3364 0.2805
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 134636.5000 1794.8159 21.4666 255130 3 598.9435 ‐0.0751
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1228.6532 DLAVEGNEIIR 69199.3300 1228.6525 25.2476 123432 2 614.8299 ‐1.1685
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 24528.4300 1502.8520 19.7667 56448 3 501.6222 ‐0.4166
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 2840.4061 LEGDRESTLGFVDLLRDDYV 2445.7880 2840.4109 32.6847 50128 4 710.8582 1.0435
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANT7856.7270 3038.4515 34.5503 31528 4 760.3683 0.1021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 912.4720 AMHAVIDR 14259.6100 912.4732 14.6202 5538 2 456.7402 0.0391
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1249.6787 ESTLGFVDLLR 1897.3430 1249.6731 34.9181 1284 2 625.3402 ‐5.0121
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(9) 2852.3964 WSPELAAACEVWKEITFNFP255.9073 2852.3394 33.1246 4981 3 951.4513 ‐19.2730
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1866.9120 EITFNFPTIDKLDGQE 459672.2000 1866.9086 35.0613 5155685 2 933.9579 ‐1.0491
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1415.7893 LEDLRIPPAYTK 5093.7540 1415.7908 23.9054 17616 3 472.6018 0.0110
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTC1730.5160 2894.3900 21.9435 7875 4 724.3530 3.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 577.3457 LAAFR 4804.5810 577.3456 31.0474 127129 1 577.3456 ‐0.2334
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 805.4567 DILAAFR 612.9352 805.4560 31.0475 87304 1 805.4560 ‐0.0931
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(2) 577.2763 ECLR 603.6007 577.2774 17.7374 82721 1 577.2774 1.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1030.4728 YTPEYETK 18979.0200 1030.4718 22.0713 65382 1 1030.4718 0.7694
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 701.3941 GIQVER 5438.5800 701.3930 20.3187 38098 1 701.3930 ‐1.2624
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(3) 833.3934 EACVQAR 7277.7550 833.3938 19.7242 36173 1 833.3938 1.31
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 838.4530 HGIQVER 6391.6710 838.4536 20.3083 34677 1 838.4536 1.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(4) 839.4080 VYECLR 909.3938 839.4082 17.7375 33127 1 839.4082 1.0458
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 4570.1310 1123.5257 19.9379 29134 2 562.2665 1.1648
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 958.5945 GLLLHIHR 5035.7800 958.5949 23.0250 23116 2 479.8011 ‐0.7729
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1192.5117 GGLDFTKDDEN 4505.2180 1192.5080 26.9023 22935 1 1192.5080 ‐0.7258
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(4) 934.4452 AAACEVWK 6520.3690 934.4458 31.2317 19938 1 934.4458 2.0025
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(3) 863.4080 AACEVWK 5776.2980 863.4095 31.2370 18003 1 863.4095 2.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 562.3208 HIHR 227.0555 562.3207 22.2207 13664 1 562.3207 ‐0.6000
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 656.3151 GHYLNA 99.6489 656.3134 19.9444 13610 1 656.3134 ‐2.4112
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 550.2806 PFMR 7359.9660 550.2803 26.9020 13020 1 550.2803 ‐0.8141
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1078.4687 GGLDFTKDDE 2094.2300 1078.4675 26.8970 12934 1 1078.4675 0.7426
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 675.4049 LHIHR 5035.7790 675.4048 23.0179 12425 1 675.4048 ‐0.0178
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1262.6263 FPTIDKLDGQE 2781.8190 1262.6197 35.0557 11823 1 1262.6197 ‐2.5806
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1163.5691 WTDGLTSLDR 2429.1100 1163.5665 39.4895 10429 1 1163.5665 ‐0.0390
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 788.4890 LLHIHR 1270.2790 788.4913 22.2192 10383 1 788.4913 3.77
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 678.3392 QPFMR 101.5964 678.3364 27.0513 9442 1 678.3364 ‐3.9282
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 401.2871 IIR 199.0022 401.2876 23.4752 8039 1 401.2876 0.2814



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 4850.6890 967.4230 21.4710 7979 1 967.4230 2.0388
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 560.3402 GTVVGK 1610.3440 560.3414 15.8858 7833 1 560.3414 1.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 587.3300 YGRPL 79.1335 587.3283 19.9352 7354 1 587.3283 ‐3.0881
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(1) 448.2337 CLR 131.2034 448.2335 17.7373 7091 1 448.2335 ‐1.2814
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1364.7056 VDLLRDDYVEK 5759.9980 1364.7039 34.9279 4989 2 682.8556 ‐1.5894
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 867.4094 TPEYETK 91.0040 867.4035 20.4385 4860 1 867.4035 ‐5.8540
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 929.5051 VEGNEIIR 3440.8010 929.5046 25.2430 4769 1 929.5046 0.7973
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 445.1929 DTDI 54.8000 445.1925 31.0513 4364 1 445.1925 ‐1.7618
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1000.5422 AVEGNEIIR 1974.1770 1000.5374 25.2547 4060 1 1000.5374 ‐3.2579
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 567.2522 LSGGDH 2381.0210 567.2522 15.8935 3735 1 567.2522 ‐0.1658
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 885.4213 GHYLNATAG 167.0670 885.4191 19.9247 3714 1 885.4191 ‐1.4486
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 393.2245 AFR 36.4653 393.2252 31.0510 3428 1 393.2252 0.9386
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(1) 721.3338 CEVWK 285.8758 721.3348 31.2375 3248 1 721.3348 1.20
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 684.3352 WSPELA 97.2483 684.3323 28.9946 3229 1 684.3323 ‐3.9307
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 901.5730 LLLHIHR 678.3571 901.5734 23.0236 3130 2 451.2903 ‐0.9008
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 757.3628 GHYLNAT 160.2734 757.3605 21.4762 2801 1 757.3605 ‐2.5010
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1018.5792 HIHAGTVVGK 4514.3630 1018.5827 15.8924 2774 2 509.7950 2.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 828.3999 GHYLNATA 100.3263 828.3954 19.9617 2606 1 828.3954 ‐4.5698
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1160.5146 LTYYTPEYE 646.9608 1160.5103 22.0601 2493 1 1160.5103 ‐1.5021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 867.4108 GHYLNATAG 203.7249 867.4070 19.3939 2443 1 867.4070 ‐3.3308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 573.3355 AVIDR 2447.9500 573.3373 14.6182 2442 1 573.3373 2.19
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 2286.2360 1339.7915 19.7702 2390 3 447.2687 1.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 752.3614 EITFNF 119.5307 752.3635 33.0823 2361 1 752.3635 3.57
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1060.4582 GGLDFTKDDE 156.2053 1060.4544 24.6115 2348 1 1060.4544 ‐1.7630
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 547.2835 EKDR 491.5013 547.2836 33.4755 2339 1 547.2836 ‐0.1248
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 503.3188 TVVGK 172.0173 503.3197 15.8925 2257 1 503.3197 1.96
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1039.4691 DDYVEKDR 786.6375 1039.4727 33.5175 2106 1 1039.4727 5.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 3365.6172 VTPQPGVPPEEAGAAVAAE1186.5950 3365.6079 39.4943 1913 2 1683.3076 1.39
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 218.2419 1017.5139 21.6855 1876 1 1017.5139 0.8999
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 876.4421 DGLTSLDR 568.7674 876.4406 39.5005 1840 1 876.4406 ‐0.7439
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(5) 736.3335 AVYECL 793.2497 736.3344 17.7381 1780 1 736.3344 1.81
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1909.9290 TGTWTTVWTDGLTSLDR 527.9162 1909.9191 41.6281 1652 2 955.4632 ‐4.3657
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(1) 965.4543 CEEMIKR 5420.5500 965.4502 22.7791 1582 1 965.4502 ‐2.9125
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1942.8600 DFTKDDENVNSQPFMR 565.8209 1942.8696 29.1080 1439 2 971.9384 5.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 718.5298 1756.8343 22.7375 1420 2 878.9208 ‐0.2611
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 434.2034 TFQG 109.5803 434.2031 20.3986 1205 1 434.2031 ‐1.6097
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 3429.6445 PGVPPEEAGAAVAAESSTGT841.1010 3429.6282 39.4894 1170 2 1715.3178 ‐0.6109
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1190.6276 GDHIHAGTVVGK 297.5086 1190.6331 16.6863 1146 2 595.8202 3.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1174.5011 GGLDFTKDDEN 114.7249 1174.4946 26.8899 1063 1 1174.4946 ‐3.2120
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1451.6220 DDENVNSQPFMR 392.5133 1451.6197 26.8985 1061 1 1451.6197 1.18
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1650.8122 WTTVWTDGLTSLDR 427.8262 1650.8085 37.3052 914 2 825.9079 ‐1.9580
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1771.8861 VTPQPGVPPEEAGAAVAAE840.6783 1771.8933 39.4854 908 2 886.4503 4.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1145.5586 WTDGLTSLDR 374.5547 1145.5569 37.6303 890 1 1145.5569 0.7169
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1306.6678 EITFNFPTIDK 206.5891 1306.6582 36.4590 795 1 1306.6582 ‐4.4773
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1376.6692 NFPTIDKLDGQE 230.1898 1376.6595 38.1661 794 1 1376.6595 ‐3.9578
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(9) 2834.3858 WSPELAAACEVWKEITFNFP267.6656 2834.3859 31.6577 17608 3 945.4668 0.6841
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1170.6378 DNGLLLHIHR 322.3734 1170.6437 22.2214 7162 3 390.8861 3.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 1211.6266 DLAVEGNEIIR 178.8615 1211.6314 23.8793 2606 2 606.3193 3.15
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 None 2152.9604 GGLDFTKDDENVNSQPFMR247.3403 2152.9647 25.2438 1982 2 1076.9860 3.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  127617.9000 53468.3747 291 71.82 Carbamidomethyl+C(26) 3021.4234 ELGVPIVMHDYLTGGFTANT764.6047 3021.4169 34.9252 1151 3 1007.8105 ‐1.2357
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1249.6787 ESTLGFVDLLR 206559.8000 1249.6800 20.4269 1325163 2 625.3436 0.2389
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 182035.4000 1261.6305 18.7955 823156 2 631.3189 0.7318
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANT240077.7000 3038.4465 19.8936 645902 4 760.3671 ‐0.2145
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 3854.8719 VTPQPGVPPEEAGAAVAAE193057.5000 3854.8557 22.2136 300267 3 1285.6234 ‐0.0211
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 167244.4000 1950.9190 13.6101 206283 3 650.9779 1.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 136509.7000 1502.8516 13.6675 174025 3 501.6221 ‐0.7477
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1324.6783 EITFNFPTIDK 37971.0100 1324.6820 19.1293 160436 2 662.8446 2.1892
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 114628.2000 1116.5845 13.5969 159130 2 558.7959 0.1291
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1407.6678 LTYYTPEYETK 113284.7000 1407.6668 14.7701 152861 2 704.3370 ‐1.0579
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1819.9549 LEGDRESTLGFVDLLR 33770.4700 1819.9589 19.6458 105332 3 607.3245 1.09
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 2169.9870 GGLDFTKDDENVNSQPFMR80021.5200 2169.9861 16.7970 80888 3 724.0002 0.0762
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 142563.9000 1794.8179 14.3613 62150 3 598.9442 1.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 39171.7500 1546.7356 18.7303 58703 2 773.8715 ‐0.0565
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1465.7546 TFQGPPHGIQVER 46042.9500 1465.7564 13.9191 50529 3 489.2570 0.0541
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 2270.1299 ESTLGFVDLLRDDYVEKDR 7685.0590 2270.1371 19.5797 40700 3 757.3839 3.55
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1021.5313 DTDILAAFR 13719.9800 1021.5326 18.9067 40536 2 511.2700 ‐0.1770
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1187.6644 DNGLLLHIHR 11979.9700 1187.6643 14.9997 27161 3 396.5596 ‐1.8104
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1228.6532 DLAVEGNEIIR 35937.5700 1228.6533 16.1959 24356 2 614.8303 ‐0.7353
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1447.7652 LSGGDHIHAGTVVGK 5989.0190 1447.7662 11.08 12232 3 483.2603 ‐0.4549
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYP1226.6980 5115.3907 25.7066 6945 3 1705.8017 ‐4.0392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(5) 910.4452 AVYECLR 13294.8600 910.4458 12.95 4350 2 455.7265 ‐1.1190
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1866.9120 EITFNFPTIDKLDGQE 48471.7300 1866.9119 20.3715 69601 2 933.9596 1.0776
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(6) 1532.7566 DRFLFCAEAIYK 2782.8340 1532.7580 18.0977 21265 2 766.8827 0.9787
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(11)



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(1) 854.4077 CAEAIYK 26773.3100 854.4104 18.7975 20560 1 854.4104 3.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 932.5564 LGFVDLLR 249.4856 932.5568 20.4274 16464 1 932.5568 1.58
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 762.4509 FVDLLR 1238.3050 762.4507 20.4289 10801 1 762.4507 0.0545
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 958.5945 GLLLHIHR 3579.4280 958.5947 15.3915 9992 2 479.8010 ‐1.4765
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 38103.1400 1339.7881 13.6687 9304 3 447.2676 ‐1.2054
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 562.3208 HIHR 23375.2800 562.3217 15.3828 8501 1 562.3217 0.9312
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(2) 803.4444 GCTIKPK 21547.1100 803.4443 13.6662 8211 1 803.4443 0.2526
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(5) 1399.7191 RFLFCAEAIYK 234.3270 1399.7136 18.1058 7279 2 700.3604 ‐4.2911
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 2470.8280 1194.5627 13.6130 6519 2 597.7850 0.7888
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1349.6922 ELGVPIVMHDYL 137.3944 1349.6865 18.2286 5813 2 675.3469 ‐4.7263
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1115.5579 PTIDKLDGQE 1853.4080 1115.5505 20.3787 4331 1 1115.5505 ‐4.8564
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 788.4890 LLHIHR 612.5771 788.4886 15.3796 4197 1 788.4886 ‐0.0622
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 981.5040 FNFPTIDK 116.4234 981.5052 19.1366 4014 1 981.5052 2.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1163.5691 WTDGLTSLDR 732.4199 1163.5649 22.2100 3969 1 1163.5649 ‐1.6593
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 577.3457 LAAFR 446.9810 577.3469 18.8993 3738 1 577.3469 1.10
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(2) 704.3509 ACVQAR 4847.2990 704.3505 13.5953 3438 1 704.3505 ‐0.4743
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 586.3923 TIKPK 1225.5910 586.3932 13.6674 3390 1 586.3932 1.1166
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1217.6385 QGPPHGIQVER 7621.8100 1217.6412 13.9167 3247 2 609.3242 1.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 587.3300 YGRPL 297.9607 587.3305 13.6639 3084 1 587.3305 0.3247
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1193.5361 YYTPEYETK 3019.5100 1193.5339 14.7698 3050 1 1193.5339 0.2916
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1591.8002 EITFNFPTIDKLDG 306.5092 1591.8032 19.7890 2985 2 796.4052 2.1209
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 656.3151 GHYLNA 239.5051 656.3160 13.6121 2885 1 656.3160 1.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1030.4728 YTPEYETK 8233.3550 1030.4705 14.7718 2880 1 1030.4705 ‐0.7432
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 532.2878 DRFL 79.1391 532.2898 17.5351 2867 1 532.2898 3.1161
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1249.6787 ESTLGFVDLLR 434.2886 1249.6867 18.7429 2688 2 625.3470 5.62
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 867.4108 GHYLNATAG 146.6067 867.4079 14.7704 2600 1 867.4079 ‐2.5661
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 766.3618 PEYETK 18302.6200 766.3646 14.7687 2595 1 766.3646 3.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(1) 746.4230 CTIKPK 1732.9570 746.4211 13.6711 2521 1 746.4211 ‐2.3134
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 2624.9140 1295.6115 13.6105 2269 2 648.3094 1.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 3176.5018 PPEEAGAAVAAESSTGTWT 2368.4910 3176.4855 22.2158 2152 2 1588.7464 ‐0.0267
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1334.6811 SGGDHIHAGTVVGK 2985.0980 1334.6825 11.25 1921 2 667.8449 0.4574
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(1) 965.4543 CEEMIKR 11607.4400 965.4551 13.6128 1917 1 965.4551 1.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 678.8138 1756.8358 14.0579 1830 3 586.2834 ‐0.4356
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1089.5800 GPPHGIQVER 3224.2140 1089.5837 13.9178 1787 2 545.2955 2.1863
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 541.2657 LTYY 64.4631 541.2690 14.6823 1720 1 541.2690 5.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 757.4355 YGRPLLG 226.9050 757.4352 13.6599 1660 1 757.4352 ‐0.1489
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 585.2780 GHYLN 124.8077 585.2780 13.6149 1601 1 585.2780 ‐0.5059
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 768.4039 GNVFGFK 59.6974 768.4000 25.4841 1539 1 768.4000 ‐4.8306
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1582.7934 ELGVPIVMHDYLTGG 214.8235 1582.8005 20.9324 1537 2 791.9039 4.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1236.6082 ELGVPIVMHDY 211.7624 1236.6113 19.4766 1526 1 1236.6113 4.81
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(3) 740.3396 YECLR 1009.0010 740.3413 12.96 1404 1 740.3413 2.20
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1683.3720 967.4260 14.3612 1381 1 967.4260 4.66
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 675.4049 LHIHR 1813.2430 675.4058 14.9928 1327 1 675.4058 1.68
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1097.5473 PTIDKLDGQE 761.2487 1097.5404 21.6087 1293 1 1097.5404 ‐4.6290
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(1) 633.3137 CVQAR 2344.4900 633.3105 13.6109 1253 1 633.3105 ‐5.3306
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(6) 1223.5878 DRFLFCAEAI 225.6052 1223.5886 17.8862 1216 1 1223.5886 2.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1294.5838 TYYTPEYETK 3572.5100 1294.5784 14.7739 1211 1 1294.5784 ‐1.5742
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 935.5057 PHGIQVER 2421.0840 935.5056 13.9154 1204 1 935.5056 0.8932
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(9) 1600.7346 YLNATAGTCEEMIK 752.8101 1600.7370 14.9880 1201 2 800.8721 1.96
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1464.7329 TTVWTDGLTSLDR 207.3839 1464.7301 20.7733 1188 1 1464.7301 1.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1363.6852 TVWTDGLTSLDR 172.5988 1363.6797 20.8958 1162 1 1363.6797 ‐1.1531
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 2674.2995 VTPQPGVPPEEAGAAVAAE337.2741 2674.2858 20.7537 1044 2 1337.6465 ‐1.5443
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 1581.8690 1038.4582 14.3593 1029 1 1038.4582 0.2619
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(4) 946.4775 LEACVQAR 44.6919 946.4798 16.9472 936 1 946.4798 3.54
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 757.3628 GHYLNAT 181.3893 757.3626 13.6076 865 1 757.3626 0.0868
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1364.7070 FQGPPHGIQVER 2697.3370 1364.7072 13.9172 846 2 682.8573 ‐0.2427
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1247.6491 GGDHIHAGTVVGK 2846.1520 1247.6529 11.16 845 2 624.3301 2.92
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 2252.1194 ESTLGFVDLLRDDYVEKDR 339.4767 2252.1230 20.7109 16107 3 751.3792 2.17
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 586.7189 1932.9097 13.6130 6586 4 483.9829 0.6696
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 3836.8614 VTPQPGVPPEEAGAAVAAE402.1326 3836.8593 23.8280 2056 3 1279.6246 3.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 1389.6573 LTYYTPEYETK 271.5922 1389.6598 14.7644 758 2 695.3336 1.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 None 3837.8454 VTPQPGVPPEEAGAAVAAE532.7961 3837.8215 22.2188 1580 3 1279.9454 ‐2.0522
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis  66411.1300 53468.3747 291 71.82 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 850.2731 1933.9031 13.9118 778 4 484.2312 5.84
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 3725.0960 13695.8491 3 31.97 None 1747.8133 YDDNAAVVIDQEGNPK 16811.1500 1747.8147 21.8750 13435 2 874.4110 1.16
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 3725.0960 13695.8491 3 31.97 None 1139.6055 EAIPNTPLER 16999.5600 1139.6068 21.3431 9427 2 570.3071 0.2381
NP_051094.1 ribosomal protein L14 Arabidopsis thaliana 3725.0960 13695.8491 3 31.97 None 1397.8151 YAHIGDVIVAVIK 1191.3640 1397.8121 18.9509 3234 2 699.4097 ‐2.4645
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 None 1204.6109 VYLWHETTR 12775.0400 1204.6123 14.4891 3758 2 602.8098 0.3302
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 None 934.4993 PTDFLSVR 430.2569 934.4954 27.1488 2084 1 934.4954 ‐2.9726
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 Carbamidomethyl+C(3)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 16731.3400 9551.7469 15 62.96 None 1186.6004 VYLWHETTR 185.5459 1186.6070 15.6733 2181 2 593.8071 4.75



NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10340.3200 9551.7469 15 62.96 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10340.3200 9551.7469 15 62.96 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10340.3200 9551.7469 15 62.96 None 934.4993 PTDFLSVR 354.9062 934.4954 27.1488 2084 1 934.4954 ‐2.7999
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10340.3200 9551.7469 15 62.96 Carbamidomethyl+C(3)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10340.3200 9551.7469 15 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4518.9750 9551.7469 15 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 4518.9750 9551.7469 15 62.96 None 1204.6109 VYLWHETTR 12947.1500 1204.6123 14.4891 3758 2 602.8098 0.1645
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(5) 910.4452 AVYECLR 73534.4100 910.4455 17.7412 1352481 2 455.7264 ‐1.0934
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 236368.7000 1950.9148 19.9426 1149879 3 650.9764 ‐0.8678
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 1451.6220 DDENVNSQPFMR 275208.2000 1451.6218 21.2823 372456 2 726.3145 ‐0.3124
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 116883.6000 1794.8179 14.3613 62150 3 598.9442 1.1797
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 874.4629 AQAETGGIK 547.8674 874.4626 17.7718 15456 1 874.4626 0.5910
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(5) 1676.8465 AVYECLRGGLYFTK 457.8981 1676.8360 20.5862 2902 2 838.9217 ‐5.8745
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(6) 2374.1860 DRFLFCAEAVYKAQAETGGI4674.6300 2374.1800 25.5530 2456 2 1187.5937 ‐0.4380
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(9) 2167.0754 NYGRAVYECLRGGLYFTK 479.4868 2167.0760 23.8901 1494 4 542.5245 ‐0.9632
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(1) 448.2337 CLR 89.1956 448.2335 17.7373 7091 1 448.2335 ‐1.4495
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 805.9333 1123.5284 20.6795 5128 2 562.2678 3.74
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 968.4585 GHYLNATAGT 146.9337 968.4523 21.9696 4793 1 968.4523 ‐5.1502
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 550.2806 PFMR 3873.1170 550.2808 21.2848 3987 1 550.2808 ‐0.1889
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 978.4826 VNSQPFMR 465.3907 978.4810 21.2848 3932 1 978.4810 ‐0.3306
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(4) 1176.5500 AGTCEEMIKR 780.1511 1176.5572 19.9322 2707 2 588.7823 5.31
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 867.4108 GHYLNATAG 185.6677 867.4070 19.3939 2443 1 867.4070 ‐3.5029
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 902.3486 DDENVNSQ 1037.9040 902.3506 21.2769 2210 1 902.3506 3.20
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(5) 736.3335 AVYECL 660.5876 736.3344 17.7381 1780 1 736.3344 1.73
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 585.2780 GHYLN 1325.5880 585.2780 13.6149 1601 1 585.2780 ‐0.3786
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1284.7350 965.4502 22.7791 1582 1 965.4502 ‐3.0855
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1877.7840 967.4260 14.3612 1381 1 967.4260 4.99
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 1741.8750 1038.4582 14.3593 1029 1 1038.4582 0.3370
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 757.3628 GHYLNAT 205.2460 757.3626 13.6076 865 1 757.3626 0.1943
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 339.0038 1932.8964 20.9046 5877 3 644.9703 ‐4.9357
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 395.2241 1776.8073 14.3629 2283 3 592.9406 1.1534
NP_085496.1 hypothetical protein ArthMp025 Arabidopsis thaliana 88277.9600 12892.6195 25 61.82 None 1434.5954 DDENVNSQPFMR 437.8051 1434.5974 21.2906 3116 2 717.8023 1.1703
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1043.5732 TGSIVDVPAGK 32905.6600 1043.5748 19.4170 30886 2 522.2911 0.4505
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1200.6293 VVDAMGVPIDGK 23517.0300 1200.6312 23.5795 30753 2 600.8193 0.8442
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1250.6375 AAELTNLFESR 17093.0400 1250.6367 28.8956 26073 2 625.8220 ‐1.3242
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 2308.1568 EVAAFAQFGSDLDAATQAL 4733.3190 2308.1530 23.7642 23935 2 1154.5802 0.2945
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1330.7577 TTIAIDTILNQK 4918.4690 1330.7573 18.1154 23732 2 665.8823 ‐0.7433
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1026.5942 AVDSLVPIGR 7821.2230 1026.5944 24.7514 20141 2 513.8009 ‐0.9986
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1283.6994 QPQYAPLPIEK 2841.8350 1283.6991 23.7808 14695 2 642.3532 ‐0.8258
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1704.8261 DNGMHALIIYDDLSK 1040.7890 1704.8348 30.3791 8889 3 568.9498 4.39
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 874.4741 GGLTNERK 626.5198 874.4693 26.4274 5280 1 874.4693 ‐4.5800
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 1226.6198 SVHEPMQTGLK 2316.1220 1226.6248 16.5522 3571 3 409.5465 2.51
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 767.3934 ISQYEK 853.4066 767.3985 16.8025 6160 1 767.3985 7.1213
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 3181.6277 LELAQYREVAAFAQFGSDLD1267.8790 3181.5470 34.5019 1092 3 1061.1872 ‐23.5464
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 856.4887 DSLVPIGR 752.4144 856.4883 24.7586 2482 1 856.4883 0.3593
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 541.3457 VPIGR 102.6055 541.3476 25.7850 1753 1 541.3476 3.0709
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2352.6770 55256.4040 28 26.82 None 654.3093 SQYEK 189.5959 654.3106 16.3321 1070 1 654.3106 1.77
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1043.5732 TGSIVDVPAGK 48825.6800 1043.5748 19.4170 30886 2 522.2911 0.6006
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1200.6293 VVDAMGVPIDGK 22207.4800 1200.6312 23.5795 30753 2 600.8193 0.9501
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1250.6375 AAELTNLFESR 14653.9800 1250.6367 28.8956 26073 2 625.8220 ‐1.2324
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1026.5942 AVDSLVPIGR 9522.3010 1026.5944 24.7514 20141 2 513.8009 ‐0.8437
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1572.7441 NFYANFQVDEIGR 2127.1430 1572.7482 30.0639 15848 2 786.8778 2.61
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1283.6994 QPQYAPLPIEK 2887.6870 1283.6991 23.7808 14695 2 642.3532 ‐0.7433
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1704.8261 DNGMHALIIYDDLSK 1095.0270 1704.8348 30.3791 8889 3 568.9498 4.80
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1226.6198 SVHEPMQTGLK 2658.7770 1226.6248 16.5522 3571 3 409.5465 2.74
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 3181.6277 LELAQYREVAAFAQFGSDLD320.3277 3181.5773 33.5229 23513 3 1061.1973 ‐14.7205
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1041.5615 QYAPLPIEK 459.7618 1041.5583 23.1907 3155 1 1041.5583 ‐1.3462
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 856.4887 DSLVPIGR 1087.3820 856.4883 24.7586 2482 1 856.4883 0.5313
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1373.7212 LELAQYREVAAF 103.0269 1373.7272 32.5432 845 2 687.3672 4.0608
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2316.3070 55256.4040 28 26.82 None 1555.7176 NFYANFQVDEIGR 355.2385 1555.7123 28.3751 824 3 519.2423 ‐4.2217
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2021.0776 LVWEQVLKPLYGMTTDK 67448.0500 2021.0772 21.0564 201290 3 674.3639 ‐0.2772
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1124.5259 VPAFEDGDFK 101588.1000 1124.5256 23.6402 166994 2 562.7664 ‐1.1786
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1030.5316 VLDVYEHR 59538.1600 1030.5323 17.1623 61782 2 515.7698 ‐0.5262
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1503.7842 NLDFEFVHIELK 29655.9600 1503.7847 34.3917 48635 3 501.9331 ‐0.5717
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1556.7744 AITQYIAHFYSDK 16343.0500 1556.7735 17.5895 47020 3 519.5960 ‐1.3851
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2482.2837 LFDERPHVSAWVADITSRPS3787.2390 2482.2841 17.8480 43141 4 621.3265 ‐0.5085
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2315.1224 DIAGIAMGIEIESHEFDPVGS32937.3900 2315.1226 37.3980 42791 3 772.3790 0.4706
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 922.5720 VLIALHEK 12619.6400 922.5710 19.6114 27564 2 461.7891 ‐2.5934
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1002.5578 GNQLVSLGSK 9922.3560 1002.5580 19.8150 7484 1 1002.5580 1.64
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1143.5905 VFGHPASTATR 5008.6550 1143.5925 13.6414 3515 2 572.2999 0.8250
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2540.3144 AITQYIAHFYSDKGNQLVSLG3819.4690 2540.3179 18.5557 32403 4 635.8349 0.8305
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1078.6731 RVLIALHEK 37776.2500 1078.6745 17.9439 17272 2 539.8409 0.1771
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 928.4047 AFEDGDFK 187.8357 928.4081 23.7655 26130 1 928.4081 4.56
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 597.3355 ALHEK 101.4188 597.3352 19.6099 14602 1 597.3352 ‐0.7572



NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1025.4972 PLYGMTTDK 282.0446 1025.4934 21.7920 6992 2 513.2503 ‐4.8994
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 842.4441 DIAGIAMGI 197.1655 842.4476 34.2933 5936 1 842.4476 4.61
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 823.5036 LIALHEK 111.2201 823.5033 19.6109 5013 2 412.2553 ‐2.1223
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 710.4196 IALHEK 78.1085 710.4157 17.7266 3929 1 710.4157 ‐5.2496
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1044.5221 FGHPASTATR 782.5770 1044.5238 13.6451 2108 2 522.7655 0.4531
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 857.3676 FEDGDFK 14908.5400 857.3669 23.7302 2029 1 857.3669 0.0397
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 553.3820 RVLIA 2840.8280 553.3820 17.9432 1446 1 553.3820 ‐0.5137
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 666.4661 RVLIAL 1761.4100 666.4672 17.9428 1017 1 666.4672 1.29
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1314.7012 SDKGNQLVSLGSK 184.9317 1314.6979 18.1821 876 2 657.8526 ‐3.0411
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 1493.8032 QVLKPLYGMTTDK 548.3917 1493.8041 21.3954 816 3 498.6062 ‐0.3928
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2522.3038 AITQYIAHFYSDKGNQLVSLG393.4731 2522.2970 19.3287 2277 3 841.4372 ‐1.9513
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 20496.6000 23598.1604 59 64.11 None 2523.2878 AITQYIAHFYSDKGNQLVSLG257.0022 2523.2732 19.7214 1002 3 841.7626 ‐5.0679
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1030.5316 VLDVYEHR 56341.9500 1030.5323 17.1623 61782 2 515.7698 ‐0.3724
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1124.5259 VPAFEDGDFK 44482.3400 1124.5271 23.4580 53588 2 562.7672 0.3015
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1503.7842 NLDFEFVHIELK 46954.7100 1503.7847 34.3917 48635 3 501.9331 ‐0.5601
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 2315.1224 DIAGIAMGIEIESHEFDPVGS23450.8500 2315.1226 37.3980 42791 3 772.3790 0.1289
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 922.5720 VLIALHEK 14790.3900 922.5710 19.6114 27564 2 461.7891 ‐2.4092
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 808.4352 EPFIFR 6367.0090 808.4349 26.0437 9311 1 808.4349 0.3552
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1002.5578 GNQLVSLGSK 14417.5600 1002.5580 19.8150 7484 1 1002.5580 1.98
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1143.5905 VFGHPASTATR 1913.1510 1143.5925 13.6414 3515 2 572.2999 0.9470
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1033.5048 TVVEEEEAK 332.3084 1033.5007 27.8529 3285 1 1033.5007 ‐2.2236
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1078.6731 RVLIALHEK 51866.2600 1078.6745 17.9439 17272 2 539.8409 0.3174
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1115.5520 NLDFEFVHI 402.2988 1115.5556 35.0580 42500 1 1115.5556 5.39
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 597.3355 ALHEK 403.6234 597.3352 19.6099 14602 1 597.3352 ‐0.5876
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 604.2838 YEHR 5876.5000 604.2841 17.1671 13557 1 604.2841 0.3726
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 823.5036 LIALHEK 228.1962 823.5033 19.6109 5013 2 412.2553 ‐1.9101
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1044.5221 FGHPASTATR 1445.1990 1044.5238 13.6451 2108 2 522.7655 0.6030
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 672.3385 DIAGIAM 163.5425 672.3362 36.3324 2014 1 672.3362 ‐3.2123
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1025.4575 PAFEDGDFK 1446.3960 1025.4576 23.4523 1833 1 1025.4576 1.31
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 710.4196 IALHEK 638.4304 710.4183 17.9452 1624 1 710.4183 ‐1.4197
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 553.3820 RVLIA 3928.8610 553.3820 17.9432 1446 1 553.3820 ‐0.3446
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 666.4661 RVLIAL 2426.3160 666.4672 17.9428 1017 1 666.4672 1.31
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 11027.0800 23598.1604 59 64.11 None 1106.5153 VPAFEDGDFK 141.5960 1106.5168 21.3522 1105 1 1106.5168 3.44
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2021.0776 LVWEQVLKPLYGMTTDK 72063.8900 2021.0772 21.0564 201290 3 674.3639 ‐0.0745
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 1556.7744 AITQYIAHFYSDK 7804.8040 1556.7735 17.5895 47020 3 519.5960 ‐1.4552
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2482.2837 LFDERPHVSAWVADITSRPS3965.2880 2482.2841 17.8480 43141 4 621.3265 ‐0.1391
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 922.5720 VLIALHEK 32195.8900 922.5725 13.7995 9407 2 461.7899 ‐1.2656
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2070.0291 NLDFEFVHIELKDGEHK 585.4993 2070.0348 17.8580 7108 4 518.2642 1.82
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1023.0860 2369.3441 24.7269 4546 3 790.4529 ‐0.7109
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2540.3144 AITQYIAHFYSDKGNQLVSLG3697.8580 2540.3179 18.5557 32403 4 635.8349 1.56
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 597.3355 ALHEK 12989.3800 597.3359 13.7969 4367 1 597.3359 0.3048
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 710.4196 IALHEK 1207.4000 710.4209 13.7983 3045 1 710.4209 1.84
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 823.5036 LIALHEK 1412.7420 823.5047 13.8003 2012 2 412.2560 ‐0.7426
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 1955.9862 LDFEFVHIELKDGEHK 310.9234 1955.9909 17.8970 1639 3 652.6685 2.97
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8181.9230 23598.1604 59 64.11 None 2523.2878 AITQYIAHFYSDKGNQLVSLG204.7267 2523.2732 19.7214 1002 3 841.7626 ‐4.5701
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 2021.0776 LVWEQVLKPLYGMTTDK 67448.0500 2021.0772 21.0564 201290 3 674.3639 ‐0.2772
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1124.5259 VPAFEDGDFK 101588.1000 1124.5256 23.6402 166994 2 562.7664 ‐1.1786
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1522.7536 AITQYIAHEFSDK 24650.6800 1522.7528 26.7682 96430 3 508.2558 ‐1.4241
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1475.7529 NVDFEFVHVELK 18469.4100 1475.7530 31.0586 91002 2 738.3801 ‐0.0678
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 2610.3423 LFDERPHVSAWVADITSRPS7676.3830 2610.3440 17.7823 75418 4 653.3415 0.2249
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1030.5316 VLDVYEHR 59538.1600 1030.5323 17.1623 61782 2 515.7698 ‐0.5262
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 2389.1414 DMAIIAMGIEIESHEFDPVG 21544.8900 2389.1459 40.0505 52104 3 797.0535 2.88
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 3055.6503 YLASDHFTLVDLHTIPVIQYL 16743.3600 3055.6568 23.9670 47500 4 764.6697 2.23
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 3183.7452 YLASDHFTLVDLHTIPVIQYL 8067.4130 3183.7362 23.1185 41994 4 796.6895 ‐2.1688
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 922.5720 VLIALHEK 12619.6400 922.5710 19.6114 27564 2 461.7891 ‐2.5934
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1143.5905 VFGHPASTATR 5008.6550 1143.5925 13.6414 3515 2 572.2999 0.8250
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1078.6731 RVLIALHEK 37776.2500 1078.6745 17.9439 17272 2 539.8409 0.1771
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 928.4047 AFEDGDFK 187.8357 928.4081 23.7655 26130 1 928.4081 4.56
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 597.3355 ALHEK 101.4188 597.3352 19.6099 14602 1 597.3352 ‐0.7572
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1338.6325 TQYIAHEFSDK 9835.4960 1338.6323 26.7656 11127 2 669.8198 ‐0.5428
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1025.4972 PLYGMTTDK 282.0446 1025.4934 21.7920 6992 2 513.2503 ‐4.8994
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1343.6994 VDFEFVHVELK 171.4845 1343.6920 27.9857 5680 2 672.3497 ‐5.9250
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 823.5036 LIALHEK 111.2201 823.5033 19.6109 5013 2 412.2553 ‐2.1223
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 710.4196 IALHEK 78.1085 710.4157 17.7266 3929 1 710.4157 ‐5.2496
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1000.5462 EFVHVELK 379.1640 1000.5405 28.5156 2374 1 1000.5405 ‐4.3009
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1044.5221 FGHPASTATR 782.5770 1044.5238 13.6451 2108 2 522.7655 0.4531
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 857.3676 FEDGDFK 14908.5400 857.3669 23.7302 2029 1 857.3669 0.0397
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 553.3820 RVLIA 2840.8280 553.3820 17.9432 1446 1 553.3820 ‐0.5137
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 666.4661 RVLIAL 1761.4100 666.4672 17.9428 1017 1 666.4672 1.29
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 22430.0500 23485.9666 45 73.56 None 1493.8032 QVLKPLYGMTTDK 548.3917 1493.8041 21.3954 816 3 498.6062 ‐0.3928
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1522.7536 AITQYIAHEFSDK 23560.2100 1522.7528 26.7682 96430 3 508.2558 ‐1.4207
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1475.7529 NVDFEFVHVELK 28850.0500 1475.7530 31.0586 91002 2 738.3801 ‐0.0394
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1030.5316 VLDVYEHR 56341.9500 1030.5323 17.1623 61782 2 515.7698 ‐0.3724
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1124.5259 VPAFEDGDFK 44482.3400 1124.5271 23.4580 53588 2 562.7672 0.3015



NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 2389.1414 DMAIIAMGIEIESHEFDPVG 23750.5800 2389.1459 40.0505 52104 3 797.0535 2.0048
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 922.5720 VLIALHEK 14790.3900 922.5710 19.6114 27564 2 461.7891 ‐2.4092
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1143.5905 VFGHPASTATR 1913.1510 1143.5925 13.6414 3515 2 572.2999 0.9470
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1033.5048 TVVEEEEAK 332.3084 1033.5007 27.8529 3285 1 1033.5007 ‐2.2236
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1078.6731 RVLIALHEK 51866.2600 1078.6745 17.9439 17272 2 539.8409 0.3174
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 597.3355 ALHEK 403.6234 597.3352 19.6099 14602 1 597.3352 ‐0.5876
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 604.2838 YEHR 5876.5000 604.2841 17.1671 13557 1 604.2841 0.3726
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1343.6994 VDFEFVHVELK 160.7519 1343.6920 27.9857 5680 2 672.3497 ‐5.8594
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 823.5036 LIALHEK 228.1962 823.5033 19.6109 5013 2 412.2553 ‐1.9101
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1044.5221 FGHPASTATR 1445.1990 1044.5238 13.6451 2108 2 522.7655 0.6030
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1025.4575 PAFEDGDFK 1446.3960 1025.4576 23.4523 1833 1 1025.4576 1.31
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 710.4196 IALHEK 638.4304 710.4183 17.9452 1624 1 710.4183 ‐1.4197
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 553.3820 RVLIA 3928.8610 553.3820 17.9432 1446 1 553.3820 ‐0.3446
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1219.5742 QYIAHEFSDK 120.3770 1219.5763 28.4651 1434 1 1219.5763 4.06
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 666.4661 RVLIAL 2426.3160 666.4672 17.9428 1017 1 666.4672 1.31
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10639.0100 23485.9666 45 73.56 None 1106.5153 VPAFEDGDFK 141.5960 1106.5168 21.3522 1105 1 1106.5168 3.44
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 1650.7978 EQIFEMPTGGAAIMR 97266.7000 1650.7970 30.9536 178489 2 825.9021 ‐0.2257
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 875.4404 EGVGLNMR 18825.1500 875.4411 19.2547 18627 2 438.2242 ‐0.5307
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 409.6970 1047.5264 31.2357 11849 1 1047.5264 2.94
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 1280.6126 FEMPTGGAAIMR 2208.7510 1280.6086 30.9274 3569 1 1280.6086 ‐0.3605
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 1133.5442 EMPTGGAAIMR 575.1890 1133.5441 30.9569 3139 1 1133.5441 2.0337
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 1393.6967 IFEMPTGGAAIMR 475.7032 1393.6959 31.5211 3036 2 697.3516 ‐0.7768
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7908.2790 22363.6807 7 15.69 None 746.3978 GVGLNMR 196.8667 746.3939 19.2522 2310 1 746.3939 ‐4.7122
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1148.5946 VLQDGNVFEK 3020.6460 1148.5906 21.3031 17941 2 574.7989 ‐4.4251
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1525.6612 DSDDVTPSSSSSSVR 18382.7500 1525.6623 14.3494 6997 2 763.3348 0.7155
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 970.4516 YFETDAPK 5982.7200 970.4528 17.1022 5644 2 485.7300 ‐0.1245
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1284.6695 LHYSPNPSTLR 483.4333 1284.6675 23.1536 4085 1 1284.6675 1.0156
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 Carbamidomethyl+C(7) 1830.8539 AAQDSVCDAIEAIEGGPK 3672.2980 1830.8561 32.1359 2529 3 610.9569 0.8382
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1907.9684 AGVNVSVVYGVMPPEAYR 114.9882 1907.9507 31.3099 8069 2 954.4790 ‐8.3496
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 854.4367 SPNPSTLR 115.1449 854.4349 23.9160 1874 1 854.4349 ‐1.2540
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1889.9578 AGVNVSVVYGVMPPEAYR 170.0578 1889.9452 31.2148 1490 2 945.4762 ‐5.7755
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 1106.9910 44138.4418 9 16.6 None 1267.6430 LHYSPNPSTLR 112.0106 1267.6354 23.8817 1187 1 1267.6354 ‐3.4816
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1649.9949 VLVVANPANTNALILK 169463.0000 1649.9943 18.2139 203012 2 825.5008 ‐0.0451
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1017.5251 EFAPSIPEK 76686.4200 1017.5254 21.6981 91516 2 509.2664 ‐0.9322
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 943.5459 LSVPVSDVK 29685.4600 943.5462 20.9983 84493 2 472.2767 ‐1.0314
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1360.7545 MELIDAAFPLLK 48371.1000 1360.7525 22.0661 74716 2 680.8799 ‐1.8088
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 2000.1361 VLVTGAAGQIGYALVPMIAR73247.3300 2000.1346 21.2533 60821 2 1000.5709 0.4177
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 2349.1721 ELVKDDAWLDGEFISTVQQ 24096.8100 2349.1737 32.7441 45763 3 783.7294 1.1291
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1884.9450 NGDWSIVQGLPIDEVSR 28785.4200 1884.9419 34.2951 37208 2 942.9746 ‐0.7582
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1435.6985 MDLTAEELKEEK 39149.2200 1435.7006 20.9357 36703 3 479.2384 0.4571
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 2266.1000 NVIIWGNHSSSQYPDVNHA7062.2690 2266.1032 15.1043 13990 3 756.0393 1.98
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 21031.4500 1645.7984 14.4080 8372 3 549.2710 0.5778
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 873.4789 ALGQISER 6200.1130 873.4785 16.1287 5532 2 437.2429 ‐1.9288
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1563.7935 KMDLTAEELKEEK 2713.1520 1563.7943 19.4399 21879 3 521.9363 ‐0.2880
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 Carbamidomethyl+C(13) 1773.8912 KLSSALSAASSACDHIR 1364.3510 1773.8932 21.1017 12734 3 591.9693 0.6354
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 Carbamidomethyl+C(13) 1861.9477 EFAPSIPEKNISCLTR 1183.6920 1861.9449 27.6173 2566 3 621.3198 ‐1.8485
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 2052.9886 IIWGNHSSSQYPDVNHAK 390.3883 2052.9826 16.6143 5838 2 1026.9949 ‐1.6462
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 425.2619 HIR 230.5570 425.2625 22.2195 2409 1 425.2625 0.3906
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1239.7056 ANPANTNALILK 8063.3880 1239.7041 18.2184 2303 1 1239.7041 1.1830
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 Carbamidomethyl+C(5) 1016.4578 ASSACDHIR 271.2359 1016.4609 15.2350 2222 2 508.7341 1.41
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1168.6684 NPANTNALILK 5749.3940 1168.6659 18.2098 1844 1 1168.6659 ‐0.0657
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 987.5873 IDAAFPLLK 363.1780 987.5848 22.0682 1535 1 987.5848 ‐1.2796
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1100.6714 LIDAAFPLLK 366.3565 1100.6712 22.0709 1208 1 1100.6712 1.03
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 917.4628 NVIIWGNH 153.4443 917.4587 15.8947 1185 1 917.4587 ‐3.3987
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 None 1076.5470 TAEELKEEK 3872.4250 1076.5490 20.9282 871 1 1076.5490 3.19
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 23140.3100 35913.2053 52 50.60 Carbamidomethyl+C(13) 1755.8807 KLSSALSAASSACDHIR 247.1846 1755.8748 20.0558 1344 2 878.4410 ‐2.7700
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 943.5459 LSVPVSDVK 38317.6600 943.5462 20.9948 81801 2 472.2767 ‐0.8659
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 2266.1000 NVIIWGNHSSSQYPDVNHA10934.9400 2266.1011 22.9591 53793 3 756.0386 0.5161
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 2349.1721 ELVKDDAWLDGEFISTVQQ 14442.1400 2349.1737 32.7441 45763 3 783.7294 0.7726
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1884.9450 NGDWSIVQGLPIDEVSR 33084.6100 1884.9419 34.2951 37208 2 942.9746 ‐0.8451
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 Carbamidomethyl+C(13) 1773.8912 KLSSALSAASSACDHIR 2867.2670 1773.8932 21.1017 12734 3 591.9693 0.5294
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1508.7928 LDHNRALGQISER 285.3567 1508.7908 22.6490 2814 2 754.8990 ‐1.3561
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1826.8205 WGNHSSSQYPDVNHAK 276.8461 1826.8260 24.2518 3652 2 913.9166 3.71
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1245.5858 SSQYPDVNHAK 1226.0620 1245.5835 24.2301 3064 2 623.2954 ‐2.4211
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 425.2619 HIR 114.8756 425.2625 22.2195 2409 1 425.2625 0.5585
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 925.4526 YPDVNHAK 718.8592 925.4527 24.1532 2157 1 925.4527 1.57
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1939.9045 IWGNHSSSQYPDVNHAK 3027.4610 1939.9022 22.9468 1368 2 970.4547 ‐0.2979
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1052.5160 NGDWSIVQGL 412.3947 1052.5137 32.8332 1059 1 1052.5137 ‐0.3710
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 1371.6427 ELVKDDAWLDGE 268.0699 1371.6387 32.7001 847 1 1371.6387 0.1834
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 4261.5630 35913.2053 52 50.60 None 2249.0734 NVIIWGNHSSSQYPDVNHA340.0659 2249.0824 24.4292 1121 4 563.0261 2.38
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 1649.9949 VLVVANPANTNALILK 56178.1700 1649.9943 18.2139 203012 2 825.5008 0.0738
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 1360.7545 MELIDAAFPLLK 52651.7400 1360.7525 22.0661 74716 2 680.8799 ‐1.8747
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 2000.1361 VLVTGAAGQIGYALVPMIAR59952.8800 2000.1346 21.2533 60821 2 1000.5709 0.7603
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 2266.1000 NVIIWGNHSSSQYPDVNHA7400.1270 2266.1032 15.1043 13990 3 756.0393 2.1064



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 17463.9800 1645.7984 14.4080 8372 3 549.2710 0.5600
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 Carbamidomethyl+C(9) 1314.5882 EEKDLAYSCLS 196.3757 1314.6130 16.9597 12046 2 657.8101 18.2270
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 Carbamidomethyl+C(12) 2691.3593 GVVATTDAVEGCTGVNVAV390.8462 2691.2982 20.8090 3107 3 897.7709 ‐21.1093
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 1054.6255 PANTNALILK 16458.0900 1054.6250 18.2141 3255 1 1054.6250 1.0635
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 874.5033 DAAFPLLK 8236.7990 874.4976 22.0666 2375 1 874.4976 ‐5.7382
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 1239.7056 ANPANTNALILK 3560.2940 1239.7041 18.2184 2303 1 1239.7041 1.1310
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 587.3334 PMIAR 170.0178 587.3319 21.2523 1659 1 587.3319 ‐2.9505
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 987.5873 IDAAFPLLK 229.9717 987.5848 22.0682 1535 1 987.5848 ‐1.3606
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 None 1100.6714 LIDAAFPLLK 454.7070 1100.6712 22.0709 1208 1 1100.6712 1.23
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 9547.7980 35913.2053 52 50.60 Carbamidomethyl+C(12) 2545.2538 GVVATTDAVEGCTGVNVAV296.0270 2545.2482 21.1088 943 3 849.0876 ‐0.8939
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 2069.9774 HLPVSNISDVPDLDDDYR 28206.0600 2069.9808 27.6776 36134 3 690.6651 1.54
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 2540.2741 MSIASFYNPGSDSVIFPAPEL16304.1900 2540.2664 22.1749 26456 2 1270.6369 ‐0.5410
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 1078.4914 FVFEDYMK 35054.2000 1078.4927 17.9143 23267 2 539.7500 0.1769
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 1240.6208 DGEWVDVPPVK 10675.7500 1240.6230 26.2597 9966 2 620.8151 1.0588
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 2552.4083 AHTDAGGIILLFQDDKVSGL 1835.2270 2552.4071 21.0807 12595 3 851.4739 0.3409
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 1737.7941 ENYPRFVFEDYMK 2441.4160 1737.8063 18.5792 3327 3 579.9403 6.09
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 4015.0980 36962.1083 7 27.86 None 1309.5543 SDVPDLDDDYR 270.1963 1309.5601 30.0312 4421 2 655.2837 3.37
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 2175.0551 LEEVAVTTGEEDEDAVLDLK 12522.4000 2175.0539 30.2942 19860 2 1088.0306 1.0445
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1401.6427 SGMSVQEHVGNEK 14167.1900 1401.6440 14.9516 7038 3 467.8862 ‐0.1872
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1797.8389 FKEVAESEEEKEESK 1580.7270 1797.8769 23.5967 53770 3 599.9638 20.6958
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1219.5450 ATNEPEHEHR 92.4667 1219.5763 28.4651 1434 1 1219.5763 27.9584
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1292.6329 KESEAEKSGEAK 586.5782 1292.6423 14.5672 3587 2 646.8248 6.10
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 856.3618 SGMSVQEH 253.5250 856.3593 13.7900 2607 1 856.3593 ‐2.1392
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1146.5525 EDEDAVLDLK 89.4767 1146.5449 28.4763 1121 1 1146.5449 ‐4.5739
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1158.5525 LEEVAVTTGEE 130.8551 1158.5534 30.8903 1053 1 1158.5534 2.29
NP_172194.1 Ran binding protein 1 a Arabidopsis thaliana 2059.4270 25829.4863 9 26.32 None 1800.8385 LEEVAVTTGEEDEDAVL 226.0525 1800.8342 30.6459 874 2 900.9207 ‐1.7152
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1654.8224 AGGFPEPEIVHYNPK 15008.2700 1654.8226 25.4979 55734 3 552.2791 ‐0.5514
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 34151.3300 1724.7818 21.3701 55498 3 575.5988 0.6946
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1566.8261 EAEEVEPILEALPK 28160.7800 1566.8258 32.2292 51773 2 783.9165 ‐0.1051
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1485.6778 EADFTTDDMILSK 72394.9800 1485.6783 27.3046 48152 2 743.3428 0.2978
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1036.5310 EIFNISGEK 3604.2020 1036.5324 23.3874 41118 2 518.7698 0.2155
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1770.7817 QLPGESDQDFADFSSK 39964.5400 1770.7843 26.0333 40760 2 885.8958 2.0734
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1504.8006 DLATAFLNVLGNEK 49261.8800 1504.7963 22.4839 36697 2 752.9018 ‐2.8990
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1013.5302 YVTFDGLAK 9558.4380 1013.5311 24.6412 29715 2 507.2692 ‐0.3482
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 2168.2298 AGRPIPVPNSGIQISQLGHV 13996.4700 2168.2319 16.4892 24347 4 542.8134 ‐0.3309
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1207.5742 DQHFFASVEK 6767.0140 1207.5757 21.7135 21508 2 604.2915 0.4964
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1187.6167 EGHQVTLFTR 2973.5060 1187.6204 20.3043 13649 2 594.3138 2.85
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 6533.9470 1793.8743 17.2516 11402 2 897.4408 ‐1.3359
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 786.3668 DYDFVK 25271.6400 786.3678 20.7386 11077 1 786.3678 1.02
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 2907.4312 HVLGWKPEFDLVEGLTDSYN971.7682 2907.4719 24.0284 1963 3 969.8288 15.3654
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1332.7369 GKLETESLLQSK 4699.9250 1332.7372 20.4646 14098 2 666.8722 ‐0.2369
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 2871.4887 SPIAKQLPGESDQDFADFSS 648.1553 2871.4833 19.7532 4545 4 718.6263 ‐1.8028
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 Carbamidomethyl+C(2) 2085.0223 ACAKAGGFPEPEIVHYNPK 514.9134 2085.0321 18.9274 1043 3 695.6822 4.87
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 1607.5320 1062.4430 20.1680 45472 2 531.7251 0.8902
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 964.4887 HFFASVEK 182.7059 964.4864 20.1836 5650 2 482.7469 ‐3.6831
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 881.5203 ISQLGHVK 118.4479 881.5221 15.8894 4343 1 881.5221 2.44
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1096.5786 PEIVHYNPK 85.2388 1096.5792 24.7922 2929 1 1096.5792 2.40
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 508.2766 DFVK 50.4827 508.2741 19.2727 2291 1 508.2741 ‐5.4967
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 827.4298 FFASVEK 139.1044 827.4300 23.3202 1726 2 414.2186 ‐1.4167
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 Carbamidomethyl+C(3) 1296.5525 PHCEEDAVDPK 6803.8910 1296.5491 21.3542 1502 2 648.7782 ‐3.2068
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 954.4316 SYNLDFGR 162.6368 954.4351 26.2390 1432 1 954.4351 4.38
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1001.5527 HQVTLFTR 138.4207 1001.5559 21.0545 1355 2 501.2816 1.38
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1314.7264 GKLETESLLQSK 261.1218 1314.7308 20.4329 9220 2 657.8690 2.76
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1548.8156 EAEEVEPILEALPK 569.6177 1548.8137 30.5793 6390 2 774.9105 ‐1.1047
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1189.5636 DQHFFASVEK 142.9363 1189.5581 19.7276 2621 2 595.2827 ‐5.4979
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1018.5204 EIFNISGEK 193.5875 1018.5172 20.7660 1299 2 509.7622 ‐4.3553
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1019.5044 EIFNISGEK 225.4832 1019.5030 21.8904 8103 2 510.2552 ‐2.5434
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 11073.0300 42790.9320 52 57.67 None 1170.5902 EGHQVTLFTR 582.2260 1170.5872 21.5641 2786 1 1170.5872 ‐0.4759
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1654.8224 AGGFPEPEIVHYNPK 16121.5700 1654.8226 25.4979 55734 3 552.2791 ‐0.6056
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1566.8261 EAEEVEPILEALPK 30657.6400 1566.8256 32.2191 49848 2 783.9164 ‐0.2177
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1036.5310 EIFNISGEK 4677.0130 1036.5324 23.3874 41118 2 518.7698 0.3677
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1013.5302 YVTFDGLAK 14589.5000 1013.5311 24.6412 29715 2 507.2692 ‐0.1896
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1828.8712 SSLSAEGFDVVYDINGR 3141.9660 1828.8601 31.7683 29652 2 914.9337 ‐5.3698
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1187.6167 EGHQVTLFTR 4045.0110 1187.6210 20.3320 12209 2 594.3141 2.59
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1332.7369 GKLETESLLQSK 5713.2240 1332.7372 20.4646 14098 2 666.8722 ‐0.1682
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 997.4989 AGGFPEPEIV 244.3642 997.5034 23.3278 2763 2 499.2553 3.44
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1001.5527 HQVTLFTR 186.5739 1001.5559 21.0545 1355 2 501.2816 2.1058
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2482.2560 42790.9320 52 57.67 None 1019.5044 EIFNISGEK 263.8276 1019.5030 21.8904 8103 2 510.2552 ‐2.3864
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 1504.8006 DLATAFLNVLGNEK 24583.6300 1504.7963 22.4839 36697 2 752.9018 ‐2.8729
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 2168.2298 AGRPIPVPNSGIQISQLGHV 11008.3600 2168.2319 16.4892 24347 4 542.8134 ‐0.0465
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 6667.0240 1793.8743 17.2516 11402 2 897.4408 ‐1.1251
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 1654.8224 AGGFPEPEIVHYNPK 393.3430 1654.8234 16.5094 2723 3 552.2793 ‐0.1064
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 1036.5310 EIFNISGEK 88.3057 1036.4996 20.7940 1917 1 1036.4996 ‐28.7813
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 2871.4887 SPIAKQLPGESDQDFADFSS 327.8487 2871.4833 19.7532 4545 4 718.6263 ‐1.3280



NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 992.5524 QISQLGHVK 139.6396 992.5525 17.1391 4084 2 496.7799 ‐1.4298
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 928.4775 DLATAFLNV 136.5252 928.4801 23.4298 1904 1 928.4801 3.19
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 Carbamidomethyl+C(2) 1147.5453 YCSSAGVYLK 228.0249 1147.5456 18.1352 1081 1 1147.5456 2.89
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1804.3560 42790.9320 52 57.67 None 1487.7740 DLATAFLNVLGNEK 385.5694 1487.7791 21.3124 1076 2 744.3932 3.10
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 17325.1500 16181.9493 4 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 17325.1500 16181.9493 4 54.05 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQM680.2772 5122.3167 38.0601 19138 4 1281.3346 0.2285
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 23729.7700 16181.9493 4 54.05 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 23729.7700 16181.9493 4 54.05 Carbamidomethyl+C(12) 3251.4461 FITPEGEQEVECEEDVYVLDA1384.6310 3251.4362 39.7150 946 2 1626.2217 0.7080
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 2360.1623 NMLTAQGREDQNQNTAISI950.2072 2360.1586 24.0369 27186 2 1180.5830 0.4968
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 1643.7984 TVNEAVAAAPENSNTR 7811.7580 1643.7994 16.3783 6096 2 822.4033 0.9461
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 1102.5851 VSADQTVINR 7669.8930 1102.5874 16.4819 4581 2 551.7973 1.0270
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 1333.7263 FPSWLTALDRK 283.7887 1333.6992 19.1978 6445 2 667.3533 ‐20.7339
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 1222.6678 GVYKETIDIGK 670.0170 1222.6440 18.5144 5240 2 611.8256 ‐20.1923
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 Carbamidomethyl+C(6) 2955.2120 AGFADCEEMMDVSKDRMM1445.7600 2955.2286 35.4188 1234 3 985.7477 7.0667
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 416.7563 62143.7425 7 8.44 None 730.4206 QTVINR 65.2234 730.4234 17.6279 1734 1 730.4234 4.0801
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 709.3264 NDGTFR 3124.9420 709.3266 21.4730 574501 1 709.3266 0.4666
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 Carbamidomethyl+C(9) 1422.7046 ILNYVNELCER 5647.1680 1422.7043 16.7380 54861 2 711.8558 ‐0.4603
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1422.7515 VFDLAPEEYVLK 1399.3830 1422.7512 32.5227 26172 2 711.8793 ‐0.4180
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 2361.2548 TVVDQYGQTILDLLLSETQPK4999.2120 2361.2542 24.6943 19651 2 1181.1307 1.07
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 2260.0153 NADEEEGGELVFGGVDPNH2077.4940 2260.0201 28.6187 18549 3 754.0115 2.33
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1432.7657 GPLWILGDVFMGK 7615.8400 1432.7615 23.6986 12500 2 716.8844 ‐3.1571
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 Carbamidomethyl+C(9) 2253.1697 VGEGPVAQCISGFIALDVAP 4944.2650 2253.1682 21.2889 10579 3 751.7276 ‐0.3499
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1662.8367 GVSMGIESVVDKENAK 1854.8940 1662.8359 31.5715 6120 2 831.9216 ‐0.1192
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1515.7591 GELVFGGVDPNHFK 272.9237 1515.7666 26.6335 15425 2 758.3869 4.83
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 585.2879 ETQPK 145.7966 585.2886 25.3770 1461 1 585.2886 0.8521
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1414.7552 GPLWILGDVFMGK 282.1480 1414.7583 24.6951 6382 2 707.8828 1.99
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 955.9882 55354.9454 16 24.11 None 1404.7409 VFDLAPEEYVLK 292.7301 1404.7433 33.2390 1660 2 702.8753 1.59
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 577.9433 55354.9454 16 24.11 Carbamidomethyl+C(9) 1422.7046 ILNYVNELCER 6251.8900 1422.7043 16.7380 54861 2 711.8558 ‐0.4867
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 577.9433 55354.9454 16 24.11 None 2361.2548 TVVDQYGQTILDLLLSETQPK3890.5460 2361.2542 24.6943 19651 2 1181.1307 2.41
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 577.9433 55354.9454 16 24.11 None 1432.7657 GPLWILGDVFMGK 4710.1430 1432.7615 23.6986 12500 2 716.8844 ‐3.1770
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 577.9433 55354.9454 16 24.11 Carbamidomethyl+C(9) 2253.1697 VGEGPVAQCISGFIALDVAP 3669.7810 2253.1682 21.2889 10579 3 751.7276 ‐0.0108
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1878.9960 VGQLTVAFNGSEVGLQIF 514.1329 1878.9875 19.7618 19880 2 939.9974 ‐3.6510
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 894.4567 VGFEESVK 10433.0200 894.4574 17.7176 7947 2 447.7324 ‐0.7374
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1105.5306 IMDEAVNASR 682.9797 1105.5347 27.7626 3869 2 553.2710 2.81
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1533.6825 MTTFNGFKDGEMR 240.5527 1533.6911 19.9156 1909 2 767.3492 5.20
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 891.4530 TSNEVVSR 735.5472 891.4771 19.3134 1252 1 891.4771 27.8747
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1736.8636 IMDEAVNASRVFAGEK 2011.3120 1736.8787 20.2358 2288 2 868.9430 9.19
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1210.6103 FNGSEVGLQIF 154.7970 1210.6020 19.8116 1676 1 1210.6020 ‐4.5166
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1577.8210 LTVAFNGSEVGLQIF 224.6047 1577.8132 20.7882 1611 2 789.4102 ‐4.8205
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 738.3668 FEESVK 667.2042 738.3665 17.7295 918 1 738.3665 ‐0.1158
NP_172667.1 uncharacterized protein Arabidopsis thaliana 367.9997 33943.1159 10 14.24 None 1860.9854 VGQLTVAFNGSEVGLQIF 305.3320 1860.9787 20.9853 1585 3 620.9977 ‐3.9817
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1434.7587 AASFNIIPSSTGAAK 87156.5600 1434.7574 16.5476 439284 2 717.8823 ‐1.1499
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2172.0091 GILGYTEDDVVSTDFVGDNR199255.4000 2172.0042 31.6831 308129 2 1086.5057 ‐0.6788
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1676.9734 TLLFGEKPVTVFGIR 37704.3300 1676.9767 19.7010 231049 3 559.6638 1.07
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2033.0736 FGIVEGLMTTVHSITATQK 78572.3100 2033.0727 21.8214 207302 3 678.3624 ‐0.5139
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1498.8475 VPTVDVSVVDLTVR 58195.6200 1498.8477 31.5602 174141 2 749.9275 0.0806
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1734.8156 DAPMFVVGVNEHEYK 59870.8200 1734.8149 26.4258 172102 3 578.9431 ‐0.9628
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1761.7867 LVSWYDNEWGYSSR 55786.5200 1761.7864 18.2504 124223 2 881.3968 0.3969
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2923.3632 NPEDIPWGEAGADFVVEST 35631.2900 2923.3619 37.9926 119897 3 975.1255 0.9481
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1140.6445 VVDLIVHMSK 33756.2000 1140.6443 15.9090 95184 2 570.8258 ‐1.1277
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2741.2725 DDVELVAVNDPFITTEYMTY38014.4500 2741.2639 23.8293 86108 2 1371.1356 ‐0.1529
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 811.4131 LTGMSFR 13582.8600 811.4145 20.8142 22745 2 406.2109 0.0149
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 800.4876 VVISAPSK 4295.8710 800.4885 16.1825 805 2 400.7479 ‐0.6276
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2680.2413 NPEDIPWGEAGADFVVEST 1836.7140 2680.2554 39.5487 4610 2 1340.6313 8.0888
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1148.6674 AGIALSDKFVK 1748.5540 1148.6679 23.1530 12485 2 574.8376 ‐0.4362
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1112.4791 EYMTYMFK 79.5611 1112.4742 23.1226 4451 2 556.7407 ‐5.4293
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1058.5840 NIIPSSTGAAK 1790.4700 1058.5837 16.5474 3628 1 1058.5837 1.23
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 918.4316 VNEHEYK 178.1716 918.4320 26.7875 3003 1 918.4320 1.32
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1317.6831 MTTVHSITATQK 270.4167 1317.6904 21.9407 2233 2 659.3488 5.0137
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1102.6103 DVSVVDLTVR 141.8775 1102.6058 30.3253 1717 2 551.8065 ‐5.0416
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2258.0612 WGEAGADFVVESTGVFTDK446.1083 2258.0680 37.9409 946 2 1129.5376 4.26
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1292.6845 SFNIIPSSTGAAK 256.4445 1292.6751 16.5451 787 1 1292.6751 ‐4.6322
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 1276.5229 YDNEWGYSSR 276.9365 1276.5223 18.2588 783 1 1276.5223 2.0617
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 41771.5700 37027.3918 68 64.79 None 2154.9826 GILGYTEDDVVSTDFVGDNR685.4374 2154.9818 32.6047 1509 2 1077.9945 1.1768
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 2172.0091 GILGYTEDDVVSTDFVGDNR169212.8000 2172.0042 31.6825 307324 2 1086.5057 ‐0.8539
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1498.8475 VPTVDVSVVDLTVR 88399.4700 1498.8477 31.5598 173519 2 749.9275 0.0893
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1734.8156 DAPMFVVGVNEHEYK 86837.8400 1734.8149 26.4258 172102 3 578.9431 ‐1.0518
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 2923.3632 NPEDIPWGEAGADFVVEST 51678.4900 2923.3617 37.9908 118351 3 975.1254 0.2809
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 811.4131 LTGMSFR 8610.6040 811.4145 20.8142 22745 2 406.2109 0.2305
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 800.4876 VVISAPSK 7600.7020 800.4885 16.1825 805 2 400.7479 ‐0.4089
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 2680.2413 NPEDIPWGEAGADFVVEST 1312.6440 2680.2554 39.5487 4610 2 1340.6313 7.77



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1148.6674 AGIALSDKFVK 2998.9370 1148.6679 23.1530 12485 2 574.8376 ‐0.3157
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 698.3290 TGMSFR 1297.4610 698.3325 20.8065 9715 1 698.3325 5.00
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 587.3188 GILGYT 561.7887 587.3196 28.7227 2232 1 587.3196 1.08
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1002.4738 SDLDIVSNAS 561.9850 1002.4765 31.8381 1804 1 1002.4765 4.40
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 707.3471 FVGDNR 2405.6710 707.3446 35.3494 1498 1 707.3446 ‐3.2563
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1091.5116 VSTDFVGDNR 386.6361 1091.5083 31.6874 984 1 1091.5083 ‐1.0991
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 2258.0612 WGEAGADFVVESTGVFTDK464.8485 2258.0680 37.9409 946 2 1129.5376 4.05
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 1571.7952 FVVESTGVFTDKDK 348.8922 1571.7974 39.4528 805 2 786.4024 1.92
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 27728.0200 37027.3918 68 64.79 None 2154.9826 GILGYTEDDVVSTDFVGDNR316.1198 2154.9818 32.6047 1509 2 1077.9945 1.0137
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1434.7587 AASFNIIPSSTGAAK 84553.3100 1434.7574 16.5476 439284 2 717.8823 ‐1.1685
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1676.9734 TLLFGEKPVTVFGIR 35739.3800 1676.9767 19.7010 231049 3 559.6638 1.12
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 2033.0736 FGIVEGLMTTVHSITATQK 46226.3300 2033.0727 21.8214 207302 3 678.3624 ‐0.3042
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1761.7867 LVSWYDNEWGYSSR 48665.6700 1761.7864 18.2504 124223 2 881.3968 0.5873
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1140.6445 VVDLIVHMSK 18457.5000 1140.6443 15.9090 95184 2 570.8258 ‐1.3343
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 2741.2725 DDVELVAVNDPFITTEYMTY49855.7100 2741.2639 23.8293 86108 2 1371.1356 0.6634
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 2172.0091 GILGYTEDDVVSTDFVGDNR1436.1800 2172.0059 18.8105 18966 2 1086.5066 0.5461
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1498.8475 VPTVDVSVVDLTVR 3283.8200 1498.8463 18.7961 17974 2 749.9268 ‐0.8323
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1734.8156 DAPMFVVGVNEHEYK 857.5833 1734.8198 16.7419 13413 3 578.9448 1.57
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 2923.3632 NPEDIPWGEAGADFVVEST 1203.1280 2923.3617 21.5060 12079 3 975.1254 1.09
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 811.4131 LTGMSFR 19400.6600 811.4136 14.4881 3320 2 406.2104 ‐1.5563
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1002.4738 SDLDIVSNAS 260.0355 1002.4726 17.8767 7408 2 501.7399 ‐2.8080
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 714.3967 IVHMSK 8391.0940 714.3961 15.9105 4943 1 714.3961 ‐0.7706
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1202.6892 GEKPVTVFGIR 584.6266 1202.6907 19.6969 4068 2 601.8490 0.3162
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 948.4859 FGIVEGLMT 78.5892 948.4897 23.0747 3733 1 948.4897 5.0410
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1058.5840 NIIPSSTGAAK 2247.3000 1058.5837 16.5474 3628 1 1058.5837 1.95
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1616.8312 EGLMTTVHSITATQK 1350.6690 1616.8306 19.9595 3105 2 808.9189 ‐0.0678
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 827.4808 LIVHMSK 243.6001 827.4796 15.9126 2930 1 827.4796 ‐0.8917
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1201.6787 VDVSVVDLTVR 322.5663 1201.6783 19.2366 2705 2 601.3428 ‐1.2148
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 717.3930 AASFNII 112.9889 717.3969 15.4398 1541 1 717.3969 5.95
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 468.2605 LVSW 99.9913 468.2595 19.1097 1294 1 468.2595 ‐3.2779
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 698.3290 TGMSFR 1149.9690 698.3283 14.4838 1137 1 698.3283 ‐1.0638
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 1292.6845 SFNIIPSSTGAAK 277.9576 1292.6751 16.5451 787 1 1292.6751 ‐4.6781
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14734.8800 37027.3918 68 64.79 None 793.4025 LTGMSFR 87.3609 793.3976 15.9070 8436 1 793.3976 ‐5.8336
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 2255.0687 AHAESVNLQFENPLDENTAR1443.9690 2255.0639 28.0134 20621 3 752.3595 ‐1.8135
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1938.0075 MVDGVPLVIPEVNPEAMK 6108.0340 1938.0018 20.2947 18823 2 969.5045 ‐1.9042
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 2203.0990 ASNTFPTPLDVSNKDDVAVG5406.0370 2203.1008 26.4769 15469 3 735.0384 1.0470
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1265.6484 GTIVVDNSSAFR 3602.1740 1265.6487 22.1425 10739 2 633.3280 ‐0.3971
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 2569.2385 MVVSTYQAASGAGAAAME1007.4270 2569.2426 19.9948 13236 3 857.0857 2.18
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1246.6790 KAPGVYIIDDR 2369.3640 1246.6782 21.8753 7854 2 623.8427 ‐1.2969
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 794.4043 YIIDDR 92.9521 794.4075 22.3313 4117 1 794.4075 4.93
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1466.7598 PLDVSNKDDVAVGR 280.0638 1466.7587 28.5109 1718 3 489.5911 ‐1.7047
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1443.7552 MVDGVPLVIPEVNP 237.8732 1443.7509 21.6507 1709 2 722.3791 ‐3.2048
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 1321.7184 LVIPEVNPEAMK 249.5540 1321.7146 21.4294 1689 2 661.3610 ‐3.3483
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 2166.0210 HAESVNLQFENPLDENTAR 463.3730 2166.0139 30.5569 1628 2 1083.5106 ‐1.7277
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 855.3668 41030.9019 26 28.53 None 2238.0422 AHAESVNLQFENPLDENTAR452.3369 2238.0339 30.6119 2018 2 1119.5206 ‐1.9585
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 2255.0687 AHAESVNLQFENPLDENTAR1935.2360 2255.0639 28.0134 20621 3 752.3595 ‐2.1290
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 2203.0990 ASNTFPTPLDVSNKDDVAVG9736.7580 2203.1008 26.4769 15469 3 735.0384 0.7541
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1265.6484 GTIVVDNSSAFR 7633.6000 1265.6487 22.1425 10739 2 633.3280 ‐0.3095
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 Carbamidomethyl+C(15) 2383.1347 DVSQDGNFGLDIFVCGDQIR312.3351 2383.1802 37.3153 13167 2 1192.0937 20.9561
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1004.5047 IWNDTEVK 500.1885 1004.5117 26.3154 8613 1 1004.5117 8.47
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1246.6790 KAPGVYIIDDR 3179.0410 1246.6782 21.8753 7854 2 623.8427 ‐1.2040
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1132.5997 KIWNDTEVK 816.2805 1132.5988 17.5317 4902 2 566.8030 ‐1.6249
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 Carbamidomethyl+C(16) 2539.2358 RDVSQDGNFGLDIFVCGDQ1065.7880 2539.2261 35.4282 872 3 847.0802 ‐3.5149
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 794.4043 YIIDDR 102.2230 794.4075 22.3313 4117 1 794.4075 4.08
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 572.2787 ENTAR 71.5166 572.2802 30.2914 3214 1 572.2802 2.43
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1455.7114 ASNTFPTPLDVSNK 242.6285 1455.7169 27.5260 3076 2 728.3621 3.09
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 1247.6379 GTIVVDNSSAFR 354.1663 1247.6348 22.2082 2562 2 624.3210 ‐3.0475
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 986.4942 IWNDTEVK 115.2942 986.4939 27.7539 1979 1 986.4939 1.32
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 920.9077 41030.9019 26 28.53 None 2238.0422 AHAESVNLQFENPLDENTAR510.0129 2238.0339 30.6119 2018 2 1119.5206 ‐2.1450
NP_173034.1 light harvesting complex photosystem II subunit 6 Arabidopsis thaliana 1658.8230 27522.5504 3 10.85 None 1917.8362 TAENFANYTGDQGYPGGR 11787.6800 1917.8366 22.5047 11495 2 959.4219 1.1728
NP_173034.1 light harvesting complex photosystem II subunit 6 Arabidopsis thaliana 1658.8230 27522.5504 3 10.85 None 1198.5263 DGVYEPDFEK 21579.7900 1198.5271 22.5430 5726 2 599.7672 ‐0.0919
NP_173034.1 light harvesting complex photosystem II subunit 6 Arabidopsis thaliana 1658.8230 27522.5504 3 10.85 None 1170.5174 YTGDQGYPGGR 183.8669 1170.5108 24.0818 1239 1 1170.5108 ‐3.5517
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1680.8340 NAVVTVPAYFNDSQR 25368.5500 1680.8320 27.0279 68066 2 840.9196 ‐0.8375
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1659.8952 IINEPTAAAIAYGLDK 19118.3800 1659.8937 29.4143 34730 2 830.4505 ‐0.6202
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1412.7492 SSVHDVVLVGGSTR 1813.7300 1412.7497 19.7656 9258 3 471.5881 ‐0.7181
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 2642.2733 EQVFSTYADNQPGVLIQVYE1896.0210 2642.2770 33.4837 1963 3 881.4305 1.93
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 2741.2828 AIDETIEWIEGNQLAEVDEFE371.2424 2741.2729 40.6330 1746 3 914.4292 ‐3.0456
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 991.5207 EVAEAFLGR 224.9969 991.5177 26.8862 16320 1 991.5177 ‐1.5649
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1658.8497 NQVALNPQNTVFDAK 508.3470 1658.8525 24.0965 8774 2 829.9299 2.0390
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1593.8193 QFSPEEISSMVLVK 392.4919 1593.7945 21.1247 3919 3 531.9364 ‐16.3523
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1046.5477 NQITITNDK 421.3077 1046.5391 26.4669 2041 1 1046.5391 ‐6.3987
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1689.9244 VVSGPGEKPMIVVSYK 171.2004 1689.9293 35.6580 1985 2 845.4683 3.02



NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 Carbamidomethyl+C(15) 3807.8429 SEKAIGIDLGTTYSCVGVWM1115.7180 3807.8445 42.0943 1949 5 762.3747 0.4049
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1097.5010 PAYFNDSQR 170.2119 1097.4997 29.1401 1370 1 1097.4997 0.7839
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 973.5102 EVAEAFLGR 76.1542 973.5116 26.8631 1257 1 973.5116 2.48
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 1471.0940 71313.8321 24 25.23 None 1641.8231 NQVALNPQNTVFDAK 411.9492 1641.8244 23.7040 940 2 821.4159 1.0932
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 1787.9902 IINEPTAAAIAYGLDKK 65949.2000 1787.9886 17.0120 177769 3 596.6677 ‐1.2776
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 1680.8340 NAVVTVPAYFNDSQR 1009.2330 1680.8324 16.9637 2081 2 840.9198 ‐0.4164
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 1659.8952 IINEPTAAAIAYGLDK 552.0888 1659.8517 19.9798 5296 2 830.4295 ‐25.7694
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 1613.8969 QATKDAGAISGLNVLR 409.9922 1613.8713 15.6111 1375 2 807.4393 ‐15.5483
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 2561.2730 SINPDEAVAYGAAVQAAILT 154.8615 2561.3241 24.5795 1092 3 854.4462 21.2995
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 3391.7128 VEIIPNDQGNRTTPSYVAFTD2039.5800 3391.7155 18.4821 772 3 1131.2434 3.17
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 Oxidation+M(10) 1868.9496 QFSPEEISSMVLVKMK 568.9890 1868.9509 20.7234 4960 2 934.9791 1.05
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 1049.5990 AAIAYGLDKK 497.6027 1049.6002 16.8010 1565 2 525.3037 ‐0.2447
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 907.5247 IAYGLDKK 372.8162 907.5259 17.0061 1063 1 907.5259 2.34
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 2214.2920 71313.8321 24 25.23 None 3373.7023 VEIIPNDQGNRTTPSYVAFTD357.3615 3373.6726 18.4702 2589 3 1125.2290 ‐5.6767
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 3616.7918 RDPAEIPWADLGAEYVVESS2767.7110 3616.7754 24.8714 3974 3 1206.2633 ‐2.0140
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 1401.7332 GASQNIIPSSTGAAK 2655.8930 1401.7323 18.9021 2058 2 701.3698 ‐0.9282
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 1296.6318 LEKDASYEDVK 460.4182 1296.5936 25.1974 2954 2 648.8005 ‐29.9598
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 2612.3389 VVHEEFGILEGLMTTVHATT453.9066 2612.3758 25.0682 1504 3 871.4635 15.0225
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 2485.3483 GGAKKVIISAPSADAPMFVV248.9926 2485.3281 25.0226 1377 3 829.1142 ‐7.4414
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 Oxidation+M(37) 4055.9543 GILGYTEEDVVSNDFLGDSR 944.9451 4055.9446 21.1104 4921 3 1352.6530 0.8617
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 Oxidation+M(18)
NP_173080.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 356.9022 45017.0528 8 11.67 None 1383.7227 GASQNIIPSSTGAAK 1023.0280 1383.7258 18.4669 4189 2 692.3666 1.30
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 1259.7106 ATGIVVVPGSGFR 19436.2200 1259.7092 16.8461 16994 2 630.3582 ‐1.7686
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 1030.5164 DAIADGIEAR 8830.9620 1030.5154 19.7410 9966 2 515.7614 ‐2.0882
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 2207.1415 ALAVINPGNPTGQVLSEENQ2167.0590 2207.1357 27.3296 9782 2 1104.0715 ‐0.9601
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 1743.7795 LTAFHQSFMDEFRD 2406.7160 1743.7812 17.8206 9414 3 581.9319 0.4286
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 845.4476 NLIDQSR 379.7359 845.4438 17.7634 6092 1 845.4438 ‐3.7274
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 Carbamidomethyl+C(7) 3985.9232 MASVNLCSNISGQILASLIMS1490.4240 3985.8819 23.2127 1018 3 1329.2988 ‐7.2357
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 Carbamidomethyl+C(6) 3469.6944 EVLALCSYTALLDESATHGLF192.7548 3469.7165 43.0361 8575 3 1157.2437 8.95
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 880.2701 60448.4559 13 20.99 None 679.4137 ALAVINP 2900.4990 679.4114 27.3184 11903 1 679.4114 ‐3.3853
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 913.1055 60448.4559 13 20.99 None 1259.7106 ATGIVVVPGSGFR 26529.2100 1259.7092 16.8461 16994 2 630.3582 ‐1.8991
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 913.1055 60448.4559 13 20.99 None 1743.7795 LTAFHQSFMDEFRD 2353.5560 1743.7812 17.8206 9414 3 581.9319 0.4683
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 913.1055 60448.4559 13 20.99 Carbamidomethyl+C(6) 3084.4831 EVLALCSYTALLDESATHGLF1132.1970 3084.4724 22.1564 8489 3 1028.8290 ‐0.9851
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 913.1055 60448.4559 13 20.99 Carbamidomethyl+C(7) 3985.9232 MASVNLCSNISGQILASLIMS2081.1820 3985.8819 23.2127 1018 3 1329.2988 ‐5.8784
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 913.1055 60448.4559 13 20.99 None 2549.3134 QEGLVLLADEVYQENVYVPD421.8850 2549.3079 21.0763 913 3 850.4408 ‐0.8513
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 306.7557 36146.7965 4 7.65 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 4025.9640 1448.6973 15.9675 11584 3 483.5706 ‐2.2664
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 306.7557 36146.7965 4 7.65 None 1414.7577 DGVVLLWDLAEGK 3503.5170 1414.7579 38.6961 3365 2 707.8826 ‐0.0707
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 306.7557 36146.7965 4 7.65 Carbamidomethyl+C(22) 2579.2406 STLAGHTGYVSTVAVSPDGS238.9567 2579.1864 28.4907 1066 2 1290.0969 ‐18.4381
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 306.7557 36146.7965 4 7.65 Carbamidomethyl+C(3) 1285.6358 WLCAATEHGIK 487.7831 1285.6305 15.9254 2262 2 643.3189 ‐4.6868
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 28420.4900 1797.8347 22.3977 58371 3 599.9497 0.0681
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 2191.1070 TPAEFASVGSNIFGTFGTFLK22914.4100 2191.0962 23.6773 54913 2 1096.0518 ‐3.2754
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1099.6358 VSAVDLSLAPK 22222.4600 1099.6349 24.8514 53024 2 550.3211 ‐1.7809
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1020.5513 YVISGWAPK 10074.9300 1020.5509 16.2775 39131 2 510.7791 ‐1.5760
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1944.9061 SWSVPESFPHVHNYMK 18676.6000 1944.9083 16.8739 35768 4 486.9825 ‐0.5816
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 2449.3238 IHLINLSDKPQWFLDISPQGK6852.3880 2449.3289 20.0795 23999 4 613.0877 1.80
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 2648.3162 SKDSNDGSEHALLVELEALEN3841.4620 2648.3189 35.8484 23905 4 662.8352 0.6683
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 916.5350 ALLTLEEK 10759.1100 916.5347 23.2580 21566 2 458.7710 ‐1.7133
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 2433.1892 DSNDGSEHALLVELEALENH2681.7330 2433.1870 37.8547 13727 4 609.0522 ‐1.6985
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1702.8898 WVTDSDVIVGILEEK 2365.4850 1702.8861 37.0028 8274 2 851.9467 ‐1.7416
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1388.7209 GSNIFGTFGTFLK 528.0060 1388.7151 23.5352 12503 2 694.8612 ‐4.4527
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 9136.9540 1556.6956 22.3992 5441 2 778.8514 3.0015
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 758.4196 ISGWAPK 579.9315 758.4171 16.2765 4174 1 758.4171 ‐2.7923
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 803.3934 TPAEFASV 204.6646 803.3977 22.7996 4072 1 803.3977 5.09
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1000.5673 SAVDLSLAPK 1373.6300 1000.5650 24.8413 3917 1 1000.5650 ‐0.9043
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 501.2820 WAPK 117.1168 501.2820 14.9114 2346 1 501.2820 ‐0.6904
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 None 1361.6372 TPAEFASVGSNIFG 563.4019 1361.6398 23.8561 1931 2 681.3235 1.99
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 Carbamidomethyl+C(3) 966.4098 GDCPFSQR 236.4761 966.4095 20.4243 1855 1 966.4095 0.9207
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 332.3595 1655.7619 22.7635 1491 2 828.3846 1.38
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 9459.8410 23755.1097 30 66.67 Carbamidomethyl+C(4) 1079.4939 LGDCPFSQR 147.3949 1079.4859 21.1345 1050 1 1079.4859 ‐5.6389
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 2191.1070 TPAEFASVGSNIFGTFGTFLK29178.6600 2191.0962 23.6773 54913 2 1096.0518 ‐2.8108
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 1020.5513 YVISGWAPK 13560.5300 1020.5509 16.2775 39131 2 510.7791 ‐1.8593
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 1944.9061 SWSVPESFPHVHNYMK 14617.7700 1944.9083 16.8739 35768 4 486.9825 ‐0.3576
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 2449.3238 IHLINLSDKPQWFLDISPQGK4445.3470 2449.3289 20.0795 23999 4 613.0877 1.85
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 1702.8898 WVTDSDVIVGILEEK 100.6706 1702.8842 16.8127 7270 3 568.2996 ‐3.8917
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 1508.8570 ALLTLEEKSLTYK 1588.1290 1508.8562 20.2535 13605 3 503.6236 ‐1.5539
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 758.4196 ISGWAPK 728.8636 758.4171 16.2765 4174 1 758.4171 ‐2.8997
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 803.3934 TPAEFASV 394.8156 803.3977 22.7996 4072 1 803.3977 5.87
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 501.2820 WAPK 127.5897 501.2820 14.9114 2346 1 501.2820 ‐0.8274
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 4993.1610 23755.1097 30 66.67 None 1002.5407 YVISGWAPK 96.9470 1002.5462 17.1079 1302 2 501.7767 3.04
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10074.5600 1347.6069 28.2366 35388 2 674.3071 ‐0.6643
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1387.7064 EGQSVGVIADGIDK 50706.8700 1387.7070 23.0004 31745 2 694.3572 0.1801
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1366.6849 LVYTNDQGETVK 15034.2100 1366.6860 17.1915 29703 2 683.8466 0.4582
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1945.0212 DPNATVIMLATGTGIAPFR 5193.7380 1945.0174 21.2893 28570 2 973.0123 ‐0.9066
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 2486.1908 GIDDIMVSLAANDGIDWFD3481.2560 2486.1902 22.6863 14633 3 829.4016 0.4485



NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 823.4308 VDYAISR 14067.3700 823.4312 16.6866 11147 2 412.2193 ‐1.2028
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 Carbamidomethyl+C(21) 2540.3025 LYSIASSALGDLGNSETVSLC 4480.0300 2540.2975 25.5094 5990 2 1270.6524 0.5275
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1029.5323 NEEGVIVNR 6251.6080 1029.5345 16.1145 4200 2 515.2709 0.8925
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 974.5378 SNNVVTGKR 208.0317 974.5156 19.6853 3849 2 487.7615 ‐24.0406
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1137.5211 AEQWNVEVY 1167.8450 1137.5381 22.4832 2344 1 1137.5381 16.8603
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1265.6161 KAEQWNVEVY 2093.9030 1265.6192 25.5071 24970 2 633.3133 1.22
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 985.4738 KAEQWNVE 365.5422 985.4718 25.5117 1703 1 985.4718 ‐0.6296
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 919.4996 TGTGIAPFR 164.4880 919.4955 20.0202 1579 2 460.2514 ‐5.9442
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1119.5106 AEQWNVEVY 1097.2230 1119.5088 21.5049 10124 2 560.2581 ‐2.5138
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1011.5218 NEEGVIVNR 236.5965 1011.5264 16.9272 3169 2 506.2668 3.31
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 956.5272 SNNVVTGKR 72.2185 956.5334 19.9424 2643 2 478.7703 5.0905
NP_173431.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4236.3460 41510.3832 17 37.13 None 1247.6055 KAEQWNVEVY 180.6520 1247.6113 24.2443 1717 2 624.3093 3.07
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1563.8013 AVVQVFEGTSGIDNK 18104.0100 1563.8003 25.5214 42418 2 782.4038 ‐0.5631
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1912.8786 GYPGYMYTDLATIYER 18584.9800 1912.8752 33.2891 25876 2 956.9412 ‐0.8043
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 2469.2000 TYPEEMIQTGISTIDVMNSIA2167.6940 2469.1979 22.6189 22970 2 1235.1026 1.78
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1034.5629 YQEIVNIR 5312.6870 1034.5624 22.1018 20390 2 517.7849 ‐1.6446
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1088.5769 TPVSLDMLGR 1774.4990 1088.5764 27.0298 20101 2 544.7918 ‐1.5027
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1715.9327 VTLFLNLANDPTIER 3263.9980 1715.9312 19.9242 19714 2 858.4693 ‐0.3497
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1073.5473 GQVLEVDGEK 17204.3900 1073.5490 17.7895 16755 2 537.2782 0.5164
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1368.8097 TVSGVAGPLVILDK 3925.2140 1368.8122 31.1610 6120 2 684.9097 1.58
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1369.7362 FTTVQFTGEVLK 1508.2170 1369.7304 17.7830 1032 1 1369.7304 ‐1.2826
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 2201.9941 VETSIDMEEGTLEIGMEYR 388.8646 2202.0081 34.1320 7084 2 1101.5077 8.0321
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 2772.3978 AVVGEEALSSEDLLYLEFLDK7170.2540 2772.3998 40.7483 16432 3 924.8048 1.25
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1229.6484 RGQVLEVDGEK 6397.0120 1229.6449 16.0471 10299 2 615.3261 ‐3.5528
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1188.6259 AVVQVFEGTSGI 442.2910 1188.6322 24.5418 12690 2 594.8198 4.77
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 790.4240 VMNSIAR 100.7488 790.4251 21.7391 3724 1 790.4251 1.73
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1244.6157 YTDLATIYER 217.9373 1244.6065 34.1788 1263 1 1244.6065 ‐5.0247
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 2008.8280 54425.9965 22 34.09 None 1166.5688 VFEGTSGIDNK 278.2045 1166.5670 25.5410 887 1 1166.5670 0.5260
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 2469.2000 TYPEEMIQTGISTIDVMNSIA4238.6810 2469.1979 22.6189 22970 2 1235.1026 2.1202
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 1715.9327 VTLFLNLANDPTIER 4014.0830 1715.9312 19.9242 19714 2 858.4693 ‐0.1887
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 1689.9323 NIFQSLDLAWTLLR 554.4100 1689.9307 25.5120 1080 3 563.9817 ‐1.5716
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 1369.7362 FTTVQFTGEVLK 1468.0610 1369.7304 17.7830 1032 1 1369.7304 ‐1.3196
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 3454.7489 IFNGSGKPIDNGPPILPEAYL 244.4003 3454.7084 23.6784 1559 3 1152.2410 ‐8.4168
NP_173451.5 V type proton ATPase subunit B3 Arabidopsis thaliana 383.7904 54425.9965 22 34.09 None 790.4240 VMNSIAR 104.0519 790.4195 21.6101 4966 1 790.4195 ‐5.2127
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13375.2900 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGV79862.0100 2586.2101 28.2988 145905 3 862.7416 0.6216
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13375.2900 17041.3670 5 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVAL7731.3280 4406.9675 36.3042 30534 3 1469.6607 ‐1.0608
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13375.2900 17041.3670 5 38.92 None 2568.2001 NNAGYPHNVVFDEDEIPSGV498.7887 2568.2048 28.3248 1507 3 856.7398 2.24
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 16437.4400 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGV103736.1000 2586.2101 28.2988 145905 3 862.7416 0.1619
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 16437.4400 17041.3670 5 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVAL6228.9120 4406.9675 36.3042 30534 3 1469.6607 ‐2.3134
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 1529.7693 EVAPEVTTQAEEVK 6099.0970 1529.7720 20.2040 13527 2 765.3897 1.89
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 1659.7960 EESPVEEAVSVVEEK 16133.8900 1659.8017 32.6358 12856 2 830.4045 3.83
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 2217.0769 TEQAKEESPVEEAVSVVEEK 4035.2930 2217.0808 30.4658 11367 3 739.6984 1.87
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 2101.0196 ADAVNAQTPSLSEQYHLEK 4428.0290 2101.0051 25.3093 5567 3 701.0065 ‐6.8938
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 1019.5156 LETAPADFR 272.3017 1019.5243 25.5627 2988 1 1019.5243 9.02
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 3727.8284 EVAPEVTTQAEEVKTEQAKE3893.6010 3727.8322 31.0640 13800 4 932.7135 2.85
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 2087.0503 EVAPEVTTQAEEVKTEQAK 7586.0070 2087.0523 19.9238 7284 3 696.3556 1.0143
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 3269.6747 QDTSAKPVEVKEVAPEVTTQ440.9591 3269.6835 23.7584 1589 4 818.1763 3.77
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 1230.6212 PEVTTQAEEVK 182.1174 1230.6254 18.9051 1800 2 615.8164 2.08
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 2589.9730 21422.9568 10 33.51 None 1001.5051 LETAPADFR 191.5061 1001.5018 24.7486 1952 1 1001.5018 ‐1.8818
NP_173705.1 COP9 signalosome complex subunit 5a Arabidopsis thaliana 219.4675 39845.6045 4 8.12 None 1850.9072 IQQEKPWASDPNYFK 1337.0340 1850.9114 28.5297 5413 2 925.9594 3.0291
NP_173705.1 COP9 signalosome complex subunit 5a Arabidopsis thaliana 219.4675 39845.6045 4 8.12 None 1421.7127 SGGTIEIMGLMQGK 2899.6720 1421.7173 25.4580 3318 2 711.3623 3.0444
NP_173705.1 COP9 signalosome complex subunit 5a Arabidopsis thaliana 219.4675 39845.6045 4 8.12 None 2212.9703 VNAQSDAYEYMVEYSQTSK371.6320 2212.9880 29.0988 128300 2 1106.9976 9.25
NP_173705.1 COP9 signalosome complex subunit 5a Arabidopsis thaliana 219.4675 39845.6045 4 8.12 None 2365.1592 TEGDTIIVMDAFALPVEGTET483.5430 2365.1423 37.9639 1572 2 1183.0748 ‐5.3062
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1717.7816 EDFGGGHPDPNLTYAK 3336.6540 1717.7875 21.1751 14709 3 573.2673 2.67
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1148.5906 LSGTGSEGATIR 15981.9100 1148.5930 15.2063 9947 2 574.8001 1.93
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 2516.1675 SDVASVASADEFEYKDPVDG5158.3260 2516.1696 26.9256 9728 3 839.3947 1.37
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1612.8792 ESQEALSPLVDLALK 6924.8510 1612.8787 34.5312 8561 2 806.9430 ‐0.0949
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 Carbamidomethyl+C(16) 2119.0740 IFVEELGAQESALLNCTPK 3863.9510 2119.0694 33.4219 7270 2 1060.0383 ‐0.7092
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1441.8373 NTLLSTPAVSAVIR 6187.8700 1441.8370 18.1401 7021 2 721.4221 ‐0.3933
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1031.5480 GATLVVSGDGR 13266.9600 1031.5495 17.3360 4452 2 516.2784 0.2305
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1173.5059 YDYENVDAGK 2821.1750 1173.5144 17.4387 7114 2 587.2608 6.96
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1110.5619 FFEVPTGWK 506.3495 1110.5310 14.9719 3021 2 555.7691 ‐28.7798
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1934.7999 SDTGGEPPEFGAAADGDAD227.3935 1934.8411 17.2732 2624 2 967.9242 22.3448
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1722.7639 YNMENGGPAPESITDK 390.2449 1722.7601 15.2727 1052 2 861.8837 ‐1.7519
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 2215.1241 LSGTGSEGATIRLYIEQYEK 247.0958 2215.1409 39.0170 956 2 1108.0741 9.53
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 Oxidation+M(4) 1213.5881 LSKMEEFTGR 1762.0700 1213.5886 30.7770 2084 2 607.2979 ‐0.3676
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1018.5204 PDPNLTYAK 234.1203 1018.5169 18.6577 6225 2 509.7621 ‐4.6811
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1251.6117 GGHPDPNLTYAK 526.3704 1251.6107 20.3922 2090 2 626.3090 ‐1.4119
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 816.4250 EVPTGWK 122.9631 816.4213 16.0571 1706 1 816.4213 ‐3.9014
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 714.3417 ENVDAGK 190.1185 714.3436 15.6947 1362 1 714.3436 2.43
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 1001.4938 PDPNLTYAK 200.8387 1001.4888 22.6569 1194 1 1001.4888 ‐3.6492
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 1410.6080 63398.7992 19 22.47 None 948.4745 GTGSEGATIR 245.3588 948.4790 16.2788 910 2 474.7431 3.88
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 Carbamidomethyl+C(7) 1566.7469 LDGFQQCEVTELK 983.9119 1566.7553 28.4684 16618 2 783.8813 5.88
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 988.5673 SVEAQILTK 418.8885 988.5680 22.5661 11342 1 988.5680 2.1637



NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 1641.8006 EVTFSYNILSDPEK 1299.3270 1641.8041 29.3074 5124 2 821.4057 2.67
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 1279.5987 TANDPVAADMFK 242.8462 1279.6025 29.8315 1504 1 1279.6025 5.06
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 2902.3815 TANDPVAADMFKEVTFSYN504.5373 2902.4066 31.5320 11519 3 968.1404 9.49
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 957.5305 WFNLHLK 182.5951 957.5244 31.3121 10575 2 479.2658 ‐7.5426
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 Carbamidomethyl+C(10) 2043.0216 NVSYTIQVLCAAAFTQEK 809.7985 2043.0741 25.5676 3163 3 681.6962 25.4251
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 2251.0700 FETEYREVLVQFTDMTSR 775.3033 2251.0825 34.9738 2834 2 1126.0449 7.1759
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 Carbamidomethyl+C(10) 2556.2763 NVSYTIQVLCAAAFTQEKED348.1688 2556.2186 32.3965 1202 3 852.7444 ‐22.2070
NP_173822.2 ARG1 like 1 Arabidopsis thaliana 202.4157 49647.0314 10 11.1 None 1495.7315 VTFSYNILSDPEK 358.6134 1495.7313 33.1946 1873 2 748.3693 ‐0.1850
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 None 1106.5589 TYPQSAGNIR 16328.3200 1106.5594 15.7450 32684 2 553.7833 ‐0.5676
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 Carbamidomethyl+C(23) 2828.3515 LGFDEGKDIVVSVMSSMGE3858.7070 2828.3469 21.9499 28997 3 943.4538 ‐0.3789
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 None 1317.6467 LPTDDGLTAQMR 1045.5900 1317.6533 22.7198 8022 2 659.3303 4.97
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 Carbamidomethyl+C(16) 2081.9916 DIVVSVMSSMGEEQICAVK 387.0139 2081.9595 16.8233 15492 3 694.6580 ‐15.4200
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 None 2064.0066 LPTDDGLTAQMRLGFDEGK230.3968 2063.9973 15.8363 1071 2 1032.5023 ‐3.1803
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 Carbamidomethyl+C(4) 847.4343 EQICAVK 110.8250 847.4325 17.3266 3123 1 847.4325 ‐1.2694
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 None 842.4479 PQSAGNIR 861.2252 842.4487 15.7511 2425 1 842.4487 1.90
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1783.0810 17368.3981 19 53.46 None 994.4840 LPTDDGLTAQ 132.2670 994.4819 16.3484 2153 2 497.7446 ‐3.3509
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(23) 2828.3515 LGFDEGKDIVVSVMSSMGE4722.6300 2828.3469 21.9499 28997 3 943.4538 0.2981
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(1) 1421.7246 CHFVAIDIFTAK 1396.5520 1421.7281 18.7334 1499 3 474.5809 1.15
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(16) 2081.9916 DIVVSVMSSMGEEQICAVK 412.5478 2081.9595 16.8233 15492 3 694.6580 ‐15.1816
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 None 3057.5150 VDYQLIDITEDGFVSLLTDSG1126.5940 3057.5137 23.6695 6567 3 1019.8427 1.05
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(1) 1549.8196 CHFVAIDIFTAKK 784.7252 1549.8489 17.2659 6512 2 775.4281 19.0796
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(16) 2609.2620 DIVVSVMSSMGEEQICAVKE899.0558 2609.3092 19.1926 2206 3 870.4413 19.5330
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 None 2064.0066 LPTDDGLTAQMRLGFDEGK269.2648 2064.0175 15.9803 2055 3 688.6774 5.32
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(4) 847.4343 EQICAVK 239.7583 847.4329 21.4233 4637 1 847.4329 ‐0.9672
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(4) 847.4343 EQICAVK 82.5847 847.4325 17.3266 3123 1 847.4325 ‐1.3665
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(4) 1374.7046 EQICAVKEVGGGK 159.1077 1374.7011 20.6122 2682 2 687.8542 ‐2.9664
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1330.8670 17368.3981 19 53.46 Carbamidomethyl+C(1) 1403.7141 CHFVAIDIFTAK 166.1545 1403.7165 19.1125 2664 1 1403.7165 4.50
NP_174022.1 uncharacterized protein Arabidopsis thaliana 518.8367 35193.2353 14 16.56 None 2280.2697 LVIAELLVEELSPESQEIIR 6679.6240 2280.2714 44.1399 8924 3 760.7620 1.1029
NP_174022.1 uncharacterized protein Arabidopsis thaliana 518.8367 35193.2353 14 16.56 Carbamidomethyl+C(11) 2402.1996 LVLPQFKDMPCDEIKEFHR 238.2193 2402.1625 25.0539 7737 2 1201.5849 ‐13.2653
NP_174022.1 uncharacterized protein Arabidopsis thaliana 518.8367 35193.2353 14 16.56 None 2581.3548 LVVEFADGVTQIVPASYIEFV942.7415 2581.2733 44.8500 5872 2 1291.1403 ‐29.0096
NP_174022.1 uncharacterized protein Arabidopsis thaliana 518.8367 35193.2353 14 16.56 None 2140.9968 EGLEQASAYHIMESTRFTA 1857.4950 2140.9991 28.0573 8550 2 1071.0032 2.46
NP_174022.1 uncharacterized protein Arabidopsis thaliana 518.8367 35193.2353 14 16.56 Carbamidomethyl+C(11) 1668.8124 LVLPQFKDMPCDEI 238.5466 1668.8035 25.6479 862 2 834.9054 ‐5.0232
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 2280.2697 LVIAELLVEELSPESQEIIR 8026.3140 2280.2714 44.1399 8924 3 760.7620 0.7764
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 1518.6747 EYFEENGFELNK 962.5319 1518.6674 20.3390 13268 3 506.8940 ‐5.6983
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 1977.9447 REGLEQASAYHIMESTR 512.2762 1977.8874 31.9690 6996 2 989.4473 ‐27.9831
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 1768.9116 GGSETFLQNVFESILK 540.4007 1768.8922 28.8769 1465 3 590.3022 ‐11.5823
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 1607.8005 ISYDHFFFRTFK 308.4914 1607.8058 29.8164 10096 2 804.4065 3.91
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 2140.9968 EGLEQASAYHIMESTRFTA 2290.2070 2140.9991 28.0573 8550 2 1071.0032 2.55
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 949.4262 EGLEQASAY 392.9930 949.4287 26.8941 3386 1 949.4287 4.0486
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 713.3577 REGLEQ 67.4255 713.3560 31.5371 2489 1 713.3560 ‐2.0227
NP_174022.1 uncharacterized protein Arabidopsis thaliana 615.0382 35193.2353 14 16.56 None 2123.9702 EGLEQASAYHIMESTRFTA 634.5201 2123.9716 26.1105 23251 3 708.6620 0.4498
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1991.9630 SSVLIDIKPWDDETDMK 4592.6740 1991.9636 30.9283 26757 2 996.4854 1.81
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1300.6797 WYNHIDALLR 6613.8790 1300.6858 17.4047 21502 2 650.8466 4.86
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 3096.5583 ISGVSAEGSGVIVEGSAPITE 8558.3930 3096.5512 28.5533 19727 3 1032.8553 ‐0.6086
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1453.7144 SIQMEGLFWGASK 1413.9200 1453.7190 19.5735 15503 2 727.3631 2.42
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1117.5524 SYITGYQASK 5786.5150 1117.5555 17.9151 11590 2 559.2814 1.81
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1448.7202 MAAFPNLNSDAGLK 237.6251 1448.7254 30.4224 1826 2 724.8663 3.79
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 2714.0959 DAAADEEDDDDVDLFGEET4007.8510 2714.1002 25.9045 11008 3 905.3716 2.26
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1576.8152 MAAFPNLNSDAGLKK 1459.9350 1576.8294 16.6517 1065 2 788.9184 9.1765
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1156.5844 EAVATPPAADSK 251.2525 1156.5803 29.9177 4174 2 578.7938 ‐4.4555
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 934.5105 NHIDALLR 231.6279 934.5066 16.3625 1468 1 934.5066 ‐3.0960
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 2702.6040 25246.3106 24 52.81 None 1348.6718 IQMEGLFWGASK 847.1811 1348.6608 21.1862 996 1 1348.6608 ‐5.3506
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1991.9630 SSVLIDIKPWDDETDMK 2796.5560 1991.9636 30.9283 26757 2 996.4854 1.10
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 3096.5583 ISGVSAEGSGVIVEGSAPITE 6616.8930 3096.5512 28.5533 19727 3 1032.8553 ‐1.2906
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1117.5524 SYITGYQASK 7488.2980 1117.5555 17.9151 11590 2 559.2814 1.74
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1317.6797 AAFPNLNSDAGLK 236.3015 1317.6837 28.8852 6012 2 659.3455 2.30
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1448.7202 MAAFPNLNSDAGLK 301.2669 1448.7254 30.4224 1826 2 724.8663 3.39
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1124.6422 KLDEHLLTR 24508.9100 1124.6443 18.3721 4666 2 562.8258 1.0378
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 1506.8030 25246.3106 24 52.81 None 1156.5844 EAVATPPAADSK 335.1770 1156.5803 29.9177 4174 2 578.7938 ‐4.3372
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 1300.6797 WYNHIDALLR 9076.2790 1300.6858 17.4047 21502 2 650.8466 4.0943
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 1453.7144 SIQMEGLFWGASK 2403.2670 1453.7190 19.5735 15503 2 727.3631 2.76
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 3462.7540 SYITGYQASKDDITVFAALAK630.5624 3462.7479 19.2548 1720 3 1154.9208 1.51
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 1576.8152 MAAFPNLNSDAGLKK 1545.6350 1576.8294 16.6517 1065 2 788.9184 9.86
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 934.5105 NHIDALLR 139.2232 934.5066 16.3625 1468 1 934.5066 ‐3.1831
NP_174314.2 elongation factor 1B beta Arabidopsis thaliana 715.8779 25246.3106 24 52.81 None 1348.6718 IQMEGLFWGASK 134.9854 1348.6608 21.1862 996 1 1348.6608 ‐5.3901
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 3238.6114 AFEDADIIHVDDIVDPVRDLE2568.7760 3238.6223 44.5659 6446 4 810.4110 4.1450
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 1218.5671 SLADMAPDEAAK 2506.7860 1218.5720 20.6224 4327 2 609.7896 3.67
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 765.3890 FNVSGGGK 105.7029 765.3867 19.4390 1782 1 765.3867 ‐2.5108
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 1588.8217 FEDLKELGNEPAVK 1593.9230 1588.8342 24.9982 3563 2 794.9208 8.0558
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 875.4509 FEDLKEL 395.9006 875.4516 26.0025 2253 1 875.4516 1.18
NP_174346.1 GTP binding protein Arabidopsis thaliana 317.6845 44756.2702 6 12.18 None 748.3624 FNVSGGGK 117.2159 748.3627 18.3846 4200 1 748.3627 0.6299
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1343.6664 FYGEVTQQMLK 77505.1900 1343.6666 16.2677 123321 2 672.3369 ‐0.2686
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1475.8217 IRDLYEQLIANK 31394.7500 1475.8195 17.1774 80543 2 738.4134 ‐1.5514
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1668.8778 ILVIEGLHPMFDER 9631.5720 1668.8801 19.2265 72260 3 556.9649 0.7179



NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1472.6726 ANDFDLMYEQVK 107740.6000 1472.6722 28.4799 60410 2 736.8397 ‐0.3838
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDD19005.0900 2979.3617 33.1654 54899 3 993.7921 0.8290
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 2401.2133 QYADAVIEVLPTTLIPDDNEG39218.8200 2401.2057 36.4507 54441 2 1201.1065 ‐1.0228
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1420.7107 KPDFDAFIDPQK 11047.9400 1420.7084 26.4057 45732 2 710.8578 ‐1.8850
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR13401.2100 2494.1608 23.1460 40640 2 1247.5840 ‐3.2353
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1961.0226 LDELIYVESHLSNLSTK 1729.0580 1961.0223 32.9316 16043 3 654.3456 ‐0.3538
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1206.6365 DLYEQLIANK 5949.0540 1206.6349 28.8171 15689 2 603.8211 ‐2.0791
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 2939.2465 FNYEPDSYFDHEVSVLEMDG3409.7460 2939.2483 35.9705 11973 3 980.4210 2.0380
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 4357.5060 1038.5303 19.2988 10775 2 519.7688 0.1692
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1272.7310 LTSVFGGAAKPPK 3770.1990 1272.7330 14.1209 3541 2 636.8701 0.9444
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 2048.0447 ASIEARKPDFDAFIDPQK 627.4962 2048.0273 20.5287 1735 3 683.3473 ‐8.5467
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(4) 1166.6238 KLTCSYPGIK 5764.0500 1166.6245 17.9972 23728 2 583.8159 ‐0.3016
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(8)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 414.2711 PGIK 296.4332 414.2702 15.6847 13565 1 414.2702 ‐3.2112
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 498.3035 IRDL 124.6672 498.3031 17.4298 11703 1 498.3031 ‐1.4737
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 80.8582 1038.5339 18.7628 8345 2 519.7706 3.96
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 686.4196 QLIANK 190.6116 686.4203 16.6663 3842 1 686.4203 1.52
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(4) 590.2967 KLTCS 429.4838 590.2969 17.9859 3480 1 590.2969 0.0361
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 918.4680 IRDLYEQ 189.1760 918.4692 17.1776 1657 1 918.4692 2.38
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 1287.5926 DFDLMYEQVK 483.3345 1287.5927 28.4690 1175 1 1287.5927 2.54
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 Carbamidomethyl+C(2) 925.4448 TCSYPGIK 155.3982 925.4450 19.3000 1134 1 925.4450 1.71
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 11942.3300 44748.8005 53 57.22 None 761.3828 QYADAVI 1003.0510 761.3832 36.7619 1040 1 761.3832 0.8759
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1472.6726 ANDFDLMYEQVK 137579.9000 1472.6720 28.4745 58960 2 736.8396 ‐0.4809
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDD15190.0500 2979.3617 33.1654 54899 3 993.7921 0.1981
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 2401.2133 QYADAVIEVLPTTLIPDDNEG40784.3200 2401.2057 36.4507 54441 2 1201.1065 ‐1.2552
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1420.7107 KPDFDAFIDPQK 12585.0700 1420.7084 26.4057 45732 2 710.8578 ‐1.8411
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1961.0226 LDELIYVESHLSNLSTK 2015.8640 1961.0223 32.9316 16043 3 654.3456 ‐0.5413
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1206.6365 DLYEQLIANK 5430.7760 1206.6349 28.8171 15689 2 603.8211 ‐1.9749
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 2939.2465 FNYEPDSYFDHEVSVLEMDG3305.0180 2939.2483 35.9705 11973 3 980.4210 1.45
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 6421.1500 1038.5303 19.2988 10775 2 519.7688 0.3208
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1181.5837 LDELIYVESH 192.1089 1181.5780 32.3039 1653 2 591.2926 ‐5.5625
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1195.5630 DFDAFIDPQK 852.8269 1195.5605 24.8111 1600 2 598.2839 ‐2.7233
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1025.4972 DLMYEQVK 238.7571 1025.4934 29.1937 1286 1 1025.4934 ‐2.0529
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 414.2711 PGIK 2856.1570 414.2718 17.9965 1146 1 414.2718 0.8375
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 1172.5656 FDLMYEQVK 225.4119 1172.5647 26.8678 1135 1 1172.5647 1.71
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 Carbamidomethyl+C(2) 925.4448 TCSYPGIK 210.1564 925.4450 19.3000 1134 1 925.4450 1.98
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8443.1750 44748.8005 53 57.22 None 761.3828 QYADAVI 1067.6060 761.3832 36.7619 1040 1 761.3832 1.0470
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1343.6664 FYGEVTQQMLK 59685.2800 1343.6666 16.2677 123321 2 672.3369 ‐0.3455
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1475.8217 IRDLYEQLIANK 38552.4500 1475.8195 17.1774 80543 2 738.4134 ‐1.5439
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1668.8778 ILVIEGLHPMFDER 4674.2280 1668.8801 19.2265 72260 3 556.9649 0.7136
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR13529.4700 2494.1608 23.1460 40640 2 1247.5840 ‐2.5770
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 2952.6193 NGIAVEKPIYNHVTGLLDPPE776.6981 2952.6217 19.3561 10408 3 984.8787 2.38
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1272.7310 LTSVFGGAAKPPK 6617.2710 1272.7330 14.1209 3541 2 636.8701 0.8222
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1883.9637 DLLDFSIYLDISNEVK 1309.6760 1883.9706 22.8848 2007 2 942.4890 4.10
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 4881.2512 FNYEPDSYFDHEVSVLEMDG506.2831 4881.2371 23.3480 16243 5 977.0532 ‐2.9027
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1605.8595 DLYEQLIANKATAR 224.6542 1605.8465 16.8693 2454 2 803.4269 ‐7.7920
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 3454.7311 MAVSTIYSTQALNSTHFLTSS431.0824 3454.7295 23.9025 1828 4 864.4378 1.41
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 Carbamidomethyl+C(7) 1071.5404 TISWIPCGR 295.5481 1071.5390 21.8984 9598 1 1071.5390 0.2925
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 Carbamidomethyl+C(10) 1362.6471 EGSTISWIPCGR 195.3440 1362.6430 22.7575 2460 2 681.8251 ‐3.4704
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 4042.2170 44748.8005 53 57.22 None 1043.5044 DLYEQLIAN 256.1134 1043.5076 18.3996 1538 1 1043.5076 4.92
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 2237.0795 LTESPGLINSSPYEDGWMIK 111296.4000 2237.0742 32.7888 194496 2 1119.0408 ‐0.5885
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 1653.8880 VKPSSPAELEALMGPK 16891.9500 1653.8886 27.1819 103885 3 551.9677 ‐0.3431
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 2175.1366 VKPSSPAELEALMGPKEYTK 1048.2030 2175.1445 19.0495 1631 3 725.7197 3.05
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 1839.9269 MWASSTANALKLSSSASK 863.6298 1839.9382 19.0302 3327 2 920.4727 6.33
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 745.3913 EALMGPK 417.3935 745.3953 27.1880 5328 1 745.3953 5.77
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 1846.8494 LTESPGLINSSPYEDGW 448.3517 1846.8553 33.4787 2932 2 923.9313 3.72
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 15580.0800 18011.2367 15 34.94 None 1138.5238 PYEDGWMIK 160.8200 1138.5295 32.7940 801 2 569.7684 4.1599
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 2237.0795 LTESPGLINSSPYEDGWMIK 70065.9000 2237.0742 32.7888 194496 2 1119.0408 ‐0.7746
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 1653.8880 VKPSSPAELEALMGPK 17958.1800 1653.8886 27.1819 103885 3 551.9677 ‐0.3969
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 1048.5422 WASSTANALK 118.1621 1048.5655 34.0670 1415 2 524.7864 21.2494
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 2365.1744 KLTESPGLINSSPYEDGWMI 783.2500 2365.1563 30.8939 897 2 1183.0818 ‐5.8301
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 745.3913 EALMGPK 1249.3890 745.3953 27.1880 5328 1 745.3953 5.87
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 1227.6579 KLTESPGLINSS 283.5209 1227.6616 31.6785 1701 2 614.3344 2.12
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 1138.5238 PYEDGWMIK 105.8656 1138.5295 32.7940 801 2 569.7684 4.33
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 10442.0900 18011.2367 15 34.94 None 1031.5156 WASSTANALK 133.9135 1031.5146 34.4315 2135 1 1031.5146 0.7110
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 403.0241 23319.3451 5 17.57 None 1262.7103 ATPAPPVGPALGSK 2155.4260 1262.7124 20.8793 13529 2 631.8598 1.0044
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 403.0241 23319.3451 5 17.57 None 1038.6558 TPPASVLLLK 2415.3900 1038.6543 17.2309 11909 2 519.8308 ‐2.5574
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 403.0241 23319.3451 5 17.57 None 1679.8891 AGYIIPVEITVFDDK 2342.7660 1679.8844 21.0156 5601 2 840.4458 ‐2.3850
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 403.0241 23319.3451 5 17.57 None 648.3715 TPPASVL 164.5193 648.3734 16.3472 9150 1 648.3734 2.70
NP_174575.1 plastid ribosomal protein l11 Arabidopsis thaliana 403.0241 23319.3451 5 17.57 None 840.5553 PASVLLLK 224.1601 840.5576 17.2248 1138 1 840.5576 3.09
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 2393.1871 ITGITGYEEYPASPNVAVGEV10224.8400 2393.1745 33.9736 11681 2 1197.0909 ‐3.1217
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 3237.5420 FAESVVEAEPETTDIEAVVVS3829.5920 3237.5399 40.7486 4441 3 1079.8515 1.30
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 2878.5057 THTYIGKPVVTNATVHAVVE1690.6990 2878.5021 15.5727 1735 4 720.3810 ‐1.1781
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 843.4359 YLYTQR 113.6393 843.4601 18.4469 6441 1 843.4601 29.3553



NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 1670.7908 EEYPASPNVAVGEVNL 604.1342 1670.7893 34.8177 1893 2 835.8983 ‐0.5095
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 1801.7720 24209.5968 11 36.36 None 2376.1605 ITGITGYEEYPASPNVAVGEV582.3063 2376.1541 33.6727 785 3 792.7229 ‐2.1993
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 587.3019 24209.5968 11 36.36 None 2393.1871 ITGITGYEEYPASPNVAVGEV4971.7520 2393.1745 33.9736 11681 2 1197.0909 ‐3.3519
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 587.3019 24209.5968 11 36.36 None 1584.8592 LKDANVDDQIVLNK 868.5143 1584.8570 21.1815 9816 3 528.9572 ‐2.1677
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 587.3019 24209.5968 11 36.36 None 1343.6801 DANVDDQIVLNK 224.7428 1343.6895 31.0932 3024 2 672.3484 6.58
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 587.3019 24209.5968 11 36.36 None 1670.7908 EEYPASPNVAVGEVNL 587.4142 1670.7893 34.8177 1893 2 835.8983 ‐0.5361
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 587.3019 24209.5968 11 36.36 None 2376.1605 ITGITGYEEYPASPNVAVGEV414.0619 2376.1541 33.6727 785 3 792.7229 ‐2.5675
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1685.7977 VSDSVPAPSDDAEQLR 28603.8600 1685.8010 21.1210 63016 2 843.4042 2.41
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1369.6304 YEGDEVNMTLAK 39523.0000 1369.6293 22.2051 34148 2 685.3183 ‐1.1654
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1034.5378 AQINATFNR 15180.5400 1034.5382 18.2069 28972 2 517.7727 ‐0.7643
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1160.5331 HYNDEDVIR 14891.6900 1160.5339 15.7663 27472 2 580.7706 ‐0.1580
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1397.7787 AILLWTLEPGER 21146.6500 1397.7798 20.2657 26867 2 699.3935 0.4746
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1146.5711 MLVALLGEDDA 6588.3120 1146.5653 33.5132 23944 1 1146.5653 ‐3.0643
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1466.7122 TLDKELSNDFER 24720.6600 1466.7115 22.7721 21630 3 489.5753 ‐1.4730
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 2243.1455 TAFEGWGTNEDLIISILAHR 4588.1790 2243.1433 22.3583 21442 3 748.3859 ‐0.7078
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1713.7827 SLEEDVAHHTTGDFR 2052.9010 1713.7840 22.1078 17030 3 571.9328 0.1483
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1346.6223 YQDDHGEEILK 4522.8630 1346.6246 17.4194 16680 3 449.5464 0.5271
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 993.5000 VIGEEYQR 45584.8700 993.5002 15.3465 16324 2 497.2537 ‐1.0554
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1566.7435 QAYHETYGEDLLK 1789.8210 1566.7468 22.3277 15529 3 522.9204 1.78
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 3711.4840 1781.8305 17.7404 15429 2 891.4189 0.3620
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1201.6535 DALLANEATKR 6361.4140 1201.6511 17.1449 12465 2 601.3292 ‐2.8271
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1150.6830 LLVSLVTSYR 2593.0020 1150.6833 18.2716 10687 2 575.8453 ‐0.6492
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1009.4585 ELSNDFER 11881.8500 1009.4608 18.1254 7976 2 505.2340 1.0461
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1045.5524 DALLANEATK 9948.4300 1045.5538 18.1640 6648 2 523.2805 0.1650
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 Carbamidomethyl+C(5) 2210.1638 STIQCLTRPELYFVDVLR 990.6293 2210.1935 25.0113 763 3 737.4027 13.6647
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1835.9021 SLEEGDDDDKFLALLR 12412.3400 1835.9024 32.6074 35428 3 612.6390 ‐0.2409
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 2501.2956 LLVSLVTSYRYEGDEVNMTL 1489.5960 2501.3075 19.5308 12318 3 834.4407 5.75
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1533.7867 SAINKTGTDEGALTR 614.9125 1533.7926 19.7413 8180 3 511.9357 2.58
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1249.6648 SKAQINATFNR 268.9779 1249.6568 15.5388 1901 2 625.3320 ‐7.0112
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 2362.1422 AQINATFNRYQDDHGEEILK242.1042 2362.1165 31.8298 1550 2 1181.5619 ‐8.8424
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 Carbamidomethyl+C(14) 1937.9321 RWTSSNQVLMEVACTR 212.8005 1937.9187 24.5820 986 3 646.6444 ‐7.1308
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 938.4829 TYGEDLLK 493.5826 938.4781 23.0411 6107 1 938.4781 ‐4.0249
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 946.4741 QINATFNR 131.1523 946.4685 20.2693 4394 1 946.4685 ‐4.7507
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 781.3475 GEEYQR 19925.0100 781.3489 15.3553 3504 1 781.3489 2.87
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 722.3580 NATFNR 276.5227 722.3578 17.2094 3346 1 722.3578 ‐0.0809
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 833.3900 HTTGDFR 264.3823 833.3903 21.3958 3121 1 833.3903 0.9960
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1015.5895 LLANEATKR 217.1321 1015.5933 18.0095 2134 2 508.3003 2.69
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1297.6383 VPAPSDDAEQLR 254.8995 1297.6387 21.0065 1632 1 1297.6387 2.10
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 880.4159 LSNDFER 295.3937 880.4148 16.7956 1594 1 880.4148 ‐0.3932
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 894.4316 IGEEYQR 3365.3100 894.4334 15.3413 886 1 894.4334 2.31
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 Carbamidomethyl+C(8) 1189.5704 QVLMEVACTR 161.6738 1189.5673 22.9410 825 2 595.2873 ‐3.4211
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1695.7721 SLEEDVAHHTTGDFR 471.7222 1695.7652 21.4141 7553 3 565.9266 ‐4.7269
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1817.8916 SLEEGDDDDKFLALLR 637.8419 1817.8906 32.4915 2618 2 909.4490 0.2095
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1328.6117 YQDDHGEEILK 246.2675 1328.6151 17.7927 1942 2 664.8112 2.0904
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 1142.5225 HYNDEDVIR 214.5568 1142.5193 18.0425 1843 2 571.7633 ‐3.7580
NP_174810.1 annexin 1 Arabidopsis thaliana 8674.0400 36317.7340 41 74.13 None 2484.2691 LLVSLVTSYRYEGDEVNMTL 965.5230 2484.2717 19.4870 2214 3 828.7621 1.92
NP_174810.1 annexin 1 Arabidopsis thaliana 1399.4480 36317.7340 41 74.13 None 1397.7787 AILLWTLEPGER 20206.2500 1397.7798 20.2657 26867 2 699.3935 0.4323
NP_174810.1 annexin 1 Arabidopsis thaliana 1399.4480 36317.7340 41 74.13 None 2243.1455 TAFEGWGTNEDLIISILAHR 10057.5000 2243.1432 22.3432 20740 3 748.3859 ‐0.4042
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1384.7795 AAALNIVPTSTGAAK 115419.3000 1384.7786 23.1755 437570 2 692.8930 ‐0.9241
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1555.6805 GTMTTTHSYTGDQR 108835.0000 1555.6800 13.3583 126119 3 519.2315 ‐1.1874
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 25220.1600 1934.8582 31.8701 111961 2 967.9327 0.6146
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1148.6198 VLDEEFGIVK 37174.1100 1148.6200 26.6807 111350 2 574.8136 ‐0.6853
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1289.6583 IVDNETISVDGK 37173.3100 1289.6588 19.7802 94339 2 645.3330 ‐0.1991
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1627.8537 DSPLEVVVLNDSGGVK 31932.9600 1627.8525 30.8179 80048 2 814.4299 ‐0.5101
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1067.6823 AVSLVLPQLK 31679.3100 1067.6839 18.3481 76094 2 534.3456 0.3861
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1151.6783 VVDLAHLVASK 89011.9000 1151.6776 16.6269 76031 2 576.3424 ‐1.5148
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1061.4972 YDSMLGTFK 13018.6100 1061.4981 25.3926 67621 2 531.2527 ‐0.2613
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 37182.4600 1775.8994 20.6910 65293 2 888.4533 0.4576
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1449.7332 GLTAEDVNEAFRK 7366.9970 1449.7351 23.0785 60540 2 725.3712 1.1479
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1772.8027 VVAWYDNEWGYSQR 43430.2100 1772.8017 17.9364 45098 2 886.9045 0.0596
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1321.6383 GLTAEDVNEAFR 9024.2480 1321.6378 25.2376 40004 2 661.3225 ‐0.8367
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 812.5240 VIITAPAK 20374.4300 812.5245 17.5952 35285 2 406.7659 ‐1.1628
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1755.9487 KDSPLEVVVLNDSGGVK 4572.3710 1755.9480 27.5408 22143 3 585.9875 ‐0.9005
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDD 4648.9070 2392.0332 36.6905 12015 2 1196.5202 ‐0.1762
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1822.0320 VPTPNVSVVDLVINVEK 6253.9060 1822.0317 21.0312 8601 3 608.0154 ‐0.5890
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 76522.5900 1440.5955 17.2276 77536 2 720.8014 0.3103
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1577.8282 KGLTAEDVNEAFRK 3561.7780 1577.8310 21.2238 16635 3 526.6152 0.9400
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(13) 2445.2265 AANGPMKGILDVCDAPLVS 2131.7760 2445.2232 24.7978 4521 2 1223.1152 0.8827
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 2252.1744 NASHLLKYDSMLGTFKAEVK583.7463 2252.1699 18.2710 3925 3 751.3948 ‐1.7021
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(14) 2573.3215 KAANGPMKGILDVCDAPLV421.2166 2573.3339 24.0310 1395 3 858.4495 5.42
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 814.5033 LVINVEK 308.5995 814.5025 22.5388 16162 1 814.5025 ‐0.3232
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 600.3715 ITAPAK 6765.7400 600.3719 17.5906 13442 1 600.3719 0.3965
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1397.6114 MTTTHSYTGDQR 34362.0100 1397.6120 13.3588 9190 2 699.3096 0.1011



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 764.4050 NEAFRK 137.8974 764.4027 23.8778 7507 1 764.4027 ‐2.5354
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1266.5709 TTTHSYTGDQR 21643.4600 1266.5719 13.3601 6634 2 633.7896 0.1460
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 635.3359 TSTGAAK 104.1719 635.3380 20.8689 5173 1 635.3380 3.1543
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 929.5302 DLVINVEK 367.6107 929.5320 20.6377 2398 2 465.2696 0.4568
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 676.3260 NDSGGVK 131.3678 676.3292 29.6165 1968 1 676.3292 4.20
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1107.5429 EDVNEAFRK 173.0223 1107.5462 21.6397 1914 1 1107.5462 4.07
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 697.4607 VLPQLK 125.6841 697.4628 18.3427 1853 1 697.4628 3.99
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 826.3690 SYTGDQR 1916.4510 826.3696 13.3518 1793 1 826.3696 1.76
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 845.4628 VNEAFRK 96.8729 845.4594 21.3506 1657 2 423.2334 ‐5.6263
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 732.3886 PTSTGAAK 153.0604 732.3871 25.2405 1248 1 732.3871 ‐1.8340
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 Carbamidomethyl+C(6) 923.4292 GILDVCDAP 186.2308 923.4299 20.8596 1084 1 923.4299 1.10
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 21729.4600 48115.8491 82 61.74 None 1215.6579 EVVVLNDSGGVK 205.4106 1215.6511 32.7333 971 1 1215.6511 ‐3.3300
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1384.7795 AAALNIVPTSTGAAK 181141.2000 1384.7786 23.1755 437570 2 692.8930 ‐0.8700
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 42867.5900 1934.8582 31.8701 111961 2 967.9327 0.5136
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1148.6198 VLDEEFGIVK 29503.3300 1148.6200 26.6807 111350 2 574.8136 ‐0.5648
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1627.8537 DSPLEVVVLNDSGGVK 30108.5400 1627.8525 30.8179 80048 2 814.4299 ‐0.5246
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1061.4972 YDSMLGTFK 16115.5700 1061.4981 25.3926 67621 2 531.2527 ‐0.1162
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1449.7332 GLTAEDVNEAFRK 9281.8080 1449.7354 23.0695 58277 2 725.3713 1.56
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1321.6383 GLTAEDVNEAFR 7623.7660 1321.6378 25.2376 40004 2 661.3225 ‐0.7649
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 812.5240 VIITAPAK 53956.9300 812.5245 17.5952 35285 2 406.7659 ‐0.9476
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1289.6583 IVDNETISVDGK 2957.5550 1289.6584 19.6230 29678 2 645.3328 ‐0.4624
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1755.9487 KDSPLEVVVLNDSGGVK 5871.0570 1755.9480 27.5408 22143 3 585.9875 ‐0.9987
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDD 5112.7110 2392.0332 36.6905 12015 2 1196.5202 ‐0.4060
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1127.5990 MATHAALAVSR 106.8220 1127.6216 28.5174 2309 2 564.3144 19.2185
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1577.8282 KGLTAEDVNEAFRK 5811.4440 1577.8305 21.2777 14793 3 526.6150 0.6432
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 732.3886 PTSTGAAK 5755.7170 732.3918 23.1942 15082 1 732.3918 4.33
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 850.4054 DVNEAFR 192.0163 850.4070 25.9295 13836 1 850.4070 2.32
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 600.3715 ITAPAK 11214.7800 600.3719 17.5906 13442 1 600.3719 0.5661
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1058.5840 NIVPTSTGAAK 3012.2920 1058.5811 23.1792 8158 1 1058.5811 ‐0.9469
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 898.4339 DSMLGTFK 3102.0180 898.4305 25.3730 6139 1 898.4305 ‐2.5819
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1049.5514 LDEEFGIVK 2863.4550 1049.5528 26.6993 4591 1 1049.5528 3.1638
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 713.4556 IITAPAK 4108.6060 713.4557 17.5918 3905 1 713.4557 0.5364
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 944.5411 IVPTSTGAAK 1444.5840 944.5417 23.1734 3337 1 944.5417 1.92
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 676.3260 NDSGGVK 132.6934 676.3292 29.6165 1968 1 676.3292 4.23
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 487.2875 TAPAK 395.7339 487.2892 17.5823 1843 1 487.2892 3.0170
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 987.5469 VVLNDSGGVK 867.2776 987.5472 32.7165 1431 1 987.5472 1.63
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1077.5059 DNETISVDGK 107.0852 1077.5079 19.6488 1343 1 1077.5079 3.50
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 14357.0000 48115.8491 82 61.74 None 1215.6579 EVVVLNDSGGVK 144.1162 1215.6511 32.7333 971 1 1215.6511 ‐3.1547
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1067.6823 AVSLVLPQLK 31457.4200 1067.6839 18.3481 76094 2 534.3456 0.1329
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1151.6783 VVDLAHLVASK 81614.4900 1151.6776 16.6269 76031 2 576.3424 ‐1.7143
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 38830.7700 1775.8994 20.6910 65293 2 888.4533 0.6570
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1772.8027 VVAWYDNEWGYSQR 43346.6500 1772.8017 17.9364 45098 2 886.9045 0.2569
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1384.7795 AAALNIVPTSTGAAK 19260.3500 1384.7803 15.3957 14469 2 692.8938 0.2665
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1822.0320 VPTPNVSVVDLVINVEK 4987.6950 1822.0317 21.0312 8601 3 608.0154 ‐0.5033
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 2610.3814 LPWAELGIDIVIEGTGVFVDG1363.6390 2610.3880 25.5394 4930 2 1305.6976 5.91
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1627.8537 DSPLEVVVLNDSGGVK 655.6254 1627.8602 19.4381 4820 2 814.4337 4.81
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 1321.6383 GLTAEDVNEAFR 213.5590 1321.6486 23.7919 1458 1 1321.6486 10.26
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 Carbamidomethyl+C(14) 2573.3215 KAANGPMKGILDVCDAPLV1263.0640 2573.3406 17.8923 18813 4 644.0906 7.86
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 Carbamidomethyl+C(13) 2445.2265 AANGPMKGILDVCDAPLVS 1789.7120 2445.2232 24.7978 4521 2 1223.1152 1.98
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 2252.1744 NASHLLKYDSMLGTFKAEVK559.4407 2252.1699 18.2710 3925 3 751.3948 ‐1.3636
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 897.5768 SLVLPQLK 1568.3480 897.5778 18.3460 6247 1 897.5778 2.0140
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 697.4607 VLPQLK 115.4124 697.4628 18.3427 1853 1 697.4628 3.0955
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 840.4396 AANGPMKGI 144.3168 840.4396 23.4478 1642 1 840.4396 0.6131
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 None 725.4305 AHLVASK 12522.2400 725.4311 16.6278 1602 1 725.4311 1.0080
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 6803.1430 48115.8491 82 61.74 Carbamidomethyl+C(1) 1278.6147 CDAPLVSVDFR 1012.8720 1278.6144 20.6887 1351 1 1278.6144 2.58
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 1173.6262 LSVANGAWIDK 2257.9950 1173.6291 22.6368 15046 2 587.3182 1.02
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2078.9665 FDESLTQEGEFHLLDGNK 1141.3160 2078.9584 39.2656 3197 2 1039.9828 ‐2.5677
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2092.0114 ETNGLITEVLPEGSADSMTK 1126.5210 2092.0284 32.7334 3513 2 1046.5178 9.80
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2451.1537 QFSMYFYLPDANNGLSDLLD671.9337 2451.1458 34.0211 2452 3 817.7201 ‐2.5868
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 3617.7891 AVEVIAEVNSWAEKETNGLI259.8884 3617.8463 22.7367 1462 3 1206.6203 18.3461
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2885.3799 FSSTDQLNSFSSEIVSAVLAD808.6226 2885.4152 21.2368 1095 3 962.4766 13.5527
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 3041.4561 FDESLTQEGEFHLLDGNKVT3046.5740 3041.4457 24.7707 6186 4 761.1169 ‐3.0204
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2143.0302 QLLEDSYKAASNQADFQSK 541.3822 2143.0338 21.7874 4538 3 715.0161 1.74
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 2692.3213 AASNQADFQSKAVEVIAEVN1876.3230 2692.2910 22.2135 2196 2 1346.6491 ‐8.3932
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 1508.7777 LDGNKVTAPFMTSK 325.6535 1508.7834 24.1298 3272 2 754.8954 3.32
NP_175202.1 serpin ZX Arabidopsis thaliana 292.3502 42753.5265 11 9.72 None 1148.5331 AASNQADFQSK 425.0867 1148.5330 21.1158 1999 2 574.7701 ‐0.9586
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 2119.0917 FISPNEVSVETIDGGNTIVK 19539.6700 2119.0886 30.2247 44998 2 1060.0479 ‐0.0315
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1207.6205 TPFTSGLDLEK 1683.5110 1207.6202 26.2223 42624 2 604.3137 ‐0.9835
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1586.8458 VSSVEVDLPAMLAQK 11589.5200 1586.8437 19.0707 37183 2 793.9255 ‐1.1600
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1178.5899 VVSVDSSSDGVK 60746.7600 1178.5913 15.5368 26778 2 589.7993 0.3407
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1029.5575 AIDNAEGLVK 51467.9400 1029.5568 20.3155 22286 2 515.2820 ‐1.9173
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 2395.2843 FLSNVPGVYAIGDVIPGPML12906.9500 2395.2823 21.0596 22109 3 799.0989 ‐0.3053



NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 2539.3250 LTVEPAEGGEQSILEADVVLV6753.4510 2539.3200 36.1216 17673 3 847.1115 ‐1.2045
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1487.8315 IVSSTGALSLSEVPK 2663.3090 1487.8307 16.5463 16585 2 744.4190 ‐0.6250
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 2420.2014 LGSEVTVVEFAGDIVPSMDG8363.1180 2420.2071 38.2959 15326 2 1210.6072 4.69
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1139.6419 HIIVATGSDVK 59599.0200 1139.6430 16.1646 14710 2 570.3251 0.0020
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 Carbamidomethyl+C(2) 1480.7036 VCHAHPTMSEALK 3917.2750 1480.7075 15.7570 11429 3 494.2407 1.30
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1615.9265 IVSSTGALSLSEVPKK 20923.4800 1615.9281 15.1008 10839 3 539.3142 0.2211
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 Carbamidomethyl+C(8) 1594.7418 AEEDGVACVEFIAGK 6574.1670 1594.7437 27.3473 9284 2 797.8755 1.33
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1072.5885 SLPGITIDEK 1385.3500 1072.5933 21.1260 4606 2 536.8003 3.20
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1523.7424 ALLHSSHMYHEAK 84.2233 1523.7813 19.5700 6534 2 762.3943 25.5829
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 616.3665 AEGLVK 2153.4200 616.3682 20.2510 3115 1 616.3682 2.76
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 980.4531 SVDSSSDGVK 4565.9440 980.4539 15.5356 2277 1 980.4539 2.0816
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1502.8424 VSSTGALSLSEVPKK 304.7586 1502.8495 14.6275 2032 3 501.6214 3.47
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1002.5830 IIVATGSDVK 206.3416 1002.5813 16.6974 1006 2 501.7943 ‐2.9670
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1403.7740 SSTGALSLSEVPKK 9134.2610 1403.7780 15.1033 810 2 702.3927 2.76
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1568.8353 VSSVEVDLPAMLAQK 295.3123 1568.8425 17.9103 3991 3 523.6190 3.04
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 7400.4190 54273.2910 34 43.39 None 1054.5779 SLPGITIDEK 171.0514 1054.5833 23.5506 1760 2 527.7953 3.79
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1586.8458 VSSVEVDLPAMLAQK 16462.9400 1586.8437 19.0707 37183 2 793.9255 ‐1.0815
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 2395.2843 FLSNVPGVYAIGDVIPGPML13214.0300 2395.2823 21.0596 22109 3 799.0989 0.1173
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1487.8315 IVSSTGALSLSEVPK 2139.3820 1487.8307 16.5463 16585 2 744.4190 ‐0.6097
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1615.9265 IVSSTGALSLSEVPKK 12684.2900 1615.9281 15.1008 10839 3 539.3142 0.1857
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 2420.2014 LGSEVTVVEFAGDIVPSMDG880.4435 2420.2013 22.6871 785 2 1210.6043 2.09
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 2012.0196 NLSNSPTDALRFSFSLSR 4035.3590 2012.0173 18.4913 5763 3 671.3439 ‐1.0415
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 Oxidation+M(11) 3992.0070 ETDKILGVHIMAPNAGELIH 243.7299 3991.9801 22.6716 1943 3 1331.3315 ‐2.2271
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1502.8424 VSSTGALSLSEVPKK 306.2100 1502.8417 15.1975 4624 3 501.6188 ‐1.5113
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1313.7134 VEVDLPAMLAQK 212.2650 1313.7196 19.5623 1516 2 657.3634 4.1792
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1403.7740 SSTGALSLSEVPKK 5567.8480 1403.7780 15.1033 810 2 702.3927 2.92
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 34 43.39 None 1568.8353 VSSVEVDLPAMLAQK 230.3449 1568.8425 17.9103 3991 3 523.6190 3.73
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 3484.6310 21922.4723 4 25.13 None 2966.4266 GVELSELDEQVAQAFFDLEN17093.1100 2966.4270 44.2676 15724 3 989.4805 1.81
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 3484.6310 21922.4723 4 25.13 None 2319.2806 TLTSVHEAILDDVVLPAEIVG10006.2600 2319.2774 36.3895 12578 3 773.7640 ‐0.9677
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 3484.6310 21922.4723 4 25.13 None 842.4955 GSAAKRPR 125.7268 842.4967 26.1447 7643 1 842.4967 2.1201
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 3484.6310 21922.4723 4 25.13 None 824.4849 GSAAKRPR 133.4946 824.4891 28.7078 10135 1 824.4891 5.22
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1147.6027 EITALAPSSMK 8461.6580 1147.6094 22.0806 58995 2 574.3083 4.86
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1774.8970 NYELPDGQVITIGAER 23047.4600 1774.8948 29.8780 44489 2 887.9511 ‐0.6007
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1176.5354 GYMFTTTAER 10771.6600 1176.5374 21.9443 27309 2 588.7723 0.8520
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1968.0801 IAPEEHPVLLTEAPLNPK 4835.2310 1968.0793 26.8730 24742 3 656.6980 ‐0.5348
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1515.7492 IWHHTFYNELR 11471.4300 1515.7508 15.2092 22465 3 505.9218 0.1933
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 3151.6422 TTGIVLDSGDGVSHTVPIYEG715.1893 3151.6462 20.2824 14593 4 788.6670 1.75
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1875.8681 LSFVAVDYEQEMETSK 7279.3500 1875.8661 29.9718 14126 2 938.4367 ‐0.2044
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1413.6757 AEYDEAGPGIVHR 11206.6800 1413.6805 18.5729 13520 3 471.8984 2.92
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1918.8640 YPIEHGVVSNWDDMEK 10751.0400 1918.8644 26.0663 12946 3 640.2930 ‐0.0342
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 998.4863 DLTDYLMK 2516.0200 998.4867 28.9061 5936 2 499.7470 ‐0.9045
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 2187.0750 DLYGNIVLSGGTTMFSGIAD450.8463 2187.0551 29.8663 17933 3 729.6899 ‐8.9104
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 1182.5273 DAYVGDEAQSK 98.5594 1182.5594 37.6737 1012 1 1182.5594 29.3032
NP_175350.1 actin 8 Arabidopsis thaliana 3366.2680 42091.0902 13 45.09 None 956.4506 MFTTTAER 476.8430 956.4515 21.9457 1240 1 956.4515 2.04
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 23564.8500 1797.0433 22.0724 32266 2 899.0253 ‐0.5563
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 None 2618.3494 GASFAVEGATLLGAPVESMT2126.3540 2618.3533 20.8203 13362 3 873.4560 2.91
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 None 1250.5800 AANWNDDFVAK 7918.3240 1250.5836 23.6509 11427 2 625.7955 2.79
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 None 1312.6379 NDISALYSSGASK 256.9937 1312.6630 19.5062 3669 2 656.8351 18.5648
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 Carbamidomethyl+C(10)
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1349.4860 43650.3196 18 24.4 None 1570.8112 GASFAVEGATLLGAPVE 249.3269 1570.8169 19.0344 12160 2 785.9121 3.25
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 18031.5500 1797.0433 22.0724 32266 2 899.0253 ‐0.3434
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 1366.7154 TLVAQGFWPYGK 1075.2550 1366.7166 18.6685 11799 2 683.8619 0.4512
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 2492.2245 NSPASAPFQFTVFDFYNAVL1617.2110 2492.2172 24.3398 9114 2 1246.6122 0.0938
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 2588.2748 AQEMFAHLLFGADTNVVQP1561.4430 2588.2780 20.6527 7849 3 863.4309 2.67
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 1423.7468 FSDGLITPDFLAK 1959.3550 1423.7508 19.6978 7500 2 712.3790 2.97
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 988.4887 SFLFFDGR 2280.7680 988.4917 19.6025 7479 1 988.4917 4.95
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 2063.9992 NNPTADASAQQAFVTSVTN135.7794 2064.0511 21.1475 7262 2 1032.5292 26.8499
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 883.4461 FLFFDGR 198.0357 883.4488 18.5322 3990 1 883.4488 3.07
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 1053.5152 AQGFWPYGK 294.1681 1053.5116 18.6853 2295 1 1053.5116 ‐1.8897
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 1169.5182 NNPTADASAQQA 113.4365 1169.5177 19.1449 1239 1 1169.5177 1.07
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 128.7758 1309.7574 21.0006 1016 1 1309.7574 ‐3.9855
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1082.0210 43650.3196 18 24.4 None 1188.5936 FSDGLITPDFL 299.1675 1188.5956 19.8247 1000 2 594.8015 0.7725
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1109.5950 LGEEGAPAIPR 188283.9000 1109.5960 20.6741 219157 2 555.3017 ‐0.0239
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1194.6001 TIEAYNIADGK 76957.0500 1194.6011 21.0893 157260 2 597.8042 0.0493
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1325.6736 LYSFGGELTPNK 39713.4800 1325.6744 16.4902 131196 2 663.3408 0.1239
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 41882.8300 1231.6109 21.7304 114101 2 616.3091 0.0550
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1141.6364 APTLQGQWIK 7200.0740 1141.6356 24.6943 108554 2 571.3215 ‐1.5992
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1532.7703 WTEVETTGAKPSAR 109139.1000 1532.7707 16.7866 106620 3 511.5951 ‐0.6296
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1042.5164 LDEVGGPEAR 136287.3000 1042.5166 15.3046 102754 2 521.7619 ‐0.9738
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1516.7067 WAQLPDPGDNFEK 45010.0600 1516.7064 27.3410 97444 2 758.8568 ‐0.2140
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1014.5731 SVFAHAVVGK 15972.5200 1014.5726 18.6354 74311 2 507.7900 ‐1.6735
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 2666.3249 HIDKDLYVFDFNTQTWSIAQ5469.8970 2666.3291 19.6202 57558 3 889.4479 2.75
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1340.6481 GWTAYTAATVDGK 13096.4500 1340.6492 23.6084 56776 2 670.8282 0.3902
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1378.6161 TDDLYFYAVNSA 14415.6500 1378.6182 31.4703 52427 2 689.8127 1.1698



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 990.5367 GGAGFAVVQGK 37755.1800 990.5373 19.0465 50068 2 495.7723 ‐0.7151
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 2212.0128 TFHSMASDENHVYVFGGVS1791.2310 2212.0149 24.7164 48166 4 553.7592 ‐0.2092
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1677.8006 SYDTVTSEWTFLTK 21754.2700 1677.8013 33.3000 33531 2 839.4043 0.7537
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1672.8078 WAQLPDPGDNFEKR 7099.1460 1672.8103 25.7414 32174 3 558.2750 0.8589
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 826.3842 NFENFR 6142.8800 826.3840 18.8592 24840 2 413.6956 ‐1.9779
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1848.7923 DDYESNAVQFYDPASK 21819.8400 1848.7937 26.1920 20414 2 924.9005 1.87
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 3523.7056 IWVVYGFATSIVPGGKDDYE1857.2350 3523.6847 21.6103 8835 3 1175.2331 ‐3.5663
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 2173.0600 DLYVFDFNTQTWSIAQPK 1452.6090 2173.0529 21.4507 6151 2 1087.0301 ‐1.6835
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1041.5323 SSHGIAAVGDK 358.7138 1041.5065 18.9378 2324 2 521.2569 ‐25.9438
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1146.6378 RGGAGFAVVQGK 7440.2560 1146.6395 17.1363 14325 2 573.8234 0.6020
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1660.8653 KWTEVETTGAKPSAR 2712.4970 1660.8686 16.0865 7659 3 554.2944 1.22
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 2348.1881 SSHGIAAVGDKLYSFGGELT 2119.6650 2348.1877 17.5509 6491 3 783.4008 0.2961
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 2248.1179 GWTAYTAATVDGKNGLLM 252.8194 2248.0982 30.4403 5200 2 1124.5527 ‐6.9860
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 828.4727 FAHAVVGK 96.6989 828.4721 18.7277 9940 2 414.7397 ‐2.3753
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 780.3999 SSHGIAAVG 134.7379 780.4036 20.1054 4834 1 780.4036 5.41
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 644.3402 KWTEV 487.4010 644.3393 17.6521 4772 1 644.3393 ‐1.5314
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 681.4042 GAPAIPR 1833.0970 681.4060 20.6739 3940 1 681.4060 2.07
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 805.4567 GFAVVQGK 3723.6890 805.4583 19.0457 2472 1 805.4583 2.57
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 790.3883 WAQLPDP 107.9937 790.3840 25.7263 2468 1 790.3840 ‐4.9207
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 685.3628 VGGPEAR 1172.4320 685.3632 15.3074 2414 1 685.3632 0.7088
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 712.3413 FENFR 370.0472 712.3387 18.8494 2367 1 712.3387 ‐3.5139
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1000.5323 RGGAGFAVVQG 102.0689 1000.5251 16.7893 2217 1 1000.5251 ‐5.8305
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 151.6115 988.5289 21.1620 2150 2 494.7681 3.02
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 872.4989 LQGQWIK 173.9017 872.4947 23.5830 2091 1 872.4947 ‐3.9249
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 Carbamidomethyl+C(1) 604.3236 CLGVR 116.9050 604.3248 20.1077 1777 1 604.3248 1.51
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 762.3992 TAATVDGK 119.9445 762.3955 23.5970 1633 1 762.3955 ‐4.4119
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 962.4690 PGDNFEKR 139.5453 962.4728 23.7692 1588 1 962.4728 5.1810
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 796.3948 EVGGPEAR 173.1417 796.3979 16.8473 1485 1 796.3979 4.13
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1402.7114 FNTQTWSIAQPK 275.7622 1402.6989 21.1950 1331 1 1402.6989 ‐5.8350
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 927.5411 VFAHAVVGK 210.4897 927.5455 18.6155 1323 2 464.2764 3.01
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1097.5473 TAYTAATVDGK 305.1608 1097.5446 23.6198 1249 1 1097.5446 ‐0.7099
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 601.3668 AVVQGK 69.0133 601.3638 17.1025 1196 1 601.3638 ‐5.1752
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 815.4522 RGGAGFAVV 78.2471 815.4560 17.1830 1181 1 815.4560 5.37
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1093.5524 IEAYNIADGK 1076.9080 1093.5496 19.5951 1177 2 547.2784 ‐3.6256
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 787.4421 TGAKPSAR 776.8641 787.4391 16.7850 829 1 787.4391 ‐3.3325
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 962.4942 FGGELTPNK 225.8434 962.4998 17.3188 806 2 481.7535 4.36
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1307.6630 LYSFGGELTPNK 293.7222 1307.6594 17.1143 1683 2 654.3333 ‐3.2764
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 Carbamidomethyl+C(8) 1213.5994 GDAPTVSCLGVR 106.3901 1213.6026 20.5961 1572 1 1213.6026 4.35
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 1322.6375 GWTAYTAATVDGK 200.2643 1322.6313 21.6721 1071 2 661.8193 ‐5.1655
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 34930.0500 37065.3696 98 74.78 None 973.5102 GGAGFAVVQGK 108.3516 973.5130 20.8510 12868 1 973.5130 4.1482
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1194.6001 TIEAYNIADGK 76592.0800 1194.6011 21.0893 157260 2 597.8042 0.1569
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 44967.7800 1231.6109 21.7304 114101 2 616.3091 0.1522
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1141.6364 APTLQGQWIK 13879.5000 1141.6356 24.6943 108554 2 571.3215 ‐1.4766
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1532.7703 WTEVETTGAKPSAR 59972.6100 1532.7707 16.7866 106620 3 511.5951 ‐0.6306
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1516.7067 WAQLPDPGDNFEK 38106.6200 1516.7064 27.3410 97444 2 758.8568 ‐0.1971
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1014.5731 SVFAHAVVGK 43816.1000 1014.5726 18.6354 74311 2 507.7900 ‐1.5152
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1340.6481 GWTAYTAATVDGK 27522.0000 1340.6492 23.6084 56776 2 670.8282 0.4566
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1378.6161 TDDLYFYAVNSA 20076.5100 1378.6182 31.4703 52427 2 689.8127 1.55
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1325.6736 LYSFGGELTPNK 9005.0680 1325.6724 25.8591 50324 2 663.3398 ‐1.2937
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 990.5367 GGAGFAVVQGK 17791.4900 990.5373 19.0465 50068 2 495.7723 ‐0.5500
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 2212.0128 TFHSMASDENHVYVFGGVS5649.1790 2212.0149 24.7164 48166 4 553.7592 ‐0.5155
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1677.8006 SYDTVTSEWTFLTK 30119.9400 1677.8013 33.3000 33531 2 839.4043 0.7251
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1672.8078 WAQLPDPGDNFEKR 8850.3940 1672.8103 25.7414 32174 3 558.2750 0.7969
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 826.3842 NFENFR 9617.9780 826.3840 18.8592 24840 2 413.6956 ‐1.7665
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 2173.0600 DLYVFDFNTQTWSIAQPK 1590.5220 2173.0543 34.5155 11265 2 1087.0308 ‐1.2349
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1042.5164 LDEVGGPEAR 110.9061 1042.4967 25.7541 1271 1 1042.4967 ‐17.1310
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1146.6378 RGGAGFAVVQGK 13471.5200 1146.6390 17.1064 10719 2 573.8232 0.2807
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1660.8653 KWTEVETTGAKPSAR 3448.5340 1660.8686 16.0865 7659 3 554.2944 1.54
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 2248.1179 GWTAYTAATVDGKNGLLM 325.2168 2248.0982 30.4403 5200 2 1124.5527 ‐7.1752
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 780.3886 YNIADGK 130.9410 780.3888 22.2098 18594 1 780.3888 0.8681
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 828.4727 FAHAVVGK 189.3656 828.4721 18.7277 9940 2 414.7397 ‐2.1645
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 851.4258 AYNIADGK 6575.2490 851.4220 21.0739 6389 1 851.4220 ‐3.4231
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1346.6910 TEVETTGAKPSAR 4672.5920 1346.6914 16.7868 4778 2 673.8493 ‐0.1182
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1018.4476 PDPGDNFEK 950.0223 1018.4475 27.3397 3435 1 1018.4475 1.34
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1049.5262 SFGGELTPNK 1980.4740 1049.5194 25.8533 2493 1 1049.5194 ‐4.7376
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 790.3883 WAQLPDP 151.0226 790.3840 25.7263 2468 1 790.3840 ‐4.7494
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 712.3413 FENFR 441.1121 712.3387 18.8494 2367 1 712.3387 ‐3.3433
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 872.4989 LQGQWIK 132.2340 872.4947 23.5830 2091 1 872.4947 ‐3.7528
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 962.4690 PGDNFEKR 110.6681 962.4728 23.7692 1588 1 962.4728 5.40
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 927.5411 VFAHAVVGK 402.6774 927.5455 18.6155 1323 2 464.2764 3.30
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 601.3668 AVVQGK 4877.2350 601.3638 17.1025 1196 1 601.3638 ‐5.0056
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 530.3297 VVQGK 6106.4490 530.3299 17.1034 1120 1 530.3299 ‐0.0573
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 1116.6008 VETTGAKPSAR 674.7711 1116.6019 16.7852 892 2 558.8046 0.1476
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 18204.3900 37065.3696 98 74.78 None 787.4421 TGAKPSAR 490.5910 787.4391 16.7850 829 1 787.4391 ‐3.1611



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1325.6736 LYSFGGELTPNK 67391.3600 1325.6744 16.4902 131196 2 663.3408 0.0356
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 2666.3249 HIDKDLYVFDFNTQTWSIAQ3620.8130 2666.3291 19.6202 57558 3 889.4479 3.1294
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1677.8006 SYDTVTSEWTFLTK 18630.3300 1677.8024 19.6202 49817 2 839.4048 1.17
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1340.6481 GWTAYTAATVDGK 24945.9500 1340.6483 15.4311 15678 2 670.8278 ‐0.3460
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 2212.0128 TFHSMASDENHVYVFGGVS4980.8470 2212.0136 15.8116 11548 4 553.7589 ‐0.5278
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 2173.0600 DLYVFDFNTQTWSIAQPK 1099.9330 2173.0529 21.4507 6151 2 1087.0301 ‐1.2304
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1141.6364 APTLQGQWIK 1352.8860 1141.6205 16.6606 37384 2 571.3139 ‐15.0511
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1693.9312 IWVVYGFATSIVPGGK 367.1156 1693.8944 20.9144 8459 3 565.3030 ‐22.3668
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 2348.1881 SSHGIAAVGDKLYSFGGELT 1457.6070 2348.1877 17.5509 6491 3 783.4008 0.6910
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1402.7114 FNTQTWSIAQPK 107.7377 1402.7012 18.3266 4054 1 1402.7012 ‐4.1805
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 1537.7281 SDENHVYVFGGVSK 351.7945 1537.7218 17.1580 3168 2 769.3645 ‐4.0253
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 4728.1370 37065.3696 98 74.78 None 815.4258 GGELTPNK 1520.9650 815.4295 16.4853 1928 1 815.4295 5.0848
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 1355.6914 TIEAEAAHGTVTR 64864.2900 1355.6907 15.9212 46507 3 452.5684 ‐1.6966
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 26281.1300 1156.5099 20.9496 25623 2 578.7586 ‐0.2409
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 2170.0339 DQYVNTEEFIDAVAWELK 1319.4130 2170.0349 30.3904 2709 3 724.0165 0.6085
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 1394.6488 YEAAGIWYEHR 392.7405 1394.6522 22.7034 2206 2 697.8297 2.1291
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 1844.8966 FKDIFQEVYEANWR 782.4635 1844.8993 33.4273 1192 2 922.9533 2.30
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 898.4781 IYDGRFK 225.2411 898.4701 21.3503 12393 1 898.4701 ‐8.0257
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 None 791.3723 YEAAGIW 285.6222 791.3766 24.3694 3333 1 791.3766 5.36
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.5738 883.4152 22.0459 3091 1 883.4152 3.07
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 2791.5720 47576.3596 15 15.87 Carbamidomethyl+C(7) 940.4346 GGYVWACK 395.9370 940.4320 20.9629 2418 1 940.4320 ‐1.6346
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 29044.2600 1156.5099 20.9496 25623 2 578.7586 ‐0.1225
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 None 1844.8966 FKDIFQEVYEANWR 1925.1710 1844.8993 33.4273 1192 2 922.9533 2.1873
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 None 2170.0339 DQYVNTEEFIDAVAWELK 340.9578 2170.0349 30.3904 2709 3 724.0165 0.3300
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 None 1569.7332 DIFQEVYEANWR 226.0350 1569.7691 32.6923 2451 2 785.3882 22.9820
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 None 2613.3058 AFAESSMYTAYQKKWPLYLS916.9076 2613.3021 33.4292 16395 3 871.7722 ‐0.9821
NP_175836.1 isocitrate dehydrogenase Arabidopsis thaliana 794.4593 47576.3596 15 15.87 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.7455 883.4152 22.0459 3091 1 883.4152 3.29
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1199.6630 DLVGVLEDAIR 49537.9800 1199.6631 38.1150 47129 2 600.3352 ‐0.6078
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1043.5844 IVNDGVTVAR 24840.9300 1043.5844 16.8206 43272 2 522.2958 ‐0.9953
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1505.7159 GYISPYFVTDSEK 20370.0500 1505.7176 27.3600 41802 2 753.3624 1.1469
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1536.7614 YEDLMAAGIIDPTK 11671.7000 1536.7632 30.1480 38487 2 768.8852 1.1882
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 3179.4355 EVEDSELADVAAVSAGNND28347.0700 3179.4341 39.9351 28582 3 1060.4829 0.6716
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 2464.2566 TNDLAGDGTTTSVVLAQGF 8940.6990 2464.2570 33.9841 28418 2 1232.6322 2.62
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1871.8592 SAENNLYVVEGMQFDR 3342.0770 1871.8598 29.7896 23841 2 936.4335 1.0708
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4590.3280 1700.8973 28.6324 19226 2 850.9523 ‐1.1708
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1280.7685 VVAAGANPVLITR 17952.9300 1280.7686 22.9578 18651 2 640.8879 ‐0.4254
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 1229.6848 LRVEDALNATK 1374.3000 1229.6882 21.2671 9155 2 615.3478 2.1726
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 831.4319 NDGVTVAR 16253.3200 831.4312 16.8217 5048 1 831.4312 0.0112
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 872.4836 GVLEDAIR 6158.5420 872.4829 38.1171 3919 1 872.4829 0.2114
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 583.3926 VLITR 56.0666 583.3896 22.1110 2664 1 583.3896 ‐5.3983
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 716.3937 LEDAIR 1418.1780 716.3930 38.1095 2271 1 716.3930 ‐0.5954
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 930.5003 VNDGVTVAR 8560.0080 930.5007 16.8209 1718 1 930.5007 1.34
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4489.4670 64208.4146 16 26.83 None 2447.2300 TNDLAGDGTTTSVVLAQGF 592.1948 2447.2348 35.1200 3038 3 816.4165 2.1794
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2192.0427 VSQMIEDAEPFEGEALLDAK7104.7340 2192.0391 32.4983 21367 2 1096.5232 ‐0.0068
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2080.0532 MGYAPFSAPAEEAAISALKR8951.2860 2080.0586 18.9505 9405 3 694.0244 2.53
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1105.6252 ALIAAEYAGVK 1575.6660 1105.6218 23.8554 6754 2 553.3145 ‐4.0603
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2111.9340 FIMDEVYDMELYEWTK 2630.6560 2111.9354 39.7918 4786 2 1056.4713 2.0903
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1589.7457 YFWTMVNQPEFK 578.5258 1589.7524 19.6021 4225 2 795.3799 4.08
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1166.6416 QTEAVPPVPTK 1997.9080 1166.6447 18.2858 3444 2 583.8260 1.45
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 1289.6332 VDISDEAQKER 8233.7030 1289.6321 15.3002 3287 3 430.5489 ‐2.0851
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2039.0808 VPVLETPEGPIFESNAIAR 786.3231 2039.1073 40.6497 809 2 1020.0573 14.2845
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2305.2373 AKNPLDLLPPSPMVLDDWK3234.7090 2305.2414 20.2549 1537 4 577.0658 0.7854
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 1618.4550 46628.5595 10 33.90 None 2062.0426 MGYAPFSAPAEEAAISALKR407.4284 2062.0295 19.7932 1148 2 1031.5184 ‐5.0428
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 12806.3800 15824.4513 6 54.05 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 12806.3800 15824.4513 6 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIG5333.1890 5030.3070 36.8758 79275 4 1258.3322 0.3927
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 12806.3800 15824.4513 6 54.05 Carbamidomethyl+C(8) 1080.5143 GIDLPYSCR 71.6825 1080.5061 39.7371 2767 1 1080.5061 ‐5.8283
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 13577.4700 15824.4513 6 54.05 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 13577.4700 15824.4513 6 54.05 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIG4090.2220 5030.3070 36.8758 79275 4 1258.3322 ‐1.5558
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 13577.4700 15824.4513 6 54.05 Carbamidomethyl+C(8) 1080.5143 GIDLPYSCR 92.5209 1080.5061 39.7371 2767 1 1080.5061 ‐5.6542
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 None 2462.2636 YPKEMVDILGPALPQFSSNE6993.6360 2462.2613 23.2629 20310 3 821.4253 ‐0.2951
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 Carbamidomethyl+C(20) 2751.2946 FQSWLNPEMQKEFGYLADI 1044.7770 2751.2929 20.2309 4898 3 917.7691 0.4933
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 None 1153.6252 FGEINYLGIK 1638.3750 1153.6219 16.2090 1886 2 577.3146 ‐3.7476
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 None 2558.3171 EMVDILGPALPQFSSNEVKN294.0661 2558.2951 36.0472 1539 3 853.4365 ‐7.8005
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 None 3448.6703 NNADRAVDQYNRFLEDIQL 961.3118 3448.6764 19.8978 1146 6 575.6188 1.43
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 None 1035.5105 PQFSSNEVK 215.2679 1035.5049 21.5543 12928 1 1035.5049 ‐3.9176
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 Carbamidomethyl+C(3) 682.3229 DICFK 104.5285 682.3207 19.3258 2491 1 682.3207 ‐3.1085
NP_176374.1 beta glucosidase 45 Arabidopsis thaliana 371.5939 60239.1029 8 10.38 Carbamidomethyl+C(6) 1029.5074 YLADICFK 162.8304 1029.5031 19.4270 1947 1 1029.5031 ‐2.6958
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 2500.1912 MSVASFYNPGSDAEISPATS15241.5600 2500.1846 32.4212 16522 2 1250.5959 ‐0.2533
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 2516.1464 GLDNLETEVEDVDWESTFYV3942.0500 2516.1390 38.4487 12160 2 1258.5731 ‐0.5076
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 1742.7254 DSEYPSFVFDDYMK 7616.6270 1742.7256 33.8147 10982 2 871.8665 0.6595
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 904.5138 FPVVDLSK 3860.4970 904.5132 16.4040 5243 2 452.7603 ‐2.1553
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 922.4451 MTKDHYK 153.3377 922.4567 23.9510 11408 1 922.4567 13.6098
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 None 2552.4083 AHTDAGGIILLFQDDKVSGL 1835.2270 2552.4071 21.0807 12595 3 851.4739 0.3409
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1834.9080 36411.2031 12 30.94 Carbamidomethyl+C(14) 2348.1778 GPTFGTKVSNYPPCPKPEMI366.3142 2348.1683 18.8638 6351 3 783.3943 ‐3.5915



NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1737.7540 36411.2031 12 30.94 None 2500.1912 MSVASFYNPGSDAEISPATS14677.1100 2500.1846 32.4212 16522 2 1250.5959 ‐0.5136
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1737.7540 36411.2031 12 30.94 None 2516.1464 GLDNLETEVEDVDWESTFYV2906.8720 2516.1390 38.4487 12160 2 1258.5731 ‐0.7724
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1737.7540 36411.2031 12 30.94 None 1742.7254 DSEYPSFVFDDYMK 9300.1110 1742.7256 33.8147 10982 2 871.8665 0.6127
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1737.7540 36411.2031 12 30.94 None 2101.9785 HLPQSNLNDISDVSDEYR 699.1444 2101.9745 25.8090 2021 2 1051.4909 ‐0.6122
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1737.7540 36411.2031 12 30.94 None 2283.1326 FAAMKNASAVTELNPTAAV792.1065 2283.1178 35.3237 1388 3 761.7108 ‐6.4326
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 Carbamidomethyl+C(10) 2454.1606 VAAQVEDGPCVTYIGEGGSG1861.1470 2454.1524 27.3267 11362 2 1227.5798 ‐1.0602
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1996.1260 IGLAGLAVMGQNLALNIAEK2887.2020 1996.1206 22.8298 10833 2 998.5639 ‐1.5382
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1614.8374 NPDLASLVVDPEFAK 1903.3390 1614.8360 33.1642 7082 2 807.9216 ‐0.6051
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1450.7060 VKDEFGDGELVDK 1178.2230 1450.7077 20.9602 5056 3 484.2407 0.1176
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 Carbamidomethyl+C(22) 2458.2395 WTVQQAAELSVAAPTIAAS 1494.3430 2458.2440 20.9157 4132 3 820.0862 2.85
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1690.8494 EAGLKEEIGSASSGIDK 2635.8810 1690.8548 21.9397 3860 3 564.2898 2.68
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 Carbamidomethyl+C(21) 3948.6964 AGAPVDQTIDAFSEYMEPG 3373.3960 3948.6769 38.7979 3075 3 1316.8971 ‐1.8637
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1593.8231 YLSGLKDERENAAK 433.4423 1593.8513 36.5394 8535 3 531.9553 16.9315
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 Carbamidomethyl+C(16) 2862.4277 VVGLAVSAGISTPGMCASLA280.8935 2862.3782 37.0941 2306 4 716.3500 ‐17.2589
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 Oxidation+M(17) 2857.5274 MESAALSRIGLAGLAVMGQ1245.6430 2857.5267 25.5531 4425 3 953.1804 1.0497
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 697.3304 WTVQQA 96.1066 697.3273 21.1967 4268 1 697.3273 ‐4.3035
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 839.4159 FDTYRR 80.9307 839.4141 37.1335 1811 1 839.4141 ‐1.3796
NP_176601.1 6 phosphogluconate dehydrogenase decarboxylating 1 Arabidopsis thaliana 733.6723 53719.7684 13 31.83 None 1114.5527 WTVQQAAELS 157.8746 1114.5444 22.3323 1395 1 1114.5444 ‐5.6498
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 14566.8900 1190.5841 17.5703 43907 2 595.7957 ‐0.1558
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1444.7464 VLQAQDDIVNAMK 7762.8410 1444.7450 25.9881 39407 2 722.8761 ‐1.1585
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1973.0008 VLQAQDDIVNAMKEEAAK 708.8492 1972.9997 38.4244 7426 2 987.0035 0.4360
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(18) 2777.3563 DIFLPPAPSDDDPHALSCAG 344.3055 2777.2737 30.5484 31881 3 926.4294 ‐29.1536
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(18) 3077.4997 DIFLPPAPSDDDPHALSCAG 450.6131 3077.4928 37.7764 1379 4 770.1287 ‐2.5951
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1425.7155 KIDYSMQLNASR 1321.5240 1425.7187 21.0165 3141 2 713.3630 2.1067
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1051.4989 YSMQLNASR 130.5110 1051.4920 24.7081 6892 1 1051.4920 ‐4.8234
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(1) 978.4310 CENTLDAR 592.8143 978.4308 17.5698 2762 1 978.4308 1.69
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(2) 1077.4994 VCENTLDAR 717.3315 1077.4977 17.5728 952 1 1077.4977 0.3116
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1104.5354 AQDDIVNAMK 105.7397 1104.5374 24.9163 794 1 1104.5374 3.40
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 None 1407.7049 KIDYSMQLNASR 134.8324 1407.6989 23.9169 1936 3 469.9045 ‐5.2888
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1222.2130 27370.2789 12 29.54 Carbamidomethyl+C(3) 1173.5569 IVCENTLDAR 256.1205 1173.5626 18.8525 1191 2 587.2849 4.1201
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 2041.9964 DTYLNTEEFIDAVAAELK 153608.8000 2041.9941 43.4349 69408 2 1021.5007 0.1148
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1676.7618 VANPIVEMDGDEMTR 48243.7900 1676.7612 26.7014 53940 2 838.8842 0.0149
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 85041.2100 1320.6477 18.6042 48507 2 660.8275 0.4831
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1355.6914 TIEAEAAHGTVTR 64864.2900 1355.6907 15.9212 46507 3 452.5684 ‐1.6966
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1418.6257 AFADASMNTAYEK 29697.3200 1418.6277 20.7613 29640 2 709.8175 1.76
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1287.7559 LITPFVELDIK 18557.7500 1287.7561 20.6638 27663 2 644.3817 ‐0.4124
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 26281.1300 1156.5099 20.9496 25623 2 578.7586 ‐0.2409
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1117.5789 YFDLGLPHR 9497.1200 1117.5834 16.8349 23194 2 559.2953 3.0600
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1797.8766 GGETSTNSIASIFAWTR 12281.8400 1797.8746 20.9481 22668 2 899.4410 ‐0.4161
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1789.8796 FKDIFQEVYEASWK 3112.5620 1789.8804 20.3610 21559 2 895.4438 1.1235
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 926.4652 LTMTFEGK 9322.8720 926.4665 21.9943 19744 2 463.7369 ‐0.0594
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1066.6255 DLALIIHGSK 4049.7960 1066.6275 16.0311 13763 2 533.8174 0.7768
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 2327.1401 DTYLNTEEFIDAVAAELKER 4470.3160 2327.1445 41.1942 11132 3 776.3863 2.04
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 865.4666 LLDFTEK 7098.2790 865.4670 23.3072 9310 2 433.2371 ‐1.0694
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1380.6331 YDAAGIWYEHR 716.6730 1380.6388 23.6759 8170 2 690.8230 3.05
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 675.3308 LDDNAK 941.5598 675.3283 19.4089 2610 1 675.3283 ‐3.7394
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1821.9076 DATDDKVTIESAEATKK 9610.5980 1821.9098 17.1624 27395 3 607.9748 0.7828
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1595.7601 SKYDAAGIWYEHR 2823.4720 1595.7634 21.8378 17679 3 532.5926 1.35
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1693.8127 DATDDKVTIESAEATK 3869.7250 1693.8141 18.7158 16469 3 565.2762 0.2207
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 2281.0924 YDGRFKDIFQEVYEASWK 513.1920 2281.0808 37.2788 10745 2 1141.0440 ‐3.2496
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 Carbamidomethyl+C(12) 2527.2783 LLDFTEKLEAACVGTVESGKM1644.6160 2527.2712 25.6746 4242 2 1264.1392 ‐0.3631
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 2792.3737 YFDLGLPHRDATDDKVTIESA2002.9690 2792.3566 24.5208 3859 3 931.4570 ‐4.9648
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1077.5786 TIESAEATKK 265.6269 1077.5788 16.0384 3174 2 539.2930 ‐0.9397
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.5738 883.4152 22.0459 3091 1 883.4152 3.07
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 Carbamidomethyl+C(7) 940.4346 GGYVWACK 395.9370 940.4320 20.9629 2418 1 940.4320 ‐1.6346
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 2084.0255 PHRDATDDKVTIESAEATK 399.4182 2084.0169 25.6588 1393 3 695.3438 ‐4.0920
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 776.4149 VGTVESGK 351.9899 776.4143 18.5062 1224 1 776.4143 ‐0.2786
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 931.4731 TIESAEATK 169.9653 931.4763 18.5829 909 2 466.2418 1.12
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 16819.3800 46088.4641 47 49.51 None 1362.6226 YDAAGIWYEHR 209.4996 1362.6271 23.5142 5918 2 681.8172 2.96
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 2041.9964 DTYLNTEEFIDAVAAELK 155461.3000 2041.9941 43.4349 69408 2 1021.5007 ‐0.0164
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1676.7618 VANPIVEMDGDEMTR 36676.1700 1676.7612 26.7014 53940 2 838.8842 ‐0.0134
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1418.6257 AFADASMNTAYEK 10629.5400 1418.6277 20.7613 29640 2 709.8175 1.20
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 29044.2600 1156.5099 20.9496 25623 2 578.7586 ‐0.1225
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 926.4652 LTMTFEGK 21955.9000 926.4665 21.9943 19744 2 463.7369 0.1237
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 2327.1401 DTYLNTEEFIDAVAAELKER 7424.3930 2327.1445 41.1942 11132 3 776.3863 1.35
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 865.4666 LLDFTEK 12689.6800 865.4670 23.3072 9310 2 433.2371 ‐0.8691
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1380.6331 YDAAGIWYEHR 701.3557 1380.6388 23.6759 8170 2 690.8230 3.57
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1514.7162 DIFQEVYEASWK 882.1583 1514.7428 36.0567 36346 2 757.8751 17.6101
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1546.7206 AFADASMNTAYEKK 742.0204 1546.7430 43.5073 2389 2 773.8752 14.5728
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1595.7601 SKYDAAGIWYEHR 1590.0570 1595.7633 21.8324 17012 3 532.5926 1.87
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 2281.0924 YDGRFKDIFQEVYEASWK 1210.3580 2281.0808 37.2788 10745 2 1141.0440 ‐3.4482
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1693.8127 DATDDKVTIESAEATK 871.9977 1693.8244 28.4028 6342 2 847.4159 7.29
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 4063.8610 LTMTFEGKDGKTETEVFTFT 740.0325 4063.8709 37.7898 3783 3 1355.2951 4.42
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 813.3811 TMTFEGK 2641.3810 813.3821 21.9869 3470 1 813.3821 1.03



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.7455 883.4152 22.0459 3091 1 883.4152 3.29
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 960.4686 GIWYEHR 147.7001 960.4674 25.1455 1867 2 480.7374 ‐2.4238
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10289.5700 46088.4641 47 49.51 None 1121.5262 QEVYEASWK 156.4191 1121.5255 37.8424 906 1 1121.5255 1.68
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5022.8830 17542.0704 6 29.63 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 22264.7100 1824.9398 20.5382 26370 2 912.9736 1.94
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5022.8830 17542.0704 6 29.63 None 2238.1136 VTVANVESGGEFTVSSADDI13303.7500 2238.1077 31.9184 20615 2 1119.5575 ‐0.8689
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 5022.8830 17542.0704 6 29.63 None 1047.6085 FALLLDDLK 15836.0700 1047.6107 20.1114 13448 2 524.3090 1.0065
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2778.0520 17542.0704 6 29.63 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 17261.6700 1824.9398 20.5382 26370 2 912.9736 1.01
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2778.0520 17542.0704 6 29.63 None 1047.6085 FALLLDDLK 16866.3100 1047.6107 20.1114 13448 2 524.3090 0.7404
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2778.0520 17542.0704 6 29.63 None 2238.1136 VTVANVESGGEFTVSSADDI218.1466 2238.1265 22.6848 1378 3 746.7137 6.41
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 3415.7209 HAAAEIFANPDVIAEVPWYG9277.8020 3415.7091 23.4470 19855 3 1139.2412 ‐1.2429
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPT6221.1990 2531.2389 27.8202 18736 3 844.4178 1.0464
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 2252.1207 LTGHHETADINTFLWGVAN6883.4370 2252.1248 18.5189 17121 3 751.3798 2.1251
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 1361.6080 EHISAYGEGNER 39078.2100 1361.6076 13.9521 13256 3 454.5407 ‐1.4746
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 1111.5994 TLPGPVTDPSK 10037.2500 1111.5992 18.7337 13162 2 556.3032 ‐1.1689
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 2265.1339 HAAAEIFANPDVIAEVPWYG182.5959 2265.1243 22.7669 3132 2 1133.0658 ‐2.4165
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 1630.8224 HAAAEIFANPDVIAEV 89.0185 1630.8123 23.0186 2787 2 815.9098 ‐5.9313
NP_176794.1 glutamine synthetase Arabidopsis thaliana 3659.2160 39321.2500 13 26.97 None 661.2900 GEGNER 699.9414 661.2914 13.9416 1068 1 661.2914 2.0337
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2008.3730 39321.2500 13 26.97 None 3415.7209 HAAAEIFANPDVIAEVPWYG19710.3700 3415.7091 23.4470 19855 3 1139.2412 ‐0.2207
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2008.3730 39321.2500 13 26.97 None 2252.1207 LTGHHETADINTFLWGVAN6078.8550 2252.1248 18.5189 17121 3 751.3798 2.36
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2008.3730 39321.2500 13 26.97 None 1111.5994 TLPGPVTDPSK 190.2442 1111.6228 16.5943 1493 2 556.3150 19.8832
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2008.3730 39321.2500 13 26.97 None 2265.1339 HAAAEIFANPDVIAEVPWYG175.7660 2265.1366 21.8552 5049 2 1133.0719 3.75
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2008.3730 39321.2500 13 26.97 None 1045.5578 TFLWGVANR 896.8112 1045.5531 19.8924 4156 1 1045.5531 ‐2.9575
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 None 950.4690 NLNTDAFR 28439.9400 950.4692 19.5284 77442 2 475.7382 ‐1.1994
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 None 876.4495 EDIQLMK 6376.7290 876.4533 20.2762 2064 1 876.4533 5.1645
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 Carbamidomethyl+C(9) 1206.5976 GPALWDIFCK 5420.6830 1206.5970 17.7270 1361 2 603.8021 ‐1.2659
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 None 1568.7187 DKDSVEVGTADYNR 1585.3000 1568.7148 22.7875 1023 2 784.8611 ‐2.3398
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 None 2087.9413 DKYANPEIMIMENGYGDK 761.8289 2087.9386 33.2647 3714 2 1044.4730 0.1324
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 None 2085.9984 YANPEIMIMENGYGDKLK 1161.3750 2086.0119 25.9792 1276 2 1043.5096 7.78
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 Carbamidomethyl+C(5) 868.4022 WDIFCK 230.9222 868.4003 17.5752 1433 1 868.4003 ‐1.3831
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 709.9772 60180.0062 8 10.88 Carbamidomethyl+C(9) 1188.5871 GPALWDIFCK 143.4095 1188.5925 15.9790 5784 2 594.7999 3.36
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 368585.0000 1548.8104 18.3313 5699690 2 774.9088 0.9143
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 935.4945 IIGFDNTR 80102.5500 935.4950 21.4751 2591434 2 468.2512 ‐0.8597
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 213298.0000 2080.9944 20.5865 1492307 3 694.3363 ‐0.2869
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 907.4884 EVDYLIR 65754.2500 907.4890 23.4823 975951 2 454.2482 ‐0.7532
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 914.4229 YWTMWK 51892.5500 914.4248 17.7084 785355 2 457.7160 0.5516
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1009.5102 EYPNAFIR 58338.7000 1009.5105 23.0318 696975 2 505.2589 ‐0.9215
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1941.9692 FETLSYLPDLTDSELAK 297693.3000 1941.9663 34.6745 563954 2 971.4868 ‐0.4701
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 149306.4000 1942.9728 19.2781 506340 2 971.9900 0.8397
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1351.5662 EHGNSPGYYDGR 48078.5000 1351.5662 13.2373 28929 3 451.1936 ‐1.1614
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 924.5666 VWPPIGKK 15566.4100 924.5650 15.9193 14133 1 924.5650 ‐0.5867
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 796.4716 VWPPIGK 11902.5400 796.4708 15.3627 8039 2 398.7390 ‐2.7580
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 2070.0641 KFETLSYLPDLTDSELAK 271611.1000 2070.0632 32.7082 827143 3 690.6926 ‐0.4667
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 2198.1591 KKFETLSYLPDLTDSELAK 25704.9700 2198.1582 30.4076 96055 3 733.3909 ‐0.1961
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(12) 2859.4498 IIGFDNTRQVQCISFIAYKPPS4498.7780 2859.4396 19.6346 3620 3 953.8180 ‐2.3045
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 565.2803 TMWK 2207.4420 565.2813 17.7031 33825 1 565.2813 1.57
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 511.3239 PPIGK 15510.6300 511.3233 15.6772 20239 1 511.3233 ‐1.8177
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 730.3155 GYYDGR 198.2758 730.3157 13.7868 10636 1 730.3157 0.5314
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 510.2307 YDGR 319.3797 510.2302 13.7851 8550 1 510.2302 ‐1.6294
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 854.4294 FETLSYL 1906.7900 854.4256 34.6782 6209 1 854.4256 ‐3.7253
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 751.3596 WTMWK 58.2808 751.3616 16.9223 2759 1 751.3616 3.0534
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1296.6371 FELEHGFVYR 198.0675 1296.6334 21.1716 2504 2 648.8203 ‐3.4220
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1364.6944 YLPDLTDSELAK 458.9070 1364.6832 34.6786 2474 1 1364.6832 ‐5.2814
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1427.7569 ISFIAYKPPSFTG 328.5406 1427.7493 17.9073 2381 2 714.3783 ‐5.5646
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 880.4676 YPNAFIR 97.9299 880.4701 23.0307 2214 1 880.4701 3.20
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(6) 789.3964 LPLFGCT 167.1475 789.4005 16.8924 2145 1 789.4005 5.83
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 804.3999 IGFDNTR 163.9800 804.3976 18.6314 2105 1 804.3976 ‐2.2357
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 697.4032 WPPIGK 257.2785 697.4072 15.6728 2033 1 697.4072 5.71
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 679.2794 EHGNSPG 10904.6500 679.2788 13.2391 1958 1 679.2788 ‐0.9113
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1149.5687 ELEHGFVYR 348.2823 1149.5600 21.9150 1876 1 1149.5600 ‐5.5790
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 662.3355 DSELAK 210.1212 662.3355 34.5614 1631 1 662.3355 ‐0.0632
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 295.4199 1338.6629 19.2526 1562 1 1338.6629 ‐4.1418
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1390.7253 KFETLSYLPDLT 199.7519 1390.7189 34.4370 1213 2 695.8631 ‐4.8808
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(1) 1587.7876 CISFIAYKPPSFTG 332.5449 1587.7778 19.2765 1189 1 1587.7778 ‐2.3368
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 460.5115 1225.5883 18.8766 1176 1 1225.5883 2.57
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 284.8355 1271.6124 19.8679 1114 1 1271.6124 5.13
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 355.2140 1062.4942 17.2225 1081 2 531.7507 0.5050
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1364.6944 YLPDLTDSELAK 363.0709 1364.6980 33.0124 981 2 682.8527 2.60
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 768.3174 YWTMW 81.3054 768.3144 17.6955 923 1 768.3144 ‐3.4894
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1739.8374 KFETLSYLPDLTDSE 342.4696 1739.8436 31.3681 812 3 580.6194 3.0303
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 991.4996 EYPNAFIR 185.4931 991.5011 23.0313 35325 2 496.2542 0.2680
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 1333.5556 EHGNSPGYYDGR 3348.3450 1333.5573 14.9451 13431 2 667.2823 0.8442
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 None 992.4836 EYPNAFIR 129.2863 992.4872 23.7797 2460 2 496.7472 2.74
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 104643.9000 20501.3116 102 67.78 Carbamidomethyl+C(4) 1925.9466 QVQCISFIAYKPPSFTG 331.3631 1925.9333 17.9084 991 2 963.4703 ‐5.9189
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 935.4945 IIGFDNTR 132106.1000 935.4950 21.4751 2591434 2 468.2512 ‐0.6791



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 1009.5102 EYPNAFIR 53748.1300 1009.5105 23.0318 696975 2 505.2589 ‐0.7617
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 1941.9692 FETLSYLPDLTDSELAK 203297.6000 1941.9663 34.6745 563954 2 971.4868 ‐0.5731
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 3728.3680 2081.0058 35.9195 6992 3 694.3401 4.02
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 189.9839 1942.9835 37.5366 4711 2 971.9954 6.37
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 2070.0641 KFETLSYLPDLTDSELAK 237150.8000 2070.0632 32.7080 826619 3 690.6926 ‐0.7029
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 2198.1591 KKFETLSYLPDLTDSELAK 26655.6600 2198.1582 30.4076 96055 3 733.3909 ‐0.4868
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 709.3264 GFDNTR 15845.8300 709.3266 21.4730 574501 1 709.3266 0.6372
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 717.4042 PNAFIR 13198.8500 717.4040 23.0303 89281 1 717.4040 0.0441
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 652.3049 FDNTR 1440.0000 652.3024 21.5079 28803 1 652.3024 ‐3.6788
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 1088.5470 PDLTDSELAK 279.7642 1088.5424 34.6709 11555 1 1088.5424 ‐2.2549
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 991.4942 DLTDSELAK 340.7613 991.4902 32.7112 9920 1 991.4902 ‐2.5173
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 854.4294 FETLSYL 1051.9770 854.4256 34.6782 6209 1 854.4256 ‐3.5533
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 1201.6311 LPDLTDSELAK 267.9286 1201.6279 34.6826 3313 1 1201.6279 ‐0.1936
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 880.4676 YPNAFIR 111.2258 880.4701 23.0307 2214 1 880.4701 3.42
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 662.3355 DSELAK 172.5537 662.3355 34.5614 1631 1 662.3355 0.1070
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 1390.7253 KFETLSYLPDLT 260.4458 1390.7189 34.4370 1213 2 695.8631 ‐4.8285
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 Carbamidomethyl+C(4) 1418.7137 QVQCISFIAYKP 207.7227 1418.7126 35.8584 1188 2 709.8599 ‐0.9962
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 34021.7500 20501.3116 102 67.78 None 992.4836 EYPNAFIR 130.1474 992.4872 23.7797 2460 2 496.7472 2.20
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 270496.5000 1548.8104 18.3313 5699690 2 774.9088 0.9686
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 262105.9000 2080.9944 20.5865 1492307 3 694.3363 ‐0.0490
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 914.4229 YWTMWK 59360.1600 914.4248 17.7084 785355 2 457.7160 0.2004
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 206679.8000 1942.9728 19.2781 506340 2 971.9900 1.1458
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 935.4945 IIGFDNTR 20821.8300 935.4930 14.8052 42387 2 468.2501 ‐3.3760
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 1941.9692 FETLSYLPDLTDSELAK 461.6965 1941.9707 20.1613 15179 2 971.4890 2.1350
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 924.5666 VWPPIGKK 12149.3200 924.5650 15.9193 14133 1 924.5650 ‐0.6750
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 2830.4397 FETLSYLPDLTDSELAKEVDY 8894.8920 2830.4337 23.8482 10438 3 944.1494 ‐0.2008
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 796.4716 VWPPIGK 10223.6100 796.4708 15.3627 8039 2 398.7390 ‐3.1846
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 2799.3548 MASSMLSSATMVASPAQAT1022.6050 2799.3507 25.5838 7496 3 933.7884 0.3909
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 2198.1591 KKFETLSYLPDLTDSELAK 21717.3800 2198.1616 18.1657 96642 3 733.3921 1.51
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 2958.5346 KFETLSYLPDLTDSELAKEVD 7226.1910 2958.5264 22.9710 10001 4 740.3871 ‐2.0534
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(12) 2859.4498 IIGFDNTRQVQCISFIAYKPPS2649.1100 2859.4396 19.6346 3620 3 953.8180 ‐1.6092
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 751.3596 WTMWK 5298.7110 751.3596 17.7078 63532 1 751.3596 0.2414
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 9877.7810 1225.5872 18.3300 31583 1 1225.5872 1.05
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 21679.6100 1078.5176 18.3319 28644 1 1078.5176 ‐0.3316
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 511.3239 PPIGK 14731.2000 511.3233 15.6772 20239 1 511.3233 ‐1.9535
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 1518.3550 1684.7821 20.5843 11841 2 842.8947 2.21
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 1020.5261 LEHGFVYR 552.5602 1020.5234 19.4583 11330 1 1020.5234 ‐1.3333
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 709.3264 GFDNTR 13431.1100 709.3255 14.8027 8971 1 709.3255 ‐1.1532
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 238.3112 1338.6800 19.5401 8954 2 669.8436 5.46
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 815.7844 1190.5509 18.3328 7398 1 1190.5509 1.86
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 462.9212 1062.4946 18.3264 5701 1 1062.4946 3.85
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 869.4403 KFETLSY 204.9967 869.4358 20.8310 4543 1 869.4358 ‐4.5364
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 822.4104 IGFDNTR 1539.3280 822.4093 14.8060 3545 1 822.4093 ‐0.8601
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 967.4884 AYKPPSFTG 84.7168 967.4850 19.6251 3238 1 967.4850 ‐2.3233
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1192.5820 QVQCISFIAY 142.1283 1192.5837 20.6179 3136 1 1192.5837 3.31
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 1009.6380 1781.8339 21.6230 3113 2 891.4206 2.1180
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 1110.6194 KKFETLSYL 401.9299 1110.6187 18.1689 2955 1 1110.6187 1.1628
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 1080.5724 IAYKPPSFTG 289.8818 1080.5747 18.9116 2375 2 540.7910 0.7912
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(6) 789.3964 LPLFGCT 87.9128 789.4005 16.8924 2145 1 789.4005 5.45
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 697.4032 WPPIGK 227.2661 697.4072 15.6728 2033 1 697.4072 5.27
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 1149.5687 ELEHGFVYR 295.9049 1149.5600 21.9150 1876 1 1149.5600 ‐5.6413
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(1) 1587.7876 CISFIAYKPPSFTG 396.6239 1587.7778 19.2765 1189 1 1587.7778 ‐2.3487
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 768.3174 YWTMW 75.5037 768.3144 17.6955 923 1 768.3144 ‐3.5956
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1321.6610 QVQCISFIAYK 1131.0690 1321.6538 19.2630 893 1 1321.6538 ‐2.7437
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1924.9626 QVQCISFIAYKPPSFTG 1751.1340 1924.9715 20.5933 23020 2 962.9894 5.15
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 896.4124 YWTMWK 111.5147 896.4122 17.7068 1832 2 448.7098 ‐2.0010
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 None 918.4680 IIGFDNTR 100.5184 918.4692 17.1776 1657 1 918.4692 2.53
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 69086.9700 20501.3116 102 67.78 Carbamidomethyl+C(4) 1925.9466 QVQCISFIAYKPPSFTG 218.0395 1925.9333 17.9084 991 2 963.4703 ‐5.6237
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1093.5524 DGQELVSAFK 2683.5010 1093.5533 21.3261 9604 2 547.2803 ‐0.2184
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1348.7471 LSLASGQGLVEFK 2240.3120 1348.7483 23.4896 8032 3 450.2543 ‐0.2527
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1332.6327 MLIYEYMQNK 468.8145 1332.6356 18.8879 1988 2 666.8214 1.16
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 961.4989 GQELVSAFK 141.7442 961.5024 23.6684 9361 1 961.5024 4.30
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1054.4736 MLIYEYMQ 186.7009 1054.4765 20.2621 1718 1 1054.4765 4.13
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1070.4975 IYEYMQNK 239.0378 1070.4957 18.5052 881 2 535.7515 ‐2.7973
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1314.6221 MLIYEYMQNK 331.2352 1314.6163 19.7420 2066 1 1314.6163 ‐1.7227
NP_176919.2 G type lectin S receptor like serine threonine protein kinase Arabidopsis tha 103.3172 67189.0122 8 5.62 None 1315.6061 MLIYEYMQNK 310.9393 1315.5997 18.1524 2242 1 1315.5997 ‐2.1975
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 2222.1049 VGLDVFEEEPFMKPGLADTK17320.3200 2222.1047 34.0704 48570 3 741.3731 0.1375
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1109.5296 IVEADEFMR 4897.6570 1109.5310 24.1592 29912 2 555.2692 0.3138
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1490.8213 GPVIDEAALVEHLK 16579.9800 1490.8221 28.9406 26947 3 497.6122 ‐0.4169
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1415.7675 EGMATLAALNVLGR 17508.6400 1415.7759 19.9052 23012 2 708.3916 5.98
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1449.7948 EADLISLHPVLDK 13510.1500 1449.7951 27.9275 20959 3 483.9366 ‐0.7679
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 2013.9335 AFSNMAVGYNNVDVEAAN3625.8540 2013.9341 25.6956 19196 2 1007.4707 1.41
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 2817.4993 YGIAVGNTPGVLTETTAELAA3154.7980 2817.4990 24.2229 18595 3 939.8378 1.1092
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1021.4983 ASSMEEVLR 5424.7770 1021.5007 20.8282 16278 2 511.2540 1.1472



NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 4949.9360 1373.6988 18.7759 13564 2 687.3531 ‐0.8060
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1306.7478 NAIVVPHIASASK 4977.7990 1306.7494 21.7836 11542 2 653.8783 0.7403
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1663.8149 MNLIYFDLYQSTR 10675.5000 1663.8153 20.5613 9218 2 832.4113 0.6051
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1014.5691 GQTVGVIGAGR 8525.7130 1014.5710 17.3194 7726 2 507.7891 0.6604
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 784.4927 ALGLPVSK 3902.2590 784.4933 21.2970 2491 2 392.7503 ‐1.0612
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 Carbamidomethyl+C(21) 2527.3272 VVSTKPMPGTRWINLLVDQ711.1968 2527.3152 19.1310 8825 4 632.5842 ‐5.3632
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 2034.0365 MNLIYFDLYQSTRLEK 2200.5940 2034.0330 20.1767 6953 2 1017.5201 ‐0.4457
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 2996.4532 ENPMFRVGLDVFEEEPFMK888.6443 2996.4522 19.4030 3942 4 749.8685 ‐0.0511
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1559.7709 IGSAYARMMVEGFK 1189.6490 1559.7699 21.1264 2450 2 780.3886 ‐0.5354
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1738.8357 FEEEPFMKPGLADTK 614.5789 1738.8323 32.4889 3971 2 869.9198 ‐1.3799
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 656.3072 EGMATLA 136.7375 656.3110 18.9438 3870 1 656.3110 5.82
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 810.4468 PHIASASK 126.7325 810.4483 20.6754 3147 1 810.4483 2.02
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 Carbamidomethyl+C(10) 1356.6729 WINLLVDQGCR 520.0684 1356.6724 20.5646 2382 1 1356.6724 2.54
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1000.4622 VGLDVFEEE 178.4842 1000.4654 34.2087 1738 1 1000.4654 4.58
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1231.5962 YARMMVEGFK 99.6303 1231.5878 21.9823 1690 1 1231.5878 ‐4.4484
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1204.6395 PFMKPGLADTK 949.4361 1204.6428 32.0346 1320 2 602.8250 2.0088
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1995.9229 AFSNMAVGYNNVDVEAAN510.5467 1995.9249 24.3499 2124 3 665.9798 0.8976
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4237.0590 42476.0530 56 56.22 None 1431.7842 EADLISLHPVLDK 401.0707 1431.7835 27.9175 1229 3 477.9327 ‐1.5389
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 2222.1049 VGLDVFEEEPFMKPGLADTK15524.1800 2222.1047 34.0704 48570 3 741.3731 ‐0.1637
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1490.8213 GPVIDEAALVEHLK 17442.8900 1490.8221 28.9406 26947 3 497.6122 ‐0.3997
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1449.7948 EADLISLHPVLDK 11648.2300 1449.7951 27.9275 20959 3 483.9366 ‐0.7328
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 2013.9335 AFSNMAVGYNNVDVEAAN6710.6000 2013.9341 25.6956 19196 2 1007.4707 1.08
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1021.4983 ASSMEEVLR 5474.0430 1021.5007 20.8282 16278 2 511.2540 1.36
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1306.7478 NAIVVPHIASASK 5890.2350 1306.7494 21.7836 11542 2 653.8783 0.8163
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1014.5691 GQTVGVIGAGR 11316.1100 1014.5710 17.3194 7726 2 507.7891 0.8187
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 784.4927 ALGLPVSK 6469.7520 784.4933 21.2970 2491 2 392.7503 ‐0.8380
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 Oxidation+M(*) 1850.9615 TTYHLVNKERLAMMK 465.9357 1850.9692 31.7416 7372 2 925.9882 4.30
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1000.4622 VGLDVFEEE 141.7704 1000.4654 34.2087 1738 1 1000.4654 4.91
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1003.4877 ASSMEEVLR 190.5129 1003.4819 21.7126 5575 1 1003.4819 ‐4.1641
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1995.9229 AFSNMAVGYNNVDVEAAN327.3736 1995.9249 24.3499 2124 3 665.9798 0.6949
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2942.1950 42476.0530 56 56.22 None 1431.7842 EADLISLHPVLDK 367.4344 1431.7835 27.9175 1229 3 477.9327 ‐1.4959
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1415.7675 EGMATLAALNVLGR 14108.9800 1415.7759 19.9052 23012 2 708.3916 5.90
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2817.4993 YGIAVGNTPGVLTETTAELAA3640.9220 2817.4990 24.2229 18595 3 939.8378 1.98
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 4862.8960 1373.6988 18.7759 13564 2 687.3531 ‐0.8636
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2013.0956 GGLYEGWLPHLFVGNLLK 1339.0510 2013.0905 22.9443 10700 3 671.7017 ‐2.4599
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1663.8149 MNLIYFDLYQSTR 12578.7600 1663.8153 20.5613 9218 2 832.4113 0.7329
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1643.9102 TILSVEDIIDLIGDK 2137.8430 1643.9059 24.1238 7545 2 822.4566 ‐2.1879
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2013.9335 AFSNMAVGYNNVDVEAAN1877.1430 2013.9295 16.2458 2144 2 1007.4684 ‐0.4180
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 Carbamidomethyl+C(1) 2426.1545 CDGVIGQLTEDWGETLFSAL840.5351 2426.1756 25.4973 6076 2 1213.5914 11.07
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2265.1696 GPVIDEAALVEHLKENPMFR564.9471 2265.1922 19.5476 5870 4 567.0535 9.1771
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1109.5296 IVEADEFMR 153.1362 1109.5440 24.8991 2548 1 1109.5440 14.7922
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2284.1761 FVTAYGQFLKANGEQPVTW1693.3070 2284.1672 19.2368 30683 3 762.0606 ‐3.1902
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 2034.0365 MNLIYFDLYQSTRLEK 1234.9980 2034.0330 20.1767 6953 2 1017.5201 ‐0.0814
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 897.5768 ALGLPVSKL 581.4870 897.5759 17.6374 3163 2 449.2916 ‐2.8217
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1011.5258 YGIAVGNTPGV 447.2796 1011.5199 23.7943 2361 1 1011.5199 ‐4.4701
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1029.5000 FDLYQSTR 113.2508 1029.5031 19.4270 1947 1 1029.5031 4.60
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1532.7744 NLIYFDLYQSTR 263.4883 1532.7725 21.9361 1042 2 766.8899 ‐1.1089
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 1666.1490 42476.0530 56 56.22 None 1429.7785 LSVEDIIDLIGDK 251.1751 1429.7738 24.3774 771 2 715.3905 ‐3.5046
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1717.7816 EDFGGGHPDPNLTYAK 3336.6540 1717.7875 21.1751 14709 3 573.2673 2.67
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1148.5906 LSGTGSEGATIR 15981.9100 1148.5930 15.2063 9947 2 574.8001 1.93
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1540.8217 DSQDALGPLVDVALK 3397.3530 1540.8195 33.5018 6565 2 770.9134 ‐1.3633
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1043.6095 LVTVEDIVR 4200.2720 1043.6051 27.3018 5154 2 522.3062 ‐5.4488
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1031.5480 GATLVVSGDGR 13266.9600 1031.5495 17.3360 4452 2 516.2784 0.2305
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 2860.3636 GIHPEVANVASADEFEYKDP1685.9920 2860.3716 26.2353 4004 3 954.1287 4.1122
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 2033.8319 TDDAGGEPPEFGAAADGDA315.2901 2033.8359 21.2214 3939 2 1017.4216 3.89
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1110.5619 FFEVPTGWK 506.3495 1110.5310 14.9719 3021 2 555.7691 ‐28.7798
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 633.3202 VGADGSK 560.4725 633.3226 31.7630 2941 1 633.3226 3.92
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1999.0818 VSLVSTSPIDGQKPGTSGLR 152.1938 1999.0261 27.4457 2008 3 667.0136 ‐27.9948
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1544.8319 TIKEYPIAEDLPR 1482.9700 1544.8256 22.0836 1572 2 772.9164 ‐3.9969
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1722.7639 YNMENGGPAPESITDK 390.2449 1722.7601 15.2727 1052 2 861.8837 ‐1.7519
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 2215.1241 LSGTGSEGATIRLYIEQYEK 247.0958 2215.1409 39.0170 956 2 1108.0741 9.53
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1018.5204 PDPNLTYAK 234.1203 1018.5169 18.6577 6225 2 509.7621 ‐4.6811
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1251.6117 GGHPDPNLTYAK 526.3704 1251.6107 20.3922 2090 2 626.3090 ‐1.4119
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 816.4250 EVPTGWK 122.9631 816.4213 16.0571 1706 1 816.4213 ‐3.9014
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1001.4938 PDPNLTYAK 200.8387 1001.4888 22.6569 1194 1 1001.4888 ‐3.6492
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 948.4745 GTGSEGATIR 245.3588 948.4790 16.2788 910 2 474.7431 3.88
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 975.1063 63710.1934 19 21.20 None 1025.5990 LVTVEDIVR 164.9960 1025.6039 26.5785 805 2 513.3056 3.88
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 1197.5634 EIDEHLLAEE 28134.2700 1197.5638 24.0678 34018 2 599.2855 ‐0.4342
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 960.5248 LETEVEIK 17070.9600 960.5255 19.8990 19916 2 480.7664 ‐0.6242
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 1310.6297 VLEGDLMNEYK 306.7812 1310.6382 21.1331 4126 2 655.8227 5.49
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 850.4305 EIDEHLL 98.7139 850.4279 21.8095 2454 1 850.4279 ‐2.2986
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 718.3981 TEVEIK 231.0439 718.3986 21.7273 1982 1 718.3986 0.8900
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 955.4367 DEHLLAEE 3789.2500 955.4393 24.0677 1848 1 955.4393 3.22
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2666.3610 18003.4241 7 18.35 None 1293.6031 VLEGDLMNEYK 236.9714 1293.6056 20.2102 1643 2 647.3064 1.05



NP_177466.1 nascent polypeptide associated complex subunit beta Arabidopsis thaliana 1269.7340 18004.4661 4 40.61 None 2997.6295 VGVNSIPAIEEVNIFKDDVVI 2244.2640 2997.6161 23.8176 9543 3 999.8769 ‐2.9831
NP_177466.1 nascent polypeptide associated complex subunit beta Arabidopsis thaliana 1269.7340 18004.4661 4 40.61 None 4167.8888 QAPGAGDVPATIQEEDDDD3722.7750 4167.8813 33.9422 8336 3 1389.9653 1.82
NP_177466.1 nascent polypeptide associated complex subunit beta Arabidopsis thaliana 1269.7340 18004.4661 4 40.61 None 1034.5411 MANTVRTGGK 266.2910 1034.5479 21.7563 8644 2 517.7776 5.43
NP_177466.1 nascent polypeptide associated complex subunit beta Arabidopsis thaliana 1269.7340 18004.4661 4 40.61 None 1017.5146 MANTVRTGGK 105.0074 1017.5161 22.5449 8133 1 1017.5161 2.32
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 None 1376.6805 LGDGGFELTPGASR 2745.2850 1376.6824 24.7756 17085 2 688.8449 1.0903
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 Carbamidomethyl+C(7)
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 Carbamidomethyl+C(9) 1807.7916 GANDKPETCPPTDYSR 3110.3700 1807.7957 15.4896 4546 3 603.2701 1.37
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 None 1633.7744 DFYDVSLVDGYNVK 1859.7780 1633.7852 34.7298 17681 2 817.3962 6.61
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 None 1703.8765 QLTAPAGWSGRFWAR 218.2781 1703.8614 27.3595 3179 2 852.4344 ‐8.3763
NP_177641.1 pathogenesis related protein 5 Arabidopsis thaliana 954.2115 26164.7841 6 22.18 None 1371.6791 YDVSLVDGYNVK 151.2522 1371.6859 34.0194 1301 2 686.3466 4.75
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 1064.5986 LVVAEFATSK 11526.8000 1064.5985 23.9693 11467 2 532.8029 ‐1.0725
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 1126.5561 SMSETVVFAR 3102.9410 1126.5572 22.9776 6868 2 563.7823 0.1711
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 999.5833 GELIGEILR 5705.0360 999.5843 29.6111 6026 2 500.2958 ‐0.1174
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 1344.6794 IHSGEEFDVALK 1450.1310 1344.6811 22.7019 3457 2 672.8442 0.9149
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 852.4462 VAEFATSK 278.6126 852.4444 23.9400 2478 1 852.4444 ‐1.1490
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 712.0673 33970.0137 6 13.58 None 1046.5881 LVVAEFATSK 894.6624 1046.5883 26.1010 11901 2 523.7978 ‐0.8284
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 459.4311 46320.4538 5 8.92 None 2221.0911 DDDLLVLPTDAALFEDPSFK 8099.7940 2221.0887 39.7596 5265 2 1111.0480 0.6591
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 459.4311 46320.4538 5 8.92 None 2045.9603 YAEDVAAFFKDYAEAHAK 1673.7400 2045.9589 25.6140 1001 2 1023.4831 0.6063
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 459.4311 46320.4538 5 8.92 Carbamidomethyl+C(9) 1584.7323 VDVVAPEQCPEEGR 256.7444 1584.7767 14.5227 777 3 528.9304 27.2441
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 459.4311 46320.4538 5 8.92 None 3967.9164 DDDLLVLPTDAALFEDPSFKN480.3198 3967.9440 20.1659 5000 4 992.7415 9.1041
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 459.4311 46320.4538 5 8.92 None 2027.9498 YAEDVAAFFKDYAEAHAK 443.4880 2027.9536 23.4177 3655 3 676.6560 1.35
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1352.6441 SASGNVVVYEGDR 34548.5700 1352.6447 18.2832 21383 2 676.8260 0.0198
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1422.7223 SQPIPAENNEPVK 16021.1800 1422.7245 17.4257 14138 2 711.8659 1.76
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1122.6041 EAEGIVTYLK 5916.5440 1122.6039 25.7798 11197 2 561.8056 ‐1.1709
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1857.8501 IDASEEANKEFANEYK 1689.8180 1857.8555 21.1636 8301 3 619.9567 2.56
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1192.5692 SADSATEVVGEK 1959.2150 1192.5716 15.4288 5218 2 596.7894 1.95
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 926.4618 FFESPATK 1455.0960 926.4602 18.7044 4617 2 463.7337 ‐3.1790
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1029.6091 NVVAVGVFPK 1275.3400 1029.6061 25.3758 3568 2 515.3067 ‐4.1877
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1433.7886 VVVAESLDDIVFK 997.8978 1433.7617 25.1385 2185 2 717.3845 ‐18.9837
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 903.5298 IQGFPTLK 318.8385 903.5323 16.2002 1333 2 452.2698 1.87
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 2334.1513 GFPTIYFRSASGNVVVYEGD 1326.8870 2334.1264 17.6748 16987 2 1167.5668 ‐8.6933
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1997.0379 YLKVNVEVDQIESWFK 2111.0710 1997.0343 19.8228 4312 2 999.0208 ‐0.5981
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 2609.2778 FFESPATKAMMFVNFTGAT574.8993 2609.2491 21.7579 3150 2 1305.1282 ‐8.3801
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 2167.1910 EFANEYKIQGFPTLKILR 827.3354 2167.1979 19.9371 2501 4 542.5549 1.26
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 997.4949 PAENNEPVK 232.4592 997.4976 17.8604 4260 1 997.4976 4.0927
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1034.5000 DSATEVVGEK 328.4700 1034.5025 17.2643 1501 2 517.7549 1.82
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1028.5047 KEFANEYK 118.5618 1028.4984 19.0885 1341 1 1028.4984 ‐4.6823
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1136.5834 AESLDDIVFK 1275.8360 1136.5829 26.2240 1034 2 568.7951 ‐1.3194
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1649.4820 56649.6896 18 28.74 None 1744.7660 DASEEANKEFANEYK 342.0921 1744.7683 21.1712 829 2 872.8878 1.65
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 2287.0513 VVNEGGYTDYSPIEYNPDVR4523.9170 2287.0450 26.9504 38395 2 1144.0261 ‐0.9034
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1098.5136 IEGADSFMTK 11895.5100 1098.5149 21.1744 32668 2 549.7611 0.1848
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1139.5943 TGDSSLVAYVK 3754.5140 1139.5950 22.9007 31596 2 570.3011 ‐0.3328
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1185.5687 GFVPFSDNFR 2000.1230 1185.5716 18.2724 21848 2 593.2894 1.34
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 2268.1547 FVWQSFDSPTDTLLVGQSLK6286.5890 2268.1465 21.1207 20123 2 1134.5769 ‐1.7829
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 Carbamidomethyl+C(9) 1178.5511 GLLGWDETCK 2772.5510 1178.5516 26.7165 14941 2 589.7795 ‐0.3574
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 Carbamidomethyl+C(5)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1114.6143 LVLYYTTNK 1630.9720 1114.6197 15.4802 4876 2 557.8135 3.76
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1639.7996 ILENGNMVIYDSSGK 363.4506 1639.7961 37.5314 2226 2 820.4017 ‐1.8471
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 Carbamidomethyl+C(9)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 Carbamidomethyl+C(5) 1124.5558 IPEHCLGFGL 180.6761 1124.5561 25.5059 2869 1 1124.5561 2.77
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 856.3869 GADSFMTK 191.6066 856.3904 21.1839 2000 1 856.3904 4.36
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1038.5466 GDSSLVAYVK 152.4885 1038.5419 22.8980 910 1 1038.5419 ‐2.9642
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 1167.5582 GFVPFSDNFR 130.0781 1167.5616 20.3814 1314 1 1167.5616 4.50
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 1163.3070 49849.7912 34 28.80 None 2250.1441 FVWQSFDSPTDTLLVGQSLK830.8920 2250.1267 20.5088 997 2 1125.5670 ‐5.9503
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 2287.0513 VVNEGGYTDYSPIEYNPDVR4234.9870 2287.0450 26.9504 38395 2 1144.0261 ‐1.1036
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 1098.5136 IEGADSFMTK 10982.2500 1098.5149 21.1744 32668 2 549.7611 0.3195
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 1139.5943 TGDSSLVAYVK 4596.0520 1139.5950 22.9007 31596 2 570.3011 ‐0.2097
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 Carbamidomethyl+C(9) 1178.5511 GLLGWDETCK 2612.9620 1178.5516 26.7165 14941 2 589.7795 ‐0.2453
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 Carbamidomethyl+C(5)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 1174.6215 LVWQTNTANK 274.3841 1174.6243 23.2638 2964 2 587.8158 1.62
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 1639.7996 ILENGNMVIYDSSGK 1138.1850 1639.7961 37.5314 2226 2 820.4017 ‐1.8649
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 Carbamidomethyl+C(9)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 856.3869 GADSFMTK 140.7579 856.3904 21.1839 2000 1 856.3904 5.0556
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 915.3177 49849.7912 34 28.80 None 1038.5466 GDSSLVAYVK 159.3916 1038.5419 22.8980 910 1 1038.5419 ‐2.7905
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 1185.5687 GFVPFSDNFR 2140.0420 1185.5716 18.2724 21848 2 593.2894 1.56
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 2268.1547 FVWQSFDSPTDTLLVGQSLK3300.5510 2268.1465 21.1207 20123 2 1134.5769 ‐1.2690
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 1906.9579 LSPSVNTNGPYSLVMEAK 1339.7640 1906.9532 17.8418 7777 2 953.9802 ‐1.2364
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 1114.6143 LVLYYTTNK 1642.6510 1114.6197 15.4802 4876 2 557.8135 3.44
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 2287.0513 VVNEGGYTDYSPIEYNPDVR3929.9310 2287.0464 16.7817 1405 2 1144.0268 0.2190
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 2035.0529 LSPSVNTNGPYSLVMEAKK 347.7700 2035.0196 24.1972 1237 2 1018.0134 ‐14.7157
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 Carbamidomethyl+C(7)
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 1167.5582 GFVPFSDNFR 71.9750 1167.5616 20.3814 1314 1 1167.5616 4.48
NP_178006.1 curculin like mannose binding lectin family protein Arabidopsis thaliana 479.6310 49849.7912 34 28.80 None 2250.1441 FVWQSFDSPTDTLLVGQSLK470.7880 2250.1267 20.5088 997 2 1125.5670 ‐5.4479
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1795.8683 LAEMPADSGYPAYLAAR 10329.9300 1795.8616 27.5821 34610 2 898.4345 ‐3.0611



NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1578.7170 FEDPAEGEDTLVEK 13031.6200 1578.7182 23.4518 24412 2 789.8628 0.9460
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1545.8054 TTLVANTSNMPVAAR 3876.7010 1545.8065 22.2767 19578 2 773.4069 0.8366
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1801.9344 NIIHFYNLANQAVER 4466.7860 1801.9329 17.5383 19330 3 601.3158 ‐1.2958
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1471.7639 EDDLNEIVQLVGK 28670.8200 1471.7626 34.0164 14910 2 736.3849 ‐0.9878
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 2080.9346 LTTFEDDEKESEYGYVR 4996.3720 2080.9389 23.4768 14236 3 694.3178 2.0713
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 3736.8237 FVEGDTITGGDLYATVFENT 5004.5250 3736.8083 23.9158 12898 3 1246.2743 ‐1.3921
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 3921.1670 1675.7368 21.1958 9676 2 838.3720 ‐0.3812
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 883.4672 LGDLFYR 5521.6200 883.4692 16.4897 7615 2 442.2383 0.7279
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 2465.1509 GNEMAEVLMDFPQLTMTL 2353.3090 2465.1458 23.4899 7218 2 1233.0765 0.2068
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 2097.1186 EVLQREDDLNEIVQLVGK 1675.9020 2097.1166 33.0457 4361 3 699.7104 ‐0.9010
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 885.5040 GVSVPALDK 1104.7850 885.5152 26.0978 9228 1 885.5152 13.5461
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1097.4997 LTTFEDDEK 453.0410 1097.4912 21.1560 3003 2 549.2492 ‐8.7796
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1519.8366 DTVIELEFQGIKK 372.2487 1519.8658 16.5068 2758 3 507.2935 18.2932
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1574.8272 DALAEGDKITLETAK 6078.1250 1574.8286 23.1023 16261 3 525.6144 0.0667
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1592.8544 FDPDFINIRTKAR 2301.2580 1592.8512 26.2478 4784 2 796.9292 ‐1.7913
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 2455.1816 YSTALESFYEKFDPDFINIR 795.6616 2455.1868 22.8933 3536 2 1228.0971 4.76
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1313.7324 PDFINIRTKAR 121.1536 1313.7387 26.2720 10569 2 657.3730 4.71
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1427.7754 DPDFINIRTKAR 130.2882 1427.7703 28.2143 3684 2 714.3888 ‐3.8087
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1072.5157 AEGEDTLVEK 386.5038 1072.5174 23.6689 3376 2 536.7623 0.4924
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 561.3243 LETAK 117.7180 561.3223 23.6510 2959 1 561.3223 ‐3.8876
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1312.7484 PDFINIRTKAR 86.1500 1312.7427 28.7226 1521 2 656.8750 ‐4.8302
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1343.7100 LVANTSNMPVAAR 251.6886 1343.7075 22.0610 1035 2 672.3574 ‐2.2771
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1275.6791 AEGDKITLETAK 343.0008 1275.6843 21.6516 887 2 638.3458 3.96
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 Carbamidomethyl+C(7) 1091.5303 AVVYVGCGER 193.5086 1091.5340 19.3454 854 1 1091.5340 5.1490
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1501.8261 DTVIELEFQGIKK 280.7207 1501.8293 15.5139 5108 3 501.2813 1.23
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1527.7948 TTLVANTSNMPVAAR 417.2472 1527.7967 20.6270 1364 3 509.9371 0.3874
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1777.8578 LAEMPADSGYPAYLAAR 464.8552 1777.8512 27.6005 1208 2 889.4292 ‐3.0865
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1560.7064 FEDPAEGEDTLVEK 229.6429 1560.7099 22.0904 840 3 520.9081 1.17
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 Carbamidomethyl+C(12) 1657.7275 YSNSDAVVYVGCGER 248.8151 1657.7248 22.0575 753 2 829.3660 ‐1.3272
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2417.3990 69154.7867 50 41.73 None 1784.9078 NIIHFYNLANQAVER 444.0205 1784.9111 17.0631 1243 2 892.9592 2.29
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1801.9344 NIIHFYNLANQAVER 4011.9400 1801.9329 17.5383 19330 3 601.3158 ‐1.2219
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 3736.8237 FVEGDTITGGDLYATVFENT 5070.1680 3736.8083 23.9158 12898 3 1246.2743 ‐0.1812
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 883.4672 LGDLFYR 7798.8280 883.4692 16.4897 7615 2 442.2383 0.3569
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 2465.1509 GNEMAEVLMDFPQLTMTL 3406.2080 2465.1458 23.4899 7218 2 1233.0765 0.8465
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 2799.5880 THKPLSVELGPGILGNIFDGI 721.2654 2799.5083 19.1285 17960 3 933.8409 ‐26.6139
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1577.8111 HFPSVNWLISYSK 240.7871 1577.8256 19.7306 11566 2 789.4164 9.97
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1578.7170 FEDPAEGEDTLVEK 892.0506 1578.7563 19.0357 7888 2 789.8818 25.1257
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1367.6776 SYTMLQSWPVR 76.1718 1367.6925 25.5333 3335 1 1367.6925 13.7408
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1519.8366 DTVIELEFQGIKK 429.3981 1519.8658 16.5068 2758 3 507.2935 18.2013
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 3260.6620 TTLVANTSNMPVAAREASIY783.5922 3260.5996 22.7780 2610 3 1087.5380 ‐16.2598
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1424.7784 ITYIAPAGQYSLK 460.3963 1424.7488 17.5558 1121 2 712.8780 ‐21.0083
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 3064.5309 WAEALREISGRLAEMPADSG639.3979 3064.5368 21.4298 8935 3 1022.1838 4.76
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 2455.1816 YSTALESFYEKFDPDFINIR 692.6951 2455.1868 22.8933 3536 2 1228.0971 5.0410
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 770.3832 GDLFYR 1470.1690 770.3826 16.4828 3273 1 770.3826 ‐0.3820
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 769.3951 ANQAVER 123.5160 769.3930 18.8643 2303 1 769.3930 ‐2.4000
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1216.6684 THKPLSVELGPG 148.6547 1216.6745 17.7354 1809 2 608.8409 4.0981
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1002.0900 69154.7867 50 41.73 None 1784.9078 NIIHFYNLANQAVER 326.0848 1784.9111 17.0631 1243 2 892.9592 2.80
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1245.7202 AVLIGINYPGTK 2761.3010 1245.7224 17.2479 8423 2 623.3648 1.1307
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1353.8352 SLPLQTLIDILK 7920.2760 1353.8341 24.5197 8010 2 677.4207 ‐1.1806
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 Carbamidomethyl+C(16)
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1483.7275 EIELEDGETIHAK 381.4908 1483.7272 20.8789 2462 3 495.2473 ‐1.1467
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1302.6284 QQTGNDNIEVGK 767.6245 1302.6420 19.1000 1494 2 651.8246 9.52
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1885.9879 SKVEGAIESRGFHIGGNK 605.2686 1885.9944 16.4165 10639 3 629.3363 3.1342
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1075.6146 LIGINYPGTK 235.2896 1075.6119 16.5241 1205 2 538.3096 ‐3.5911
NP_178052.1 metacaspase 4 Arabidopsis thaliana 545.5719 45997.0942 8 16.27 None 1465.7169 EIELEDGETIHAK 412.4760 1465.7184 21.3896 3053 2 733.3628 0.8737
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1573.8432 GVTTIIGGGDSVAAVEK 162664.7000 1573.8426 25.4252 243303 2 787.4250 ‐0.2146
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 2015.9516 VDLNVPLDDNSNITDDTR 21800.9200 2015.9494 27.2898 49102 2 1008.4783 0.0875
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 2266.1788 IVPATAIPDGWMGLDIGPDS7173.4920 2266.1701 21.5915 38069 2 1133.5887 ‐2.0270
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1388.7420 ELDYLVGAVANPK 16273.8700 1388.7411 27.9809 33766 2 694.8742 ‐0.9410
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1749.0269 LVAGLPEGGVLLLENVR 19779.9600 1749.0270 21.0761 33496 2 875.0171 0.5941
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1539.8992 GVSLLLPTDVVIADK 17224.8100 1539.9016 20.2116 28076 2 770.4545 1.29
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1753.8618 TIIWNGPMGVFEFDK 3419.9830 1753.8608 21.8014 12430 2 877.4340 ‐0.0175
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 2359.2061 LSELLGVEVVMANDSIGEEV3027.3420 2359.2116 36.3660 11437 3 787.0754 2.99
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1074.6306 KPFAAIVGGSK 4745.4980 1074.6316 13.7708 6505 2 537.8195 ‐0.1263
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1112.5470 TFSEALDTTK 12852.2700 1112.5479 19.9030 3348 2 556.7776 ‐0.1732
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1518.7646 AQGLSVGSSLVEEDK 1291.0330 1518.7677 23.6648 1190 2 759.8875 2.0408
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1716.7752 FYAEEEKNDPEFAK 2310.3360 1716.7675 19.8795 21508 3 572.9274 ‐5.0325
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 2370.2915 GVSLLLPTDVVIADKFAPDAN5297.5950 2370.2903 20.5286 12681 3 790.7683 ‐0.0151
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1844.8701 FYAEEEKNDPEFAKK 2287.2070 1844.8741 18.0944 8082 3 615.6295 1.79
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 856.5251 LLLENVR 2171.4070 856.5264 20.5182 32511 2 428.7669 ‐0.0218
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 743.4410 LLENVR 135.2502 743.4420 20.5216 15233 1 743.4420 1.02
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1102.5739 IGGGDSVAAVEK 5036.8650 1102.5706 25.4252 6502 1 1102.5706 ‐1.1549



NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 729.4141 IGPDSIK 114.4933 729.4149 21.7057 2044 1 729.4149 1.45
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 957.5251 LDIGPDSIK 128.1759 957.5261 20.7398 1989 2 479.2667 ‐0.3130
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1171.5590 ANDSIGEEVQK 242.1176 1171.5511 37.4979 1357 1 1171.5511 ‐4.6355
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1517.7118 AEEEKNDPEFAKK 463.6231 1517.7102 17.6906 753 2 759.3587 ‐1.0752
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1698.7646 FYAEEEKNDPEFAK 257.7502 1698.7543 21.2714 22946 2 849.8808 ‐5.6130
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1094.5364 TFSEALDTTK 389.9946 1094.5398 19.2642 1444 2 547.7736 2.0816
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 24 49.38 None 1735.8512 TIIWNGPMGVFEFDK 557.2625 1735.8515 21.9027 1118 3 579.2887 ‐0.4077
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1496.7236 FIGTAGAASTMMNPK 3206.3600 1496.7230 15.6744 12555 2 748.8651 ‐0.4244
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1768.8794 AFTPTQVMGMMLSNLK 1196.8830 1768.8832 23.4743 8436 2 884.9452 2.69
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(2)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(10) 1744.8323 GSVIDQLGYCINSYR 1458.6540 1744.8338 18.6925 5691 2 872.9206 1.56
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1603.8214 EEFEEISIPILER 177.6860 1603.8219 17.1937 2321 2 802.4146 0.6159
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1101.5575 FDHIELAEK 1709.3930 1101.5570 16.8089 1446 2 551.2822 ‐1.6805
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(24) 3203.5500 TDLPENDQLNVAFIDIGHAS 337.4866 3203.4760 20.2733 4354 3 1068.4968 ‐20.3691
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1428.7369 ISTYTIGPFQSSK 297.8905 1428.7565 21.9116 3970 2 714.8819 13.4945
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(13) 2084.9892 MSVVGFDFGNENCLVAVAR98.4814 2085.0073 18.1329 3458 3 695.6740 8.59
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2328.1500 ALSDAGLTVEDVHMVEVVG763.7159 2328.1405 24.4610 1640 2 1164.5739 ‐1.5519
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(2)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2551.3119 QRFIGTAGAASTMMNPKNS351.1078 2551.3048 18.1381 15544 3 851.1065 ‐1.4809
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2274.2340 QQDTLPKYATPALLSADVKS555.7419 2274.2106 18.0175 14851 3 758.7417 ‐9.6083
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(7) 2102.0699 QKVLNECVEAEAWLREK 376.1284 2102.0803 20.0891 8342 2 1051.5438 6.84
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(15) 2599.3405 KVLSANPMAPLNIECLMAEK1334.9110 2599.3273 23.1125 8238 3 867.1140 ‐3.6662
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1770.9021 ISTYTIGPFQSSKGER 184.1109 1770.9032 17.9947 3017 2 885.9552 1.68
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2157.1914 GVIKREEFEEISIPILER 228.3407 2157.1706 16.8955 1996 3 719.7284 ‐9.2290
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2298.1666 SLGGRDFDEVLFNHFAAKFK324.2556 2298.1682 23.6546 758 2 1149.5877 3.1157
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Oxidation+M(*) 1796.8782 QRFIGTAGAASTMMNPK 876.0318 1796.8813 25.1081 2662 2 898.9443 2.27
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1128.5684 QQDTLPKYAT 146.9594 1128.5649 17.5332 14833 1 1128.5649 ‐1.2147
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(1) 1036.5496 CAILSPTFK 116.5267 1036.5558 17.5809 3604 2 518.7815 4.56
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1703.8455 AASTMMNPKNSISQIK 155.2507 1703.8405 19.4848 2912 2 852.4239 ‐2.3446
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1014.5942 PKNSISQIK 166.8787 1014.5998 18.1587 2262 2 507.8035 3.17
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 895.4706 KVLSANPMA 65.4001 895.4662 23.7392 1830 1 895.4662 ‐4.0621
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 3075.6455 ILSPTFKVREFQVHESFPFSIS307.9153 3075.6529 25.4657 1785 3 1025.8892 4.23
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(3) 1363.6709 IECLMAEKDVR 747.5591 1363.6684 21.9244 1784 1 1363.6684 1.0533
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(7) 1446.6795 DFGNENCLVAVAR 143.8055 1446.6858 19.4746 1615 2 723.8465 4.13
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 1108.5673 ISTYTIGPFQ 87.0320 1108.5655 17.9529 1562 2 554.7864 ‐2.8745
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(2)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 None 2533.3014 QRFIGTAGAASTMMNPKNS347.6539 2533.3076 17.9713 1189 3 845.1074 3.21
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 185.0634 92421.4254 31 9.87 Carbamidomethyl+C(15) 2582.3139 KVLSANPMAPLNIECLMAEK143.7453 2582.2950 23.6985 1911 2 1291.6511 ‐4.0266
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 873.4577 EAAWGLAR 36694.3600 873.4589 21.3552 67396 2 437.2331 ‐0.1842
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDG5047.3230 2404.1142 32.3545 15875 2 1202.5607 ‐0.1760
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 9411.5030 1484.8145 25.9967 15268 2 742.9109 0.1697
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 3073.5841 YAAISQDNGLVPIVEPEILLD 3763.5690 3073.5816 37.0649 11875 3 1025.1987 0.8228
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(5) 910.4451 TFVDCLR 6138.6110 910.4453 22.3831 9003 2 455.7263 ‐1.2751
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 926.5306 DANIVPGIK 7011.3450 926.5355 22.2115 5400 2 463.7714 3.05
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 1855.0185 ALQNSVLRTWQGKPEK 285.8716 1855.0077 23.0115 4857 3 619.0074 ‐6.1742
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(8) 1210.5885 DGKTFVDCLR 208.0686 1210.5749 35.3440 2071 1 1210.5749 ‐8.9980
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 2294.1259 AKANSLAQLGKYSAEGENED650.2072 2294.1295 34.4088 1426 2 1147.5684 3.85
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(3) 662.3291 VDCLR 58.7137 662.3254 23.8530 3486 1 662.3254 ‐5.5916
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(5) 910.4451 TFVDCLR 62.0907 910.4404 37.5775 2251 1 910.4404 ‐4.2489
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 740.4665 NIVPGIK 68.9521 740.4687 21.9304 800 1 740.4687 3.44
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(14) 2386.1092 GLSPLAGSNEESWCQGLDG402.5514 2386.1158 32.4160 6402 3 796.0435 3.20
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(5) 892.4346 TFVDCLR 116.3766 892.4356 23.3069 2512 1 892.4356 2.0497
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 None 855.4472 EAAWGLAR 156.8062 855.4470 21.3613 2098 2 428.2271 ‐1.8150
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2147.5510 42555.2237 31 29.67 Carbamidomethyl+C(8) 1192.5780 DGKTFVDCLR 216.9003 1192.5769 35.1382 1708 1 1192.5769 1.49
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 873.4577 EAAWGLAR 49237.7100 873.4590 21.3593 66778 2 437.2331 0.0664
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDG5766.5800 2404.1142 32.3545 15875 2 1202.5607 ‐0.4092
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 10042.4500 1484.8145 25.9967 15268 2 742.9109 0.1955
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 3073.5841 YAAISQDNGLVPIVEPEILLD 3652.4600 3073.5816 37.0649 11875 3 1025.1987 0.1509
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(5) 910.4451 TFVDCLR 9818.4180 910.4453 22.3831 9003 2 455.7263 ‐1.0874
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 926.5306 DANIVPGIK 7589.5860 926.5355 22.2115 5400 2 463.7714 4.0437
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 900.5261 ALQNSVLR 418.9340 900.5038 31.5070 2433 2 450.7555 ‐26.1417
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 1855.0185 ALQNSVLRTWQGKPEK 592.8599 1855.0077 23.0115 4857 3 619.0074 ‐6.3156
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 987.5582 TAKSIASPGR 431.7841 987.5606 16.7893 4639 2 494.2839 1.34
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(3) 662.3291 VDCLR 57.7020 662.3254 23.8530 3486 1 662.3254 ‐5.4214
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(2) 999.5292 PCGPSALAVK 157.0711 999.5241 25.9964 1784 1 999.5241 ‐3.5723
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 740.4665 NIVPGIK 94.0250 740.4687 21.9304 800 1 740.4687 3.53
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 1503.7802 PEILLDGDHPIER 349.9318 1503.7820 37.7188 792 3 501.9322 0.2621
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 Carbamidomethyl+C(5) 892.4346 TFVDCLR 119.2890 892.4356 23.3069 2512 1 892.4356 2.21
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 2611.6380 42555.2237 31 29.67 None 855.4472 EAAWGLAR 218.3180 855.4470 21.3613 2098 2 428.2271 ‐1.6118
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1656.7904 VFISDDFDGELFPR 1795.8640 1656.7896 34.5775 13172 2 828.8984 ‐0.1857
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 1562.0470 1233.6474 21.0690 12299 2 617.3273 ‐3.3332
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 2705.4284 DIEVLYLVEPIDEVAIQNLQT 11617.4300 2705.4302 43.7683 12209 3 902.4816 1.1896
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1261.6270 ELVSNASDALDK 1117.1770 1261.6234 22.5086 2650 2 631.3154 ‐3.3889
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 2679.2996 FVDISKEDLELGDEDEVKDRE255.0655 2679.2704 35.3911 12555 3 893.7617 ‐10.3762



NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 2172.1005 SILYIPGMGPLNNEDVTNPK307.2590 2172.0417 38.5450 7275 2 1086.5245 ‐25.6616
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 2079.9968 FVDISKEDLELGDEDEVK 447.1429 2079.9941 30.3813 2431 2 1040.5007 ‐0.1015
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1618.7649 EDYKKFWENFGR 275.0679 1618.7693 30.8062 24854 2 809.8883 2.95
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 2111.0736 LMKAQALGDTSSLEFMRGR439.6900 2111.0604 33.9878 3387 2 1056.0338 ‐4.9783
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1897.9510 LMKAQALGDTSSLEFMR 342.3676 1897.9394 31.6201 2476 2 949.4733 ‐5.2912
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 673.3515 DVTNPK 156.6148 673.3478 35.7443 1259 1 673.3478 ‐5.3925
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1012.4694 NNEDVTNPK 188.7225 1012.4653 35.8523 1209 1 1012.4653 ‐2.4398
NP_178487.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 89119.2833 13 7.82 None 1638.7798 VFISDDFDGELFPR 207.9939 1638.7699 31.9123 1894 2 819.8886 ‐5.7992
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 983.4985 FGEAVWFK 51980.2900 983.4996 18.0010 131756 2 492.2535 ‐0.1699
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1631.8176 STPQSIWYGPDRPK 11969.4200 1631.8206 22.1767 46232 3 544.6117 1.1245
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 4298.9910 1893.9534 22.7799 26791 2 947.4803 ‐2.6780
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 3555.7530 IGGGPLGEGLDPLYPGGAFD6969.1270 3555.7397 24.2406 26136 3 1185.9181 ‐1.3174
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 4016.8025 YLGPFSENTPSYLTGEYPGDY4408.4840 4016.7861 21.4586 19501 3 1339.6002 ‐0.8990
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 2649.3665 MATSAIQQSSFAGQTALKPS946.6958 2649.3590 20.5745 15272 3 883.7912 ‐1.8651
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 982.5316 ELEVIHSR 43513.0600 982.5313 16.6793 15017 2 491.7693 ‐1.6313
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1252.6757 NRELEVIHSR 19332.2000 1252.6751 16.1163 11605 3 418.2299 ‐1.7608
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 3143.4857 GPIENLFDHLADPVANNAW717.7997 3143.4580 24.7880 1959 3 1048.4908 ‐7.0811
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 2188.1721 IQQSSFAGQTALKPSNELLR 348.1957 2188.1567 20.5932 10320 2 1094.5820 ‐5.3784
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1018.5105 WYGPDRPK 346.4803 1018.5029 21.2746 6157 1 1018.5029 ‐5.9690
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1756.8065 YLGPFSENTPSYLTGE 236.1231 1756.8092 21.6746 3577 2 878.9082 2.1412
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 779.4087 EAVWFK 285.2699 779.4088 17.9964 3557 1 779.4088 0.7033
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1218.6266 SIWYGPDRPK 92.1273 1218.6216 21.3852 3521 2 609.8145 ‐4.7990
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 512.2940 IHSR 107.3470 512.2932 16.6684 2289 1 512.2932 ‐2.1450
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 690.3246 FGEAVW 99.1884 690.3207 18.6204 2006 1 690.3207 ‐5.5043
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 740.4050 EVIHSR 100.8852 740.4069 16.6767 1537 1 740.4069 2.51
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1902.8432 YLGPFSENTPSYLTGEY 229.3316 1902.8402 21.1870 1361 3 634.9516 ‐1.8495
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 2007.9195 ADPVANNAWSYATNFVPG 422.6748 2007.9249 24.7777 1225 2 1004.4661 3.75
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 611.3624 VIHSR 122.4415 611.3635 16.6807 1092 1 611.3635 1.23
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6519.1880 28706.5844 32 66.04 None 1234.6651 NRELEVIHSR 159.4046 1234.6596 15.7492 3091 3 412.2247 ‐5.8555
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 983.4985 FGEAVWFK 68313.9000 983.4996 18.0010 131756 2 492.2535 ‐0.4769
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 4391.0730 1893.9534 22.7799 26791 2 947.4803 ‐2.4033
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 3555.7530 IGGGPLGEGLDPLYPGGAFD19777.3500 3555.7397 24.2406 26136 3 1185.9181 ‐0.2129
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 4016.8025 YLGPFSENTPSYLTGEYPGDY5326.7820 4016.7861 21.4586 19501 3 1339.6002 0.4764
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 2649.3665 MATSAIQQSSFAGQTALKPS607.7747 2649.3590 20.5745 15272 3 883.7912 ‐1.2933
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 1631.8176 STPQSIWYGPDRPK 4339.7320 1631.8193 14.8977 3066 3 544.6113 0.2504
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 836.4301 GEAVWFK 19821.4900 836.4301 18.0041 12203 1 836.4301 0.6417
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 779.4087 EAVWFK 175.3520 779.4088 17.9964 3557 1 779.4088 0.5983
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 690.3246 FGEAVW 85.3318 690.3207 18.6204 2006 1 690.3207 ‐5.6195
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 1988.9746 MATSAIQQSSFAGQTALKPS427.5565 1988.9706 20.9540 1484 2 994.9889 ‐0.5482
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis thaliana 6154.7980 28706.5844 32 66.04 None 965.4880 FGEAVWFK 248.1664 965.4885 17.5067 1317 1 965.4885 1.59
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1116.6259 TSLAPGSGVVTK 21561.1700 1116.6263 18.2446 23854 2 558.8168 ‐0.6434
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 3169.6252 WGSTAFQNMLVVPPGSGIV7017.4580 3169.6097 21.5484 20149 3 1057.2081 ‐3.0638
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 1996.5120 1548.8227 21.2784 16835 2 774.9150 ‐3.1397
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 914.5669 ILLESAIR 12905.9400 914.5660 16.1984 16086 2 457.7866 ‐2.5108
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1557.7140 SGEDADTLGLTGHER 8177.3450 1557.7162 19.1841 15190 3 519.9102 0.5844
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR8289.7120 2104.0821 22.2461 15117 2 1052.5447 ‐3.7253
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1550.7849 VVNFSFDGQPAELK 3649.0730 1550.7841 17.5924 14308 2 775.8957 ‐0.4496
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1497.7254 SDETVAMIEAYLR 4695.7700 1497.7299 35.3866 12507 2 749.3686 2.35
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1009.5135 LSVFDAAMR 7962.0810 1009.5199 17.1315 11382 2 505.2636 5.1051
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 2997.4305 LSVPENTLYSWDPNSTYIHE 2025.3020 2997.4302 19.7747 3668 3 999.8149 1.07
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1831.9946 NGVTATDLVLTVTQMLR 1483.9780 1831.9917 24.5850 2556 2 916.4995 ‐0.8004
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1765.8174 SENAVQANMELEFQR 486.0009 1765.8254 33.0182 2114 2 883.4163 5.1525
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK1825.7780 2398.1380 34.5029 12360 2 1199.5726 ‐2.1676
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1862.8742 FVEFYGNGMSGLSLADR 409.0685 1862.9238 21.3737 9998 2 931.9656 27.4986
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1184.6786 QVEIPFKPAR 287.8307 1184.6635 22.5440 7228 2 592.8354 ‐13.5761
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(4) 870.4138 SFTCTVR 693.6945 870.4316 26.3972 6969 1 870.4316 21.2481
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1931.0556 SVLSPSVSSTSPSSLLARR 217.7764 1931.0734 20.9151 4488 2 966.0404 10.23
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1238.6640 SFGTISPAFRR 694.4110 1238.6586 21.8137 1081 2 619.8329 ‐5.0788
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 3555.7563 DIWPTTEEIAEVVQSSVLPDM570.7440 3555.7437 44.0142 10577 3 1185.9194 ‐1.1410
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1403.7053 EDVEKIIDWEK 480.5575 1403.6882 34.9229 2811 1 1403.6882 ‐9.1066
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 744.4250 PGSGVVTK 167.5744 744.4245 19.5126 5874 1 744.4245 ‐0.3895
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(4) 765.3382 DLACMR 125.1218 765.3410 23.2263 5096 1 765.3410 3.07
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 769.3951 GLTGHER 168.3093 769.3930 18.8643 2303 1 769.3930 ‐2.2948
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 563.2606 DAAMR 190.9376 563.2606 16.6053 2249 1 563.2606 ‐0.5296
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1381.6787 STYIHEPPYFK 828.0569 1381.6857 19.3925 1942 2 691.3465 4.70
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1470.6819 GEDADTLGLTGHER 733.1479 1470.6895 19.1994 1120 2 735.8484 5.0296
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 815.4621 APGSGVVTK 865.3952 815.4626 18.2466 1113 1 815.4626 1.08
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 Carbamidomethyl+C(17) 2086.0824 VLLQDFTGVPAVVDLACMR354.3315 2086.0743 24.0262 5018 3 696.0296 ‐3.8628
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1217.5260 108828.8021 55 23.13 None 1533.7584 VVNFSFDGQPAELK 182.9904 1533.7497 18.4158 11387 2 767.3785 ‐5.6180
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1116.6259 TSLAPGSGVVTK 38741.5900 1116.6263 18.2446 23854 2 558.8168 ‐0.5138
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1497.7254 SDETVAMIEAYLR 5275.3040 1497.7299 35.3866 12507 2 749.3686 2.57
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK1805.6340 2398.1380 34.5029 12360 2 1199.5726 ‐2.3991
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1956.9145 SSGEDTIILAGAEYGSGSSR 2520.7720 1956.9114 26.0765 7120 2 978.9593 ‐0.6364
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1573.7890 MYLTASSSASSSIIR 305.4664 1573.8195 43.7770 805 2 787.4134 19.5096



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1264.6354 DSPAAKFLMER 3297.7310 1264.6324 21.8757 5518 2 632.8198 ‐2.9668
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 744.4250 PGSGVVTK 2287.0820 744.4245 18.2398 2367 1 744.4245 ‐0.2331
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 747.9047 108828.8021 55 23.13 None 1479.7148 SDETVAMIEAYLR 334.7425 1479.7115 37.8134 11343 1 1479.7115 1.77
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 3169.6252 WGSTAFQNMLVVPPGSGIV7290.6990 3169.6097 21.5484 20149 3 1057.2081 ‐2.1862
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 2326.2420 1548.8227 21.2784 16835 2 774.9150 ‐3.0855
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 914.5669 ILLESAIR 7740.6520 914.5660 16.1984 16086 2 457.7866 ‐2.8618
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR1067.2300 2104.0821 22.2461 15117 2 1052.5447 ‐3.3162
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1550.7849 VVNFSFDGQPAELK 1482.3130 1550.7841 17.5924 14308 2 775.8957 ‐0.3941
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1009.5135 LSVFDAAMR 9136.7590 1009.5199 17.1315 11382 2 505.2636 4.47
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 Carbamidomethyl+C(4) 2750.3091 DAYCLLNFGDSITTDHISPAG1065.3400 2750.3150 19.6789 7519 3 917.4432 3.00
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 2997.4305 LSVPENTLYSWDPNSTYIHE 1607.0190 2997.4302 19.7747 3668 3 999.8149 2.1871
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1831.9946 NGVTATDLVLTVTQMLR 687.5135 1831.9917 24.5850 2556 2 916.4995 ‐0.5652
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 2662.3069 DIWPTTEEIAEVVQSSVLPDM1066.5270 2662.3251 25.5325 8941 3 888.1132 8.13
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1931.0556 SVLSPSVSSTSPSSLLARR 192.9352 1931.0734 20.9151 4488 2 966.0404 10.08
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1238.6640 SFGTISPAFRR 205.8820 1238.6349 16.1868 1399 2 619.8211 ‐24.3286
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 Carbamidomethyl+C(12) 2855.4754 HGSVVIAAITSCTNTSNPSVM317.2996 2855.3855 19.9411 1356 3 952.4667 ‐29.5187
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 2440.2078 HGVVGKFVEFYGNGMSGLS270.6963 2440.2184 23.3254 1709 3 814.0776 5.60
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 688.3988 LESAIR 147.8319 688.3987 16.1986 3745 1 688.3987 ‐0.2537
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 1506.7621 EVVQSSVLPDMFR 456.2540 1506.7603 25.5727 2916 1 1506.7603 2.70
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 801.4829 LLESAIR 132.0228 801.4803 16.1963 1955 1 801.4803 ‐2.8083
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 552.8712 108828.8021 55 23.13 None 991.5030 LSVFDAAMR 257.5215 991.5030 17.8256 2336 1 991.5030 1.11
NP_178762.1 H ATPase 6 Arabidopsis thaliana 0.0000 105582.8814 1 0.00 None 1672.9091 MKNYTIYAVSITIR 896.5820 1672.8918 21.8565 2724 2 836.9495 ‐9.9611
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1043.5732 TGSIVDVPAGK 32905.6600 1043.5748 19.4170 30886 2 522.2911 0.4505
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1200.6293 VVDAMGVPIDGK 23517.0300 1200.6312 23.5795 30753 2 600.8193 0.8442
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1250.6375 AAELTNLFESR 17093.0400 1250.6367 28.8956 26073 2 625.8220 ‐1.3242
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 2308.1568 EVAAFAQFGSDLDAATQAL 4733.3190 2308.1530 23.7642 23935 2 1154.5802 0.2945
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1330.7577 TTIAIDTILNQK 4918.4690 1330.7573 18.1154 23732 2 665.8823 ‐0.7433
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1026.5942 AVDSLVPIGR 7821.2230 1026.5944 24.7514 20141 2 513.8009 ‐0.9986
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1283.6994 QPQYAPLPIEK 2841.8350 1283.6991 23.7808 14695 2 642.3532 ‐0.8258
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1704.8261 DNGMHALIIYDDLSK 1040.7890 1704.8348 30.3791 8889 3 568.9498 4.39
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 815.4621 ELLIGDR 12299.6800 815.4626 21.1845 8587 2 408.2349 ‐1.1969
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 874.4741 GGLTNERK 626.5198 874.4693 26.4274 5280 1 874.4693 ‐4.5800
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1226.6198 SVHEPMQTGLK 2316.1220 1226.6248 16.5522 3571 3 409.5465 2.51
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 767.3934 ISQYEK 853.4066 767.3985 16.8025 6160 1 767.3985 7.1213
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 3181.6277 LELAQYREVAAFAQFGSDLD1267.8790 3181.5470 34.5019 1092 3 1061.1872 ‐23.5464
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 2063.9927 IQEMERNLENERSPYR 570.8089 2063.9975 24.7071 6875 2 1032.5024 3.00
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1047.5153 NRAWDMVR 227.7110 1047.5133 19.4187 2596 2 524.2603 ‐3.0375
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1950.9086 QEMERNLENERSPYR 165.5990 1950.9189 27.0895 11093 3 650.9778 5.0610
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 460.2514 IGDR 114.9106 460.2511 20.4118 4241 1 460.2511 ‐1.5588
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 856.4887 DSLVPIGR 752.4144 856.4883 24.7586 2482 1 856.4883 0.3593
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 541.3457 VPIGR 102.6055 541.3476 25.7850 1753 1 541.3476 3.0709
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 654.3093 SQYEK 189.5959 654.3106 16.3321 1070 1 654.3106 1.77
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 797.4516 ELLIGDR 192.6756 797.4514 20.4158 1155 2 399.2294 ‐1.9391
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 2463.4850 86275.6177 38 20.46 None 1030.4887 NRAWDMVR 102.6045 1030.4845 21.4460 1241 1 1030.4845 ‐2.5721
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 2308.1568 EVAAFAQFGSDLDAATQAL 6082.0300 2308.1530 23.7642 23935 2 1154.5802 0.8340
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1330.7577 TTIAIDTILNQK 9158.0210 1330.7573 18.1154 23732 2 665.8823 ‐0.8284
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 3002.5503 GMALNLENENVGIVVFGGD1474.8390 3002.5358 25.5676 16213 3 1001.5168 ‐2.5278
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1016.5160 DAQLDIWR 1173.9920 1016.5104 24.4478 5448 1 1016.5104 ‐4.0959
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1156.6433 GQRELLIGDR 183.7068 1156.6316 17.1997 3181 2 578.8194 ‐11.1704
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 3077.5976 VVSVGDGIAQVYGLNEIQAG526.2186 3077.6422 25.5945 2700 2 1539.3247 19.3083
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1728.9135 AMLGRVVDAMGVPIDGK 189.2220 1728.9056 20.5100 2977 2 864.9564 ‐3.9086
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1929.0764 TTIAIDTILNQKQINSR 299.9283 1929.0790 19.2539 1538 2 965.0431 2.39
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 830.4519 QLDIWR 72.7887 830.4561 24.8231 2042 1 830.4561 5.01
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1337.6518 GMALNLENENVGI 1022.0940 1337.6470 24.6453 1850 1 1337.6470 ‐0.8192
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 813.4254 QLDIWR 69.7195 813.4261 23.5285 1428 1 813.4261 1.85
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1454.7308 GMALNLENENVGIV 308.5111 1454.7187 23.6188 1269 1 1454.7187 ‐5.0623
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 998.5054 DAQLDIWR 400.2645 998.5077 24.3524 2856 1 998.5077 3.68
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1710.9030 AMLGRVVDAMGVPIDGK 164.5842 1710.8946 20.1451 1853 2 855.9509 ‐4.2742
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 1139.6167 GQRELLIGDR 91.3213 1139.6130 16.6599 6876 2 570.3101 ‐4.4049
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 960.1749 86275.6177 38 20.46 None 2985.5238 GMALNLENENVGIVVFGGD349.7184 2985.5061 25.4960 1605 3 995.8402 ‐3.6692
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1718.8344 GEEGKPVEGADVYVGGR 4469.4830 1718.8361 19.0354 14247 3 573.6169 0.4182
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1804.9222 GLASVGLTSLQSGMDNVR 1050.0500 1804.9284 18.3244 12593 2 902.9678 4.1349
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1276.5838 LQADDMDELAR 4782.7160 1276.5860 22.6680 12142 2 638.7966 1.1271
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1181.5797 LADTYGSGELR 15296.4000 1181.5825 19.2202 11921 2 591.2949 1.26
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1797.9957 LTVEQNIIIPNVETSK 2104.4200 1797.9997 29.2494 10598 2 899.5035 2.75
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1536.9611 VTELVPLVAEILIK 10043.2400 1536.9608 23.9449 8423 2 768.9840 ‐0.1516
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1223.6167 RDYFGVNPQK 378.9344 1223.6319 15.9345 15858 2 612.3196 11.71
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 844.4424 QNWQIR 571.0305 844.4192 25.7947 13835 1 844.4192 ‐26.7398
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 Carbamidomethyl+C(1)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 2007.0289 EPMKLFMENGIEELAKK 1754.9650 2007.0231 17.8276 4940 2 1004.0152 ‐1.7183
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 2282.1196 MMWLIDELGVEGFRTEVEK1478.0500 2282.1133 35.0403 2356 2 1141.5603 ‐0.8662
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1878.9340 EPMKLFMENGIEELAK 249.4755 1878.9242 19.2066 1050 3 626.9796 ‐5.5042
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 952.4887 YFGVNPQK 220.6855 952.4886 15.4868 14747 2 476.7479 ‐1.4684
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 670.3307 QNWQI 78.3578 670.3314 25.6605 6311 1 670.3314 0.9961



NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1035.4412 ADDMDELAR 364.2845 1035.4377 22.6729 940 1 1035.4377 ‐1.8146
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 827.4159 QNWQIR 77.3170 827.4166 28.5016 4077 1 827.4166 1.36
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 931.2227 66018.3175 26 24.57 None 1206.5902 RDYFGVNPQK 134.4015 1206.5865 14.3775 2312 2 603.7969 ‐3.7880
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1804.9222 GLASVGLTSLQSGMDNVR 866.7516 1804.9284 18.3244 12593 2 902.9678 4.28
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1536.9611 VTELVPLVAEILIK 12582.2300 1536.9608 23.9449 8423 2 768.9840 ‐0.1049
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1594.8700 QEGLSFVGLHVPVGR 964.3074 1594.8691 16.9172 4957 3 532.2945 ‐1.4255
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 Carbamidomethyl+C(4) 3193.4983 WNVCVVGTHDLYEHPHIND808.5140 3193.5000 17.2400 3105 4 799.1305 1.97
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1096.6037 DGFFILKEK 326.9285 1096.5789 17.3839 32877 2 548.7931 ‐23.8659
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 2007.0289 EPMKLFMENGIEELAKK 3491.5330 2007.0231 17.8276 4940 2 1004.0152 ‐1.3712
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 4625.3767 MTSFSLTFTSPLLPSSSTKPKR616.4936 4625.3971 20.0260 867 6 771.7389 4.33
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1505.7709 MTSFSLTFTSPLLP 229.7943 1505.7723 20.0660 1429 2 753.3898 0.9407
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 394.1802 66018.3175 26 24.57 None 1078.5932 DGFFILKEK 124.0534 1078.5978 18.4218 3778 2 539.8026 3.0302
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 Carbamidomethyl+C(2) 1900.9698 VCIVGSGPAAHTAAIYASR 5493.4440 1900.9716 15.3193 10677 3 634.3287 0.6299
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 Carbamidomethyl+C(5)
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 None 1146.6001 NVVTGDVSDLK 3109.7560 1146.6023 21.1745 8213 2 573.8048 1.0471
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 None 2290.1748 NKPLVVIGGGDSAMEEANF1639.2500 2290.1777 30.9273 4340 3 764.0641 1.52
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 Carbamidomethyl+C(5)
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 None 951.4782 EEANFLTK 198.6869 951.4787 30.5266 11528 1 951.4787 1.30
NP_179334.4 NADPH dependent thioredoxin reductase A Arabidopsis thaliana 571.1292 40242.4443 7 17.99 None 1129.5735 NVVTGDVSDLK 643.4594 1129.5727 20.5300 3560 2 565.2900 ‐1.7252
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 None 2002.9465 ASGDYAIVIAHNPDSDTTR 4489.5790 2002.9562 22.2691 18343 3 668.3236 4.97
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 4675.7280 1974.9502 23.7575 13142 3 658.9882 2.99
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 None 1016.5306 AMIGQVAGGGR 1369.9340 1016.5314 17.3237 9464 2 508.7693 ‐0.4585
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 None 823.3945 SLDFGER 5554.7270 823.3949 19.3500 6891 2 412.2011 ‐1.1834
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 None 1251.7783 ATLVVGNVLPLR 5258.6340 1251.7801 18.8729 6246 2 626.3937 0.7278
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 1110.5470 28030.2598 9 25.97 None 1325.6444 VIAHNPDSDTTR 375.0392 1325.6379 20.9783 1042 1 1325.6379 ‐2.1464
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 579.0298 28030.2598 9 25.97 None 2002.9465 ASGDYAIVIAHNPDSDTTR 3658.4690 2002.9562 22.2691 18343 3 668.3236 4.39
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 579.0298 28030.2598 9 25.97 Carbamidomethyl+C(9) 1974.9451 SIPEGAVVCNVEHHVGDR 3222.5270 1974.9502 23.7575 13142 3 658.9882 2.63
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 579.0298 28030.2598 9 25.97 None 1016.5306 AMIGQVAGGGR 1988.4800 1016.5314 17.3237 9464 2 508.7693 ‐0.3007
NP_179580.1 NADP dependent malic enzyme 1 Arabidopsis thaliana 74.5308 64563.8748 2 3.10 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2405.6870 1784.9369 19.8618 31267 2 892.9721 ‐0.9772
NP_179580.1 NADP dependent malic enzyme 1 Arabidopsis thaliana 74.5308 64563.8748 2 3.10 Carbamidomethyl+C(6) 1484.7236 LGDLGCQGMGIPVGK 231.3799 1484.7330 19.6708 3254 3 495.5825 5.13
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 1327.6852 NVGSVVAVDQDPK 159757.9000 1327.6845 19.3725 283314 2 664.3459 ‐0.9970
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 2285.0932 VNYANISTNNYALDEVEEVK7903.7130 2285.0847 29.6488 65499 2 1143.0460 ‐1.8316
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 2276.0525 AAEDTPPATASSDSSSTTAA 4730.0110 2276.0498 16.2528 19143 2 1138.5285 0.6596
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 989.5891 TRYPVVVR 7948.6590 989.5896 17.2444 22494 2 495.2984 ‐0.7677
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 1066.5164 NVGSVVAVDQD 269.2057 1066.5201 17.1885 6962 2 533.7637 2.71
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 1213.6423 VGSVVAVDQDPK 335.4744 1213.6456 18.6058 4114 2 607.3264 1.67
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 871.4520 VAVDQDPK 205.5720 871.4476 21.5724 3045 1 871.4476 ‐4.1731
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 1837.8814 NISTNNYALDEVEEVK 381.8236 1837.8881 27.0215 1931 3 613.3009 3.22
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 971.5785 TRYPVVVR 43.3113 971.5843 16.8713 883 2 486.2958 4.83
NP_179616.1 photosystem I subunit E 2 Arabidopsis thaliana 16429.1300 15189.4225 10 45.52 None 2267.0826 VNYANISTNNYALDEVEEVK674.3215 2267.0794 31.5008 836 2 1134.0433 0.3939
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1649.0920 19353.0431 6 24.58 None 2951.5572 SLQVEPLVVELDQLGSEGSQ10487.0200 2951.5508 43.0529 12994 3 984.5218 ‐0.7246
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1649.0920 19353.0431 6 24.58 None 1314.6900 GELEAILAEANGK 925.9980 1314.7021 21.3049 6179 1 1314.7021 11.50
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1649.0920 19353.0431 6 24.58 None 1714.8606 GELEAILAEANGKNGQT 545.1881 1714.8643 20.2298 13673 2 857.9358 2.95
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1711.6570 19353.0431 6 24.58 None 2951.5572 SLQVEPLVVELDQLGSEGSQ10304.0500 2951.5508 43.0529 12994 3 984.5218 ‐1.3434
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1711.6570 19353.0431 6 24.58 None 1593.8635 ITGQYTVPNVFIGGK 1878.4810 1593.8737 23.7355 30996 2 797.4405 6.74
NP_179617.1 monothiol glutaredoxin S12 Arabidopsis thaliana 1711.6570 19353.0431 6 24.58 None 1447.7580 ITGQYTVPNVFIGG 142.3036 1447.7529 23.9106 7572 2 724.3801 ‐3.6541
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1089.5786 GVAASSLEEVK 1490.8010 1089.5818 20.3093 107430 2 545.2945 1.76
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1389.6744 LITADDLDDAAEK 18694.0800 1389.6738 23.3312 37228 2 695.3405 ‐0.7343
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1660.8428 VPIDVFAGITDEDAAK 7486.1270 1660.8424 32.3385 28097 2 830.9248 0.0696
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1687.8901 AIQDVFPNESELVVK 10354.5700 1687.8894 30.5840 27332 2 844.4484 0.0035
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1182.5538 LNFDDNAAFR 5431.5730 1182.5594 24.9473 25337 2 591.7834 3.07
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 2694.3271 LHGGTPANFLDVGGNASEH6106.1400 2694.3309 17.8560 17488 3 898.7818 2.42
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1217.6736 GVAASSLEEVKK 6349.5180 1217.6765 17.4004 8305 2 609.3419 1.00
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 Carbamidomethyl+C(4) 2834.3911 KTDCTMLEINPLAETSTNQL 2575.3570 2834.3859 31.6577 17608 3 945.4668 ‐0.5896
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1455.6863 GGNASEHQVVEAFK 494.4714 1455.6815 17.8572 16025 2 728.3444 ‐3.4215
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1375.7104 DVFPNESELVVK 317.1847 1375.7190 28.6461 11024 2 688.3632 5.32
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1397.6808 GNASEHQVVEAFK 312.9926 1397.6891 17.8759 7538 2 699.3482 5.56
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1347.6750 ETSTNQLVAADAK 588.7510 1347.6677 30.1801 2067 2 674.3375 ‐5.8726
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 808.3584 DDNAAFR 163.8421 808.3567 22.9380 1658 1 808.3567 ‐1.5848
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1956.7410 45630.7876 24 28.3 None 1164.5432 LNFDDNAAFR 212.7504 1164.5509 23.7099 3021 2 582.7791 5.51
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1660.8428 VPIDVFAGITDEDAAK 14847.8200 1660.8424 32.3385 28097 2 830.9248 0.0458
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1687.8901 AIQDVFPNESELVVK 10024.6300 1687.8894 30.5840 27332 2 844.4484 ‐0.0279
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1182.5538 LNFDDNAAFR 11484.5300 1182.5594 24.9473 25337 2 591.7834 4.0417
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1389.6744 LITADDLDDAAEK 355.7143 1389.6872 27.1426 7729 2 695.3473 8.10
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 Carbamidomethyl+C(3) 2706.2961 TDCTMLEINPLAETSTNQLV 1070.7870 2706.3004 33.5831 4041 3 902.7716 2.0957
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1644.8816 SLSISGKWQNQQLR 572.1878 1644.8986 27.0055 9032 3 548.9710 9.55
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 2360.2067 LNIHEYQGAELMGKYGVNV219.8528 2360.2012 36.6743 7426 2 1180.6043 ‐0.5004
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 Oxidation+M(13) 1774.8905 RLNIHEYQGAELMGK 342.1159 1774.8846 33.4813 1138 2 887.9459 ‐2.7452
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 None 1117.5848 STNQLVAADAK 241.9291 1117.5881 32.8945 4146 2 559.2977 2.1352
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1268.8210 45630.7876 24 28.3 Oxidation+M(13) 1756.8799 RLNIHEYQGAELMGK 197.9017 1756.8726 34.8170 1702 2 878.9399 ‐3.6370
NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 None 1349.6795 TETETESLQALK 281.9090 1349.6865 18.2286 5813 2 675.3469 4.90
NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 None 1515.9145 FASIVPVLTLAGISK 6004.6660 1515.9140 21.9254 3636 2 758.4606 ‐0.3575
NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 None 939.4353 AVADYMNR 2854.4790 939.4344 16.8615 1187 2 470.2208 ‐2.3546
NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 Carbamidomethyl+C(7) 1127.5263 HNVDLVCDR 334.6071 1127.5559 25.1938 1606 2 564.2816 25.3664



NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 None 1477.7744 KTETETESLQALK 2216.7370 1477.7789 19.1671 3683 3 493.2645 2.0652
NP_179650.1 S alkyl thiohydroximate lyase SUR1 Arabidopsis thaliana 258.2256 51715.2541 6 7.58 None 1608.8704 FGGSDKAAKASTVTLR 700.4719 1608.8660 21.1443 2865 2 804.9366 ‐2.5359
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1618.8660 VASPQQAQEVHVAVR 2291.8540 1618.8724 18.5085 100733 3 540.2957 3.11
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1449.7584 GPEFATIVNSVTSK 5817.5550 1449.7594 18.1950 49017 2 725.3833 0.5224
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1303.6641 IDISGQNSWVGK 19982.7800 1303.6655 23.7833 39215 2 652.3364 0.5552
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 954.4832 FFVGGNWK 7884.1010 954.4838 16.9171 37672 2 477.7455 ‐0.7888
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 2776.3981 AFADAVPSWDNIVVAYEPV 4022.6030 2776.3850 23.4569 34835 2 1388.6961 ‐1.6689
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1435.7427 GGAFTGEISVEQLK 11739.3000 1435.7435 27.1973 32361 2 718.3754 0.3198
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1096.5898 WVILGHSER 2811.3220 1096.5889 15.3254 2594 2 548.7981 ‐1.8423
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 Carbamidomethyl+C(18) 2009.0009 GGAFTGEISVEQLKDLGCK 234.6002 2009.0031 31.3652 1938 2 1005.0052 2.68
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 962.4789 NVSEEVASK 129.5211 962.4985 19.5503 1037 1 962.4985 21.6023
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 4611.3465 IIYGGSVNGGNSAELAKEED 380.9088 4611.3217 21.5333 1747 4 1153.5859 ‐1.9995
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 561.2780 GGNWK 2293.5780 561.2796 16.9253 3163 1 561.2796 2.26
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1075.5531 ISGQNSWVGK 168.2279 1075.5547 26.0498 1974 1 1075.5547 3.06
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1136.6171 QAQEVHVAVR 154.0469 1136.6232 18.8430 1611 2 568.8152 4.95
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 1848.8803 AFADAVPSWDNIVVAYE 157.2986 1848.8802 21.9740 1070 1 1848.8802 4.10
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2353.8100 33573.8825 25 42.86 None 945.4524 NVSEEVASK 835.7881 945.4489 20.2171 1709 1 945.4489 ‐2.4595
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 1449.7584 GPEFATIVNSVTSK 3385.4410 1449.7594 18.1950 49017 2 725.3833 0.5134
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 954.4832 FFVGGNWK 13199.4200 954.4838 16.9171 37672 2 477.7455 ‐1.1143
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 2776.3981 AFADAVPSWDNIVVAYEPV 5142.9460 2776.3850 23.4569 34835 2 1388.6961 ‐0.8302
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 2562.4560 1228.6061 18.0924 31065 2 614.8067 1.62
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 1096.5898 WVILGHSER 4073.8830 1096.5889 15.3254 2594 2 548.7981 ‐2.0770
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 1303.6641 IDISGQNSWVGK 514.2849 1303.6848 19.7384 19882 2 652.3460 15.2633
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 561.2780 GGNWK 4137.3770 561.2796 16.9253 3163 1 561.2796 2.25
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 Carbamidomethyl+C(3) 980.4870 DVCFAQLK 1267.4260 980.4845 18.0918 3086 1 980.4845 ‐1.3186
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 1848.8803 AFADAVPSWDNIVVAYE 95.3024 1848.8802 21.9740 1070 1 1848.8802 4.92
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1235.9810 33573.8825 25 42.86 None 1286.6375 IDISGQNSWVGK 102.6135 1286.6382 19.7028 1023 1 1286.6382 3.0460
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 847.5863 22846.6848 3 10.53 None 2235.1979 ADVVIPVATVSGVHATINTN7895.6570 2235.1995 27.8558 10028 3 745.7380 0.6501
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 847.5863 22846.6848 3 10.53 Carbamidomethyl+C(8) 1206.6147 EITISQLCSR 344.1074 1206.5902 21.3473 3320 2 603.7987 ‐20.9871
NP_179748.2 SMAD FHA domain containing protein Arabidopsis thaliana 847.5863 22846.6848 3 10.53 None 1270.6386 SGVHATINTNEK 278.9127 1270.6318 29.5624 5486 2 635.8195 ‐5.9034
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK22289.0300 2150.1668 34.8231 31003 2 1075.5870 ‐0.1019
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1271.6266 GLTFDSGGYNIK 4005.3430 1271.6252 25.4085 27519 2 636.3162 ‐1.7225
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1318.6233 TIEVNNTDAEGR 31739.7800 1318.6279 15.4759 23842 2 659.8176 2.48
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 5142.1560 1850.9349 19.5633 21069 2 925.9711 2.50
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1294.6460 FDMGGSAAVLGAAK 3458.0430 1294.6477 26.0469 16549 2 647.8275 0.7490
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2738.5087 IALIGLGQSVSSPVAFHSLGE1835.9540 2738.5177 21.0275 15775 3 913.5108 4.15
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1163.5473 SGVADMVNTGGR 3615.9000 1163.5483 19.4065 15662 2 582.2778 ‐0.0755
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 3041.5538 VDAHLSGLLAQVSSEEDFTG2095.9320 3041.5571 19.0058 14123 4 761.1447 1.46
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAG2974.9470 3151.6123 24.7400 12415 3 1051.2089 ‐2.7606
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1475.7165 YAEDVSYGVIFGR 4885.7480 1475.7212 29.7831 11769 2 738.3642 3.0365
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1129.6463 GDILVVGVTEK 2552.2680 1129.6466 25.2312 8185 2 565.3269 ‐0.6873
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1505.7846 AVDIIGFGTGAEVEK 2283.9340 1505.7775 25.6076 4857 2 753.3924 ‐4.7599
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1937.9662 ASQSTSAAIVLASSVSDESK 446.5966 1937.9564 16.6842 1928 2 969.4819 ‐4.0221
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1678.8799 SGTGFGVATLVEWVQK 1557.0520 1678.8895 21.5955 16627 2 839.9484 6.0833
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 2124.4060 2289.0655 31.4934 13768 2 1145.0364 ‐0.2500
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1991.0808 LSSVSALASGIVLGLFEDGR 2114.6960 1991.0726 24.6812 11209 2 996.0400 ‐2.9409
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 2659.2796 QFVSEKVQWMHIDMAGPV779.2905 2659.2797 21.5785 1698 3 887.0981 1.0076
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 651.3461 GGYNIK 262.0589 651.3448 27.9056 4186 1 651.3448 ‐1.9960
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 844.4887 GSAAVLGAAK 227.0465 844.4868 24.0121 3178 1 844.4868 ‐1.4865
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 689.3617 EWVQK 102.7990 689.3580 22.1605 2842 1 689.3580 ‐5.3254
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 906.4680 LGLFEDGR 210.9370 906.4655 23.1489 1897 1 906.4655 ‐1.7483
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 762.3377 NTDAEGR 117.4681 762.3406 15.9263 997 1 762.3406 4.71
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 347.0965 1832.9165 17.9032 2048 2 916.9619 ‐1.7720
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2932.9210 54794.5679 34 60.19 None 1973.0702 LSSVSALASGIVLGLFEDGR 197.1948 1973.0618 23.3024 1235 3 658.3588 ‐4.4314
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 2150.1703 ELINSPANVLTPAVLAEEAAK22495.7600 2150.1668 34.8231 31003 2 1075.5870 ‐0.2636
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1271.6266 GLTFDSGGYNIK 4032.6060 1271.6252 25.4085 27519 2 636.3162 ‐1.6366
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1294.6460 FDMGGSAAVLGAAK 8148.2390 1294.6477 26.0469 16549 2 647.8275 0.8284
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1163.5473 SGVADMVNTGGR 3032.8590 1163.5483 19.4065 15662 2 582.2778 0.0409
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 2348.9610 2289.0655 31.4934 13768 2 1145.0364 ‐0.4508
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1475.7165 YAEDVSYGVIFGR 6512.1970 1475.7212 29.7831 11769 2 738.3642 3.0648
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1129.6463 GDILVVGVTEK 5627.9030 1129.6466 25.2312 8185 2 565.3269 ‐0.5614
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1505.7846 AVDIIGFGTGAEVEK 1535.1080 1505.7775 25.6076 4857 2 753.3924 ‐4.7400
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 None 1678.8799 SGTGFGVATLVEWVQK 562.3398 1678.8756 27.9490 3666 3 560.2967 ‐3.2635
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1724.6930 54794.5679 34 60.19 Carbamidomethyl+C(19) 2271.0598 VASTYSDVFTANILNEEQCK 633.8171 2271.0550 31.8025 1070 2 1136.0311 ‐0.5024
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1187.6565 SVAIMNPATRK 311.4922 1187.6643 14.9997 27161 3 396.5596 5.0973
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1659.8874 VVLVMESVADELVEK 5297.6600 1659.8849 35.7467 11280 2 830.4461 ‐1.1135
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 29201.4500 1555.7073 24.1741 10042 2 778.3573 1.0769
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(3) 2173.1057 DACIVLDDADLDLVASNIIK 3993.5780 2173.0985 39.1704 9110 2 1087.0529 ‐1.7480
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 3319.6250 LTVGPPEENSDITAVVSESSA3589.8840 3319.6190 24.7672 8753 3 1107.2112 0.2321
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 1367.6590 FLLSDSFPGNDR 4516.1640 1367.6605 17.9349 8404 2 684.3339 0.7379
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2151.1379 EGNLIWPLLLDNVRPDMR 4004.8040 2151.1363 22.0378 7488 3 717.7170 ‐0.6200
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2321.3632 IPLGVVLAIPPFNYPVNLAVS10780.3800 2321.3593 23.8350 7040 2 1161.1833 0.2898
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(11)
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 945.5074 APMAESLVK 712.6203 945.4845 20.6784 8878 1 945.4845 ‐23.0483



NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(16) 2349.1544 FLLSDSFPGNDRTKYCLTSK 279.8543 2349.1651 34.6477 2278 3 783.7266 5.0122
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 2040.1158 DNKAPMAESLVKEIAKPAK 801.3500 2040.1153 18.2033 1269 3 680.7100 ‐0.2893
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 Carbamidomethyl+C(9) 2568.2797 KTQYKVQACTQEEVNAVME1471.6080 2568.2787 23.8915 930 2 1284.6430 2.08
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 2143.5040 53744.7642 27 42.14 None 732.3774 DELVEK 216.6636 732.3776 36.4697 963 1 732.3776 0.5646
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 3319.6250 LTVGPPEENSDITAVVSESSA7939.7570 3319.6190 24.7672 8753 3 1107.2112 1.79
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1367.6590 FLLSDSFPGNDR 4264.9150 1367.6605 17.9349 8404 2 684.3339 0.6764
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2151.1379 EGNLIWPLLLDNVRPDMR 8640.1100 2151.1363 22.0378 7488 3 717.7170 ‐0.3408
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2321.3632 IPLGVVLAIPPFNYPVNLAVS10122.1300 2321.3593 23.8350 7040 2 1161.1833 0.8378
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2158.1172 AILISDAMETGTVQINSAPAR422.9285 2158.1283 23.8808 6172 2 1079.5678 7.1203
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1480.7352 TTVINLPTPSYSMG 269.1377 1480.7077 16.6258 1811 2 740.8575 ‐18.6289
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1344.7014 AGMIPLQMELGGK 85.7641 1344.6748 22.5047 1582 1 1344.6748 ‐17.0210
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1821.9011 DSGIGSQGVTNSINLMTK 461.7106 1821.9523 24.8670 1373 2 911.4798 29.0486
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 3617.8255 VAKLTVGPPEENSDITAVVS 393.3611 3617.8463 22.7367 1462 3 1206.6203 9.95
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1024.5673 TTVINLPTPS 226.4803 1024.5671 16.6153 4226 2 512.7872 ‐1.7151
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 1185.5820 AILISDAMETGT 116.7543 1185.5865 23.1919 3136 1 1185.5865 5.77
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 789.4175 SINLMTK 71.6829 789.4188 25.2238 1481 1 789.4188 2.0612
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis t 1422.4500 53744.7642 27 42.14 None 2140.1067 AILISDAMETGTVQINSAPAR280.9831 2140.0936 25.4690 3005 2 1070.5504 ‐4.1684
NP_180028.1 H ATPase 5 Arabidopsis thaliana 0.0000 103289.5378 1 0.00 None 1672.9091 MKNYTIYAVSITIR 896.5820 1672.8918 21.8565 2724 2 836.9495 ‐9.9611
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 1646.7756 NEEDVSPSLEGLTEK 31914.2800 1646.7765 24.9665 27369 2 823.8919 0.9018
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 1573.6628 SFYGSGGDYSMFAGK 5621.7530 1573.6613 27.5360 13840 2 787.3343 ‐0.8138
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 1362.6536 EINTLNDWETK 4695.5510 1362.6528 24.2709 8330 2 681.8301 ‐0.9250
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 2862.3866 MEFTAEQLSQYNGTDESKP 705.0740 2862.3909 34.0811 6090 3 954.8018 2.56
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 1628.7650 NEEDVSPSLEGLTEK 172.7728 1628.7703 25.4367 1262 2 814.8888 3.31
NP_180066.1 membrane associated progesterone binding protein 2 Arabidopsis thaliana 6323.1850 11031.2792 6 66.00 None 1344.6430 EINTLNDWETK 714.0554 1344.6313 26.1321 954 1 1344.6313 ‐5.8522
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 6018.2030 9036.3375 5 52.50 Carbamidomethyl+C(3) 1146.5572 NQCINLEGAK 30006.4100 1146.5593 17.9514 43109 2 573.7833 0.8857
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 6018.2030 9036.3375 5 52.50 Carbamidomethyl+C(2)
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 6018.2030 9036.3375 5 52.50 Carbamidomethyl+C(4) 1416.6478 HGSCNYVFPAHK 8096.3920 1416.6493 16.5777 9432 3 472.8880 0.0225
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 6018.2030 9036.3375 5 52.50 Carbamidomethyl+C(2) 1015.4877 QCINLEGAK 283.7410 1015.4902 17.5098 1408 2 508.2488 1.28
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 6018.2030 9036.3375 5 52.50 Carbamidomethyl+C(4) 1398.6372 HGSCNYVFPAHK 130.6125 1398.6454 17.4648 1897 2 699.8264 5.69
NP_180172.1 putative defensin like protein Arabidopsis thaliana 4253.6250 9096.3901 2 40.00 Carbamidomethyl+C(2)
NP_180172.1 putative defensin like protein Arabidopsis thaliana 4253.6250 9096.3901 2 40.00 Carbamidomethyl+C(4) 1416.6478 HGSCNYVFPAHK 12720.3800 1416.6493 16.5777 9432 3 472.8880 0.0720
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1221.6660 IAILNANYMAK 32089.4100 1221.6653 16.9314 31152 2 611.3363 ‐1.2678
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(3)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 7917.9950 1094.5679 17.4547 18975 2 547.7876 0.3807
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1243.6165 NTAGIEPEDVAK 26289.6900 1243.6187 18.6347 17251 2 622.3130 1.1585
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1320.6735 EYAAFPAPWLR 10042.9600 1320.6767 19.7864 15794 2 660.8420 1.94
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(5)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 6302.9460 1838.9037 16.7413 13898 3 613.6394 ‐0.5769
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 2328.1118 FGVPMGYGGPHAAFLATSQ9471.0140 2328.1142 18.0798 13436 3 776.7096 1.00
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1399.7176 NTAGIEPEDVAKR 29586.9500 1399.7203 17.5602 12538 3 467.2449 0.8149
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 3237.4941 LMDYGFHGPTMSWPVPGT7513.7980 3237.4839 21.3671 11795 3 1079.8328 ‐1.2524
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 2672.2218 FSGIFDEGLTESQMIEHMSD484.9532 2672.2204 29.4595 1882 3 891.4117 0.4545
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1640.8755 GVNGTVAHEFIIDLR 942.1082 1640.8577 15.5098 5154 3 547.6241 ‐11.5491
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1632.8592 SISVDALKPSDTFPR 534.7450 1632.8856 17.5933 1752 2 816.9464 16.4744
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 2610.3846 IVAVGTDAKGNINIEELRNAA1806.8380 2610.4055 35.5917 5637 3 870.8067 8.31
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1755.8984 GNINIEELRNAAEANK 456.4837 1755.8865 26.7273 2806 2 878.4469 ‐6.1835
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(6)
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1037.5448 ILNANYMAK 835.1448 1037.5461 16.9305 1390 1 1037.5461 2.63
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 886.4934 FPAPWLR 277.2156 886.4931 18.6440 1364 1 886.4931 0.6378
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 2024.9535 PMGYGGPHAAFLATSQEYK399.4026 2024.9558 18.0816 1193 2 1012.9815 2.40
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 Carbamidomethyl+C(2) 1076.5558 FCDALISIR 318.0704 1076.5589 17.9353 5998 2 538.7831 1.82
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1225.6059 NTAGIEPEDVAK 428.9775 1225.6090 17.1957 1739 2 613.3081 1.31
NP_180178.1 glycine decarboxylase P protein 2 Arabidopsis thaliana 2298.0870 114745.4348 22 22.32 None 1738.8719 GNINIEELRNAAEANK 198.4424 1738.8630 27.1247 4995 3 580.2925 ‐5.6526
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 None 1548.8057 HLQPTIFSSYEVK 2103.5930 1548.8019 16.6857 8822 2 774.9046 ‐2.3849
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 None 2701.3778 IQDDTLTGDAASVDIATVEN950.2740 2701.3727 38.8182 7155 3 901.1291 ‐0.8583
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 Carbamidomethyl+C(7) 2492.1358 VNLDSGCNENAYETTNEHA 1997.8630 2492.1352 23.1656 6822 3 831.3832 0.4238
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 Carbamidomethyl+C(19) 2498.2385 EGRPLFAASEIKDFYLEQCPK576.1359 2498.3012 23.4758 1272 3 833.4386 25.8252
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 None 2597.4185 GLIPAVILGFLESELQKLDGEE1013.7110 2597.4213 25.6494 1201 3 866.4786 1.02
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 None 1152.5936 PTIFSSYEVK 201.9551 1152.5854 16.6810 867 1 1152.5854 ‐5.0235
NP_180224.1 phospholipase A 2A Arabidopsis thaliana 265.6159 44353.3959 7 14.99 None 1531.7791 HLQPTIFSSYEVK 425.8264 1531.7812 16.0664 909 2 766.3943 1.17
NP_180271.1 calmodulin 5 Arabidopsis thaliana 282.5650 16876.7423 2 40.94 None 4064.8852 SLGQNPTEAELQDMINEVD 500.5897 4064.8864 25.2756 10416 3 1355.6336 4.53
NP_180271.1 calmodulin 5 Arabidopsis thaliana 282.5650 16876.7423 2 40.94 Carbamidomethyl+C(13) 2690.2801 EAFSLFDKDGDGCITTKELGT982.5151 2690.2909 19.2156 6046 3 897.4351 5.10
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 1213.6899 GKDLAELIAAGR 16213.8600 1213.6897 25.7982 19354 2 607.3485 ‐0.8862
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 1028.5735 DLAELIAAGR 21704.8200 1028.5736 29.7677 16807 2 514.7905 ‐1.0509
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 2130.1176 DILGSVGAETEDSQIELLLK 4877.9860 2130.1117 37.3878 14619 2 1065.5595 ‐1.3121
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 2598.2754 LASVPSGGGGGVAVASATSG1134.0050 2598.2798 21.0219 13678 3 866.7648 2.85
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 3000.5623 ASPTTGDIKDILGSVGAETED558.6774 3000.5539 21.8643 8512 3 1000.8561 ‐1.2874
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5514.7880 11451.8423 11 64.35 None 1471.7526 AETEDSQIELLLK 122.0914 1471.7468 22.9301 1865 2 736.3770 ‐4.0630
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5299.1090 11451.8423 11 64.35 None 1213.6899 GKDLAELIAAGR 19978.3400 1213.6897 25.7982 19354 2 607.3485 ‐0.7839
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5299.1090 11451.8423 11 64.35 None 1028.5735 DLAELIAAGR 16330.1800 1028.5736 29.7677 16807 2 514.7905 ‐0.8965
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5299.1090 11451.8423 11 64.35 None 2130.1176 DILGSVGAETEDSQIELLLK 5103.6180 2130.1117 37.3878 14619 2 1065.5595 ‐1.4681
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5299.1090 11451.8423 11 64.35 None 2598.2754 LASVPSGGGGGVAVASATSG1041.4520 2598.2798 21.0219 13678 3 866.7648 2.0835
NP_180340.1 60S acidic ribosomal protein P2 1 Arabidopsis thaliana 5299.1090 11451.8423 11 64.35 None 727.3985 GKDLAEL 1100.0270 727.3949 25.8110 3010 1 727.3949 ‐4.5198
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1479.7478 GYISPQFVTNPEK 18199.5400 1479.7478 25.0031 46588 2 740.3775 ‐0.1346



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1290.6172 VGAATETELEDR 21553.5400 1290.6193 17.6548 46002 2 645.8133 1.0600
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 2247.1173 AVASISAGNDDLIGSMIADA80245.1200 2247.1160 39.8319 45474 2 1124.0616 1.1741
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1561.6904 ELFETDSVYDSEK 81905.0100 1561.6904 25.0503 45017 2 781.3488 0.0710
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1204.6208 NVVLDEFGSPK 9919.4200 1204.6245 25.6164 43417 2 602.8159 2.03
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1904.9560 DSTTLIADAASKDELQAR 38970.8000 1904.9571 25.1835 39246 3 635.6572 0.3162
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1043.5844 VVNDGVTIAR 22873.1200 1043.5847 17.7585 33896 2 522.2960 ‐0.8898
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 27828.7100 1271.6783 16.5988 33298 2 636.3428 ‐0.1016
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1753.9265 AIELPNAMENAGAALIR 7172.1740 1753.9303 19.6465 32029 2 877.4688 2.18
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1650.7929 TNDSAGDGTTTASILAR 1094.8540 1650.7941 21.0809 27606 2 825.9007 1.0425
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 2916.6193 NATFAAIEEGIVPGGGAALV12598.7700 2916.6133 22.5785 24114 3 972.8759 ‐0.6938
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1097.5660 APAAAAPEGLMV 1797.8970 1097.5646 27.5464 22012 2 549.2860 ‐2.2255
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1257.7049 TVQGLIEELQK 8787.4690 1257.7055 30.4030 21698 2 629.3564 ‐0.1859
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 2250.2955 APLLIIAEDVTGEALATLVVN2792.1700 2250.2931 25.6573 20708 2 1125.6502 0.6821
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 843.5298 LSGGVAVIK 8864.2260 843.5294 19.2952 13105 2 422.2683 ‐2.1305
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1735.9813 HGLLSVTSGANPVSLKR 1227.3250 1735.9811 15.4429 8821 3 579.3319 ‐0.6844
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 843.4934 LGADIVQK 10261.6800 843.4931 17.3985 7340 2 422.2502 ‐2.0026
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1102.5276 EIAFDQHSR 4146.7540 1102.5269 15.9294 3158 2 551.7671 ‐1.6766
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1142.5661 LGGGNQQQGQR 193.8855 1142.5749 17.7227 1082 2 571.7911 6.06
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1935.9294 ETFEDADERLGADIVQK 909.3129 1935.9340 35.2621 2386 2 968.4707 3.32
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 891.4054 ETELEDR 100.4356 891.4098 16.5954 10797 1 891.4098 5.23
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 505.2405 NATFA 105.6584 505.2399 21.4083 9163 1 505.2399 ‐1.8794
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1274.6335 ADAASKDELQAR 264.4764 1274.6405 23.2994 8112 2 637.8239 4.80
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 859.4632 KDELQAR 257.2894 859.4615 25.1161 4178 1 859.4615 ‐1.1360
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 586.3923 GVAVIK 127.0498 586.3926 19.8533 4152 1 586.3926 0.2660
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1116.5830 AMENAGAALIR 171.7216 1116.5814 19.0070 3817 2 558.7944 ‐2.3767
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 914.5054 ENAGAALIR 419.5654 914.5061 19.3859 3793 2 457.7567 ‐0.7135
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1134.5273 AATETELEDR 445.4014 1134.5231 17.3032 3787 2 567.7652 ‐4.6656
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 527.2685 QHSR 78.4694 527.2659 16.2023 3123 1 527.2659 ‐5.4851
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 944.5160 VNDGVTIAR 119.9184 944.5122 18.6415 2616 2 472.7597 ‐5.4177
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 643.3046 ELEDR 78.7649 643.3067 17.5133 2342 1 643.3067 3.1543
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 789.3638 FDQHSR 205.2775 789.3643 15.8910 1754 1 789.3643 1.1353
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1059.5469 PQFVTNPEK 181.0994 1059.5465 26.3223 1607 2 530.2769 ‐1.5726
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 980.4870 APAAAAPEGLM 243.9461 980.4919 27.5586 1186 2 490.7496 3.93
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 992.4531 TETELEDR 811.2916 992.4523 17.6615 1160 1 992.4523 0.5075
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 None 1327.6787 PNAMENAGAALIR 209.5160 1327.6701 19.6428 919 1 1327.6701 ‐3.7377
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 9725.6990 62243.1879 70 48.46 Carbamidomethyl+C(2) 1087.5565 DCVGLTLGPR 213.1125 1087.5602 16.5976 751 1 1087.5602 5.1273
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1479.7478 GYISPQFVTNPEK 27291.0900 1479.7478 25.0031 46588 2 740.3775 ‐0.1074
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 2247.1173 AVASISAGNDDLIGSMIADA62191.2800 2247.1160 39.8319 45474 2 1124.0616 0.9851
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1204.6208 NVVLDEFGSPK 13464.4900 1204.6245 25.6164 43417 2 602.8159 2.50
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1043.5844 VVNDGVTIAR 24430.0800 1043.5847 17.7585 33896 2 522.2960 ‐0.7397
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1097.5660 APAAAAPEGLMV 1118.7660 1097.5646 27.5464 22012 2 549.2860 ‐2.0906
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1257.7049 TVQGLIEELQK 7615.2130 1257.7055 30.4030 21698 2 629.3564 ‐0.0961
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1650.7929 TNDSAGDGTTTASILAR 967.7661 1650.7937 21.0188 20869 2 825.9005 0.7464
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 980.0219 1711.8103 25.5909 7426 2 856.4088 0.5006
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 843.4934 LGADIVQK 21242.0800 843.4931 17.3985 7340 2 422.2502 ‐1.7961
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 486.0905 1580.7379 43.4123 1747 2 790.8726 ‐19.9897
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 2030.9553 ELFETDSVYDSEKLAER 1407.9590 2030.9703 31.2236 4326 2 1015.9888 8.79
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1259.6630 ISPQFVTNPEK 475.3881 1259.6616 25.9864 10561 2 630.3345 ‐1.6421
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 858.4390 AAAPEGLMV 878.6864 858.4394 25.6733 3355 1 858.4394 1.86
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 730.4094 GADIVQK 1747.9220 730.4093 17.3985 2508 1 730.4093 0.2540
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 None 1114.5375 AVASISAGNDDL 2263.3210 1114.5382 39.8623 1047 1 1114.5382 2.12
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 4241.6610 62243.1879 70 48.46 Carbamidomethyl+C(14) 1693.7996 MASANALSSASVLCSSR 705.0530 1693.7965 24.8294 4754 2 847.4019 ‐1.4792
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 17130.8600 1271.6783 16.5988 33298 2 636.3428 ‐0.2245
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1753.9265 AIELPNAMENAGAALIR 13757.1200 1753.9303 19.6465 32029 2 877.4688 2.71
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 2916.6193 NATFAAIEEGIVPGGGAALV11927.1300 2916.6133 22.5785 24114 3 972.8759 0.0351
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 2250.2955 APLLIIAEDVTGEALATLVVN5468.6220 2250.2931 25.6573 20708 2 1125.6502 1.1846
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 2278.2653 ALLSPAALIAQNAGVEGEVV2304.0750 2278.2620 20.5112 10050 2 1139.6346 0.9163
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1735.9813 HGLLSVTSGANPVSLKR 1984.3890 1735.9811 15.4429 8821 3 579.3319 ‐0.6492
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1097.5660 APAAAAPEGLMV 638.1879 1097.5716 19.4541 8024 2 549.2894 3.63
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1479.7478 GYISPQFVTNPEK 2280.8000 1479.7490 16.0806 3495 2 740.3781 0.6816
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1904.9560 DSTTLIADAASKDELQAR 1282.1170 1904.9572 15.9479 2701 2 952.9822 1.20
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1385.7999 TVQGLIEELQKK 250.7215 1385.8033 19.2706 2478 2 693.4053 2.1005
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1062.5578 LLAEFENAR 871.1651 1062.5566 15.3530 1537 2 531.7819 ‐2.5375
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1107.5469 GYISPQFVTN 589.2167 1107.5479 16.4685 4485 2 554.2776 ‐0.3529
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1116.5830 AMENAGAALIR 237.9103 1116.5883 19.5014 4162 2 558.7978 3.19
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1387.7176 IADAASKDELQAR 265.6313 1387.7163 14.6591 1880 2 694.3618 ‐1.2884
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1327.6787 PNAMENAGAALIR 311.7116 1327.6701 19.6428 919 1 1327.6701 ‐3.7795
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 Carbamidomethyl+C(2) 1087.5565 DCVGLTLGPR 162.9861 1087.5602 16.5976 751 1 1087.5602 5.0579
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1835.3740 62243.1879 70 48.46 None 1045.5313 LLAEFENAR 126.2610 1045.5341 15.7883 1050 1 1045.5341 4.92
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 606.9869 15538.8405 1 12.16 None 1601.8680 NAMLAGAATGAVLSAVGK 4990.7810 1601.8680 18.7392 16919 2 801.4376 0.3004
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 628.8334 26114.3506 2 9.82 None 1695.8476 GIPYEYVEEILENK 8174.2170 1695.8478 37.2873 18372 2 848.4275 0.5234
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 628.8334 26114.3506 2 9.82 None 1038.5540 ELIMYLEK 3302.4550 1038.5547 27.6576 9879 2 519.7810 ‐0.2965
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1514.8213 LAGVLDVYEAHLSK 103893.7000 1514.8201 17.3274 209424 3 505.6115 ‐1.7260
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 2892.5182 YLAGDFVSLADLAHLPFTDY 66868.4800 2892.5101 25.0197 159942 3 964.8415 ‐1.4635



NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1419.7552 GVAFETIPVDLMK 37376.2800 1419.7480 19.8928 156829 2 710.3776 ‐5.3264
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 2349.2125 QPAYLALQPFGTVPAVVDG 46743.7700 2349.2077 20.7778 74243 2 1175.1075 ‐0.0518
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 584.2715 YSFPA 6343.5780 584.2723 22.7207 72758 1 584.2723 1.0806
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 886.5608 ALVTLIEK 31944.8000 886.5605 25.0974 56268 2 443.7839 ‐1.8465
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1102.5680 VYGPHFASPK 18658.8500 1102.5690 18.5449 49769 2 551.7882 ‐0.0822
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 914.4942 SQGPDLLGK 3320.4820 914.4956 19.4886 7665 2 457.7514 0.0628
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1042.6619 RALVTLIEK 6013.7530 1042.6637 22.6938 26091 2 521.8355 0.5909
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 3034.4846 HVSAWWDDISSRPAWKETV1951.2280 3034.4796 19.9644 755 3 1012.1647 ‐0.0635
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 702.4396 VTLIEK 11903.7900 702.4396 25.0942 13489 1 702.4396 0.0668
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 840.4363 GPHFASPK 77.3521 840.4326 18.7984 7930 1 840.4326 ‐3.6849
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 549.3031 FASPK 64.3297 549.3045 18.4822 2689 1 549.3045 1.09
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 683.4450 LVGPIGK 379.3769 683.4458 26.4836 2393 1 683.4458 1.78
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 718.3770 GVAFETI 409.0745 718.3786 20.6531 2223 1 718.3786 2.44
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 815.5237 LVTLIEK 368.7924 815.5239 25.0865 1960 1 815.5239 0.8287
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 541.3457 RALVT 125.4521 541.3482 22.7291 1876 1 541.3482 4.1262
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1306.7042 PFTDYLVGPIGK 426.8872 1306.7032 24.0146 948 2 653.8552 ‐1.2709
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24548.6700 24145.9233 25 60.47 None 1084.5574 VYGPHFASPK 174.0258 1084.5587 19.5755 1201 1 1084.5587 2.40
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 1514.8213 LAGVLDVYEAHLSK 106546.1000 1514.8201 17.3274 209424 3 505.6115 ‐1.8207
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 2892.5182 YLAGDFVSLADLAHLPFTDY 78641.2500 2892.5101 25.0197 159942 3 964.8415 ‐0.7488
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 1419.7552 GVAFETIPVDLMK 44989.6300 1419.7480 19.8928 156829 2 710.3776 ‐5.3546
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 2349.2125 QPAYLALQPFGTVPAVVDG 47697.3000 2349.2077 20.7778 74243 2 1175.1075 0.5139
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 1401.7373 AGVLDVYEAHLSK 3841.8550 1401.7374 17.3276 10699 2 701.3723 ‐0.2108
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 24414.7200 24145.9233 25 60.47 None 916.5172 TIPVDLMK 568.9688 916.5165 19.8960 2248 1 916.5165 0.1153
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1118.6092 IPVLVDGDYK 47436.5200 1118.6094 24.6348 134864 2 559.8084 ‐0.7665
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1577.8421 LAEVLDVYEAQLSK 37769.0900 1577.8408 30.7920 85819 2 789.4240 ‐0.7207
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 3149.6194 NEYLAGDFVSLADLAHLPFT 9762.3680 3149.6079 25.3079 71056 3 1050.5408 ‐1.8795
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1438.7246 GVSFETVNVDLMK 20111.4600 1438.7238 30.6481 66417 2 719.8655 ‐0.8000
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1409.8039 VLTIYAPLFASSK 35953.2700 1409.8046 20.1046 66192 2 705.4059 0.2447
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 578.3184 YSLPV 8117.3040 578.3185 25.8753 36481 1 578.3185 ‐0.3102
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 858.5295 AVVTLVEK 8143.8130 858.5296 19.7677 28635 2 429.7685 ‐1.4348
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1028.4948 HVSAWWDK 2486.4970 1028.4960 21.9133 18306 2 514.7516 ‐0.0525
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 914.4942 SQGPDLLGK 3320.4820 914.4956 19.4886 7665 2 457.7514 0.0628
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1014.6306 RAVVTLVEK 3949.3710 1014.6305 17.9987 12419 2 507.8189 ‐1.3299
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1860.9603 GEQRQPEYLAIQPFGK 1271.9260 1860.9748 29.4517 1749 2 930.9910 8.66
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 488.3079 LVEK 82.7980 488.3079 18.4349 5782 1 488.3079 ‐0.6468
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1018.5972 VLTIYAPLF 253.7941 1018.6008 18.8261 3198 1 1018.6008 5.0266
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1048.5343 ETVNVDLMK 237.8916 1048.5275 30.6568 2198 1 1048.5275 ‐4.8770
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1197.6514 TIYAPLFASSK 1419.9610 1197.6483 20.1062 1862 1 1197.6483 ‐0.3929
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 599.2896 GEQRQ 125.3754 599.2897 28.4279 1413 1 599.2897 ‐0.1727
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 1096.6037 IYAPLFASSK 368.9273 1096.6032 21.0280 1401 2 548.8052 ‐1.5001
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 791.3934 LVDGDYK 243.4851 791.3927 22.5760 1399 1 791.3927 ‐0.3898
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10095.7900 24230.0320 37 58.60 None 908.4724 VLVDGDYK 142.3837 908.4696 25.0167 1302 1 908.4696 ‐2.0866
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1118.6092 IPVLVDGDYK 69219.7500 1118.6094 24.6348 134864 2 559.8084 ‐0.6375
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1577.8421 LAEVLDVYEAQLSK 32346.9900 1577.8408 30.7920 85819 2 789.4240 ‐0.7211
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1438.7246 GVSFETVNVDLMK 33380.4600 1438.7238 30.6481 66417 2 719.8655 ‐0.7612
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 858.5295 AVVTLVEK 19449.4100 858.5296 19.7677 28635 2 429.7685 ‐1.2325
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1390.7365 QPEYLAIQPFGK 4021.9010 1390.7348 29.3943 28054 2 695.8710 ‐1.5189
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1028.4948 HVSAWWDK 4216.6990 1028.4960 21.9133 18306 2 514.7516 0.1019
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1908.9484 GVSFETVNVDLMKGEQR 599.9968 1908.9475 29.2598 14343 2 954.9774 0.4137
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1860.9603 GEQRQPEYLAIQPFGK 863.2854 1860.9748 29.4517 1749 2 930.9910 8.64
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 589.3556 TLVEK 1159.3650 589.3531 19.7759 4027 1 589.3531 ‐4.3024
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1048.5343 ETVNVDLMK 306.1227 1048.5275 30.6568 2198 1 1048.5275 ‐4.7032
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1282.6348 SFETVNVDLMK 517.8471 1282.6252 30.6562 1692 1 1282.6252 ‐4.7420
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 791.3934 LVDGDYK 212.1421 791.3927 22.5760 1399 1 791.3927 ‐0.2184
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8449.2710 24230.0320 37 58.60 None 1559.8316 LAEVLDVYEAQLSK 329.7095 1559.8245 31.6436 1753 2 780.4159 ‐4.4015
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 5403.3250 24230.0320 37 58.60 None 3149.6194 NEYLAGDFVSLADLAHLPFT 16249.0500 3149.6079 25.3079 71056 3 1050.5408 ‐1.0137
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 5403.3250 24230.0320 37 58.60 None 1409.8039 VLTIYAPLFASSK 52687.4100 1409.8046 20.1046 66192 2 705.4059 0.2101
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 5403.3250 24230.0320 37 58.60 None 1438.7246 GVSFETVNVDLMK 427.3925 1438.7236 22.6658 2214 2 719.8654 ‐0.9299
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 5403.3250 24230.0320 37 58.60 None 1197.6514 TIYAPLFASSK 852.9941 1197.6483 20.1062 1862 1 1197.6483 ‐0.4497
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 5403.3250 24230.0320 37 58.60 None 1096.6037 IYAPLFASSK 297.8740 1096.6032 21.0280 1401 2 548.8052 ‐1.7348
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 2346.2122 ISMAGVTTGNVGYLANAIHE4288.7660 2346.2122 20.2308 26039 3 782.7422 0.4364
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 2607.3552 SVEPAPKDPILGVTEAFLADP9417.7010 2607.3527 36.3342 24813 3 869.7891 ‐0.0803
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1256.6157 LAYGDNSEFIK 4774.0560 1256.6189 23.1515 20960 2 628.8131 1.26
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1914.9708 IFLEDGHHIGISQSYAK 6936.4800 1914.9709 15.7013 18917 3 638.9952 ‐0.2221
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 4441.3810 1404.7271 20.1764 18694 2 702.8672 0.2489
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1310.6297 GLDFSALMDDVK 14058.3500 1310.6306 34.7523 18210 2 655.8189 0.1830
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1759.8394 LAGSTFMEYLPMGGSAK 3164.9930 1759.8442 19.6657 17183 2 880.4257 3.81
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(3)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1898.9746 DPILGVTEAFLADPSPEK 1495.8730 1898.9681 36.0127 11346 2 949.9877 ‐2.5048
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 934.5105 VNVGVGAYR 4887.3310 934.5100 18.7217 11193 2 467.7586 ‐2.0023
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1353.7161 LGSPLSWEHVTK 15147.9900 1353.7151 16.0344 9812 2 677.3612 ‐1.1508
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(6) 2000.9205 QIGMFCYSGLTPEQVDR 1325.7940 2000.9177 18.5211 8656 2 1000.9625 ‐0.2448
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 819.4645 MVDLTLK 4042.0700 819.4664 23.7509 2710 2 410.2368 0.6597
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(11) 1500.7475 DDNGKPVVLECVR 234.2996 1500.7847 21.9347 11475 2 750.8960 24.7380



NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(13) 3180.4592 NAPEGSFFLLHACAHNPTGV244.2357 3180.5448 19.8821 6677 3 1060.8531 28.7017
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 938.4513 NMGLYGQR 351.1519 938.4753 18.5623 1717 2 469.7413 24.2245
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1413.6831 LTSEYHIYMTR 370.9356 1413.6963 20.8823 774 1 1413.6963 12.99
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(11)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1407.7269 MALAMMIRNAASK 1538.8060 1407.7293 22.7922 6417 2 704.3683 1.24
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1014.5214 GLTPEQVDR 191.0491 1014.5235 19.6119 2829 1 1014.5235 3.92
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1654.8184 LEDGHHIGISQSYAK 396.3145 1654.8234 16.5094 2723 3 552.2793 2.78
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 835.4421 NVGVGAYR 124.9734 835.4448 18.2126 2593 1 835.4448 3.96
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1573.8108 LGVTEAFLADPSPEK 249.6021 1573.8180 38.3329 2268 2 787.4126 4.44
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 743.3570 ADPSPEK 1052.5860 743.3579 36.3156 1615 1 743.3579 1.17
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 721.3992 VGVGAYR 82.5369 721.3968 18.7108 1514 1 721.3968 ‐3.0689
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 Carbamidomethyl+C(10)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2707.1100 48099.9890 49 48.37 None 1390.7004 MALAMMIRNAASK 190.9521 1390.7025 21.1381 1159 1 1390.7025 4.36
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2607.3552 SVEPAPKDPILGVTEAFLADP9496.9650 2607.3527 36.3342 24813 3 869.7891 ‐0.5493
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1256.6157 LAYGDNSEFIK 3875.0950 1256.6189 23.1515 20960 2 628.8131 1.27
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 6329.5320 1404.7271 20.1764 18694 2 702.8672 0.2973
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1310.6297 GLDFSALMDDVK 11806.5300 1310.6306 34.7523 18210 2 655.8189 0.2579
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(3)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1898.9746 DPILGVTEAFLADPSPEK 1114.1950 1898.9681 36.0127 11346 2 949.9877 ‐2.5957
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 934.5105 VNVGVGAYR 6518.7220 934.5100 18.7217 11193 2 467.7586 ‐1.8214
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 819.4645 MVDLTLK 4683.4790 819.4664 23.7509 2710 2 410.2368 0.8730
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 868.4563 LFADFQK 1872.8910 868.4414 24.2195 10364 1 868.4414 ‐16.1326
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 938.4513 NMGLYGQR 513.9615 938.4753 18.5623 1717 2 469.7413 24.4043
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(11)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(6) 3395.5858 QIGMFCYSGLTPEQVDRLTS1285.7640 3395.5852 37.8893 5205 3 1132.5333 1.70
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2373.1577 EAEKRLAGSTFMEYLPMGG524.8704 2373.1457 30.9269 4860 3 791.7201 ‐4.9421
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(9)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 835.4421 NVGVGAYR 108.0265 835.4448 18.2126 2593 1 835.4448 4.1514
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 743.3570 ADPSPEK 1372.2010 743.3579 36.3156 1615 1 743.3579 1.26
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 721.3992 VGVGAYR 99.6025 721.3968 18.7108 1514 1 721.3968 ‐2.8982
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 1140.5242 DFSALMDDVK 534.7629 1140.5161 34.7473 1350 1 1140.5161 ‐4.9497
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(10)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2050.9725 EAEKRLAGSTFMEYLPMGG217.0262 2050.9806 30.8840 1233 2 1025.9939 5.0945
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 Carbamidomethyl+C(10) 1149.5681 VQTLSGTGACR 294.3847 1149.5702 19.4313 1027 2 575.2887 0.9940
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1599.9220 48099.9890 49 48.37 None 2355.1472 EAEKRLAGSTFMEYLPMGG369.8474 2355.1512 28.9991 4268 3 785.7219 1.98
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 None 1423.6700 ELAEDGYSGVEVR 15529.8100 1423.6695 21.6724 24791 2 712.3384 ‐0.5522
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 957.6720 1288.6737 25.6313 19879 2 644.8405 4.0265
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 None 1269.5780 DGYMVSSGQPTK 1853.7440 1269.5817 16.9054 4155 2 635.2945 2.12
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 Carbamidomethyl+C(2) 948.4819 GCEVIVSGK 262.0518 948.4792 25.8356 5240 1 948.4792 ‐1.7104
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 None 2187.0387 DGYMVSSGQPTKEYIDAAV 278.6858 2187.0772 34.7277 1777 3 729.6972 17.7950
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 None 1251.5674 DGYMVSSGQPTK 191.5333 1251.5720 15.7535 1538 2 626.2896 2.21
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 Carbamidomethyl+C(3) 1271.6413 GLCAIAQAESLR 311.6122 1271.6465 23.7937 5457 2 636.3269 3.21
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 982.0833 27690.3154 13 28.00 None 2170.0121 DGYMVSSGQPTKEYIDAAV 285.5845 2170.0013 36.3801 1567 3 724.0053 ‐4.8109
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 416.1291 27690.3154 13 28.00 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 1806.8840 1288.6737 25.6313 19879 2 644.8405 4.1076
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 416.1291 27690.3154 13 28.00 None 2462.2020 FKDGYMVSSGQPTKEYIDAA146.0551 2462.2112 30.3469 7430 3 821.4086 3.06
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 416.1291 27690.3154 13 28.00 None 3738.8823 DDVVYSAPAQAAAPVTLVQ2129.7470 3738.8854 40.5439 1684 3 1246.9667 2.54
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 416.1291 27690.3154 13 28.00 Carbamidomethyl+C(2) 948.4819 GCEVIVSGK 273.9503 948.4794 26.0729 2742 1 948.4794 ‐1.2882
NP_180719.1 40S ribosomal protein S3 1 Arabidopsis thaliana 416.1291 27690.3154 13 28.00 Carbamidomethyl+C(2) 640.3123 GCEVIV 49.7068 640.3094 26.4752 2841 1 640.3094 ‐4.5156
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 None 1335.6097 DLSEMEAVDAQK 8656.7970 1335.6090 22.2243 11092 2 668.3081 ‐0.9620
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 None 1526.8074 ISSATAFTHVLHSR 15170.7500 1526.8089 14.9047 7434 3 509.6078 0.1032
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 Carbamidomethyl+C(7) 2218.0519 ESVLPICDDIMAVDWIADR 2844.7730 2218.0511 40.8204 5805 2 1109.5292 1.68
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 None 2087.9781 YESKEDLASYAAHPDHVR 812.6169 2087.9986 19.2192 5803 4 522.7551 8.25
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 Carbamidomethyl+C(7) 3505.8070 ESVLPICDDIMAVDWIADRI 839.1522 3505.7928 23.9275 6680 3 1169.2691 ‐1.6912
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 None 2362.2038 GLSEKFPGIDQITVGENFSPA421.0876 2362.1987 18.7236 1924 3 788.0711 ‐1.6479
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1463.6880 28979.1835 12 34.98 None 1529.7594 IDQITVGENFSPAR 418.9969 1529.7597 19.0696 2383 2 765.3835 0.2125
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1244.4350 28979.1835 12 34.98 None 1526.8074 ISSATAFTHVLHSR 23377.6000 1526.8089 14.9047 7434 3 509.6078 0.0155
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1244.4350 28979.1835 12 34.98 Carbamidomethyl+C(7) 3505.8070 ESVLPICDDIMAVDWIADRI 1429.9890 3505.7928 23.9275 6680 3 1169.2691 ‐0.6161
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1244.4350 28979.1835 12 34.98 None 2362.2038 GLSEKFPGIDQITVGENFSPA565.7455 2362.1987 18.7236 1924 3 788.0711 ‐1.2447
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1244.4350 28979.1835 12 34.98 Oxidation+M(16) 2536.2276 GFSIASIAYFKDLSEMEAVDA420.9105 2536.2317 25.5274 1873 2 1268.6195 4.44
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis thaliana 1244.4350 28979.1835 12 34.98 None 1285.6787 GLSEKFPGIDQI 458.6775 1285.6789 18.4352 16122 2 643.3431 ‐0.5077
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 2671.4149 TGDEKPITVSVDDGIRPTTTL2026.9320 2671.4165 28.2543 27570 4 668.6096 0.3064
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 2323.2252 TNLNPSEVGDIVVGTVLAPG9530.6660 2323.2179 20.9535 25942 3 775.0775 ‐2.7584
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 2336.3047 TFAAVGVDPAIMGIGPAVA 8057.3270 2336.2950 21.4494 24197 2 1168.6511 ‐2.1347
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1629.8094 MAAFYAGFPETVAVR 3847.9340 1629.8143 19.1046 22960 2 815.4108 3.69
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1487.7740 DTYPDDLLAPVLR 18441.0900 1487.7734 34.2031 15439 2 744.3904 ‐0.4805
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1934.0018 GNFKDTYPDDLLAPVLR 2639.0040 1933.9961 32.5642 14264 3 645.3369 ‐3.1806
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 860.4108 GDGVDELR 183.8000 860.4049 30.9190 6739 1 860.4049 ‐6.1381
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVA248.3257 2334.1174 33.8466 785 2 1167.5624 ‐4.6617
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1383.6247 QEQDQAAVDSHR 314.0621 1383.6592 22.1927 760 2 692.3332 24.5520
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1329.6870 GDGVDELRNARK 817.3435 1329.6865 23.4788 7947 2 665.3469 ‐0.8090
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1013.5626 NKLGLDPEK 1190.7870 1013.5606 19.2322 2862 2 507.2839 ‐3.2301
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 658.3406 GLDPEK 88.7409 658.3433 19.0841 3074 1 658.3433 4.0000
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 615.3209 APGSQR 1360.2610 615.3191 19.5931 1355 1 615.3191 ‐3.1668
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 1311.6764 GDGVDELRNARK 145.5766 1311.6706 21.8059 10976 2 656.3390 ‐4.8965



NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 842.4003 GDGVDELR 146.4091 842.4003 31.5699 2486 1 842.4003 0.7282
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1788.1150 49091.9856 28 27.49 None 995.5520 NKLGLDPEK 119.1401 995.5533 19.3194 1845 1 995.5533 2.26
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 915.0519 49091.9856 28 27.49 None 2671.4149 TGDEKPITVSVDDGIRPTTTL2345.6120 2671.4165 28.2543 27570 4 668.6096 ‐0.2676
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 915.0519 49091.9856 28 27.49 None 1487.7740 DTYPDDLLAPVLR 20034.3000 1487.7734 34.2031 15439 2 744.3904 ‐0.4555
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 915.0519 49091.9856 28 27.49 None 1934.0018 GNFKDTYPDDLLAPVLR 5756.7260 1933.9960 32.5629 13637 3 645.3368 ‐3.4263
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 915.0519 49091.9856 28 27.49 None 1286.7063 VEAQGLLSKDAR 288.1525 1286.7092 27.2980 8473 2 643.8582 1.14
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 915.0519 49091.9856 28 27.49 None 558.2994 SKDAR 81.7367 558.2997 26.3103 41412 1 558.2997 0.1095
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 2323.2252 TNLNPSEVGDIVVGTVLAPG8496.8040 2323.2179 20.9535 25942 3 775.0775 ‐2.3782
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 2336.3047 TFAAVGVDPAIMGIGPAVA 6985.1580 2336.2950 21.4494 24197 2 1168.6511 ‐1.5773
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 1629.8094 MAAFYAGFPETVAVR 3453.5240 1629.8143 19.1046 22960 2 815.4108 3.29
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 Carbamidomethyl+C(1) 1357.7079 CVATLLHEMKR 356.6561 1357.7320 15.7300 10074 2 679.3696 17.2626
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 2671.4149 TGDEKPITVSVDDGIRPTTTL198.4960 2671.3930 23.1507 3307 4 668.6037 ‐8.0907
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 2336.1511 DGTTTAGNSSQVSDGAGAV459.5166 2336.1766 19.8095 1886 3 779.3970 11.53
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 956.6467 49091.9856 28 27.49 None 615.3209 APGSQR 130.7127 615.3191 19.5931 1355 1 615.3191 ‐3.2906
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 948.0433 32702.2169 8 11.88 None 1809.0164 VMLRPASPGTGVIAGGAVR13918.4500 1809.0190 15.4083 20460 3 603.6779 1.0322
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 948.0433 32702.2169 8 11.88 None 1701.9130 ATASALSSLSSLSLHTR 1197.1980 1701.9142 22.0614 1318 2 851.4607 1.1694
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 948.0433 32702.2169 8 11.88 None 1021.5061 IRDGFEER 172.3965 1021.5215 24.9985 4857 2 511.2644 13.8502
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 948.0433 32702.2169 8 11.88 None 958.5680 SSGIGGKPKK 107.5122 958.5778 16.2453 866 2 479.7925 8.28
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 671.7184 32702.2169 8 11.88 None 1809.0164 VMLRPASPGTGVIAGGAVR10712.1400 1809.0190 15.4083 20460 3 603.6779 1.1103
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 671.7184 32702.2169 8 11.88 Oxidation+M(5) 2712.4097 IVLEMAGVENALGKQLGSN 279.3157 2712.4166 19.9784 13667 3 904.8104 4.1742
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 671.7184 32702.2169 8 11.88 None 1389.7671 VMLRPASPGTGVIAG 741.5118 1389.7750 15.4068 1978 2 695.3911 5.21
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 671.7184 32702.2169 8 11.88 Oxidation+M(5) 940.4808 IVLEMAGVE 149.3192 940.4829 21.2289 1460 1 940.4829 3.14
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 None 1004.5524 GDGGLFVLAR 5272.8110 1004.5524 28.6487 14002 2 502.7798 ‐1.2397
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 None 1832.9753 GDGGLFVLAREGSSLLEL 2158.9710 1832.9764 25.5153 7541 2 916.9918 1.51
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 None 1081.6616 EGTLKPPVIK 468.5616 1081.6641 19.7800 5106 2 541.3357 1.21
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 None 1625.8606 QSLNPLQDVAANISR 5024.0230 1625.8715 18.8884 30317 2 813.4394 6.18
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 Carbamidomethyl+C(1) 1559.7411 CLADSVYGTELGFK 731.5112 1559.7460 29.2394 10605 2 780.3766 3.81
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 Carbamidomethyl+C(2) 1715.8422 RCLADSVYGTELGFK 539.8288 1715.8568 29.5789 2117 2 858.4320 9.0161
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 Carbamidomethyl+C(2) 1569.7366 RCLADSVYGTELGF 174.4599 1569.7304 30.1383 1619 2 785.3688 ‐3.8661
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 483.7146 40562.2933 15 11.44 None 1608.8340 QSLNPLQDVAANISR 415.8896 1608.8316 20.7291 8703 2 804.9195 ‐1.2505
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 None 1004.5524 GDGGLFVLAR 5124.1660 1004.5524 28.6487 14002 2 502.7798 ‐1.0786
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 None 1081.6616 EGTLKPPVIK 673.5422 1081.6641 19.7800 5106 2 541.3357 1.16
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 None 1625.8606 QSLNPLQDVAANISR 1358.0390 1625.8571 25.7881 12031 3 542.6239 ‐2.8947
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 Carbamidomethyl+C(1) 1559.7411 CLADSVYGTELGFK 1233.7470 1559.7460 29.2394 10605 2 780.3766 3.28
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 Carbamidomethyl+C(2) 1715.8422 RCLADSVYGTELGFK 600.4344 1715.8568 29.5789 2117 2 858.4320 8.68
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 Carbamidomethyl+C(2) 2315.1449 RCLADSVYGTELGFKAGSEV159.2619 2315.1285 50.5577 1073 3 772.3810 ‐7.0228
NP_181092.1 putative plastid lipid associated protein 3 Arabidopsis thaliana 254.3088 40562.2933 15 11.44 Carbamidomethyl+C(2) 1697.8316 RCLADSVYGTELGFK 290.2230 1697.8248 28.1618 2517 2 849.4160 ‐3.6236
NP_181142.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidopsis  255.4576 25944.0168 5 14.54 None 1135.6358 ISGVYNIEIK 234.0025 1135.6344 16.3793 18171 2 568.3208 ‐2.1290
NP_181142.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidopsis  255.4576 25944.0168 5 14.54 None 2506.3049 NTTVLTPTFQGQNLVIFNAG1700.7790 2506.3114 23.1279 3508 3 836.1087 3.10
NP_181142.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidopsis  255.4576 25944.0168 5 14.54 None 1639.8479 FSTITLTPFYQGHK 1180.7800 1639.8373 16.2363 5010 3 547.2839 ‐7.1629
NP_181142.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidopsis  255.4576 25944.0168 5 14.54 None 918.4931 GVYNIEIK 177.9295 918.4882 15.6684 1721 1 918.4882 ‐4.2653
NP_181142.1 late embryogenesis abundant hydroxyproline rich glycoprotein Arabidopsis  255.4576 25944.0168 5 14.54 None 860.4876 VYNIEIK 1234.2870 860.4846 17.9128 975 2 430.7459 ‐5.1237
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA14691.5500 2329.1964 20.5442 70970 2 1165.1018 ‐1.0415
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1045.5459 NLNAMNQLK 1597.3440 1045.5464 20.0498 48863 2 523.2768 ‐0.6437
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1332.7005 GILAADESTGTIGK 32483.9300 1332.7002 21.8178 43350 2 666.8538 ‐0.6757
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1488.8016 GILAADESTGTIGKR 16582.7000 1488.8012 20.0250 34918 3 496.9386 ‐1.2653
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 2152.1145 IGVNEPSQLAIHENAYGLAR 11233.2100 2152.1131 26.3384 25732 3 718.0425 ‐0.5472
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1600.8402 LASINVENVESNRR 1262.7290 1600.8415 20.8830 22443 3 534.2853 0.0491
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 4541.4200 3135.5983 35.8698 21775 3 1045.8710 0.2149
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1296.6140 SSDGTPFVDMLK 12961.8300 1296.6159 30.1940 20474 2 648.8116 0.8663
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1320.7270 VAPEVIAEHTVR 4077.7130 1320.7266 20.1792 16878 3 440.9137 ‐1.5709
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1210.6426 LGEGAAESLHVK 10987.3400 1210.6425 18.8511 14723 2 605.8249 ‐0.8899
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 2844.4924 ALSDHHVLLEGTLLKPNMVT5623.4690 2844.5015 17.2158 13214 4 711.8808 3.94
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 2262.0844 GTVELAGTNGETTTQGLDG 1322.7400 2262.0671 26.0041 2437 2 1131.5372 ‐5.8584
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1750.9010 FADELIANAAYIGTPGK 705.5131 1750.8868 18.5447 2062 1 1750.8868 ‐3.5694
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1495.7387 ANSEATLGAYKGDAK 16014.1000 1495.7383 16.1358 9790 3 499.2509 ‐1.2469
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1779.8912 LGEGAAESLHVKDYKY 1072.3330 1779.8814 21.2035 8680 3 593.9653 ‐5.9555
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1660.9017 EENVKKAQEAFLVR 359.6795 1660.9109 22.0230 4067 3 554.3085 4.15
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1966.0280 SKFADELIANAAYIGTPGK 684.1303 1966.0429 18.3174 3634 2 983.5251 8.09
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1186.5950 GILAADESTGTIG 315.6246 1186.6027 19.1091 32541 2 593.8050 5.97
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 732.4363 TGTIGKR 142.5456 732.4396 21.1461 6007 1 732.4396 4.76
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 818.4189 NAMNQLK 278.1705 818.4181 20.0619 4518 1 818.4181 ‐0.3516
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 6479.2740 38729.0214 44 68.99 None 1128.6048 VAPEVIAEHTV 200.7856 1128.5998 20.8893 3069 2 564.8035 ‐5.3921
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1045.5459 NLNAMNQLK 3612.6780 1045.5458 20.0645 44707 2 523.2765 ‐1.0889
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1332.7005 GILAADESTGTIGK 26635.1300 1332.7002 21.8178 43350 2 666.8538 ‐0.6070
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1488.8016 GILAADESTGTIGKR 9391.7940 1488.8012 20.0250 34918 3 496.9386 ‐1.2472
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 2152.1145 IGVNEPSQLAIHENAYGLAR 5667.8530 2152.1131 26.3384 25732 3 718.0425 ‐0.8179
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1600.8402 LASINVENVESNRR 1508.3020 1600.8415 20.8830 22443 3 534.2853 0.0184
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 3659.7000 3135.5983 35.8698 21775 3 1045.8710 ‐0.4841
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1296.6140 SSDGTPFVDMLK 11384.4300 1296.6159 30.1940 20474 2 648.8116 0.9451
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1320.7270 VAPEVIAEHTVR 3855.6420 1320.7266 20.1792 16878 3 440.9137 ‐1.4796
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1210.6426 LGEGAAESLHVK 13695.1100 1210.6425 18.8511 14723 2 605.8249 ‐0.7868
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 933.5152 AQEAFLVR 6223.2240 933.5153 21.2766 2427 1 933.5153 1.79
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA1031.5300 2329.1339 30.5574 5609 3 777.0495 ‐29.7887



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 841.5142 SAGVLPGIK 312.7618 841.5130 24.0137 3977 1 841.5130 ‐0.4627
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1540.8271 TKKPWSLSFSFGR 843.7722 1540.8365 28.2595 3927 2 770.9219 6.1804
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1124.5582 ANSEATLGAYK 138.8639 1124.5318 28.9141 2633 1 1124.5318 ‐21.4559
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 2262.0844 GTVELAGTNGETTTQGLDG 1515.7130 2262.0671 26.0041 2437 2 1131.5372 ‐6.0516
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 852.4462 EATLGAYK 121.1421 852.4418 29.9459 43110 1 852.4418 ‐4.2323
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1186.5950 GILAADESTGTIG 922.1633 1186.5967 20.0246 13846 2 593.8020 0.7243
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1533.7140 NGETTTQGLDGLGDR 290.4359 1533.7084 25.4126 5449 2 767.3579 ‐3.5456
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1205.6121 AADESTGTIGKR 4429.0550 1205.6113 20.0335 4636 2 603.3093 ‐1.3121
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 818.4189 NAMNQLK 3436.8830 818.4181 20.0619 4518 1 818.4181 ‐0.1800
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 783.4359 AESLHVK 2183.2200 783.4369 18.3180 2418 1 783.4369 1.92
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 899.4217 DGSHDIQK 236.3632 899.4199 36.6406 1629 1 899.4199 ‐0.8750
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3503.1670 38729.0214 44 68.99 None 1030.5065 HENAYGLAR 108.2933 1030.5037 25.7912 1235 1 1030.5037 ‐1.0237
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 2005.0600 VTAAVPSGASTGIYEALELR 33585.4500 2005.0575 32.7689 97376 2 1003.0324 ‐0.0756
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 3000.3574 SFVAEYPIVSIEDPFDQDDW85910.0300 3000.3525 37.8375 87230 3 1000.7890 ‐0.1127
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1573.8432 VNQIGSVTESIEAVK 16152.4800 1573.8409 26.8623 81662 2 787.4241 ‐1.3269
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1852.9700 LAMQEFMILPVGAASFK 38043.0100 1852.9644 22.2733 76796 2 926.9858 ‐2.1895
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 2324.0426 YGQDATNVGDEGGFAPNIQ50834.8100 2324.0357 23.7952 51399 2 1162.5215 ‐0.9878
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1896.9338 IEEELGSEAIYAGVNFR 14659.8800 1896.9313 30.8600 39785 2 948.9693 ‐0.4137
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGT2964.0010 3220.4028 37.1736 37523 3 1074.1391 ‐0.3240
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTN10767.0000 2420.1608 31.2147 28142 2 1210.5840 ‐0.9406
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 Carbamidomethyl+C(2) 918.5077 SCNALLLK 3544.2040 918.5075 20.9027 27828 2 459.7574 ‐1.7575
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1174.6830 AGAVVSGIPLYK 13342.0400 1174.6833 16.6487 23787 2 587.8453 ‐0.6071
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1212.6194 MGVEVYHHLK 14159.1000 1212.6208 17.8783 19534 3 404.8785 ‐0.2281
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1101.5258 AGWGVMTSHR 3317.8690 1101.5264 19.4718 8164 2 551.2668 ‐0.5350
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 801.4716 EGLELLK 1888.4510 801.4723 24.6911 5019 2 401.2398 ‐0.9327
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1549.9061 AVGNVNNIIGPALIGK 1892.4750 1549.9060 18.4648 1357 3 517.3068 ‐0.9158
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1900.8672 TYDLNFKEENNNGSQK 416.3291 1900.8336 23.5728 2529 2 950.9204 ‐16.7406
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 2452.1375 KYGQDATNVGDEGGFAPN 4589.6440 2452.1412 22.4230 8028 3 818.0519 2.1227
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1119.5892 GSVTESIEAVK 259.5167 1119.5934 27.1006 18376 2 560.3003 2.11
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1081.5789 GVEVYHHLK 2970.2750 1081.5838 17.8781 7479 2 541.2955 3.05
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 907.4785 EVYHHLK 164.5428 907.4827 15.7054 6033 2 454.2450 3.1696
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 2304.0455 PIVSIEDPFDQDDWEHYAK 19366.1900 2304.0395 37.8305 4591 2 1152.5234 ‐0.7005
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 592.3202 GVNFR 141.0725 592.3184 33.9865 2911 1 592.3184 ‐3.3507
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 615.4076 LELLK 82.6917 615.4100 26.7494 2381 1 615.4100 3.64
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 876.5189 VSGIPLYK 244.0365 876.5188 16.6506 1955 1 876.5188 0.6875
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1226.6164 SEAIYAGVNFR 283.8054 1226.6088 32.6578 1435 1 1226.6088 ‐3.8666
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 833.3941 WEHYAK 224.1853 833.3930 36.4966 1152 1 833.3930 ‐0.5426
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1609.6765 TYDLNFKEENNNGS 291.3103 1609.6683 23.5655 1090 2 805.3378 ‐4.8626
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1063.5782 GIYEALELR 509.6711 1063.5752 33.2974 1074 2 532.2913 ‐3.9299
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1083.5153 AGWGVMTSHR 164.8749 1083.5145 18.1249 2859 1 1083.5145 1.0673
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1878.9232 IEEELGSEAIYAGVNFR 295.7969 1878.9340 28.1695 945 3 626.9829 5.45
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1879.9072 IEEELGSEAIYAGVNFR 480.0412 1879.9044 30.1278 861 3 627.3063 ‐1.8279
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 13077.3700 48004.5112 57 55.18 None 1883.8406 TYDLNFKEENNNGSQK 379.9779 1883.8342 23.2403 818 2 942.4208 ‐2.4944
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 2005.0600 VTAAVPSGASTGIYEALELR 34469.1400 2005.0575 32.7689 97376 2 1003.0324 ‐0.1964
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 3000.3574 SFVAEYPIVSIEDPFDQDDW57085.0900 3000.3525 37.8375 87230 3 1000.7890 ‐0.7528
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1573.8432 VNQIGSVTESIEAVK 16428.3600 1573.8409 26.8623 81662 2 787.4241 ‐1.3262
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1174.6830 AGAVVSGIPLYK 17351.4400 1174.6827 26.1533 55891 2 587.8450 ‐1.0140
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1896.9338 IEEELGSEAIYAGVNFR 10052.0300 1896.9313 30.8600 39785 2 948.9693 ‐0.5041
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGT2697.2520 3220.4028 37.1736 37523 3 1074.1391 ‐1.0599
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTN8482.0540 2420.1608 31.2147 28142 2 1210.5840 ‐1.1783
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 Carbamidomethyl+C(2) 918.5077 SCNALLLK 7990.6910 918.5075 20.9027 27828 2 459.7574 ‐1.5721
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1212.6194 MGVEVYHHLK 29628.1900 1212.6208 17.8783 19534 3 404.8785 ‐0.0897
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1101.5258 AGWGVMTSHR 5266.0770 1101.5264 19.4718 8164 2 551.2668 ‐0.4012
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 2897.4527 VTAAVPSGASTGIYEALELRD2607.1490 2897.4493 33.8716 6339 3 966.4879 ‐0.4252
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 2741.3015 VVIGMDVAASEFYSEDKTYD744.5175 2741.3143 34.4659 2934 3 914.4429 5.19
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1081.5789 GVEVYHHLK 6361.2370 1081.5838 17.8781 7479 2 541.2955 3.00
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 2304.0455 PIVSIEDPFDQDDWEHYAK 8662.2080 2304.0395 37.8305 4591 2 1152.5234 ‐0.9055
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1272.6107 EDKTYDLNFK 248.9249 1272.6080 35.0441 1501 1 1272.6080 0.5841
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1226.6164 SEAIYAGVNFR 298.6315 1226.6088 32.6578 1435 1 1226.6088 ‐3.6911
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1063.5782 GIYEALELR 1564.1340 1063.5752 33.2974 1074 2 532.2913 ‐3.7854
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 7860.2330 48004.5112 57 55.18 None 1878.9232 IEEELGSEAIYAGVNFR 137.2850 1878.9340 28.1695 945 3 626.9829 5.28
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 1852.9700 LAMQEFMILPVGAASFK 28815.2900 1852.9644 22.2733 76796 2 926.9858 ‐1.9409
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 2252.1292 SGETEDTFIADLAVGLSTGQ 3113.0220 2252.1147 22.5423 24857 2 1126.5610 ‐4.1853
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 1174.6830 AGAVVSGIPLYK 12376.1300 1174.6833 16.6487 23787 2 587.8453 ‐0.7919
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 1896.9338 IEEELGSEAIYAGVNFR 1014.9580 1896.9349 18.4593 9196 2 948.9711 1.67
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 1549.9061 AVGNVNNIIGPALIGK 1547.8200 1549.9060 18.4648 1357 3 517.3068 ‐0.9900
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 876.5189 VSGIPLYK 241.7373 876.5188 16.6506 1955 1 876.5188 0.5937
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 1201.6787 DLAVGLSTGQIK 252.6417 1201.6834 22.9787 1541 2 601.3453 2.83
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1686.6650 48004.5112 57 55.18 None 2234.1187 SGETEDTFIADLAVGLSTGQ 591.1915 2234.1243 22.9871 892 2 1117.5658 4.72
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 1453.7546 FVIGGPHGDAGLTGR 36359.0700 1453.7548 15.0790 70319 3 485.2565 ‐0.9019
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 2649.3366 VHTVLISTQHDETVTNDEIAA1655.9570 2649.3340 26.1935 12631 4 663.0890 ‐1.3485
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 731.3934 TGTIPDK 515.5839 731.3939 27.7798 5034 1 731.3939 0.9332
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 1141.6113 TIFHLNPSGR 3368.5580 1141.6118 14.8629 2052 2 571.3096 ‐0.4223
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 Carbamidomethyl+C(2)



NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 2124.0729 EAFDFRPGMMAINLDLKR 1483.5910 2124.1152 20.6073 9957 3 708.7099 20.0135
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 979.4744 TAAYGHFGR 221.5108 979.4450 18.9726 1274 1 979.4450 ‐28.7295
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 1094.5337 GGPHGDAGLTGR 13700.5900 1094.5386 15.0727 3313 2 547.7730 3.18
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 Carbamidomethyl+C(9) 1885.8848 ISDAILDACLEQDPESK 189.5293 1885.8801 31.4912 2553 2 943.4437 ‐1.6008
NP_181225.1 S adenosylmethionine synthase 3 Arabidopsis thaliana 1786.0350 42953.7605 10 24.36 None 689.3577 DAGLTGR 257.0297 689.3575 16.1290 2069 1 689.3575 ‐0.2245
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 800.5588 30717.9789 9 23.88 None 1989.9552 GFGFVTYDSSQEVQNAIK 5951.6190 1989.9544 30.4239 24966 2 995.4809 0.7367
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 800.5588 30717.9789 9 23.88 None 1018.4800 SLDGADLDGR 11108.0800 1018.4830 18.0356 14775 2 509.7452 1.31
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 800.5588 30717.9789 9 23.88 None 817.3951 WNSPASR 1878.7920 817.3961 17.2762 7372 1 817.3961 1.62
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 800.5588 30717.9789 9 23.88 None 3844.9215 VYVGNLSWGVDDMALESLF1163.1900 3844.8976 27.9820 3250 6 641.6557 ‐6.2104
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 800.5588 30717.9789 9 23.88 None 1381.6594 YDSSQEVQNAIK 174.4975 1381.6656 28.4558 2654 2 691.3365 4.1878
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 664.6772 30717.9789 9 23.88 None 1989.9552 GFGFVTYDSSQEVQNAIK 9605.4890 1989.9544 30.4239 24966 2 995.4809 0.6202
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 664.6772 30717.9789 9 23.88 None 2364.1242 NVAITSEFEVEEDGFADVAP 653.9050 2364.0985 36.2086 2920 2 1182.5529 ‐9.0240
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 664.6772 30717.9789 9 23.88 None 1018.4800 SLDGADLDGR 203.3565 1018.5039 15.8884 1131 2 509.7556 22.4635
NP_181259.1 chloroplast RNA binding protein Arabidopsis thaliana 664.6772 30717.9789 9 23.88 None 1450.7536 AASASSLALSSFNPK 184.8944 1450.7337 32.7122 1121 1 1450.7337 ‐10.2643
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 1828.9720 8255.5719 2 27.85 None 1458.7369 GGVIMDVVNAEQAR 6425.8770 1458.7299 27.3176 32981 2 729.8686 ‐4.9995
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 1828.9720 8255.5719 2 27.85 None 887.5131 VGLAQMLR 6815.8110 887.5133 16.8069 11351 2 444.2603 ‐1.3760
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1458.7369 GGVIMDVVNAEQAR 6425.8770 1458.7299 27.3176 32981 2 729.8686 ‐4.9995
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 887.5131 VGLAQMLR 6815.8110 887.5133 16.8069 11351 2 444.2603 ‐1.3760
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1420.5937 SMDDDEVFTYAK 4224.6560 1420.5958 25.0117 10162 2 710.8015 1.23
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1134.6266 AIVQAVTNYR 4161.2940 1134.6270 21.5926 9456 2 567.8171 ‐0.5799
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1258.6386 GEAGTGNVVEAVR 1416.7740 1258.6380 18.8261 4217 2 629.8226 ‐1.1350
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 950.4322 MSDPEMIK 2459.0070 950.4344 18.7057 3673 2 475.7208 0.9560
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1317.7413 IAAPYDLVVQTK 937.9419 1317.7383 27.2889 2181 2 659.3728 ‐2.7339
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1487.7812 TKGEAGTGNVVEAVR 137.5829 1487.7905 22.9784 5673 2 744.3989 6.1313
NP_181358.1 Pyridoxal biosynthesis protein PDX1 1 Arabidopsis thaliana 2287.4000 33147.1498 9 24.92 None 1116.6160 AIVQAVTNYR 107.9910 1116.6107 20.2362 2551 2 558.8090 ‐5.7448
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 2610.5450 12325.1889 2 17.80 Carbamidomethyl+C(2) 1021.5136 ACGVNIPYK 8878.6620 1021.5142 20.3946 31147 2 511.2608 ‐0.5609
NP_181388.1 non specific lipid transfer protein 1 Arabidopsis thaliana 2610.5450 12325.1889 2 17.80 Carbamidomethyl+C(4)
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 1098.5466 FVFEDEGKK 9112.8960 1098.5484 20.6716 20459 2 549.7778 0.7178
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 2897.3437 TLLGAEEFVLEDGEYLMNID 6081.8890 2897.3496 44.0098 10173 2 1449.1785 5.0248
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 1063.5531 VYVGQDLNR 7309.7560 1063.5531 17.9357 8462 2 532.2802 ‐0.9790
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 1247.6419 TSFFGYNVGKK 220.6193 1247.6242 27.6454 5550 2 624.3158 ‐14.7276
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 1341.5926 RESMPFGMDSGK 118.5840 1341.5686 22.8674 1337 2 671.2879 ‐18.2384
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 663.1024 50633.9739 6 9.39 None 1230.6154 TSFFGYNVGKK 92.2662 1230.6173 29.8307 1095 1 1230.6173 4.1464
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 1615.9054 SPLFGPNLLGITTGTK 4092.5630 1615.9038 20.4311 6763 2 808.4555 ‐0.6333
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 2061.0036 LPAIGGSGGVAWDDGVYDG2085.8180 2061.0000 20.0744 2095 2 1031.0036 ‐0.0670
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 2593.3297 SGNALDALGVYFVHGSLTTS291.8887 2593.4030 17.5709 2157 4 649.1062 28.1930
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 2105.0186 IGQDNSRITYLEFEYEK 529.8929 2105.0310 20.0192 4142 3 702.3485 6.1876
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 1131.6045 GSLTTSPPVYK 78.3437 1131.5959 17.0800 1013 1 1131.5959 ‐5.6588
NP_181465.1 jacalin related lectin 23 Arabidopsis thaliana 253.9878 50614.2890 6 8.6 None 1597.8948 SPLFGPNLLGITTGTK 190.3792 1597.9021 20.3804 7000 2 799.4547 4.13
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 177.0225 42402.4191 5 10.85 None 3151.6422 TTGIVLDSGDGVSHTVPIYEG804.3770 3151.6462 20.2824 14593 4 788.6670 2.78
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 177.0225 42402.4191 5 10.85 None 1184.6899 AVFPSVVGRPR 2690.1240 1184.6938 14.9085 1631 2 592.8505 2.95
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 177.0225 42402.4191 5 10.85 None 2500.2945 YSVWVGGSILASLSSFAPMW306.5874 2500.2632 24.5335 6317 2 1250.6352 ‐9.4496
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 177.0225 42402.4191 5 10.85 Carbamidomethyl+C(12) 2066.9369 SDLGDESVAIVCDNGTGMV307.0162 2066.9920 20.9677 1202 2 1033.9996 28.3431
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 177.0225 42402.4191 5 10.85 None 1014.5843 FPSVVGRPR 1758.2750 1014.5800 14.9140 1429 2 507.7937 ‐5.7498
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 414.5600 29363.6009 4 13.28 None 1374.7111 EGDLVDVAGTTIGK 4481.0240 1374.7116 34.7839 27811 2 687.8595 0.0346
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 414.5600 29363.6009 4 13.28 None 2417.1880 LGMMSFFEEDGTVVPVTVV2010.8610 2417.1730 23.2814 6885 2 1209.0901 ‐4.0045
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 414.5600 29363.6009 4 13.28 None 1798.9082 TLATDGYDAVQIGYRR 335.7794 1798.9211 19.3949 12118 3 600.3119 6.35
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 414.5600 29363.6009 4 13.28 None 960.5360 VDVAGTTIGK 253.6640 960.5347 34.7865 847 1 960.5347 ‐0.1361
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1735.8497 NSVATGEVYPLDSEVR 14900.8500 1735.8518 25.2078 8826 2 868.4295 1.46
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 Carbamidomethyl+C(2)
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1384.7067 EGDSILINHTTGK 1463.6990 1384.7046 18.4454 5999 2 692.8560 ‐1.8019
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 Carbamidomethyl+C(12) 1716.8010 YSIIIGGENFGCGSSR 2724.1700 1716.8017 17.6122 5519 2 858.9045 0.8835
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 3590.8550 1280.6453 16.9839 3319 2 640.8263 2.89
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1804.9076 EGDSILINHTTGKEYK 1447.0440 1804.9098 22.7364 2117 2 902.9585 1.95
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1623.8489 TLASPNKPSSFATFR 286.2031 1623.8070 24.5937 1307 3 541.9405 ‐26.5750
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 2299.1717 IFFRNSVATGEVYPLDSEVR 7579.1290 2299.1666 22.7409 19743 2 1150.0870 ‐0.3097
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1181.5797 EGDSILINHTT 386.8612 1181.5785 18.4148 6864 2 591.2929 ‐1.8263
NP_181837.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 1810.9900 27075.4396 10 32.27 None 1321.6535 SPNKPSSFATFR 462.4319 1321.6486 23.7919 1458 1 1321.6486 ‐0.9873
NP_181838.1 isopropylmalate isomerase 2 Arabidopsis thaliana 485.7478 27442.6745 4 14.6 None 2317.1518 TGDTVTIELSDSGGLLTNHTT681.3453 2317.1551 34.4998 3389 3 773.0566 1.08
NP_181838.1 isopropylmalate isomerase 2 Arabidopsis thaliana 485.7478 27442.6745 4 14.6 Carbamidomethyl+C(6) 1280.6416 EHAPVCLGAAGAK 7355.0280 1280.6453 16.9839 3319 2 640.8263 2.23
NP_181838.1 isopropylmalate isomerase 2 Arabidopsis thaliana 485.7478 27442.6745 4 14.6 Carbamidomethyl+C(14) 1998.9664 MAYSLPTFPQALPCSSTK 265.9427 1998.9832 37.1656 1507 2 999.9953 9.64
NP_181838.1 isopropylmalate isomerase 2 Arabidopsis thaliana 485.7478 27442.6745 4 14.6 None 1849.9443 SIGDAGPVIDAGGIFAYAR 435.6930 1849.8971 39.9415 1402 2 925.4522 ‐24.8066
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 None 2071.9832 DSFVNAANTFPNFANSVTR 29337.6600 2071.9832 19.1981 91495 2 1036.4952 1.10
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 None 1514.7962 QPELVGSNPTVAFR 10688.0100 1514.7954 26.0798 79362 2 757.9013 ‐0.5315
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 Carbamidomethyl+C(3)
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 Carbamidomethyl+C(3)
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 Carbamidomethyl+C(14) 2695.3297 GPIQLSWNYNYGACGQSLG4926.7270 2695.3295 21.8701 23594 3 899.1147 0.9380
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 Carbamidomethyl+C(7) 1204.5416 SNTQYPCAPGK 328.4229 1204.5423 17.2404 2243 2 602.7748 ‐0.1506
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 None 931.4632 GSNPTVAFR 130.7194 931.4665 25.9885 1376 1 931.4665 4.86
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 None 686.4196 GLDLLR 195.5313 686.4189 20.4030 1181 1 686.4189 ‐0.9462
NP_181887.1 Chitinase family protein Arabidopsis thaliana 7301.9860 29322.4332 25 33.71 None 948.4898 GSNPTVAFR 124.6473 948.4961 24.7701 767 2 474.7517 5.85
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 1514.7962 QPELVGSNPTVAFR 20300.5000 1514.7954 26.0798 79362 2 757.9013 ‐0.5141
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 Carbamidomethyl+C(3)
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 2639.2637 FYTRDSFVNAANTFPNFANS952.0842 2639.1899 32.8430 1398 3 880.4015 ‐27.5164



NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 1956.9562 SFVNAANTFPNFANSVTR 562.8583 1956.9583 32.7882 12511 2 978.9828 1.26
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 931.4632 GSNPTVAFR 3805.3960 931.4585 26.0737 6459 1 931.4585 ‐3.8033
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 1713.8020 FYTRDSFVNAANTFP 383.6460 1713.7990 32.9425 2493 2 857.4032 ‐1.2849
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 1289.6848 ELVGSNPTVAFR 272.7736 1289.6745 25.3044 918 1 1289.6745 ‐5.2034
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2842.1590 29322.4332 25 33.71 None 948.4898 GSNPTVAFR 192.8970 948.4961 24.7701 767 2 474.7517 5.54
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 None 2071.9832 DSFVNAANTFPNFANSVTR 38294.7100 2071.9832 19.1981 91495 2 1036.4952 1.96
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 Carbamidomethyl+C(14) 2695.3297 GPIQLSWNYNYGACGQSLG6117.0300 2695.3295 21.8701 23594 3 899.1147 1.69
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 None 1514.7962 QPELVGSNPTVAFR 103.1442 1514.8175 21.8185 1146 3 505.6107 13.0964
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 None 1367.6702 NTFPNFANSVTR 563.8320 1367.6782 18.2243 7226 2 684.3427 5.27
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 None 1464.6906 GPIQLSWNYNYGA 204.7886 1464.6820 20.1738 2119 1 1464.6820 ‐2.5589
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 Carbamidomethyl+C(3) 1359.7049 GACGQSLGLDLLR 253.2078 1359.7059 20.9346 1731 2 680.3566 0.2551
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 None 711.3672 QPELVGS 53.2537 711.3639 21.3543 1600 1 711.3639 ‐4.4900
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3317.6220 29322.4332 25 33.71 Carbamidomethyl+C(14) 2678.3032 GPIQLSWNYNYGACGQSLG226.2694 2678.3002 20.2960 2341 3 893.4382 0.4486
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1334.7467 LIAVVFPSFGER 15643.7300 1334.7482 20.3338 20869 2 667.8777 0.6458
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 2073.1339 VIGVEPTESAILSGGKPGPHK1285.2780 2073.1337 24.1387 19497 4 519.0389 ‐1.5216
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1086.6306 IQGIGAGFVPK 2461.0930 1086.6298 16.3335 18983 2 543.8185 ‐1.8062
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1355.7318 YLSTQLFQSIR 1447.9800 1355.7301 18.5609 15632 2 678.3687 ‐1.6057
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1356.6352 IGYSMITDAEEK 4599.5720 1356.6360 24.2489 15326 2 678.8216 0.2264
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK3168.1060 2523.2625 42.0423 9099 2 1262.1349 ‐1.0166
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 Carbamidomethyl+C(3) 1292.5134 EECEQMQPEL 5722.3550 1292.5133 23.1865 7252 2 646.7603 ‐0.6052
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1069.6113 VAKRPENAGK 1725.7360 1069.6218 15.6839 336334 2 535.3145 8.07
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 874.4781 QLFQSIR 442.9836 874.4764 17.8301 6101 1 874.4764 ‐1.1127
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1023.4663 SMITDAEEK 183.0305 1023.4642 24.3524 1221 1 1023.4642 ‐0.5435
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 1627.8520 41941.3524 13 30.87 None 1052.5847 VAKRPENAGK 112.7333 1052.5838 17.1130 856 2 526.7955 ‐2.0189
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1591.9490 25459.8123 9 23.35 None 1889.0855 ATPLIVHLVDTSSLPLGR 1473.5800 1889.0915 20.1736 20485 3 630.3687 2.26
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1591.9490 25459.8123 9 23.35 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASP 9192.6850 1979.9455 23.7770 20136 3 660.6533 1.07
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1591.9490 25459.8123 9 23.35 None 1519.7863 AVSVEENPHAIPTR 4598.6610 1519.7897 18.5343 12606 3 507.2681 1.14
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1591.9490 25459.8123 9 23.35 None 1647.8813 AVSVEENPHAIPTRK 5774.2070 1647.8808 16.6837 5098 3 549.9651 ‐0.9909
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1160.8950 25459.8123 9 23.35 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASP 8444.1780 1979.9455 23.7770 20136 3 660.6533 1.0950
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1160.8950 25459.8123 9 23.35 None 1647.8813 AVSVEENPHAIPTRK 6309.3010 1647.8816 16.6165 3527 3 549.9654 ‐0.5509
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1160.8950 25459.8123 9 23.35 None 1390.7437 VEENPHAIPTRK 1765.1080 1390.7396 16.6164 2393 3 464.2514 ‐4.0453
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1160.8950 25459.8123 9 23.35 None 860.4295 VAMASPER 316.0251 860.4287 22.0761 2021 1 860.4287 0.0436
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1160.8950 25459.8123 9 23.35 None 1291.6753 EENPHAIPTRK 3204.7170 1291.6767 16.6196 774 2 646.3420 0.5786
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1345.6780 AIMQAAQEVAEGK 11907.8000 1345.6826 23.9607 13072 2 673.3449 2.14
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 2358.2439 EAALNLGVLTAEEFDTLVVP 5582.2130 2358.2345 41.3990 10600 2 1179.6209 ‐1.9340
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1534.7608 SLQNFEIGGERER 2034.4410 1534.7507 18.6563 27910 3 512.2551 ‐7.4694
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1988.0335 IAAAVAEETNLPFVTAENK 3606.8540 1988.0121 29.8243 3388 2 994.5097 ‐9.6313
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 841.4600 MPEPIVR 359.5864 841.4583 19.4503 2713 2 421.2328 ‐3.6791
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 Carbamidomethyl+C(1) 1247.5698 CVHPNDHVNR 203.6923 1247.5945 18.4095 1044 2 624.3009 19.0688
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 2357.2030 SLQNFEIGGERERMPEPIVR 1187.6400 2357.1955 30.1456 8179 2 1179.1014 ‐1.1661
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 Carbamidomethyl+C(1) 3193.5691 CAAKVNMEYGLDPTIGKAIM588.1317 3193.5899 23.7613 2153 3 1065.2015 8.95
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 3066.5279 THTQDATPLTLGQEFGGYAT1085.3570 3066.5278 21.9088 978 4 767.3874 0.3765
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1048.5058 THTQDATPLT 72.3593 1048.5089 23.8972 4517 1 1048.5089 4.04
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 766.5490 53512.8464 11 20.73 None 1971.0069 IAAAVAEETNLPFVTAENK 634.3983 1971.0059 31.6152 814 2 986.0066 0.5916
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1999.0342 DSTITVGTQHSLDPLTSVK 6567.5620 1999.0310 26.7716 30348 3 667.0152 ‐1.7134
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1885.9906 FSITTFSPAGVAITSTGTK 8716.1690 1885.9897 19.1587 28809 2 943.4985 0.4334
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 2929.4843 GDLLNASYYHIVNPLFNTAV 1559.9590 2929.4677 20.5035 2173 3 977.1608 ‐4.2455
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1390.7325 GDLLLGDVAFQSR 384.0741 1390.7220 20.8061 1178 2 695.8646 ‐7.8819
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1773.8905 SFFTISGEVDTKSIDK 4618.9260 1773.8886 20.0707 17343 2 887.4479 ‐0.4595
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1518.8275 KGDLLLGDVAFQSR 5334.9980 1518.8295 28.5826 16984 3 506.9480 0.4315
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1443.6903 GDLLNASYYHIVN 318.0747 1443.6959 18.8392 15725 2 722.3516 3.85
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1222.8360 29482.4114 24 51.45 None 1160.5794 SGEVDTKSIDK 227.2774 1160.5863 18.9671 1345 2 580.7968 5.0708
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1885.9906 FSITTFSPAGVAITSTGTK 5530.2910 1885.9897 19.1587 28809 2 943.4985 0.7031
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1949.0603 VNSAGIASALIQHEWKPK 811.8785 1949.0652 17.4272 23382 4 488.0218 1.0418
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1390.7325 GDLLLGDVAFQSR 1870.2190 1390.7366 18.0049 15419 2 695.8719 2.61
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 881.5819 VGLALALKP 12055.4000 881.5842 17.6752 11927 2 441.2957 0.6992
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 2929.4843 GDLLNASYYHIVNPLFNTAV 1540.4370 2929.4677 20.5035 2173 3 977.1608 ‐3.5090
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 Carbamidomethyl+C(2) 2237.1119 VCTDSTFLITATVDEAAPGLR406.3284 2237.1224 21.7209 14317 3 746.3790 5.20
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1330.6525 SFFTISGEVDTK 392.8959 1330.6560 17.5646 2525 2 665.8316 2.0809
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1999.0342 DSTITVGTQHSLDPLTSVK 747.9921 1999.0576 17.9593 2042 3 667.0240 11.79
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1317.6896 EDLIASLTVNDK 228.9229 1317.6886 25.5885 1148 1 1317.6886 1.49
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1773.8905 SFFTISGEVDTKSIDK 2376.9790 1773.8899 20.0443 10015 2 887.4486 0.4957
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1336.7372 SALIQHEWKPK 325.2495 1336.7388 16.3481 3733 2 668.8730 0.6496
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 782.5135 GLALALKP 580.2950 782.5178 17.6789 1317 1 782.5178 5.54
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 766.5185 VGLALALK 244.1106 766.5170 17.6456 1028 1 766.5170 ‐1.7082
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 2559.2878 GDLLNASYYHIVNPLFNTAV 1449.1540 2559.2901 19.6916 923 3 853.7682 2.60
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1372.7219 GDLLLGDVAFQSR 272.3413 1372.7260 17.7831 20680 2 686.8666 2.55
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1174.9970 29482.4114 24 51.45 None 1755.8800 SFFTISGEVDTKSIDK 233.5442 1755.8748 20.0558 1344 2 878.4410 ‐2.1723
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 2579.1784 SDGFVVQTGDPEGPAEGFID17236.9500 2579.1762 30.4816 17781 2 1290.0917 1.42
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 2431.2715 VGDVIESIQVVSGLENLANPS2115.4100 2431.2557 21.9028 10656 2 1216.1315 ‐4.2812
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 2593.1439 YVGGIEEDMVDGFPYEVPEE4510.6480 2593.1358 34.7007 9035 2 1297.0715 ‐0.5174
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 1121.6201 SIIVAGFAESK 698.3314 1121.6186 25.4690 7193 2 561.3129 ‐2.3479



NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 1717.8683 TPFYGSTLEELGLYK 2206.7940 1717.8655 22.5883 1636 2 859.4364 ‐1.1823
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 1135.5486 LEAGMQDMLK 505.3342 1135.5249 16.7076 1005 2 568.2661 ‐21.8234
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 1292.6481 SGLENLANPSYK 806.7620 1292.6386 21.9072 1204 1 1292.6386 ‐4.7216
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 1716.3620 48209.9941 17 24.26 None 1103.6095 SIIVAGFAESK 283.0296 1103.6042 23.8637 4196 2 552.3057 ‐5.8333
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 2262.1765 IVLDGYNAPVTAGNFVDLVE1304.8410 2262.1688 20.7776 12726 2 1131.5881 ‐1.0517
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 2431.2715 VGDVIESIQVVSGLENLANPS1830.0210 2431.2557 21.9028 10656 2 1216.1315 ‐3.6631
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 2079.9910 YAVFGYVTDNEDFLADLK 695.2398 2079.9891 21.5732 10578 2 1040.4982 0.8744
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1614.8585 EVQKPLEDITDSLK 346.0365 1614.8611 18.0086 7733 2 807.9342 1.71
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1717.8683 TPFYGSTLEELGLYK 991.3597 1717.8655 22.5883 1636 2 859.4364 ‐1.0200
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1249.7151 SIIVAGFAESKK 344.5527 1249.6809 21.2913 7792 2 625.3441 ‐28.1136
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1955.0808 AIREVQKPLEDITDSLK 132.7565 1955.1282 18.5517 1575 3 652.3809 24.2257
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1292.6481 SGLENLANPSYK 1158.2630 1292.6386 21.9072 1204 1 1292.6386 ‐4.7674
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 247.3978 48209.9941 17 24.26 None 1033.5412 LEDITDSLK 73.5925 1033.5480 18.6797 1005 2 517.2776 5.1489
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2594.2580 LSSDPTTTSQLVANEPASFTG4203.0540 2594.2453 27.0733 19903 2 1297.6263 ‐2.3050
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2117.0146 ALEEEIEDIGGHLNAYTSR 7140.3660 2117.0179 31.9243 19532 3 706.3441 1.61
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1040.6099 TILGPAQNVK 2808.8320 1040.6104 19.3316 15701 2 520.8089 ‐0.6262
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2311.1942 YASPHPILASHNHILSAPETR 8703.5580 2311.1988 14.6819 13536 4 578.5552 1.0160
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 3313.5794 EMQEVEGQTDEVVLDHLHA3809.5500 3313.5795 33.5852 13312 4 829.1503 0.9488
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 1796.1740 2006.8999 39.4714 10279 2 1003.9536 ‐3.1593
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2012.0117 SSLLLHMDGTSPIAEDIGR 6004.4890 2012.0094 30.5291 9421 3 671.3413 ‐1.2541
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2269.2034 VLDSNVNQALDVLADILQNS8418.0780 2269.2032 24.6931 8712 3 757.0726 0.2226
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1174.6426 IDAVDASTVKR 13218.5100 1174.6469 15.9144 2937 2 587.8271 2.33
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 715.3621 LENPDK 620.0779 715.3645 15.2829 2812 1 715.3645 3.69
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1017.5728 IPTAELFAR 360.9026 1017.5737 27.4469 2487 2 509.2905 ‐0.2713
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1019.5368 VATESNLSAK 138.2652 1019.5303 31.0512 1292 2 510.2688 ‐7.5722
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1173.6739 RIPTAELFAR 5392.6670 1173.6717 15.9091 13825 2 587.3395 ‐2.6884
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 2629.3329 RTVRALEEEIEDIGGHLNAYT1505.8560 2629.3366 22.8993 3984 3 877.1171 2.90
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1414.6710 EDIGGHLNAYTSR 329.9297 1414.6636 24.1263 5426 2 707.8354 ‐5.4604
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 685.3403 ALEEEI 210.5663 685.3394 31.1632 3797 1 685.3394 ‐1.2142
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 730.3730 ESNLSAK 65.8184 730.3689 30.6201 3320 1 730.3689 ‐5.3029
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 660.3311 SAPETR 103.8064 660.3346 15.8876 1401 1 660.3346 5.30
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 1001.4799 GHLNAYTSR 299.1026 1001.4772 31.5212 1310 1 1001.4772 ‐1.3527
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 1953.3670 59217.0685 35 36.16 None 776.4261 DASTVKR 140.9984 776.4221 15.9973 1077 1 776.4221 ‐4.6442
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 2117.0146 ALEEEIEDIGGHLNAYTSR 6408.2250 2117.0179 31.9243 19532 3 706.3441 1.07
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 1040.6099 TILGPAQNVK 3494.3620 1040.6104 19.3316 15701 2 520.8089 ‐0.4752
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 3313.5794 EMQEVEGQTDEVVLDHLHA5168.3510 3313.5795 33.5852 13312 4 829.1503 0.0006
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 2012.0117 SSLLLHMDGTSPIAEDIGR 4774.1680 2012.0094 30.5291 9421 3 671.3413 ‐1.4638
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 1017.5728 IPTAELFAR 392.6288 1017.5737 27.4469 2487 2 509.2905 ‐0.1138
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 2028.0107 VAINEIAESIMAFNTNYK 2778.0560 2028.0132 34.9714 6816 3 676.6759 0.9888
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 1332.6906 TATVGVWIDAGSR 206.8056 1332.6773 17.6691 844 2 666.8423 ‐10.3652
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 660.3311 AEDIGR 538.9681 660.3331 29.3075 6538 1 660.3331 3.1354
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 685.3403 ALEEEI 200.0549 685.3394 31.1632 3797 1 685.3394 ‐1.0438
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 1156.5368 ALEEEIEDIGG 163.9259 1156.5386 32.4615 2060 1 1156.5386 3.46
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 826.4781 LGPAQNVK 996.3217 826.4781 19.3414 1700 1 826.4781 0.8283
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 854.0836 59217.0685 35 36.16 None 2099.0040 ALEEEIEDIGGHLNAYTSR 201.5828 2098.9953 32.6475 2750 3 700.3366 ‐4.3322
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 367.1628 59217.0685 35 36.16 None 2311.1942 YASPHPILASHNHILSAPETR 5868.6880 2311.1988 14.6819 13536 4 578.5552 1.92
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 367.1628 59217.0685 35 36.16 None 2269.2034 VLDSNVNQALDVLADILQNS3415.2860 2269.2032 24.6931 8712 3 757.0726 0.5711
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thal 367.1628 59217.0685 35 36.16 None 1173.6739 RIPTAELFAR 5086.6040 1173.6717 15.9091 13825 2 587.3395 ‐2.8739
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 1948.9440 EGNLPLYGFHDPESFVK 2244.2040 1948.9466 30.7461 12730 3 650.3204 1.1594
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 1643.8639 NAELANLLVDPEFAK 6239.8450 1643.8641 34.2311 11850 2 822.4357 0.4453
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 1996.1260 IGLAGLAVMGQNLALNIAEK2887.2020 1996.1206 22.8298 10833 2 998.5639 ‐1.5382
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 1582.7172 TDVEGSFHTEWFK 852.6967 1582.7214 27.8328 4707 2 791.8644 2.45
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 815.5423 VIIMLVK 13323.9200 815.5420 17.3385 2182 1 815.5420 0.1931
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 663.3966 53862.4089 6 15.2 None 2077.0389 KEGNLPLYGFHDPESFVK 1586.9470 2077.0004 22.8847 2484 2 1039.0038 ‐17.1994
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 2108.1022 VQLLEIAQVPDEHVNEFK 2473.1890 2108.1032 30.9942 15302 3 703.3726 0.4991
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 965.5415 SGFISLVSR 4990.6980 965.5432 17.2733 11397 2 483.2753 0.5072
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1305.6355 MTPVSQDVAETK 8954.1450 1305.6379 17.8399 10516 2 653.3226 1.96
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1348.7008 FFDNAIGVNVPR 8800.3050 1348.7015 17.4859 9694 2 674.8544 0.1133
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 941.5125 MEIIPNPK 9085.7470 941.5147 22.1004 6150 2 471.2610 0.9154
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1300.7359 SIPSIVELDSLK 3398.8780 1300.7373 31.5533 8082 2 650.8723 0.6089
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1316.6879 MAATTENLPQLK 409.9957 1316.6614 15.8973 3395 2 658.8343 ‐20.6258
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1547.7489 YLSGEAQHIEWSK 283.8533 1547.7344 40.0865 2377 2 774.3709 ‐9.2633
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1312.7583 VLQLETAAGAAIR 916.7339 1312.7490 23.9472 2301 2 656.8781 ‐7.5980
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 561.3355 SLVSR 125.5497 561.3356 18.2833 1343 1 561.3356 ‐0.3000
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 1049.6710 51909.5962 11 17.91 None 1295.7318 VLQLETAAGAAIR 418.3590 1295.7272 25.4089 2602 1 1295.7272 ‐0.8773
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 Carbamidomethyl+C(10) 1997.9426 FDLEGYWLDCPVAVSAR 10799.9100 1997.9391 21.6125 5022 2 999.4732 ‐0.2719
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 1277.7212 TLFLLNSVSQR 100.3793 1277.6924 17.2323 32995 2 639.3498 ‐23.2664
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 847.4785 FQAAAAIR 381.7842 847.4646 17.7940 19116 1 847.4646 ‐15.7637
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 1801.8755 SFYQWAQDAALSVTSK 138.3473 1801.8234 24.0975 4339 2 901.4153 ‐28.0327
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 1805.9043 LMHQILNWEFPYSK 299.9996 1805.9341 23.1961 3400 2 903.4707 17.4093
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 Carbamidomethyl+C(37) 4257.0380 GLDVQFIGVNFLESLVSEFSP333.2651 4256.9757 22.2585 1216 3 1419.6634 ‐9.5509
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 2336.2357 NLANAFANDKTLFLLNSVSQ366.4166 2336.2111 20.9771 1710 2 1168.6092 ‐7.9863
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 2761.3832 SLEQNFLKSFYQWAQDAAL 263.6610 2761.3536 21.2983 1294 3 921.1227 ‐8.9506
NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 Oxidation+M(25) 2556.1817 MLGFSNGSGGGGVGAEDLA333.4589 2556.1690 17.8534 1625 3 852.7278 ‐3.6749



NP_187099.6 uncharacterized protein Arabidopsis thaliana 185.0041 125131.5188 10 1.52 None 943.4884 SLEQNFLK 1455.1090 943.4838 21.2982 1985 1 943.4838 ‐3.7694
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 None 2009.9253 ATYHFYNPAQNNWDLR 111066.1000 2009.9248 17.2786 307815 3 670.6464 ‐0.3662
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 62153.5800 1439.6515 17.2209 190027 2 720.3294 ‐0.8764
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 13305.8000 2146.9638 26.9284 153721 3 716.3261 ‐0.4859
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 1801.8360 1654.7835 16.0871 14570 3 552.2660 1.48
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(1) 1655.7271 CSTWDADKPYAWR 408.9438 1655.7308 24.1280 12078 3 552.5818 1.74
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(3) 932.4407 AFCGPAGPR 1355.3880 932.4373 17.2219 3396 1 932.4373 ‐2.5469
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 Carbamidomethyl+C(9) 1636.7689 SKYGWTAFCGPAGPR 311.8541 1636.7685 16.3215 1039 2 818.8879 0.0393
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13323.3900 23735.0415 26 26.89 None 1992.8987 ATYHFYNPAQNNWDLR 306.7050 1992.9068 17.2804 4292 3 664.9738 3.98
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1612.3870 23735.0415 26 26.89 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 18461.4200 2146.9638 26.9284 153721 3 716.3261 ‐0.7543
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1612.3870 23735.0415 26 26.89 None 2009.9253 ATYHFYNPAQNNWDLR 595.0391 2009.9163 19.9948 15132 3 670.6436 ‐4.7619
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1612.3870 23735.0415 26 26.89 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 948.5510 1654.7860 21.9219 2153 2 827.8966 4.66
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1612.3870 23735.0415 26 26.89 Carbamidomethyl+C(1) 1655.7271 CSTWDADKPYAWR 315.3066 1655.7308 24.1280 12078 3 552.5818 1.29
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 1612.3870 23735.0415 26 26.89 None 1095.5330 PAQNNWDLR 79.0435 1095.5270 20.9462 2268 1 1095.5270 ‐3.5420
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 2009.9253 ATYHFYNPAQNNWDLR 166282.0000 2009.9248 17.2786 307815 3 670.6464 ‐0.1700
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 50145.8200 1439.6515 17.2209 190027 2 720.3294 ‐0.8919
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 3227.0100 2146.9635 16.7886 13801 3 716.3260 ‐0.3522
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 831.4683 TNAAVTVR 284.0404 831.4594 16.5282 9421 1 831.4594 ‐10.0624
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 1338.5520 1654.7835 16.0871 14570 3 552.2660 1.23
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 817.3951 NNWDLR 4284.1840 817.3961 17.2762 7372 1 817.3961 1.56
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(4) 1033.4884 TAFCGPAGPR 580.8961 1033.4836 17.2138 3858 1 1033.4836 ‐3.2005
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(3) 932.4407 AFCGPAGPR 857.3734 932.4373 17.2219 3396 1 932.4373 ‐2.6342
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 1096.5170 PAQNNWDLR 92.8283 1096.5199 18.3781 3152 1 1096.5199 4.60
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 927.4431 QNNWDLR 154.5556 927.4409 16.1032 2232 2 464.2241 ‐4.1858
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 1113.5436 PAQNNWDLR 239.8337 1113.5423 17.2851 975 1 1113.5423 0.6417
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 Carbamidomethyl+C(9) 1636.7689 SKYGWTAFCGPAGPR 235.5214 1636.7685 16.3215 1039 2 818.8879 0.1498
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 15909.2700 23735.0415 26 26.89 None 1992.8987 ATYHFYNPAQNNWDLR 264.4224 1992.9068 17.2804 4292 3 664.9738 4.1059
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1119.0080 29419.8729 4 29.35 None 1791.9739 LLSSGELYDIVGIPTSK 2881.3760 1791.9717 19.9614 28133 2 896.4895 ‐0.5151
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1119.0080 29419.8729 4 29.35 None 2025.0386 IDLAIDGADEVDPNLDLVK 8073.3790 2025.0374 33.3690 27659 2 1013.0223 0.6119
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1119.0080 29419.8729 4 29.35 None 2701.4593 AVEAIKPGMVLGLGTGSTAA3802.4530 2701.4608 19.9954 20008 3 901.1585 1.68
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1119.0080 29419.8729 4 29.35 None 1850.9568 MVEAVADKFIVVADDTK 3426.7150 1850.9554 29.4779 8382 3 617.6567 ‐1.1199
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1344.7192 LLIQNQDEMIK 3024.2620 1344.7193 24.5065 25918 2 672.8633 ‐0.3411
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1084.4836 MMMTSGEAVK 15594.8400 1084.4842 17.6430 13602 2 542.7458 ‐0.4250
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 917.5819 LQLIVFGK 7649.3640 917.5829 18.6879 7545 2 459.2951 ‐0.2912
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1211.6055 QFDGLVDVYR 3248.4090 1211.6071 27.7040 7353 2 606.3072 0.5465
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1446.7416 YFPTQALNFAFK 2247.1590 1446.7431 20.2364 15137 2 723.8752 0.8460
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 2124.0174 MMMTSGEAVKYKSSLDAFK837.1131 2124.0027 18.6319 6413 2 1062.5050 ‐5.4299
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1065.5364 FDGLVDVYR 193.1389 1065.5392 26.3707 1134 2 533.2732 1.31
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1066.4730 MMMTSGEAVK 1277.7080 1066.4760 16.5329 1679 2 533.7417 1.60
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1327.6926 LLIQNQDEMIK 304.9016 1327.6856 25.2067 1178 2 664.3464 ‐5.7498
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 2251.1129 LEEYVEIPSDSGISFNVQPK 7725.8980 2251.1054 31.7602 22000 2 1126.0564 ‐1.5175
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 2277.1609 DVLDGSSVGFVETLEADLAA5696.6950 2277.1586 47.7061 11428 2 1139.0829 0.8289
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 1717.9344 GTVHLIGLLSDGGVHSR 4421.5760 1717.9342 17.0321 10564 3 573.3163 ‐0.6888
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 986.5881 LVDLALASGK 6806.7200 986.5886 15.8936 9324 2 493.7979 ‐0.7476
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 1407.7015 GWDAQVLGEAPHK 3496.7760 1407.7034 23.4567 5510 3 469.9060 0.2270
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 Carbamidomethyl+C(20) 2630.2556 TIGLIVLDGWGESDPDQYNC758.4519 2630.1893 21.7921 2741 2 1315.5983 ‐22.4961
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 2119.0931 AVGPIVDGDAVVTFNFRAD 1636.0690 2119.0956 23.0706 5060 2 1060.0515 2.61
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 778.3955 NFRADR 166.0307 778.3933 24.0701 1505 1 778.3933 ‐2.3306
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 774.4356 DLALASGK 1747.3870 774.4350 15.8972 1472 1 774.4350 ‐0.3547
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 1553.7846 TIGLIVLDGWGESDP 126.5710 1553.7799 21.5119 1379 3 518.5981 ‐3.8852
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 869.7479 60934.9776 11 18.21 None 955.4771 LEEYVEIP 209.1965 955.4815 29.3395 1363 2 478.2444 3.92
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 1045.5888 VGSSEAALLAK 2563.7690 1045.5895 19.7668 36075 2 523.2984 ‐0.4553
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 1411.8407 GTVEIITPVELIK 44504.2000 1411.8402 34.0957 34250 2 706.4238 ‐0.5671
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 905.4761 GDSVVLMGK 5283.4320 905.4741 19.5788 27188 2 453.2407 ‐3.6249
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 3550.9156 VGLVAPIDVVVQPGNTGLD 10825.3700 3550.8961 23.5367 24311 3 1184.3036 ‐3.0486
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVG 1735.8230 3174.6432 24.5089 17135 3 1058.8859 0.8131
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 979.5095 EYLKDPSK 335.2635 979.5106 26.4185 2548 2 490.2590 ‐0.1404
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 2286.1725 DPSKFAVASVAAVSADAGG1177.0790 2286.1657 18.2136 9711 3 762.7267 ‐2.6234
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 3706.4060 34190.1525 16 39.06 None 867.4319 DAGGGAPAAAK 212.3105 867.4340 19.8761 4148 1 867.4340 3.16
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 3550.9156 VGLVAPIDVVVQPGNTGLD 7249.7330 3550.8961 23.5367 24311 3 1184.3036 ‐1.9469
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVG 1706.8490 3174.6432 24.5089 17135 3 1058.8859 1.37
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 1937.0015 NALAIAVATEYTFPQAEK 256.4396 1936.9850 18.3845 1869 2 968.9961 ‐7.2062
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 2286.1725 DPSKFAVASVAAVSADAGG798.0649 2286.1657 18.2136 9711 3 762.7267 ‐2.2649
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 1144.5997 DPSKFAVASVAA 131.2283 1144.5998 18.1565 6002 2 572.8035 ‐1.0564
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 1383.7227 VAAVSADAGGGAPAAAK 159.7152 1383.7258 18.4669 4189 2 692.3666 1.91
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 None 867.4319 DAGGGAPAAAK 90.9330 867.4340 19.8761 4148 1 867.4340 3.1668
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 934.0582 34190.1525 16 39.06 Carbamidomethyl+C(2) 3157.6198 LCQLIDEYTQILVVAADNVG 578.7307 3157.5975 23.1144 761 3 1053.2040 ‐4.4093
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 2779.3070 IGIAHSPAWFEAHDLADSQD34389.9100 2779.3064 28.1857 120532 4 695.5821 ‐0.3483
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 2251.1830 NAQNYAIGSKPLTAALNVYS12211.0100 2251.1802 17.5911 91852 3 751.0649 ‐0.9142
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 2132.1022 GVSQAGVQFYHDLIDELIK 24324.4800 2132.0988 22.7377 84842 3 711.3711 ‐1.5029
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 950.4690 NLNTDAFR 28439.9400 950.4692 19.5284 77442 2 475.7382 ‐1.1994
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 44106.1400 1250.6009 18.3620 68657 2 625.8041 1.1402
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1552.6955 EYADFVFQEYGGK 28131.5000 1552.6953 29.6033 64685 2 776.8513 ‐0.0208
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1417.7798 DFLSQGVRPSALK 11182.2600 1417.7806 24.9904 52513 3 473.2650 ‐0.5247



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1523.7199 WMQDSLITWESK 7577.2060 1523.7239 18.8824 51673 2 762.3656 2.95
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 860.4447 MSIAWPR 6415.7810 860.4452 16.8340 21870 2 430.7262 ‐1.0555
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 2682.3272 ALDFILGWHLDTTTFGDYPQ1875.7900 2682.3301 32.8748 3828 3 894.7815 2.0636
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 876.4495 EDIQLMK 6376.7290 876.4533 20.2762 2064 1 876.4533 5.1645
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 525.2820 GPALW 173.4336 525.2833 18.0570 5508 1 525.2833 1.17
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1337.6406 MQDSLITWESK 267.2622 1337.6451 18.7461 4147 2 669.3262 2.62
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1689.8846 GVQFYHDLIDELIK 2882.5870 1689.8889 22.7418 2064 2 845.4481 2.67
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1206.6001 QDSLITWESK 851.2432 1206.5957 18.8836 1142 1 1206.5957 ‐1.3537
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 1074.5255 FVFQEYGGK 148.1284 1074.5230 31.2129 918 2 537.7652 ‐3.3449
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 832.3948 NAQNYAIG 180.1033 832.3926 16.5368 843 1 832.3926 ‐1.8906
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 5800.5370 60233.8928 57 32.06 None 2233.1724 NAQNYAIGSKPLTAALNVYS270.9065 2233.1630 17.5678 1169 3 745.0592 ‐3.9232
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 2779.3070 IGIAHSPAWFEAHDLADSQD13084.7000 2779.3064 28.1857 120532 4 695.5821 ‐0.9852
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 950.4690 NLNTDAFR 46017.8300 950.4692 19.5284 77442 2 475.7382 ‐1.0230
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1552.6955 EYADFVFQEYGGK 33413.9200 1552.6953 29.6033 64685 2 776.8513 ‐0.0141
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1417.7798 DFLSQGVRPSALK 16371.3300 1417.7806 24.9904 52513 3 473.2650 ‐0.4756
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1167.6078 YKEDIQLMK 3101.8220 1167.6100 20.2818 45996 2 584.3086 1.1316
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 3410.5264 YANPEIMIMENGYGEELGAS1878.9550 3410.5320 31.7427 3367 3 1137.5155 3.0108
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 2132.1022 GVSQAGVQFYHDLIDELIK 1099.0630 2132.0819 34.2778 1974 2 1066.5446 ‐8.2045
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 179.5814 1250.6364 30.4470 1287 2 625.8218 29.5889
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1645.8122 IGIAHSPAWFEAHDL 353.3665 1645.8196 29.6394 11364 2 823.4134 4.45
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1280.6422 IGIAHSPAWFEA 93.4239 1280.6353 25.9675 9963 2 640.8213 ‐5.9091
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 723.3420 NTDAFR 20715.2300 723.3424 19.5507 9662 1 723.3424 0.8797
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1042.6004 SQGVRPSALK 7050.1750 1042.6023 24.9995 8250 2 521.8048 0.8261
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 706.3155 NTDAFR 223.4524 706.3155 18.4350 6701 1 706.3155 0.3151
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1260.5895 ADFVFQEYGGK 311.8109 1260.5872 28.2979 3628 2 630.7972 ‐2.3964
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 869.4224 VGTADHNR 220.3940 869.4242 31.5845 2689 1 869.4242 3.0464
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 1872.9127 GVSQAGVQFYHDLIDEL 408.0739 1872.9048 33.9607 1721 2 936.9560 ‐3.4036
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 2028.9563 IGIAHSPAWFEAHDLADSQ 176.3750 2028.9546 27.3579 1514 3 676.9897 ‐1.1008
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 2144.9672 IGIAHSPAWFEAHDLADSQD106.8211 2144.9766 27.2744 1232 2 1072.9920 5.46
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2798.2330 60233.8928 57 32.06 None 3392.5158 YANPEIMIMENGYGEELGAS624.7095 3392.5144 33.7460 7083 3 1131.5096 0.9288
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2251.1830 NAQNYAIGSKPLTAALNVYS13947.7900 2251.1802 17.5911 91852 3 751.0649 ‐0.5763
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2132.1022 GVSQAGVQFYHDLIDELIK 20439.1900 2132.0988 22.7377 84842 3 711.3711 ‐1.2350
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 20480.9700 1250.6009 18.3620 68657 2 625.8041 1.0039
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1523.7199 WMQDSLITWESK 4254.9720 1523.7239 18.8824 51673 2 762.3656 2.77
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 860.4447 MSIAWPR 1504.6570 860.4452 16.8340 21870 2 430.7262 ‐1.4412
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1872.0014 YYKDFLSQGVRPSALK 1742.9190 1871.9998 15.9754 18399 3 624.6715 ‐1.0564
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 3369.5699 NGITPFVTVFHWDTPQDLE 1237.2460 3369.5634 23.1111 5023 3 1123.8593 1.31
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 1167.8490 1543.7630 16.1547 3566 3 515.2592 0.5293
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2390.1353 HWITFNEPWVFSHAGYDVG1294.1670 2390.1391 19.7025 17696 3 797.3845 2.70
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2311.1394 IVKDFREYADFVFQEYGGK 202.1807 2311.1606 24.3819 1365 3 771.0584 9.23
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2617.2987 VKHWITFNEPWVFSHAGYD890.4537 2617.3135 18.9116 3950 3 873.1093 7.1050
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1545.8748 KDFLSQGVRPSALK 1868.2970 1545.8771 14.8690 14547 3 515.9639 0.5582
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 525.2820 GPALW 100.9405 525.2833 18.0570 5508 1 525.2833 1.75
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 893.4839 AALNVYSR 362.9559 893.4848 17.3409 5254 1 893.4848 1.61
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1078.5415 DSLITWESK 220.8049 1078.5447 18.9491 3617 1 1078.5447 4.07
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 727.3733 GVSQAGVQ 567.8293 727.3753 20.7000 2590 1 727.3753 2.13
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1689.8846 GVQFYHDLIDELIK 1307.3850 1689.8889 22.7418 2064 2 845.4481 3.0611
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 Carbamidomethyl+C(5) 912.4033 WDIYCR 94.2558 912.4000 18.3625 2049 1 912.4000 ‐2.6360
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 1206.6001 QDSLITWESK 653.3483 1206.5957 18.8836 1142 1 1206.5957 ‐1.4095
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2015.8850 60233.8928 57 32.06 None 2233.1724 NAQNYAIGSKPLTAALNVYS268.3550 2233.1630 17.5678 1169 3 745.0592 ‐3.5959
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1675.7307 ATAGDTHLGGEDFDNR 48201.2400 1675.7307 18.4227 81963 3 559.2484 ‐0.6165
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1473.6856 TTPSYVAFTDSER 51905.0200 1473.6864 23.4580 71560 2 737.3468 0.4345
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1680.8340 NAVVTVPAYFNDSQR 20132.3100 1680.8320 27.0279 68066 2 840.9196 ‐0.8081
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1358.6158 NALENYAYNMR 31239.1100 1358.6169 24.6142 53165 2 679.8121 0.4523
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1278.6300 MVNHFVQEFK 39155.0900 1278.6321 15.0789 51873 2 639.8197 1.0841
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 32152.7500 1386.7262 25.9995 48778 2 693.8667 ‐2.9171
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 2658.2682 EQVFSTYSDNQPGVLIQVYE11600.5300 2658.2674 32.7164 38041 3 886.7606 0.6458
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1215.6514 DAGVIAGLNVMR 32817.1700 1215.6518 28.8468 37046 2 608.3295 ‐0.4623
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1661.8316 NQVAMNPINTVFDAK 8265.2450 1661.8333 18.5106 23997 2 831.4203 1.41
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1226.5899 FTDSSVQSDIK 15538.5000 1226.5908 18.9007 19878 2 613.7990 0.0207
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 Carbamidomethyl+C(15) 1938.0154 VQQLLVDFFNGKELCK 2580.0200 1938.0134 19.7448 10287 2 969.5103 ‐0.0191
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA545.8223 2575.2555 27.0724 2120 3 859.0900 ‐5.1598
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1431.7438 NSIDDVVLVGGSTR 321.6483 1431.7481 36.6242 1708 2 716.3777 2.53
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1805.9062 MDKNSIDDVVLVGGSTR 4573.6180 1805.9065 25.3684 10351 3 602.6403 ‐0.2795
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 Carbamidomethyl+C(21) 3195.4675 KIEDSIEAAIEWLEANQLAEC964.0076 3195.4685 43.2348 8285 3 1065.8277 2.1660
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1739.8520 DEIEKMVQEAEKYK 498.6239 1739.8346 17.3043 3015 2 870.4209 ‐9.4843
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1883.9605 EFSAEEISSMILIKMR 591.9355 1883.9706 22.8848 2007 2 942.4890 6.67
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 2856.5288 DAGVIAGLNVMRIINEPTAA523.9453 2856.5392 36.1800 1110 3 952.8513 4.18
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 Oxidation+M(12) 2346.2122 LIGDAAKNQVAMNPINTVF 1019.2900 2346.2100 20.5719 1087 3 782.7415 ‐0.4953
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1029.5874 GVIAGLNVMR 166.3928 1029.5937 27.0985 7250 2 515.3005 4.83



NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1018.4510 MDKNSIDDV 206.6134 1018.4475 27.3397 3435 1 1018.4475 ‐1.9594
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1060.4517 ENYAYNMR 197.7937 1060.4544 24.6115 2348 1 1060.4544 4.58
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1097.5010 PAYFNDSQR 172.7591 1097.4997 29.1401 1370 1 1097.4997 0.6097
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 825.3737 AFTDSER 149.0798 825.3757 22.9637 1209 1 825.3757 3.0026
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 909.3697 GGEDFDNR 1443.4450 909.3668 18.4215 1032 1 909.3668 ‐2.1435
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1663.8075 NAVVTVPAYFNDSQR 210.6620 1663.7996 23.7861 2106 2 832.4034 ‐4.3892
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1261.6034 MVNHFVQEFK 246.6331 1261.6018 15.8210 1332 2 631.3046 ‐1.8701
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 12049.2000 71603.9617 34 44.22 None 1209.5634 FTDSSVQSDIK 329.0743 1209.5675 17.4635 825 2 605.2874 2.38
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 819.4723 GDLFLVR 1312.3080 819.4718 20.4261 67379 1 819.4718 0.0096
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1842.9848 NAPSIIFIDEIDSIAPK 20665.2300 1842.9865 39.1355 16996 2 921.9969 1.99
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 5009.9720 1564.7755 24.1179 14982 2 782.8914 ‐1.9995
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1312.6743 EIDIGVPDEIGR 6784.2000 1312.6751 27.6851 12321 2 656.8412 0.0978
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1786.9222 LDQLIYIPLPDEDSR 4835.3090 1786.9216 34.6284 11428 2 893.9644 0.3208
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1059.5317 LAEDVDLER 17257.4700 1059.5338 20.1073 10716 2 530.2705 0.8397
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1158.6517 GILLYGPPGSGK 20414.1300 1158.6519 16.4726 10313 2 579.8296 ‐0.7208
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3433.2940 1845.8389 26.0860 8319 2 923.4231 ‐1.7403
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2496.2286 LVVDEAINDDNSVVSLHPAT1669.2410 2496.2264 28.4095 7311 3 832.7470 ‐0.2199
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2106.9020 SENPEAMEEDGVDEVSEIK 1679.7250 2106.9037 27.2319 6654 2 1053.9555 2.59
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1075.5378 LAGESESNLR 17174.8700 1075.5385 14.9567 4984 2 538.2729 ‐0.4562
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 5527.4070 1251.6208 16.3864 4759 2 626.3140 0.7208
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2132.1393 AHVIVMGATNRPNSIDPALR2331.6390 2132.1352 15.2404 1068 3 711.3833 ‐1.8304
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 823.3832 AFEEAEK 948.6672 823.4064 17.2099 6547 1 823.4064 28.7400
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(10)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1379.6438 LDDVGYDDVGGVR 2771.9910 1379.6472 25.9632 2047 2 690.3273 2.1791
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2349.1735 KYQAFAQTLQQSRGFGSEFR1290.7720 2349.1737 19.2149 6299 3 783.7294 0.5695
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(26)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 4261.1412 ETVVEVPNVSWNDIGGLEN1772.4400 4261.1309 23.5320 5960 4 1066.0382 0.3047
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 3078.5524 KSPNRLVVDEAINDDNSVVS2680.0570 3078.5265 22.1029 2465 3 1026.8470 ‐6.7869
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(3) 1309.6205 NECQANFISVK 181.3784 1309.6176 25.4187 12581 2 655.3125 ‐2.7283
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2185.0078 DEAINDDNSVVSLHPATME 426.8572 2184.9940 27.8308 6457 2 1093.0006 ‐4.6770
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(9) 1249.5842 SGADITEICQR 319.0528 1249.5836 25.4882 1760 1 1249.5836 1.00
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 2267.0939 LAEDVDLERISKDTHGYVGA168.0865 2267.0824 45.4297 1040 2 1134.0448 ‐3.2263
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 Carbamidomethyl+C(26)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1840.5250 90134.8774 39 39.68 None 1041.5211 LAEDVDLER 167.4324 1041.5156 18.5504 1458 1 1041.5156 ‐3.7435
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 3521.9190 1564.7755 24.1179 14982 2 782.8914 ‐1.9963
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 1312.6743 EIDIGVPDEIGR 7581.2420 1312.6751 27.6851 12321 2 656.8412 0.1721
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 1786.9222 LDQLIYIPLPDEDSR 3709.7370 1786.9216 34.6284 11428 2 893.9644 0.2615
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3043.6880 1845.8389 26.0860 8319 2 923.4231 ‐1.8163
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 2496.2286 LVVDEAINDDNSVVSLHPAT874.6716 2496.2264 28.4095 7311 3 832.7470 ‐0.6405
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 990.5214 SVSDADIRK 200.0225 990.4943 19.2666 12224 2 495.7508 ‐28.5602
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 1730.8708 FDREIDIGVPDEIGR 194.1913 1730.8614 32.4130 5237 2 865.9343 ‐4.9719
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 2298.1612 ETVVEVPNVSWNDIGGLEN525.4548 2298.1238 35.7162 1583 3 766.7128 ‐16.2530
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 Carbamidomethyl+C(3) 1309.6205 NECQANFISVK 219.5983 1309.6176 25.4187 12581 2 655.3125 ‐2.6531
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 842.4367 GVPDEIGR 179.5023 842.4382 25.1856 3706 1 842.4382 2.40
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 390.6198 90134.8774 39 39.68 None 1294.6638 EIDIGVPDEIGR 257.7297 1294.6704 27.3088 2757 2 647.8388 4.36
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 1085.5837 VDKPEIQEK 1911.8690 1085.5812 24.5306 73089 2 543.2942 ‐3.3936
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 2531.2334 QADLPTIPSTLEEELETNPFM10313.6100 2531.2270 40.9772 14552 2 1266.1171 ‐0.0681
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 819.4029 SPIDTMR 4306.9870 819.4039 16.3777 822 2 410.2056 ‐0.4944
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 Carbamidomethyl+C(16) 2145.1485 LTLGQDINILALHTPCHTK 550.6401 2145.1196 20.2811 3792 3 715.7114 ‐13.3662
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 1203.6150 SPIDTMREVR 1175.8990 1203.6256 15.8677 912 2 602.3164 8.0260
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 969.4888 DKPEIQEK 121.3993 969.4843 25.7998 8420 1 969.4843 ‐3.2957
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 1116.5830 PIDTMREVR 247.6516 1116.5904 17.5332 5896 2 558.7988 5.20
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 2385.1643 ADLPTIPSTLEEELETNPFMR332.4550 2385.1733 43.7283 876 2 1193.0903 5.04
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 1149.1330 29190.9592 13 15.89 None 1068.5572 VDKPEIQEK 171.2990 1068.5533 24.5823 3107 1 1068.5533 ‐1.9821
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 730.9944 29190.9592 13 15.89 None 2531.2334 QADLPTIPSTLEEELETNPFM7982.7130 2531.2270 40.9772 14552 2 1266.1171 ‐0.3371
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 730.9944 29190.9592 13 15.89 None 1545.7907 NLEFALTVEPNNGK 926.9190 1545.7599 29.5845 7635 2 773.3836 ‐19.8873
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 730.9944 29190.9592 13 15.89 None 2385.1643 ADLPTIPSTLEEELETNPFMR404.8506 2385.1715 39.0409 56541 2 1193.0894 4.71
NP_187696.1 hydroxyacylglutathione hydrolase Arabidopsis thaliana 730.9944 29190.9592 13 15.89 None 1528.7642 NLEFALTVEPNNGK 227.5738 1528.7728 30.0412 4860 2 764.8900 5.32
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 1443.7326 IEDVTPIPTDSTR 66969.8700 1443.7322 21.9168 28647 2 722.3697 ‐0.4612
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 1157.6525 VETVTLGPSVR 9894.9370 1157.6528 21.7092 20903 2 579.3300 ‐0.6162
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 1054.5640 TPGPGAQSALR 8269.0770 1054.5647 15.6689 19546 2 527.7860 ‐0.4657
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 2265.0564 ADRDESSPYAAMLAAQDVA6429.9600 2265.0585 27.6068 12400 3 755.6910 1.87
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 1926.0403 IGRIEDVTPIPTDSTRR 268.9276 1926.0436 34.3361 4144 2 963.5254 2.78
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 886.4629 PIPTDSTR 655.1471 886.4635 21.9056 1226 1 886.4635 1.97
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 987.5105 TPIPTDSTR 619.7916 987.5108 21.5633 1044 2 494.2591 ‐0.9915
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 9442.0070 16329.8395 14 40.00 None 856.4635 GPGAQSALR 2224.3500 856.4622 15.6690 1008 1 856.4622 ‐0.7498
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 1157.6525 VETVTLGPSVR 15686.6600 1157.6528 21.7092 20903 2 579.3300 ‐0.4982
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 2265.0564 ADRDESSPYAAMLAAQDVA4329.2640 2265.0585 27.6068 12400 3 755.6910 0.9188
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 1443.7326 IEDVTPIPTDSTR 354.3987 1443.7301 31.8159 2143 2 722.3687 ‐1.8232
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 1054.5640 TPGPGAQSALR 188.2795 1054.5833 23.5506 1760 2 527.7953 17.3131



NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 1891.8491 ADRDESSPYAAMLAAQDV 817.5388 1891.8412 27.6045 5807 2 946.4243 ‐3.3244
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1800.9740 16329.8395 14 40.00 None 828.4938 VTLGPSVR 255.7739 828.4933 22.7689 3360 1 828.4933 0.3042
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1748.9065 SGGLGDLNYPLISDVTK 12419.9100 1748.9065 33.1127 60016 2 874.9569 0.5450
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1525.8485 SFGVLIHDQGIALR 18824.0700 1525.8500 17.6813 48402 3 509.2882 0.0909
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1855.8749 APDFEAEAVFDQEFIK 4704.6120 1855.8765 34.7989 43297 2 928.4419 1.04
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1707.9137 EGVIQHSTINNLGIGR 4900.4760 1707.9158 23.7642 35150 3 569.9768 0.6762
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1240.6532 AQADDLPLVGNK 10656.7800 1240.6577 23.1335 33369 2 620.8325 2.42
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIG2895.0300 2494.3794 18.7936 28368 3 832.1313 1.53
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGW10431.6000 2871.3959 30.4320 27504 3 957.8035 0.4929
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 805.4818 GLFIIDK 6865.7000 805.4812 17.3600 9322 1 805.4812 ‐0.2136
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 923.4833 AQADDLPLV 218.1250 923.4838 25.5447 4755 1 923.4838 1.94
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 957.5476 TINNLGIGR 172.0311 957.5501 19.0145 2484 1 957.5501 3.38
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1689.9031 EGVIQHSTINNLGIGR 411.8721 1689.8992 24.8249 1007 2 845.4532 ‐1.9124
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 4254.4130 29206.0989 27 40.23 None 1507.8380 SFGVLIHDQGIALR 429.3448 1507.8414 17.7458 801 2 754.4243 2.76
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 3857.2400 29206.0989 27 40.23 None 1748.9065 SGGLGDLNYPLISDVTK 19490.0900 1748.9065 33.1127 60016 2 874.9569 0.4964
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 3857.2400 29206.0989 27 40.23 None 1855.8749 APDFEAEAVFDQEFIK 3998.9340 1855.8765 34.7989 43297 2 928.4419 1.17
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 3857.2400 29206.0989 27 40.23 None 1707.9137 EGVIQHSTINNLGIGR 5612.5260 1707.9158 23.7642 35150 3 569.9768 0.5989
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 3857.2400 29206.0989 27 40.23 None 1240.6532 AQADDLPLVGNK 12238.6000 1240.6577 23.1335 33369 2 620.8325 3.0888
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 3857.2400 29206.0989 27 40.23 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGW15761.9100 2871.3959 30.4320 27504 3 957.8035 ‐0.0911
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 1525.8485 SFGVLIHDQGIALR 16857.5400 1525.8500 17.6813 48402 3 509.2882 0.0026
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIG2014.3180 2494.3794 18.7936 28368 3 832.1313 1.61
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 805.4818 GLFIIDK 7119.5770 805.4812 17.3600 9322 1 805.4812 ‐0.3156
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 2800.4628 LNTEVLGVSVDSVFSHLAWV636.0969 2800.4593 22.0619 8202 4 700.8703 ‐0.8869
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGW273.4085 2871.4249 19.8413 3714 3 957.8131 11.17
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 2064.1196 IDKEGVIQHSTINNLGIGR 239.9097 2064.1084 20.0971 4499 2 1032.5578 ‐3.7467
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 Carbamidomethyl+C(14) 2657.2665 QALQYIQENPDEVCPAGWK391.4756 2657.2754 18.9125 2519 3 886.4300 4.52
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 957.5476 TINNLGIGR 111.4256 957.5501 19.0145 2484 1 957.5501 3.94
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 1497.7220 TLQALQYIQENPD 108.2296 1497.7284 20.5132 1018 2 749.3678 4.69
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1334.2460 29206.0989 27 40.23 None 1507.8380 SFGVLIHDQGIALR 269.0155 1507.8414 17.7458 801 2 754.4243 2.57
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 608.5408 31817.7553 4 16.72 None 1934.9593 SFDVGLPEEVSEADLISK 6547.0640 1934.9529 33.0867 13648 2 967.9801 ‐2.4268
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 608.5408 31817.7553 4 16.72 None 1250.6263 LVGDVDFAEASK 1257.9280 1250.6232 23.7866 7732 2 625.8152 ‐3.0405
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 608.5408 31817.7553 4 16.72 None 2162.1200 ADATVTTVHSHTKDPEAIIR 2343.0110 2162.1231 19.2717 6467 4 541.2862 ‐0.1424
NP_187837.1 amino acid dehydrogenase family protein Arabidopsis thaliana 608.5408 31817.7553 4 16.72 None 1688.8966 HINEEHILGAISIDK 143.4118 1688.8746 22.6894 1536 2 844.9410 ‐12.6249
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 1408.7660 21982.2932 8 35.96 None 1484.7268 SPASDTYVIFGEAK 2394.4100 1484.7284 27.4496 27491 2 742.8678 1.0139
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 1408.7660 21982.2932 8 35.96 None 1928.0270 DIELVMTQAGVSRPNAVK 10606.3000 1928.0275 16.7251 15592 3 643.3474 0.0475
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 1408.7660 21982.2932 8 35.96 None 1519.8883 NILFVISKPDVFK 2905.4270 1519.8910 19.4389 14885 2 760.4492 1.37
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 1408.7660 21982.2932 8 35.96 None 2405.0474 GESSSAAVVQDDEEVDEEGV1033.6460 2405.0432 21.8304 12506 2 1203.0252 0.3818
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 879.4874 21982.2932 8 35.96 None 1928.0270 DIELVMTQAGVSRPNAVK 7896.2400 1928.0275 16.7251 15592 3 643.3474 0.1955
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 879.4874 21982.2932 8 35.96 None 1519.8883 NILFVISKPDVFK 2211.4310 1519.8910 19.4389 14885 2 760.4492 1.95
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 879.4874 21982.2932 8 35.96 None 1506.7356 AADGDIVSAIMELTT 510.3339 1506.7401 24.3288 4342 2 753.8737 2.69
NP_187845.1 Nascent polypeptide associated complex subunit alpha like protein 1 Arabid 879.4874 21982.2932 8 35.96 None 2946.5055 IEDLSSQIQSQAAEQFKAPD 741.6034 2946.4861 20.1385 1156 3 982.8335 ‐4.4091
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1675.7307 ATAGDTHLGGEDFDNR 48201.2400 1675.7307 18.4227 81963 3 559.2484 ‐0.6165
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1473.6856 TTPSYVAFTDSER 51905.0200 1473.6864 23.4580 71560 2 737.3468 0.4345
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1680.8340 NAVVTVPAYFNDSQR 20132.3100 1680.8320 27.0279 68066 2 840.9196 ‐0.8081
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1358.6158 NALENYAYNMR 31239.1100 1358.6169 24.6142 53165 2 679.8121 0.4523
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1278.6300 MVNHFVQEFK 39155.0900 1278.6321 15.0789 51873 2 639.8197 1.0841
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1313.6194 FEELNMDLFR 15340.5300 1313.6188 33.5088 15505 2 657.3130 ‐0.9775
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1649.7952 NQVAMNPTNTVFDAK 3585.7810 1649.7963 24.6825 13132 2 825.4018 0.9711
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1260.6834 EIAEAFLGSPVK 2992.7490 1260.6843 27.7252 12730 2 630.8458 0.0588
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1231.6463 DAGVISGLNVMR 9854.6040 1231.6453 27.9532 12128 2 616.3263 ‐1.5562
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1412.7492 SSVHDVVLVGGSTR 455.7402 1412.7497 19.7656 9258 3 471.5881 ‐0.7693
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1547.8250 MREIAEAFLGSPVK 256.5054 1547.7977 24.5598 3393 2 774.4025 ‐17.5612
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA545.8223 2575.2555 27.0724 2120 3 859.0900 ‐5.1598
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1540.7577 ARFEELNMDLFR 2630.8120 1540.7606 18.6704 32236 2 770.8839 1.79
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 3364.5889 KIEDAIDQAIEWLDGNQLAE1067.4840 3364.5901 42.4838 2873 3 1122.2016 2.09
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1407.6937 VAMNPTNTVFDAK 234.1523 1407.7016 25.4943 36792 2 704.3544 5.62
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1060.4517 ENYAYNMR 197.7937 1060.4544 24.6115 2348 1 1060.4544 4.58
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1097.5010 PAYFNDSQR 172.7591 1097.4997 29.1401 1370 1 1097.4997 0.6097
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 825.3737 AFTDSER 149.0798 825.3757 22.9637 1209 1 825.3757 3.0026
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 909.3697 GGEDFDNR 1443.4450 909.3668 18.4215 1032 1 909.3668 ‐2.1435
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1522.7471 ARFEELNMDLFR 202.5735 1522.7558 16.8048 3692 3 508.2568 4.00
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1663.8075 NAVVTVPAYFNDSQR 210.6620 1663.7996 23.7861 2106 2 832.4034 ‐4.3892
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 10246.4700 71500.7772 48 32.77 None 1261.6034 MVNHFVQEFK 246.6331 1261.6018 15.8210 1332 2 631.3046 ‐1.8701
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1473.6856 TTPSYVAFTDSER 89611.7400 1473.6864 23.4580 71560 2 737.3468 0.4634
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1680.8340 NAVVTVPAYFNDSQR 25368.5500 1680.8320 27.0279 68066 2 840.9196 ‐0.8375
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1358.6158 NALENYAYNMR 41043.2100 1358.6169 24.6142 53165 2 679.8121 0.5137
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1659.8952 IINEPTAAAIAYGLDK 19118.3800 1659.8937 29.4143 34730 2 830.4505 ‐0.6202
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1313.6194 FEELNMDLFR 15820.0500 1313.6188 33.5088 15505 2 657.3130 ‐0.9035



NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1649.7952 NQVAMNPTNTVFDAK 5067.5050 1649.7963 24.6825 13132 2 825.4018 0.9504
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1260.6834 EIAEAFLGSPVK 4032.6220 1260.6843 27.7252 12730 2 630.8458 0.1478
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1412.7492 SSVHDVVLVGGSTR 1813.7300 1412.7497 19.7656 9258 3 471.5881 ‐0.7181
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1441.7144 FEELNMDLFRK 528.6588 1441.6946 35.5836 10793 2 721.3509 ‐13.8788
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1805.8963 NQVAMNPTNTVFDAKR 808.6962 1805.9065 25.3684 10351 3 602.6403 5.0809
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 Carbamidomethyl+C(15) 1967.0055 VQQLLQDFFNGKELCK 271.1566 1967.0029 26.2451 5358 3 656.3391 ‐1.7170
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA548.1785 2575.2555 27.0724 2120 3 859.0900 ‐5.6148
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 2977.3585 IEDAIDQAIEWLDGNQLAEA574.2099 2977.3736 43.4463 1683 3 993.1294 5.62
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 2312.1625 GEEKQFSAEEISSMVLIKMR 978.3847 2312.1462 34.2047 5811 3 771.3869 ‐6.9949
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 3364.5889 KIEDAIDQAIEWLDGNQLAE2121.5660 3364.5901 42.4838 2873 3 1122.2016 1.22
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1786.9116 MDKSSVHDVVLVGGSTR 213.8107 1786.8927 24.8944 2116 2 893.9500 ‐9.9638
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1097.5010 PAYFNDSQR 170.2119 1097.4997 29.1401 1370 1 1097.4997 0.7839
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1174.5375 SYVAFTDSER 551.3569 1174.5366 23.4575 1281 1 1174.5366 1.07
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 Carbamidomethyl+C(15) 1803.8735 VQQLLQDFFNGKELC 214.4279 1803.8713 25.4076 1143 2 902.4393 ‐0.5583
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 5037.0070 71500.7772 48 32.77 None 1173.5357 LENYAYNMR 148.0294 1173.5371 24.6092 840 1 1173.5371 3.97
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2015.9516 ADLNVPLDDNQTITDDTR 245402.3000 2015.9486 26.1321 470138 2 1008.4779 ‐0.3011
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1092.5684 FAAGTEAIANK 60097.8100 1092.5689 17.7720 272869 2 546.7881 ‐0.6126
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1573.8432 GVTTIIGGGDSVAAVEK 162664.7000 1573.8426 25.4252 243303 2 787.4250 ‐0.2146
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1404.7369 ELDYLVGAVSNPK 100107.3000 1404.7368 27.2348 241194 2 702.8720 ‐0.3845
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2270.1373 IVPASGIEDGWMGLDIGPDS12415.4400 2270.1313 21.0420 204272 2 1135.5693 ‐0.8301
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1605.9462 VLPGVIALDEAIPVTV 47987.6100 1605.9437 23.0688 193811 2 803.4755 ‐1.3577
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1933.9767 LASLADLYVNDAFGTAHR 67797.5200 1933.9799 19.1047 146872 3 645.3315 1.63
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 999.5986 FSLAPLVPR 51573.9500 999.5997 18.6738 139178 2 500.3035 ‐0.1840
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1100.6562 IGVIESLLEK 79403.4100 1100.6577 19.2512 132984 2 550.8325 0.3748
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1105.5735 SVGDLTSADLK 79960.9000 1105.5732 21.5794 124337 2 553.2902 ‐1.3247
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1525.8836 GVSLLLPTDVVVADK 52765.6700 1525.8848 19.7092 120895 2 763.4461 0.8318
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGV27169.7500 2951.4955 25.4067 120377 3 984.5034 ‐1.1214
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1447.8671 FLKPSVAGFLLQK 16289.7800 1447.8692 18.5709 118930 3 483.2946 0.4172
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1201.7038 LSELLGIEVTK 71594.5700 1201.7039 18.0154 105515 2 601.3556 ‐0.7331
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2269.1857 VGVAGVMSHISTGGGASLE 12775.9900 2269.1878 19.2745 91784 3 757.0675 1.52
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2858.3375 TFNEALDTTQTVIWNGPMG20863.1900 2858.3318 22.6192 80586 3 953.4488 ‐0.7178
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1102.6368 RPFAAIVGGSK 25242.6400 1102.6365 14.0245 17127 2 551.8219 ‐1.2524
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 713.4556 AAIPTIK 12727.7000 713.4551 19.1926 11213 1 713.4551 ‐0.4899
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1220.7474 VILSTHLGRPK 20257.6200 1220.7467 13.0502 6979 3 407.5871 ‐1.9621
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1518.7646 AQGLSVGSSLVEEDK 1291.0330 1518.7677 23.6648 1190 2 759.8875 2.0408
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2356.2759 GVSLLLPTDVVVADKFAPDA26459.4600 2356.2769 20.0053 82164 3 786.0972 0.9154
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2600.4029 AQGLSVGSSLVEEDKLELATE5057.0460 2600.4057 36.0287 69883 3 867.4734 1.80
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1773.8330 FYKEEEKNDPEFAK 23369.2500 1773.8333 17.1351 53810 3 591.9493 ‐0.3424
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2863.4373 NDPEFAKKLASLADLYVNDA1199.9550 2863.4275 21.2770 4210 3 955.1473 ‐2.1416
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2517.2580 VFVRADLNVPLDDNQTITDD2904.5080 2517.2358 28.4769 2991 2 1259.1215 ‐6.3786
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 683.3069 FEMEK 91.4293 683.3028 22.7425 43075 1 683.3028 ‐5.9197
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 652.4141 APLVPR 142.6917 652.4117 16.8840 29342 1 652.4117 ‐3.7408
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1191.6984 VLPGVIALDEAI 3224.5320 1191.6936 23.0697 16230 1 1191.6936 ‐1.8239
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 771.4359 VGAVSNPK 2124.5400 771.4386 27.2561 6539 1 771.4386 3.12
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1102.5739 IGGGDSVAAVEK 5036.8650 1102.5706 25.4252 6502 1 1102.5706 ‐1.1549
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 642.4185 AIPTIK 3381.1010 642.4163 19.2190 6010 1 642.4163 ‐3.4396
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 571.3814 IPTIK 2830.7010 571.3809 19.1920 4553 1 571.3809 ‐1.1581
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 852.5302 SLAPLVPR 589.2544 852.5307 18.6693 3776 1 852.5307 1.82
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 648.4079 FLLQK 280.3444 648.4078 18.8229 3562 1 648.4078 ‐0.3009
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 458.2973 PTIK 464.5049 458.2956 19.1957 3542 1 458.2956 ‐4.5303
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 765.4981 LAPLVPR 524.1295 765.4994 18.6735 3246 1 765.4994 2.1192
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2000.0699 LLPTDVVVADKFAPDANSK 378.4501 2000.0585 20.0056 3078 2 1000.5329 ‐4.5443
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 543.3038 RPFAA 1197.8660 543.3036 14.0250 3061 1 543.3036 ‐0.9332
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1008.5949 LSTHLGRPK 8437.7090 1008.5951 13.0466 2790 2 504.8012 ‐1.0073
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1056.5936 LPTDVVVADK 2296.6850 1056.5924 19.7121 2693 1 1056.5924 0.4898
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 729.4141 IGPDSIK 60.5531 729.4173 19.7448 2500 1 729.4173 4.42
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1238.5544 NGPMGVFEMEK 136.1710 1238.5515 20.8990 2399 2 619.7794 ‐2.9978
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 656.3879 RPFAAI 2225.7830 656.3881 14.0222 2098 1 656.3881 0.2422
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1146.5426 ADKFAPDANSK 214.4899 1146.5460 19.8112 1958 1 1146.5460 4.25
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1541.7305 IVPASGIEDGWMGLD 91.1611 1541.7239 19.0881 1896 2 771.3656 ‐4.1896
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 718.3981 ESLLEK 200.2192 718.3974 19.9000 1797 1 718.3974 ‐0.8541
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 494.2609 EFAK 95.3341 494.2632 16.8065 1504 1 494.2632 3.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1363.6753 LYVNDAFGTAHR 448.7549 1363.6747 19.7800 1345 2 682.3410 ‐0.8631
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1488.8672 LPGVIALDEAIPVTV 951.8839 1488.8625 23.0646 1316 2 744.9349 ‐3.2619
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1585.7340 VPLDDNQTITDDTR 142.7185 1585.7265 24.4134 1253 2 793.3669 ‐4.5722
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1121.6790 ILSTHLGRPK 3862.7630 1121.6790 13.0481 1191 2 561.3431 ‐0.9534
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 942.4931 ELDYLVGAV 157.1386 942.4882 26.7940 1137 1 942.4882 ‐4.0171
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1288.7511 VLPGVIALDEAIP 179.7543 1288.7455 24.4927 1110 2 644.8764 ‐4.9141
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 1408.8158 LPEGGVLLLENVR 100.1775 1408.8120 23.9133 750 3 470.2755 ‐3.8274
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2252.1267 IVPASGIEDGWMGLDIGPDS193.4821 2252.1230 20.7109 16107 3 751.3792 ‐1.3603
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2338.2653 GVSLLLPTDVVVADKFAPDA628.1044 2338.2558 21.0505 3231 3 780.0901 ‐3.6250
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 39512.6300 50225.9048 129 71.10 None 2846.4108 NDPEFAKKLASLADLYVNDA511.2260 2846.4120 19.8152 7169 3 949.4755 1.56
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1092.5684 FAAGTEAIANK 38722.3100 1092.5689 17.7720 272869 2 546.7881 ‐0.4762
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1573.8432 GVTTIIGGGDSVAAVEK 193678.3000 1573.8427 25.4241 241598 2 787.4250 ‐0.1826



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1404.7369 ELDYLVGAVSNPK 143162.3000 1404.7368 27.2348 241194 2 702.8720 ‐0.3361
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 2270.1373 IVPASGIEDGWMGLDIGPDS2856.5190 2270.1373 37.1235 58845 3 757.3840 0.0112
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1105.5735 SVGDLTSADLK 7043.9770 1105.5728 21.3776 17273 2 553.2900 ‐1.5805
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 713.4556 AAIPTIK 12638.0300 713.4551 19.1926 11213 1 713.4551 ‐0.3193
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 2015.9516 ADLNVPLDDNQTITDDTR 867.8896 2015.9546 25.9370 6645 2 1008.4809 2.71
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1518.7646 AQGLSVGSSLVEEDK 1466.6790 1518.7677 23.6648 1190 2 759.8875 2.0570
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 2600.4029 AQGLSVGSSLVEEDKLELATE3795.3810 2600.4054 36.0195 65210 3 867.4733 1.81
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1331.6664 WMGLDIGPDSIK 186.5628 1331.6721 34.1057 6648 2 666.3397 3.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 771.4359 VGAVSNPK 2415.3020 771.4386 27.2561 6539 1 771.4386 4.1124
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 642.4185 AIPTIK 3204.8500 642.4163 19.2190 6010 1 642.4163 ‐3.2696
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 571.3814 IPTIK 2794.1830 571.3809 19.1920 4553 1 571.3809 ‐0.9888
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1298.6951 GVTTIIGGGDSVAAV 271.8504 1298.7000 24.6176 3900 2 649.8536 3.42
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 458.2973 PTIK 309.4543 458.2956 19.1957 3542 1 458.2956 ‐4.3620
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1408.6929 IVPASGIEDGWMGL 146.1929 1408.6981 33.1683 2247 2 704.8527 3.49
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 919.4731 GDLTSADLK 444.3421 919.4719 19.8056 2154 1 919.4719 ‐0.0942
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 1215.6579 IIGGGDSVAAVEK 337.1628 1215.6502 25.4273 1335 1 1215.6502 ‐3.8922
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 14289.1900 50225.9048 129 71.10 None 2252.1267 IVPASGIEDGWMGLDIGPDS298.9689 2252.1140 33.7365 4922 2 1126.5606 ‐4.0642
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2270.1373 IVPASGIEDGWMGLDIGPDS20938.1300 2270.1313 21.0420 204272 2 1135.5693 ‐0.3149
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1605.9462 VLPGVIALDEAIPVTV 73358.3400 1605.9437 23.0688 193811 2 803.4755 ‐1.2670
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1933.9767 LASLADLYVNDAFGTAHR 87087.3100 1933.9799 19.1047 146872 3 645.3315 1.79
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 999.5986 FSLAPLVPR 44367.1900 999.5997 18.6738 139178 2 500.3035 ‐0.4807
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1100.6562 IGVIESLLEK 56738.9100 1100.6577 19.2512 132984 2 550.8325 0.1427
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1525.8836 GVSLLLPTDVVVADK 60734.6400 1525.8848 19.7092 120895 2 763.4461 0.8714
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGV79387.1400 2951.4955 25.4067 120377 3 984.5034 ‐0.3719
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1447.8671 FLKPSVAGFLLQK 21945.3000 1447.8692 18.5709 118930 3 483.2946 0.2831
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1201.7038 LSELLGIEVTK 93296.9300 1201.7039 18.0154 105515 2 601.3556 ‐0.9006
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2269.1857 VGVAGVMSHISTGGGASLE 20797.2700 2269.1878 19.2745 91784 3 757.0675 1.37
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2858.3375 TFNEALDTTQTVIWNGPMG30120.2000 2858.3318 22.6192 80586 3 953.4488 ‐0.0232
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1573.8432 GVTTIIGGGDSVAAVEK 74363.7600 1573.8418 16.2151 40519 2 787.4246 ‐0.6421
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1102.6368 RPFAAIVGGSK 50532.4400 1102.6365 14.0245 17127 2 551.8219 ‐1.4833
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1404.7369 ELDYLVGAVSNPK 5679.2160 1404.7348 17.1126 9327 2 702.8710 ‐1.8212
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1220.7474 VILSTHLGRPK 37879.5800 1220.7467 13.0502 6979 3 407.5871 ‐2.2297
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2543.3828 ASLLPIPSTSVSARPLGFSATL706.5088 2543.3332 21.6032 3338 3 848.4492 ‐18.2262
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 Carbamidomethyl+C(1) 1847.9435 CDILLLGGGMIFTFYK 547.3218 1847.9550 23.8300 846 2 924.4811 7.55
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2356.2759 GVSLLLPTDVVVADKFAPDA21826.2900 2356.2769 20.0053 82164 3 786.0972 1.50
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2600.4029 AQGLSVGSSLVEEDKLELATE939.9206 2600.4011 20.5586 13743 3 867.4719 0.7222
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2555.4079 AKGVSLLLPTDVVVADKFAP882.1461 2555.4120 19.0138 1123 3 852.4755 2.42
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 Oxidation+M(5) 1922.0263 GVVSMAKKSVGDLTSADLK 787.1749 1922.0255 24.3334 7003 2 961.5164 0.8689
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1282.7617 LLLPTDVVVADK 399.3278 1282.7589 19.2408 209712 2 641.8831 ‐2.8226
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 652.4141 APLVPR 195.8321 652.4117 16.8840 29342 1 652.4117 ‐3.8604
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1191.6984 VLPGVIALDEAI 11448.2900 1191.6936 23.0697 16230 1 1191.6936 ‐1.8814
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 581.3770 PLVPR 186.2730 581.3773 18.6744 11375 1 581.3773 0.1302
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 718.3981 ESLLEK 833.7639 718.3940 19.2498 6821 1 718.3940 ‐5.6463
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1820.8926 ASLADLYVNDAFGTAHR 9932.0170 1820.8917 19.1082 4537 2 910.9495 0.4739
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2057.9848 PASGIEDGWMGLDIGPDSIK5989.4260 2057.9797 21.0204 4269 2 1029.4935 ‐0.7875
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 852.5302 SLAPLVPR 195.4796 852.5307 18.6693 3776 1 852.5307 1.17
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 648.4079 FLLQK 383.9431 648.4078 18.8229 3562 1 648.4078 ‐0.4209
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 765.4981 LAPLVPR 451.6110 765.4994 18.6735 3246 1 765.4994 2.0126
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2000.0699 LLPTDVVVADKFAPDANSK 407.0115 2000.0585 20.0056 3078 2 1000.5329 ‐4.2017
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 543.3038 RPFAA 2574.1630 543.3036 14.0250 3061 1 543.3036 ‐1.0654
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 705.4294 GFLLQK 16244.0000 705.4328 18.5737 2852 1 705.4328 4.40
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1008.5949 LSTHLGRPK 13315.9200 1008.5951 13.0466 2790 2 504.8012 ‐1.2982
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 759.3896 AFGTAHR 340.6819 759.3921 19.1197 2731 1 759.3921 3.99
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1056.5936 LPTDVVVADK 4366.4460 1056.5924 19.7121 2693 1 1056.5924 0.4167
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1295.7318 PEGGVLLLENVR 18630.9200 1295.7272 25.4089 2602 1 1295.7272 ‐0.9229
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 656.3879 RPFAAI 3970.8940 656.3881 14.0222 2098 1 656.3881 0.1231
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1001.5877 ELLGIEVTK 309.7442 1001.5815 18.0167 1722 1 1001.5815 ‐4.9348
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 800.4665 FLKPSVAG 940.7053 800.4668 18.5525 1711 1 800.4668 0.8417
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1078.6143 VLPGVIALDEA 1227.8580 1078.6066 23.0590 1580 1 1078.6066 ‐5.5255
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 Oxidation+M(5) 1157.5983 GVVSMAKKSVGD 88.7673 1157.5911 25.3254 1551 1 1157.5911 ‐4.2458
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 872.5451 LLGIEVTK 600.6249 872.5448 18.0220 1453 1 872.5448 0.3859
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1363.6753 LYVNDAFGTAHR 362.2926 1363.6747 19.7800 1345 2 682.3410 ‐0.9272
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1488.8672 LPGVIALDEAIPVTV 1901.3160 1488.8625 23.0646 1316 2 744.9349 ‐3.2460
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1121.6790 ILSTHLGRPK 6989.6050 1121.6790 13.0481 1191 2 561.3431 ‐1.1721
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1288.7511 VLPGVIALDEAIP 220.7247 1288.7455 24.4927 1110 2 644.8764 ‐5.0261
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1424.6337 WNGPMGVFEMEK 631.0797 1424.6327 22.6194 946 1 1424.6327 2.10
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1759.8650 LASLADLYVNDAFGTAH 275.8431 1759.8708 18.5713 940 2 880.4390 4.0894
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 1417.6845 TFNEALDTTQTVI 241.5484 1417.6824 22.4002 904 1 1417.6824 1.84
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2338.2653 GVSLLLPTDVVVADKFAPDA472.7591 2338.2558 21.0505 3231 3 780.0901 ‐3.2359
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 27601.1000 50225.9048 129 71.10 None 2841.3110 TFNEALDTTQTVIWNGPMG610.4813 2841.3068 22.8108 1029 3 947.7738 0.4728
NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 1427.7853 SLGIQAIGLEGDVR 2643.6670 1427.7864 27.7573 16252 2 714.3968 0.5641
NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 1070.5728 LVPEEIENK 5110.9310 1070.5734 28.0840 4145 2 535.7903 ‐0.5742
NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 804.4210 AAVDATTR 507.2309 804.4209 16.2542 1819 1 804.4209 0.4036
NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 1327.7216 LVPEEIENKTR 2233.1060 1327.7217 29.9269 4919 2 664.3645 ‐0.3658



NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 2252.1631 LVPEEIENKTREYMPLYK 2690.1530 2252.1593 21.5796 3608 2 1126.5833 0.1028
NP_187886.2 short chain dehydrogenase reductase B Arabidopsis thaliana 292.1731 31910.5638 6 23.49 None 3884.9600 AAVDATTRNLALEWGTDYD3718.9410 3884.9411 24.1334 3389 3 1295.6519 ‐1.8963
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1280.7685 VVAAGANPVLITR 111749.4000 1280.7690 15.3079 69286 2 640.8882 ‐0.1609
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1541.7693 EVELEDPVENIGAK 69630.4700 1541.7680 26.7743 68843 2 771.3876 ‐0.8033
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1736.8337 NLIEQAEQDYEKEK 79124.5900 1736.8353 27.5732 61296 3 579.6166 0.3584
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1199.6630 DLVGVLEDAIR 74306.3100 1199.6631 38.1150 47129 2 600.3352 ‐0.7139
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1043.5844 IVNDGVTVAR 33388.4000 1043.5844 16.8206 43272 2 522.2958 ‐1.1455
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1505.7159 GYISPYFVTDSEK 14670.7500 1505.7176 27.3600 41802 2 753.3624 1.1270
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1182.7093 LADLVGVTLGPK 60975.4800 1182.7101 17.7882 39896 2 591.8587 ‐0.0723
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1536.7614 YEDLMAAGIIDPTK 30146.5300 1536.7632 30.1480 38487 2 768.8852 1.1770
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 989.5150 EEVGLSLDK 38728.9000 989.5157 21.4103 29579 2 495.2615 ‐0.5619
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 2464.2566 TNDLAGDGTTTSVVLAQGF 7283.1320 2464.2570 33.9841 28418 2 1232.6322 2.64
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1871.8592 SAENNLYVVEGMQFDR 3911.1040 1871.8598 29.7896 23841 2 936.4335 1.1540
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4188.6070 1700.8974 28.6391 19783 2 850.9524 ‐1.0703
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 2569.4123 GGYPILIIAEDIEQEALATLVV847.8625 2569.4107 25.7386 15237 3 857.1417 0.1562
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 931.5095 GVVTLEEGK 9545.3860 931.5110 17.8730 11453 2 466.2592 0.2344
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1479.6962 NLIEQAEQDYEK 13999.3800 1479.6956 26.8760 7141 2 740.3514 ‐0.5154
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 5421.0840 1145.4621 16.2756 4131 2 573.2347 0.7447
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 3619.6924 LMSKEVEDSELADVAAVSAG2491.2200 3619.6642 36.6232 2243 3 1207.2262 ‐5.2713
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 2819.5037 SQYLDDIAILTGATVIREEVG 161.1754 2819.4594 23.8024 21641 3 940.4913 ‐14.4978
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1546.7305 LMSKEVEDSELADV 260.7249 1546.7372 38.6784 4064 2 773.8722 4.11
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 872.4836 GVLEDAIR 9961.3300 872.4829 38.1171 3919 1 872.4829 0.0393
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1040.4782 EVELEDPVE 505.5581 1040.4763 28.7505 3388 1 1040.4763 ‐0.3352
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 716.3937 LEDAIR 3900.5500 716.3930 38.1095 2271 1 716.3930 ‐0.7661
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1769.8626 LMSKEVEDSELADVAAV 922.2551 1769.8707 35.2473 1921 2 885.4390 5.49
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 930.5003 VNDGVTVAR 13395.0400 930.5007 16.8209 1718 1 930.5007 1.07
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 940.5574 GANPVLITR 3587.8430 940.5587 15.3103 1463 1 940.5587 2.56
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1396.6227 EQAEQDYEKEK 5707.3610 1396.6225 27.5743 1303 2 698.8149 ‐0.4389
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 998.5881 DLVGVTLGPK 333.5930 998.5906 17.7865 1152 1 998.5906 3.34
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1011.5946 AGANPVLITR 4418.0840 1011.5928 15.3082 1081 1 1011.5928 ‐0.2874
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 698.4559 PVLITR 32805.0400 698.4553 15.3110 1069 1 698.4553 ‐0.7844
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 827.4621 PVENIGAK 7386.7190 827.4600 26.7790 824 1 827.4600 ‐1.9582
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 11929.3400 63740.8883 31 43.96 None 1523.7588 EVELEDPVENIGAK 806.0438 1523.7610 28.3459 14772 2 762.3841 1.36
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDD18497.8900 2638.1964 30.1319 76798 3 880.0703 1.02
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(9) 1938.9347 GQIHVEHMCSNALAMIK 11857.6400 1938.9335 16.2334 52282 3 646.9827 ‐0.8350
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1118.6052 IGATSDLQSVK 46154.6500 1118.6054 18.4983 47875 2 559.8063 ‐0.7791
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1427.7489 TDPNQNTGIVIQK 40522.9100 1427.7493 18.6515 39880 2 714.3783 0.0548
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1569.8343 TVAAAVAAAPENSNKR 13488.8300 1569.8350 15.9069 33948 3 523.9498 ‐0.4105
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETV6947.4610 3678.8028 41.8257 29999 5 736.5664 4.86
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1278.6325 DITFQNTAGPSK 9134.4440 1278.6311 19.5858 29094 2 639.8192 ‐1.6380
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETV10284.2600 3550.6945 43.3862 28994 4 888.4291 2.49
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1040.4652 NIMFMGDGR 6300.4970 1040.4648 25.2614 14540 2 520.7360 ‐1.5793
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 2017.9938 NVVDGSTTFHSATVAAVGE 2454.7140 2017.9955 23.3824 11138 3 673.3367 0.7605
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1268.6377 MAPSMKEIFSK 394.8804 1268.6346 26.0920 8338 2 634.8210 ‐3.0577
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1001.5626 VITAAAEAQK 2632.4300 1001.5634 24.4297 3415 2 501.2854 ‐0.4097
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 2420.1921 YTAGQFIGGGGWLSSTGFP 863.5275 2420.1973 25.3175 1077 3 807.4040 2.76
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 786.4217 RPNSGQK 327.1822 786.4281 23.0360 2775 1 786.4281 8.94
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAM353.3883 3871.8829 39.4932 365978 3 1291.2992 ‐0.4914
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDD15695.5800 3021.4247 29.2487 36140 4 756.1116 1.31
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(8) 3807.8270 EKTALHDCLETIDETLDELHE1756.7280 3807.8445 42.0943 1949 5 762.3747 4.16
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 2026.0321 NIMFMGDGRTRTIITGSR 1245.0570 2026.0194 21.3461 1694 3 676.0113 ‐6.3174
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 689.3828 DLQSVK 352.6531 689.3834 19.1676 4337 1 689.3834 0.9810
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1211.6743 PNQNTGIVIQK 469.9046 1211.6748 17.3977 2079 2 606.3410 ‐0.3210
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 Carbamidomethyl+C(10) 2310.9779 SSAITNQETCLDGFSHDDAD1168.1050 2310.9856 30.1413 1668 2 1155.9964 5.24
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 813.3382 MFMGDGR 1097.9250 813.3378 25.2546 1647 1 813.3378 0.0526
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 419.2249 SGQK 41.2767 419.2278 21.9623 1169 1 419.2278 5.79
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 844.4272 PENSNKR 209.7077 844.4264 15.9025 920 1 844.4264 ‐0.1917
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 1250.6272 MAPSMKEIFSK 105.4661 1250.6340 27.0837 3449 2 625.8206 4.67
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 4541.9660 64769.2416 45 39.86 None 769.3951 RPNSGQK 60.4458 769.3914 23.0242 1460 1 769.3914 ‐4.4619
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDD24901.2400 2638.1964 30.1319 76798 3 880.0703 1.79
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1118.6052 IGATSDLQSVK 48760.8000 1118.6054 18.4983 47875 2 559.8063 ‐0.6501
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1569.8343 TVAAAVAAAPENSNKR 16858.4800 1569.8350 15.9069 33948 3 523.9498 ‐0.4277
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETV5326.2890 3678.8028 41.8257 29999 5 736.5664 4.86
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1278.6325 DITFQNTAGPSK 13174.1600 1278.6311 19.5858 29094 2 639.8192 ‐1.5540
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETV10205.3600 3550.6945 43.3862 28994 4 888.4291 1.85
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 2017.9938 NVVDGSTTFHSATVAAVGE 3308.5260 2017.9955 23.3824 11138 3 673.3367 0.5482
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1268.6377 MAPSMKEIFSK 705.1400 1268.6346 26.0920 8338 2 634.8210 ‐2.9709
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1001.5626 VITAAAEAQK 1804.1640 1001.5634 24.4297 3415 2 501.2854 ‐0.2477
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDD15671.7900 3021.4247 29.2487 36140 4 756.1116 0.5251
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAM850.7946 3871.8930 43.4647 11387 3 1291.3025 1.0826
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 2026.0321 NIMFMGDGRTRTIITGSR 866.5518 2026.0194 21.3461 1694 3 676.0113 ‐6.5332
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(10) 2310.9779 SSAITNQETCLDGFSHDDAD1150.6720 2310.9856 30.1413 1668 2 1155.9964 5.0354
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(11) 2424.0620 ISSAITNQETCLDGFSHDDAD713.8284 2424.0698 30.1261 1264 2 1212.5385 5.1800
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 776.4149 SDLQSVK 4826.5170 776.4143 18.5062 1224 1 776.4143 ‐0.1060



NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 844.4272 PENSNKR 247.2923 844.4264 15.9025 920 1 844.4264 ‐0.0198
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 None 1250.6272 MAPSMKEIFSK 86.8896 1250.6340 27.0837 3449 2 625.8206 4.85
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(13) 2620.1832 TLISSAITNQETCLDGFSHDD616.2063 2620.1919 32.4619 3129 3 874.0688 3.68
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3599.0690 64769.2416 45 39.86 Carbamidomethyl+C(13) 3854.8697 ALLKGQIHVEHMCSNALAM207.8618 3854.8689 45.9941 14464 3 1285.6278 1.15
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1056.6048 AIALTVDTPR 26134.0400 1056.6037 22.9171 111018 2 528.8055 ‐2.1546
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 2011.9026 MDEANDSGLASYVAGQIDR58281.9400 2011.9015 30.2005 91111 2 1006.4544 0.6814
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 2908.4357 AASAAGTIMTLSSWATSSVE47486.0600 2908.4343 24.5663 74750 3 970.1496 0.9020
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1875.0110 QLDYVPATISALEEVVK 19591.0700 1875.0078 22.1608 66163 2 938.0075 ‐0.8371
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1143.6772 FTLPPNLTLK 37082.6600 1143.6782 18.2911 65142 2 572.3428 ‐0.0162
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 992.5047 NFEGLDLGK 16354.5900 992.5045 25.2407 64069 2 496.7559 ‐1.5136
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1107.5873 FFQLYVYK 10389.3300 1107.5892 18.5489 55036 2 554.2982 0.6445
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1058.5993 VPVFLDGGVR 15940.7100 1058.5991 16.9276 46485 2 529.8032 ‐1.3594
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 2439.0558 MVYDYYASGAEDQWTLQE 7026.7250 2439.0456 29.4435 43795 2 1220.0264 ‐1.9189
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1318.5845 MAHPDGEYATAR 96885.3200 1318.5836 14.3149 35991 3 440.1994 ‐1.8974
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1533.8168 ISMPIMVAPTAFQK 33007.5900 1533.8172 19.4177 33021 2 767.4122 0.3171
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1718.9660 IAIQAGAAGIIVSNHGAR 10907.9700 1718.9645 16.1496 28782 3 573.6597 ‐1.4925
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1913.0565 DIQWLQTITNMPILVK 11528.1600 1913.0511 23.3860 25626 2 957.0292 ‐1.8437
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1214.7004 VPVFLDGGVRR 7846.2500 1214.6994 15.5046 6766 2 607.8534 ‐1.5485
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 Carbamidomethyl+C(12) 1528.6771 DEFELTMALSGCR 2151.9060 1528.6892 31.9163 8010 2 764.8482 7.10
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1597.7778 MEITNVTEYDAIAK 472.4408 1597.7888 20.2749 1405 2 799.3980 7.0749
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 2985.3895 NFEGLDLGKMDEANDSGLA1665.6040 2985.3744 35.2059 5671 3 995.7963 ‐3.5611
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 872.4836 ALTVDTPR 1649.2520 872.4852 22.9187 11909 1 872.4852 2.22
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1087.5241 NFEGLDLGKM 463.9353 1087.5161 33.7594 7556 1 1087.5161 ‐5.5521
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1355.7781 VPATISALEEVVK 291.1994 1355.7756 21.5703 4331 2 678.3914 ‐2.2043
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 959.5309 PVFLDGGVR 254.5499 959.5306 17.6147 3591 1 959.5306 0.9281
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 738.2876 MAHPDGE 9611.6030 738.2874 14.3120 3537 1 738.2874 0.0654
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 992.5234 MVAPTAFQK 219.6424 992.5268 18.7339 1836 1 992.5268 4.86
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 901.3509 MAHPDGEY 683.3623 901.3492 14.3145 1207 1 901.3492 ‐0.9340
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 581.3042 YATAR 736.2777 581.3049 14.3081 1187 1 581.3049 0.9135
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 814.4855 NMPILVK 90.4005 814.4808 23.0882 1184 1 814.4808 ‐5.1673
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 979.4480 PDGEYATAR 1156.3610 979.4494 14.3130 942 1 979.4494 2.74
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 801.4465 LTVDTPR 156.2673 801.4481 21.4827 847 1 801.4481 2.99
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1125.6667 FTLPPNLTLK 191.8754 1125.6611 16.1741 2020 2 563.3342 ‐5.8905
NP_188059.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 17549.6700 40363.6259 30 60.22 None 1701.9395 IAIQAGAAGIIVSNHGAR 443.0577 1701.9454 15.6713 1282 3 567.9867 2.57
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 3007.5847 LNPLVSSLSLYDIANTPGVAA26727.4800 3007.5790 21.1761 62740 3 1003.1979 ‐0.3621
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1590.9214 ALEGADLVIIPAGVPR 45091.3300 1590.9232 19.3429 55840 2 795.9652 1.09
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1318.7001 DDLFNINAGIVK 19566.4300 1318.6997 31.3414 39948 2 659.8535 ‐0.8008
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1219.7045 LFGVTTLDVVR 17859.8200 1219.7054 19.1472 23637 2 610.3563 ‐0.0101
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1860.9226 NGVEEVLDLGPLSDFEK 17678.6700 1860.9217 37.3968 17486 2 930.9645 0.3676
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1471.6370 SQVSGYMGDDDLGK 2872.1050 1471.6427 21.3100 6004 2 736.3250 3.90
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 Carbamidomethyl+C(18) 2017.9722 GSATLSMAYAGALFADACLK750.3785 2017.9904 18.4231 9748 3 673.3350 8.97
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 2601.3294 NGVEEVLDLGPLSDFEKEGL 184.7984 2601.2874 17.0286 755 3 867.7673 ‐15.2860
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 1347.7995 KLFGVTTLDVVR 1243.8700 1347.7996 17.6390 8981 2 674.4034 ‐0.3385
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 None 959.5520 GVTTLDVVR 309.1627 959.5516 18.6640 1463 2 480.2794 ‐1.7949
NP_188120.1 malate dehydrogenase 2 Arabidopsis thaliana 6709.6860 36046.5611 11 37.24 Carbamidomethyl+C(7) 1008.5183 ALFADACLK 248.8387 1008.5196 17.9702 1097 2 504.7635 0.0655
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 None 971.5772 VLEALEGLK 4132.2370 971.5766 26.4724 5750 2 486.2919 ‐1.9409
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 None 1418.7009 TDAQADEIVTVEK 4980.8410 1418.7041 20.6716 5128 2 709.8557 2.0131
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 None 718.3842 ADSAAKR 127.0995 718.3679 21.6483 10702 1 718.3679 ‐22.5173
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 Carbamidomethyl+C(5) 1428.7879 QLIVCEAAAPTKK 206.1672 1428.7565 21.9116 3970 2 714.8819 ‐22.1970
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 None 932.4935 DEIVTVEK 147.2827 932.4931 19.2146 4468 2 466.7502 ‐1.8737
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 522.3314 22111.4377 10 23.76 Carbamidomethyl+C(1) 957.4823 CEAAAPTKK 126.3951 957.4853 22.9541 1606 1 957.4853 4.71
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 287.3643 22111.4377 10 23.76 None 971.5772 VLEALEGLK 4533.7320 971.5766 26.4724 5750 2 486.2919 ‐1.7704
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 287.3643 22111.4377 10 23.76 None 1418.7009 TDAQADEIVTVEK 576.3335 1418.6989 27.3014 5722 2 709.8531 ‐1.6317
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 287.3643 22111.4377 10 23.76 None 2631.2660 AVEIHHGWYVPDAAAAAPS166.6370 2631.2771 42.2397 2413 3 877.7639 4.23
NP_188137.1 30S ribosomal protein S20 Arabidopsis thaliana 287.3643 22111.4377 10 23.76 Carbamidomethyl+C(5) 1300.6930 QLIVCEAAAPTK 451.5914 1300.7111 19.1677 2333 2 650.8592 13.4745
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 1206.5961 VGLGASASSADSGK 731.3850 1206.6014 22.9035 9200 2 603.8043 3.53
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 1416.7257 AYYITDTTILDK 390.6314 1416.7191 25.9175 3061 2 708.8632 ‐4.9056
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 928.5211 VDGQLAVAR 10078.6300 928.5209 16.4589 2834 2 464.7641 ‐1.6283
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 1391.7125 VGLGASASSADSGKGK 243.5637 1391.7013 23.4824 14374 2 696.3543 ‐8.3686
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 2016.0172 AYYITDTTILDKADDLGK 695.8608 2016.0031 26.4821 751 3 672.6725 ‐7.0845
NP_188144.1 putative protein phosphatase 2C 39 Arabidopsis thaliana 365.5179 31801.1796 6 12.11 None 1327.6780 YYITDTTILDK 389.3845 1327.6798 25.8610 4099 2 664.3436 0.9155
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 4273.2890 21343.3863 5 23.83 None 1264.7082 MIHPIVDQLAK 30193.4400 1264.7071 15.5483 28495 2 632.8572 ‐1.6091
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 4273.2890 21343.3863 5 23.83 None 1003.6186 SVPTVIIFK 14388.2600 1003.6214 18.0572 24763 2 502.3143 1.1749
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 4273.2890 21343.3863 5 23.83 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 4273.2890 21343.3863 5 23.83 None 1782.9571 MIHPIVDQLAKDFAGK 337.0719 1782.9271 19.0556 3045 3 594.9805 ‐17.2608
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 4273.2890 21343.3863 5 23.83 None 883.5247 PIVDQLAK 539.6254 883.5276 15.5519 1075 1 883.5276 4.0797
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2559.4590 15216.6600 7 30.34 None 1305.6514 FFETFAAPFTK 12208.7300 1305.6544 19.3487 34477 2 653.3308 1.10
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2559.4590 15216.6600 7 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVY7176.5330 3663.6665 21.6037 13807 3 1221.8937 ‐0.0297
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2559.4590 15216.6600 7 30.34 None 3645.6656 SVYFDLEDLGNTTGQWDVY454.5700 3645.6745 23.1848 2778 4 912.1741 3.65
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2559.4590 15216.6600 7 30.34 None 1287.6408 FFETFAAPFTK 279.2730 1287.6454 17.8489 2482 2 644.3263 2.26
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2963.3520 15216.6600 7 30.34 None 1305.6514 FFETFAAPFTK 14538.7900 1305.6544 19.3487 34477 2 653.3308 1.98
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2963.3520 15216.6600 7 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVY8174.5250 3663.6665 21.6037 13807 3 1221.8937 1.1382
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2963.3520 15216.6600 7 30.34 None 3645.6656 SVYFDLEDLGNTTGQWDVY341.2795 3645.6745 23.1848 2778 4 912.1741 4.08
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1308.7158 LLTPVEEGPTPR 3074.9940 1308.7117 21.8197 23399 2 654.8595 ‐3.6209



NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 21397.6600 1634.7396 14.9722 15007 3 545.5847 0.2697
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1014.5578 GGAGLEVVQGK 15222.8300 1014.5581 18.3489 10876 2 507.7827 ‐0.9735
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1195.5226 FGGEEETPSSR 7423.0600 1195.5235 14.2182 5768 2 598.2654 ‐0.0094
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1704.8335 VNGMTSEMITFLSFK 4177.6330 1704.8319 23.7334 1305 2 852.9196 ‐0.5011
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 4135.0593 HIVIFGGEIAMDPLAHVGPG618.1859 4135.0033 23.0951 1059 3 1379.0059 ‐10.1864
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 2063.9345 APTNDRFDDLFFYGIDSA 2693.7310 2063.9326 37.4357 18199 2 1032.4699 0.3874
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1551.7285 LDKFGGEEETPSSR 5798.9790 1551.7309 16.4964 7241 3 517.9151 0.6417
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 2852.3513 KTELGVEEFEIDADDYIVYVE999.4443 2852.3503 39.6699 1762 3 951.4550 0.9445
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 772.4563 LEVVQGK 100.3249 772.4595 19.5989 1886 1 772.4595 4.40
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1587.7546 NGMTSEMITFLSFK 389.6783 1587.7591 22.6679 1166 2 794.3832 3.0525
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 996.5473 GGAGLEVVQGK 241.3747 996.5439 17.2126 1113 1 996.5439 ‐2.0476
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 1397.1140 67889.5427 22 23.59 None 1687.8070 VNGMTSEMITFLSFK 424.0703 1687.8059 24.6933 2716 2 844.4066 ‐0.2440
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 14828.2800 1634.7396 14.9722 15007 3 545.5847 0.2453
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1522.8111 LNTLDSYNIVDKK 502.8896 1522.8146 18.4880 3296 2 761.9109 2.40
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1704.8335 VNGMTSEMITFLSFK 2642.4180 1704.8319 23.7334 1305 2 852.9196 ‐0.3472
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1812.8803 IYSFGGEFTPNQPIDK 417.8058 1812.9133 20.5694 7528 2 906.9603 19.1255
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1014.5578 GGAGLEVVQGK 432.8011 1014.5584 15.6747 1627 2 507.7828 ‐0.9752
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1227.6004 GEFTPNQPIDK 150.7705 1227.5989 21.3284 1236 1 1227.5989 1.0162
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 996.5473 GGAGLEVVQGK 90.1446 996.5439 17.2126 1113 1 996.5439 ‐2.1276
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1504.8006 LNTLDSYNIVDKK 149.2414 1504.7977 19.5752 999 2 752.9025 ‐1.8946
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 543.9885 67889.5427 22 23.59 None 1505.7846 LNTLDSYNIVDKK 97.4667 1505.7922 19.1030 1261 2 753.3997 5.0197
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1434.7587 VYVGQAQDGISAVK 19600.2600 1434.7537 21.1783 142874 2 717.8805 ‐3.6829
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1686.7718 GANLWDDGSTHDAVTK 60759.3900 1686.7733 20.9149 116987 3 562.9293 0.2479
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 3655.8795 VLPADPFVINHPDEHLVSVE 13199.2500 3655.8736 21.4865 111865 4 914.7239 ‐0.0690
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1395.7301 IFGSDGSVITMLR 11251.5900 1395.7319 19.3056 74146 2 698.3696 1.0390
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 3187.6786 IIGFHGSAGGNLNSLGAYFA 12190.7100 3187.6727 21.2484 58617 3 1063.2291 ‐0.0277
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1933.9502 TSDVIGSDEGTHFTLQVK 8864.6240 1933.9501 25.9674 55479 3 645.3215 ‐0.2622
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1091.6320 IGVHVRPLSN 13590.1400 1091.6319 19.6588 43283 2 546.3196 ‐1.1095
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1820.9429 QTSPPFGLEAGTVFELK 13386.1700 1820.9431 20.4060 39708 2 910.9752 0.8389
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 3072.4612 STLLGFEEFVLDYPSEYITAVD8702.5410 3072.4471 25.2748 39692 2 1536.7272 ‐0.8207
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 2401.2034 QTSPPFGLEAGTVFELKEEG 2881.4310 2401.2125 30.4306 14861 4 601.0586 2.45
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 2141.1277 IQLAAGIDGIQYVQFDYVK 1132.2730 2141.1289 22.8627 6064 2 1071.0681 2.0627
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 2429.1619 QLTAFGSDDGTVWDDGAYV219.7051 2429.2011 40.1014 926 3 810.4052 16.7157
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1950.9080 FVYDKSPEEVTGEEHGK 38527.8900 1950.9118 19.1303 75856 4 488.4834 0.2782
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1562.8537 KVYVGQAQDGISAVK 9272.5360 1562.8549 19.4796 24232 3 521.6232 ‐0.0244
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1447.7580 GWYSPEGIIQGIK 211.0326 1447.7554 22.3193 35005 3 483.2567 ‐2.7988
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1858.9235 IIGFHGSAGGNLNSLGAYF 897.5536 1858.9231 21.3549 24632 3 620.3125 ‐0.5654
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 978.5479 GVHVRPLSN 2485.3400 978.5477 19.6558 8729 2 489.7775 ‐1.5550
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 817.4414 QDGISAVK 124.7943 817.4449 20.4206 7657 1 817.4449 4.06
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1331.5862 WDDGSTHDAVTK 8613.8010 1331.5876 20.9089 6035 2 666.2975 0.5927
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1041.5939 SPEGIIQGIK 315.3782 1041.5949 19.6956 4255 2 521.3011 ‐0.1583
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 959.5785 IGVHVRPLS 208.6150 959.5767 19.6821 2112 2 480.2920 ‐3.2899
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 3160.6102 PFVINHPDEHLVSVEGWYSP203.5032 3160.6224 20.4220 2020 4 790.9111 4.22
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1544.7268 QTSPPFGLEAGTVFE 259.4487 1544.7357 18.8402 2007 2 772.8715 5.40
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1056.5320 GQAQDGISAVK 203.3951 1056.5321 20.7629 1968 1 1056.5321 1.84
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1504.8046 PPFGLEAGTVFELK 272.6616 1504.7977 19.5752 999 2 752.9025 ‐4.5953
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1284.6623 IQYVQFDYVK 210.9741 1284.6686 24.0703 875 3 428.8944 3.75
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 888.4785 AQDGISAVK 137.8486 888.4828 19.2851 874 2 444.7450 3.64
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 1172.6270 VGQAQDGISAVK 147.9188 1172.6221 20.2916 829 2 586.8147 ‐4.9646
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 29 81.88 None 3054.4506 STLLGFEEFVLDYPSEYITAVD284.6786 3054.4521 23.4162 1012 4 764.3685 0.8799
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1420.7431 VYVGQGQDGISAVK 4759.9560 1420.7449 20.4745 31511 2 710.8761 1.0211
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 2225.0357 LSAIGGDEGTAWDDGAYDG10059.9900 2225.0345 24.7461 15146 3 742.3497 ‐0.2833
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1435.7977 IFGSDGLIITMLR 3540.5930 1435.7920 21.7709 13027 2 718.3996 ‐4.2017
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 2442.2915 AGEALYALGAYFATTTTPVT 2065.9220 2442.2936 20.2762 11654 3 814.7694 1.88
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 2314.1965 AGEALYALGAYFATTTTPVT 1899.5750 2314.1879 21.0852 11511 2 1157.5976 ‐1.7761
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 4275.0292 GAENIVGGEHGKPTLLGFEE4486.0540 4275.0148 39.3486 11269 4 1069.5091 ‐0.6511
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1405.7322 GKTSPPYGLETQK 972.6316 1405.7337 30.0427 4521 2 703.3705 0.8214
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 2225.0357 KLSAIGGDEGTAWDDGAYD809.5394 2225.0393 25.4243 4281 3 742.3513 1.68
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1840.7984 GGDEGTAWDDGAYDGVKK347.1625 1840.7908 23.2577 8662 2 920.8990 ‐3.3693
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1273.5695 LSAIGGDEGTAWD 258.2845 1273.5779 24.9240 1144 2 637.2926 5.78
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1321.6747 YVGQGQDGISAVK 212.1904 1321.6826 20.1125 909 2 661.3449 5.62
NP_188266.1 jacalin related lectin Arabidopsis thaliana 2007.3850 32022.7035 24 41.67 None 1403.7165 VYVGQGQDGISAVK 247.6806 1403.7196 18.9995 4704 1 1403.7196 5.64
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 1420.7431 VYVGQGQDGISAVK 6138.6910 1420.7449 20.4745 31511 2 710.8761 1.0650
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 2225.0357 LSAIGGDEGTAWDDGAYDG5407.2090 2225.0345 24.7461 15146 3 742.3497 ‐0.5858
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 4275.0292 GAENIVGGEHGKPTLLGFEE3765.3290 4275.0148 39.3486 11269 4 1069.5091 ‐2.1596
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 1348.7107 TSPPYGLETQKK 8912.9360 1348.7121 16.7153 10955 3 450.2422 ‐0.0520
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 1220.6157 TSPPYGLETQK 528.3372 1220.6152 24.9727 6428 2 610.8112 ‐1.1103
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 1957.0138 VHVGQGQDGVSSINVVYAK394.2679 1957.0376 28.1946 1386 2 979.0224 13.1231
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 2225.0357 KLSAIGGDEGTAWDDGAYD773.5731 2225.0393 25.4243 4281 3 742.3513 1.44
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 1840.7984 GGDEGTAWDDGAYDGVKK135.2913 1840.7908 23.2577 8662 2 920.8990 ‐3.4437
NP_188266.1 jacalin related lectin Arabidopsis thaliana 1573.3540 32022.7035 24 41.67 None 963.5146 SSINVVYAK 119.0870 963.5148 28.1916 1169 2 482.2610 ‐0.9324
NP_188266.1 jacalin related lectin Arabidopsis thaliana 414.3677 32022.7035 24 41.67 None 1435.7977 IFGSDGLIITMLR 4725.6370 1435.7920 21.7709 13027 2 718.3996 ‐4.2197
NP_188266.1 jacalin related lectin Arabidopsis thaliana 414.3677 32022.7035 24 41.67 None 2442.2915 AGEALYALGAYFATTTTPVT 2517.9370 2442.2936 20.2762 11654 3 814.7694 1.90
NP_188266.1 jacalin related lectin Arabidopsis thaliana 414.3677 32022.7035 24 41.67 None 1766.8959 QTSAPFGLEAGTAFELK 143.9144 1766.9415 17.7171 1113 3 589.6520 25.3407



NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 1390.7325 VYVGQGQDGVAAVK 10874.0700 1390.7324 19.2339 18498 2 695.8699 ‐0.3559
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 1292.6481 SGFQISAPEATGK 2978.6320 1292.6474 22.5164 16026 2 646.8273 ‐1.1242
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 1214.6627 SSTTPVPSTPLK 3065.3580 1214.6625 19.6602 15459 2 607.8349 ‐0.9260
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 1553.8574 NFGVDTVVTTLIFK 3011.6570 1553.8533 22.2897 5739 2 777.4303 ‐2.5196
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 2122.9676 LEGAGSEAGTLWDDGAFDG1397.1260 2122.9615 31.2162 5559 2 1061.9844 ‐1.4249
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 2990.3717 TLLGFEEFELESDEYITSVEGY3976.3540 2990.3654 43.6550 5293 2 1495.6863 1.03
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 1207.5702 NGSQVVFGDER 1172.2910 1207.5680 19.0008 3922 2 604.2877 ‐2.5306
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 2068.0709 KVSVGQAQDGIGAVSFVYD 780.6584 2068.0670 27.5734 8684 3 690.0272 ‐1.9197
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 2708.3890 VSVGQAQDGIGAVSFVYDK 1032.5920 2708.3714 22.6812 974 2 1354.6893 ‐3.6118
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 19 15.60 None 838.5033 PVPSTPLK 697.9771 838.5023 19.6493 852 1 838.5023 ‐0.5052
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1390.7325 VYVGQGQDGVAAVK 13299.2000 1390.7324 19.2339 18498 2 695.8699 ‐0.3036
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1292.6481 SGFQISAPEATGK 2256.8040 1292.6474 22.5164 16026 2 646.8273 ‐1.0442
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1214.6627 SSTTPVPSTPLK 5591.5540 1214.6630 19.6513 14141 2 607.8351 ‐0.3883
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1939.9760 VSVGQAQDGIGAVSFVYDK 829.9824 1939.9720 29.6276 12219 2 970.4897 ‐1.1129
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 2990.3717 TLLGFEEFELESDEYITSVEGY4928.2190 2990.3654 43.6550 5293 2 1495.6863 1.0618
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 760.3836 SAPEATGK 75.2561 760.3875 24.1394 7056 1 760.3875 5.05
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1451.7165 AQDGIGAVSFVYDK 369.0379 1451.7180 30.1517 1313 2 726.3626 0.8561
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 1127.6307 STTPVPSTPLK 217.7907 1127.6311 20.7905 1284 2 564.3192 ‐0.4006
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 598.0157 72473.6018 19 15.60 None 838.5033 PVPSTPLK 1345.3190 838.5023 19.6493 852 1 838.5023 ‐0.3333
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 2963.3694 FNFDSFDGSNLLFLGDAELG 66630.2000 2963.3603 22.8400 172386 2 1482.1838 0.4412
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1729.9331 NKDSTITVTLAPENVK 24001.9000 1729.9348 23.0874 142678 3 577.3164 0.4249
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 2170.0784 VLNEVLLQNMYAGFAGSMG111058.6000 2170.0716 21.7237 134311 2 1085.5394 ‐1.5264
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1156.5997 TSFTFSITPR 48937.1700 1156.6003 17.5931 126178 2 578.8038 ‐0.3645
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 980.4948 AGYWVQTR 11763.1100 980.4951 19.8643 99953 2 490.7512 ‐1.0161
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 2431.1888 TNDGKPENHILAIEFDTFQN 23957.3600 2431.1899 29.5421 95487 4 608.5529 ‐0.3458
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1590.7336 HDIWSWSFENAAK 38285.5000 1590.7344 18.6630 83182 2 795.8709 0.7275
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 2574.2868 EFLDISGNHVGVNINSMTSL10341.6600 2574.2877 20.0921 61344 3 858.7674 1.1497
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1487.7952 DSTITVTLAPENVK 30826.6700 1487.7912 25.7902 52908 2 744.3993 ‐2.7201
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 807.4148 AWVEFR 13801.4300 807.4170 24.6206 36413 1 807.4170 3.54
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 769.4567 ALIEAPR 10833.8600 769.4568 18.7221 11911 1 769.4568 0.5517
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 976.4694 DVNLSSGER 1146.6520 976.4772 18.5717 5785 1 976.4772 9.98
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 4197.0433 VLNEVLLQNMYAGFAGSMG978.8959 4197.0392 22.7943 3512 4 1050.0153 1.45
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1039.4843 SWSFENAAK 391.6556 1039.4880 18.1157 7495 2 520.2476 2.34
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1606.7707 FLGDAELGPSSDGVSR 146.7218 1606.7673 21.2730 3659 3 536.2606 ‐2.9013
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 689.3729 WVQTR 66.6775 689.3710 21.4904 2744 1 689.3710 ‐2.6666
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 960.4996 NKDSTITVT 189.1865 960.4998 21.4100 1686 2 480.7536 ‐1.1634
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1860.8439 FNFDSFDGSNLLFLGDA 298.4990 1860.8393 21.7115 1474 2 930.9233 ‐1.6433
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 1273.6171 TNDGKPENHILA 215.6777 1273.6181 30.8140 1268 1 1273.6181 3.26
NP_188274.1 legume lectin like protein Arabidopsis thaliana 25172.1700 30566.4136 49 60.14 None 789.4042 AWVEFR 81.5256 789.4013 22.7611 2923 1 789.4013 ‐3.2264
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 1729.9331 NKDSTITVTLAPENVK 37662.7200 1729.9348 23.0874 142678 3 577.3164 0.3381
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 980.4948 AGYWVQTR 38304.3800 980.4950 19.8677 98440 2 490.7512 ‐0.9307
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 2431.1888 TNDGKPENHILAIEFDTFQN 33417.7300 2431.1899 29.5421 95487 4 608.5529 ‐0.7799
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 1487.7952 DSTITVTLAPENVK 45281.7400 1487.7912 25.7902 52908 2 744.3993 ‐2.6951
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 807.4148 AWVEFR 18156.7200 807.4170 24.6206 36413 1 807.4170 3.70
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 769.4567 ALIEAPR 10808.0700 769.4568 18.7221 11911 1 769.4568 0.7229
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 1590.7336 HDIWSWSFENAAK 321.9506 1590.7593 33.6227 3997 2 795.8833 16.3428
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 585.3355 IEAPR 6678.7590 585.3348 18.7262 13454 1 585.3348 ‐1.2750
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 871.4884 TLAPENVK 359.9019 871.4886 21.0970 12568 1 871.4886 1.94
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 909.4577 GYWVQTR 639.6243 909.4564 19.8602 5107 1 909.4564 ‐0.2449
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 770.4407 LAPENVK 225.4592 770.4423 23.0930 3071 1 770.4423 2.85
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 1273.6171 TNDGKPENHILA 345.8677 1273.6181 30.8140 1268 1 1273.6181 3.85
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8817.1640 30566.4136 49 60.14 None 2413.1783 TNDGKPENHILAIEFDTFQN 661.5723 2413.1867 30.3916 42170 3 805.0671 3.91
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 2963.3694 FNFDSFDGSNLLFLGDAELG 48261.7100 2963.3603 22.8400 172386 2 1482.1838 1.93
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 2170.0784 VLNEVLLQNMYAGFAGSMG98166.4800 2170.0716 21.7237 134311 2 1085.5394 ‐1.0752
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1156.5997 TSFTFSITPR 66856.0700 1156.6003 17.5931 126178 2 578.8038 ‐0.5609
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1590.7336 HDIWSWSFENAAK 32300.7200 1590.7344 18.6630 83182 2 795.8709 0.8085
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 2574.2868 EFLDISGNHVGVNINSMTSL13665.8600 2574.2877 20.0921 61344 3 858.7674 1.75
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1729.9331 NKDSTITVTLAPENVK 1622.1420 1729.9357 15.2861 9246 3 577.3167 0.9775
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 2431.1888 TNDGKPENHILAIEFDTFQN 2133.6910 2431.1883 17.8778 4013 4 608.5525 ‐0.6119
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 4197.0433 VLNEVLLQNMYAGFAGSMG463.7035 4197.0392 22.7943 3512 4 1050.0153 2.80
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1039.4843 SWSFENAAK 238.5047 1039.4880 18.1157 7495 2 520.2476 2.0621
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 821.4516 TFSITPR 2164.9360 821.4491 17.5917 7355 1 821.4491 ‐2.5117
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 803.4410 TFSITPR 116.8445 803.4372 17.2888 5540 1 803.4372 ‐4.2255
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1103.5327 ELGPSSDGVSR 171.0319 1103.5355 24.2968 3600 1 1103.5355 4.35
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1325.6736 LAIEFDTFQNK 369.7161 1325.6750 17.1018 2015 2 663.3412 0.5380
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 974.4901 LGPSSDGVSR 126.8788 974.4877 22.5559 1641 1 974.4877 ‐1.2781
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 1138.5891 TSFTFSITPR 174.7841 1138.5936 17.5803 1669 2 569.8004 2.86
NP_188274.1 legume lectin like protein Arabidopsis thaliana 17533.1100 30566.4136 49 60.14 None 2557.2603 EFLDISGNHVGVNINSMTSL649.8111 2557.2526 21.5552 1057 2 1279.1300 0.2359
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1063.5782 VVDIVDTFR 28061.8500 1063.5776 28.1296 52328 2 532.2924 ‐1.7242
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 2447.2051 MLVYQDLLTGDELLSDSFPY 5621.4850 2447.1934 22.9719 40090 2 1224.1004 ‐2.4915
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1781.8857 EGSTNPTFLYFAHGLK 8749.9270 1781.8881 18.4602 38115 3 594.6342 0.8448
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1293.6685 LSEEDQAVFKK 25621.3700 1293.6716 17.8928 19850 2 647.3394 1.58
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1165.5735 LSEEDQAVFK 44162.4300 1165.5744 20.3868 19343 2 583.2909 ‐0.0933
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 811.4713 GFIAYIK 9472.1440 811.4720 16.5880 8362 1 811.4720 1.10



NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1180.5844 SEEDQAVFKK 453.7364 1180.5836 17.1995 11609 2 590.7955 ‐1.5121
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 637.3304 VDTFR 79.7215 637.3284 29.5668 1984 1 637.3284 ‐3.3116
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 1196.6463 TFLYFAHGLK 154.0998 1196.6434 19.1648 1548 2 598.8253 ‐3.1732
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 7740.3040 18967.3870 16 38.10 None 964.5098 VDIVDTFR 151.5573 964.5080 29.7370 865 2 482.7577 ‐3.2112
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 2447.2051 MLVYQDLLTGDELLSDSFPY 8111.8890 2447.1934 22.9719 40090 2 1224.1004 ‐1.8632
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 1781.8857 EGSTNPTFLYFAHGLK 5858.7220 1781.8881 18.4602 38115 3 594.6342 0.9069
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 811.4713 GFIAYIK 7824.9720 811.4720 16.5880 8362 1 811.4720 1.97
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 2316.1646 LVYQDLLTGDELLSDSFPYK 715.7566 2316.1771 22.2535 1514 2 1158.5922 7.47
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 1134.5864 MLVYQDLLTG 226.8740 1134.5776 23.0019 1592 1 1134.5776 ‐5.8161
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1983.2090 18967.3870 16 38.10 None 1763.8751 EGSTNPTFLYFAHGLK 432.6262 1763.8755 18.4637 1824 3 588.6300 ‐0.2590
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1453.7546 FVIGGPHGDAGLTGR 36359.0700 1453.7548 15.0790 70319 3 485.2565 ‐0.9019
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1206.6113 ANVDYEQIVR 8692.1480 1206.6103 22.3623 30311 2 603.8088 ‐1.6109
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 873.5152 SIVASGLAR 10489.4500 873.5159 18.8249 14260 2 437.2616 ‐0.8227
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1296.7773 IPDKEILEIVK 12046.7300 1296.7767 27.4092 14191 2 648.8920 ‐1.0271
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 2649.3366 VHTVLISTQHDETVTNDEIAA1655.9570 2649.3340 26.1935 12631 4 663.0890 ‐1.3485
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1662.8374 DDADFTWEVVKPLK 2808.2180 1662.8364 30.3115 9349 3 554.9503 ‐1.2544
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1141.6113 TIFHLNPSGR 3368.5580 1141.6118 14.8629 2052 2 571.3096 ‐0.4223
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 979.4744 TAAYGHFGR 221.5108 979.4450 18.9726 1274 1 979.4450 ‐28.7295
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 807.4359 YEQIVR 189.8668 807.4362 21.4257 5647 2 404.2217 ‐1.3713
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1086.6405 DKEILEIVK 426.8824 1086.6407 25.6214 4020 2 543.8240 ‐0.8868
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1094.5337 GGPHGDAGLTGR 13700.5900 1094.5386 15.0727 3313 2 547.7730 3.18
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 673.3992 VASGLAR 458.8560 673.3989 18.8242 3290 1 673.3989 ‐0.3080
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 Carbamidomethyl+C(9) 1885.8848 ISDAILDACLEQDPESK 189.5293 1885.8801 31.4912 2553 2 943.4437 ‐1.6008
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 689.3577 DAGLTGR 257.0297 689.3575 16.1290 2069 1 689.3575 ‐0.2245
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 2606.9220 43194.8578 33 37.15 None 1188.6008 ANVDYEQIVR 864.8807 1188.6064 21.2710 854 2 594.8068 3.12
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1206.6113 ANVDYEQIVR 11652.1200 1206.6110 22.3839 26728 2 603.8091 ‐0.9289
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 2383.2728 VLVNIEQQSPDIAQGVHGH 3586.0470 2383.2743 25.3134 22420 4 596.5740 ‐0.6542
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 873.5152 SIVASGLAR 15353.5600 873.5159 18.8249 14260 2 437.2616 ‐0.6246
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1296.7773 IPDKEILEIVK 17312.3700 1296.7767 27.4092 14191 2 648.8920 ‐0.9483
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 2649.3366 VHTVLISTQHDETVTNDEIAA689.0948 2649.3340 26.1935 12631 4 663.0890 ‐1.9097
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1662.8374 DDADFTWEVVKPLK 4116.6110 1662.8364 30.3115 9349 3 554.9503 ‐1.3120
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1334.7063 ANVDYEQIVRK 828.8532 1334.6815 20.0098 22732 2 667.8444 ‐18.9193
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1453.7546 FVIGGPHGDAGLTGR 1451.0380 1453.7181 23.9169 9943 2 727.3627 ‐25.2734
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1141.6113 TIFHLNPSGR 209.3749 1141.6214 32.0563 1849 2 571.3144 8.1029
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 979.4744 TAAYGHFGR 248.9952 979.4450 18.9726 1274 1 979.4450 ‐28.5564
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1086.6405 DKEILEIVK 305.4164 1086.6407 25.6214 4020 2 543.8240 ‐0.7488
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 807.4359 YEQIVR 189.5443 807.4362 20.4111 3374 2 404.2218 ‐1.1428
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 673.3992 VASGLAR 783.1724 673.3989 18.8242 3290 1 673.3989 ‐0.1377
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 1183.6933 PDKEILEIVK 934.1552 1183.6957 27.4146 3265 2 592.3515 1.11
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 922.4629 DYEQIVR 723.7744 922.4631 22.3792 1555 1 922.4631 1.63
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1925.2880 43194.8578 33 37.15 None 961.4639 TAAYGHFGR 79.5364 961.4684 20.4416 2215 2 481.2378 3.93
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2251.0660 19929.9347 5 19.79 None 1737.8541 FVSESVEDQTEQVLK 2298.6630 1737.8536 25.9675 26833 2 869.4305 0.2029
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2251.0660 19929.9347 5 19.79 None 1005.5152 YFPAPSPAR 8430.7430 1005.5144 19.5270 19177 2 503.2608 ‐1.9164
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2251.0660 19929.9347 5 19.79 None 1375.7580 STYQVAALPLNAK 23891.7500 1375.7576 25.4966 19032 2 688.3825 ‐0.5567
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2251.0660 19929.9347 5 19.79 None 677.3729 PAPSPAR 334.5211 677.3710 19.4886 1485 1 677.3710 ‐2.5959
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2251.0660 19929.9347 5 19.79 None 1720.8276 FVSESVEDQTEQVLK 275.5851 1720.8292 25.2709 990 2 860.9183 1.49
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 2357.1905 LDDGSVVNMSVPIVLAIDDE10619.9400 2357.1777 37.5469 22697 2 1179.0925 ‐3.3765
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 2278.1965 VALFNSDGNPVAILSDIEIYK 1681.2670 2278.1871 23.2088 17390 2 1139.5972 ‐2.2750
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1720.8653 ESEFLQTLHFNSLR 1205.4480 1720.8668 18.6825 16827 2 860.9370 1.98
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1519.8995 NPILLLHPLGGFTK 1981.4480 1519.8985 19.2643 11267 2 760.4529 ‐0.6302
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1086.5215 ADDVPLDWR 13947.0300 1086.5225 26.1021 10048 2 543.7649 ‐0.0645
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 2584.3287 LDDGSVVNMSVPIVLAIDDE723.1067 2584.3320 25.5609 3672 2 1292.6696 3.65
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1114.5527 VALFNSDGNPV 150.7840 1114.5440 23.3115 2268 1 1114.5440 ‐5.9449
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1708.8905 VALFNSDGNPVAILSDI 453.7898 1708.8861 23.7661 843 2 854.9467 ‐2.0977
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 948.3478 51516.1234 21 31.75 None 1702.8547 ESEFLQTLHFNSLR 393.5517 1702.8524 17.7980 3128 3 568.2890 ‐1.9965
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 2278.1965 VALFNSDGNPVAILSDIEIYK 4707.6540 2278.1871 23.2088 17390 2 1139.5972 ‐1.7547
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1720.8653 ESEFLQTLHFNSLR 934.0913 1720.8668 18.6825 16827 2 860.9370 1.40
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1519.8995 NPILLLHPLGGFTK 2969.7300 1519.8985 19.2643 11267 2 760.4529 ‐0.5944
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 2204.0845 MAFFDPSRPQDFLFISGTK 1034.3490 2204.0875 21.0414 10213 3 735.3673 1.60
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 3043.5168 VELTAIDLQWMHVLSEGWA801.8634 3043.4809 24.3946 6359 3 1015.1652 ‐9.4118
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1251.6480 NADAVFAFQLR 157.4568 1251.6161 23.4584 2838 1 1251.6161 ‐23.1313
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1907.0134 ELEKRNADAVFAFQLR 163.6455 1907.0241 19.1092 3232 3 636.3462 5.55
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 Carbamidomethyl+C(15)
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 Oxidation+M(11) 1847.9293 NPVHNGHALLMTDTRR 1670.6000 1847.9265 18.9595 11176 2 924.4669 ‐0.4468
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 Carbamidomethyl+C(15)
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1114.5527 VALFNSDGNPV 122.2379 1114.5444 22.3323 1395 1 1114.5444 ‐5.7171
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 424.5123 51516.1234 21 31.75 None 1502.8730 NPILLLHPLGGFTK 375.2265 1502.8750 19.8429 16462 2 751.9412 1.89
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1661.8017 LLEQDNPDLGYDAAK 1479.4190 1661.8007 22.8227 27036 2 831.4040 ‐0.2508
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1508.7665 TLFNELEVVEGMK 3360.2950 1508.7627 34.9616 20104 2 754.8850 ‐2.5383
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1196.7361 IGVQIIQNALK 15183.9300 1196.7374 18.0591 17252 2 598.8723 0.2339
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1585.7592 SAIELSTSDYDKEK 14024.4400 1585.7623 20.2601 13835 3 529.2590 1.1848
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1927.0647 AAVEEGILPGGGVALLYAAR4003.2130 1927.0631 20.3460 12447 2 964.0352 0.1300



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 3121.9760 1123.5511 16.3200 8785 2 562.2792 1.29
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 2615.3233 ANLQDLAALTGGEVITDELG3580.1130 2615.3281 40.1215 8663 3 872.4475 2.74
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1146.5637 IGGASEAEVGEK 6303.4720 1146.5655 14.7274 5724 2 573.7864 0.6626
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 826.5033 AGIIDPLK 6802.4790 826.5040 24.2724 2811 2 413.7556 ‐0.8546
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1218.5848 DDTVILDGAGDK 388.0882 1218.5766 35.6060 1293 1 1218.5766 ‐4.4409
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1732.8963 VTVSKDDTVILDGAGDK 784.7551 1732.8593 24.1095 3800 2 866.9333 ‐20.8481
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 Carbamidomethyl+C(1) 1594.8146 CELDDPLILIHEK 447.8608 1594.8139 18.4490 2846 2 797.9106 ‐0.2556
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 2743.4182 KANLQDLAALTGGEVITDEL 1820.2230 2743.4209 37.6156 4666 3 915.1452 2.0805
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1185.5634 LSTSDYDKEK 303.8259 1185.5657 19.0640 1146 2 593.2865 1.1671
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 Carbamidomethyl+C(1) 1576.8040 CELDDPLILIHEK 69.2391 1576.8131 19.1492 2630 3 526.2759 4.28
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1358.5950 61622.8664 45 25.30 None 1644.7752 LLEQDNPDLGYDAAK 160.9008 1644.7686 25.4799 6505 3 548.9277 ‐4.6721
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1661.8017 LLEQDNPDLGYDAAK 663.2889 1661.8007 22.8227 27036 2 831.4040 ‐0.2749
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1508.7665 TLFNELEVVEGMK 5367.0250 1508.7627 34.9616 20104 2 754.8850 ‐2.5193
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 843.5298 LSGGVAVLK 17878.2700 843.5294 19.2952 13105 2 422.2683 ‐1.9239
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1235.5871 SVAAGMNAMDLR 851.8837 1235.5917 23.7787 11096 2 618.2995 3.1214
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1418.6951 GYTSPYFITNQK 1767.6320 1418.6934 24.5364 9236 2 709.8504 ‐1.3490
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 2615.3233 ANLQDLAALTGGEVITDELG4606.0170 2615.3281 40.1215 8663 3 872.4475 2.50
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 826.5033 AGIIDPLK 5435.6010 826.5040 24.2724 2811 2 413.7556 ‐0.6433
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 960.5724 ISSINSIVK 464.0098 960.5745 20.5829 1967 2 480.7909 1.0037
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 261.5310 1123.5284 20.6795 5128 2 562.2678 ‐18.8213
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1327.7005 NVVIEQSWGAPK 359.1108 1327.7108 27.6424 3457 2 664.3591 7.80
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1059.5681 EGVITIQDGK 279.1252 1059.5740 17.5996 2034 2 530.2907 4.26
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 1033.5313 LPTANFDQK 172.1875 1033.5288 31.9956 1242 1 1033.5288 ‐0.7416
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 Oxidation+M(22) 2565.3116 EGVITIQDGKTLFNELEVVEG534.0200 2565.3086 32.9888 1342 3 855.7744 ‐0.8410
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 730.4458 SGGVAVLK 4469.2510 730.4459 19.2902 4465 1 730.4459 0.6048
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 586.3923 GVAVLK 212.7914 586.3926 19.8533 4152 1 586.3926 0.4355
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 737.3828 LGYDAAK 55.7212 737.3790 22.3975 2994 1 737.3790 ‐4.7935
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 430.3024 AVLK 266.5083 430.3028 20.4767 1319 1 430.3028 0.1800
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 Oxidation+M(4) 579.2807 VEGMK 83.2979 579.2798 33.3145 1069 1 579.2798 ‐1.7051
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 773.1996 61622.8664 45 25.30 None 956.4836 NVVIEQSW 142.2579 956.4845 29.8155 990 2 478.7459 ‐0.2198
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 1196.7361 IGVQIIQNALK 12743.3200 1196.7374 18.0591 17252 2 598.8723 0.0631
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 1927.0647 AAVEEGILPGGGVALLYAAR5028.6350 1927.0631 20.3460 12447 2 964.0352 0.4260
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 3810.8080 1123.5511 16.3200 8785 2 562.2792 1.0254
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 960.5724 ISSINSIVK 58.4787 960.5955 19.0800 7079 2 480.8014 22.3295
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 1418.6951 GYTSPYFITNQK 1690.0290 1418.6909 20.6596 2000 1 1418.6909 0.1948
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 1327.7005 NVVIEQSWGAPK 490.0019 1327.7001 16.8833 1215 2 664.3537 ‐0.8458
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 686.4196 IQNALK 149.2127 686.4203 16.6663 3842 1 686.4203 1.0995
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 683.3723 NVVIEQ 321.8841 683.3700 15.7912 1967 1 683.3700 ‐3.3554
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 1198.6103 TSPYFITNQK 44.3151 1198.6114 19.5613 1138 1 1198.6114 3.0930
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 529.5391 61622.8664 45 25.30 None 942.5619 ISSINSIVK 65.4406 942.5664 20.3262 2748 1 942.5664 5.18
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 1089.6303 LQQLVYPTK 7722.5240 1089.6297 21.0669 33636 2 545.3185 ‐1.5558
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 1692.8439 VQELSVYEINDLDR 6008.5040 1692.8446 29.1065 18114 2 846.9259 0.8137
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 1307.6994 FGLGDLVPFTNK 4729.9650 1307.7001 20.7941 9747 2 654.3537 ‐0.0194
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 1333.7110 ALKPSGVVSNFTN 466.4903 1333.7046 15.3766 3828 2 667.3559 ‐5.3114
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 2346.1857 ASSTISLQSISMTTLNNLSYSK800.4294 2346.1873 24.0712 2914 2 1173.5973 2.42
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 959.5197 QQLVYPTK 109.7149 959.5177 22.1810 29678 2 480.2625 ‐3.3811
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 607.3450 VYPTK 138.5782 607.3439 20.5958 7529 1 607.3439 ‐2.1175
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 1072.6037 LQQLVYPTK 75.5036 1072.6101 18.9837 1745 2 536.8087 4.60
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 923.4419 27858.5953 9 27.56 None 2329.1592 ASSTISLQSISMTTLNNLSYSK1219.0570 2329.1626 25.1105 822 2 1165.0849 3.53
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1613.7766 AGAEVIGISGDDSASHK 93836.4800 1613.7783 19.0589 68945 3 538.5976 0.3494
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1047.5469 GQAAPDFTLK 14846.0800 1047.5483 22.2593 43740 2 524.2778 0.1415
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1684.8806 KDWGVPGDLFGALPGR 5029.2240 1684.8830 19.5897 26491 3 562.2992 0.7849
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1896.0225 YKLPYTLLSDEGNKVR 6354.3790 1896.0235 16.7699 16177 4 474.7613 ‐1.3016
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1604.8642 LPYTLLSDEGNKVR 14083.5100 1604.8642 16.2118 15034 3 535.6262 ‐0.8117
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1640.8530 YKLPYTLLSDEGNK 7699.1290 1640.8526 17.2135 9392 3 547.6224 ‐0.9792
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1741.8715 KAGAEVIGISGDDSASHK 5297.7490 1741.8744 17.2827 7140 3 581.2963 1.1216
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1449.8312 TLVTKTQFSVPTK 458.8590 1449.8299 14.9245 1717 3 483.9482 ‐1.8766
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 791.4298 APDFTLK 106.1803 791.4322 22.2275 3242 1 791.4322 3.80
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 903.3803 SGDDSASHK 172.3798 903.3838 19.0712 2036 1 903.3838 4.69
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 415.2551 TLVT 90.3926 415.2536 14.2939 1757 1 415.2536 ‐4.7111
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1235.6994 VTKTQFSVPTK 286.5687 1235.6985 14.9204 1101 2 618.3529 ‐1.4213
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1017.5323 LSDEGNKVR 234.5849 1017.5297 16.7870 916 1 1017.5297 ‐1.1849
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 8445.1310 23849.1166 14 33.80 None 1586.8537 LPYTLLSDEGNKVR 465.9202 1586.8533 15.4457 6761 3 529.6226 ‐1.0500
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 1565.7693 GELEITYVDEELR 101487.6000 1565.7720 29.9774 12911 2 783.3896 1.22
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 929.4186 MFDPTYR 4407.1380 929.4200 20.3012 7139 2 465.2136 0.1207
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 1434.7587 HELVEAIEPLER 856.8765 1434.7585 22.5605 3630 2 717.8829 ‐0.3327
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 2358.1725 TGVLTSPAAGFNHPSDSGFA904.7241 2358.2039 23.1434 1891 2 1179.6056 15.3740
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 1430.8267 LRIQAVFSFPPR 200.3221 1430.8342 20.6385 3437 2 715.9207 5.0477
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 2052.1335 VEAVNPTKEPLKSDLINGK 308.8805 2052.1377 25.1276 1003 3 684.7174 1.76
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 5906.7730 26362.6613 7 37.18 None 1266.6212 EITYVDEELR 187.8512 1266.6264 28.0623 2520 2 633.8168 3.54
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 920.4910 ITMIWEK 76976.5400 920.4909 16.9155 187033 2 460.7491 ‐1.6062
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1798.9010 IWNYTLGDGKEEVFK 12488.1800 1798.9018 17.3530 40496 3 600.3054 ‐0.0270
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1783.8207 NDDFPEPSSYMQLLK 11961.8100 1783.8214 33.9807 35594 2 892.4143 1.0324
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1472.7566 VVGLEGHVMEQFK 7251.3210 1472.7572 16.3672 21732 3 491.5906 ‐0.5957



NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1004.4643 REIDDDNK 1228.6570 1004.4638 23.1285 3078 2 502.7355 ‐1.7726
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1076.5921 ITMIWEKR 634.9373 1076.6101 20.2030 4974 2 538.8087 15.6621
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1487.7233 SMVIDMEDHVLKA 10997.7000 1487.7248 28.7341 28662 2 744.3660 0.9702
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1367.6842 YTLGDGKEEVFK 201.9072 1367.6782 18.2243 7226 2 684.3427 ‐4.7446
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 807.4069 TMIWEK 208.3007 807.4069 18.2772 5414 2 404.2071 ‐1.7272
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1170.5823 IDMEDHVLKA 614.9763 1170.5869 28.7463 1947 2 585.7971 3.0926
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1039.4877 DMEDHVLKA 160.2754 1039.4816 30.8925 1074 1 1039.4816 ‐4.3116
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 1274.6198 GLEGHVMEQFK 675.0529 1274.6235 15.5426 896 2 637.8154 2.12
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 6699.7610 17905.2175 18 47.37 None 986.4538 REIDDDNK 143.6955 986.4505 21.2723 3725 2 493.7289 ‐4.5559
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4774.5690 17905.2175 18 47.37 None 920.4910 ITMIWEK 70205.8600 920.4909 16.9155 187033 2 460.7491 ‐1.9535
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4774.5690 17905.2175 18 47.37 None 1798.9010 IWNYTLGDGKEEVFK 11356.4100 1798.9018 17.3530 40496 3 600.3054 0.0451
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4774.5690 17905.2175 18 47.37 None 1472.7566 VVGLEGHVMEQFK 3993.2020 1472.7572 16.3672 21732 3 491.5906 ‐0.7152
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4774.5690 17905.2175 18 47.37 None 2084.0447 IWNYTLGDGKEEVFKER 516.5348 2084.0464 16.6285 3113 4 521.7671 ‐0.3700
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4774.5690 17905.2175 18 47.37 None 807.4069 TMIWEK 16104.5500 807.4083 16.9117 39757 1 807.4083 2.1691
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 920.4910 ITMIWEK 76976.5400 920.4909 16.9155 187033 2 460.7491 ‐1.6062
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1240.6354 GLEGHVMEQLK 34487.0000 1240.6363 21.6119 81488 2 620.8218 0.0259
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1783.8207 NDDFPEPSSYMQLLK 11961.8100 1783.8214 33.9807 35594 2 892.4143 1.0324
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1398.7304 VYEIDFQFIPK 9785.1260 1398.7329 19.9708 23043 2 699.8701 1.19
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 965.4687 QEEFKER 3016.0460 965.4739 20.6578 2567 2 483.2406 4.0188
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1076.5921 ITMIWEKR 634.9373 1076.6101 20.2030 4974 2 538.8087 15.6621
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1487.7233 SMVIDMEDHVLKA 10997.7000 1487.7248 28.7341 28662 2 744.3660 0.9702
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 2818.4848 VVGLEGHVMEQLKVYEIDFQ1468.1090 2818.4846 35.8914 9222 3 940.1664 1.1374
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1415.7291 GTAEKHFQRWR 143.6642 1415.7179 20.1676 1639 2 708.3626 ‐8.1877
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 807.4069 TMIWEK 208.3007 807.4069 18.2772 5414 2 404.2071 ‐1.7272
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 747.4069 VMEQLK 447.8036 747.4101 21.6096 2477 1 747.4101 4.11
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1170.5823 IDMEDHVLKA 614.9763 1170.5869 28.7463 1947 2 585.7971 3.0926
NP_189277.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8141.8590 17887.1234 13 51.32 None 1039.4877 DMEDHVLKA 160.2754 1039.4816 30.8925 1074 1 1039.4816 ‐4.3116
NP_189967.1 calmodulin 7 Arabidopsis thaliana 1189.3050 16904.7557 2 20.81 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 10135.5800 1903.8761 27.2513 43848 3 635.2969 0.5427
NP_189967.1 calmodulin 7 Arabidopsis thaliana 1189.3050 16904.7557 2 20.81 None 1640.7472 MADQLTDDQISEFK 350.1106 1640.7867 34.4416 1452 2 820.8970 24.3409
NP_190183.1 expansin like A1 Arabidopsis thaliana 246.9011 29272.2110 4 10.19 None 1204.6606 GTIVMITDLNK 2285.1670 1204.6662 16.2246 13767 2 602.8367 3.99
NP_190183.1 expansin like A1 Arabidopsis thaliana 246.9011 29272.2110 4 10.19 None 1832.9000 MIWSQSVLPSNWEAGK 1882.7210 1832.9009 22.9914 1575 2 916.9541 1.12
NP_190183.1 expansin like A1 Arabidopsis thaliana 246.9011 29272.2110 4 10.19 None 1099.5531 SHGAVWVTDK 1016.8410 1099.5391 16.7988 5166 2 550.2732 ‐13.7458
NP_190183.1 expansin like A1 Arabidopsis thaliana 246.9011 29272.2110 4 10.19 None 820.4100 SHGAVWVT 161.4073 820.4077 15.4496 1323 1 820.4077 ‐2.2576
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1219.7045 LFGVTTLDVVR 17859.8200 1219.7054 19.1472 23637 2 610.3563 ‐0.0101
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1244.6481 IQNAGTEVVDAK 19989.7000 1244.6487 16.7603 14972 2 622.8280 ‐0.1605
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1272.6695 GVAFANKPAAAAAN 3739.9390 1272.6703 17.7293 12323 2 636.8388 0.0384
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 2102.6760 1711.8205 18.5129 11596 3 571.2784 0.8443
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1777.0946 VAVLGAAGGIGQPLSLLIK 2892.3700 1777.0944 21.8298 10655 2 889.0508 0.5209
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1901.0201 MSPLVSTLHLYDIANVK 3174.1570 1901.0170 19.9189 9872 3 634.3438 ‐1.9240
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1925.9161 MATATSASLFSTVSSSYSK 1786.2700 1925.9210 19.8825 5998 2 963.4641 3.55
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1334.7791 DVNVVVIPAGVPR 1328.0560 1334.7731 28.4360 4552 2 667.8902 ‐4.9217
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1347.7995 KLFGVTTLDVVR 1243.8700 1347.7996 17.6390 8981 2 674.4034 ‐0.3385
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 2617.3355 FNSVPSFTGLKSTSLISGSDSS723.0979 2617.3248 21.7022 4487 3 873.1131 ‐3.1999
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1121.5797 GSVTKAQTSDK 791.3260 1121.5799 21.1002 1864 2 561.2936 ‐0.8119
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 768.4039 GVAFANKP 115.5854 768.3994 17.2828 4284 1 768.3994 ‐5.4693
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 959.5520 GVTTLDVVR 309.1627 959.5516 18.6640 1463 2 480.2794 ‐1.7949
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 Carbamidomethyl+C(7) 1555.7282 AADLSHCNTPSQVR 481.9973 1555.7269 18.5077 976 2 778.3671 ‐0.7465
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1226.6375 IQNAGTEVVDAK 401.9638 1226.6413 18.0937 1610 2 613.8243 2.51
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1782.0730 42633.7482 39 48.64 None 1104.5531 GSVTKAQTSDK 73.2903 1104.5578 20.2509 3261 2 552.7825 3.1635
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 1272.6695 GVAFANKPAAAAAN 5149.1300 1272.6703 17.7293 12323 2 636.8388 0.1240
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 2471.9130 1711.8205 18.5129 11596 3 571.2784 0.7653
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 2236.0979 NGLEAVIESDLQGLTEYEQK 1830.1290 2236.0936 40.1729 6865 2 1118.5505 ‐0.3653
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 1334.7791 DVNVVVIPAGVPR 1528.3170 1334.7731 28.4360 4552 2 667.8902 ‐4.8536
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 644.3978 ALEALK 916.0000 644.4004 20.7108 12907 1 644.4004 4.1491
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 1925.9161 MATATSASLFSTVSSSYSK 764.8222 1925.9582 25.5309 2087 3 642.6576 21.4429
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 None 768.4039 GVAFANKP 85.8622 768.3994 17.2828 4284 1 768.3994 ‐5.2981
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 466.8406 42633.7482 39 48.64 Carbamidomethyl+C(7) 1555.7282 AADLSHCNTPSQVR 540.6064 1555.7269 18.5077 976 2 778.3671 ‐0.7407
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1219.7045 LFGVTTLDVVR 18850.2900 1219.7054 19.1472 23637 2 610.3563 ‐0.1662
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1777.0946 VAVLGAAGGIGQPLSLLIK 2845.8230 1777.0944 21.8298 10655 2 889.0508 0.7210
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1901.0201 MSPLVSTLHLYDIANVK 2909.3220 1901.0170 19.9189 9872 3 634.3438 ‐1.7919
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 2340.3901 LIDVDVPVIGGHAGITILPLLS990.8563 2340.3880 22.5243 6753 3 780.8008 ‐0.0884
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1925.9161 MATATSASLFSTVSSSYSK 1732.0860 1925.9210 19.8825 5998 2 963.4641 3.07
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 2106.0713 TKPSVNFTDEEIQELTVR 714.8772 2106.0611 17.6405 1992 3 702.6919 ‐4.5504
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 894.4680 ANTFVSQK 288.7803 894.4934 17.6291 20356 1 894.4934 29.2538
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1244.6481 IQNAGTEVVDAK 180.4059 1244.6520 18.1760 7278 2 622.8296 2.63
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 Carbamidomethyl+C(10) 3759.0150 TLVEAVAENCPNAFIHIISNP821.4387 3758.9035 25.4807 6806 3 1253.6394 ‐25.6710
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1196.6310 FNSVPSFTGLK 134.0157 1196.6606 20.9923 3409 1 1196.6606 26.8635
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 2694.3516 IQNAGTEVVDAKAGAGSAT1585.0990 2694.3309 17.8560 17488 3 898.7818 ‐6.0510
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 2617.3355 FNSVPSFTGLKSTSLISGSDSS638.1572 2617.3248 21.7022 4487 3 873.1131 ‐2.6469
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1397.6842 GAGSATLSMAYAAAR 644.1999 1397.6857 17.2536 4416 2 699.3465 0.7609
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 876.4574 ANTFVSQK 239.2290 876.4522 18.5508 45996 1 876.4522 ‐5.1682
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1121.2150 42633.7482 39 48.64 None 1226.6375 IQNAGTEVVDAK 139.0147 1226.6413 18.0937 1610 2 613.8243 2.35
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1895.9094 TGEVIAHVAEGDAEDINR 9824.2070 1895.9128 22.9810 18124 3 632.6424 1.21
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1497.7584 TAEQTPLTAFYAGK 3904.6210 1497.7586 27.8834 16564 2 749.3830 0.1253



NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(7) 1412.7930 VGPALACGNTIVLK 2938.9720 1412.7937 16.5708 9856 2 706.9005 0.2378
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1097.5473 LAFTGSTDTGK 2256.5050 1097.5477 18.0412 9236 2 549.2775 ‐0.7077
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(11) 1950.8710 SGIESNATLECGGDQIGDK 1020.1720 1950.8737 21.5050 9188 2 975.9405 2.08
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1495.7315 SPFIVFEDADIDK 3556.0670 1495.7337 32.5320 7643 2 748.3705 1.00
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(8) 2434.1537 AGTVWVNCFDVFDAAIPFG3071.5710 2434.1459 23.2318 5351 2 1217.5766 ‐0.9602
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1026.5619 YGLAAGVFTK 2821.4740 1026.5609 16.4802 15706 2 513.7841 ‐2.1470
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 946.4993 TFPTLDPR 529.1681 946.5084 23.4890 8939 2 473.7578 8.14
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1425.7736 GIYSLNNYLQIK 2215.4570 1425.7749 18.9214 5384 2 713.3911 0.6443
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(6) 1494.7231 SQGRNCYNGGILR 287.8651 1494.7169 29.8537 4116 2 747.8621 ‐4.1835
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 1185.5939 FDAAIPFGGYK 521.1747 1185.5865 23.1919 3136 1 1185.5865 ‐4.0707
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 None 699.3420 AEDINR 88.6192 699.3459 22.9088 1493 1 699.3459 5.86
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(11) 1932.8604 SGIESNATLECGGDQIGDK 352.5580 1932.8645 22.0441 1848 3 644.9597 1.37
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 910.2005 58988.1952 15 24.72 Carbamidomethyl+C(6) 1477.6965 SQGRNCYNGGILR 112.7488 1477.7027 29.9066 846 2 739.3550 4.0904
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 None 3324.7209 TLPVVNPATEDIIGYIPAATSE10521.1100 3324.7186 43.4593 5129 3 1108.9111 1.25
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 None 1475.7628 SPIIVFDDVDIDK 1373.1150 1475.7607 33.4404 4818 2 738.3840 ‐1.5297
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 None 3227.5339 TFSTEDEAIQLANDSQYGLA 3105.2350 3227.5251 37.4533 4454 3 1076.5132 ‐0.8332
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 None 1643.8904 QLFIGGQWTEPVLR 743.6530 1643.9059 24.1238 7545 2 822.4566 9.68
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 None 2141.0662 SGFGRELGEWGLENYLSVK 253.9898 2141.0624 36.3017 1731 2 1071.0348 ‐0.2506
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 Carbamidomethyl+C(31) 3972.8880 TFSTEDEAIQLANDSQYGLA 550.8633 3972.8493 22.7013 5261 3 1324.9546 ‐6.6243
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 Oxidation+M(16) 2315.1376 GYFVEPAIVSNVTTSMEIWR334.6761 2315.1325 54.5252 1210 3 772.3823 ‐1.8255
NP_190400.1 putative betaine aldehyde dehydrogenase Arabidopsis thaliana 920.3181 55716.6505 8 14.91 Carbamidomethyl+C(13) 2003.0339 LAGAVLSNDLERCDRVSK 323.4714 2003.0362 22.3598 889 2 1002.0218 2.18
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1286.7215 IIGGGLPVGAYGGR 21205.8900 1286.7211 16.2559 28482 2 643.8642 ‐0.9018
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1240.6467 NLMPGGVNSPVR 9105.8900 1240.6460 22.7279 19275 2 620.8267 ‐1.1892
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1622.8748 AGSGVATLGLPDSPGVPK 1285.7010 1622.8733 26.9004 18829 2 811.9403 ‐0.6845
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1274.6409 SVGGQPVVMDSAK 4802.8940 1274.6410 18.2554 9612 2 637.8241 ‐0.5299
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 3386.6615 DIMEMVAPAGPMYQAGTL1598.1400 3386.6406 21.4605 8670 3 1129.5517 ‐4.0230
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1144.6208 ELTNGILEAGK 1378.7970 1144.6199 23.0846 3258 2 572.8136 ‐1.6998
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1950.9655 AATSDTLTAPYNDIAAVEK 2851.3420 1950.9448 24.1000 9021 2 975.9761 ‐9.5268
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 3958.9055 GMLEEGVYLAPSQFEAGFTS180.2833 3958.7783 22.9954 3195 3 1320.2643 ‐29.0521
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 Carbamidomethyl+C(15) 1711.8684 AATLTGSGIALGFSCSAK 404.9171 1711.8839 17.8178 1467 2 856.4456 9.53
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 966.4527 SEEAFNAAK 888.7833 966.4570 22.0694 1338 2 483.7321 3.0983
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 2296.2118 RITKDNGALLIFDEVMTGFR 974.7360 2296.2255 18.4193 6763 3 766.0800 6.25
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 593.2864 MTGFR 432.3335 593.2873 17.2343 14082 1 593.2873 1.1535
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1049.5084 NLMPGGVNSPV 232.1925 1049.5029 21.9078 4821 1 1049.5029 ‐3.7311
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 882.4792 PGGVNSPVR 90.8022 882.4733 23.2237 3488 1 882.4733 ‐5.8093
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 852.4032 NLMPGGVNS 100.9720 852.4068 20.7841 3044 1 852.4068 4.13
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1280.6481 AGSGVATLGLPDSPG 225.8358 1280.6459 28.5706 2215 2 640.8266 ‐2.2938
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 489.2014 DIME 70.5449 489.1989 22.7652 1720 1 489.1989 ‐5.7943
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 710.3654 VMTGFR 463.9408 710.3625 18.5593 1591 1 710.3625 ‐3.8793
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1761.8152 GMLEEGVYLAPSQFEAG 150.4364 1761.8039 23.8608 1038 2 881.4056 ‐5.8469
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1013.5197 MPGGVNSPVR 138.6076 1013.5206 22.6622 901 1 1013.5206 2.19
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1346.9750 50483.8266 39 35.38 None 1222.6361 NLMPGGVNSPVR 694.6411 1222.6309 22.3631 8104 2 611.8191 ‐4.9839
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1240.6467 NLMPGGVNSPVR 10948.5200 1240.6460 22.7279 19275 2 620.8267 ‐1.0946
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1622.8748 AGSGVATLGLPDSPGVPK 1425.3730 1622.8733 26.9004 18829 2 811.9403 ‐0.6976
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1950.9655 AATSDTLTAPYNDIAAVEK 277.7727 1950.9214 38.8541 1377 3 650.9787 ‐22.9576
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1583.8064 FTLQKSEEAFNAAK 1165.9990 1583.7955 25.2747 13881 2 792.4014 ‐6.7378
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 882.4792 PGGVNSPVR 1439.8820 882.4799 22.7419 2626 1 882.4799 1.85
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1280.6481 AGSGVATLGLPDSPG 201.8525 1280.6459 28.5706 2215 2 640.8266 ‐2.2105
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 343.8911 50483.8266 39 35.38 None 1013.5197 MPGGVNSPVR 170.8399 1013.5206 22.6622 901 1 1013.5206 2.54
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1274.6409 SVGGQPVVMDSAK 228.1949 1274.6421 16.8399 39118 2 637.8247 0.2133
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1286.7215 IIGGGLPVGAYGGR 23364.6300 1286.7211 16.2559 28482 2 643.8642 ‐1.0150
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 2215.1281 LAYGGAQEYFGITPDLTTLGK1781.7430 2215.1254 20.1802 14853 2 1108.0664 0.9590
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 3386.6615 DIMEMVAPAGPMYQAGTL1486.3280 3386.6406 21.4605 8670 3 1129.5517 ‐3.0179
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 Carbamidomethyl+C(8) 3090.5673 GTSFGAPCLLENVLAEMVISA6958.6030 3090.5599 25.7000 5736 3 1030.8581 0.1039
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 3958.9055 GMLEEGVYLAPSQFEAGFTS161.7850 3958.7783 22.9954 3195 3 1320.2643 ‐27.7108
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1950.9655 AATSDTLTAPYNDIAAVEK 422.5522 1950.9243 29.5816 2363 3 650.9796 ‐21.1337
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 4146.0488 IRDIDGNEYIDYVGSWGPAI 958.8132 4146.0219 22.0513 2535 3 1382.6788 ‐1.6624
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1407.7518 YFGITPDLTTLGK 151.1858 1407.7504 20.4929 9900 2 704.3788 ‐1.3558
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1173.6375 IGGGLPVGAYGGR 344.2443 1173.6375 15.5351 4311 2 587.3224 ‐1.0125
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 1339.7260 50483.8266 39 35.38 None 1761.8152 GMLEEGVYLAPSQFEAG 190.1327 1761.8039 23.8608 1038 2 881.4056 ‐5.6565
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1426.8264 GVPLTQLNLASSVK 12908.8000 1426.8270 17.6498 26792 2 713.9171 0.1634
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1221.5845 EGTTVTEEDIK 19340.2200 1221.5859 16.7775 21238 2 611.2966 0.4232
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 4454.5780 1420.6901 24.0008 17090 2 710.8487 0.5463
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 2711.2359 ATAAPLNAAYTAEEFEFYLSD2947.6350 2711.2417 37.5424 10560 2 1356.1245 5.0536
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1181.6677 IVAQHFLEKP 6012.2290 1181.6678 14.6878 5708 2 591.3376 ‐0.7118
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1827.9811 LLLTSKEGNAPAQEAASK 603.3173 1828.0075 19.6040 1426 2 914.5074 15.1986
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 2275.1870 YNATWYTAVPTIHQIILDR 244.0235 2275.2107 38.7591 1048 3 759.0751 10.28
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 Carbamidomethyl+C(13) 1742.8490 GEIQEPNNKGEVCIR 5673.3360 1742.8529 18.6230 10751 3 581.6225 1.59
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1035.5204 TTVTEEDIK 102.7744 1035.5166 15.8782 2451 2 518.2619 ‐4.9147
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 Carbamidomethyl+C(5) 1182.5936 EEINCAVIPR 248.3584 1182.5942 25.0108 1136 1 1182.5942 2.31
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 833.4251 VTEEDIK 146.7394 833.4237 16.8196 1068 1 833.4237 ‐1.0045
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 None 1068.5837 VAQHFLEKP 1024.3600 1068.5881 14.6826 1040 2 534.7977 3.0403
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1159.9800 55772.4915 17 16.93 Carbamidomethyl+C(7) 1403.6624 YGEEINCAVIPR 317.7037 1403.6597 25.0296 1542 2 702.3335 ‐2.2281
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 296.3413 55772.4915 17 16.93 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 4660.8200 1420.6901 24.0008 17090 2 710.8487 0.5902



NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 296.3413 55772.4915 17 16.93 None 2711.2359 ATAAPLNAAYTAEEFEFYLSD3083.9480 2711.2417 37.5424 10560 2 1356.1245 4.38
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 296.3413 55772.4915 17 16.93 None 1181.6677 IVAQHFLEKP 1087.2270 1181.6990 24.2395 3862 2 591.3532 25.7929
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 296.3413 55772.4915 17 16.93 None 1028.5007 GEIQEPNNK 935.4028 1028.4922 15.8970 3205 2 514.7497 ‐9.2945
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 2140.1145 NVGLDRPSDLVALSGGHTFG17209.9200 2140.1119 17.0431 93542 3 714.0421 ‐1.1449
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 973.5313 ETIVNELR 29068.0200 973.5301 22.1614 50480 2 487.2687 ‐2.5610
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 24239.5700 1193.5740 22.8536 49956 2 597.2906 ‐0.1433
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 1574.7955 MGNITPTTGTQGQIR 25935.1400 1574.7958 19.6219 39209 2 787.9015 0.3175
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 2152.9757 AYADGTQTFFNAFVEAMNR7931.6330 2152.9656 23.0090 35253 2 1076.9864 ‐3.1524
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 1035.5469 SALVDFDLR 31443.6300 1035.5486 28.8494 31391 2 518.2779 0.4295
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 803.4410 GFPVIDR 10017.4200 803.4423 22.9020 18413 1 803.4423 2.1396
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 921.4676 TPTVFDNK 573.9905 921.4531 23.6289 2682 1 921.4531 ‐14.7249
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 Carbamidomethyl+C(6)
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 764.3937 VDFDLR 168.0253 764.3904 28.4291 173115 1 764.3904 ‐3.9983
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 1927.0032 GLDRPSDLVALSGGHTFGK 491.1137 1927.0032 17.0559 6487 3 643.0059 ‐0.2137
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 791.4410 QFILDR 101.4077 791.4438 23.6851 5017 1 791.4438 3.47
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 630.3570 VNELR 1868.9170 630.3571 22.1625 4539 1 630.3571 0.1033
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 605.2930 VFDNK 45.1628 605.2942 22.7711 3091 1 605.2942 1.94
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 937.4560 AFVEAMNR 178.0751 937.4594 23.7368 2030 1 937.4594 4.48
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 614.2967 MGNITP 139.4227 614.2982 20.6938 1983 1 614.2982 2.16
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4842.8980 39345.4223 33 27.20 None 1272.6906 ITPTTGTQGQIR 140.1942 1272.6928 20.1725 1764 1 1272.6928 4.29
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 46849.8300 1193.5740 22.8536 49956 2 597.2906 ‐0.0355
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 1574.7955 MGNITPTTGTQGQIR 27989.6000 1574.7958 19.6219 39209 2 787.9015 0.3179
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 1035.5469 SALVDFDLR 38015.3000 1035.5486 28.8494 31391 2 518.2779 0.5819
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 2140.1145 NVGLDRPSDLVALSGGHTFG183.4089 2140.0531 21.1187 2092 3 714.0225 ‐28.8680
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 791.4410 QFILDR 134.0095 791.4438 23.6851 5017 1 791.4438 4.1460
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 1058.5589 PTTGTQGQIR 442.8849 1058.5595 19.6370 1574 1 1058.5595 2.14
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 None 1017.5364 SALVDFDLR 164.0058 1017.5394 27.7182 1434 1 1017.5394 4.55
NP_190481.1 peroxidase 34 Arabidopsis thaliana 3363.9710 39345.4223 33 27.20 Carbamidomethyl+C(3) 1176.5467 NQCQFILDR 254.3001 1176.5487 21.0932 5533 2 588.7780 1.0592
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 2140.1145 NVGLDRPSDLVALSGGHTFG22390.8500 2140.1119 17.0431 93542 3 714.0421 ‐0.8723
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 2152.9757 AYADGTQTFFNAFVEAMNR4634.7360 2152.9656 23.0090 35253 2 1076.9864 ‐2.7121
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 2758.4814 DSLQAFLELANANLPAPFFT 2790.9040 2758.4784 25.5188 18723 3 920.1643 0.6636
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 1035.5469 SALVDFDLR 209.2919 1035.5165 26.0431 2146 1 1035.5165 ‐27.8967
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 1937.9967 SALVDFDLRTPTVFDNK 568.4249 1938.0018 20.2947 18823 2 969.5045 3.45
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 1927.0032 GLDRPSDLVALSGGHTFGK 916.3807 1927.0032 17.0559 6487 3 643.0059 ‐0.0662
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 974.5054 ALSGGHTFGK 163.7313 974.5082 17.0477 2235 1 974.5082 4.0803
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1784.4870 39345.4223 33 27.20 None 748.3512 SALVDFD 207.6332 748.3501 19.4227 2065 1 748.3501 ‐1.2202
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 2604.3039 SKPETGEVIGVFESLQPSDTD127968.5000 2604.3030 33.0129 436603 3 868.7725 0.5001
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1203.6579 NTAASVGEITLK 85181.5100 1203.6592 22.5668 407091 2 602.3333 0.3013
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 950.5710 VPFLFTVK 63153.0100 950.5723 19.2497 182049 2 475.7898 ‐0.0059
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 881.4880 FLVPSYR 28616.4400 881.4874 15.8732 164964 2 441.2474 ‐2.1382
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 101617.1000 1362.6410 18.3770 139440 2 681.8241 0.4031
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK25689.8700 2256.0855 34.0754 98273 2 1128.5464 ‐1.0188
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1192.5997 IQGVWYGQIE 11770.4400 1192.6006 30.3479 96026 1 1192.6006 2.46
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSF15163.4200 2174.9584 26.0085 81672 2 1087.9828 ‐1.8676
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1562.7558 GGSTGYDNAVALPAGGR 79573.9600 1562.7556 21.3532 79196 2 781.8814 ‐0.0201
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1096.5521 LTYDEIQSK 31402.8100 1096.5548 18.9005 56840 2 548.7810 1.18
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 2294.1299 FKEEDGIDYAAVTVQLPGGE21568.4500 2294.1277 29.1810 47861 3 765.3807 ‐0.6233
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1464.7329 QLEASGKPESFSGK 55986.0000 1464.7328 16.3248 45594 3 488.9158 ‐1.0286
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 2018.9665 EEDGIDYAAVTVQLPGGER 13734.9300 2018.9633 29.7533 43289 2 1009.9853 ‐0.3828
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1376.6540 GDEEELSKENVK 7040.9020 1376.6556 14.4438 9402 3 459.5567 0.0598
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 2920.3919 GGSTGYDNAVALPAGGRGD12001.0400 2920.3940 22.7740 25717 4 730.8540 0.8911
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 3869.8902 NAPPDFQNTKLMTRLTYTLD1359.0470 3869.8835 38.5707 3858 3 1290.6327 1.96
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1718.8344 ADSVSKNAPPDFQNTK 246.1754 1718.8429 26.8143 3340 3 573.6192 4.15
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 908.4724 EPTSFTVK 485.7403 908.4726 17.7316 49088 2 454.7399 ‐1.2729
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 621.3355 VPSYR 2141.6870 621.3354 15.8776 29590 1 621.3354 ‐0.3079
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1037.5302 FEPTSFTVK 178.8251 1037.5280 19.7385 10703 2 519.2676 ‐3.3276
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 719.3570 DEIQSK 20932.2700 719.3558 17.3431 4594 1 719.3558 ‐1.4295
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 828.4098 SKPETGEV 169.1131 828.4054 31.9932 4282 1 828.4054 ‐4.6278
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 882.4203 YDEIQSK 187.8226 882.4223 16.7558 4174 1 882.4223 3.1511
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 983.4680 TYDEIQSK 1469.7190 983.4640 18.8859 3710 1 983.4640 ‐2.7411
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1197.6586 AAVTVQLPGGER 315.0916 1197.6571 28.4479 3571 2 599.3322 ‐2.0472
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 474.3286 ITLK 118.1304 474.3293 22.4178 3049 1 474.3293 0.6394
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1045.5465 IQGVWYGQI 690.0905 1045.5445 30.3518 3045 1 1045.5445 ‐0.4035
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 998.5153 SKPETGEVIG 287.0394 998.5186 32.9949 2442 1 998.5186 4.47
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 759.4611 VGEITLK 275.1328 759.4635 22.5606 2246 1 759.4635 3.29
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 649.3151 GSDGSVK 301.0475 649.3155 33.9465 1560 1 649.3155 0.4236
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1055.5844 VTVQLPGGER 1183.7830 1055.5864 27.7536 1087 1 1055.5864 3.86
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 988.5673 AASVGEITLK 190.2265 988.5631 23.5915 974 1 988.5631 ‐2.9530
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1185.6474 NTAASVGEITLK 365.9185 1185.6531 21.6252 3367 2 593.3302 3.09
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 30930.2800 35247.4575 72 62.84 None 1175.5732 IQGVWYGQIE 168.2197 1175.5761 30.3447 1222 1 1175.5761 4.64
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 2604.3039 SKPETGEVIGVFESLQPSDTD92801.9500 2604.3030 33.0129 436603 3 868.7725 0.0325
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1203.6579 NTAASVGEITLK 100281.8000 1203.6592 22.5668 407091 2 602.3333 0.4063
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK19167.1200 2256.0855 34.0754 98273 2 1128.5464 ‐1.2103
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSF14465.7100 2174.9584 26.0085 81672 2 1087.9828 ‐2.0363



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1562.7558 GGSTGYDNAVALPAGGR 85853.7300 1562.7556 21.3532 79196 2 781.8814 ‐0.0163
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 2018.9665 EEDGIDYAAVTVQLPGGER 13658.4000 2018.9633 29.7533 43289 2 1009.9853 ‐0.5076
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 2294.1299 FKEEDGIDYAAVTVQLPGGE20251.1000 2294.1291 29.1522 42224 3 765.3812 ‐0.3092
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1192.5997 IQGVWYGQIE 1691.8290 1192.6010 29.7475 39519 1 1192.6010 3.84
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1131.5429 NAPPDFQNTK 337.8639 1131.5498 18.3164 2912 2 566.2785 5.53
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1464.7329 QLEASGKPESFSGK 812.2288 1464.7015 17.3730 2093 3 488.9054 ‐22.3972
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 474.3286 ITLK 139.9570 474.3293 22.4178 3049 1 474.3293 0.8078
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 998.5153 SKPETGEVIG 302.7422 998.5186 32.9949 2442 1 998.5186 4.80
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 759.4611 VGEITLK 534.2284 759.4635 22.5606 2246 1 759.4635 3.40
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 917.5302 ASVGEITLK 208.8192 917.5307 23.6172 1600 1 917.5307 1.78
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 649.3151 GSDGSVK 227.5994 649.3155 33.9465 1560 1 649.3155 0.5936
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 748.3836 VGSDGSVK 190.2002 748.3801 36.6068 1549 1 748.3801 ‐4.0661
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 885.4312 PSDTDLGAK 229.1594 885.4305 34.8727 1442 1 885.4305 0.2022
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1055.5844 VTVQLPGGER 862.3438 1055.5864 27.7536 1087 1 1055.5864 3.25
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 988.5673 AASVGEITLK 199.5965 988.5631 23.5915 974 1 988.5631 ‐2.7798
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 2238.0812 LTYTLDEIEGPFEVGSDGSVK706.6771 2238.0769 35.1902 1620 2 1119.5421 ‐0.3748
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1185.6474 NTAASVGEITLK 639.2366 1185.6548 21.6974 1462 2 593.3310 5.48
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1174.5891 IQGVWYGQIE 297.9545 1174.5881 29.1099 946 2 587.7977 ‐1.6302
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1186.6314 NTAASVGEITLK 236.8935 1186.6356 23.9553 2206 2 593.8215 2.96
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 19352.5200 35247.4575 72 62.84 None 1175.5732 IQGVWYGQIE 165.8508 1175.5761 30.3447 1222 1 1175.5761 4.14
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 950.5710 VPFLFTVK 91883.8400 950.5723 19.2497 182049 2 475.7898 ‐0.3339
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 881.4880 FLVPSYR 39131.4300 881.4874 15.8732 164964 2 441.2474 ‐2.5104
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 126588.5000 1362.6410 18.3770 139440 2 681.8241 0.3384
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 1192.5997 IQGVWYGQIE 1154.4500 1192.5935 18.5193 6430 1 1192.5935 ‐3.0877
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 1203.6579 NTAASVGEITLK 5414.2890 1203.6606 15.1144 4592 2 602.3340 1.89
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 1648.8727 MATSLQAAATFLQPAK 463.9124 1648.8741 19.4474 3859 2 824.9407 1.32
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 Carbamidomethyl+C(3) 1691.8422 LTCSLHSDLKDFAGK 181.6807 1691.8301 20.9138 1788 2 846.4187 ‐6.5707
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 2604.3039 SKPETGEVIGVFESLQPSDTD297.4441 2604.2777 19.6278 1311 3 868.7641 ‐8.6456
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 23656.0300 1490.7350 17.3036 78905 2 745.8712 0.0683
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 522.2671 PSYR 3556.0210 522.2679 15.8666 43226 1 522.2679 0.7653
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 621.3355 VPSYR 2889.1390 621.3354 15.8776 29590 1 621.3354 ‐0.4310
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 851.5026 PFLFTVK 9219.6580 851.5030 19.2488 14683 1 851.5030 1.17
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 1175.5732 IQGVWYGQIE 167.8152 1175.5802 18.0455 4759 2 588.2937 4.99
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 7539.4680 35247.4575 72 62.84 None 2587.2774 SKPETGEVIGVFESLQPSDTD376.3265 2587.2620 18.6663 1195 3 863.0922 ‐4.5665
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 1001.5262 QPSKETPSK 356.1666 1001.5238 23.7287 7678 1 1001.5238 ‐0.9860
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 1979.1423 VVEPVIGLDGIEKPSVVTK 3132.6100 1979.1401 28.9531 6722 3 660.3849 ‐1.2571
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 2280.2697 DVAVGKPIALIVEDAESIEAIK5238.9730 2280.2761 40.8798 5530 3 760.7636 3.1552
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 1615.9265 SISAISLEVKELAQK 1866.2300 1615.9277 24.5444 4179 3 539.3141 0.0140
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 1684.8065 ATVEFESQEEGFLAK 1827.1700 1684.8129 30.3814 2417 2 842.9101 4.79
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 3402.7185 FGVQNFSSTGPISQTVLAMP298.7859 3402.6328 20.4003 1637 3 1134.8825 ‐22.9923
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 1143.5575 MNVTLSADHR 244.4335 1143.5757 26.8099 1611 2 572.2915 14.9588
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 Carbamidomethyl+C(13) 2163.0486 KEGDKVEVGDVLCEIETDK 1366.2350 2163.0299 35.3856 9706 2 1082.0186 ‐7.0605
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 3163.5827 DIPVNEPIAIMVEEEDDIKNV5282.6640 3163.5863 38.8528 6468 3 1055.2003 2.24
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 386.0170 69033.6792 15 17.11 None 983.5156 QPSKETPSK 74.5730 983.5112 24.8411 1350 1 983.5112 ‐3.1438
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 260.4885 69033.6792 15 17.11 None 1979.1423 VVEPVIGLDGIEKPSVVTK 2140.9390 1979.1401 28.9531 6722 3 660.3849 ‐1.4525
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 260.4885 69033.6792 15 17.11 None 2280.2697 DVAVGKPIALIVEDAESIEAIK4623.0370 2280.2761 40.8798 5530 3 760.7636 2.87
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 260.4885 69033.6792 15 17.11 None 1684.8065 ATVEFESQEEGFLAK 1487.2370 1684.8129 30.3814 2417 2 842.9101 4.74
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 260.4885 69033.6792 15 17.11 None 1143.5575 MNVTLSADHR 123.7952 1143.5757 26.8099 1611 2 572.2915 15.0808
NP_190788.1 dihydrolipoyllysine residue acetyltransferase component 1 of pyruvate dehy 260.4885 69033.6792 15 17.11 None 3163.5827 DIPVNEPIAIMVEEEDDIKNV8754.4170 3163.5863 38.8528 6468 3 1055.2003 2.13
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 13568.1500 2255.0245 36.6749 27651 2 1128.0159 ‐0.2824
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1496.6686 VVGAFMEGGSGDENK 22171.0600 1496.6716 20.6723 22827 2 748.8395 1.71
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1786.9334 EFANQGVQPGELAVISK 12065.0400 1786.9316 27.0984 22448 2 893.9695 ‐0.3308
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1430.7638 EAVAPYERPALSK 22238.9100 1430.7645 18.8016 20505 3 477.5930 ‐0.5617
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1414.7536 ARPSAESLDELVK 4522.4570 1414.7539 23.5619 17247 3 472.2561 ‐0.9059
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1112.5524 FGAYWVQGGK 10739.4200 1112.5551 15.9860 16797 2 556.7812 1.11
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1535.8792 YQTLIIATGSTVLR 2720.9540 1535.8744 18.2254 4996 2 768.4408 ‐3.0624
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1562.7809 GTVASGFTAQPNGEVK 1124.4090 1562.7812 20.0778 3425 2 781.8942 0.2648
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1878.9848 TSVPDVYAVGDVATFPLK 521.8468 1878.9682 20.3721 8359 2 939.9877 ‐7.9547
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1458.7686 EIDDADKLVEAIK 3933.0590 1458.7675 26.8861 13882 2 729.8874 ‐0.9181
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1237.6423 LTDFGVKGADSK 948.8776 1237.6429 21.1578 5939 2 619.3251 ‐0.2129
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 800.4625 ERPALSK 120.4777 800.4668 18.5525 1711 1 800.4668 5.04
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1230.6841 VAPYERPALSK 759.6206 1230.6828 18.7983 1524 2 615.8451 ‐1.7239
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1396.7431 ARPSAESLDELVK 871.5125 1396.7462 24.7321 4195 2 698.8767 1.65
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3102.9830 46658.2958 38 40.32 None 1517.8686 YQTLIIATGSTVLR 217.8987 1517.8779 18.0216 1388 3 506.6308 5.30
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 19558.3200 2255.0245 36.6749 27651 2 1128.0159 ‐0.4737
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1496.6686 VVGAFMEGGSGDENK 11102.0900 1496.6716 20.6723 22827 2 748.8395 2.0095
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1786.9334 EFANQGVQPGELAVISK 10876.8700 1786.9316 27.0984 22448 2 893.9695 ‐0.3901
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1430.7638 EAVAPYERPALSK 32096.2400 1430.7645 18.8016 20505 3 477.5930 ‐0.5184
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1414.7536 ARPSAESLDELVK 4181.4210 1414.7539 23.5619 17247 3 472.2561 ‐0.8556
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1562.7809 GTVASGFTAQPNGEVK 1902.2100 1562.7812 20.0778 3425 2 781.8942 0.2686
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1458.7686 EIDDADKLVEAIK 3027.0850 1458.7675 26.8861 13882 2 729.8874 ‐0.8849
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1056.4956 ARPSAESLDE 299.8299 1056.4898 23.9811 2453 1 1056.4898 ‐3.6952



NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 1230.6841 VAPYERPALSK 847.4789 1230.6828 18.7983 1524 2 615.8451 ‐1.6265
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2905.4700 46658.2958 38 40.32 None 913.5353 PGELAVISK 466.1484 913.5369 24.8563 1475 1 913.5369 2.17
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1112.5524 FGAYWVQGGK 18418.1600 1112.5551 15.9860 16797 2 556.7812 1.65
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 Carbamidomethyl+C(15) 2219.0446 INNLDVTMVFPEPWCMPR 547.6444 2219.0485 21.8139 8395 2 1110.0279 3.27
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1535.8792 YQTLIIATGSTVLR 1017.7330 1535.8744 18.2254 4996 2 768.4408 ‐3.0164
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1878.9848 TSVPDVYAVGDVATFPLK 444.0712 1878.9682 20.3721 8359 2 939.9877 ‐7.6895
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1577.8170 NILYLREIDDADK 493.7172 1577.8318 17.9050 8336 2 789.4195 9.06
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 779.4298 LTDFGVK 231.2709 779.4305 17.2989 6122 1 779.4305 1.89
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 2030.9746 LFTADIAAFYETYYTNK 1223.4920 2030.9700 21.3902 2510 2 1015.9887 ‐0.6349
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 2330.2714 ARPSAESLDELVKQGISFAAK486.6240 2330.2557 19.6582 7970 3 777.4234 ‐5.9498
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1045.6041 KQGISFAAKI 171.5391 1045.5982 19.0160 4115 1 1045.5982 ‐4.0887
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1830.9848 ESLDELVKQGISFAAKI 131.7352 1830.9930 19.6920 3673 2 916.0002 5.88
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 564.7865 46658.2958 38 40.32 None 1445.7635 ILYLREIDDADK 413.4704 1445.7630 17.8274 2105 2 723.3851 ‐0.5194
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA14691.5500 2329.1964 20.5442 70970 2 1165.1018 ‐1.0415
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 2263.0684 GTVELAGTDGETTTQGLDG 73284.7500 2263.0642 26.2147 50892 2 1132.0357 ‐0.0563
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1045.5459 NLNAMNQLK 1597.3440 1045.5464 20.0498 48863 2 523.2768 ‐0.6437
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 2223.0425 IGENEPSEHSIHENAYGLAR 4561.6190 2223.0439 19.8771 47615 4 556.5164 ‐0.5141
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1332.7005 GILAADESTGTIGK 32483.9300 1332.7002 21.8178 43350 2 666.8538 ‐0.6757
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1488.8016 GILAADESTGTIGKR 16582.7000 1488.8012 20.0250 34918 3 496.9386 ‐1.2653
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1336.7219 VSPEVIAEHTVR 6761.8940 1336.7218 21.3708 31828 3 446.2455 ‐1.2927
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 2856.4924 ALSDHHVLLEGTLLKPNMVT11160.5200 2856.4933 17.2548 26001 4 714.8788 0.3640
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1196.6270 LGDGAAESLHVK 22039.5600 1196.6285 18.3147 23408 2 598.8179 0.4670
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 4541.4200 3135.5983 35.8698 21775 3 1045.8710 0.2149
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1020.5473 AAQEALYVR 5465.8850 1020.5478 18.3459 21721 2 510.7776 ‐0.6572
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 869.5091 EGGVLPGIK 6065.3220 869.5117 21.9288 10792 2 435.2595 1.79
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 847.5288 LFVDILK 6594.6000 847.5303 18.7802 9515 2 424.2688 0.1379
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1750.9010 FADELIANAAYIGTPGK 705.5131 1750.8868 18.5447 2062 1 1750.8868 ‐3.5694
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 2605.2588 VDKGTVELAGTDGETTTQG 1750.9890 2605.2638 25.1204 30630 3 869.0928 2.42
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1525.7493 ANSEATLGTYKGDAK 5473.3780 1525.7496 15.6572 10383 3 509.2547 ‐0.6608
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 Carbamidomethyl+C(1) 1813.8749 CKANSEATLGTYKGDAK 662.9493 1813.8892 25.2197 6796 3 605.3012 7.09
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1966.0280 SKFADELIANAAYIGTPGK 684.1303 1966.0429 18.3174 3634 2 983.5251 8.09
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 Carbamidomethyl+C(15) 3766.9725 NLRELLFTAPGALPCLSGVIL 896.6148 3766.9876 21.3111 2335 4 942.5023 5.42
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1186.5950 GILAADESTGTIG 315.6246 1186.6027 19.1091 32541 2 593.8050 5.97
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1419.6710 GETTTQGLDGLGDR 275.6109 1419.6701 23.6094 8164 2 710.3387 ‐0.8907
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1030.5065 HENAYGLAR 254.7958 1030.5071 20.7581 6013 1 1030.5071 2.1289
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 732.4363 TGTIGKR 142.5456 732.4396 21.1461 6007 1 732.4396 4.76
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1499.8217 ALSDHHVLLEGTLL 736.6701 1499.8234 16.6342 6001 3 500.6126 0.2006
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1763.8042 AGTDGETTTQGLDGLGDR 299.4117 1763.8095 24.7371 5609 3 588.6080 2.63
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1692.7671 GTDGETTTQGLDGLGDR 259.4664 1692.7582 24.6350 5521 2 846.8828 ‐4.8253
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 818.4189 NAMNQLK 278.1705 818.4181 20.0619 4518 1 818.4181 ‐0.3516
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1339.6675 KPNMVTPGSDSPK 351.1759 1339.6721 18.4629 3362 2 670.3397 2.93
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 Carbamidomethyl+C(15) 1636.8516 NLRELLFTAPGALPC 338.2977 1636.8493 19.0272 2514 2 818.9283 ‐1.1207
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 839.4258 GTYKGDAK 143.1922 839.4250 24.5735 1964 1 839.4250 ‐0.2446
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1507.7387 ANSEATLGTYKGDAK 329.8555 1507.7339 16.1562 8052 3 503.2495 ‐4.1030
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 10983.3300 38882.0050 63 74.58 None 1003.5207 AAQEALYVR 179.1784 1003.5175 16.6746 1750 2 502.2624 ‐4.5040
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 2223.0425 IGENEPSEHSIHENAYGLAR 3115.5930 2223.0439 19.8771 47615 4 556.5164 ‐0.8268
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1045.5459 NLNAMNQLK 3612.6780 1045.5458 20.0645 44707 2 523.2765 ‐1.0889
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1332.7005 GILAADESTGTIGK 26635.1300 1332.7002 21.8178 43350 2 666.8538 ‐0.6070
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1488.8016 GILAADESTGTIGKR 9391.7940 1488.8012 20.0250 34918 3 496.9386 ‐1.2472
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1336.7219 VSPEVIAEHTVR 8300.6570 1336.7218 21.3708 31828 3 446.2455 ‐1.2084
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1196.6270 LGDGAAESLHVK 15628.2700 1196.6285 18.3147 23408 2 598.8179 0.5740
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 3659.7000 3135.5983 35.8698 21775 3 1045.8710 ‐0.4841
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1020.5473 AAQEALYVR 6514.5150 1020.5478 18.3459 21721 2 510.7776 ‐0.5006
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 869.5091 EGGVLPGIK 4682.5550 869.5117 21.9288 10792 2 435.2595 1.71
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1458.7547 LASINVENVETNR 3285.8580 1458.7557 22.7715 6885 2 729.8815 0.5614
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1614.8558 LASINVENVETNRR 1493.0110 1614.8571 21.0904 32455 3 538.9572 0.0422
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA1031.5300 2329.1339 30.5574 5609 3 777.0495 ‐29.7887
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1540.8271 TKKPWSLSFSFGR 843.7722 1540.8365 28.2595 3927 2 770.9219 6.1804
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 2263.0684 GTVELAGTDGETTTQGLDG 537.6188 2263.1118 30.7298 3844 3 755.0421 19.1691
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1154.5688 ANSEATLGTYK 85.7635 1154.5986 28.2357 2691 2 577.8029 25.0452
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 2605.2588 VDKGTVELAGTDGETTTQG 1574.1510 2605.2623 25.0591 18680 3 869.0923 1.52
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1186.5950 GILAADESTGTIG 922.1633 1186.5967 20.0246 13846 2 593.8020 0.7243
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1205.6121 AADESTGTIGKR 4429.0550 1205.6113 20.0335 4636 2 603.3093 ‐1.3121
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 818.4189 NAMNQLK 3436.8830 818.4181 20.0619 4518 1 818.4181 ‐0.1800
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 899.4217 DGSHDIQK 236.3632 899.4199 36.6406 1629 1 899.4199 ‐0.8750
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3381.5870 38882.0050 63 74.58 None 1136.5582 ANSEATLGTYK 127.5158 1136.5491 27.7938 2481 1 1136.5491 ‐5.8854
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 2329.2034 TVPAAVPAIVFLSGGQSEEEA21628.8400 2329.1964 20.5442 70970 2 1165.1018 ‐0.4886
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 2856.4924 ALSDHHVLLEGTLLKPNMVT9522.1830 2856.4933 17.2548 26001 4 714.8788 0.8348
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 847.5288 LFVDILK 11975.6500 847.5303 18.7802 9515 2 424.2688 ‐0.2560
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEET629.0081 2909.5099 25.4247 4076 2 1455.2586 ‐4.9767
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 1750.9010 FADELIANAAYIGTPGK 1781.2460 1750.8868 18.5447 2062 1 1750.8868 ‐3.5625
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVD 701.9271 3135.5091 24.2300 1780 3 1045.8412 ‐27.3982
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 Carbamidomethyl+C(15) 3292.7650 NLRELLFTAPGALPCLSGVIL 177.3642 3292.6978 24.1809 775 3 1098.2375 ‐17.4655
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 1339.6675 KPNMVTPGSDSPK 151.8763 1339.6721 18.4629 3362 2 670.3397 2.99



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 None 2311.1929 TVPAAVPAIVFLSGGQSEEEA316.8375 2311.1795 19.4356 2024 3 771.0647 ‐5.0334
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3033.7170 38882.0050 63 74.58 Carbamidomethyl+C(5) 3117.5925 YAVICQENGLVPIVEPEILVD 220.3918 3117.5967 25.6024 1539 3 1039.8704 3.63
NP_190878.2 GDSL esterase lipase Arabidopsis thaliana 257.2139 39205.6677 4 7.41 None 1773.8806 SFSEFIQNLYELGAR 3150.5830 1773.8699 28.5783 2254 2 887.4386 ‐5.4368
NP_190878.2 GDSL esterase lipase Arabidopsis thaliana 257.2139 39205.6677 4 7.41 None 1280.6303 LNNDAIMFNTK 1574.6100 1280.6313 19.7262 1748 1 1280.6313 3.93
NP_190878.2 GDSL esterase lipase Arabidopsis thaliana 257.2139 39205.6677 4 7.41 Carbamidomethyl+C(11) 2397.3033 IGVISLPPMGCLPAAITLFGA1070.9430 2397.2395 24.9688 1652 3 799.7513 ‐26.0967
NP_190878.2 GDSL esterase lipase Arabidopsis thaliana 257.2139 39205.6677 4 7.41 Carbamidomethyl+C(11)
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 819.4723 GDLFLVR 1312.3080 819.4718 20.4261 67379 1 819.4718 0.0096
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1842.9848 NAPSIIFIDEIDSIAPK 20665.2300 1842.9865 39.1355 16996 2 921.9969 1.99
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1312.6743 EIDIGVPDEIGR 6784.2000 1312.6751 27.6851 12321 2 656.8412 0.0978
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1059.5317 LAEDVDLER 17257.4700 1059.5338 20.1073 10716 2 530.2705 0.8397
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1158.6517 GILLYGPPGSGK 20414.1300 1158.6519 16.4726 10313 2 579.8296 ‐0.7208
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 Carbamidomethyl+C(14)
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3433.2940 1845.8389 26.0860 8319 2 923.4231 ‐1.7403
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1075.5378 LAGESESNLR 17174.8700 1075.5385 14.9567 4984 2 538.2729 ‐0.4562
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 5527.4070 1251.6208 16.3864 4759 2 626.3140 0.7208
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1036.4542 ANQAESSDSK 460.2246 1036.4602 17.2913 2580 2 518.7338 4.96
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 2132.1393 AHVIVMGATNRPNSIDPALR2331.6390 2132.1352 15.2404 1068 3 711.3833 ‐1.8304
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 823.3832 AFEEAEK 948.6672 823.4064 17.2099 6547 1 823.4064 28.7400
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 2540.2185 LVVDEAINDDNSVVSLHPDT603.4996 2540.1987 33.0029 3561 3 847.4044 ‐7.0158
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 2349.1735 KYQAFAQTLQQSRGFGSEFR1290.7720 2349.1737 19.2149 6299 3 783.7294 0.5695
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 Carbamidomethyl+C(9) 1249.5842 SGADITEICQR 319.0528 1249.5836 25.4882 1760 1 1249.5836 1.00
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 609.3243 LVVDEA 208.4999 609.3253 34.0523 1331 1 609.3253 1.33
NP_190891.1 cell division control protein 48 D Arabidopsis thaliana 1538.1020 91139.0184 17 24.29 None 1041.5211 LAEDVDLER 167.4324 1041.5156 18.5504 1458 1 1041.5156 ‐3.7435
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 1343.7165 VTGGEVGAASSLAPK 6853.1600 1343.7191 20.1331 50381 2 672.3632 1.78
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 1267.7984 VTVVPSAAALVIK 24285.6000 1267.7979 18.1400 43556 2 634.4026 ‐0.9935
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 1883.8869 DLQQEIQEGEIEIPEN 15985.2000 1883.8894 31.7833 24325 2 942.4484 2.19
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 Carbamidomethyl+C(6)
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 865.5506 IGPLGLAPK 2434.4050 865.5535 15.8392 3639 2 433.2804 1.89
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 869.5455 PSAAALVIK 8168.5730 869.5445 18.1386 4844 1 869.5445 ‐0.2471
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 4310.1210 18083.9248 7 43.37 None 1865.8763 DLQQEIQEGEIEIPEN 147.2574 1865.8823 30.4163 2502 2 933.4448 4.0606
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1407.6784 EAGSTMDVVAAQTK 196017.5000 1407.6789 19.5426 116861 2 704.3431 0.0519
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1408.6955 AILNESSEFVGDK 35638.0600 1408.6948 24.1143 88716 2 704.8510 ‐0.7569
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1104.5644 NVSADVAATTR 59461.4700 1104.5648 16.2541 81640 2 552.7860 ‐0.6597
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1777.9191 VASPAQAQEVHDELRK 60121.3500 1777.9218 17.7130 69288 3 593.3121 1.0183
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 3392.8716 IVNTLNEAQVPSQDVVEVVV10943.5400 3392.8583 23.8749 63084 3 1131.6243 ‐1.7515
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 2304.2023 VTNWSNVVIAYEPVWAIGT12887.8000 2304.1912 21.8624 60123 2 1152.5992 ‐2.8924
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 24057.9600 1375.6892 23.0808 52503 2 688.3482 0.0514
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 35106.9900 1571.7340 18.5695 40269 2 786.3707 1.57
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 954.4832 FFVGGNWK 7884.1010 954.4838 16.9171 37672 2 477.7455 ‐0.7888
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 6195.6400 1338.6487 17.1775 21359 2 669.8280 0.7498
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1033.6041 VAYALAQGLK 8105.4790 1033.6052 15.4118 12920 2 517.3062 ‐0.0941
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1649.8242 VASPAQAQEVHDELR 7471.7010 1649.8275 19.1737 7512 3 550.6140 1.17
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1096.5898 WVILGHSER 2811.3220 1096.5889 15.3254 2594 2 548.7981 ‐1.8423
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 2423.2817 AILNESSEFVGDKVAYALAQ 3466.4670 2423.2848 20.8171 17536 3 808.4331 1.20
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1564.7966 RAILNESSEFVGDK 3787.3500 1564.8015 21.8290 9949 2 782.9044 3.11
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 561.2780 GGNWK 2293.5780 561.2796 16.9253 3163 1 561.2796 2.26
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1224.6331 AQEVHDELRK 12320.9600 1224.6359 17.6880 3090 2 612.8216 1.39
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 660.3675 DELRK 147.8854 660.3685 19.3339 2425 1 660.3685 1.23
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1111.4902 NESSEFVGDK 250.1496 1111.4910 24.1068 2166 1 1111.4910 2.13
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 795.3986 1163.5304 23.0901 2003 1 1163.5304 ‐2.9080
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 804.4210 ADVAATTR 158.2244 804.4229 17.7268 1604 1 804.4229 2.42
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(8) 892.3942 GSVNGGNCK 131.7540 892.3887 17.7817 1291 1 892.3887 ‐5.1743
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 None 1389.6679 EAGSTMDVVAAQTK 499.2883 1389.6713 18.1205 2375 3 463.8953 1.49
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 25750.3400 27397.2140 49 67.72 Carbamidomethyl+C(12) 1321.6205 IIYGGSVNGGNCK 202.5697 1321.6248 18.6642 6079 2 661.3160 2.77
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1408.6955 AILNESSEFVGDK 16017.2700 1408.6948 24.1143 88716 2 704.8510 ‐0.7096
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1777.9191 VASPAQAQEVHDELRK 60992.6700 1777.9213 17.6931 63296 3 593.3120 0.6411
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 16738.1300 1375.6892 23.0808 52503 2 688.3482 0.1080
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 Carbamidomethyl+C(12) 1338.6471 IIYGGSVNGGNCK 5246.4760 1338.6496 17.0261 11518 2 669.8285 1.30
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 313.2001 1571.7585 26.5178 8510 2 786.3829 17.4955
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1649.8242 VASPAQAQEVHDELR 322.3282 1649.7824 35.1944 1487 2 825.3948 ‐25.0280
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1564.7966 RAILNESSEFVGDK 2402.8660 1564.8015 21.8290 9949 2 782.9044 3.43
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1334.6811 QAQEVHDELRK 482.8904 1334.6805 16.9267 5444 2 667.8439 ‐0.8307
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1111.4902 NESSEFVGDK 125.5605 1111.4910 24.1068 2166 1 1111.4910 2.56
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1224.5743 LNESSEFVGDK 90.0273 1224.5715 22.0380 2136 2 612.7894 ‐2.8880
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 505.8055 1163.5304 23.0901 2003 1 1163.5304 ‐2.7331
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 Carbamidomethyl+C(8) 892.3942 GSVNGGNCK 189.3300 892.3887 17.7817 1291 1 892.3887 ‐5.0020
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5756.2030 27397.2140 49 67.72 None 1375.6601 PAQAQEVHDELR 80.8882 1375.6631 34.2675 776 1 1375.6631 5.28
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 3392.8716 IVNTLNEAQVPSQDVVEVVV11684.1500 3392.8583 23.8749 63084 3 1131.6243 ‐0.7427
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 2304.2023 VTNWSNVVIAYEPVWAIGT13729.1200 2304.1912 21.8624 60123 2 1152.5992 ‐2.3555
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 31064.9400 1571.7340 18.5695 40269 2 786.3707 2.0346
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 954.4832 FFVGGNWK 13199.4200 954.4838 16.9171 37672 2 477.7455 ‐1.1143
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 1033.6041 VAYALAQGLK 5413.2740 1033.6052 15.4118 12920 2 517.3062 ‐0.3691
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5869.7890 1375.6899 15.2357 11309 2 688.3486 0.5214
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 1408.6955 AILNESSEFVGDK 2485.3280 1408.6925 15.6776 5155 2 704.8499 ‐2.4286



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 1096.5898 WVILGHSER 4073.8830 1096.5889 15.3254 2594 2 548.7981 ‐2.0770
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 2423.2817 AILNESSEFVGDKVAYALAQ 2735.3540 2423.2848 20.8171 17536 3 808.4331 2.10
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 Carbamidomethyl+C(14) 2028.9960 STLRSDFFVAAQNCWVK 319.7786 2029.0099 23.9908 3972 2 1015.0086 8.44
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 561.2780 GGNWK 4137.3770 561.2796 16.9253 3163 1 561.2796 2.25
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5328.7560 27397.2140 49 67.72 None 868.4047 SSEFVGDK 209.2531 868.4003 17.5752 1433 1 868.4003 ‐4.3175
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1633.8618 YTGGMVPDVNQIIVK 35529.4300 1633.8573 18.0918 79764 2 817.4323 ‐2.4881
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1202.5688 FEETLYGTSR 52134.8400 1202.5715 20.8658 63541 2 601.7894 1.13
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1235.6630 GIFTNVTSPTAK 56133.2500 1235.6630 15.6682 56639 2 618.3352 ‐0.6832
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 2484.3133 LLFEVAPLGLLIENAGGFSSD14250.2600 2484.3126 23.9683 47556 3 828.7757 0.3802
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 18006.7900 1294.6335 18.8579 36248 2 647.8204 0.8609
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 27724.5300 1607.8263 17.8752 33295 3 536.6136 ‐0.0169
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 770.4407 NVPIGVTA 8550.8620 770.4412 22.0120 30521 1 770.4412 1.0506
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 894.5295 TTYVLAVK 7360.5950 894.5289 21.3844 28555 2 447.7681 ‐2.1324
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 921.4611 MFSPGNLR 4534.0710 921.4649 22.1127 18562 2 461.2361 2.41
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1161.5059 ATFDNSEYSK 21636.8900 1161.5083 15.3517 18232 2 581.2578 1.29
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1761.8541 SSTLVSPPSYSTSSSFK 3377.0520 1761.8521 21.4153 1823 2 881.4297 ‐0.5444
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1477.8009 SSSIFGDSLRLAPK 225.3958 1477.8136 16.4839 3715 2 739.4104 8.47
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1063.5742 AKSNGASTVTK 508.6836 1063.5750 19.5051 3474 2 532.2912 ‐0.3299
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 2338.1979 GFPGTHEFLLLDEGKWQHV1780.3970 2338.1840 18.1761 1968 3 780.0662 ‐5.4826
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 Oxidation+M(9) 2440.2904 YTLRYTGGMVPDVNQIIVKE426.7442 2440.2943 38.5090 1494 3 814.1029 2.1676
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 692.4341 YVLAVK 1724.1120 692.4335 21.3811 3416 1 692.4335 ‐0.7828
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 797.4152 TLYGTSR 222.6628 797.4138 20.8520 1959 1 797.4138 ‐1.1874
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1284.6623 LLFEALQYSHV 256.8313 1284.6686 17.9842 1605 2 642.8380 4.22
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 793.4818 TYVLAVK 2625.4810 793.4844 21.3883 1421 1 793.4844 3.85
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1065.5575 FTNVTSPTAK 2587.3090 1065.5558 15.6725 1337 1 1065.5558 0.0835
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 430.3024 LAVK 240.3786 430.3028 20.4767 1319 1 430.3028 0.0120
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 989.4211 FDNSEYSK 3947.6240 989.4236 15.3694 1109 1 989.4236 3.28
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1045.5636 AKSNGASTVTK 70.3122 1045.5594 20.5765 2205 2 523.2833 ‐5.2475
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 8076.4760 42813.6359 34 54.20 None 1046.5477 AKSNGASTVTK 86.9297 1046.5544 19.7451 1160 2 523.7808 5.63
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 1633.8618 YTGGMVPDVNQIIVK 44169.4900 1633.8573 18.0918 79764 2 817.4323 ‐2.3795
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 1235.6630 GIFTNVTSPTAK 81193.8600 1235.6630 15.6682 56639 2 618.3352 ‐0.8291
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 2484.3133 LLFEVAPLGLLIENAGGFSSD21592.1100 2484.3126 23.9683 47556 3 828.7757 0.8551
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 29369.6200 1294.6335 18.8579 36248 2 647.8204 0.7527
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 20695.7300 1607.8251 17.9007 28062 3 536.6132 ‐0.8072
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 921.4611 MFSPGNLR 1450.7140 921.4660 14.9790 923 2 461.2366 3.31
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 2338.1979 GFPGTHEFLLLDEGKWQHV2073.7250 2338.1840 18.1761 1968 3 780.0662 ‐5.0936
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 918.4891 TNVTSPTAK 1811.7460 918.4882 15.6684 1721 1 918.4882 0.0279
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 7019.8360 42813.6359 34 54.20 None 1284.6623 LLFEALQYSHV 211.8873 1284.6686 17.9842 1605 2 642.8380 4.76
NP_191183.1 copper chaperone Arabidopsis thaliana 2017.9250 13084.7737 13 53.72 None 1506.7111 TSYWPVEAEAEPK 13413.6800 1506.7094 25.9199 24951 2 753.8583 ‐1.1910
NP_191183.1 copper chaperone Arabidopsis thaliana 2017.9250 13084.7737 13 53.72 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2017.9250 13084.7737 13 53.72 None 1565.7905 VETVTETKTEAETK 4531.4230 1565.7924 13.7905 3941 3 522.6023 0.3976
NP_191183.1 copper chaperone Arabidopsis thaliana 2017.9250 13084.7737 13 53.72 None 854.4254 VEAEAEPK 200.1381 854.4234 25.0770 1734 1 854.4234 ‐1.6324
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1506.7111 TSYWPVEAEAEPK 12703.5300 1506.7094 25.9199 24951 2 753.8583 ‐1.1714
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1504.7642 GNVEPEAVFQTVSK 246.3520 1504.7487 24.8932 2278 2 752.8780 ‐10.3018
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1767.8469 MEGVESFDIDIKEQK 923.4657 1767.8312 32.4267 1737 2 884.4193 ‐8.3319
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1634.8061 KTSYWPVEAEAEPK 2933.8510 1634.8090 23.2422 7870 2 817.9082 2.0790
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 Carbamidomethyl+C(13)
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 666.3246 KTSYW 93.9056 666.3275 21.1959 3709 1 666.3275 4.30
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1749.8364 MEGVESFDIDIKEQK 357.0563 1749.8356 31.6868 982 3 583.9501 ‐1.0450
NP_191183.1 copper chaperone Arabidopsis thaliana 2376.4380 13084.7737 13 53.72 None 1750.8204 MEGVESFDIDIKEQK 188.5287 1750.8285 32.3318 2465 2 875.9179 5.1318
NP_191224.1 Mog1 PsbP DUF1795 like photosystem II reaction center PsbP family protei 284.5150 28743.9829 2 14.50 None 1860.9854 YVLETPFALTGSHNLAK 2412.7720 1860.9916 18.3558 10489 3 621.0020 3.0748
NP_191224.1 Mog1 PsbP DUF1795 like photosystem II reaction center PsbP family protei 284.5150 28743.9829 2 14.50 None 2225.1336 VIASLGPFVTGNSYDSDELLK1596.4670 2225.1308 19.9760 4965 2 1113.0691 0.9630
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 1886.9607 VGSGPFPTENLGTGGDLLR 1296.8820 1886.9616 30.4741 9450 2 943.9844 1.89
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 1490.7710 LAGQEFGTTTGRPR 5422.2760 1490.7719 17.1841 7209 3 497.5955 ‐0.3542
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 1796.9078 AHLLFDFHQEVDGLR 1417.8110 1796.9056 32.7877 4519 2 898.9564 ‐0.5656
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 964.4847 AAQQYVER 631.0029 964.4740 38.0574 8918 1 964.4740 ‐9.7971
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 Carbamidomethyl+C(12) 1407.6421 EIDGLESNGVSCK 170.6278 1407.6825 39.2775 1709 2 704.3449 28.4261
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 876.4210 AQQYVER 46.6950 876.4235 36.6252 1380 1 876.4235 3.61
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 1139.5368 VGSGPFPTENLG 166.1975 1139.5412 31.3561 964 1 1139.5412 5.39
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 263.4408 53420.5783 8 9.80 None 1868.9501 VGSGPFPTENLGTGGDLLR 352.7960 1868.9512 32.8860 43079 2 934.9792 1.54
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 592.2735 29115.7835 4 10.73 None 1654.7707 GELDELEREDFFR 8858.1100 1654.7763 31.1492 8505 3 552.2636 2.26
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 592.2735 29115.7835 4 10.73 None 1826.8299 EFAEEMVLEDISMQR 2628.5300 1826.8280 34.6585 8196 2 913.9176 ‐0.2904
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 592.2735 29115.7835 4 10.73 None 2923.3924 EVERQAANAKEFAEEMVLE 1183.1530 2923.3619 41.3685 3700 3 975.1255 ‐9.0553
NP_191432.1 V type proton ATPase subunit D Arabidopsis thaliana 592.2735 29115.7835 4 10.73 None 1203.5860 MVLEDISMQR 309.1242 1203.5833 40.5245 930 1 1203.5833 ‐0.0086
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 1334.7467 LIAVVFPSFGER 15643.7300 1334.7482 20.3338 20869 2 667.8777 0.6458
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 Carbamidomethyl+C(7)
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 2160.1659 SVLVEPTSGNTGIGLAFIAAS609.6492 2160.1620 20.1877 2888 2 1080.5846 ‐0.2606
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 1069.6113 VAKRPENAGK 1725.7360 1069.6218 15.6839 336334 2 535.3145 8.07
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 617.3253 NLDQK 57.1266 617.3331 16.5171 2528 1 617.3331 12.39
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 Carbamidomethyl+C(2) 2980.4238 SCYTSMAATSSSALLLNPLTS902.5867 2980.4438 20.3825 1615 3 994.1528 8.1792
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 1217.5718 EEVEKMQPEV 683.8397 1217.5731 23.2214 820 2 609.2902 0.2978
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 1407.7478 SVLVEPTSGNTGIGL 366.1693 1407.7516 21.7180 2818 2 704.3794 2.51



NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 Carbamidomethyl+C(7)
NP_191535.2 cysteine synthase C Arabidopsis thaliana 1069.4220 46157.0662 10 21.86 None 1052.5847 VAKRPENAGK 112.7333 1052.5838 17.1130 856 2 526.7955 ‐2.0189
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1541.7702 IIMTMPSYTSLER 48686.1500 1541.7715 18.1513 116864 2 771.3894 0.8885
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 931.5611 TPLVFLNK 46912.9900 931.5608 16.9449 82397 2 466.2840 ‐1.8269
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 125799.4000 1297.6099 16.4571 81785 2 649.3086 ‐0.0696
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1347.7155 SFGAELVLTDPAK 64485.6800 1347.7148 28.8164 78971 2 674.3611 ‐0.8834
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1233.5667 EAEEMKPVSVD 35534.7500 1233.5681 18.7746 72841 2 617.2877 0.3917
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1400.7202 DRPAIAMIADAEK 28655.3100 1400.7215 24.5438 51614 2 700.8644 0.5895
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1469.7999 YLSSVLFDELRK 61447.1300 1469.8017 18.6719 49017 3 490.6054 0.2589
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1528.8152 DRPAIAMIADAEKK 7564.0560 1528.8180 22.6394 26484 3 510.2775 0.9316
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 816.4825 DASLLIGK 7818.9860 816.4828 21.7892 24026 1 816.4828 0.9302
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1341.7049 YLSSVLFDELR 8933.6370 1341.7056 20.0570 23547 2 671.3565 0.1323
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(8) 1374.6471 QEHFQPTCSIK 9006.1400 1374.6486 17.1695 21359 3 458.8877 ‐0.0350
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1361.6617 KEAEEMKPVSVD 2618.6720 1361.6617 16.9094 8358 2 681.3345 ‐0.3738
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1396.7219 LFSTVGSPSFAQR 196.0757 1396.6904 39.4956 1151 1 1396.6904 ‐19.5268
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 630.4185 SLLIGK 3637.1940 630.4184 21.7926 4271 1 630.4184 ‐0.2390
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 516.2664 PVSVD 74.5177 516.2696 17.6197 3387 1 516.2696 5.89
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 644.3614 LTDPAK 1095.6130 644.3614 29.1374 3089 1 644.3614 0.0123
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(3) 705.3600 PTCSIK 95.7355 705.3637 17.8005 2902 1 705.3637 5.82
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 733.4607 LVFLNK 663.3290 733.4600 16.9437 2843 1 733.4600 ‐0.6816
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 855.4207 SYTSLER 121.2164 855.4251 17.9210 2797 1 855.4251 5.70
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(3) 1097.4932 EGCEAYVAAK 28962.6800 1097.4914 16.4603 1976 1 1097.4914 0.1304
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 920.5200 LFDELRK 434.4232 920.5205 18.6752 1539 1 920.5205 1.63
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(2) 968.4506 GCEAYVAAK 60099.7700 968.4492 16.4568 1447 1 968.4492 ‐0.2360
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1015.4765 EEMKPVSVD 163.5508 1015.4815 19.3176 1214 2 508.2444 3.69
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1056.5936 AELVLTDPAK 550.3798 1056.5996 28.2121 1201 2 528.8035 4.48
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1033.4870 EEMKPVSVD 145.4661 1033.4823 16.6832 935 1 1033.4823 ‐3.0107
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1228.6242 KEAEEMKPVSV 219.7039 1228.6182 17.7940 816 2 614.8127 ‐5.5767
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1523.7596 IIMTMPSYTSLER 331.2740 1523.7602 17.0476 2192 2 762.3837 0.3670
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 913.5506 TPLVFLNK 240.5656 913.5487 17.3509 2157 2 457.2780 ‐3.4960
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 None 1215.5562 EAEEMKPVSVD 154.0945 1215.5638 17.6945 2068 2 608.2855 5.89
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 14284.3900 40155.4964 40 31.25 Carbamidomethyl+C(8) 1356.6365 QEHFQPTCSIK 211.9664 1356.6417 16.6994 1725 2 678.8245 3.85
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 1541.7702 IIMTMPSYTSLER 42152.8800 1541.7715 18.1513 116864 2 771.3894 0.9382
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 931.5611 TPLVFLNK 52831.7700 931.5608 16.9449 82397 2 466.2840 ‐2.1671
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 1469.7999 YLSSVLFDELRK 62227.1600 1469.8017 18.6719 49017 3 490.6054 0.1376
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 1341.7049 YLSSVLFDELR 10636.6700 1341.7053 20.0456 21764 2 671.3563 ‐0.2403
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 1139.5952 GISLAFMAAMK 423.9534 1139.5998 25.6174 4035 1 1139.5998 5.38
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 733.4607 LVFLNK 781.2908 733.4600 16.9437 2843 1 733.4600 ‐0.7919
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 855.4207 SYTSLER 86.0391 855.4251 17.9210 2797 1 855.4251 5.08
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 830.5135 PLVFLNK 982.9786 830.5145 16.9431 2340 1 830.5145 1.46
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 1523.7596 IIMTMPSYTSLER 191.2952 1523.7602 17.0476 2192 2 762.3837 0.4052
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 6882.8500 40155.4964 40 31.25 None 913.5506 TPLVFLNK 259.6820 913.5487 17.3509 2157 2 457.2780 ‐3.8477
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1859.0498 AVPIPGSGLQLTNISHVR 37678.5400 1859.0524 17.7060 64100 3 620.3556 1.0496
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1493.7231 STEQPPHVEGDAVK 29695.9500 1493.7247 15.8537 29205 3 498.5798 0.1557
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1214.6375 TNLPEDLKER 54646.5000 1214.6395 18.2132 16076 2 607.8234 0.8603
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 980.5047 FSEIVSGGGK 5051.1380 980.5047 17.3641 10006 2 490.7560 ‐1.3994
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1217.6525 AAKDLLGWESK 4968.4590 1217.6514 16.2659 1464 2 609.3294 ‐1.5876
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 929.4938 TNLPEDLK 6038.3640 929.4924 19.3009 4059 2 465.2498 ‐3.0321
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1688.9442 PIPGSGLQLTNISHVR 4132.6870 1688.9454 17.7047 5947 2 844.9764 1.1268
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1067.5956 QLTNISHVR 323.9839 1067.5935 17.7473 992 1 1067.5935 ‐0.3289
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1048.5422 PPHVEGDAVK 520.6577 1048.5462 15.8333 800 2 524.7767 2.27
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 4418.4560 44100.9590 17 19.46 None 1475.7125 STEQPPHVEGDAVK 312.7360 1475.7081 14.5928 1251 3 492.5742 ‐3.9652
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 1859.0498 AVPIPGSGLQLTNISHVR 36097.6900 1859.0524 17.7060 64100 3 620.3556 1.1571
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 2751.2984 YLAETFGNWASFRPQYMIG785.5525 2751.2929 20.2309 4898 3 917.7691 ‐0.2575
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 1024.5422 ADAGHVVVEK 511.1562 1024.5251 15.7236 3709 2 512.7662 ‐18.1530
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 2786.3744 TVWGNPANVANVVGGETF324.0058 2786.3828 23.8021 756 2 1393.6950 6.59
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 1688.9442 PIPGSGLQLTNISHVR 3031.8090 1688.9454 17.7047 5947 2 844.9764 1.06
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 1067.5956 QLTNISHVR 260.1634 1067.5935 17.7473 992 1 1067.5935 ‐0.4007
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1680.9640 44100.9590 17 19.46 None 1842.0232 AVPIPGSGLQLTNISHVR 193.9193 1842.0153 18.2482 1847 3 614.6766 ‐4.5937
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1262.6086 EMIDFKPPTAN 5785.0860 1262.6120 25.8234 14122 2 631.8096 2.0987
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1068.6200 TGIVHIPFGK 836.4299 1068.6193 16.3209 10113 2 534.8133 ‐1.7637
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1365.7260 EYDVNTAISLLK 812.4517 1365.7239 31.7311 7005 2 683.3656 ‐1.8921
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 1636.7190 1374.6539 18.1980 6780 3 458.8895 1.98
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1220.6058 FVESVEAHFR 1467.9570 1220.6056 18.8884 2400 2 610.8065 ‐0.9031
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1115.5554 MIDFKPPTAN 196.5726 1115.5575 24.5657 2426 1 1115.5575 3.32
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1130.5551 EMIDFKPPTA 200.1963 1130.5579 22.9406 1401 1 1130.5579 4.51
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1245.5820 EMIDFKPPTAN 193.3882 1245.5823 25.5153 1597 2 623.2948 ‐0.3884
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 340.1925 37803.5389 13 16.18 None 1348.6995 EYDVNTAISLLK 202.0570 1348.7061 29.8877 1404 2 674.8567 4.20
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 229.8267 37803.5389 13 16.18 None 1816.9803 AGTVTANIPQAIEEFKK 1467.6350 1816.9804 28.4937 14549 3 606.3317 ‐0.4896
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 229.8267 37803.5389 13 16.18 None 1262.6086 EMIDFKPPTAN 907.8121 1262.6120 25.8234 14122 2 631.8096 2.1871
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 229.8267 37803.5389 13 16.18 None 1365.7260 EYDVNTAISLLK 792.1254 1365.7239 31.7311 7005 2 683.3656 ‐1.8327
NP_191908.1 50S ribosomal protein L1 Arabidopsis thaliana 229.8267 37803.5389 13 16.18 Carbamidomethyl+C(5) 1374.6505 SAHICSSMGPSIK 2698.3700 1374.6539 18.1980 6780 3 458.8895 1.77
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 None 1296.7886 DIALITGQKPIK 20104.5000 1296.7877 15.5908 12781 2 648.8975 ‐1.3297
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 None 909.5880 LINLALPR 4884.7000 909.5874 17.5527 4577 2 455.2973 ‐2.5651



NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 None 1202.5510 GDVMYSFLDR 1185.3440 1202.5855 17.2562 2886 2 601.7964 27.7353
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 Carbamidomethyl+C(5) 1182.5494 GMDVCISTTAK 142.8474 1182.5777 19.8572 2161 1 1182.5777 26.0733
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 None 993.5728 LKTAYLER 235.9534 993.5719 16.2901 2372 2 497.2896 ‐2.4753
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 Carbamidomethyl+C(5)
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 1121.2080 28457.9123 7 19.85 None 931.4342 MYSFLDR 111.6589 931.4279 17.9011 1319 1 931.4279 ‐5.7464
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1924.9386 SIYGLTTDEAVVAEEEAK 374680.5000 1924.9361 28.8359 1078270 2 962.9717 ‐0.3047
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1633.7857 NPFGQVPAFEDGDLK 174116.5000 1633.7838 29.8870 763086 2 817.3956 ‐0.8421
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1610.7657 YENQGTNLLQTDSK 257689.9000 1610.7663 20.2079 657691 2 805.8868 0.6112
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 964.5098 VLDVYEAR 64178.8400 964.5096 20.1028 517950 2 482.7584 ‐1.5786
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 995.5560 LAFEQIFK 100291.1000 995.5575 18.9239 347579 2 498.2824 0.1477
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1188.6259 VNEWVAEITK 123575.6000 1188.6255 26.9792 312518 2 594.8164 ‐1.1507
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1455.7842 NLDFELVHVELK 75090.5300 1455.7856 32.0920 268208 3 485.9334 ‐0.0380
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 2792.3382 NISQYAIMAIGMQVEDHQF96259.7900 2792.3362 21.0316 228902 3 931.4502 0.4395
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 3141.6983 YLAGETFTLTDLHHIPAIQYL 59225.9300 3141.6954 21.5668 154199 4 786.1793 ‐0.3370
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 3013.6033 YLAGETFTLTDLHHIPAIQYL 11641.6000 3013.5958 22.3524 119667 4 754.1544 ‐2.1670
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1072.5898 AITQYIAHR 44312.4700 1072.5902 18.5252 116583 2 536.7987 ‐0.6965
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 922.5720 VLIALHEK 12619.6400 922.5710 19.6114 27564 2 461.7891 ‐2.5934
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1155.6269 VFGHPASIATR 18415.8300 1155.6275 12.38 12666 2 578.3174 ‐0.3532
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 2266.1139 NPFGQVPAFEDGDLKLFESR7933.3330 2266.1187 20.0735 22692 3 756.0444 2.93
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1078.6731 RVLIALHEK 37776.2500 1078.6745 17.9439 17272 2 539.8409 0.1771
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 616.3301 DPVASK 159.4790 616.3305 19.7429 25642 1 616.3305 0.4365
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 659.3624 YIAHR 6896.7790 659.3624 18.5238 18961 1 659.3624 0.0147
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 597.3355 ALHEK 101.4188 597.3352 19.6099 14602 1 597.3352 ‐0.7572
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1228.6572 DFELVHVELK 178.1048 1228.6521 29.4271 10673 2 614.8297 ‐4.8962
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 975.5146 EWVAEITK 1573.7510 975.5128 26.9780 8289 1 975.5128 ‐0.4960
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 787.4209 QYIAHR 934.8604 787.4208 18.5282 7450 1 787.4208 0.3205
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1056.5585 FGHPASIATR 5410.1950 1056.5589 12.46 7033 2 528.7831 ‐0.7834
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 631.3774 GTPTKK 530.8889 631.3774 19.3682 5618 1 631.3774 ‐0.1303
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 823.5036 LIALHEK 111.2201 823.5033 19.6109 5013 2 412.2553 ‐2.1223
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 726.4509 LGTPTKK 874.8043 726.4506 21.4337 4180 1 726.4506 ‐0.0746
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1058.5477 GTNLLQTDSK 216.0678 1058.5444 18.9440 4045 2 529.7759 ‐4.1737
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 710.4196 IALHEK 78.1085 710.4157 17.7266 3929 1 710.4157 ‐5.2496
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 715.4097 PASIATR 2027.4950 715.4097 12.48 3477 1 715.4097 0.1202
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 660.3927 VAEITK 2230.7770 660.3942 26.9813 3383 1 660.3942 2.96
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1561.7592 GLTTDEAVVAEEEAK 207.6139 1561.7638 28.4399 2426 2 781.3856 3.0868
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 966.5619 ELVHVELK 3273.1880 966.5605 32.0858 1711 1 966.5605 ‐0.1998
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 553.3820 RVLIA 2840.8280 553.3820 17.9432 1446 1 553.3820 ‐0.5137
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1307.6518 YLAGETFTLTDL 220.6858 1307.6407 21.8079 1222 1 1307.6407 ‐5.7889
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 804.4462 LLQTDSK 228.3340 804.4445 22.0065 1187 1 804.4445 ‐1.4494
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 666.4661 RVLIAL 1761.4100 666.4672 17.9428 1017 1 666.4672 1.29
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1724.8225 YGLTTDEAVVAEEEAK 298.2450 1724.8189 27.1168 813 2 862.9131 ‐1.6034
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 101413.6000 24128.6155 92 81.13 None 1054.5792 AITQYIAHR 119.4603 1054.5762 17.9826 6246 2 527.7917 ‐4.0466
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1633.7857 NPFGQVPAFEDGDLK 220552.6000 1633.7838 29.8870 763086 2 817.3956 ‐0.8583
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1610.7657 YENQGTNLLQTDSK 206262.1000 1610.7663 20.2071 655916 2 805.8868 0.6016
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 964.5098 VLDVYEAR 71273.1200 964.5096 20.1028 517950 2 482.7584 ‐1.4061
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1188.6259 VNEWVAEITK 145037.4000 1188.6255 26.9792 312518 2 594.8164 ‐1.0414
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1455.7842 NLDFELVHVELK 115774.6000 1455.7856 32.0920 268208 3 485.9334 ‐0.0055
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1072.5898 AITQYIAHR 88455.6300 1072.5902 18.5252 116583 2 536.7987 ‐0.5545
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1924.9386 SIYGLTTDEAVVAEEEAK 52318.6300 1924.9368 28.6400 72063 2 962.9721 ‐0.0192
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 922.5720 VLIALHEK 14790.3900 922.5710 19.6114 27564 2 461.7891 ‐2.4092
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1155.6269 VFGHPASIATR 2770.5350 1155.6275 17.7823 10646 2 578.3174 ‐0.2208
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 2792.3382 NISQYAIMAIGMQVEDHQF356.2740 2792.3279 30.2529 1758 3 931.4475 ‐3.0512
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1078.6731 RVLIALHEK 51866.2600 1078.6745 17.9439 17272 2 539.8409 0.3174
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 865.4414 LDVYEAR 4477.1360 865.4412 20.1031 39109 1 865.4412 0.7183
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 888.4686 TQYIAHR 8548.2200 888.4698 18.5324 29655 2 444.7386 0.0141
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 659.3624 YIAHR 9953.8000 659.3624 18.5238 18961 1 659.3624 0.1849
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 597.3355 ALHEK 403.6234 597.3352 19.6099 14602 1 597.3352 ‐0.5876
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 538.2620 YEAR 4654.1750 538.2624 20.1022 14057 1 538.2624 0.4221
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 975.5146 EWVAEITK 3785.8700 975.5128 26.9780 8289 1 975.5128 ‐0.3229
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1056.5585 FGHPASIATR 330.4320 1056.5578 17.7831 7894 2 528.7826 ‐1.6123
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 787.4209 QYIAHR 800.9019 787.4208 18.5282 7450 1 787.4208 0.4919
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 920.4108 YENQGTNL 317.6353 920.4149 21.2679 6203 2 460.7111 3.1583
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 823.5036 LIALHEK 228.1962 823.5033 19.6109 5013 2 412.2553 ‐1.9101
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 715.4097 PASIATR 335.8640 715.4094 17.7777 4616 1 715.4094 ‐0.0269
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 718.3770 SIYGLTT 93.9757 718.3728 27.7701 3712 1 718.3728 ‐5.4394
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1341.7413 LDFELVHVELK 2584.1470 1341.7462 32.0723 3675 2 671.3767 3.06
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 660.3927 VAEITK 3745.8600 660.3942 26.9813 3383 1 660.3942 2.98
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 966.5619 ELVHVELK 2577.8540 966.5605 32.0858 1711 1 966.5605 ‐0.0268
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 710.4196 IALHEK 638.4304 710.4183 17.9452 1624 1 710.4183 ‐1.4197
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1228.6572 DFELVHVELK 303.4868 1228.6568 32.8529 1523 2 614.8320 ‐0.9530
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 553.3820 RVLIA 3928.8610 553.3820 17.9432 1446 1 553.3820 ‐0.3446
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 666.4661 RVLIAL 2426.3160 666.4672 17.9428 1017 1 666.4672 1.31
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1204.6168 QGTNLLQTDSK 255.8098 1204.6143 21.0231 886 3 402.2096 ‐3.3849
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 1161.5535 YENQGTNLLQ 358.2207 1161.5564 20.2149 850 1 1161.5564 4.67



NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 54262.4000 24128.6155 92 81.13 None 946.4993 VLDVYEAR 276.2619 946.5011 20.3855 17861 2 473.7542 0.7655
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 995.5560 LAFEQIFK 77490.6700 995.5575 18.9239 347579 2 498.2824 ‐0.1516
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 2792.3382 NISQYAIMAIGMQVEDHQF91712.5600 2792.3362 21.0316 228902 3 931.4502 1.0954
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 3141.6983 YLAGETFTLTDLHHIPAIQYL 54154.2500 3141.6954 21.5668 154199 4 786.1793 0.2110
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 3013.6033 YLAGETFTLTDLHHIPAIQYL 8665.5560 3013.5958 22.3524 119667 4 754.1544 ‐1.6537
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1924.9386 SIYGLTTDEAVVAEEEAK 9630.7350 1924.9364 17.4800 24577 2 962.9718 0.1550
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1455.7842 NLDFELVHVELK 15193.5600 1455.7872 19.0248 20768 2 728.3972 1.19
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1155.6269 VFGHPASIATR 27100.1000 1155.6275 12.38 12666 2 578.3174 ‐0.5502
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 922.5720 VLIALHEK 32195.8900 922.5725 13.7995 9407 2 461.7899 ‐1.2656
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 964.5098 VLDVYEAR 4557.8370 964.5094 14.0385 2344 2 482.7583 ‐2.1295
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1856.9865 VNEWVAEITKRPASEK 177.2419 1856.9571 17.6918 1436 2 928.9822 ‐14.7701
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 2266.1139 NPFGQVPAFEDGDLKLFESR9104.6350 2266.1187 20.0735 22692 3 756.0444 2.60
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 811.4349 FEQIFK 13812.0100 811.4350 18.9219 25644 1 811.4350 0.6344
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1056.5585 FGHPASIATR 5242.0930 1056.5589 12.46 7033 2 528.7831 ‐1.0437
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 597.3355 ALHEK 12989.3800 597.3359 13.7969 4367 1 597.3359 0.3048
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 715.4097 PASIATR 2035.9890 715.4097 12.48 3477 1 715.4097 0.0079
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 710.4196 IALHEK 1207.4000 710.4209 13.7983 3045 1 710.4209 1.84
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 744.4614 LGTPTKK 91.4124 744.4617 18.1938 2040 1 744.4617 0.5606
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 823.5036 LIALHEK 1412.7420 823.5047 13.8003 2012 2 412.2560 ‐0.7426
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1462.7213 YLAGETFTLTDLH 848.6373 1462.7142 23.4852 1830 1 1462.7142 ‐1.5406
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 772.3988 NISQYAI 339.7590 772.3999 22.9198 1697 1 772.3999 1.31
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 992.4870 NISQYAIMA 364.8685 992.4834 19.2697 1605 1 992.4834 ‐2.3765
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 26502.9500 24128.6155 92 81.13 None 1275.6224 NISQYAIMAIGM 188.7254 1275.6181 23.2660 1535 1 1275.6181 ‐0.9225
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 Carbamidomethyl+C(7) 1768.7861 HYAHVDCPGHADYVK 12753.7000 1768.7900 15.5697 21324 4 442.9530 0.1524
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 1632.7938 LMDAVDEYIPDPVR 8625.1950 1632.7859 31.3758 17364 2 816.8966 ‐4.5501
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 1588.7925 GSALSALQGTNDEIGR 1567.6440 1588.7944 24.7539 10962 2 794.9008 1.47
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 2113.0733 VDVVDDPELLELVEMELR 16949.0100 2113.0734 42.6344 10712 2 1057.0404 1.21
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 1213.6787 VGEEVEILGLR 8282.3380 1213.6770 29.3801 6920 2 607.3422 ‐1.9980
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 2685.3045 NMITGAAQMDGGILVVSGP261.2503 2685.3417 36.0937 1021 3 895.7854 14.3730
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 2208.0788 GAAQMDGGILVVSGPDGPM349.3476 2208.0757 37.5065 1597 3 736.6968 ‐1.4370
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 1630.7980 49638.0295 8 22.25 None 1097.5222 GSALSALQGTND 330.8897 1097.5253 24.9075 1196 2 549.2663 1.64
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1747.8246 LNTDESPNTPGQYGVR 43692.0500 1747.8264 19.3359 57599 2 874.4169 1.56
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1814.9105 MIDPLVNDLAQHYTGK 5289.8950 1814.9118 18.1210 30171 3 605.6421 0.2787
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 965.5150 TTLTSSLDK 22204.6200 965.5164 17.8387 22208 2 483.2619 0.1845
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1391.7603 SIPTIMIFVGGEK 4170.7890 1391.7609 20.7181 10189 2 696.3841 0.0904
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1364.7016 IVSSSPSASSLSSR 624.4321 1364.7031 30.4952 1637 2 682.8552 0.7293
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 650.3355 TSSLDK 3240.6670 650.3336 17.8384 1727 1 650.3336 ‐3.0898
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1157.5698 SPNTPGQYGVR 239.6185 1157.5733 18.6282 1295 1 1157.5733 5.0523
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 14874.7800 20540.5676 15 46.24 None 1419.6499 DESPNTPGQYGVR 478.1853 1419.6523 17.3879 995 2 710.3298 1.19
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 None 1814.9105 MIDPLVNDLAQHYTGK 4097.3390 1814.9118 18.1210 30171 3 605.6421 0.3602
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 None 1391.7603 SIPTIMIFVGGEK 3506.1410 1391.7609 20.7181 10189 2 696.3841 0.0443
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 None 1364.7016 IVSSSPSASSLSSR 649.2411 1364.7054 16.8469 1936 2 682.8563 2.55
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 None 766.3804 MIDPLVN 115.7173 766.3778 18.6671 5773 1 766.3778 ‐3.0493
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 947.7206 20540.5676 15 46.24 None 1146.5538 NDLAQHYTGK 83.4385 1146.5460 19.8112 1958 1 1146.5460 ‐4.8875
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1504.7966 GLLTSVQDTASSVAR 5192.2300 1504.7951 28.2331 42130 2 752.9012 ‐1.0050
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1460.7843 AEISELITQLESK 1391.4300 1460.7826 34.3760 11150 2 730.8949 ‐1.2782
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1297.6634 VFASSSTVSVADK 2356.7880 1297.6648 19.3518 8817 2 649.3360 0.5037
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1705.7300 ATDIDDEWGQDGVER 3863.4800 1705.7304 23.1762 7587 2 853.3689 0.7097
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1197.5746 SLADSLYGTDR 858.8434 1197.5743 29.4548 3411 2 599.2908 ‐1.0291
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 812.4876 IDLNPIK 1572.6930 812.4883 22.9321 2904 1 812.4883 1.87
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 Carbamidomethyl+C(11) 1408.7294 ATVPLFTQFPCK 157.6635 1408.6997 23.6660 16189 2 704.8535 ‐21.3402
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 2363.2300 GLSVSSDTRAEISELITQLESK546.4238 2363.2346 20.3305 2276 2 1182.1209 4.0017
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 1051.5266 ASSSTVSVADK 464.5750 1051.5277 18.6502 13899 2 526.2675 ‐0.0605
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 987.5298 ATVPLFTQF 133.4741 987.5272 23.9383 8781 1 987.5272 ‐1.3533
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 460.2514 GVER 72.4157 460.2519 21.3165 2082 1 460.2519 0.2142
NP_192311.1 fibrillin Arabidopsis thaliana 657.7493 35005.5075 19 23.27 None 604.3301 QLESK 99.3729 604.3308 19.1654 1929 1 604.3308 0.8724
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 1504.7966 GLLTSVQDTASSVAR 5566.1930 1504.7951 28.2331 42130 2 752.9012 ‐0.9848
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 1297.6634 VFASSSTVSVADK 5552.3670 1297.6648 19.3518 8817 2 649.3360 0.5823
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 812.4876 IDLNPIK 1879.9640 812.4883 22.9321 2904 1 812.4883 1.03
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 2240.0677 VDEISQTIDSDSFTVQNSVR 225.7572 2240.0508 33.3364 8133 2 1120.5290 ‐5.9993
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 1051.5266 ASSSTVSVADK 326.2393 1051.5277 18.6502 13899 2 526.2675 0.0875
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 1221.6070 TSVQDTASSVAR 403.2018 1221.6128 26.1484 7016 2 611.3100 4.1359
NP_192311.1 fibrillin Arabidopsis thaliana 551.8969 35005.5075 19 23.27 None 1221.5858 SDSFTVQNSVR 160.6194 1221.5838 35.0422 1179 1 1221.5838 0.7889
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1617.7966 TVDTLEGADPSSLANK 2442.6920 1617.7958 22.4590 5536 2 809.4015 ‐0.2538
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1100.5946 AQPVSTADALK 2859.1980 1100.5944 17.8432 3328 2 550.8008 ‐1.2052
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1767.8800 IEFGSFDILLDDEVR 1506.5530 1767.8712 38.8845 2350 2 884.4392 ‐4.3524
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 3158.5357 VEAEEHPEISEAYSVAAVPYF1517.4410 3158.5262 24.0997 6362 3 1053.5136 ‐1.2318
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 830.4367 AELDNLR 2934.1040 830.4374 23.9232 1914 1 830.4374 1.34
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1131.5753 ENAKASLQDR 272.6394 1131.5673 24.1859 9775 2 566.2873 ‐7.9661
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1976.0481 MSGTVKDIVSKAELDNLR 914.1651 1976.0431 20.5856 7449 4 494.7662 ‐4.1694
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1901.9815 TVDTLEGADPSSLANKVGK 2204.4420 1901.9802 25.6287 2971 2 951.4937 0.2528
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1701.8654 DTLEGADPSSLANKVGK 517.1505 1701.8632 25.2926 933 2 851.4352 ‐0.8509



NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1113.5647 ENAKASLQDR 109.4030 1113.5610 24.8920 3482 2 557.2841 ‐4.3133
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 1082.5840 AQPVSTADALK 297.0802 1082.5871 16.9229 1564 2 541.7972 1.30
NP_192404.1 monothiol glutaredoxin S17 Arabidopsis thaliana 320.5240 53457.5156 12 10.4 None 812.4261 AELDNLR 130.3786 812.4240 25.6388 1304 1 812.4240 ‐1.9454
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1261.6324 AWPYVQNDLR 17842.6400 1261.6313 26.2954 123271 2 631.3193 ‐1.5062
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1539.7802 LFQTIDNLDYAAR 7634.1190 1539.7811 17.6923 55497 2 770.3942 0.6477
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1563.8166 FYIQPLSPTEAAAR 25542.2100 1563.8132 17.3027 54958 2 782.4102 ‐2.0554
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1687.8537 YYSETVSSLNNVLAK 25438.9200 1687.8549 17.1742 40872 2 844.4311 1.1080
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQ5168.5300 1991.9776 24.2905 34870 2 996.4924 0.8940
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1348.7471 YDLNTVISAKPK 4020.0310 1348.7472 15.3657 11031 2 674.8772 ‐0.3304
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 609.3355 ASYLR 1660.8530 609.3316 16.9857 2687 1 609.3316 ‐6.6706
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1389.7274 KAWPYVQNDLR 5017.1340 1389.7164 22.9032 49834 2 695.3619 ‐8.1680
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1980.0338 SFIDKKAWPYVQNDLR 866.2822 1980.0316 21.7765 4075 2 990.5194 0.0206
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1261.6324 AWPYVQNDLR 355.5750 1261.6309 19.7659 23367 2 631.3191 ‐1.8186
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 595.2835 DYAAR 95.4667 595.2859 18.5849 3913 1 595.2859 3.21
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1050.5215 IDNLDYAAR 174.1065 1050.5244 18.7456 3412 1 1050.5244 4.26
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 727.3733 VQNDLR 91.8097 727.3753 20.7000 2590 1 727.3753 2.28
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 645.3315 QNDLR 88.6611 645.3324 23.3322 2081 1 645.3324 1.51
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1102.5316 KAWPYVQND 158.3304 1102.5334 26.0117 1383 2 551.7703 0.5977
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 591.3249 ASYLR 101.9362 591.3272 15.5676 1360 1 591.3272 3.99
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1973.9675 VGGPPLPSGGLPGTDNSDQ481.2158 1973.9670 25.4135 951 3 658.6605 ‐0.4492
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 5164.3030 24643.0476 29 41.74 None 1372.7008 KAWPYVQNDLR 165.1164 1372.6984 23.0534 2636 2 686.8529 ‐2.0922
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2035.8380 24643.0476 29 41.74 None 1261.6324 AWPYVQNDLR 17991.5500 1261.6312 26.3095 118294 2 631.3192 ‐1.4904
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2035.8380 24643.0476 29 41.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQ12465.6100 1991.9776 24.2905 34870 2 996.4924 0.7769
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2035.8380 24643.0476 29 41.74 None 1348.7471 YDLNTVISAKPK 1741.8220 1348.7483 23.4896 8032 3 450.2543 ‐0.1736
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2035.8380 24643.0476 29 41.74 None 742.4822 VISAKPK 134.2688 742.4823 24.4337 2348 1 742.4823 0.7332
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2035.8380 24643.0476 29 41.74 None 1973.9675 VGGPPLPSGGLPGTDNSDQ341.2146 1973.9670 25.4135 951 3 658.6605 ‐0.6424
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1563.8166 FYIQPLSPTEAAAR 28580.9400 1563.8132 17.3027 54958 2 782.4102 ‐1.9915
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1539.7802 LFQTIDNLDYAAR 3487.6810 1539.7809 17.6742 50787 2 770.3941 0.5517
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1687.8537 YYSETVSSLNNVLAK 21471.3800 1687.8549 17.1742 40872 2 844.4311 1.11
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1348.7471 YDLNTVISAKPK 6106.9540 1348.7472 15.3657 11031 2 674.8772 ‐0.4040
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1991.9781 VGGPPLPSGGLPGTDNSDQ162.5989 1992.0197 18.7961 833 3 664.6781 20.9575
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3670.6160 24643.0476 29 41.74 None 1050.5215 IDNLDYAAR 168.4226 1050.5244 18.7456 3412 1 1050.5244 4.89
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 2488.2566 GLIQSDQELFSSPDASDTLPL35190.6000 2488.2568 34.8201 29405 3 830.0905 0.7815
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 6969.1980 1211.5329 21.0271 21128 2 606.2701 1.32
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 Carbamidomethyl+C(2) 2020.0532 TCPQVFDIATTTIVNALR 6989.4150 2020.0464 22.9419 19276 2 1010.5268 ‐2.1625
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 1020.5394 MSSLSPLTGK 1013.7050 1020.5415 21.5521 18275 2 510.7744 0.8281
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 2366.1849 GFMDLANDNLPAPFFTLNQ7096.8370 2366.1700 23.2025 15115 2 1183.5886 ‐4.2593
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 1170.6154 YYVNLKENK 3315.7860 1170.6118 16.9289 12291 2 585.8095 ‐3.8746
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 Carbamidomethyl+C(4) 2571.3236 TVSCADLLAIAAQESVVLAG 3419.7110 2571.3162 23.4009 8187 2 1286.1617 ‐0.3073
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 839.4621 SYLSTLR 1720.1130 839.4584 21.0072 6666 1 839.4584 ‐3.7540
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 845.4192 FFDAFAK 1400.5860 845.4254 16.7515 12220 1 845.4254 8.0065
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 935.4833 TPTLFDNK 572.3965 935.4923 29.3967 8349 2 468.2498 8.69
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 793.4090 GFDVIDK 8276.2950 793.4031 21.0752 7135 1 793.4031 ‐7.0081
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 3336.6230 GLIQSDQELFSSPDASDTLPL366.0685 3336.6428 24.7717 1594 3 1112.8858 7.30
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 3108.5571 DSLRGFMDLANDNLPAPFFT2516.7310 3108.5751 22.2619 6771 3 1036.8632 7.44
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 Carbamidomethyl+C(2)
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 Carbamidomethyl+C(6)
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 817.4090 PTLFDNK 90.9373 817.4066 28.0548 3469 1 817.4066 ‐2.4128
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 1217.6273 LVREYADGQGK 143.7370 1217.6351 23.4369 2935 2 609.3212 5.61
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 1287.6216 GLIQSDQELFSS 324.2735 1287.6215 36.5813 1606 1 1287.6215 2.33
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 589.3668 LSTLR 76.5782 589.3679 21.0251 1281 1 589.3679 1.91
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 3954.1270 38658.8892 32 46.82 None 2349.1584 GFMDLANDNLPAPFFTLNQ333.5829 2349.1688 23.1270 930 3 783.7278 4.13
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 2488.2566 GLIQSDQELFSSPDASDTLPL24785.9300 2488.2568 34.8201 29405 3 830.0905 0.3644
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 Carbamidomethyl+C(3) 1211.5296 NQCQFIMDR 13878.5300 1211.5329 21.0271 21128 2 606.2701 2.0961
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 1020.5394 MSSLSPLTGK 2335.9530 1020.5415 21.5521 18275 2 510.7744 0.9847
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 839.4621 SYLSTLR 2593.3230 839.4584 21.0072 6666 1 839.4584 ‐3.5822
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 935.4833 TPTLFDNK 476.8445 935.4923 29.3967 8349 2 468.2498 8.75
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 1459.7540 ASDLVALSGGHTFGK 479.7531 1459.7915 33.0309 4705 2 730.3994 25.5691
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 1170.6154 YYVNLKENK 138.9597 1170.6312 21.1844 4500 2 585.8192 12.14
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 817.4090 PTLFDNK 74.5727 817.4066 28.0548 3469 1 817.4066 ‐2.2411
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 1287.6216 GLIQSDQELFSS 284.5146 1287.6215 36.5813 1606 1 1287.6215 2.93
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 589.3668 LSTLR 76.6270 589.3679 21.0251 1281 1 589.3679 1.86
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 Carbamidomethyl+C(1) 969.4281 CQFIMDR 687.8644 969.4271 21.0339 884 1 969.4271 0.4259
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2164.0400 38658.8892 32 46.82 None 1152.6048 YYVNLKENK 156.7797 1152.6086 21.8747 2290 2 576.8080 2.27
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 None 2805.4968 LVMEEEPLRPLVLGGDHSISY1066.7150 2805.5002 18.9365 16275 4 702.1305 1.42
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 None 1100.6674 VIDASLTLIR 3208.1330 1100.6646 17.5713 9928 2 550.8359 ‐3.7701
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 Carbamidomethyl+C(10) 3188.5721 GVYISIDVDCLDPAFAPGVSH750.5341 3188.5829 23.0135 5695 3 1063.5325 6.0925
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 None 1627.8174 LNSASFTSVSASSIEK 391.9011 1627.7750 16.2929 1154 2 814.3911 ‐25.6546
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 None 920.5200 SISYPVVR 110.0919 920.5205 18.6752 1539 1 920.5205 1.76
NP_192629.1 arginase Arabidopsis thaliana 255.9521 37572.8478 6 10.23 None 888.5149 DASLTLIR 145.2379 888.5209 17.9487 848 2 444.7641 4.77
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 2089.0138 GNLLYTAYGSAGQWGLFDR2230.1200 2089.0091 20.9569 6590 2 1045.0082 ‐0.4680
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 929.5567 FIAVGLGPR 4381.3890 929.5565 16.3129 3923 2 465.2819 ‐1.9836
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 Carbamidomethyl+C(3) 2288.1016 LSCLGQQINFEAYTYPVER 847.6213 2288.0967 18.9841 7306 2 1144.5520 0.2596
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 2716.4338 DVLKLAGTAVGMELIGNGF 630.1938 2716.4132 20.8999 30482 3 906.1426 ‐5.9106



NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 3185.6484 LAGTAVGMELIGNGFINNVG824.7035 3185.6644 25.6902 5096 3 1062.5597 7.12
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 4114.1179 QLAVMSAFLGPDQAATEQL763.1100 4114.0861 23.4136 4113 3 1372.0335 ‐2.9475
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 Carbamidomethyl+C(3) 2843.4397 LSCLGQQINFEAYTYPVERIN629.7719 2843.4317 19.8456 2278 3 948.4821 ‐0.8587
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 1395.7451 VGDAKAADLNQRR 150.9400 1395.7517 25.5225 898 2 698.3795 4.64
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 None 2071.0032 GNLLYTAYGSAGQWGLFDR246.7780 2070.9875 21.8800 5591 2 1035.9974 ‐5.8727
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 280.5432 38105.1038 10 8.2 Carbamidomethyl+C(3) 2271.0751 LSCLGQQINFEAYTYPVER 265.9848 2271.0751 17.8724 1001 3 757.6965 0.6760
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1181.6888 LEAPQLAQIAK 18469.1500 1181.6945 25.4902 60163 2 591.3509 3.63
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1145.6161 LTDTQLAEVR 10582.4100 1145.6186 20.2395 45742 2 573.3129 1.30
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 2636.3606 LEQVFSDPQVLNFFANPTITV5116.5910 2636.3533 22.4365 21925 2 1318.6803 ‐0.0489
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1041.5251 EFELVYNK 12561.9600 1041.5258 24.3417 20781 2 521.2665 ‐0.5638
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 2189.0945 SSSLQSHTSNFLNVLVDANR3711.9330 2189.0978 19.1007 19617 3 730.3708 1.31
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1508.7149 NDTMELTVTDIEK 8767.4680 1508.7158 27.0603 6128 2 754.8615 0.5990
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 2051.1423 INIVTEIVKEFELVYNK 949.3314 2051.1359 25.4329 4811 2 1026.0716 ‐1.8536
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1664.8160 RNDTMELTVTDIEK 21489.3100 1664.8186 25.1851 15401 2 832.9129 1.55
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1628.8616 TFPIRINNGGNAAGAR 318.4338 1628.8644 24.5679 2959 3 543.6263 1.0000
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 816.4574 TQLAEVR 208.3010 816.4541 21.1938 9415 1 816.4541 ‐3.4231
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 1167.5905 TFPIRINNGGN 168.3506 1167.5888 24.8063 2005 1 1167.5888 0.5775
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 3126.1390 25668.6132 23 47.44 None 868.5251 PQLAQIAK 4168.2510 868.5259 25.5020 1634 1 868.5259 1.00
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 1181.6888 LEAPQLAQIAK 20854.1600 1181.6945 25.4902 60163 2 591.3509 4.0375
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 1145.6161 LTDTQLAEVR 7110.1910 1145.6186 20.2395 45742 2 573.3129 1.44
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 1041.5251 EFELVYNK 21426.7100 1041.5258 24.3417 20781 2 521.2665 ‐0.4130
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 1914.9412 MSATAASSYAMALADVAKR2296.5760 1914.9396 26.4271 8803 3 638.9847 ‐1.2358
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 1014.5075 INNGGNAAGAR 961.6670 1014.4761 15.8991 1642 1 1014.4761 ‐29.3325
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 816.4574 TQLAEVR 244.6860 816.4541 21.1938 9415 1 816.4541 ‐3.2515
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 931.4843 DTQLAEVR 4901.3370 931.4833 20.2325 2817 1 931.4833 0.1560
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2248.3960 25668.6132 23 47.44 None 868.5251 PQLAQIAK 7357.9640 868.5259 25.5020 1634 1 868.5259 1.21
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 677.9426 25668.6132 23 47.44 None 2636.3606 LEQVFSDPQVLNFFANPTITV4112.7480 2636.3533 22.4365 21925 2 1318.6803 0.7003
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 677.9426 25668.6132 23 47.44 None 2189.0945 SSSLQSHTSNFLNVLVDANR2802.4790 2189.0978 19.1007 19617 3 730.3708 1.46
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 677.9426 25668.6132 23 47.44 None 1462.8264 TVIDASLVAGFTIR 571.1273 1462.8437 19.7031 12615 2 731.9255 11.64
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 1344.7634 TFIAIKPDGVQR 10594.1200 1344.7643 22.3622 29721 3 448.9263 ‐0.5611
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 887.4945 GDLAVTVGR 9687.9280 887.4930 18.9474 22019 2 444.2502 ‐3.1956
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 1231.7045 VIVPSKDFAQK 5364.2680 1231.7053 19.2926 10182 3 411.2399 ‐0.7432
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 1338.6648 NIIHGSDGPETAK 1557.5330 1338.6654 17.1277 2527 2 669.8364 0.0146
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 715.4461 LAVTVGR 185.3068 715.4456 17.6875 14036 1 715.4456 ‐0.4792
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 920.4836 PSKDFAQK 421.2752 920.4844 19.2613 3696 2 460.7458 ‐0.6396
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 1233.5110 25848.5057 7 18.91 None 983.5633 AIKPDGVQR 615.7226 983.5653 22.3550 1330 2 492.2863 0.7374
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 21079.7800 1190.5841 17.5703 43907 2 595.7957 ‐0.2645
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 1444.7464 VLQAQDDIVNAMK 7700.7920 1444.7450 25.9881 39407 2 722.8761 ‐1.1956
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 27530.9500 1129.6422 19.5900 19733 2 565.3247 1.1451
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 1165.6212 VHAPEVAVDTK 28658.5600 1165.6228 17.2711 16546 2 583.3150 0.5590
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 5346.0770 1862.8936 18.1150 15791 3 621.6361 0.1864
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 1958.0012 VLQAQDDIVNAMKDQAAK 640.5547 1958.0050 26.3402 9595 3 653.3399 1.79
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 2293.1082 EEDLGLVEAVLDDAKEEYAG3915.2330 2293.1149 38.0016 5351 3 765.0432 3.10
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEY1894.9390 2609.2452 36.1759 3042 4 653.0668 1.13
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 2099.0404 DQAAKDLLNVSRDEYAYK 292.8044 2099.0042 34.6281 1121 3 700.3396 ‐17.1869
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(9)
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 545.3406 VLASR 93.7574 545.3418 17.9225 15400 1 545.3418 1.91
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(1) 978.4310 CENTLDAR 1304.1050 978.4308 17.5698 2762 1 978.4308 1.1138
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 790.4128 DIVNAMK 984.7579 790.4092 25.9506 2563 1 790.4092 ‐4.0027
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(4) 901.5288 IVQCLLR 162.6120 901.5249 19.0952 1008 2 451.2661 ‐5.8912
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 1537.7380 EAVLDDAKEEYAGK 384.6556 1537.7347 38.2515 889 2 769.3710 ‐2.1501
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 None 1104.5354 AQDDIVNAMK 197.5859 1104.5374 24.9163 794 1 1104.5374 3.97
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4838.1050 26288.1451 33 45.65 Carbamidomethyl+C(9) 1844.8821 SNDPHGLHCSGGVVLASR 183.7227 1844.8730 18.8526 2783 3 615.6292 ‐5.3122
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 14566.8900 1190.5841 17.5703 43907 2 595.7957 ‐0.1558
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1444.7464 VLQAQDDIVNAMK 7762.8410 1444.7450 25.9881 39407 2 722.8761 ‐1.1585
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 10436.3400 1862.8936 18.1150 15791 3 621.6361 0.0416
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1958.0012 VLQAQDDIVNAMKDQAAK 824.4709 1958.0050 26.3402 9595 3 653.3399 1.17
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 2293.1082 EEDLGLVEAVLDDAKEEYAG2860.4350 2293.1149 38.0016 5351 3 765.0432 2.89
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEY1049.9410 2609.2452 36.1759 3042 4 653.0668 1.0436
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1329.7121 DQAAKDLLNVSR 257.0614 1329.7410 24.1158 1335 3 443.9185 20.6200
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1425.7155 KIDYSMQLNASR 1321.5240 1425.7187 21.0165 3141 2 713.3630 2.1067
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1051.4989 YSMQLNASR 130.5110 1051.4920 24.7081 6892 1 1051.4920 ‐4.8234
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(1) 978.4310 CENTLDAR 592.8143 978.4308 17.5698 2762 1 978.4308 1.69
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(9) 1318.5593 SNDPHGLHCSGGV 1357.4060 1318.5588 18.1084 1200 2 659.7830 ‐0.8529
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(2) 1077.4994 VCENTLDAR 717.3315 1077.4977 17.5728 952 1 1077.4977 0.3116
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1537.7380 EAVLDDAKEEYAGK 287.1666 1537.7347 38.2515 889 2 769.3710 ‐2.1392
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1104.5354 AQDDIVNAMK 105.7397 1104.5374 24.9163 794 1 1104.5374 3.40
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 None 1407.7049 KIDYSMQLNASR 134.8324 1407.6989 23.9169 1936 3 469.9045 ‐5.2888
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2332.9690 26288.1451 33 45.65 Carbamidomethyl+C(3) 1173.5569 IVCENTLDAR 256.1205 1173.5626 18.8525 1191 2 587.2849 4.1201
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1351.7038 ANAVALGNYLMSK 1368.9050 1351.7008 19.9201 253871 2 676.3540 ‐2.6668
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1517.7707 NAVFGDSSALAPGGVR 8204.1070 1517.7685 25.2521 22043 2 759.3879 ‐1.4210
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 13701.0800 1206.6296 15.2748 13756 2 603.8185 ‐1.0434
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1340.6481 DFEQIGEFLSR 2068.4830 1340.6490 33.7879 6899 2 670.8281 0.1963



NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 992.4796 YSEGIPGNR 8039.3730 992.4806 15.9147 5322 2 496.7439 ‐0.2504
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 903.4717 IGAPAMTSR 5913.6290 903.4741 16.5691 3876 2 452.2407 1.1663
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 3039.4979 MEPVSSWGNTSLVSVDPEIH540.6224 3039.4438 22.3517 12167 4 760.6164 ‐17.4408
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 Carbamidomethyl+C(4) 2012.9647 LLICGGSAYPRDWDYAR 376.4720 2013.0068 23.6215 1184 2 1007.0071 22.1181
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1934.9382 VNFTTGYIDYDKLEEK 780.5955 1934.9370 20.0608 20604 3 645.6505 ‐0.8647
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 Carbamidomethyl+C(2) 3139.6093 QCRGIELIASENFTSFAVIEAL268.6143 3139.5942 19.3171 1193 4 785.6540 ‐4.2261
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 675.4036 SITLNK 172.3154 675.4046 25.0441 8257 1 675.4046 1.41
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1473.7108 TGYIDYDKLEEK 199.7882 1473.6972 19.4378 1768 1 1473.6972 ‐5.8278
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 1499.7601 NAVFGDSSALAPGGVR 188.7094 1499.7688 23.9809 4280 2 750.3880 5.77
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 1038.3200 52174.2496 24 20.38 None 3022.4714 MEPVSSWGNTSLVSVDPEIH296.2236 3022.4624 20.3664 10511 3 1008.1590 ‐1.4326
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 1351.7038 ANAVALGNYLMSK 845.2597 1351.7008 19.9201 253871 2 676.3540 ‐2.6035
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 1517.7707 NAVFGDSSALAPGGVR 16639.9200 1517.7685 25.2521 22043 2 759.3879 ‐1.4044
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 1340.6481 DFEQIGEFLSR 2178.1470 1340.6490 33.7879 6899 2 670.8281 0.2627
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 903.4717 IGAPAMTSR 8672.8740 903.4741 16.5691 3876 2 452.2407 1.59
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 1934.9382 VNFTTGYIDYDKLEEK 332.1678 1934.9486 26.7300 4817 2 967.9779 6.52
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 1148.6058 DFNKGLVNNK 451.0275 1148.6155 20.6421 1298 2 574.8114 7.67
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 850.5368 52174.2496 24 20.38 None 675.4036 SITLNK 156.8526 675.4046 25.0441 8257 1 675.4046 1.44
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 2933.3411 GGLTINPDFFVDFGDEPDGP3257.9290 2933.3417 38.1648 9111 3 978.4521 1.50
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1543.7540 LYATNSLFSAWDR 5369.4990 1543.7560 19.7721 8347 2 772.3816 1.19
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1454.7485 GSHIIQIDVDTEK 2805.0720 1454.7535 22.6765 7707 3 485.5893 2.76
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1679.8693 FIYFVNWLHGDIR 1266.7400 1679.8741 18.6531 1718 2 840.4407 3.12
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1343.6988 GGPQMIQLSLDGK 460.5020 1343.6985 27.2089 8137 2 672.3529 ‐0.6344
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1443.7413 HKTMISTSWGAPK 652.1945 1443.7407 23.1409 4058 2 722.3740 ‐0.6170
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 Carbamidomethyl+C(16)
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1277.6466 FIYFVNWLHG 211.1921 1277.6399 17.8625 4457 2 639.3236 ‐5.8092
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 940.4669 PSLAHEMR 1103.8390 940.4619 37.1398 1740 1 940.4619 ‐4.2216
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1514.7903 IYFVNWLHGDIR 384.0845 1514.7897 17.0781 1320 3 505.6014 ‐1.3379
NP_193139.1 selenium binding protein 1 Arabidopsis thaliana 442.2196 54456.4011 11 13.47 None 1661.8587 FIYFVNWLHGDIR 295.7184 1661.8694 18.7988 802 3 554.6280 5.51
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1458.7700 LYDPNQAALNALR 29264.9600 1458.7679 26.4417 72931 2 729.8876 ‐1.5838
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1042.5316 AFYTNLASR 7566.0760 1042.5333 22.1663 49981 2 521.7703 0.4769
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 2043.0334 SWLQNNVLNYYPAVSFK 10461.2000 2043.0308 20.8650 39411 2 1022.0190 ‐0.0178
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1083.5622 NFGLFFPNK 3400.8540 1083.5642 19.2299 15427 2 542.2858 0.8345
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1710.9385 NTGIEVIIGVPNTDLR 4795.9010 1710.9400 19.1385 13950 2 855.9737 1.57
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1791.8258 GVETYLFAMFDENQK 2827.0310 1791.8225 21.9863 12726 2 896.4149 ‐1.1780
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 2172.0972 GYQNLFDALLDVVYSAVER 7606.2940 2172.0889 25.7565 9469 2 1086.5481 ‐2.1900
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 2326.1384 VSTAIDMTLIGNSFPPSSGEF2392.1050 2326.1226 20.2935 5133 2 1163.5649 ‐4.8318
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 932.4796 SLTNPSSAR 139.8591 932.4660 32.4129 2156 1 932.4660 ‐13.4400
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1436.7685 NFGLFFPNKQPK 12973.2300 1436.7666 17.6050 38907 2 718.8869 ‐1.5048
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1604.8139 NVYDALRGANLQDR 1008.4180 1604.8157 29.1239 7005 3 535.6101 0.3325
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 971.4945 FYTNLASR 108.4020 971.4959 21.2367 10138 1 971.4959 2.37
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 715.3733 PNTDLR 56.1713 715.3693 20.4546 3111 1 715.3693 ‐5.4360
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 661.3628 TNLASR 97.8007 661.3638 22.1629 2950 1 661.3638 1.96
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 814.4417 VPNTDLR 106.2323 814.4447 18.7979 2075 1 814.4447 4.1883
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 960.4898 NVYDALRGA 93.8779 960.4831 29.1137 1514 1 960.4831 ‐5.6798
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 982.4299 AMFDENQK 186.1772 982.4280 22.5282 1244 2 491.7176 ‐3.2267
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1067.5956 PNQAALNALR 530.7458 1067.5933 26.4416 933 1 1067.5933 ‐0.4556
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2832.9410 37768.5905 36 39.83 None 1025.5051 AFYTNLASR 138.2857 1025.5017 21.0642 3426 1 1025.5017 ‐1.8156
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 1458.7700 LYDPNQAALNALR 36692.7900 1458.7679 26.4417 72931 2 729.8876 ‐1.5507
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 1042.5316 AFYTNLASR 9669.5680 1042.5333 22.1663 49981 2 521.7703 0.6273
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 2245.1281 YIAVGNEVSPSNGGDVVLPA763.3651 2245.1217 29.6782 16744 2 1123.0645 ‐1.2802
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 1710.9385 NTGIEVIIGVPNTDLR 14231.3000 1710.9438 32.2271 16376 2 855.9756 3.06
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 2776.2921 SGGGSLPVVVSESGWPSNG1751.9040 2776.2926 30.2009 8119 3 926.1024 0.7962
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 2043.0334 SWLQNNVLNYYPAVSFK 286.6599 2043.0680 28.0277 5061 3 681.6942 16.6555
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 3799.8059 SGGGSLPVVVSESGWPSNG843.7852 3799.8072 31.1894 1597 3 1267.2739 2.1710
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 661.3628 TNLASR 440.9430 661.3638 22.1629 2950 1 661.3638 1.98
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 1366.6862 NARAFYTNLASR 514.7041 1366.6817 30.4889 1050 2 683.8445 ‐3.6477
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 2512.2260 37768.5905 36 39.83 None 1067.5956 PNQAALNALR 743.3851 1067.5933 26.4416 933 1 1067.5933 ‐0.2816
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 2043.0334 SWLQNNVLNYYPAVSFK 12681.2000 2043.0308 20.8650 39411 2 1022.0190 0.3522
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 1083.5622 NFGLFFPNK 3198.8760 1083.5642 19.2299 15427 2 542.2858 0.5915
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 1710.9385 NTGIEVIIGVPNTDLR 7367.4060 1710.9400 19.1385 13950 2 855.9737 1.35
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 1791.8258 GVETYLFAMFDENQK 1796.6440 1791.8225 21.9863 12726 2 896.4149 ‐0.9685
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 2172.0972 GYQNLFDALLDVVYSAVER 5801.1220 2172.0889 25.7565 9469 2 1086.5481 ‐1.7375
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 2326.1384 VSTAIDMTLIGNSFPPSSGEF1640.5440 2326.1226 20.2935 5133 2 1163.5649 ‐4.2809
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nemato 1556.7200 37768.5905 36 39.83 None 2475.1748 GVETYLFAMFDENQKSPEIE1314.1150 2475.1767 21.0563 18586 3 825.7304 1.73
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 1171.5187 EMTLEEYEK 12391.7700 1171.5213 21.7808 15604 2 586.2643 1.32
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 631.3774 ALQATK 1693.4110 631.3780 15.8914 9832 1 631.3780 0.8212
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 2097.9533 AEEKPEDKEMTLEEYEK 2226.1080 2097.9601 31.8453 2898 2 1049.4837 4.35
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 897.3949 TAYGNEDK 3561.3390 897.4023 17.2739 8330 1 897.4023 9.16
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 2477.1678 ANWGTTQDDITPVTEESTAV1969.7210 2477.1630 27.5694 6182 2 1239.0851 0.3936
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 945.4524 AEEKPEDK 1250.3770 945.4733 16.5580 4429 2 473.2403 20.7875
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 1298.6308 GPREGNQRDGGR 215.4168 1298.6416 24.9629 1031 1 1298.6416 10.20
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 1186.6036 DGGRNLREGGR 336.2032 1186.5967 20.0246 13846 2 593.8020 ‐6.5899



NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 1224.5828 PREGNQRDGGR 102.3914 1224.5737 24.1151 1903 1 1224.5737 ‐5.1241
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 1168.5930 DGGRNLREGGR 426.9407 1168.5891 20.3243 2470 1 1168.5891 ‐1.1978
NP_193485.1 hyaluronan mRNA binding family Arabidopsis thaliana 749.3465 38905.2823 11 15.00 None 613.3668 ALQATK 90.5547 613.3676 17.5767 1049 1 613.3676 1.0712
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1810.8817 GITINTATVEYETENR 51337.2900 1810.8815 25.5980 92649 2 905.9444 0.5956
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1157.6525 VGETVDLVGLR 61528.4000 1157.6519 26.5297 89508 2 579.3296 ‐1.3984
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1129.6463 TVGAGVIGTILE 19422.3800 1129.6444 33.8987 84162 1 1129.6444 0.2721
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1681.9483 ILDEALAGDNVGLLLR 21229.7800 1681.9497 20.1421 80846 2 841.4785 1.65
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 2051.0154 IYELMDAVDDYIPIPQR 45652.7000 2051.0111 21.3729 69901 2 1026.0092 ‐0.8095
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1907.0518 TTLTAALTMALASIGSSVAK 37543.5400 1907.0498 25.1491 52933 3 636.3548 ‐1.2903
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 31382.3900 1812.9709 19.7862 47350 2 906.9891 0.6442
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 3435.7417 ELLSSYEFNGDDIPIISGSALLA2536.1990 3435.7235 25.2682 44975 3 1145.9127 ‐3.0705
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 2114.0499 EDQVDDAELLELVELEVR 84219.6100 2114.0492 40.0883 35606 2 1057.5282 1.1097
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 2135.1383 QTELPFLLAVEDVFSITGR 11276.9000 2135.1303 25.6195 31628 2 1068.0688 ‐2.2414
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1095.6449 FEAIIYVLK 33857.9900 1095.6452 19.5622 21851 2 548.3263 ‐0.6822
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 3540.8142 QVGVPDMVVFLNKEDQVD11856.6900 3540.8046 45.0753 21443 3 1180.9397 ‐0.3188
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 Carbamidomethyl+C(7) 1768.7861 HYAHVDCPGHADYVK 11220.3000 1768.7900 15.5697 21324 4 442.9530 0.2005
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1445.7821 QVGVPDMVVFLNK 1863.0000 1445.7846 19.7907 17183 2 723.3959 1.85
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 2673.3045 NMITGAAQMDGAILVVSGA1065.1900 2673.3100 20.0993 10063 3 891.7749 3.0685
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1543.8438 VGETVDLVGLRETR 332.1625 1543.8358 29.1552 6658 2 772.4216 ‐5.1224
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1307.5750 YDEIDAAPEER 1693.7120 1307.5789 18.3722 3360 2 654.2931 2.81
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1435.6700 KYDEIDAAPEER 58630.2700 1435.6713 17.2628 58281 3 479.2286 ‐0.1238
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1117.5749 RGDNKWVDK 240.2165 1117.5821 16.5747 824 2 559.2947 5.34
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1455.7802 DEALAGDNVGLLLR 129.1664 1455.7872 19.0248 20768 2 728.3972 4.99
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1194.6841 ALAGDNVGLLLR 3343.8080 1194.6867 20.1301 6792 2 597.8470 1.85
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1058.5841 GETVDLVGLR 6569.6550 1058.5804 26.5253 6790 1 1058.5804 ‐1.7868
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 610.3671 PIPQR 148.2897 610.3643 19.9353 6545 1 610.3643 ‐4.8915
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 Carbamidomethyl+C(6) 1259.6235 IVPVACEQGMR 301.5577 1259.6256 18.0886 6479 2 630.3164 0.9951
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 530.2569 PEER 454.4605 530.2552 17.2545 6280 1 530.2552 ‐3.7241
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 956.5524 GDNVGLLLR 131.2952 956.5514 20.3682 3824 2 478.7794 ‐2.3351
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1140.6735 LAGDNVGLLLR 101.3460 1140.6666 19.2755 2909 1 1140.6666 ‐4.0912
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 764.3461 KYDEID 5151.0310 764.3465 17.2614 2799 1 764.3465 0.9387
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 906.4203 KYDEIDAA 1048.9480 906.4178 17.5850 2616 1 906.4178 ‐1.8430
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1122.5790 VEDVFSITGR 1918.3030 1122.5758 25.5917 2145 1 1122.5758 ‐0.9622
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 771.4723 VDLVGLR 157.9342 771.4699 25.2606 2134 1 771.4699 ‐2.6808
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 3060.5300 ELLSSYEFNGDDIPIISGSALLA293.6036 3060.5191 25.5903 1925 3 1020.8446 ‐1.9238
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 839.4159 RGDNKWV 36.5346 839.4104 16.6254 1459 1 839.4104 ‐5.8183
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1214.6627 LAVETLTENPK 122.2765 1214.6611 23.7194 1427 2 607.8342 ‐2.0673
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 Carbamidomethyl+C(11) 1490.7924 IVVELIVPVACEQG 167.4380 1490.8012 17.9907 945 2 745.9043 5.70
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 819.5339 AIIYVLK 5302.3180 819.5375 19.5604 860 1 819.5375 5.0645
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 1417.6594 KYDEIDAAPEER 170.8747 1417.6540 19.6307 4675 2 709.3307 ‐4.0327
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 14362.2100 51915.3932 67 55.67 None 2118.1117 QTELPFLLAVEDVFSITGR 1556.4900 2118.1054 25.8213 5749 2 1059.5563 ‐1.5578
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 1810.8817 GITINTATVEYETENR 57286.3200 1810.8815 25.5980 92649 2 905.9444 0.5295
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 1157.6525 VGETVDLVGLR 73202.3200 1157.6519 26.5297 89508 2 579.3296 ‐1.2804
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 1129.6463 TVGAGVIGTILE 18807.7500 1129.6444 33.8987 84162 1 1129.6444 0.4466
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 3540.8142 QVGVPDMVVFLNKEDQVD9606.3610 3540.8046 45.0753 21443 3 1180.9397 ‐1.1942
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 Carbamidomethyl+C(7) 1768.7861 HYAHVDCPGHADYVK 12753.7000 1768.7900 15.5697 21324 4 442.9530 0.1524
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 2114.0499 EDQVDDAELLELVELEVR 1277.1800 2114.0432 39.9998 4379 2 1057.5252 ‐1.8962
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 Carbamidomethyl+C(3)
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 Oxidation+M(5) 2067.0103 IYELMDAVDDYIPIPQR 1438.2100 2067.0020 34.0675 5320 2 1034.0047 ‐2.8042
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 872.5200 TVDLVGLR 851.8738 872.5165 26.5167 2194 1 872.5165 ‐2.9489
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5195.7970 51915.3932 67 55.67 None 771.4723 VDLVGLR 269.7684 771.4699 25.2606 2134 1 771.4699 ‐2.5096
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1681.9483 ILDEALAGDNVGLLLR 20848.2800 1681.9497 20.1421 80846 2 841.4785 1.58
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 2051.0154 IYELMDAVDDYIPIPQR 98740.1400 2051.0111 21.3729 69901 2 1026.0092 ‐0.4343
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1907.0518 TTLTAALTMALASIGSSVAK 26118.9800 1907.0498 25.1491 52933 3 636.3548 ‐1.1546
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 41580.9900 1812.9709 19.7862 47350 2 906.9891 0.8673
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 3435.7417 ELLSSYEFNGDDIPIISGSALLA4875.9260 3435.7235 25.2682 44975 3 1145.9127 ‐2.0365
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 2135.1383 QTELPFLLAVEDVFSITGR 22588.8600 2135.1303 25.6195 31628 2 1068.0688 ‐1.8125
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1095.6449 FEAIIYVLK 37444.9700 1095.6452 19.5622 21851 2 548.3263 ‐0.9175
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1445.7821 QVGVPDMVVFLNK 1543.8460 1445.7846 19.7907 17183 2 723.3959 1.69
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1810.8817 GITINTATVEYETENR 13854.3400 1810.8793 16.2116 10894 2 905.9433 ‐0.4149
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 2673.3045 NMITGAAQMDGAILVVSGA968.0702 2673.3100 20.0993 10063 3 891.7749 3.45
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 2579.2850 WVDKIYELMDAVDDYIPIPQ2227.7510 2579.2785 23.3982 9097 3 860.4310 ‐1.1566
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1194.6841 ALAGDNVGLLLR 3029.1470 1194.6867 20.1301 6792 2 597.8470 1.64
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 610.3671 PIPQR 250.9747 610.3643 19.9353 6545 1 610.3643 ‐5.0159
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1122.5790 VEDVFSITGR 2176.5170 1122.5758 25.5917 2145 1 1122.5758 ‐1.0276
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1441.6556 IYELMDAVDDYI 1900.5060 1441.6577 21.3714 1794 1 1441.6577 4.89
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 1027.5895 AGDNVGLLLR 157.8931 1027.5827 20.1450 1257 1 1027.5827 ‐5.1421
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 Carbamidomethyl+C(11) 1490.7924 IVVELIVPVACEQG 104.0243 1490.8012 17.9907 945 2 745.9043 5.41
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 819.5339 AIIYVLK 6693.3050 819.5375 19.5604 860 1 819.5375 4.42
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 9222.5440 51915.3932 67 55.67 None 2118.1117 QTELPFLLAVEDVFSITGR 2018.6800 2118.1054 25.8213 5749 2 1059.5563 ‐1.1398
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1573.8373 FYLQPLPPTEAAAR 42303.1800 1573.8365 17.4179 319604 2 787.4219 ‐0.3807
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1498.7424 LFDTIDNLDYAAK 85327.1400 1498.7407 29.4234 236877 2 749.8740 ‐1.2103
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1670.8636 YYAETVSALNEVLAK 149295.5000 1670.8625 18.7102 227467 2 835.9349 ‐0.2653
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1989.9625 VGPPPAPSGGLPGTDNSDQ59610.5300 1989.9615 21.0298 148876 2 995.4844 0.6684



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1378.7577 YDLNTIISSKPK 91681.7500 1378.7560 15.9908 137155 2 689.8816 ‐1.5698
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1261.6324 AWPYVQNDLR 17842.6400 1261.6313 26.2954 123271 2 631.3193 ‐1.5062
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1295.7682 DIINVKPLIDR 43211.0100 1295.7680 27.8328 76427 2 648.3876 ‐0.6934
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 777.4505 DFALALK 11589.7500 777.4497 26.6265 39181 1 777.4497 ‐0.5995
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1423.8631 DIINVKPLIDRK 7691.6040 1423.8614 16.2416 24914 3 475.2920 ‐2.2531
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1750.9222 YDLNTIISSKPKDEK 1763.7370 1750.9265 23.0060 21014 3 584.3137 1.96
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 609.3355 ASYLR 1660.8530 609.3316 16.9857 2687 1 609.3316 ‐6.6706
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1389.7274 KAWPYVQNDLR 5017.1340 1389.7164 22.9032 49834 2 695.3619 ‐8.1680
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1879.0171 YDLNTIISSKPKDEKK 5702.9690 1879.0229 14.5882 9515 4 470.5112 1.22
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1261.6324 AWPYVQNDLR 355.5750 1261.6309 19.7659 23367 2 631.3191 ‐1.8186
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1022.5629 PLPPTEAAAR 455.5473 1022.5616 17.4172 12232 1 1022.5616 0.2357
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1067.6572 INVKPLIDR 5466.6410 1067.6568 27.8372 9806 2 534.3321 ‐1.4054
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 515.3552 ALALK 3593.9450 515.3546 26.6258 7963 1 515.3546 ‐1.7512
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 659.4087 ISSKPK 1418.0580 659.4080 15.9908 5118 1 659.4080 ‐1.0744
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 907.4996 LPPTEAAAR 200.2393 907.5022 17.3699 4960 1 907.5022 3.82
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 673.2900 NSDQAR 166.8579 673.2910 21.0022 4822 1 673.2910 1.49
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 954.5731 NVKPLIDR 1598.0800 954.5731 27.8353 3865 2 477.7902 ‐1.3659
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1195.7521 INVKPLIDRK 2452.2190 1195.7514 16.2394 3541 2 598.3793 ‐1.3908
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1031.5732 ISSKPKDEK 584.9566 1031.5704 23.0401 2883 2 516.2889 ‐3.8102
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1082.6681 NVKPLIDRK 2342.3210 1082.6659 16.2343 2606 2 541.8366 ‐3.0734
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 727.3733 VQNDLR 91.8097 727.3753 20.7000 2590 1 727.3753 2.28
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 645.3315 QNDLR 88.6611 645.3324 23.3322 2081 1 645.3324 1.51
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 963.4126 GTDNSDQAR 194.7082 963.4163 20.5587 1917 1 963.4163 5.0855
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1344.7369 AETVSALNEVLAK 620.0980 1344.7278 18.7111 1844 1 1344.7278 ‐3.9682
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1144.6572 TVSALNEVLAK 317.1983 1144.6572 17.9911 1745 2 572.8323 ‐0.8998
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1100.6674 LNTIISSKPK 1319.9030 1100.6667 15.9968 1643 2 550.8370 ‐1.6546
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1102.5316 KAWPYVQND 158.3304 1102.5334 26.0117 1383 2 551.7703 0.5977
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1471.6772 PSGGLPGTDNSDQAR 259.1845 1471.6846 21.1083 1360 2 736.3459 4.06
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 873.5404 TIISSKPK 843.9144 873.5388 15.9917 900 1 873.5388 ‐0.9519
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1159.6681 ISSKPKDEKK 2206.3580 1159.6668 14.5839 750 2 580.3370 ‐2.0176
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 591.3249 ASYLR 101.9362 591.3272 15.5676 1360 1 591.3272 3.99
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 32084.6000 23795.1646 72 52.47 None 1372.7008 KAWPYVQNDLR 165.1164 1372.6984 23.0534 2636 2 686.8529 ‐2.0922
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1498.7424 LFDTIDNLDYAAK 49306.6400 1498.7407 29.4234 236877 2 749.8740 ‐1.1884
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1989.9625 VGPPPAPSGGLPGTDNSDQ54879.6300 1989.9615 21.0298 148876 2 995.4844 0.5519
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1261.6324 AWPYVQNDLR 17991.5500 1261.6312 26.3095 118294 2 631.3192 ‐1.4904
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1295.7682 DIINVKPLIDR 60129.7100 1295.7680 27.8328 76427 2 648.3876 ‐0.6143
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 777.4505 DFALALK 12585.6800 777.4497 26.6265 39181 1 777.4497 ‐0.4282
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1710.9749 ESAKDIINVKPLIDR 6051.2790 1710.9746 26.2112 23215 3 570.9964 ‐0.8482
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1750.9222 YDLNTIISSKPKDEK 3088.1510 1750.9265 23.0060 21014 3 584.3137 1.36
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1048.5786 DFALALKDR 9284.9140 1048.5779 23.3901 10119 2 524.7926 ‐1.6567
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1839.0698 ESAKDIINVKPLIDRK 1855.0260 1839.0663 24.3670 6212 4 460.5220 ‐3.8841
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1067.6572 INVKPLIDR 5300.6830 1067.6568 27.8372 9806 2 534.3321 ‐1.2620
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 515.3552 ALALK 3165.0360 515.3546 26.6258 7963 1 515.3546 ‐1.5824
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 954.5731 NVKPLIDR 1977.5400 954.5731 27.8353 3865 2 477.7902 ‐1.1906
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 715.4461 LALKDR 219.7390 715.4459 24.0210 3505 1 715.4459 0.0343
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1060.4654 PGTDNSDQAR 1018.5550 1060.4592 21.0336 3255 1 1060.4592 ‐4.0285
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1031.5732 ISSKPKDEK 658.9323 1031.5704 23.0401 2883 2 516.2889 ‐3.6566
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 930.5043 VGPPPAPSGGL 239.8451 930.5041 21.0348 2082 1 930.5041 0.9593
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 13199.8100 23795.1646 72 52.47 None 1471.6772 PSGGLPGTDNSDQAR 167.9309 1471.6846 21.1083 1360 2 736.3459 4.01
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1573.8373 FYLQPLPPTEAAAR 38620.8000 1573.8364 17.4172 317424 2 787.4219 ‐0.3488
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1670.8636 YYAETVSALNEVLAK 204356.3000 1670.8625 18.7102 227467 2 835.9349 ‐0.1331
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1378.7577 YDLNTIISSKPK 73523.3800 1378.7560 15.9908 137155 2 689.8816 ‐1.6242
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1423.8631 DIINVKPLIDRK 6464.8480 1423.8614 16.2416 24914 3 475.2920 ‐2.4013
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1498.7424 LFDTIDNLDYAAK 2814.9090 1498.7415 17.9542 10760 2 749.8744 ‐0.6026
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1989.9625 VGPPPAPSGGLPGTDNSDQ2209.0750 1989.9652 14.1235 4188 2 995.4863 2.53
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1295.7682 DIINVKPLIDR 1780.1010 1295.7663 17.2721 2876 2 648.3868 ‐2.0625
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1048.5786 DFALALKDR 1376.1290 1048.5839 16.5663 8331 2 524.7956 3.46
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1879.0171 YDLNTIISSKPKDEKK 2731.6300 1879.0229 14.5882 9515 4 470.5112 1.84
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 2067.0770 AWPYVQNDLRSKASYLR 149.8334 2067.0859 17.5570 1237 2 1034.0466 5.87
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 659.4087 ISSKPK 1607.9370 659.4080 15.9908 5118 1 659.4080 ‐1.1932
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1195.7521 INVKPLIDRK 2045.4060 1195.7514 16.2394 3541 2 598.3793 ‐1.5622
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1082.6681 NVKPLIDRK 1708.6780 1082.6659 16.2343 2606 2 541.8366 ‐3.3170
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1344.7369 AETVSALNEVLAK 696.7144 1344.7278 18.7111 1844 1 1344.7278 ‐4.0080
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1144.6572 TVSALNEVLAK 425.8806 1144.6612 18.7083 1730 1 1144.6612 5.19
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1100.6674 LNTIISSKPK 1072.2230 1100.6667 15.9968 1643 2 550.8370 ‐1.8867
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 873.5404 TIISSKPK 809.8009 873.5388 15.9917 900 1 873.5388 ‐1.0460
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1159.6681 ISSKPKDEKK 902.7426 1159.6668 14.5839 750 2 580.3370 ‐2.2121
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thalia 20990.3400 23795.1646 72 52.47 None 1555.8267 FYLQPLPPTEAAAR 269.5850 1555.8329 17.1566 3403 3 519.2825 3.0310
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 1504.7966 GLLTSVQDTASSVAR 5192.2300 1504.7951 28.2331 42130 2 752.9012 ‐1.0050
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 1477.7645 FAGPLGTNSISTNAK 34175.8200 1477.7631 15.4772 30387 2 739.3852 ‐1.0507
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 2719.2792 ATDTGEIGSALLAAEEAIEDV46807.3600 2719.2841 44.6569 29869 3 907.0995 2.52
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 2989.5405 FEQGVIGTPQLTDSIEIPEYV 23178.1500 2989.5388 38.5005 24810 3 997.1845 0.9465
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 1416.7581 AEIGDLITQLESK 5815.8810 1416.7598 33.8856 22416 2 708.8835 0.9852
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 1225.6059 SLVDSLYGTDR 4001.6530 1225.6085 25.6038 18728 2 613.3079 1.72



NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 2267.0786 VDEISQTIDSDNFTVQNSVR 4098.0190 2267.0723 27.8189 14372 2 1134.0398 ‐0.9514
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 840.4938 IDLNPIR 2742.3290 840.4947 23.1598 3747 2 420.7510 ‐0.5854
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 2974.4487 VRATDTGEIGSALLAAEEAIE1021.6530 2974.4442 37.8626 1946 3 992.1529 ‐0.0593
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 2648.2421 TDTGEIGSALLAAEEAIEDVE7056.5710 2648.2511 44.6378 7054 3 883.4219 4.83
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 612.3828 LNPIR 80.6198 612.3851 22.7942 1462 1 612.3851 3.72
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 8561.6240 33712.4766 32 43.87 None 832.4199 FEQGVIGT 312.3511 832.4227 38.3806 933 1 832.4227 4.0020
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 2719.2792 ATDTGEIGSALLAAEEAIEDV421.1043 2719.2787 31.8100 130388 3 907.0978 0.3557
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 1504.7966 GLLTSVQDTASSVAR 5566.1930 1504.7951 28.2331 42130 2 752.9012 ‐0.9848
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 2989.5405 FEQGVIGTPQLTDSIEIPEYV 19708.1700 2989.5388 38.5005 24810 3 997.1845 0.3111
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 1416.7581 AEIGDLITQLESK 3431.6080 1416.7598 33.8856 22416 2 708.8835 1.0302
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 1225.6059 SLVDSLYGTDR 7180.5740 1225.6085 25.6038 18728 2 613.3079 1.61
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 2267.0786 VDEISQTIDSDNFTVQNSVR 2608.2520 2267.0723 27.8189 14372 2 1134.0398 ‐1.1460
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 Carbamidomethyl+C(12) 1757.8309 MATVQLSTQFSCQTR 1439.8820 1757.8297 26.3106 4342 2 879.4185 ‐0.2030
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 840.4938 IDLNPIR 2247.5990 840.4947 23.1598 3747 2 420.7510 ‐0.3780
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 826.4305 EGSPLLNP 114.5443 826.4408 24.3021 7188 1 826.4408 13.2687
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 2974.4487 VRATDTGEIGSALLAAEEAIE1470.5600 2974.4442 37.8626 1946 3 992.1529 ‐0.6881
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 1221.6070 TSVQDTASSVAR 403.2018 1221.6128 26.1484 7016 2 611.3100 4.1359
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 1194.5823 MATVQLSTQFS 478.5971 1194.5824 25.1275 4526 2 597.7948 ‐0.6167
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2711.5230 33712.4766 32 43.87 None 832.4199 FEQGVIGT 278.1319 832.4227 38.3806 933 1 832.4227 4.1738
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 1477.7645 FAGPLGTNSISTNAK 44830.1800 1477.7631 15.4772 30387 2 739.3852 ‐1.0419
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 2989.5405 FEQGVIGTPQLTDSIEIPEYV 2987.8570 2989.5307 21.7409 4319 3 997.1817 ‐1.0082
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 1504.7966 GLLTSVQDTASSVAR 439.0300 1504.7841 16.7755 4866 2 752.8957 ‐8.2766
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 2023.0607 FAGPLGTNSISTNAKFEIR 255.5815 2023.0420 17.1154 5409 3 675.0189 ‐9.1111
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 3511.7762 SLVDSLYGTDRGLSASSETRA386.7815 3511.7726 25.4212 2159 3 1171.2624 2.87
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 2971.5299 FEQGVIGTPQLTDSIEIPEYV 243.7000 2971.5239 21.2696 2599 3 991.1795 0.2291
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thalia 2450.6780 33712.4766 32 43.87 None 2972.5139 FEQGVIGTPQLTDSIEIPEYV 364.5106 2972.5120 22.8095 2070 3 991.5089 1.19
NP_193987.1 uncharacterized protein Arabidopsis thaliana 307.8472 29752.3277 3 7.20 Carbamidomethyl+C(13) 1975.9371 FYPVLDGFNGGACVFAGGK3738.7710 1975.9356 39.4592 11010 2 988.4715 0.2456
NP_193987.1 uncharacterized protein Arabidopsis thaliana 307.8472 29752.3277 3 7.20 None 1493.7231 VDDVIGFGSDSVAGR 431.7364 1493.7567 28.0047 3479 2 747.3820 22.4640
NP_193987.1 uncharacterized protein Arabidopsis thaliana 307.8472 29752.3277 3 7.20 Carbamidomethyl+C(5) 2147.9411 GQAVCTFSGSGEAYVSSGGG163.4327 2147.9627 28.4859 910 3 716.6591 9.51
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1894.0069 AVLYGSGNAYAPSLGLAAAK40722.0100 1894.0067 17.6474 75382 2 947.5070 0.8325
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1348.6591 NEILETSNTAEK 37672.9900 1348.6596 17.3129 59031 2 674.8334 ‐0.0432
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1047.5258 HYNFLPEK 7873.1250 1047.5284 20.6832 46818 2 524.2678 1.72
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1194.6187 IMVVSDEVFR 24731.4700 1194.6188 27.8724 42513 2 597.8130 ‐0.7431
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1533.8887 FSSIVPVVTLGSISK 27448.8500 1533.8887 19.8599 39439 2 767.4480 0.0732
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 3173.7205 VLQAAQDFLQINNNPPTVIQ4272.9810 3173.7037 22.6706 36825 3 1058.5728 ‐3.4869
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1643.9003 EENLVVLPGIAFSQK 13840.9600 1643.8967 19.8857 35886 2 822.4520 ‐1.8817
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1241.5797 NFEIDFDSVR 13748.8700 1241.5811 29.7219 29641 2 621.2942 0.4675
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1580.7930 WTLFGSNPFVPMGK 7256.1790 1580.7905 21.9275 26981 2 790.8989 ‐1.4067
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1629.8384 TGWLTLHDLDGVFR 4076.5360 1629.8413 20.5445 26771 3 543.9520 1.0751
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1854.8902 HSIDMETPVLEDALER 34689.0500 1854.8924 29.7266 23272 3 618.9690 0.8499
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1167.5793 TPQEFFDKR 3860.1830 1167.5800 19.6044 22074 2 584.2936 ‐0.2706
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1956.1164 LAKEENLVVLPGIAFSQK 8144.7050 1956.1188 18.9714 12351 3 652.7111 1.0416
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 Carbamidomethyl+C(12) 1470.6967 LTADDVFMTLGCK 172.6841 1470.6899 31.8144 5955 2 735.8486 ‐4.7765
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1072.5310 DKVEFGYSK 2253.6050 1072.5326 17.3601 20823 2 536.7699 0.4445
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1313.7100 DKVEFGYSKLK 1287.3570 1313.7095 21.1203 4046 2 657.3584 ‐0.8386
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1299.7882 SIVPVVTLGSISK 443.6628 1299.7856 19.2601 237410 2 650.3964 ‐2.5858
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 726.3781 VLQAAQD 95.6989 726.3821 20.8940 5031 1 726.3821 5.38
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1105.5735 ILETSNTAEK 181.6697 1105.5725 17.4557 4385 2 553.2899 ‐1.9346
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 950.4942 VVSDEVFR 608.2842 950.4913 27.8639 4107 1 950.4913 ‐1.8914
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 974.4789 LETSNTAEK 127.2720 974.4856 16.7398 3859 2 487.7464 5.30
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1610.8173 YGSGNAYAPSLGLAAAK 1074.4300 1610.8184 16.3224 3483 3 537.6110 ‐0.0435
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1000.6037 PVVTLGSISK 489.0323 1000.6033 19.8581 2766 1 1000.6033 0.9811
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1390.7325 SGNAYAPSLGLAAAK 376.1215 1390.7396 16.6164 2393 3 464.2514 3.02
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1081.5347 MVVSDEVFR 215.7771 1081.5339 29.7364 2174 1 1081.5339 1.0028
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 841.4203 EFFDKR 337.4962 841.4235 19.5980 1903 1 841.4235 4.87
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 872.4335 NPFVPMGK 118.8417 872.4373 22.0720 1871 1 872.4373 5.86
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 706.3883 LDGVFR 310.7759 706.3918 19.5978 1814 1 706.3918 5.1714
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 714.4032 PDILEK 126.7759 714.4040 22.1914 1792 1 714.4040 1.68
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 879.4054 ETSNTAEK 689.2236 879.4082 17.3206 1122 1 879.4082 4.0522
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1212.7562 IVPVVTLGSISK 154.2680 1212.7507 19.9874 994 2 606.8790 ‐5.2596
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1041.5575 PVLEDALER 631.1448 1041.5566 29.7259 808 2 521.2819 ‐2.0245
NP_194091.1 cystine lyase Arabidopsis thaliana 9566.5460 47438.3211 49 47.16 None 1149.5687 TPQEFFDKR 157.9245 1149.5620 19.2236 1266 1 1149.5620 ‐3.8266
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1894.0069 AVLYGSGNAYAPSLGLAAAK28278.0000 1894.0067 17.6474 75382 2 947.5070 1.1073
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1533.8887 FSSIVPVVTLGSISK 34094.8200 1533.8887 19.8599 39439 2 767.4480 0.1179
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 3173.7205 VLQAAQDFLQINNNPPTVIQ4122.7930 3173.7037 22.6706 36825 3 1058.5728 ‐2.6069
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1643.9003 EENLVVLPGIAFSQK 23250.4400 1643.8967 19.8857 35886 2 822.4520 ‐1.7667
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1580.7930 WTLFGSNPFVPMGK 6867.6390 1580.7905 21.9275 26981 2 790.8989 ‐1.3320
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1629.8384 TGWLTLHDLDGVFR 4661.3390 1629.8413 20.5445 26771 3 543.9520 1.0479
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1956.1164 LAKEENLVVLPGIAFSQK 6263.9780 1956.1188 18.9714 12351 3 652.7111 1.62
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1517.8322 SAVAEYLNQGLPKK 127.2265 1517.8779 18.0216 1388 3 506.6308 29.0714
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1167.5793 TPQEFFDKR 74.4567 1167.5453 17.2666 1019 1 1167.5453 ‐27.0976
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 Carbamidomethyl+C(13) 1598.7917 KLTADDVFMTLGCK 2087.0730 1598.7877 17.9694 18219 2 799.8975 ‐2.2246
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1364.6845 AVLYGSGNAYAPSL 242.5284 1364.6809 17.1017 8798 2 682.8441 ‐3.0356
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 726.3781 VLQAAQD 85.4853 726.3821 20.8940 5031 1 726.3821 5.27



NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1000.6037 PVVTLGSISK 477.4874 1000.6033 19.8581 2766 1 1000.6033 0.9017
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 872.4335 NPFVPMGK 146.6280 872.4373 22.0720 1871 1 872.4373 5.1544
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1303.7005 GNAYAPSLGLAAAK 309.5819 1303.6959 18.8875 1135 2 652.3516 ‐4.1164
NP_194091.1 cystine lyase Arabidopsis thaliana 4317.3190 47438.3211 49 47.16 None 1212.7562 IVPVVTLGSISK 169.6455 1212.7507 19.9874 994 2 606.8790 ‐5.4201
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1383.7559 VFDIIYEFIPK 80317.2300 1383.7532 23.1551 286506 2 692.3802 ‐2.2540
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 920.4910 ITMIWEK 76976.5400 920.4909 16.9155 187033 2 460.7491 ‐1.6062
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1399.5835 NDDFPEPSGYMK 152301.8000 1399.5830 24.0561 180241 2 700.2951 ‐0.6362
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1235.6201 GLDGHVMEHLK 20478.2500 1235.6190 19.5291 103686 2 618.3131 ‐1.6349
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1262.5688 SWDYTYDGKK 35283.3000 1262.5687 19.0417 84517 2 631.7880 ‐0.6884
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1134.4738 SWDYTYDGK 28902.9400 1134.4749 21.5244 31596 2 567.7411 0.0289
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1076.5921 ITMIWEKR 634.9373 1076.6101 20.2030 4974 2 538.8087 15.6621
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1555.6846 RNDDFPEPSGYMK 26537.0500 1555.6848 21.8901 118100 3 519.2331 ‐0.7090
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1439.7311 QMVVDIEGHVNKA 25952.5400 1439.7327 14.7292 23493 3 480.5824 0.0896
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 807.4069 TMIWEK 208.3007 807.4069 18.2772 5414 2 404.2071 ‐1.7272
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1047.5040 DGHVMEHLK 153.1479 1047.5053 20.9504 4444 1 1047.5053 2.61
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 861.3625 DYTYDGK 16647.2400 861.3630 21.5256 2612 1 861.3630 1.15
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 874.3690 RNDDFPE 210.9635 874.3684 21.9009 2518 1 874.3684 0.2328
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 932.4771 GHVMEHLK 87.0020 932.4709 20.9582 1898 1 932.4709 ‐5.4984
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 27107.5900 17631.8509 31 43.05 None 1421.7206 QMVVDIEGHVNKA 371.0949 1421.7194 14.7261 911 3 474.5780 ‐1.8578
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1235.6201 GLDGHVMEHLK 37802.4600 1235.6190 19.5291 103686 2 618.3131 ‐1.5389
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1262.5688 SWDYTYDGKK 57705.3700 1262.5687 19.0401 84007 2 631.7880 ‐0.6230
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1134.4738 SWDYTYDGK 36806.9300 1134.4749 21.5244 31596 2 567.7411 0.1535
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1399.5835 NDDFPEPSGYMK 8096.9900 1399.5835 23.8633 26751 2 700.2954 ‐0.1913
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1555.6846 RNDDFPEPSGYMK 25630.9500 1555.6848 21.8901 118100 3 519.2331 ‐0.7200
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1439.7311 QMVVDIEGHVNKA 21238.7000 1439.7320 22.0015 85251 3 480.5822 ‐0.4227
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 1391.7212 RGLDGHVMEHLK 2647.9400 1391.7255 18.9354 4434 3 464.5800 2.0212
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 861.3625 DYTYDGK 17706.9700 861.3630 21.5256 2612 1 861.3630 1.36
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 9412.6300 17631.8509 31 43.05 None 874.3690 RNDDFPE 193.0295 874.3684 21.9009 2518 1 874.3684 0.4050
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 1383.7559 VFDIIYEFIPK 58225.1200 1383.7532 23.1551 286506 2 692.3802 ‐2.3053
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 920.4910 ITMIWEK 70205.8600 920.4909 16.9155 187033 2 460.7491 ‐1.9535
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 1439.7311 QMVVDIEGHVNKA 31533.6100 1439.7327 14.7292 23493 3 480.5824 ‐0.0493
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 807.4069 TMIWEK 16104.5500 807.4083 16.9117 39757 1 807.4083 2.1691
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 1137.6190 DIIYEFIPK 8347.4310 1137.6146 23.1505 10475 1 1137.6146 ‐2.0321
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 751.4025 VFDIIY 55.4158 751.3988 22.7310 1830 1 751.3988 ‐4.6658
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 7496.1410 17631.8509 31 43.05 None 1421.7206 QMVVDIEGHVNKA 372.5308 1421.7194 14.7261 911 3 474.5780 ‐2.0073
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1240.6354 GLEGHVMEQLK 34487.0000 1240.6363 21.6119 81488 2 620.8218 0.0259
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1788.8228 SWNYTWDGKEEVFK 27412.5800 1788.8237 28.1463 67308 3 596.9461 0.0315
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1257.6256 SLVADMGNHVSK 9795.1030 1257.6247 19.3465 64191 2 629.3160 ‐1.3685
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1339.5471 NDDSPEPSGYMK 43880.2100 1339.5495 17.4280 54648 2 670.2784 1.54
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 902.5346 ITLIWEK 66951.9100 902.5358 17.6666 42750 2 451.7715 ‐0.1574
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1495.6482 RNDDSPEPSGYMK 35768.5700 1495.6488 15.9822 17613 3 499.2211 ‐0.5549
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 688.4028 LIWEK 149.4133 688.4051 17.6680 3744 1 688.4051 3.85
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 747.4069 VMEQLK 447.8036 747.4101 21.6096 2477 1 747.4101 4.11
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 498.2381 GYMK 70.0268 498.2410 17.7982 1168 1 498.2410 5.0435
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1239.6150 SLVADMGNHVSK 164.9436 1239.6201 20.9591 909 2 620.3137 3.08
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 12423.1800 17530.6210 21 37.75 None 1771.7962 SWNYTWDGKEEVFK 282.3275 1771.7995 27.0374 2661 2 886.4034 2.83
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1240.6354 GLEGHVMEQLK 51937.2600 1240.6363 21.6119 81488 2 620.8218 0.1205
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1788.8228 SWNYTWDGKEEVFK 36787.5000 1788.8237 28.1463 67308 3 596.9461 ‐0.0810
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1257.6256 SLVADMGNHVSK 15219.8100 1257.6247 19.3465 64191 2 629.3160 ‐1.2786
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 2073.9665 SWNYTWDGKEEVFKER 527.7022 2074.0249 25.7846 3174 3 692.0132 27.9357
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 951.4782 DGKEEVFK 113.8151 951.4772 26.0096 4134 2 476.2422 ‐2.2775
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1422.7012 WDGKEEVFKER 241.1441 1422.6961 26.0092 3822 2 711.8517 ‐3.7731
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 887.4040 DMGNHVSK 7026.3310 887.4028 19.3435 3000 1 887.4028 ‐0.1935
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1052.5193 EGHVMEQLK 136.2699 1052.5242 24.0285 1719 2 526.7658 3.19
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1239.6150 SLVADMGNHVSK 192.2897 1239.6201 20.9591 909 2 620.3137 3.58
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabid 8459.7070 17530.6210 21 37.75 None 1223.6089 GLEGHVMEQLK 188.8419 1223.6136 19.1993 1312 2 612.3104 3.34
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1335.6573 IMQSQTLSDANK 14128.2700 1335.6653 16.3637 11959 2 668.3363 5.36
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1485.7907 GLVDSDTLPLNVSR 7543.7730 1485.7900 28.0856 10930 2 743.3986 ‐0.5998
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 2843.3065 SDDLAGGLNIEAEPVEQQEE4594.1510 2843.3112 30.3781 9726 3 948.4419 2.26
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1489.8310 1289.6828 20.9621 9416 2 645.3450 3.11
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1260.6066 GNLASENVDDVK 6373.0500 1260.6054 18.1386 9314 2 630.8063 ‐1.6389
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1620.7653 FAVSEDTWNEPLGR 2877.7400 1620.7672 28.0815 9080 2 810.8872 1.18
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1801.9159 YSEFINFPISLWASK 2002.9270 1801.9088 28.9153 6972 2 901.4580 ‐3.2986
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1080.5936 LTSLDQYIK 2235.9390 1080.5936 25.6682 6475 2 540.8005 ‐0.9758
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 3639.7986 IASDPEDESVKETAQLMYQT1241.3280 3639.7863 24.2005 5341 3 1213.9336 ‐0.8059
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1606.7932 IGGHGGLSTDSDVVHR 2805.3090 1606.7950 16.8789 4302 3 536.2699 0.3688
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1112.5371 FEFQAEVSR 110.1459 1112.5508 24.9184 9175 2 556.7790 11.29
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 2486.1529 SDDLAGGLNIEAEPVEQQEE519.5053 2486.1808 40.8220 5154 2 1243.5940 13.5876
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1127.5103 EVTEEEYTK 665.0073 1127.5224 38.8096 1875 1 1127.5224 12.16
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1730.8668 GNLASENVDDVKISNR 750.9036 1730.8771 29.8555 14405 2 865.9422 6.36
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1632.8169 KGQYTKFWNEFGK 1073.0590 1632.8201 18.3947 7135 3 544.9449 1.85
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1314.7627 EDLIKNLGTIAK 392.5428 1314.7571 17.1427 3167 2 657.8822 ‐4.7919
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1641.7867 SNAEKFEFQAEVSR 1024.7750 1641.7968 25.8435 2038 3 547.9371 5.03
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1375.7216 EQLEKSPFLER 288.9808 1375.7122 22.2352 834 3 459.2423 ‐7.9701



NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1153.5789 KGQYTKFWN 136.7594 1153.5855 18.9425 3773 2 577.2964 4.67
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 818.4155 FQAEVSR 166.7193 818.4137 23.3936 2883 1 818.4137 ‐1.6437
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 530.2821 LTSLD 69.9021 530.2799 28.4509 2564 1 530.2799 ‐4.6826
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 666.3457 DQYIK 174.8056 666.3483 24.2036 2443 1 666.3483 3.19
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 815.4662 FILTDPK 78.5734 815.4635 23.9068 1894 1 815.4635 ‐2.6810
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 Carbamidomethyl+C(3) 990.5289 TPCVVVTSK 134.5207 990.5276 22.5327 1326 2 495.7675 ‐2.5511
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1783.9054 YSEFINFPISLWASK 468.8387 1783.9015 28.9727 7895 2 892.4544 ‐1.5097
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 Carbamidomethyl+C(6) 1271.6664 LADTPCVVVTSK 258.9872 1271.6701 21.3716 1304 2 636.3387 2.06
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1297.7362 EDLIKNLGTIAK 260.5444 1297.7425 17.1502 1954 2 649.3749 4.76
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94261.1615 39 23.9 None 1358.6951 EQLEKSPFLER 256.7560 1358.7000 21.8133 810 2 679.8536 3.80
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1335.6573 IMQSQTLSDANK 5032.0390 1335.6653 16.3637 11959 2 668.3363 5.15
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1485.7907 GLVDSDTLPLNVSR 10455.6200 1485.7900 28.0856 10930 2 743.3986 ‐0.5743
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1552.6700 1289.6828 20.9621 9416 2 645.3450 4.0119
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1080.5936 LTSLDQYIK 1699.5820 1080.5936 25.6682 6475 2 540.8005 ‐0.8361
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1004.4895 DVLGEGDTAK 573.3110 1004.4900 15.8696 5060 2 502.7486 ‐0.5903
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1606.7932 IGGHGGLSTDSDVVHR 3494.7690 1606.7950 16.8789 4302 3 536.2699 0.3355
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1864.9691 VKETVYEWELLNDVK 552.7138 1864.9622 30.5585 3642 3 622.3256 ‐4.1661
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 840.4938 VLEINPR 2546.9220 840.4934 18.9693 1574 2 420.7503 ‐1.9393
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1189.5583 IASDPEDESVK 263.5218 1189.5826 23.9413 9881 2 595.2950 19.7786
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 1760.8602 WWKGNLASENVDDVK 1014.2950 1760.8767 27.7283 22307 2 880.9420 9.29
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94261.1615 39 23.9 None 552.3028 VLEIN 158.2357 552.3039 17.9521 1274 1 552.3039 1.33
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1580.8067 AVITVPAYFNDSQR 74522.3900 1580.8060 17.6130 57699 2 790.9067 ‐0.2820
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1381.6594 NQADSVVYQTEK 100294.0000 1381.6580 17.1057 53456 2 691.3326 ‐1.3590
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1066.5779 TTPSVVAYTK 11958.7600 1066.5773 18.7214 47178 2 533.7923 ‐1.6935
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1579.8115 QAVVNPENTFFSVK 6304.8410 1579.8097 29.4894 36378 2 790.4085 ‐0.9927
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1024.6150 IPAVQELVR 9875.7880 1024.6151 25.4805 31656 2 512.8112 ‐1.0478
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 2535.3011 IELSSLTQTNMSLPFITATAD 12744.9700 2535.2941 21.4004 26932 2 1268.1507 ‐0.2586
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1737.8806 IINEPTAASLAYGFDR 9674.6150 1737.8809 29.5937 26827 2 869.4441 0.6773
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1373.7271 DIDEVILVGGSTR 5416.7730 1373.7298 28.3843 24546 2 687.3685 1.20
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1461.7696 QFAAEEISAQVLR 33770.9900 1461.7686 29.4980 21513 2 731.3879 ‐0.8562
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1145.6048 DEGIDLLKDK 21363.1600 1145.6042 23.3539 19838 2 573.3057 ‐1.5091
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 870.5407 IAGLEVLR 21050.7300 870.5418 16.6695 19638 2 435.7745 ‐0.3860
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1626.6402 GGDGDDVIDADFTDSQ 32850.7600 1626.6427 26.6487 18432 2 813.8250 1.41
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 869.5091 GVPQIEVK 4910.9190 869.5099 20.1566 12296 2 435.2586 ‐0.6195
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 3056.5681 VVGIDLGTTNSAVAAMEGG836.5590 3056.5780 18.3618 11860 3 1019.5309 4.55
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1865.9756 IINEPTAASLAYGFDRK 3840.0570 1865.9740 17.0266 10276 3 622.6629 ‐1.1790
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 2542.9700 1396.6408 28.2040 8432 2 698.8240 ‐0.6965
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 902.4829 DEGIDLLK 5067.5050 902.4838 25.7215 4158 2 451.7455 ‐0.5722
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1186.6175 VVRDENNNVK 60.2105 1186.6117 27.0558 3898 2 593.8095 ‐5.6589
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 2437.1841 SEVFSTAADGQTSVEINVLQ978.5437 2437.2413 22.3621 1963 3 813.0853 24.0443
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 3435.1350 1595.7750 27.7852 25574 2 798.3911 1.1515
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 2902.4462 KQDITITGASTLPKDEVDQM1883.7550 2902.4508 30.5385 20189 3 968.1551 2.13
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1472.8319 KQDITITGASTLPK 624.6984 1472.8432 24.5061 9661 2 736.9252 7.05
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 Carbamidomethyl+C(13) 2112.0866 VVRDENNNVKLECPAINK 1158.9460 2112.0855 17.8307 9061 3 704.7000 ‐0.4581
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1262.6587 DKIGSGSTQEIK 383.6860 1262.6602 20.1382 5899 2 631.8337 0.5918
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1360.7080 NGGGASRYAVGPVR 156.6093 1360.7143 21.4969 5695 2 680.8608 4.75
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 812.4876 VPQIEVK 170.7513 812.4867 19.6181 19784 2 406.7470 ‐2.8748
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 864.4825 PSVVAYTK 912.0723 864.4817 18.7202 5747 1 864.4817 ‐0.1046
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 965.5302 TPSVVAYTK 100.2209 965.5233 17.9115 1472 1 965.5233 ‐5.9281
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1639.8075 NEPTAASLAYGFDRK 1032.2100 1639.8096 17.8110 1369 2 820.4085 1.78
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 814.4781 AVQELVR 183.5503 814.4781 24.2993 1302 1 814.4781 0.5306
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 658.4134 GIDLLK 2037.4330 658.4145 25.7219 1091 1 658.4145 1.42
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1044.5684 EEISAQVLR 205.1226 1044.5687 31.0977 1017 1 1044.5687 1.19
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1284.6470 IINEPTAASLAYG 433.5685 1284.6464 17.3537 929 2 642.8268 ‐1.1005
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1099.5782 PFITATADGPK 350.3884 1099.5815 20.6328 923 2 550.2944 1.66
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 6505.0660 76622.1668 51 42.48 None 1848.9490 IINEPTAASLAYGFDRK 412.5570 1848.9561 17.7750 2317 3 616.9902 3.92
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1580.8067 AVITVPAYFNDSQR 74721.4000 1580.8060 17.6130 57699 2 790.9067 ‐0.2074
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 2535.3011 IELSSLTQTNMSLPFITATAD 13000.6400 2535.2941 21.4004 26932 2 1268.1507 0.4260
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 870.5407 IAGLEVLR 18872.1000 870.5418 16.6695 19638 2 435.7745 ‐0.7652
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 3056.5681 VVGIDLGTTNSAVAAMEGG662.1708 3056.5780 18.3618 11860 3 1019.5309 5.67
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1865.9756 IINEPTAASLAYGFDRK 3171.8510 1865.9740 17.0266 10276 3 622.6629 ‐1.0674
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1177.6252 VVDWLAAEFK 1514.1960 1177.6322 19.6095 9408 2 589.3197 4.29
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1849.0066 LSFKDIDEVILVGGSTR 2349.7320 1849.0100 20.1535 3687 3 617.0082 1.67
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1305.7202 VVDWLAAEFKK 1411.0780 1305.6825 18.0162 22965 2 653.3449 ‐29.4193
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 2062.0564 ASSAAQIHVLGGIGFASSSSS285.2182 2062.0701 18.3311 10913 3 688.0282 6.86
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1381.7110 TGPFSTPTSAFLR 426.9502 1381.7437 17.2788 3623 2 691.3755 23.2867
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1373.7271 DIDEVILVGGSTR 294.5142 1373.7632 18.2367 2261 2 687.3853 25.8965
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 2988.5901 DAGRIAGLEVLRIINEPTAAS 1894.4270 2988.5773 23.0877 117503 3 996.8639 ‐2.0318
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1020.5360 FITATADGPK 82.5619 1020.5401 20.5975 7434 1 1020.5401 5.21
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 1097.5010 PAYFNDSQR 3331.5340 1097.5026 17.6203 6218 1 1097.5026 3.1798
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 757.4567 AGLEVLR 2078.5360 757.4575 16.6649 5283 1 757.4575 1.93
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 2340.9990 76622.1668 51 42.48 None 2044.0458 ASSAAQIHVLGGIGFASSSSS356.4121 2044.0545 17.6643 4018 3 682.0230 4.55
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 61058.4300 14601.4680 5 40.88 None 1655.8850 EQLALAADVPLTAESK 63247.6300 1655.8832 28.7556 65796 2 828.4452 ‐0.7667
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 61058.4300 14601.4680 5 40.88 None 3233.6060 FNISVEESDAQNITTIQEAAD253553.2000 3233.6016 47.3236 42920 3 1078.5387 0.5360



NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 62637.8600 14601.4680 5 40.88 None 1655.8850 EQLALAADVPLTAESK 42567.2500 1655.8832 28.7556 65796 2 828.4452 ‐0.7891
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 62637.8600 14601.4680 5 40.88 None 3233.6060 FNISVEESDAQNITTIQEAAD272329.0000 3233.6016 47.3236 42920 3 1078.5387 ‐0.2057
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 62637.8600 14601.4680 5 40.88 None 1172.6634 APSTTISQVLR 251.8422 1172.6630 27.6937 2215 2 586.8351 ‐1.0736
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 1451.7199 MIGVEAAGFGLDSGK 3139.0380 1451.7210 28.7927 18028 2 726.3642 0.6217
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 1225.7263 INNAVAQALLAK 9641.4200 1225.7266 16.9658 15696 2 613.3669 ‐0.4574
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 757.4567 LLGAEVR 1197.1790 757.4575 16.6649 5283 1 757.4575 1.68
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 1121.5334 EDLNHTGAHK 1429.4920 1121.5341 18.3023 10045 2 561.2707 ‐0.3681
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 4781.3603 DATSEAIRDWVTNVETTHYI270.0616 4781.3649 23.8633 1007 3 1594.4598 5.54
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 2432.1728 DVGRAEYFSVTDEEALEAFK 1612.1450 2432.1867 30.0654 2647 4 608.8021 4.77
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 2120.0342 IKAAGSDPTMWQRPDSFGR1050.8560 2120.0283 32.4305 2348 2 1060.5178 ‐1.3063
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 Carbamidomethyl+C(24) 3464.8683 VSRLEGIIPALETSHALAHLEK1567.0300 3464.8648 19.9578 1528 3 1155.6264 1.69
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 1051.5055 EAAGFGLDSGK 184.8875 1051.5084 29.5778 1692 1 1051.5084 4.41
NP_194437.1 tryptophan synthase beta chain Arabidopsis thaliana 419.2988 51885.8164 10 7.16 None 2103.0076 IKAAGSDPTMWQRPDSFGR145.0552 2102.9922 30.8441 1741 2 1051.9997 ‐5.9389
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 1116.5354 ALVDAPDMER 20347.4000 1116.5422 21.7259 42759 2 558.7747 5.1414
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 1301.6484 VALVNYGEDHGK 19139.3200 1301.6489 18.2955 19934 3 434.5545 ‐0.8760
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 904.4808 ALIEAMEK 15660.2000 904.4812 21.0892 14036 2 452.7442 ‐1.1038
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 964.4483 ANLNDFDR 8747.3060 964.4503 18.7152 8515 2 482.7288 0.7203
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 1371.7842 LSLTDIVIDINR 859.8664 1371.7853 20.9918 7361 2 686.3963 0.4515
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 2034.0259 ALVDAPDMERIQMNFKR 1996.7580 2034.0232 31.8067 7538 2 1017.5152 ‐0.1082
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 833.3458 DAPDMER 346.0931 833.3482 21.7159 3967 1 833.3482 3.88
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 932.4142 VDAPDMER 500.5862 932.4183 21.7452 3015 1 932.4183 5.85
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 919.3904 NYGEDHGK 1375.0880 919.3898 18.2929 1140 1 919.3898 0.3093
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4766.5990 15505.4234 15 42.54 None 762.3417 LNDFDR 151.4559 762.3396 18.0963 906 1 762.3396 ‐2.4093
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4885.7080 15505.4234 15 42.54 None 1301.6484 VALVNYGEDHGK 46618.9600 1301.6489 18.2955 19934 3 434.5545 ‐0.7764
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4885.7080 15505.4234 15 42.54 None 904.4808 ALIEAMEK 11907.1600 904.4812 21.0892 14036 2 452.7442 ‐0.9144
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4885.7080 15505.4234 15 42.54 Oxidation+M(6) 1333.7032 ALIEAMEKADVK 986.7349 1333.7095 25.7936 14524 2 667.3584 4.66
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4885.7080 15505.4234 15 42.54 None 919.3904 NYGEDHGK 1050.1110 919.3898 18.2929 1140 1 919.3898 0.4819
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4885.7080 15505.4234 15 42.54 None 1284.6219 VALVNYGEDHGK 286.4936 1284.6270 19.6605 1230 2 642.8171 3.60
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein A 722.3368 44486.9531 5 15.8 None 1158.6517 GVLLYGPPGTGK 17097.7600 1158.6509 15.7888 18670 2 579.8291 ‐1.6114
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein A 722.3368 44486.9531 5 15.8 None 597.3355 ALEHK 5745.1310 597.3359 13.7969 4367 1 597.3359 0.4307
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein A 722.3368 44486.9531 5 15.8 None 1197.6878 LVSAVFSLAYK 100.2816 1197.6656 26.7741 20354 2 599.3364 ‐19.3001
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein A 722.3368 44486.9531 5 15.8 None 845.4363 EILDAER 1986.2010 845.4472 17.1690 2252 1 845.4472 13.5684
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein A 722.3368 44486.9531 5 15.8 Oxidation+M(4)
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 5555.9750 1850.9349 19.5633 21069 2 925.9711 2.23
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 None 1693.8796 SVVFIGFGTGPELENK 1300.3830 1693.8804 19.3487 6859 2 847.4438 1.0772
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 None 1863.9447 SASTPSAFQSLGEAVAAAAK1852.9080 1863.9449 19.7813 6211 2 932.4761 1.1895
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 Carbamidomethyl+C(10) 1472.7454 VSFAITPLYCSSK 404.1104 1472.7578 16.7493 2344 2 736.8825 8.62
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 None 2062.0485 GDILAVGVTEKDMAKDANS220.6150 2062.0229 18.5640 1554 2 1031.5151 ‐10.6978
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 None 2559.2449 FVSENVEWLHIDMAGRVW541.8312 2559.2594 22.9845 11492 3 853.7580 6.22
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 Oxidation+M(*) 3166.6262 IVDIATLTGEIIVALGPSMAG 347.2198 3166.6232 22.0844 1153 3 1056.2126 1.03
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 311.3786 61632.3923 8 9.12 Carbamidomethyl+C(11) 1832.9211 LTLADALVYACNQGVDK 258.7582 1832.9165 17.9032 2048 2 916.9619 ‐1.5362
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1232.5940 ELDEQAAAVMR 36953.4000 1232.5945 21.6221 37957 2 616.8009 ‐0.2362
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1700.9429 ALDSQIAALSEDIVKK 5022.0590 1700.9438 31.2773 33292 3 567.6528 ‐0.0896
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1675.8749 EALASLESQKEETIK 8465.4910 1675.8745 21.2926 26295 3 559.2963 ‐0.8815
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1572.8479 ALDSQIAALSEDIVK 25289.7700 1572.8455 33.7368 18801 2 786.9264 ‐1.4298
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1992.9543 DTSTEVKELDEQAAAVMR 3837.0030 1992.9570 30.4951 6403 3 664.9905 1.03
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1802.9382 VEEELKEALASLESQK 141.1084 1802.9648 16.8572 1852 3 601.6598 14.2925
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 875.4404 EQAAAVMR 247.9848 875.4385 20.7924 4593 1 875.4385 ‐1.3039
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 746.3978 QAAAVMR 131.7109 746.4018 20.5271 3158 1 746.4018 5.26
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 990.4673 DEQAAAVMR 644.8726 990.4640 21.6232 1359 1 990.4640 ‐2.0143
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 4860.6980 23917.8178 15 22.83 None 1215.5674 ELDEQAAAVMR 272.6793 1215.5622 21.1940 965 2 608.2848 ‐4.9894
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2101.5750 23917.8178 15 22.83 None 1700.9429 ALDSQIAALSEDIVKK 5223.7960 1700.9438 31.2773 33292 3 567.6528 ‐0.1639
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2101.5750 23917.8178 15 22.83 None 1572.8479 ALDSQIAALSEDIVK 23641.6200 1572.8455 33.7368 18801 2 786.9264 ‐1.4288
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2101.5750 23917.8178 15 22.83 None 2403.2501 VEEELKEALASLESQKEETIK 328.7661 2403.2392 31.7979 3050 3 801.7512 ‐4.3770
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2101.5750 23917.8178 15 22.83 None 1075.5630 EALASLESQK 1048.1170 1075.5571 19.7174 6218 2 538.2822 ‐6.3683
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2101.5750 23917.8178 15 22.83 None 1589.7417 VYYSPLGNFMDQR 358.0525 1589.7394 37.9036 1340 2 795.3733 ‐1.2881
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1221.6660 IAILNANYMAK 32089.4100 1221.6653 16.9314 31152 2 611.3363 ‐1.2678
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1791.9527 LGVAEVQELPFFDTVK 615.3738 1791.9534 21.2525 27306 2 896.4803 1.0437
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 2221.0628 FDAGLTESQMIQHMVDLAS2751.1230 2221.0636 20.8370 22760 3 741.0261 0.6387
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 7917.9950 1094.5679 17.4547 18975 2 547.7876 0.3807
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1171.6066 GNADVQNNVLK 14094.0400 1171.6052 17.0094 17728 2 586.3062 ‐2.0581
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1243.6165 NTAGIEPEDVAK 26289.6900 1243.6187 18.6347 17251 2 622.3130 1.1585
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1320.6735 EYAAFPAPWLR 10042.9600 1320.6767 19.7864 15794 2 660.8420 1.94
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 6302.9460 1838.9037 16.7413 13898 3 613.6394 ‐0.5769
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 2328.1118 FGVPMGYGGPHAAFLATSQ9471.0140 2328.1142 18.0798 13436 3 776.7096 1.00
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1399.7176 NTAGIEPEDVAKR 29586.9500 1399.7203 17.5602 12538 3 467.2449 0.8149
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 3237.4941 LMDYGFHGPTMSWPVPGT7513.7980 3237.4839 21.3671 11795 3 1079.8328 ‐1.2524
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(10) 3424.5777 DIDYSSGDVCGVLVQYPGTE4599.9540 3424.5760 37.7107 11688 3 1142.1968 1.88
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 2068.0684 SFIGMGYYNTHVPTVILR 4644.7640 2068.0719 19.1909 10068 3 690.0288 1.05
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1043.5480 GNINIEEVR 8639.8510 1043.5493 20.6554 7570 2 522.2783 0.0868
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 959.5044 EEIAQIEK 6554.2590 959.5044 17.1207 6476 2 480.2559 ‐1.3246
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1171.6430 GNINIEEVRK 5399.8300 1171.6477 17.8507 4161 2 586.3275 3.1770



NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1075.5994 IIGISVDSSGK 5189.6240 1075.6010 15.0335 2931 2 538.3041 0.4568
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 3029.5942 VFASGKPVPFTAESLAPEVQ2143.5660 3029.5920 19.2953 11500 3 1010.5355 0.8357
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1640.8755 GVNGTVAHEFIIDLR 942.1082 1640.8577 15.5098 5154 3 547.6241 ‐11.5491
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(12) 2946.4877 VDNVYGDRKLVCTLLPEEEQ767.8796 2946.4629 38.8943 2336 3 982.8258 ‐7.0073
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1722.7976 RHNSATPDEQTHMAK 4204.9900 1722.7966 28.8592 1911 2 861.9019 ‐0.1354
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 3157.5367 LDSMKFSKFDAGLTESQMIQ1028.5180 3157.5167 23.7188 1255 3 1053.1771 ‐4.5555
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 870.4680 NIEEVRK 190.6978 870.4673 16.6928 2393 2 435.7373 ‐2.3114
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 698.4559 PTVILR 194.4109 698.4560 20.4603 1628 1 698.4560 0.2772
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 929.5051 DVQNNVLK 337.3064 929.5040 16.1205 1513 2 465.2556 ‐2.5810
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 773.4516 IEEVRK 144.5373 773.4530 18.7875 1425 1 773.4530 2.24
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1037.5448 ILNANYMAK 835.1448 1037.5461 16.9305 1390 1 1037.5461 2.63
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 886.4934 FPAPWLR 277.2156 886.4931 18.6440 1364 1 886.4931 0.6378
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 2024.9535 PMGYGGPHAAFLATSQEYK399.4026 2024.9558 18.0816 1193 2 1012.9815 2.40
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 Carbamidomethyl+C(2) 1076.5558 FCDALISIR 318.0704 1076.5589 17.9353 5998 2 538.7831 1.82
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1153.6324 GNINIEEVRK 181.1802 1153.6369 17.1531 5844 2 577.3221 3.0535
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 1225.6059 NTAGIEPEDVAK 428.9775 1225.6090 17.1957 1739 2 613.3081 1.31
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 3047.2340 113894.9909 62 35.97 None 2050.0579 SFIGMGYYNTHVPTVILR 536.8478 2050.0601 19.1091 1641 4 513.2705 ‐0.4313
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1221.6660 IAILNANYMAK 29733.2100 1221.6653 16.9314 31152 2 611.3363 ‐1.4226
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1791.9527 LGVAEVQELPFFDTVK 1724.9550 1791.9534 21.2525 27306 2 896.4803 1.34
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2221.0628 FDAGLTESQMIQHMVDLAS3834.3550 2221.0636 20.8370 22760 3 741.0261 0.9589
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 8737.8640 1094.5679 17.4547 18975 2 547.7876 0.1447
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2484.2129 FGVPMGYGGPHAAFLATSQ500.1757 2484.2075 17.3790 17749 4 621.8073 ‐2.4459
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1320.6735 EYAAFPAPWLR 5940.1810 1320.6767 19.7864 15794 2 660.8420 1.79
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 3947.9980 1838.9037 16.7413 13898 3 613.6394 ‐0.4813
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2328.1118 FGVPMGYGGPHAAFLATSQ4954.8300 2328.1142 18.0798 13436 3 776.7096 1.31
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 3237.4941 LMDYGFHGPTMSWPVPGT8343.1890 3237.4839 21.3671 11795 3 1079.8328 ‐0.3349
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2068.0684 SFIGMGYYNTHVPTVILR 4718.1200 2068.0719 19.1909 10068 3 690.0288 1.08
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 3029.5942 VFASGKPVPFTAESLAPEVQ686.3603 3029.5956 22.4633 3459 3 1010.5367 2.89
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1075.5994 IIGISVDSSGK 5733.7070 1075.6010 15.0335 2931 2 538.3041 0.2086
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1952.0177 KPYSREYAAFPAPWLR 173.1860 1951.9917 18.5400 4300 3 651.3354 ‐13.3591
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1399.7176 NTAGIEPEDVAKR 201.6641 1399.7291 14.9206 2541 3 467.2479 6.53
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 3067.6860 VVMATDLLALTVLKPPGEFG374.1791 3067.6705 23.1817 1821 3 1023.2283 ‐2.6257
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1243.6165 NTAGIEPEDVAK 189.8884 1243.6419 16.1699 1714 2 622.3246 19.6725
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2112.0931 EEIAQIEKGNADVQNNVLK 1114.2010 2112.0855 17.8307 9061 3 704.7000 ‐3.2742
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 Carbamidomethyl+C(7) 2619.3447 AELDRFCDALISIREEIAQIEK 612.4209 2619.3492 21.2327 6825 3 873.7879 3.1483
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 3713.8956 EEIAQIEKGNADVQNNVLKG133.7052 3713.8605 21.6224 2297 3 1238.6250 ‐5.5686
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1331.6590 EFGADIVVGSAQR 99.4739 1331.6501 23.5670 1549 1 1331.6501 ‐3.9340
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1037.5448 ILNANYMAK 301.1458 1037.5461 16.9305 1390 1 1037.5461 2.11
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 886.4934 FPAPWLR 221.8576 886.4931 18.6440 1364 1 886.4931 0.5452
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 2024.9535 PMGYGGPHAAFLATSQEYK417.0077 2024.9558 18.0816 1193 2 1012.9815 2.25
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 1225.6059 NTAGIEPEDVAK 118.7022 1225.6090 17.1957 1739 2 613.3081 1.08
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1555.6820 113894.9909 62 35.97 None 3049.6755 VVMATDLLALTVLKPPGEFG308.3868 3049.6886 23.8847 1014 4 763.1776 5.21
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1198.7154 LAVQLVAGGSGVK 74707.8100 1198.7149 15.7004 72715 2 599.8611 ‐1.1967
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 2555.3451 VLLDGSPESPLETITVQLSNV5253.0420 2555.3395 22.0765 47457 2 1278.1734 0.3659
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1143.6004 GGVIDEDALVR 101333.5000 1143.6007 24.0291 46569 2 572.3040 ‐0.6787
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELN12828.6300 2567.1924 31.6906 43662 2 1284.0998 ‐0.5723
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 2278.1965 GIIEPISDVYVNLVNADFTAK5638.9080 2278.1853 22.4419 36619 2 1139.5963 ‐3.0895
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1050.5466 ILNDETFAK 15347.6300 1050.5476 20.3259 31788 2 525.7774 ‐0.2183
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1324.6644 VIAHDPYAPADR 59013.4900 1324.6653 16.8517 25382 3 442.2266 ‐0.6023
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 25174.0200 1159.6508 18.5150 23195 2 580.3290 ‐0.5047
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 905.5455 TLAVLGFGK 9790.2010 905.5470 17.6784 18194 2 453.2771 0.1417
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1240.6056 FASSLSESGEVK 4508.3170 1240.6070 18.9788 17762 2 620.8072 0.5119
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 921.5404 YVGVSLVGK 5280.3180 921.5407 22.5195 10940 2 461.2740 ‐1.0810
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 3005.4819 QVDQPGMIGTVGSILGESNV5280.3120 3005.4688 21.9702 10803 3 1002.4945 ‐2.8317
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1590.8778 IGEIPAVEEFVFLK 5376.7800 1590.8745 22.1164 10308 2 795.9409 ‐1.8940
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1428.7845 SPLPSAISVAFPSR 405.2340 1428.7431 18.6220 4485 2 714.8752 ‐29.2491
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1703.9618 IGEIPAVEEFVFLKL 3625.0580 1703.9443 24.2386 18930 2 852.4758 ‐9.8215
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1585.8618 KQAIMAIGVDDIPSK 1749.5880 1585.8630 25.7267 14277 3 529.2925 ‐0.0144
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 2057.1311 KQAIMAIGVDDIPSKETLK 2364.1980 2057.1362 26.3223 4700 3 686.3836 2.21
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 3442.7570 QVDQPGMIGTVGSILGESNV671.4165 3442.7380 23.0747 2548 3 1148.2508 ‐3.2732
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1338.6787 VLLDGSPESPLET 142.7094 1338.6862 22.4325 4831 2 669.8467 5.1023
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 691.4137 AVLGFGK 3478.2480 691.4137 17.6764 3052 1 691.4137 0.0631
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 904.4159 DPYAPADR 313.5933 904.4143 15.7813 2920 1 904.4143 ‐0.7822
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1420.6777 SYNMTPEELNIK 495.3849 1420.6813 33.2998 1921 2 710.8443 2.93
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 865.4414 VNADFTAK 114.0221 865.4371 22.3342 1650 1 865.4371 ‐4.1166
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 787.4672 LVAGGSGVK 757.1281 787.4701 15.6929 1555 1 787.4701 4.1464
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1323.6474 SNVNVNFMSVGR 2425.2240 1323.6433 21.9718 1510 1 1323.6433 ‐0.3303
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 686.4196 DALIVR 161.4117 686.4179 17.1725 1129 1 686.4179 ‐2.2586
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 Carbamidomethyl+C(3) 1794.8037 VDCSYNMTPEELNIK 250.2096 1794.8151 34.2423 982 3 598.9432 5.70
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1032.5360 ILNDETFAK 245.8862 1032.5376 17.9575 1129 1 1032.5376 2.42
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6865.1670 63610.2070 63 38.64 None 1033.5201 ILNDETFAK 857.6392 1033.5194 19.3960 4217 1 1033.5194 0.8924
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELN8048.8690 2567.1924 31.6906 43662 2 1284.0998 ‐0.8515



NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1050.5466 ILNDETFAK 8227.2990 1050.5476 20.3259 31788 2 525.7774 ‐0.0701
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1324.6644 VIAHDPYAPADR 35547.5900 1324.6653 16.8517 25382 3 442.2266 ‐0.5127
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1240.6056 FASSLSESGEVK 2061.9650 1240.6070 18.9788 17762 2 620.8072 0.6066
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 921.5404 YVGVSLVGK 6010.3420 921.5407 22.5195 10940 2 461.2740 ‐0.8964
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1677.8766 SATAAASSSIAVATNSLR 370.5735 1677.8428 37.4261 2375 2 839.4251 ‐19.7647
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1457.7668 QAIMAIGVDDIPSK 189.0540 1457.7486 36.3176 2115 1 1457.7486 ‐9.0091
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1808.9171 MSATAAASSSIAVATNSLR 230.8698 1808.9195 31.2543 906 2 904.9634 1.40
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 2057.1311 KQAIMAIGVDDIPSKETLK 2195.7250 2057.1362 26.3223 4700 3 686.3836 2.28
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1668.8188 ITYASARATDDLDTR 652.0247 1668.8280 25.9954 2598 2 834.9176 5.36
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1225.5960 IAHDPYAPADR 485.8231 1225.5963 16.8550 1531 2 613.3018 ‐0.4026
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 796.3988 VIAHDPY 482.7524 796.3979 16.8473 1485 1 796.3979 ‐0.3888
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 867.4359 VIAHDPYA 440.6248 867.4334 16.8537 1422 1 867.4334 ‐1.9507
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 None 1573.8180 ATAAASSSIAVATNSLR 387.3243 1573.8231 37.0836 1374 2 787.4152 3.06
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1277.3340 63610.2070 63 38.64 Carbamidomethyl+C(3) 1794.8037 VDCSYNMTPEELNIK 190.6714 1794.8151 34.2423 982 3 598.9432 5.19
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1198.7154 LAVQLVAGGSGVK 51380.1100 1198.7149 15.7004 72715 2 599.8611 ‐1.3662
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 2555.3451 VLLDGSPESPLETITVQLSNV11363.0600 2555.3395 22.0765 47457 2 1278.1734 1.0633
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 2278.1965 GIIEPISDVYVNLVNADFTAK6824.4060 2278.1853 22.4419 36619 2 1139.5963 ‐2.5692
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 24629.5800 1159.6508 18.5150 23195 2 580.3290 ‐0.6991
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 905.5455 TLAVLGFGK 12011.4400 905.5470 17.6784 18194 2 453.2771 ‐0.2152
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 3468.7719 AHAIGVDLVSFDEALATADF1282.3690 3468.7782 24.1938 17891 4 867.9500 3.30
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 3005.4819 QVDQPGMIGTVGSILGESNV7994.6280 3005.4688 21.9702 10803 3 1002.4945 ‐2.0505
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1808.9171 MSATAAASSSIAVATNSLR 165.8122 1808.9222 21.0548 10539 2 904.9647 3.04
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1590.8778 IGEIPAVEEFVFLK 11731.2600 1590.8745 22.1164 10308 2 795.9409 ‐1.8129
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1702.9374 ALDAGIVAQAALDVFTK 1115.7880 1702.9277 22.8058 5853 2 851.9675 ‐5.1096
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1428.7845 SPLPSAISVAFPSR 143.8169 1428.7431 18.6220 4485 2 714.8752 ‐29.2716
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 3442.7570 QVDQPGMIGTVGSILGESNV578.3023 3442.7380 23.0747 2548 3 1148.2508 ‐2.2351
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 691.4137 AVLGFGK 3375.2190 691.4137 17.6764 3052 1 691.4137 ‐0.0520
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 865.4414 VNADFTAK 145.7163 865.4371 22.3342 1650 1 865.4371 ‐4.2117
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 915.5258 QLVAGGSGVK 787.9897 915.5250 15.6833 1599 1 915.5250 0.0751
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 787.4672 LVAGGSGVK 742.2128 787.4701 15.6929 1555 1 787.4701 4.0424
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1323.6474 SNVNVNFMSVGR 2364.8780 1323.6433 21.9718 1510 1 1323.6433 ‐0.3726
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 686.4196 DALIVR 100.6628 686.4179 17.1725 1129 1 686.4179 ‐2.3743
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 3170.4860 63610.2070 63 38.64 None 1684.9268 ALDAGIVAQAALDVFTK 314.8318 1684.9207 22.6197 1014 2 842.9640 ‐3.1103
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 42629.2200 1627.7602 17.5341 55037 2 814.3838 ‐0.0511
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 None 2098.9750 IEMELFADTTPNTAENFR 54467.1500 2098.9710 32.3159 46852 2 1049.9891 ‐0.5027
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 None 1526.7672 VFFDMSLSGTPIGR 6574.4090 1526.7662 19.9660 22813 2 763.8867 ‐0.6280
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 None 893.4727 DENFIKK 27122.2000 893.4721 16.8042 798 1 893.4721 0.2689
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 None 1168.6361 FKDENFIKK 1784.2430 1168.6375 16.8046 14898 3 390.2174 ‐0.2543
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 Carbamidomethyl+C(7) 2762.2913 VIPGFMCQGGDFTAKNGTG771.0087 2762.2641 19.4124 6173 2 1381.6357 ‐6.8037
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 Carbamidomethyl+C(5) 1415.6083 PGFMCQGGDFTAK 9606.3380 1415.6101 17.5314 4228 2 708.3087 1.0179
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 Carbamidomethyl+C(4) 1318.5555 GFMCQGGDFTAK 406.1631 1318.5588 18.1084 1200 2 659.7830 1.62
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 11210.1600 18606.1756 23 39.53 None 1150.6255 FKDENFIKK 106.7342 1150.6183 17.4190 1543 1 1150.6183 ‐4.2712
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 2098.9750 IEMELFADTTPNTAENFR 33752.8800 2098.9710 32.3159 46852 2 1049.9891 ‐0.6499
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 893.4727 DENFIKK 54898.1100 893.4721 16.8042 798 1 893.4721 0.4412
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 Carbamidomethyl+C(24) 2825.2982 HTGAGILSMANSGPNTNGS174.5711 2825.3439 35.1774 1177 3 942.4528 16.8653
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 1168.6361 FKDENFIKK 2190.4330 1168.6375 16.8046 14898 3 390.2174 ‐0.0967
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 Carbamidomethyl+C(31) 3699.7530 DENFIKKHTGAGILSMANSG240.4018 3699.7827 35.2811 3729 3 1233.9324 9.23
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 1483.6812 FADTTPNTAENFR 103.7046 1483.6868 30.2720 7308 2 742.3470 3.99
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 737.3577 TAENFR 52.8938 737.3540 30.0358 6989 1 737.3540 ‐4.5814
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 1021.5677 KDENFIKK 799.3598 1021.5650 16.7969 1560 2 511.2861 ‐3.7177
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6104.6270 18606.1756 23 39.53 None 634.2831 FKDEN 592.9105 634.2848 16.7978 1095 1 634.2848 2.75
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3722.5490 18606.1756 23 39.53 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 35330.5600 1627.7602 17.5341 55037 2 814.3838 0.0536
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3722.5490 18606.1756 23 39.53 None 1526.7672 VFFDMSLSGTPIGR 7379.0900 1526.7662 19.9660 22813 2 763.8867 ‐0.5879
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3722.5490 18606.1756 23 39.53 Carbamidomethyl+C(7) 1192.5878 VVTITDCGQLS 637.5307 1192.5836 15.3210 2993 2 596.7954 ‐4.5334
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3722.5490 18606.1756 23 39.53 Carbamidomethyl+C(7) 3037.4547 VIPGFMCQGGDFTAKNGTG998.3397 3037.4429 19.2352 2258 3 1013.1525 ‐1.5078
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3722.5490 18606.1756 23 39.53 None 1280.6303 FDMSLSGTPIGR 231.7014 1280.6313 19.7262 1748 1 1280.6313 3.13
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1523.8580 LGPNYLQLPVNAPK 142413.1000 1523.8573 18.0175 319795 2 762.4323 ‐0.4980
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1136.6786 APGVQTPVIVR 57195.6100 1136.6791 22.1061 303250 2 568.8432 ‐0.5417
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 14690.5400 2242.0578 21.1149 136948 3 748.0241 ‐0.5935
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 798.4832 LNVRPSI 23719.6800 798.4831 21.2148 62820 2 399.7452 ‐1.9289
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1045.5524 SLLEEDAIR 45296.7800 1045.5518 23.6689 57946 2 523.2795 ‐1.7772
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1255.5590 DEEVNYFPSR 63904.8800 1255.5595 22.4120 49658 2 628.2834 ‐0.2406
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1984.9916 EGNFDLVGNNFPVFFIR 8783.1990 1984.9830 22.8840 44306 2 992.9951 ‐3.2067
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1072.5422 WIDALSDPR 10464.8200 1072.5435 25.0723 39789 2 536.7754 0.0943
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1679.7880 HMDGSGVNTYMLINK 5275.1050 1679.7901 24.5211 33687 2 840.3987 1.19
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 2831.3020 VGGTNHSHATQDLYDSIAAG7353.6200 2831.3006 28.8638 30397 4 708.5806 ‐0.4785
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 7803.2700 1176.5726 18.9893 26130 2 588.7899 ‐0.1936
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1483.7216 SIWISYWSQADK 1878.1720 1483.7269 19.2720 23319 2 742.3671 3.21
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1493.7933 FPDMVHALKPNPK 5377.4910 1493.7940 15.5298 19004 3 498.6028 ‐0.5311
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 3514.6776 ILDFFSHHPESLNMFTFLFDD2340.3510 3514.6677 25.4482 11639 4 879.4224 ‐1.5517
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1069.5174 SHIQENWR 15650.6100 1069.5185 15.3779 6712 2 535.2629 0.0089
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 Carbamidomethyl+C(15) 3337.5834 NIDNFFAENEQLAFCPAIIVP819.5173 3337.6187 29.4653 893 3 1113.2111 12.09
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 2694.3549 LFIQIIDPADEDKFDFDPLDV 6329.7320 2694.3510 22.4681 47557 3 898.7885 ‐0.4085
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 2424.2670 SIWISYWSQADKSLGQKLAS594.5131 2424.2580 18.9477 2934 3 808.7575 ‐3.1520



NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 2366.2728 FIQRWIDALSDPRITHEIR 1536.3930 2366.2697 29.2283 2865 3 789.4281 ‐0.8088
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 472.2878 RPSI 58.0062 472.2874 20.1693 15611 1 472.2874 ‐1.7405
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 604.2838 ENWR 108.8265 604.2841 17.1671 13557 1 604.2841 0.2047
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 571.3562 VRPSI 92.1160 571.3568 20.2062 9632 1 571.3568 0.5282
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 968.5887 GVQTPVIVR 966.7839 968.5889 22.1085 8428 1 968.5889 1.52
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 882.4468 VNYFPSR 264.8377 882.4510 20.5877 3488 2 441.7291 3.1476
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1118.5815 FPDMVHALKP 136.2965 1118.5891 14.1849 2860 2 559.7982 5.03
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 583.3926 PVIVR 2768.8530 583.3896 22.1110 2664 1 583.3896 ‐5.5689
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1306.6678 KFDFDPLDVTK 125.8413 1306.6667 21.5752 2415 1 1306.6667 1.97
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1647.8166 SIWISYWSQADKSL 301.9603 1647.8113 18.4910 1490 2 824.4093 ‐2.8688
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 866.5094 QLPVNAPK 168.9635 866.5110 18.0206 1442 1 866.5110 2.53
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1353.6573 LFIQIIDPADED 157.9156 1353.6564 22.5153 1106 2 677.3318 ‐1.0739
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1011.4894 EVNYFPSR 325.5926 1011.4871 22.4194 996 1 1011.4871 ‐0.9024
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 818.3832 GFFEVTH 560.1443 818.3842 19.0487 995 1 818.3842 1.69
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1256.6957 ADKSLGQKLASR 205.6042 1256.6996 18.0224 814 1 1256.6996 5.88
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1237.5484 DEEVNYFPSR 369.1260 1237.5495 24.2891 1999 2 619.2784 0.1781
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1966.9810 EGNFDLVGNNFPVFFIR 381.0317 1966.9851 24.2960 992 2 983.9962 3.12
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 1967.9650 EGNFDLVGNNFPVFFIR 349.5561 1967.9591 20.4884 5167 2 984.4832 ‐1.8935
NP_195235.1 catalase 2 Arabidopsis thaliana 11113.6400 57273.5396 52 57.11 None 2407.2405 SIWISYWSQADKSLGQKLAS367.0382 2407.2488 18.8768 814 4 602.5677 2.65
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 1136.6786 APGVQTPVIVR 77014.6200 1136.6791 22.1061 303250 2 568.8432 ‐0.4177
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 798.4832 LNVRPSI 24614.7000 798.4831 21.2148 62820 2 399.7452 ‐1.7096
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 1072.5422 WIDALSDPR 11965.0900 1072.5435 25.0723 39789 2 536.7754 0.2363
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 1679.7880 HMDGSGVNTYMLINK 8076.1400 1679.7901 24.5211 33687 2 840.3987 1.28
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 2831.3020 VGGTNHSHATQDLYDSIAAG6814.5350 2831.3006 28.8638 30397 4 708.5806 ‐1.1456
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 6523.0360 1176.5726 18.9893 26130 2 588.7899 ‐0.0809
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 1020.5221 LANFDRER 624.8487 1020.5364 18.7586 3856 2 510.7718 12.35
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 1145.5698 YDQVRHAEK 111.5574 1145.5729 15.8899 11517 2 573.2901 1.37
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 Carbamidomethyl+C(12) 1641.8054 HAEKYPTPPAVCSGK 500.4114 1641.8087 16.9062 7099 3 547.9411 1.91
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 2366.2728 FIQRWIDALSDPRITHEIR 1066.6120 2366.2697 29.2283 2865 3 789.4281 ‐1.1728
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 704.3474 FDRER 90.7244 704.3503 19.7154 18129 1 704.3503 4.36
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 472.2878 RPSI 85.0767 472.2874 20.1693 15611 1 472.2874 ‐1.5721
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 571.3562 VRPSI 850.5642 571.3568 20.2062 9632 1 571.3568 0.6975
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 968.5887 GVQTPVIVR 1675.5330 968.5889 22.1085 8428 1 968.5889 1.82
NP_195235.1 catalase 2 Arabidopsis thaliana 3320.4620 57273.5396 52 57.11 None 773.3788 DALSDPR 1520.3820 773.3795 25.0605 6186 1 773.3795 1.48
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1217.6062 HLQFPSFADR 3747.5850 1217.6073 16.6883 9615 2 609.3073 0.1936
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1193.6637 HENVDIVVIR 2382.2870 1193.6655 22.5714 7871 2 597.3364 0.7362
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1586.8757 ANPVALLLSSAMMLR 1870.6920 1586.8731 25.3118 4683 2 793.9402 ‐1.4780
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 Carbamidomethyl+C(10) 1280.6304 LADGLFLESCR 212.7873 1280.6627 19.9238 11268 2 640.8350 24.6233
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1483.8227 TPVGGGVSSLNVQLR 2150.1600 1483.8241 25.7187 6632 2 742.4157 0.8143
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1503.7373 SVTYMPRPGDGAPR 102.3374 1503.7820 37.7188 792 3 501.9322 28.7860
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 Carbamidomethyl+C(27) 3869.0742 TPVGGGVSSLNVQLRKELDL1288.0140 3869.0529 25.7071 10258 3 1290.3558 ‐2.5758
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1735.8802 IAKYAFEYAYLNNR 865.4136 1735.8811 18.5356 3711 2 868.4442 1.0155
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1178.6164 TPVGGGVSSLNVQ 194.1375 1178.6129 24.9321 2193 2 589.8101 ‐3.8043
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1199.5956 HLQFPSFADR 183.5995 1199.5938 17.9988 2968 2 600.3005 ‐2.3232
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 341.6482 40026.1304 21 25.61 None 1718.8537 IAKYAFEYAYLNNR 233.0694 1718.8451 18.1393 756 3 573.6199 ‐5.5745
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1217.6062 HLQFPSFADR 2932.8270 1217.6073 16.6883 9615 2 609.3073 0.0362
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1586.8757 ANPVALLLSSAMMLR 1166.2100 1586.8731 25.3118 4683 2 793.9402 ‐1.3994
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 3494.8062 AVTLIPGDGIGPLVTNAVEQ 1732.5950 3494.8014 25.6686 2152 3 1165.6053 2.0112
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 Carbamidomethyl+C(12) 2404.2694 KELDLFASLVNCFNLPGLPTR342.8618 2404.2044 23.5574 1605 2 1202.6058 ‐24.2783
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 Carbamidomethyl+C(27) 3869.0742 TPVGGGVSSLNVQLRKELDL2500.3090 3869.0529 25.7071 10258 3 1290.3558 ‐1.2872
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1735.8802 IAKYAFEYAYLNNR 611.9182 1735.8811 18.5356 3711 2 868.4442 1.1892
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 839.4046 FPSFADR 217.0044 839.4045 18.1493 2720 1 839.4045 0.4056
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1080.5473 LQFPSFADR 122.6837 1080.5451 17.5448 1056 1 1080.5451 ‐0.3154
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1199.5956 HLQFPSFADR 91.0269 1199.5938 17.9988 2968 2 600.3005 ‐2.4921
NP_195252.1 Isocitrate dehydrogenase NAD regulatory subunit 1 Arabidopsis thaliana 302.9895 40026.1304 21 25.61 None 1718.8537 IAKYAFEYAYLNNR 186.7461 1718.8451 18.1393 756 3 573.6199 ‐5.5494
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1589.7693 VPSFEELEQTPDAK 1842.1110 1589.7679 26.4130 28698 2 795.3876 ‐0.7192
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1901.0531 VFNFAAGPATLPENVLLK 8757.8650 1901.0486 20.9020 26928 2 951.0280 ‐1.4236
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1463.7563 ASIYNAMPLAGVEK 12372.8000 1463.7564 28.2966 25203 2 732.3819 ‐0.0191
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1905.9626 DLIGNAQDITPVMLDYK 5117.4610 1905.9615 33.8849 24721 2 953.4844 0.3402
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1065.5463 SELEAEFIK 16041.2300 1065.5460 25.3565 16169 2 533.2766 ‐1.3345
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1324.7947 NVGPSGVTIVIIR 21565.1800 1324.7940 17.9482 13077 2 662.9006 ‐1.0186
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1308.5493 GSGMSVMEMSHR 5449.1330 1308.5509 19.5539 9063 2 654.7791 0.6807
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1162.6830 GKEFLSIIQK 1112.7910 1162.6818 16.3268 6947 2 581.8445 ‐1.9187
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1858.8970 ADLLYNAIEESNGFFR 477.1071 1858.8833 19.8792 1222 2 929.9453 ‐6.5198
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 Carbamidomethyl+C(17) 2814.3880 ADLLYNAIEESNGFFRCPVEK899.6193 2814.4005 33.0155 17379 3 938.8050 5.64
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 707.3511 VFNFAAG 327.9597 707.3476 21.9935 13314 1 707.3476 ‐4.9065
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1194.7093 PATLPENVLLK 321.6838 1194.7045 19.6647 2752 1 1194.7045 ‐1.7717
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 736.3876 EAEFIK 10185.7400 736.3864 25.3629 1164 1 736.3864 ‐1.3130
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 849.4716 LEAEFIK 2371.4230 849.4716 25.3615 1020 1 849.4716 0.6739
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1145.6565 GKEFLSIIQK 997.3530 1145.6591 16.5301 3839 2 573.3332 1.00
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2215.1550 47815.6348 16 30.47 None 1884.0266 VFNFAAGPATLPENVLLK 777.7449 1884.0236 19.3782 858 2 942.5154 ‐0.7034
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 Carbamidomethyl+C(2) 974.4911 NCAPIMLR 5563.9780 974.4913 21.1578 3776 2 487.7493 ‐1.0638
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1055.6095 GETPGLLQLK 732.7458 1055.6122 19.2665 1490 2 528.3098 1.05
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1136.5807 EELNRPHNK 205.6841 1136.5742 17.6096 18806 2 568.7907 ‐6.6441



NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1129.6000 LSELGFNPPR 973.2994 1129.5943 24.0657 5430 2 565.3008 ‐6.0478
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1406.6661 LYAKDEDMFFK 343.1048 1406.6846 36.1488 2325 2 703.8460 12.16
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1118.5701 EELNRPHNK 694.4700 1118.5679 17.8741 8789 2 559.7876 ‐2.9853
NP_195321.1 L ascorbate peroxidase Arabidopsis thaliana 240.8516 31066.4299 7 6.45 None 1119.5541 EELNRPHNK 132.0510 1119.5539 18.8705 2821 1 1119.5539 1.25
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1550.7962 AVVTVPAYFNDAQR 9012.3290 1550.7957 27.2820 18630 2 775.9015 ‐0.2214
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1806.9055 IINEPTAAALSYGMNNK 5161.8060 1806.9032 16.5291 11550 2 903.9552 ‐0.5676
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 2507.2875 IELSSTTQTEINLPFITADASG396.1249 2507.2963 22.3124 10715 3 836.4369 4.03
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1417.7355 EVDEVLLVGGMTR 13463.2900 1417.7350 29.3084 10183 2 709.3712 ‐0.6052
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 981.4888 ETAEAYLGK 11033.6500 981.4909 17.9913 7412 2 491.2491 0.8456
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1813.9542 IPAEIASEIETAVSDLR 1955.1160 1813.9496 40.1086 6954 2 907.4784 ‐1.7976
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1140.6735 GELLVGTPAKR 1751.3650 1140.6705 18.2441 3743 2 570.8389 ‐3.5371
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 818.4367 QATKDAGK 249.9464 818.4293 22.8702 4654 1 818.4293 ‐8.3177
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1460.7162 VLQGEREMAADNK 249.3703 1460.7263 16.6951 3094 3 487.5803 5.06
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1951.9906 KSQVFSTAADNQMQVGIK 767.2504 1951.9864 19.5853 4235 2 976.4968 ‐1.0866
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 2071.0917 EKIPAEIASEIETAVSDLR 1596.0260 2071.0957 40.4386 3938 3 691.0367 1.64
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 3030.5677 DAGKIAGLDVQRIINEPTAAA406.4499 3030.5831 18.8946 1189 3 1010.8659 6.44
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1061.5586 RSDNIDLTK 3580.3030 1061.5596 15.9174 995 2 531.2834 ‐0.1210
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 1337.6518 PTAAALSYGMNNK 424.2893 1337.6561 17.4903 5806 2 669.3317 2.41
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 None 814.4054 RSDNIDL 1725.6870 814.4059 15.3003 2505 1 814.4059 1.48
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 862.4749 73360.1934 30 19.21 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1550.7962 AVVTVPAYFNDAQR 10142.2400 1550.7957 27.2820 18630 2 775.9015 ‐0.2142
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1417.7355 EVDEVLLVGGMTR 16317.3000 1417.7350 29.3084 10183 2 709.3712 ‐0.5605
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1813.9542 IPAEIASEIETAVSDLR 927.8311 1813.9496 40.1086 6954 2 907.4784 ‐1.8645
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1140.6735 GELLVGTPAKR 2991.0860 1140.6705 18.2441 3743 2 570.8389 ‐3.4143
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1939.0066 GVNPDEAVAMGAAIQGGIL718.8676 1939.0042 30.4757 1178 3 647.0063 ‐1.6021
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1456.6815 APNGDAWVEANGQK 203.8309 1456.6955 28.7257 2538 2 728.8514 9.72
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 3078.4691 ATNGDTFLGGEDFDNTLLEY451.9955 3078.5546 38.8521 1530 3 1026.8564 28.7599
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1979.0345 AVVTVPAYFNDAQRQATK 755.3632 1979.0286 26.4809 22829 3 660.3477 ‐3.3375
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 2071.0917 EKIPAEIASEIETAVSDLR 1180.9480 2071.0957 40.4386 3938 3 691.0367 1.09
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 Carbamidomethyl+C(3)
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1509.7445 PAYFNDAQRQATK 289.0851 1509.7442 27.8086 1129 2 755.3758 ‐0.1511
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 654.2043 73360.1934 30 19.21 None 1961.0239 AVVTVPAYFNDAQRQATK 157.6298 1961.0336 27.8398 18241 3 654.3494 4.48
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1806.7738 LDESTGYIDYDQMEK 150081.6000 1806.7728 24.7039 105470 2 903.8900 0.1011
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 43427.8500 2402.2088 35.7268 101372 3 801.4078 0.6487
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1569.8054 NTVPGDVSAMVPGGIR 18598.6700 1569.7981 28.1525 88993 2 785.4027 ‐4.5149
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2253.2238 GYELVSGGTDNHLVLVNLKP15509.0900 2253.2244 17.3018 80787 4 564.0616 ‐0.8150
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2171.0900 LKDFVSAMESSSTIQSEIAK 9344.0460 2171.0899 17.9700 76844 3 724.3681 0.0891
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1180.6684 VLEAVHIASNK 98120.0500 1180.6695 18.9729 74199 2 590.8384 0.0681
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1041.4888 GFVEEDFAK 37322.0000 1041.4881 23.2225 69734 2 521.2477 ‐1.7530
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1337.6696 AYQEQVLSNSAK 71387.2300 1337.6713 17.6060 60271 2 669.3393 0.8189
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 995.4979 FAQTLMER 13947.1100 995.4989 20.4189 55719 2 498.2531 ‐0.1981
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 933.4822 MGTPALTSR 29642.0600 933.4817 17.4372 55463 2 467.2445 ‐1.9991
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2738.3739 GLELIPSENFTSVSVMQAVG16691.5100 2738.3728 23.0858 50089 3 913.4624 0.6630
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1660.8403 ISAVSIFFETMPYR 36541.7400 1660.8407 22.1690 43947 2 830.9240 0.5547
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1066.5568 QFPTIGFEK 4606.1850 1066.5578 27.3656 32912 2 533.7825 ‐0.1699
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2291.1237 IMALDLPHGGHLSHGYQTD24927.9500 2291.1267 15.3354 28692 4 573.5371 0.2566
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 999.4530 YSEGYPGAR 9767.3770 999.4531 14.6140 24184 2 500.2302 ‐1.2343
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1157.5361 EVLYDFEDK 48029.8100 1157.5362 25.1088 24126 2 579.2717 ‐0.7711
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 841.4389 GAMIFFR 4852.3820 841.4396 17.9200 23212 1 841.4396 1.58
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1091.6208 LIVAGASAYAR 50469.4400 1091.6223 14.4271 21202 2 546.3148 0.3358
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 3017.5744 WGVNVQPLSGSPANFHVYT858.8950 3017.5797 19.0607 13973 5 604.3218 1.82
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2653.4573 INQAVFPGLQGGPHNHTITG2203.2550 2653.4583 18.4318 11359 4 664.1200 0.0236
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2419.2187 IMALDLPHGGHLSHGYQTD13231.2600 2419.2196 14.9564 11209 4 605.5603 ‐0.4356
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 715.4713 AVTIALK 1523.0770 715.4706 20.1529 4465 1 715.4706 ‐0.7527
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 706.3883 ALEAFR 323.9808 706.3817 18.9772 3289 1 706.3817 ‐9.1789
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1555.7825 QFPTIGFEKETMK 353.6936 1555.7673 13.6740 1135 2 778.3873 ‐9.6577
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 927.4418 QATTSEYK 199.5636 927.4316 19.9695 818 2 464.2194 ‐12.4384
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1257.6586 LRHEVEEFAK 49206.5000 1257.6596 16.5206 16527 3 419.8914 ‐0.5156
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1788.9353 KISAVSIFFETMPYR 3550.6560 1788.9382 20.5530 8393 3 596.9842 1.1394
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 837.3989 VEEDFAK 5705.6420 837.3986 23.2212 6822 1 837.3986 0.3604
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 738.3305 EEDFAK 12347.4500 738.3290 23.2238 5517 1 738.3290 ‐1.7536
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 644.3726 PALTSR 1805.7520 644.3727 17.4297 4997 1 644.3727 0.0815
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1673.9333 SGGTDNHLVLVNLKPK 289.3916 1673.9237 18.4948 4095 2 837.4655 ‐5.3910
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1400.5852 LDESTGYIDYDQ 520.2699 1400.5779 24.7940 3556 2 700.7926 ‐5.4973
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 545.3657 TIALK 452.1967 545.3663 20.1578 3399 1 545.3663 0.5151
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 802.4417 GTPALTSR 2359.6090 802.4413 17.4345 3010 1 802.4413 ‐0.0509
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 835.4342 VGSVMTNK 125.6690 835.4301 21.7618 2486 1 835.4301 ‐4.2467
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 836.3897 SEGYPGAR 3886.7940 836.3886 14.6039 2071 1 836.3886 ‐0.6223
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 929.4251 LYDFEDK 3077.1710 929.4216 25.0916 1910 1 929.4216 ‐2.6395
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 766.3842 AGASAYAR 2379.0320 766.3844 14.4298 1496 1 766.3844 0.6895
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 865.4526 VAGASAYAR 1745.8800 865.4533 14.4251 1464 1 865.4533 1.70
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 722.3719 VEEFAK 290.3248 722.3713 14.7142 1305 1 722.3713 ‐0.6273



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 749.3577 EGYPGAR 226.8821 749.3570 14.6146 1075 1 749.3570 ‐0.6090
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 609.2879 EDFAK 69.2298 609.2854 21.8765 1023 1 609.2854 ‐4.3136
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 536.2940 LRHE 1414.1250 536.2936 16.5154 1006 1 536.2936 ‐1.2379
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 976.5310 STIQSEIAK 162.8174 976.5289 18.7129 992 2 488.7681 ‐3.3891
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 695.3471 GASAYAR 8342.4720 695.3467 14.4258 936 1 695.3467 ‐0.4344
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1272.5267 LDESTGYIDYD 479.7031 1272.5286 26.4536 854 2 636.7680 0.9558
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1048.5462 QFPTIGFEK 105.9432 1048.5384 25.5656 4892 1 1048.5384 ‐5.8861
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1023.4782 GFVEEDFAK 179.2352 1023.4848 21.7710 2696 2 512.2460 5.02
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1319.6590 AYQEQVLSNSAK 261.7622 1319.6652 16.3253 1569 2 660.3362 4.32
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 915.4717 MGTPALTSR 148.3607 915.4751 17.4642 974 2 458.2412 2.72
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 2236.1972 GYELVSGGTDNHLVLVNLKP353.5231 2236.2106 17.7059 5862 4 559.8081 4.72
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 18633.9600 57571.8807 99 65.18 None 1163.6419 VLEAVHIASNK 544.5348 1163.6445 18.9146 1741 2 582.3259 1.91
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 53676.8900 2402.2088 35.7268 101372 3 801.4078 0.2691
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1569.8054 NTVPGDVSAMVPGGIR 15330.5600 1569.7981 28.1525 88993 2 785.4027 ‐4.5130
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1180.6684 VLEAVHIASNK 118762.6000 1180.6695 18.9729 74199 2 590.8384 0.1797
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 933.4822 MGTPALTSR 47330.6600 933.4817 17.4372 55463 2 467.2445 ‐1.8180
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 995.4979 FAQTLMER 19965.7200 995.4987 20.4239 53057 2 498.2530 ‐0.3242
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1066.5568 QFPTIGFEK 4936.4500 1066.5578 27.3656 32912 2 533.7825 ‐0.0262
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1337.6696 AYQEQVLSNSAK 5487.0680 1337.6700 17.4721 12831 2 669.3386 ‐0.0868
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 715.4713 AVTIALK 5088.0130 715.4706 20.1529 4465 1 715.4706 ‐0.5820
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1041.4888 GFVEEDFAK 539.9183 1041.4905 25.7468 2470 2 521.2489 0.6293
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1257.6586 LRHEVEEFAK 23459.5700 1257.6596 16.5206 16527 3 419.8914 ‐0.3969
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 2314.1496 AYQEQVLSNSAKFAQTLME 612.4797 2314.1664 31.5326 7398 3 772.0603 7.49
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 649.3338 TLMER 167.8779 649.3319 19.5875 9173 1 649.3319 ‐2.7777
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 644.3726 PALTSR 4418.2570 644.3727 17.4297 4997 1 644.3727 0.2515
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 777.3923 QTLMER 322.4016 777.3952 20.4081 4428 1 777.3952 4.43
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1255.6463 PGDVSAMVPGGIR 1514.9220 1255.6421 28.1478 3785 1 1255.6421 ‐0.7371
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 545.3657 TIALK 6287.1530 545.3663 20.1578 3399 1 545.3663 0.6841
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 839.4734 AVHIASNK 2305.3970 839.4763 18.9716 1311 1 839.4763 4.95
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 536.2940 LRHE 1928.2100 536.2936 16.5154 1006 1 536.2936 ‐1.0689
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1317.6321 QLNAPLEEVDPE 439.4393 1317.6282 37.0129 881 1 1317.6282 ‐0.0556
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1551.7948 NTVPGDVSAMVPGGIR 397.3404 1551.7915 25.7698 3784 2 776.3994 ‐2.0155
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 1048.5462 QFPTIGFEK 176.6976 1048.5467 27.3728 2495 2 524.7770 ‐0.5416
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6606.0780 57571.8807 99 65.18 None 915.4717 MGTPALTSR 207.0825 915.4751 17.4642 974 2 458.2412 2.34
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2253.2238 GYELVSGGTDNHLVLVNLKP20900.4100 2253.2244 17.3018 80787 4 564.0616 ‐0.5076
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2171.0900 LKDFVSAMESSSTIQSEIAK 9085.0590 2171.0899 17.9700 76844 3 724.3681 0.3799
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2738.3739 GLELIPSENFTSVSVMQAVG12714.4800 2738.3728 23.0858 50089 3 913.4624 1.72
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1660.8403 ISAVSIFFETMPYR 32336.4800 1660.8407 22.1690 43947 2 830.9240 0.6805
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2291.1237 IMALDLPHGGHLSHGYQTD24700.9200 2291.1267 15.3354 28692 4 573.5371 0.5744
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 841.4389 GAMIFFR 3449.6400 841.4396 17.9200 23212 1 841.4396 1.80
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1091.6208 LIVAGASAYAR 37737.1200 1091.6223 14.4271 21202 2 546.3148 0.0978
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 3017.5744 WGVNVQPLSGSPANFHVYT1006.9260 3017.5797 19.0607 13973 5 604.3218 1.82
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2653.4573 INQAVFPGLQGGPHNHTITG2829.9120 2653.4583 18.4318 11359 4 664.1200 0.4394
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2419.2187 IMALDLPHGGHLSHGYQTD9319.7820 2419.2196 14.9564 11209 4 605.5603 ‐0.0833
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1673.9333 SGGTDNHLVLVNLKPK 594.8427 1673.9237 18.4948 4095 2 837.4655 ‐5.2568
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1691.9439 SGGTDNHLVLVNLKPK 11579.3900 1691.9453 17.3164 3798 2 846.4763 1.09
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2814.4686 GVNVQPLSGSPANFHVYTA 237.5838 2814.4481 19.0328 3195 3 938.8209 ‐5.3742
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1791.0123 VSGGTDNHLVLVNLKPK 20624.3700 1791.0106 17.3148 2987 2 896.0090 ‐0.0658
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 835.4342 VGSVMTNK 153.6302 835.4301 21.7618 2486 1 835.4301 ‐4.3452
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 978.5367 IVAGASAYAR 314.7914 978.5376 15.6667 2108 2 489.7724 ‐0.7592
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2046.9992 ALDLPHGGHLSHGYQTDTK 3068.4780 2046.9984 15.3435 1711 3 683.0043 ‐0.1832
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 1293.6586 WGVNVQPLSGSPA 125.1237 1293.6523 20.8995 1648 1 1293.6523 ‐2.2952
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 865.4526 VAGASAYAR 1059.5730 865.4533 14.4251 1464 1 865.4533 1.19
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2178.0397 MALDLPHGGHLSHGYQTDT4096.5180 2178.0458 15.3334 1460 3 726.6868 3.88
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 889.4989 TIQSEIAK 162.2159 889.5022 18.9720 1284 1 889.5022 4.58
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 976.5310 STIQSEIAK 173.6119 976.5289 18.7129 992 2 488.7681 ‐3.7005
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 695.3471 GASAYAR 5044.7820 695.3467 14.4258 936 1 695.3467 ‐0.5490
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2236.1972 GYELVSGGTDNHLVLVNLKP375.0841 2236.2106 17.7059 5862 4 559.8081 5.1300
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 5159.9070 57571.8807 99 65.18 None 2721.3474 GLELIPSENFTSVSVMQAVG388.4459 2721.3468 21.6963 1556 3 907.7871 1.18
NP_195580.1 glycine rich protein 2 Arabidopsis thaliana 1264.3950 19495.2919 3 35.47 None 2380.1204 GFGFITPDDGGDDLFVHQSS10983.4400 2380.1243 33.3256 18222 3 794.0463 2.1486
NP_195580.1 glycine rich protein 2 Arabidopsis thaliana 1264.3950 19495.2919 3 35.47 None 2098.9748 AIDVSGPDGAPVQGNSGGG626.5175 2098.9692 26.9854 9347 2 1049.9882 ‐1.2512
NP_195580.1 glycine rich protein 2 Arabidopsis thaliana 1264.3950 19495.2919 3 35.47 None 2950.4177 SEGFRSLAAEEAVEFEVEIDN680.4312 2950.4313 43.7183 8681 3 984.1486 6.0413
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1624.9057 HVVFGQVVEGLDVVK 7751.0370 1624.9099 18.3937 51362 3 542.3081 1.38
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1085.4534 FEDENFER 35998.9800 1085.4547 18.6189 43800 2 543.2310 0.1165
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQ 3561.7890 2073.0656 19.4457 43366 3 691.6934 0.5284
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1111.5704 IVMELYTDK 5136.1680 1111.5710 24.5459 42558 2 556.2891 ‐0.4451
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 834.3992 TDWLDGK 13156.6700 834.4013 21.2970 15209 1 834.4013 3.1626
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1197.6739 GVGGTGKPLHFK 3065.2500 1197.6787 15.9411 6126 3 399.8978 2.32
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1465.7719 IVMELYTDKTPR 9799.9580 1465.7716 15.3701 20058 3 489.2621 ‐1.2173
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 809.3424 DENFER 22742.4900 809.3429 18.5773 4665 1 809.3429 1.87
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 1041.5840 GGTGKPLHFK 1883.5350 1041.5849 15.9384 3832 2 521.2961 ‐0.3365
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 938.3850 EDENFER 5149.7970 938.3873 18.6272 3235 1 938.3873 3.78
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 3803.2570 18601.0075 17 43.60 None 641.3770 PLHFK 831.1729 641.3766 15.9541 1771 1 641.3766 ‐0.6267
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQ 7720.5010 2073.0656 19.4457 43366 3 691.6934 0.2921



NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 None 1111.5704 IVMELYTDK 6500.0490 1111.5710 24.5459 42558 2 556.2891 ‐0.3141
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 None 1197.6739 GVGGTGKPLHFK 7082.0570 1197.6787 15.9411 6126 3 399.8978 2.81
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 None 1041.5840 GGTGKPLHFK 4721.0620 1041.5849 15.9384 3832 2 521.2961 ‐0.1858
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 1262.8950 1854.9370 19.4445 2512 2 927.9721 0.2791
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1776.8350 18601.0075 17 43.60 None 641.3770 PLHFK 539.1617 641.3766 15.9541 1771 1 641.3766 ‐0.4567
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1458.7369 GGVIMDVVNAEQAR 6425.8770 1458.7299 27.3176 32981 2 729.8686 ‐4.9995
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1349.7134 LAAPYDLVMQTK 12690.8800 1349.7104 17.7835 19260 2 675.3588 ‐2.6247
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1866.9266 MEGTGVVAVYGNGAITEAK1058.3340 1866.9177 37.1008 17113 2 933.9625 ‐3.9386
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1431.6097 NMDDDEVFTFAK 4207.4990 1431.6104 28.5195 11807 2 716.3088 0.2915
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 887.5131 VGLAQMLR 6815.8110 887.5133 16.8069 11351 2 444.2603 ‐1.3760
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1286.6699 GEAGTGNIIEAVR 251.5910 1286.6443 17.6849 3699 2 643.8258 ‐20.4834
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 924.4421 GEAGTGNIIE 181.5852 924.4459 17.1963 1351 1 924.4459 5.1352
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1094.5551 PYDLVMQTK 389.2614 1094.5554 17.7553 1064 1 1094.5554 2.1258
NP_195761.1 Pyridoxal biosynthesis protein PDX1 3 Arabidopsis thaliana 2560.8800 33501.5484 9 21.4 None 1268.6593 GEAGTGNIIEAVR 243.2893 1268.6551 16.3567 1115 2 634.8312 ‐3.9505
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 1118.6568 VATGLFVGLNK 4358.0320 1118.6576 17.4017 6298 2 559.8324 ‐0.2899
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 950.4612 EEMSSVLR 3843.8330 950.4610 19.6190 4162 2 475.7341 ‐1.5466
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 1091.5368 EVAGQAPYEK 1249.5770 1091.5366 19.2538 1833 2 546.2719 ‐1.2098
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 1249.6973 MVATGLFVGLNK 258.1773 1249.6809 21.2913 7792 2 625.3441 ‐13.7672
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 1263.6665 REQPPRPNNR 211.8318 1263.6570 25.1594 2038 1 1263.6570 ‐4.9910
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 961.4962 QPPRPNNR 86.3401 961.4927 24.0268 4492 1 961.4927 ‐2.4137
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 660.3715 FVGLNK 113.0569 660.3692 17.8610 942 1 660.3692 ‐3.5561
NP_195865.1 60S ribosomal protein L36 3 Arabidopsis thaliana 892.6039 12189.5334 8 26.85 None 1245.6559 REQPPRPNNR 172.8874 1245.6538 23.8499 2185 2 623.3305 ‐2.3808
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1675.7307 ATAGDTHLGGEDFDNR 48201.2400 1675.7307 18.4227 81963 3 559.2484 ‐0.6165
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1473.6856 TTPSYVAFTDSER 51905.0200 1473.6864 23.4580 71560 2 737.3468 0.4345
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1680.8340 NAVVTVPAYFNDSQR 20132.3100 1680.8320 27.0279 68066 2 840.9196 ‐0.8081
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2560.2526 SINPDEAVAYGAAVQGAILS39192.3000 2560.2533 34.0335 55088 3 854.0893 1.1084
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1358.6158 NALENYAYNMR 31239.1100 1358.6169 24.6142 53165 2 679.8121 0.4523
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1278.6300 MVNHFVQEFK 39155.0900 1278.6321 15.0789 51873 2 639.8197 1.0841
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1647.8159 NQVAMNPVNTVFDAK 13078.3600 1647.8155 28.3729 49500 2 824.4114 0.0905
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 32152.7500 1386.7262 25.9995 48778 2 693.8667 ‐2.9171
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2658.2682 EQVFSTYSDNQPGVLIQVYE11600.5300 2658.2674 32.7164 38041 3 886.7606 0.6458
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1215.6514 DAGVIAGLNVMR 32817.1700 1215.6518 28.8468 37046 2 608.3295 ‐0.4623
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1230.5307 FSDSSVQSDMK 42042.2300 1230.5327 18.1837 31251 2 615.7700 0.9298
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1313.6194 FEELNMDLFR 15340.5300 1313.6188 33.5088 15505 2 657.3130 ‐0.9775
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2733.1515 MYQGAGGEAGGPGASGM 11695.4000 2733.1561 20.1313 9230 3 911.7235 2.99
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 3020.4007 IEDSIEQAIQWLEGNQLAEA1373.3910 3020.3889 43.4136 6780 3 1007.4678 ‐2.3708
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1426.7649 STVHDVVLVGGSTR 323.6307 1426.7696 25.9105 2779 2 713.8884 3.0953
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1566.8084 EFAAEEISSMVLIK 1783.4880 1566.8172 35.2504 1326 3 522.9439 4.27
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 Carbamidomethyl+C(8) 2575.2709 GVPQITVCFDIDANGILNVSA545.8223 2575.2555 27.0724 2120 3 859.0900 ‐5.1598
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1822.9408 IQAGPADKPMIYVEYK 559.2126 1822.9335 24.3758 1313 2 911.9704 ‐3.2768
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1540.7577 ARFEELNMDLFR 2630.8120 1540.7606 18.6704 32236 2 770.8839 1.79
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 3148.4957 KIEDSIEQAIQWLEGNQLAE 21676.9100 3148.4915 42.9066 21177 3 1050.1687 0.4328
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1739.8520 DEIEKMVQEAEKYK 498.6239 1739.8346 17.3043 3015 2 870.4209 ‐9.4843
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 3279.5362 IEDSIEQAIQWLEGNQLAEA1009.7930 3279.5279 42.9933 2576 3 1093.8475 ‐0.5566
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2856.5288 DAGVIAGLNVMRIINEPTAA523.9453 2856.5392 36.1800 1110 3 952.8513 4.18
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2187.0135 NALENYAYNMRNTIQDEK 343.1971 2186.9903 39.0446 1081 2 1093.9988 ‐8.9837
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1029.5874 GVIAGLNVMR 166.3928 1029.5937 27.0985 7250 2 515.3005 4.83
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1235.6089 MNPVNTVFDAK 230.4742 1235.6066 27.5233 4356 2 618.3069 ‐2.5196
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1443.7438 AAVQGAILSGEGNEK 436.8795 1443.7471 33.3810 2367 2 722.3772 2.1176
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1060.4517 ENYAYNMR 197.7937 1060.4544 24.6115 2348 1 1060.4544 4.58
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1083.4623 SDSSVQSDMK 5207.3910 1083.4603 18.1910 1640 1 1083.4603 ‐0.0964
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1097.5010 PAYFNDSQR 172.7591 1097.4997 29.1401 1370 1 1097.4997 0.6097
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 825.3737 AFTDSER 149.0798 825.3757 22.9637 1209 1 825.3757 3.0026
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 909.3697 GGEDFDNR 1443.4450 909.3668 18.4215 1032 1 909.3668 ‐2.1435
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1306.6460 AMNPVNTVFDAK 135.8886 1306.6360 29.9333 985 1 1306.6360 ‐4.9593
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 996.4303 DSSVQSDMK 1926.3990 996.4338 18.1889 850 1 996.4338 4.61
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1522.7471 ARFEELNMDLFR 202.5735 1522.7558 16.8048 3692 3 508.2568 4.00
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1663.8075 NAVVTVPAYFNDSQR 210.6620 1663.7996 23.7861 2106 2 832.4034 ‐4.3892
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 2169.9870 NALENYAYNMRNTIQDEK 189.8369 2169.9950 40.4120 1603 3 724.0032 3.64
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 15876.9600 71757.0669 44 54.22 None 1261.6034 MVNHFVQEFK 246.6331 1261.6018 15.8210 1332 2 631.3046 ‐1.8701
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 2584.3505 YPLNEELLTEAPNVNESAVQ12128.6100 2584.3495 34.8634 21774 3 862.1213 0.4594
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1142.6568 NVLAPAAPYVK 4554.3750 1142.6588 23.6316 13211 2 571.8330 0.7855
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1077.5251 ELPEWEFK 2790.4340 1077.5280 28.0864 11617 2 539.2676 1.54
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1089.4847 ESFGEYTTR 5296.7080 1089.4855 18.7477 9647 2 545.2464 ‐0.3746
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 Carbamidomethyl+C(2) 1378.6613 VCEPLFYHWK 3678.7030 1378.6633 17.2724 6232 2 689.8353 1.0929
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1446.6859 QTKESFGEYTTR 502.6615 1446.6947 21.2669 3722 2 723.8510 5.23
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 903.4393 SYSFMLR 2381.8090 903.4396 16.6297 3177 2 452.2234 ‐1.1513
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 357.9370 1527.8305 16.2745 3046 3 509.9483 5.06



NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 2922.5055 GGVPVPPSASSSSSSPIQAVS687.8783 2922.4427 17.9570 12838 4 731.3661 ‐21.3179
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1713.7728 FHGSYQQYNREER 161.6175 1713.7446 32.3327 10327 2 857.3760 ‐15.9595
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1531.7904 FRDVVEQYYGKK 392.0199 1531.7890 26.0456 15952 2 766.3982 ‐0.8323
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1970.9892 AMFEKVGLDYDESVVIR 2084.8490 1970.9762 25.1587 1933 2 985.9918 ‐5.4753
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 Oxidation+M(5) 1631.8210 SYSFMLRTKNPSGK 223.8136 1631.8193 14.8977 3066 3 544.6113 ‐1.7802
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 855.3995 FGEYTTR 155.6064 855.4016 18.4281 3141 1 855.4016 3.50
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 993.5728 ITPNQNIVL 305.5465 993.5719 16.2901 2372 2 497.2896 ‐2.1731
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 Carbamidomethyl+C(5) 956.5234 NIVLCDIK 218.9874 956.5192 17.2326 1408 2 478.7632 ‐5.7665
NP_196079.1 sulfite reductase Arabidopsis thaliana 757.9753 72406.4715 24 15.73 None 1695.7622 FHGSYQQYNREER 115.4493 1695.7680 31.8944 1606 2 848.3876 3.54
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 2584.3505 YPLNEELLTEAPNVNESAVQ7055.6940 2584.3495 34.8634 21774 3 862.1213 0.0005
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 1142.6568 NVLAPAAPYVK 6947.0500 1142.6588 23.6316 13211 2 571.8330 0.9077
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 1077.5251 ELPEWEFK 9213.2280 1077.5280 28.0864 11617 2 539.2676 1.60
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 1844.9137 LERQTKESFGEYTTR 184.2410 1844.9009 25.8716 16895 2 922.9541 ‐6.2454
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 1922.9317 ESFGEYTTRMGFEKLK 623.2489 1922.9315 29.0840 2075 2 961.9694 0.8039
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 1821.9170 KFEPSRELPEWEFK 210.0239 1821.9263 41.8400 2039 2 911.4668 5.55
NP_196079.1 sulfite reductase Arabidopsis thaliana 486.6111 72406.4715 24 15.73 None 929.5455 LAPAAPYVK 228.9714 929.5416 23.6596 1235 1 929.5416 ‐2.9540
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 638.2263 28634.4479 5 16.29 Carbamidomethyl+C(11) 1989.9771 ANGLVVSGSVCDASVRDQR3090.2640 1989.9718 17.8434 19872 2 995.4896 ‐1.4983
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 638.2263 28634.4479 5 16.29 Carbamidomethyl+C(4) 1448.6587 NLACEWASDNIR 7624.3560 1448.6596 25.3496 6695 2 724.8334 0.4316
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 638.2263 28634.4479 5 16.29 None 1237.6423 LIQEASSAFSGK 408.4969 1237.6483 24.9026 6596 2 619.3278 4.1481
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 638.2263 28634.4479 5 16.29 None 2350.2588 IMSTNLESAFHLSQIAHPLLK637.2613 2350.2375 20.9896 2364 3 784.0840 ‐8.5959
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 638.2263 28634.4479 5 16.29 Carbamidomethyl+C(4) 1431.6322 NLACEWASDNIR 839.0912 1431.6377 26.5088 5698 2 716.3225 3.60
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 83.2483 118564.1193 2 0.58 None 780.4138 YDEIIK 5549.8880 780.4183 17.7507 11502 2 390.7128 3.56
NP_196258.1 pentatricopeptide repeat containing protein Arabidopsis thaliana 83.2483 118564.1193 2 0.58 None 617.3505 DEIIK 2627.4330 617.3516 17.8082 3026 1 617.3516 1.46
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1200.6947 VVAVSDITGAIR 15610.6900 1200.6944 16.8977 36768 2 600.8509 ‐0.9740
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 2182.0663 FIVEAANHPTDPDADEILSK 3812.7420 2182.0648 26.3395 16434 3 728.0264 ‐0.4999
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1065.5510 MGAFTLGVNR 5784.7500 1065.5520 16.3782 14866 2 533.2797 ‐0.1091
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1061.5473 DLSLSELER 41268.7000 1061.5484 27.1775 10801 2 531.2778 ‐0.1059
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1296.7158 NPEGIDINALIK 461.4817 1296.7515 29.3562 2802 2 648.8794 27.0048
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1357.7335 VARATQLRGWEA 473.1647 1357.7263 25.2767 3903 2 679.3668 ‐5.6877
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 832.4523 SDITGAIR 283.5143 832.4529 16.9022 1497 1 832.4529 1.90
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1699.2380 45041.2796 8 18.25 None 1047.5404 MGAFTLGVNR 182.0250 1047.5472 17.4790 3032 2 524.2773 5.12
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 None 1211.6994 ILSQPLADIGGK 4138.1960 1211.6960 16.3082 17192 2 606.3517 ‐3.5444
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 None 1061.5514 DVPTYLPEK 8990.3110 1061.5529 21.7966 11197 2 531.2801 0.3133
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 None 2105.0696 EIDEALINGHIDIAVHSMK 666.5762 2105.0660 37.7658 4173 2 1053.0366 ‐0.2631
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 Carbamidomethyl+C(5) 848.4295 LAISCER 238.6250 848.4287 24.2653 4016 1 848.4287 ‐0.1669
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 None 1374.6682 MDIASSSLSQAHK 196.6176 1374.6539 21.3525 1154 1 1374.6539 ‐7.4115
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 None 1735.8398 DAGQELLSRAGPGFFGN 1145.9320 1735.8392 31.3503 1675 2 868.4232 0.1594
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 Carbamidomethyl+C(24) 3039.4147 TDDDKMATYLASLNHEETR 379.1524 3039.3979 37.8717 847 4 760.6049 ‐5.1412
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 386.0275 41556.5712 8 5.50 Carbamidomethyl+C(4) 717.3349 AISCER 73.5665 717.3389 23.7083 2532 1 717.3389 5.21
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 1410.7926 IGIMPGYIHKPGK 10050.5200 1410.8026 14.8402 16655 3 470.9390 5.11
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 1443.6937 IGSAMYELFQER 2536.6140 1443.6959 18.8392 15725 2 722.3516 1.07
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 2938.4979 SLNDAGVKVVESPAKIGSAM226.6616 2938.5108 21.8889 1177 3 980.1751 6.37
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 1297.7085 GIMPGYIHKPGK 3564.4460 1297.7071 14.8465 1597 2 649.3572 ‐1.7421
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 996.5625 PGYIHKPGK 7520.3050 996.5584 14.8354 1378 2 498.7828 ‐5.7159
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 None 1127.6030 MPGYIHKPGK 3194.0460 1127.6031 14.8583 802 2 564.3052 ‐1.1017
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 1519.9520 36607.8299 8 16.14 Carbamidomethyl+C(6)
NP_196512.1 40S ribosomal protein S15 3 Arabidopsis thaliana 2554.9790 16749.9087 2 29.33 None 1819.8994 GVDLDALLDMSTDDLVK 20946.7200 1819.9020 39.2471 23032 2 910.4546 2.1534
NP_196512.1 40S ribosomal protein S15 3 Arabidopsis thaliana 2554.9790 16749.9087 2 29.33 None 3168.6438 TFNQVEIKPEMIGHYLAEFSI1005.6540 3168.6297 20.9191 1689 4 792.9129 ‐3.8383
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1355.6689 NTADTTIYSIEK 16322.4100 1355.6681 22.2069 21575 2 678.3377 ‐1.0123
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1550.7962 AVVTVPAYFNDAQR 9012.3290 1550.7957 27.2820 18630 2 775.9015 ‐0.2214
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1793.9102 IINEPTAAALSYGMTNK 3195.6320 1793.9105 16.7962 18502 2 897.4589 0.8348
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1130.5688 EIEDAVADLR 18634.5900 1130.5699 24.2502 11559 2 565.7886 0.0107
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1417.7355 EVDEVLLVGGMTR 13463.2900 1417.7350 29.3084 10183 2 709.3712 ‐0.6052
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1235.5750 SSGGLSEDDIQK 8546.3160 1235.5770 16.6066 9755 2 618.2921 0.9162
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 981.4888 ETAEAYLGK 11033.6500 981.4909 17.9913 7412 2 491.2491 0.8456
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1190.6780 VQSIVAEIFGK 3831.0680 1190.6787 20.3703 6546 2 595.8430 ‐0.1734
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1140.6735 GELLVGTPAKR 1751.3650 1140.6705 18.2441 3743 2 570.8389 ‐3.5371
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1417.7281 QAVTNPTNTVSGTK 573.6334 1417.7266 16.5643 2098 2 709.3670 ‐1.3153
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 2862.4057 APNGDAWVEANGQQYSPS283.1046 2862.4783 20.8040 18647 3 954.8310 26.6696
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 2061.0135 NTADTTIYSIEKSLGEYR 906.9296 2061.0173 36.5826 22500 2 1031.0123 3.1893
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 1001.4898 NPTNTVSGTK 592.5792 1001.4945 17.4507 7584 2 501.2509 3.69
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 573.3355 VADLR 113.7354 573.3323 25.7165 3052 1 573.3323 ‐5.9063
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 657.3090 EIEDAV 236.7747 657.3091 24.0434 2379 1 657.3091 0.1725
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 967.4367 NTADTTIYS 668.7027 967.4388 20.6943 1784 2 484.2230 0.8150
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 3465.6450 73218.7294 17 22.87 None 947.4680 LSEDDIQK 201.1969 947.4667 18.1670 1624 2 474.2370 ‐2.7674
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1492.6914 VQEEGPAESLDYR 19052.7200 1492.6932 20.9686 52055 2 746.8502 1.0903
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1318.6638 IIQETNESWAK 10704.1500 1318.6637 19.6358 37370 2 659.8355 ‐0.4943
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1112.6211 HFPGTLTAIR 15367.6400 1112.6232 15.1272 29962 2 556.8152 0.8795
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1367.6801 AHLVNDVEDVEK 52155.3800 1367.6822 19.6061 25898 2 684.3447 1.1507
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1039.4942 SVDAGDLSLY 4528.0820 1039.4928 28.1319 20027 1 1039.4928 0.1736
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 2693.4338 VSPWHDIPLTLGDGVFNFIV3883.9320 2693.4299 25.3894 17244 3 898.4815 ‐0.4234
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 969.5040 VFFLDGSGK 7922.1490 969.5041 17.1884 16890 2 485.2557 ‐1.2063
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 2013.0725 IKPLAALAMIDEGELDWK 1526.7530 2013.0753 21.3774 15197 3 671.6966 1.70



NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1495.6985 MEVATDEDFTPIK 9929.0260 1495.7003 26.0089 12605 2 748.3538 1.1560
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1967.9266 MEVATDEDFTPIKQDTK 11494.1800 1967.9264 23.7565 28102 3 656.6470 ‐0.2854
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 829.4778 PIKQDTK 248.8126 829.4795 22.2317 12594 1 829.4795 2.00
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 690.3457 ELDWK 72.6104 690.3447 23.0149 4820 1 690.3447 ‐1.3285
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 828.4938 PGTLTAIR 413.2278 828.4925 16.5059 1902 1 828.4925 ‐0.8816
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 853.4050 AESLDYR 143.1557 853.4009 21.7191 1798 1 853.4009 ‐4.1111
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1092.4956 QETNESWAK 239.0539 1092.4895 19.6529 1436 1 1092.4895 ‐3.8103
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1587.8166 VSPWHDIPLTLGDGV 468.9615 1587.8161 24.4596 1055 2 794.4117 ‐0.1175
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1094.6105 HFPGTLTAIR 116.3441 1094.6054 18.2350 1137 2 547.8063 ‐5.7378
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 5165.8150 33665.2145 29 41.33 None 1350.6536 AHLVNDVEDVEK 349.4445 1350.6419 21.0224 1630 1 1350.6419 ‐5.7641
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 None 1318.6638 IIQETNESWAK 3918.5100 1318.6635 19.6482 36342 2 659.8354 ‐0.5886
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 None 1039.4942 SVDAGDLSLY 3009.1270 1039.4928 28.1319 20027 1 1039.4928 0.3473
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 Carbamidomethyl+C(14) 1882.9943 VLTAATAVTQTTSCFLAK 384.0265 1883.0363 28.2992 3242 3 628.3503 21.8274
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 None 969.5040 VFFLDGSGK 226.3159 969.4745 41.7754 1130 1 969.4745 ‐29.0252
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 None 2039.0001 ESKAKMEVATDEDFTPIK 1191.4970 2038.9834 25.0590 10062 3 680.3327 ‐8.4906
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 273.8140 33665.2145 29 41.33 None 1092.4956 QETNESWAK 78.9450 1092.4895 19.6529 1436 1 1092.4895 ‐3.6361
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1320.7190 33665.2145 29 41.33 None 1112.6211 HFPGTLTAIR 12687.6500 1112.6232 15.1272 29962 2 556.8152 0.6550
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1320.7190 33665.2145 29 41.33 None 2693.4338 VSPWHDIPLTLGDGVFNFIV5561.4340 2693.4299 25.3894 17244 3 898.4815 0.1744
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1320.7190 33665.2145 29 41.33 None 969.5040 VFFLDGSGK 11421.4200 969.5041 17.1884 16890 2 485.2557 ‐1.5223
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1320.7190 33665.2145 29 41.33 None 2013.0725 IKPLAALAMIDEGELDWK 1837.3360 2013.0753 21.3774 15197 3 671.6966 1.50
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1320.7190 33665.2145 29 41.33 None 828.4938 PGTLTAIR 394.7188 828.4925 16.5059 1902 1 828.4925 ‐0.9809
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1147.6027 EITALAPSSMK 8461.6580 1147.6094 22.0806 58995 2 574.3083 4.86
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1774.8970 NYELPDGQVITIGAER 23047.4600 1774.8948 29.8780 44489 2 887.9511 ‐0.6007
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1954.0644 VAPEEHPVLLTEAPLNPK 5138.6550 1954.0622 26.3388 32356 3 652.0256 ‐1.3236
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1176.5354 GYMFTTTAER 10771.6600 1176.5374 21.9443 27309 2 588.7723 0.8520
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1515.7492 IWHHTFYNELR 11471.4300 1515.7508 15.2092 22465 3 505.9218 0.1933
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 3151.6422 TTGIVLDSGDGVSHTVPIYEG3485.6930 3151.6467 19.3497 20110 4 788.6671 2.0128
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1475.6761 SEYDESGPSIVHR 18625.6600 1475.6788 18.1793 19491 3 492.5645 0.8781
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1855.9324 LAYVALDYEQELETAK 488.0912 1855.8860 38.5780 1233 2 928.4467 ‐24.1490
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 1182.5273 DAYVGDEAQSK 98.5594 1182.5594 37.6737 1012 1 1182.5594 29.3032
NP_196543.1 actin 7 Arabidopsis thaliana 3069.8370 41964.0047 24 47.48 None 956.4506 MFTTTAER 476.8430 956.4515 21.9457 1240 1 956.4515 2.04
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 1147.6027 EITALAPSSMK 15470.3500 1147.6094 22.0806 58995 2 574.3083 4.94
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 1774.8970 NYELPDGQVITIGAER 23341.3800 1774.8948 29.8780 44489 2 887.9511 ‐0.6567
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 1954.0644 VAPEEHPVLLTEAPLNPK 3605.6640 1954.0622 26.3388 32356 3 652.0256 ‐1.5081
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 1932.8796 YPIEHGIVSNWDDMEK 1430.8470 1932.8833 27.7084 32149 3 644.9660 1.29
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 1176.5354 GYMFTTTAER 19701.1900 1176.5374 21.9443 27309 2 588.7723 0.9647
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 922.4550 DLTDSLMK 5212.5660 922.4567 23.9510 11408 1 922.4567 3.0554
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 2602.3374 YSVWIGGSILASLSTFQQMW280.1011 2602.4103 37.6771 1304 3 868.1416 28.4209
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 2529.2476 DLYGNIVLSGGSTMFPGIAD1489.9960 2529.2629 36.2458 7489 3 843.7591 6.59
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 2560.2665 LAYVALDYEQELETAKSSSSV270.2910 2560.2521 38.4163 783 3 854.0889 ‐5.2648
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 Carbamidomethyl+C(3)
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 549.2701 PSSMK 210.3548 549.2703 21.6233 40821 1 549.2703 ‐0.0072
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 Carbamidomethyl+C(3) 1031.5132 FRCPEVLF 186.7901 1031.5067 38.8240 2620 1 1031.5067 ‐4.5381
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 620.3072 APSSMK 215.4142 620.3063 20.7202 2006 1 620.3063 ‐1.6015
NP_196543.1 actin 7 Arabidopsis thaliana 2356.9350 41964.0047 24 47.48 None 956.4506 MFTTTAER 737.0637 956.4515 21.9457 1240 1 956.4515 2.33
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 1040.6463 LVTPLTLQR 50954.9900 1040.6459 16.5114 17308 2 520.8266 ‐1.5300
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 4566.0580 1336.6284 18.7639 13895 2 668.8178 ‐2.7571
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 1608.7752 LSQEVSGDALGEEFK 10041.1200 1608.7763 25.1033 11722 2 804.8918 0.8997
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 5047.5760 1826.0389 22.4967 8380 2 913.5231 ‐2.9263
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 971.5057 YVNTYRR 61.6460 971.4931 22.1076 2926 1 971.4931 ‐11.7055
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 Carbamidomethyl+C(10) 1464.7264 FNVANPTTGCQKK 216.4055 1464.6863 15.2574 2116 2 732.8468 ‐27.5181
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 1433.7747 LFNLGKEDDVRK 2276.9070 1433.7788 23.3744 6162 2 717.3930 2.75
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 2203.0917 LSQEVSGDALGEEFKGYVFK1462.5000 2203.0904 17.8470 5856 3 735.0350 ‐0.3862
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 Carbamidomethyl+C(5) 791.3716 PTTGCQK 91.6249 791.3706 19.8214 2007 1 791.3706 ‐0.7603
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 557.2930 LSQEV 89.2367 557.2954 18.2264 1360 1 557.2954 3.29
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 Carbamidomethyl+C(10) 1446.7158 FNVANPTTGCQKK 107.5279 1446.7086 17.4009 1519 2 723.8579 ‐5.1945
NP_196598.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3822.1720 28390.1028 12 28.51 None 2186.0652 LSQEVSGDALGEEFKGYVFK291.9182 2186.0714 19.0780 5785 2 1093.5393 4.04
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1174.0670 22843.2794 10 23.30 None 1001.5877 LITVTPETK 3725.6960 1001.5835 19.2558 22084 2 501.2954 ‐5.4445
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1174.0670 22843.2794 10 23.30 None 1135.5300 VGDIMTEENK 12149.3600 1135.5321 17.3003 12421 2 568.2697 0.9062
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1174.0670 22843.2794 10 23.30 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAV1360.8380 2289.9867 34.5776 11410 2 1145.4970 ‐2.5653
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1174.0670 22843.2794 10 23.30 None 1079.4972 AMQLMTDNR 6624.0100 1079.4956 19.1041 9210 2 540.2515 ‐2.5362
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1174.0670 22843.2794 10 23.30 None 2118.0999 VGDIMTEENKLITVTPETK 2754.6940 2118.0965 27.6949 6467 3 706.7037 ‐1.5285
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 224.6210 22843.2794 10 23.30 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAV2054.8780 2289.9867 34.5776 11410 2 1145.4970 ‐2.7664
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 224.6210 22843.2794 10 23.30 Carbamidomethyl+C(12) 1587.8312 VINPAIQPSVFCSR 287.0892 1587.8409 28.6103 2258 2 794.4241 6.25
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 224.6210 22843.2794 10 23.30 None 1135.5300 VGDIMTEENK 115.5123 1135.5614 37.6967 1514 1 1135.5614 29.8032
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 224.6210 22843.2794 10 23.30 None 1447.7508 VLRAMQLMTDNR 578.2606 1447.7584 19.0761 11222 3 483.2576 4.65
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 224.6210 22843.2794 10 23.30 None 1079.4972 AMQLMTDNR 1638.8610 1079.4956 19.1041 9210 2 540.2515 ‐2.3962
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1319.6954 TYDLGLASNLPR 21030.4600 1319.6974 27.7558 42087 2 660.3524 1.0678
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1755.8588 AIFGSGSPFDPVVYDGK 7515.1010 1755.8613 19.4455 39334 2 878.4343 1.12
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEA6161.6320 2700.4128 22.8792 35190 3 900.8091 ‐0.3232
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1436.6515 FAESSMYSPVYR 15695.7100 1436.6526 24.1359 32274 2 718.8299 0.5868
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2405.6870 1784.9369 19.8618 31267 2 892.9721 ‐0.9772
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 2364.2558 DAHYLTGLLPPVILSQDVQE 9450.9480 2364.2556 21.1435 28281 3 788.7567 0.3824
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 2600.4658 DLIGAVNAIKPTVLIGTSGVG4223.0350 2600.4634 20.9314 27738 3 867.4926 ‐0.0562



NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1004.5524 QYTVPLQR 1726.9040 1004.5562 19.7963 21439 2 502.7817 2.11
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 5458.6190 2130.9636 21.6054 20892 3 710.9927 0.6563
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1285.7110 GIQVIVVTDGER 13547.7400 1285.7085 24.9893 19206 2 643.3579 ‐2.5426
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 3788.8324 SGVGGGISDVYGEDSATLDQ12859.6100 3788.8232 24.6812 18941 3 1263.6126 0.3880
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(15) 2973.5714 LSLYTALGGIRPSACLPITIDV 2348.8700 2973.5667 21.0408 12248 3 991.8604 ‐0.1161
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 2932.5051 YSDSHLVFNDDIQGTASVVL3836.5870 2932.4955 22.8990 9856 3 978.1700 ‐1.8730
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 2207.1131 VLVQFEDFANHNAFDLLSK 535.1883 2207.0934 19.5426 3456 3 736.3693 ‐8.7146
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1402.7536 ISKETGAPITETR 519.1407 1402.7467 25.5187 2748 2 701.8770 ‐5.2261
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 4157.0132 SGVGGGISDVYGEDSATLDQ175.5716 4157.0396 19.4388 2419 3 1386.3514 9.60
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(9) 2618.3607 EISANIAACVAAKTYDLGLAS713.0237 2618.3646 25.4425 1614 3 873.4597 2.96
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Oxidation+M(10)
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(6) 1484.7236 LGDLGCQGMGIPVGK 231.3799 1484.7330 19.6708 3254 3 495.5825 5.13
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 876.4938 YTVPLQR 79.9661 876.4993 20.9921 2891 2 438.7533 4.51
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1467.7015 VLVQFEDFANHNA 395.2332 1467.7039 20.8141 2207 3 489.9061 0.6032
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1292.7573 DLIGAVNAIKPTV 349.9305 1292.7625 20.5164 1449 2 646.8849 3.44
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(8) 1090.5198 TPTVGEACQK 95.3995 1090.5123 22.1696 1403 1 1090.5123 ‐5.0532
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 Carbamidomethyl+C(10) 1644.7549 YAEFLHEFMCAVK 235.3088 1644.7637 20.4635 1167 2 822.8855 5.64
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1002.4713 SMYSPVYR 102.6968 1002.4645 24.1546 862 1 1002.4645 ‐5.4166
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3428.6130 64812.0598 44 52.04 None 1267.7005 GIQVIVVTDGER 566.2828 1267.6994 22.9740 2655 2 634.3533 ‐1.4805
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 1755.8588 AIFGSGSPFDPVVYDGK 4578.0030 1755.8613 19.4455 39334 2 878.4343 2.1677
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEA13013.9400 2700.4128 22.8792 35190 3 900.8091 0.2787
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2888.9860 1784.9371 19.8713 30487 2 892.9722 ‐0.6611
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 2364.2558 DAHYLTGLLPPVILSQDVQE 11758.9600 2364.2556 21.1435 28281 3 788.7567 0.7868
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 2600.4658 DLIGAVNAIKPTVLIGTSGVG2939.3150 2600.4634 20.9314 27738 3 867.4926 0.4870
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 921.6034 2130.9636 21.6054 20892 3 710.9927 0.9236
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 3788.8324 SGVGGGISDVYGEDSATLDQ12833.4400 3788.8232 24.6812 18941 3 1263.6126 1.94
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(27) 4108.9842 EVVEAMATNNEKPLILALSN1810.9660 4108.9828 20.5484 17574 4 1028.0012 2.98
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(15) 2973.5714 LSLYTALGGIRPSACLPITIDV 1713.7520 2973.5667 21.0408 12248 3 991.8604 0.6463
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 2932.5051 YSDSHLVFNDDIQGTASVVL5369.3600 2932.4955 22.8990 9856 3 978.1700 ‐1.1347
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 1643.7507 GSTPTDLPGEDVADNR 802.1816 1643.7545 16.2788 5105 2 822.3809 2.08
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 860.4876 IWLVDSK 1303.2010 860.4880 16.4169 8885 1 860.4880 1.1816
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 4157.0132 SGVGGGISDVYGEDSATLDQ175.4090 4157.0396 19.4388 2419 3 1386.3514 11.39
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(9) 2618.3607 EISANIAACVAAKTYDLGLAS1587.3250 2618.3533 20.8203 13362 3 873.4560 ‐1.3715
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 898.4451 ASGYTLMR 154.0589 898.4467 23.9092 2805 1 898.4467 2.73
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 861.4061 SQDVQER 136.6785 861.4050 22.8308 1878 1 861.4050 ‐0.5415
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 None 1292.7573 DLIGAVNAIKPTV 168.8112 1292.7625 20.5164 1449 2 646.8849 3.51
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2638.1900 64812.0598 44 52.04 Carbamidomethyl+C(8) 1090.5198 TPTVGEACQK 132.0324 1090.5123 22.1696 1403 1 1090.5123 ‐5.1224
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Arabid 881.9158 22057.4154 5 21.57 None 1484.7268 SPASDTYVIFGEAK 2394.4100 1484.7284 27.4496 27491 2 742.8678 1.0139
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Arabid 881.9158 22057.4154 5 21.57 None 1519.8883 NILFVISKPDVFK 2905.4270 1519.8910 19.4389 14885 2 760.4492 1.37
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Arabid 881.9158 22057.4154 5 21.57 None 1921.9502 IEDLSSQLQSQAAEQFK 6368.6660 1921.9518 27.8336 14548 3 641.3221 0.5852
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Arabid 881.9158 22057.4154 5 21.57 None 1212.5743 IEDLSSQLQSQ 755.0903 1212.5719 30.0129 3880 2 606.7896 ‐2.6655
NP_196889.4 nascent polypeptide associated complex subunit alpha like protein 3 Arabid 881.9158 22057.4154 5 21.57 None 1482.7071 IEDLSSQLQSQAAE 307.0120 1482.7134 25.1189 1055 3 494.9093 3.92
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 26281.1300 1156.5099 20.9496 25623 2 578.7586 ‐0.2409
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 2284.0842 MVFVPEDGNAPVELDVYDF4475.5660 2284.0843 35.6158 9313 2 1142.5458 1.26
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 1974.9259 IQVQNPIVEMDGDEMTR 1155.5200 1974.9195 29.3526 6931 2 987.9634 ‐2.1652
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 1811.9062 DLFLNTEEFIDAVASK 2271.5310 1811.9095 42.4451 6439 2 906.4584 2.78
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 1691.8421 GPGVALAMYNVDESIR 3121.0350 1691.8385 30.2483 6267 2 846.4229 ‐1.7122
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 752.4011 LMDFVK 255.8259 752.4193 20.6164 5627 1 752.4193 24.5456
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 2832.4093 IQVQNPIVEMDGDEMTRVI 2358.2520 2832.4021 35.8703 2943 3 944.8056 ‐1.2807
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 3956.9085 MVFVPEDGNAPVELDVYDF387.1161 3956.9325 35.8646 838 3 1319.6490 9.1535
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.5738 883.4152 22.0459 3091 1 883.4152 3.07
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 Carbamidomethyl+C(7) 940.4346 GGYVWACK 395.9370 940.4320 20.9629 2418 1 940.4320 ‐1.6346
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1047.1290 54538.3990 25 25.57 None 1466.7162 GNAPVELDVYDFK 331.2325 1466.7103 33.6216 1592 2 733.8588 ‐4.1497
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 29044.2600 1156.5099 20.9496 25623 2 578.7586 ‐0.1225
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 2284.0842 MVFVPEDGNAPVELDVYDF2797.7960 2284.0843 35.6158 9313 2 1142.5458 1.32
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1974.9259 IQVQNPIVEMDGDEMTR 1038.6840 1974.9195 29.3526 6931 2 987.9634 ‐2.2775
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1811.9062 DLFLNTEEFIDAVASK 4089.1810 1811.9095 42.4451 6439 2 906.4584 2.14
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1691.8421 GPGVALAMYNVDESIR 1888.2440 1691.8385 30.2483 6267 2 846.4229 ‐1.7447
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 2234.0969 ASLTAMLSSSTSAGLSSSFVS964.2661 2234.1157 29.8290 7764 3 745.3768 8.23
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1585.8081 FLSSGIFSSGASRNR 4422.2390 1585.7920 23.6868 17800 2 793.3997 ‐9.9820
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 2832.4093 IQVQNPIVEMDGDEMTRVI 1906.3500 2832.4021 35.8703 2943 3 944.8056 ‐1.8477
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 747.3856 SGASRNR 68.0172 747.3810 24.9962 6560 1 747.3810 ‐5.6955
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1782.8037 IQVQNPIVEMDGDEMT 204.5471 1782.8130 27.3113 4740 2 891.9102 5.43
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 Carbamidomethyl+C(6) 883.4131 GYVWACK 196.7455 883.4152 22.0459 3091 1 883.4152 3.29
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 981.4861 FSSGASRNR 216.9067 981.4873 20.6076 2826 2 491.2473 0.1311
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1381.6780 ALAMYNVDESIR 348.5127 1381.6834 30.2560 2521 2 691.3453 3.86
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 1103.0990 54538.3990 25 25.57 None 1466.7162 GNAPVELDVYDFK 193.5405 1466.7103 33.6216 1592 2 733.8588 ‐4.1188
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1264.6684 NFVPGYNQVVK 9262.3600 1264.6673 24.0520 73520 2 632.8373 ‐1.5319
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1411.6740 GEDFPTENYIVK 32408.9100 1411.6750 25.6363 52958 2 706.3411 0.4434
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1048.5058 DGELAPQYR 59459.5300 1048.5074 17.3495 51590 2 524.7573 0.3820
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 13743.0700 1673.8401 22.3493 47511 2 837.4237 ‐1.2391
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1235.6167 GEWNVAGIAYR 23535.6300 1235.6169 27.0232 43986 2 618.3121 ‐0.5631
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 29160.6000 1632.8323 16.0451 43700 3 544.9490 ‐0.2381
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 955.5683 GVLIVNNAR 24417.9900 955.5683 19.2874 42653 2 478.2878 ‐1.4575



NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 2513.3300 HIPDLHVLISTPFHPAYVTAE 3598.8540 2513.3368 19.0158 40788 4 629.0897 2.1103
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 2333.1013 YMPNQAMTPHTSGTTIDAQ826.3787 2333.1025 23.9031 39273 3 778.3723 0.9405
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 2779.3322 QAVVDAVESGHIGGYSGDV2000.7170 2779.3276 29.0965 35338 3 927.1140 ‐0.5025
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1544.7989 LQMAPELEKETGAK 16511.7900 1544.7967 21.6456 32180 3 515.6037 ‐2.2955
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 15696.2600 1531.7837 31.1114 30320 2 766.3955 ‐1.4248
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 758.4957 ILILMR 8708.7340 758.4957 17.1869 9860 1 758.4957 0.3598
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 825.4869 IVGVFYK 4334.2690 825.4854 15.5454 1970 2 413.2463 ‐3.4936
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1254.6147 YAAGTKDMLER 330.3352 1254.6081 24.0995 11428 2 627.8077 ‐5.9231
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1334.6661 FVEDLNEMLPK 1775.5980 1334.6768 22.7450 9056 2 667.8421 7.42
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1849.9007 YFKGEDFPTENYIVK 1931.2680 1849.8999 26.5555 32223 3 617.3048 ‐0.8148
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 2824.4377 GEWNVAGIAYRAYDLEGKT 1046.9230 2824.4251 22.0349 1159 3 942.1466 ‐3.2109
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 453.3435 ILIL 111.7349 453.3431 16.1101 11426 1 453.3431 ‐1.9047
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 904.4887 PGYNQVVK 139.0076 904.4884 24.0555 10425 1 904.4884 0.6278
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 532.3276 ILMR 217.3304 532.3270 17.1815 6122 1 532.3270 ‐1.6649
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 747.4148 LAPQYR 1326.2470 747.4165 17.3492 1703 1 747.4165 2.88
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 963.5146 PTENYIVK 188.2001 963.5148 28.1916 1169 2 482.2610 ‐1.1052
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1399.5769 YMPNQAMTPHTSG 189.7424 1399.5737 26.0537 1082 2 700.2905 ‐2.6280
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1003.5571 VPGYNQVVK 90.9402 1003.5515 24.0487 975 1 1003.5515 ‐4.2140
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1526.7883 LQMAPELEKETGAK 183.3093 1526.7954 20.9347 8334 2 763.9013 4.29
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1217.6062 GEWNVAGIAYR 377.9888 1217.6103 28.4634 1808 2 609.3088 2.09
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7243.0680 42694.8017 66 60.16 None 1317.6395 FVEDLNEMLPK 267.8868 1317.6411 24.2495 1972 1 1317.6411 3.31
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1264.6684 NFVPGYNQVVK 16327.6100 1264.6673 24.0520 73520 2 632.8373 ‐1.4441
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1411.6740 GEDFPTENYIVK 38561.9100 1411.6749 25.6245 49944 2 706.3411 0.4377
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1235.6167 GEWNVAGIAYR 18068.7100 1235.6169 27.0232 43986 2 618.3121 ‐0.4671
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 955.5683 GVLIVNNAR 37448.2900 955.5683 19.2874 42653 2 478.2878 ‐1.2825
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 2333.1013 YMPNQAMTPHTSGTTIDAQ4178.6730 2333.1025 23.9031 39273 3 778.3723 0.5910
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1058.5551 LQMAPELEK 8844.9330 1058.5562 21.9473 38094 2 529.7817 0.0886
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 2779.3322 QAVVDAVESGHIGGYSGDV1427.9620 2779.3276 29.0965 35338 3 927.1140 ‐1.0464
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1544.7989 LQMAPELEKETGAK 12024.7400 1544.7967 21.6456 32180 3 515.6037 ‐2.3018
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 23193.8300 1531.7837 31.1114 30320 2 766.3955 ‐1.4122
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 322.4711 1632.8791 27.5686 3617 2 816.9432 29.3880
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1849.9007 YFKGEDFPTENYIVK 361.3933 1849.8953 35.8695 2949 2 925.4513 ‐2.2056
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 904.4887 PGYNQVVK 369.9018 904.4884 24.0555 10425 1 904.4884 0.8002
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 Carbamidomethyl+C(6) 1458.7199 LKPFGCNLLYHD 252.6584 1458.7149 25.7641 10007 2 729.8611 ‐3.5052
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 686.3944 IVNNAR 3155.1790 686.3937 19.2887 4415 1 686.3937 ‐0.7397
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 799.4785 LIVNNAR 3750.9540 799.4780 19.2867 3516 1 799.4780 0.1409
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1172.6157 APELEKETGAK 413.4789 1172.6167 21.7485 2925 2 586.8120 0.0860
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1101.5786 PELEKETGAK 3632.5470 1101.5861 21.6627 2851 2 551.2967 5.77
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1431.7148 QMAPELEKETGAK 149.1750 1431.7067 21.3957 2567 2 716.3570 ‐5.8288
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 Carbamidomethyl+C(5) 1519.7475 KPFGCNLLYHDR 364.8227 1519.7497 25.6885 1395 2 760.3785 1.14
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1003.5571 VPGYNQVVK 135.0449 1003.5515 24.0487 975 1 1003.5515 ‐4.0406
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 4838.8200 42694.8017 66 60.16 None 1217.6062 GEWNVAGIAYR 251.5549 1217.6103 28.4634 1808 2 609.3088 2.20
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 5967.6710 1673.8401 22.3493 47511 2 837.4237 ‐1.1050
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 35730.4600 1632.8323 16.0451 43700 3 544.9490 ‐0.2635
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 2513.3300 HIPDLHVLISTPFHPAYVTAE 4619.0400 2513.3368 19.0158 40788 4 629.0897 2.82
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 758.4957 ILILMR 20267.4200 758.4957 17.1869 9860 1 758.4957 0.2524
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 2779.3322 QAVVDAVESGHIGGYSGDV609.7991 2779.3369 17.1926 8505 3 927.1171 3.73
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 825.4869 IVGVFYK 3448.7690 825.4854 15.5454 1970 2 413.2463 ‐3.9016
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 1334.6661 FVEDLNEMLPK 1821.4890 1334.6670 18.2816 53490 2 667.8371 0.1558
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 739.6917 1531.8009 24.2822 3209 2 766.4041 9.65
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 Carbamidomethyl+C(14) 2451.2086 ANEYATKNPNFLGCVENALG1014.3320 2451.2037 19.2249 10027 3 817.7394 ‐0.8976
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 2481.2674 NFVPGYNQVVKGEWNVAG1140.9400 2481.2691 19.4520 8396 3 827.7612 1.83
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 453.3435 ILIL 75.1993 453.3431 16.1101 11426 1 453.3431 ‐2.0472
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 645.4116 LILMR 2743.4250 645.4117 17.1787 6482 1 645.4117 ‐0.1583
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 532.3276 ILMR 266.0699 532.3270 17.1815 6122 1 532.3270 ‐1.7983
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 1101.5364 NFVPGYNQVV 123.5354 1101.5377 20.7525 3541 1 1101.5377 2.39
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 617.3327 EMLPK 312.0576 617.3331 16.5171 2528 1 617.3331 0.2812
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 718.3804 MPLTEK 45.2388 718.3840 24.3132 1938 1 718.3840 5.1728
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 2207.0130 42694.8017 66 60.16 None 1317.6395 FVEDLNEMLPK 450.0059 1317.6422 18.5175 3100 2 659.3248 1.62
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2008.0709 ENAITVGTQHALDPLTTVK 6792.5410 2008.0703 28.2033 24341 3 670.0283 ‐0.4213
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 3622.5730 2192.1223 35.2108 21937 2 1096.5648 ‐3.3652
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2826.4308 LNASYYQIVSPSTVVGAEISH1030.0390 2826.4183 19.8069 20707 3 942.8110 ‐3.1965
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 1334.7314 GSLFLGDVATQVK 3381.3000 1334.7305 29.0988 15343 2 667.8689 ‐1.1392
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 881.5819 VGIALALKP 12257.6000 881.5842 17.6752 11927 2 441.2957 1.0713
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2017.0726 VNNAGVANALIQHEWRPK 1571.2720 2017.0714 16.2660 8326 4 505.0233 ‐2.1462
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2036.0182 FSVTTYSSTGVAITTTGTNK 241.1055 2035.9964 18.2081 2811 3 679.3370 ‐10.8075
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 803.4145 VSTDSSLL 168.0807 803.4178 32.7618 1797 1 803.4178 4.10
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 766.5185 VGIALALK 293.0938 766.5170 17.6456 1028 1 766.5170 ‐1.6018
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1530.2690 29210.8248 10 38.69 None 2174.1227 VSTDSSLLTTLTFDEPAPGLK 685.2829 2174.1211 37.6312 10760 3 725.3785 ‐0.5771
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 Carbamidomethyl+C(18) 3036.5671 DAGEHPDVVTILSLLSACAVL2055.9300 3036.5724 20.6527 45153 4 759.8986 2.03
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 Carbamidomethyl+C(19) 3853.8751 FTEKDVVTWNAMISGYVNC729.8318 3853.8644 22.7729 2481 4 964.2216 ‐0.1049
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 Carbamidomethyl+C(13) 2152.1220 LFDEIPKPDVSICNHVLR 912.4114 2152.1621 17.2427 12433 3 718.0589 19.0450
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 None 2198.1638 IYGNVELGKYANEKLLSMR 948.9841 2198.1596 18.3689 86525 3 733.3914 ‐1.3853
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 None 1629.8635 GVSPDRYTFTFVLK 983.6463 1629.8635 16.2477 1516 2 815.4354 0.3915



NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 Carbamidomethyl+C(7) 1885.0212 LSLLSACAVLGDLETGKR 456.6301 1885.0282 20.6737 7642 3 629.0142 3.39
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 None 1271.6783 DRYTFTFVLK 178.6652 1271.6860 17.0715 2994 2 636.3466 5.30
NP_197034.2 pentatricopeptide repeat containing protein Arabidopsis thaliana 182.7187 62796.2253 8 11.31 None 858.4866 EKLLSMR 447.3880 858.4910 17.8736 1642 2 429.7492 3.1801
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 None 2431.2391 LFDELGIVAEDVPVDEFTPLG2124.5920 2431.2281 40.5973 6132 2 1216.1177 ‐2.2986
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 None 1486.7748 ESELIEENVLGVR 8661.0600 1486.7748 29.0398 4145 2 743.8910 ‐0.0583
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 None 1628.8676 GTITEAADMKTIHKL 1178.1670 1628.8642 25.9635 5176 2 814.9357 ‐1.8519
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 Oxidation+M(15) 2102.9117 AFSAVTMTDSNDAGMDAV1379.8910 2102.9139 21.9532 32091 3 701.6428 1.0915
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 None 934.4629 DEFTPLGR 300.9570 934.4624 41.5309 5280 1 934.4624 0.6271
NP_197148.3 Isopentenyl diphosphate Delta isomerase I Arabidopsis thaliana 547.5422 33442.1150 6 18.90 None 1214.6085 GTITEAADMKTI 328.6865 1214.6040 26.5499 3725 2 607.8056 ‐4.5199
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK13873.2100 2140.2539 24.3486 42602 2 1070.6306 ‐2.6484
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1658.8285 YGAGIGPGVYDIHSPR 14279.9100 1658.8304 23.8394 41687 3 553.6150 0.4656
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 2861.4291 FIPSNTFAHYDQVLDTTAML24197.3100 2861.4260 20.3919 30690 3 954.4802 0.2325
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 942.5619 VVEVNALAK 7815.3310 942.5613 19.5135 29155 2 471.7843 ‐2.0261
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1411.7904 GGIGVIQIDEAALR 45309.8200 1411.7907 30.5591 28513 2 706.3990 ‐0.0501
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1181.6313 GVTAFGFDLVR 7957.3700 1181.6348 19.5974 23396 2 591.3210 2.1110
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 2384.2166 AAGATWIQLDEPVLVMDLE13194.6900 2384.2124 39.4611 23073 3 795.4090 ‐1.2799
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1235.5759 GNASVPAMEMTK 3039.6760 1235.5780 20.1956 20184 2 618.2926 1.0299
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 3013.4155 WFDTNYHYIVPELGPEVNFS6784.8940 3013.4182 20.0576 18472 4 754.1100 1.26
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1199.5732 FALESFWDGK 6586.1820 1199.5754 19.8238 18355 2 600.2914 1.1388
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2001.2830 2310.2947 21.9806 18068 2 1155.6510 ‐3.2956
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1146.6769 SFELLSLLPK 20876.6900 1146.6761 22.1229 16611 2 573.8417 ‐1.5730
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1790.9622 GMLTGPVTILNWSFVR 5859.3290 1790.9606 23.0994 16420 2 895.9839 ‐0.2342
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK2998.4870 2213.1372 21.8648 14864 2 1107.0722 ‐2.1823
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 2418.2664 NIWANDFAASLSTLQALEGI 1073.1020 2418.2495 25.4740 14170 2 1209.6284 ‐4.7904
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 831.4822 EVITELK 27979.3700 831.4823 19.3111 9953 2 416.2448 ‐1.5799
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1457.7594 IPSSEEIADRVNK 496.9572 1457.7623 20.8432 5824 2 729.3848 1.04
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 Oxidation+M(32) 4253.1158 SSIWKQMSAAGTKFIPSNTF192.7315 4253.0882 22.6196 9084 4 1064.0275 ‐3.7983
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 603.3712 ITELK 249.3786 603.3721 19.5149 4441 1 603.3721 1.72
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 710.3212 AMEMTK 170.6952 710.3203 19.7589 4003 1 710.3203 ‐1.0224
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1228.6606 PVLVMDLEGQK 211.7776 1228.6573 39.7201 3551 2 614.8323 ‐3.3788
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1140.5796 PGVYDIHSPR 139.7485 1140.5810 24.1577 3526 1 1140.5810 3.49
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1716.8778 SSIWKQMSAAGTKFIP 191.7975 1716.8700 22.3180 2758 2 858.9387 ‐4.0290
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 843.4934 VEVNALAK 917.2710 843.4893 19.5118 2322 1 843.4893 ‐4.2027
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 1685.8282 NIWANDFAASLSTLQA 236.5098 1685.8123 25.4921 1712 1 1685.8123 ‐5.1792
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 4085.5520 84698.9500 40 37.65 None 724.3737 DIHSPR 95.2889 724.3738 24.5515 1704 1 724.3738 0.3738
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK18800.5600 2140.2539 24.3486 42602 2 1070.6306 ‐2.2163
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 2861.4291 FIPSNTFAHYDQVLDTTAML15097.8000 2861.4260 20.3919 30690 3 954.4802 0.9290
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 1181.6313 GVTAFGFDLVR 6490.3940 1181.6348 19.5974 23396 2 591.3210 1.06
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 3013.4155 WFDTNYHYIVPELGPEVNFS5403.1690 3013.4182 20.0576 18472 4 754.1100 1.58
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 1199.5732 FALESFWDGK 6525.1130 1199.5754 19.8238 18355 2 600.2914 0.9698
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2808.6670 2310.2947 21.9806 18068 2 1155.6510 ‐2.7548
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 1146.6769 SFELLSLLPK 13763.9900 1146.6761 22.1229 16611 2 573.8417 ‐1.7757
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 1790.9622 GMLTGPVTILNWSFVR 7887.0150 1790.9606 23.0994 16420 2 895.9839 ‐0.0252
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK1858.1050 2213.1372 21.8648 14864 2 1107.0722 ‐1.7036
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 2418.2664 NIWANDFAASLSTLQALEGI 2670.4910 2418.2495 25.4740 14170 2 1209.6284 ‐4.1805
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 None 1411.7904 GGIGVIQIDEAALR 722.2330 1411.7590 18.1867 2682 2 706.3831 ‐22.5132
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK362.7327 2052.0560 18.1888 39596 3 684.6902 1.0303
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 Oxidation+M(32) 4253.1158 SSIWKQMSAAGTKFIPSNTF511.3933 4253.0882 22.6196 9084 4 1064.0275 ‐2.9496
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Ar 1946.0520 84698.9500 40 37.65 Oxidation+M(7) 1392.6940 SSIWKQMSAAGTK 100.7439 1392.7027 18.8054 1517 2 696.8550 5.90
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 1589.8217 TVPHLADAMHAAVTR 7659.1140 1589.8226 15.2198 5697 3 530.6124 ‐0.2034
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 1442.7849 LILGADSPAITESR 2190.2290 1442.7799 29.2949 3028 2 721.8936 ‐3.6937
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 2449.3999 LVVRPMYSSPPIHGASIVATI600.4315 2449.4138 19.3740 2767 4 613.1089 4.86
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 1454.8213 TEEGKPLVLDVVR 1433.8870 1454.8168 25.4234 5879 3 485.6105 ‐4.0926
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 893.4761 ISMAGLSSK 304.3522 893.4848 17.3409 5254 1 893.4848 10.84
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 1721.9472 VKEYIPIVGISDFNK 1071.7970 1721.9512 18.4499 2338 3 574.6553 1.04
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 2994.4480 SKSLLPFFDSAYQGFASGSLD3688.3480 2994.4450 20.4824 1730 3 998.8199 0.5308
NP_197456.1 aspartate aminotransferase Arabidopsis thaliana 485.9666 44494.8401 8 19.75 None 897.5768 ASIVATILK 221.1189 897.5778 18.3460 6247 1 897.5778 2.1050
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 1701.9058 AVFVDLEPTVIDEVR 15582.8500 1701.9048 33.9528 21467 2 851.4560 ‐0.1158
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 987.5469 DVNAAVGTIK 5098.5420 987.5469 18.8115 13356 2 494.2771 ‐1.3463
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 Carbamidomethyl+C(4)
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 Carbamidomethyl+C(3) 1868.8994 AVCMISNNTAVAEVFSR 1339.0900 1868.9032 18.4656 4552 2 934.9553 2.13
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 888.4673 EDLAALEK 24145.6700 888.4688 19.6124 4333 2 444.7381 0.2033
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 1691.8711 SLDIERPTYTNLNR 934.8923 1691.8722 23.2084 7890 3 564.6289 ‐0.0124
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 3091.2182 EDLAALEKDYEEVGAEGGDD2696.3140 3091.2005 30.6854 3150 2 1546.1039 ‐1.9041
NP_197478.1 tubulin alpha 3 Arabidopsis thaliana 1473.8430 50281.5517 8 20.67 None 644.3978 LAALEK 462.7579 644.4004 20.7108 12907 1 644.4004 3.91
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 None 1015.5782 LVIVGDGGTGK 9752.2900 1015.5775 19.3913 25108 2 508.2924 ‐1.9621
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 None 1761.8959 SNYNFEKPFLYLAR 2127.9780 1761.9016 18.8582 14970 3 587.9721 2.67
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 None 2429.0991 NEAELLQAAAQPLPDDDDD5777.0460 2429.1006 35.8423 10087 2 1215.0539 2.44
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 Carbamidomethyl+C(3) 1404.5889 FYCWDTAGQEK 4796.9900 1404.5876 23.3423 9579 2 702.7974 ‐1.2460
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 None 803.4258 IVGDGGTGK 198.5497 803.4267 20.2595 1545 1 803.4267 1.09
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1434.0670 25617.9951 6 26.24 None 902.4942 VIVGDGGTGK 228.9818 902.4955 19.3987 1023 1 902.4955 2.44
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1704.8915 VLDVVYNASNNELVR 14806.5500 1704.8898 17.0488 31017 2 852.9485 ‐0.5552
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1561.7241 SLDSHIEDQFASGR 1085.9700 1561.7258 22.7499 25234 2 781.3665 1.1724
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1245.6838 SAIVQVDAAPFK 4875.2200 1245.6836 26.0217 21062 2 623.3454 ‐0.8256



NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 965.4938 ADGYILEGK 10238.4100 965.4939 19.8609 16106 2 483.2506 ‐1.2606
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1857.8712 DGEEGEEAAVAAPEEVKK 6933.5650 1857.8741 18.5540 13759 3 619.9629 1.1675
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1729.7763 DGEEGEEAAVAAPEEVK 616.2382 1729.7783 23.5550 6194 2 865.3928 1.48
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1985.9662 KDGEEGEEAAVAAPEEVKK 5728.5760 1985.9674 17.0462 11399 3 662.6607 0.4628
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 894.4567 DGYILEGK 213.4530 894.4577 20.1300 3821 1 894.4577 2.0358
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1967.9556 KDGEEGEEAAVAAPEEVKK 274.6526 1967.9666 17.1206 9041 3 656.6604 5.61
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1227.6732 SAIVQVDAAPFK 145.0541 1227.6693 27.0641 2438 2 614.3383 ‐3.8557
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2356.8940 25107.6706 15 31.8 None 1228.6572 SAIVQVDAAPFK 159.8434 1228.6491 27.2668 974 1 1228.6491 ‐4.2892
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 427.3168 25107.6706 15 31.8 None 1561.7241 SLDSHIEDQFASGR 523.5703 1561.7258 22.7499 25234 2 781.3665 1.1765
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 427.3168 25107.6706 15 31.8 None 1245.6838 SAIVQVDAAPFK 5596.5830 1245.6836 26.0217 21062 2 623.3454 ‐0.7324
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 427.3168 25107.6706 15 31.8 None 1729.7763 DGEEGEEAAVAAPEEVK 1198.5510 1729.7783 23.5550 6194 2 865.3928 1.16
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 427.3168 25107.6706 15 31.8 None 1227.6732 SAIVQVDAAPFK 172.9052 1227.6693 27.0641 2438 2 614.3383 ‐3.7574
NP_197550.1 glutaredoxin C4 Arabidopsis thaliana 401.7669 14941.2009 5 27.41 None 2193.1186 SVFRELDQVPYVVELDER 1570.6960 2193.1281 23.4485 17291 2 1097.0677 5.32
NP_197550.1 glutaredoxin C4 Arabidopsis thaliana 401.7669 14941.2009 5 27.41 None 1963.8880 HLGGSDDTVDAYESGELAK 1257.4720 1963.8957 21.8672 5872 3 655.3034 3.54
NP_197550.1 glutaredoxin C4 Arabidopsis thaliana 401.7669 14941.2009 5 27.41 None 1229.6736 LLGVSGNKEAEL 172.8360 1229.6575 32.6747 10509 2 615.3324 ‐13.8087
NP_197550.1 glutaredoxin C4 Arabidopsis thaliana 401.7669 14941.2009 5 27.41 None 1444.6955 DQVPYVVELDER 266.1596 1444.6923 24.7385 787 3 482.2356 ‐3.2319
NP_197550.1 glutaredoxin C4 Arabidopsis thaliana 401.7669 14941.2009 5 27.41 None 1068.4592 HLGGSDDTVDA 232.0340 1068.4603 22.0876 755 1 1068.4603 2.02
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1350.8880 22007.2837 6 37.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK5098.9090 2075.0397 20.3692 22752 3 692.3514 0.8738
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1350.8880 22007.2837 6 37.91 None 2187.1921 AAVTPAFAPAYAGINGLGVS8180.7910 2187.1863 20.3255 18475 2 1094.0968 ‐1.0099
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1963.6280 22007.2837 6 37.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK4984.0090 2075.0397 20.3692 22752 3 692.3514 1.1082
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1963.6280 22007.2837 6 37.91 None 2187.1921 AAVTPAFAPAYAGINGLGVS13028.6400 2187.1863 20.3255 18475 2 1094.0968 ‐0.5477
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1963.6280 22007.2837 6 37.91 Carbamidomethyl+C(29) 3799.0211 LDLAGGGVIPLHTHPGASEV525.5411 3798.9971 25.7049 4550 3 1267.0039 ‐2.2541
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1963.6280 22007.2837 6 37.91 None 1585.8485 FPQGLLHFQLNSGK 467.2759 1585.8521 19.5436 2152 2 793.4297 2.98
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1371.6427 YAGTEVEFNDVK 165791.2000 1371.6423 22.4865 91782 2 686.3248 ‐0.6126
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1204.6783 TAGGLLLTETTK 93190.5100 1204.6789 23.5632 86605 2 602.8431 ‐0.2881
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 2621.4257 TLGGILLPSTAQSKPQGGEVV13469.3200 2621.4224 17.5344 83094 3 874.4790 ‐0.3654
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1662.9313 ITPLPVSTGSTVLYSK 40356.5500 1662.9314 17.2755 69582 2 831.9693 0.4440
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 906.4601 ASDVMAILS 8262.2440 906.4600 30.5972 45965 1 906.4600 0.8644
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK13926.7300 2083.0909 27.5353 35463 3 695.0352 ‐0.3759
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 2540.3090 EDDIVGILETEDIKDLKPLND 7822.8110 2540.3124 34.2193 30836 4 635.8336 0.7828
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1618.9050 IDITVPTGAQIIYSK 3282.4320 1618.9052 18.3873 23289 2 809.9563 0.3642
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1588.7952 EDDIVGILETEDIK 43133.8800 1588.7972 33.4021 21472 2 794.9022 1.87
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1149.6262 YTSIKPLGDR 3300.0860 1149.6294 17.5917 14434 2 575.3183 1.59
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1861.0429 NKIDITVPTGAQIIYSK 20740.0500 1861.0412 17.3743 43973 3 621.0186 ‐1.2566
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1032.5936 GGLLLTETTK 1074.6680 1032.5916 23.5620 3896 1 1032.5916 ‐0.4072
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 885.5152 SIKPLGDR 166.8565 885.5149 18.0182 3852 2 443.2611 ‐1.8815
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 1077.5939 PTGAQIIYSK 453.6517 1077.5901 17.3785 2176 1 1077.5901 ‐1.7981
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 734.3567 ETEDIK 111.7625 734.3533 35.0847 1992 1 734.3533 ‐4.2876
NP_197572.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 22 57.71 None 685.3992 KPLGDR 260.5503 685.4002 17.6238 1627 1 685.4002 1.97
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 2621.4257 TLGGILLPSTAQSKPQGGEVV14829.5500 2621.4224 17.5344 83094 3 874.4790 0.1900
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 1662.9313 ITPLPVSTGSTVLYSK 26344.3700 1662.9314 17.2755 69582 2 831.9693 0.5712
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 1618.9050 IDITVPTGAQIIYSK 3750.9570 1618.9052 18.3873 23289 2 809.9563 0.4633
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 1861.0429 NKIDITVPTGAQIIYSK 23689.8000 1861.0412 17.3743 43973 3 621.0186 ‐1.1480
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 1448.7995 PLPVSTGSTVLYSK 173.6665 1448.7929 17.2853 2582 2 724.9001 ‐4.7550
NP_197572.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 22 57.71 None 1077.5939 PTGAQIIYSK 168.8285 1077.5901 17.3785 2176 1 1077.5901 ‐1.8687
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1980.9621 TINQVQETGSSVFDATQR 6907.5270 1980.9653 24.9033 26670 3 660.9933 1.56
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 2166.2533 VFQVVGDALKPALDTALPIA2053.4230 2166.2562 20.0680 23615 3 722.7569 1.82
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1347.7002 DQIVSSLTEVEK 12169.1200 1347.6977 25.4501 19950 2 674.3525 ‐2.2545
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 2113.9495 AQEAMQSSGFDSEPVFNAA1605.4790 2113.9420 26.1568 19057 2 1057.4746 ‐2.1019
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1596.8115 GSNIIILDSYTDSAK 24114.9800 1596.8090 28.1622 18567 2 798.9081 ‐1.4061
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1351.7831 VISIPLEELPNK 7433.8900 1351.7831 29.8929 16901 2 676.3952 ‐0.4268
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1988.9712 LGTDSYNFSFAQVLSPSR 4628.0150 1988.9720 20.1365 16316 2 994.9896 1.51
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 1553.4420 1645.8452 32.0082 14196 2 823.4263 ‐0.5106
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 10339.8800 1445.6485 24.2288 13580 2 723.3279 0.3072
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1177.6059 TVTDVAQQTSK 1656.4280 1177.6065 28.5310 1998 2 589.3069 ‐0.3588
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1578.9465 VISIPLEELPNKVK 8956.0640 1578.9480 17.8470 8434 3 526.9875 0.1125
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 Oxidation+M(7) 1967.9379 QAGEEAMKLASPAFSEASK 391.5722 1967.9382 17.6808 1914 2 984.4727 1.18
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 1171.5742 YIVTDGFSGGR 131.9930 1171.5805 25.9153 3191 2 586.2939 4.02
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 662.3468 AQQTSK 68.2688 662.3449 28.8526 1403 1 662.3449 ‐2.8570
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 991.5306 VSSLTEVEK 728.9656 991.5303 25.4423 801 1 991.5303 1.0830
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 None 2096.9230 AQEAMQSSGFDSEPVFNAA421.5722 2096.9293 26.9701 4987 2 1048.9683 4.24
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2728.0950 41399.5387 30 45.48 Oxidation+M(7) 1950.9113 QAGEEAMKLASPAFSEASK 746.7549 1950.9119 18.8637 3185 3 650.9755 0.0892
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 1980.9621 TINQVQETGSSVFDATQR 7457.2590 1980.9653 24.9033 26670 3 660.9933 1.94
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 2113.9495 AQEAMQSSGFDSEPVFNAA2842.9400 2113.9420 26.1568 19057 2 1057.4746 ‐2.2534
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 1596.8115 GSNIIILDSYTDSAK 30218.8100 1596.8090 28.1622 18567 2 798.9081 ‐1.4119
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 1351.7831 VISIPLEELPNK 10103.4600 1351.7831 29.8929 16901 2 676.3952 ‐0.3635
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 1935.0390 1645.8452 32.0082 14196 2 823.4263 ‐0.5301
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 11180.1500 1445.6485 24.2288 13580 2 723.3279 0.3441
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 1988.9712 LGTDSYNFSFAQVLSPSR 182.8167 1988.9662 25.5239 2374 3 663.6603 ‐2.8634
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Carbamidomethyl+C(7) 2005.9801 VLGYKNCYIVTDGFSGGR 589.8804 2005.9756 26.4110 1637 2 1003.4914 ‐1.1689
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Oxidation+M(7) 1967.9379 QAGEEAMKLASPAFSEASK 505.4722 1967.9280 22.9280 3089 3 656.6475 ‐5.3937
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 1171.5742 YIVTDGFSGGR 145.0867 1171.5805 25.9153 3191 2 586.2939 4.43
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Oxidation+M(7) 1229.5830 QAGEEAMKLASP 300.8403 1229.5786 24.2620 1633 2 615.2929 ‐4.2582
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 Oxidation+M(7) 1950.9113 QAGEEAMKLASPAFSEASK 426.3362 1950.9172 22.3661 16878 3 650.9773 2.78



NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2437.3940 41399.5387 30 45.48 None 2096.9230 AQEAMQSSGFDSEPVFNAA437.5946 2096.9293 26.9701 4987 2 1048.9683 4.57
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 3773.6940 44160.6201 5 10.42 None 1777.8603 GTGITEEFEEVPVQSR 75749.3400 1777.8603 26.8685 31240 2 889.4338 0.6174
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 3773.6940 44160.6201 5 10.42 None 1556.6863 SIPSAEEEDFNYR 19596.4100 1556.6850 23.2063 22461 2 778.8461 ‐0.7815
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 3773.6940 44160.6201 5 10.42 None 1333.7110 AADNIAANLYAVK 3568.7010 1333.7095 25.7936 14524 2 667.3584 ‐1.5979
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 3773.6940 44160.6201 5 10.42 None 836.4261 AADNIAANL 131.5534 836.4293 27.1155 4141 1 836.4293 4.53
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 3773.6940 44160.6201 5 10.42 None 1538.6758 SIPSAEEEDFNYR 238.6125 1538.6697 20.9063 1026 2 769.8385 ‐3.8991
NP_197735.1 ferredoxin thioredoxin reductase subunit A variable subunit 1 Arabidopsis t 418.2609 19995.7260 3 20.88 None 1302.6246 VPEVDLEGMEGK 1390.4770 1302.6265 25.2142 3827 2 651.8169 0.9674
NP_197735.1 ferredoxin thioredoxin reductase subunit A variable subunit 1 Arabidopsis t 418.2609 19995.7260 3 20.88 None 2635.1489 SADSINADANPSSSPSSEEEI 1356.2390 2635.1514 22.1682 2388 3 879.0553 1.44
NP_197735.1 ferredoxin thioredoxin reductase subunit A variable subunit 1 Arabidopsis t 418.2609 19995.7260 3 20.88 None 1882.8858 FVSHLKEDEFEFIDQ 1611.7020 1882.8855 35.4483 1022 2 941.9464 0.7503
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thalia 788.8453 18135.7055 4 11.59 None 1186.6202 TLEEEDPIIK 10798.7100 1186.6203 22.6290 21271 2 593.8138 ‐0.6917
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thalia 788.8453 18135.7055 4 11.59 None 979.5095 DGEFTGLLK 2375.9470 979.5095 26.8389 15575 2 490.2584 ‐1.3030
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thalia 788.8453 18135.7055 4 11.59 None 972.4884 EEEDPIIK 151.8670 972.4867 22.8013 4068 2 486.7470 ‐3.1114
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thalia 788.8453 18135.7055 4 11.59 None 531.3501 TGLLK 113.2788 531.3496 26.5606 1098 1 531.3496 ‐1.4028
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEA6161.6320 2700.4128 22.8792 35190 3 900.8091 ‐0.3232
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2405.6870 1784.9369 19.8618 31267 2 892.9721 ‐0.9772
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 1004.5524 QYTVPLQR 1726.9040 1004.5562 19.7963 21439 2 502.7817 2.11
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 1285.7110 GIQVIVVTDGER 13547.7400 1285.7085 24.9893 19206 2 643.3579 ‐2.5426
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 3788.8324 SGVGGGISDVYGEDSATLDQ12859.6100 3788.8232 24.6812 18941 3 1263.6126 0.3880
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Carbamidomethyl+C(15) 2973.5714 LSLYTALGGIRPSACLPITIDV 2348.8700 2973.5667 21.0408 12248 3 991.8604 ‐0.1161
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 2350.2401 DAHYITGLLPPVVLSQDVQE1021.5620 2350.2339 22.1265 1519 3 784.0828 ‐2.2049
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 4157.0132 SGVGGGISDVYGEDSATLDQ175.5716 4157.0396 19.4388 2419 3 1386.3514 9.60
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Oxidation+M(10)
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Carbamidomethyl+C(6) 1484.7236 LGDLGCQGMGIPVGK 231.3799 1484.7330 19.6708 3254 3 495.5825 5.13
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 876.4938 YTVPLQR 79.9661 876.4993 20.9921 2891 2 438.7533 4.51
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 Carbamidomethyl+C(8) 1090.5198 TPTVGEACQK 95.3995 1090.5123 22.1696 1403 1 1090.5123 ‐5.0532
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1595.4780 65066.5343 13 25.17 None 1267.7005 GIQVIVVTDGER 566.2828 1267.6994 22.9740 2655 2 634.3533 ‐1.4805
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 1646.8847 TTLLEQALETAVTEK 6625.4340 1646.8831 37.1299 6411 2 823.9452 ‐0.6808
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 1052.5007 GVAVSFSDDR 292.4734 1052.5096 24.4297 6556 2 526.7585 7.45
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 1494.7601 THGFFNTRPVYR 595.2218 1494.7169 29.8537 4116 2 747.8621 ‐28.9149
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 Carbamidomethyl+C(16) 2752.2746 GDVGLGDFDYNLPGDCLSFM183.0139 2752.2316 30.2433 1564 3 918.0820 ‐15.0435
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 994.5316 FRSLDTAGK 1283.9340 994.5310 18.5781 2832 2 497.7691 ‐1.7429
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 Carbamidomethyl+C(16) 2491.2385 FGEVAGASSVVVLPVCKAEE461.7584 2491.2512 37.7270 2016 3 831.0886 5.04
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 1157.5851 THGFFNTRPV 76.9870 1157.5765 31.5125 1746 1 1157.5765 ‐5.1777
NP_198202.1 uncharacterized protein Arabidopsis thaliana 262.3070 48350.8878 8 3.46 None 976.5211 FRSLDTAGK 599.2944 976.5192 17.1118 1233 2 488.7632 ‐3.0431
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1494.7223 ITPSWVGFTDSER 19504.1800 1494.7235 17.6940 40056 2 747.8654 0.7283
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1907.0021 IKDAVVTVPAYFNDAQR 32593.8700 1907.0033 16.8489 37627 3 636.3393 0.3569
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1345.6457 NALETYVYNMK 19570.9300 1345.6492 27.7292 33185 2 673.3282 2.1783
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1564.8291 VFSPEEISAMILTK 5280.0350 1564.8271 21.4728 31883 2 782.9172 ‐1.1731
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 8627.0950 2103.1292 18.0392 26986 3 701.7146 1.20
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1680.2140 1861.9521 30.8691 26380 2 931.4797 3.12
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2498.0841 EALEWLDENQNSEKEEYDEK6704.3150 2498.0859 26.2506 23467 3 833.3668 1.25
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1155.6480 DAGVIAGLNVAR 6787.6350 1155.6480 25.4983 22129 2 578.3276 ‐0.9407
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2053.0124 VEIESLFDGVDFSEPLTR 10448.7600 2053.0093 38.2036 19745 2 1027.0083 ‐0.2347
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1550.7962 AVVTVPAYFNDAQR 9012.3290 1550.7957 27.2820 18630 2 775.9015 ‐0.2214
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1210.5739 DFFEGKEPNK 7073.7310 1210.5762 19.0861 15272 2 605.7917 1.1586
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1536.7513 NGHVEIIANDQGNR 16613.2300 1536.7542 16.2757 8558 3 512.9229 0.9942
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 981.4888 ETAEAYLGK 11033.6500 981.4909 17.9913 7412 2 491.2491 0.8456
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1473.7907 SQIDEIVLVGGSTR 3722.3340 1473.7851 27.6233 1290 1 1473.7851 ‐0.4562
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2303.9018 SGGAPGGAGGESSTEEEDES640.8887 2303.8981 18.6692 7537 2 1152.4527 0.2839
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1523.7601 ARFEELNNDLFR 2685.5980 1523.7614 27.2469 22478 2 762.3844 0.8867
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 Carbamidomethyl+C(14) 2896.4397 EEYDEKLKEVEAVCNPIITAV905.6843 2896.4393 22.4203 12677 3 966.1513 1.79
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2038.0426 FEELNNDLFRKTMGPVK 1447.4380 2038.0407 18.9741 3557 3 680.0184 ‐1.0208
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1368.7192 MKETAEAYLGKK 924.6736 1368.7188 16.4476 3486 3 456.9111 ‐1.4434
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2370.2776 LIGEAAKNQAAVNPERTVFD920.0060 2370.2757 19.7411 2600 3 790.7634 ‐0.2886
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 2739.2632 EALEWLDENQNSEKEEYDEK729.7813 2739.2675 26.5345 1464 4 685.5723 1.61
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1156.5004 SEKEEYDEK 55.8186 1156.5065 25.2349 5601 2 578.7569 4.94
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1160.5656 LETYVYNMK 319.1866 1160.5663 28.4306 3415 1 1160.5663 2.63
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 750.3529 FNDAQR 5136.7250 750.3564 16.8631 2653 1 750.3564 4.41
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1296.6219 FEELNNDLFR 272.8472 1296.6134 28.5378 2006 1 1296.6134 ‐3.9180
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 241.4485 1334.6934 29.6919 1645 2 667.8503 3.1403
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1081.5061 PAYFNDAQR 1270.9990 1081.5021 16.8488 1480 1 1081.5021 ‐2.0283
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 703.3118 NDQGNR 150.0273 703.3085 17.3122 1325 1 703.3085 ‐4.5566
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1303.7005 VNPERTVFDVK 253.3030 1303.6959 18.8875 1135 2 652.3516 ‐4.0124
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 826.5033 IKDAVVTV 304.6790 826.5017 16.8208 1045 1 826.5017 ‐1.3017
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1455.7802 SQIDEIVLVGGSTR 459.7242 1455.7722 28.5568 3343 2 728.3898 ‐5.6164
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1137.6375 DAGVIAGLNVAR 190.8292 1137.6433 23.7945 2651 2 569.3253 4.1708
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 8530.3070 73914.5211 54 38.12 None 1506.7336 ARFEELNNDLFR 343.9426 1506.7251 22.7419 1105 2 753.8662 ‐5.6762
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1659.8952 IINEPTAAAIAYGLDK 19118.3800 1659.8937 29.4143 34730 2 830.4505 ‐0.6202



NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1345.6457 NALETYVYNMK 20248.7600 1345.6492 27.7292 33185 2 673.3282 2.34
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1860.8400 1861.9521 30.8691 26380 2 931.4797 3.1407
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1155.6480 DAGVIAGLNVAR 9146.4410 1155.6480 25.4983 22129 2 578.3276 ‐0.8221
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 2053.0124 VEIESLFDGVDFSEPLTR 8809.7530 2053.0093 38.2036 19745 2 1027.0083 ‐0.3690
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1296.6219 FEELNNDLFR 898.9842 1296.6134 28.5378 2006 1 1296.6134 ‐3.7419
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1473.7907 SQIDEIVLVGGSTR 2792.7050 1473.7851 27.6233 1290 1 1473.7851 ‐0.2785
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1073.6354 LVPYQIVNK 116.6359 1073.6236 17.5761 3912 2 537.3154 ‐11.8876
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 989.4898 LSQEEIDR 180.3823 989.4839 30.7819 2939 1 989.4839 ‐4.4856
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1536.7513 NGHVEIIANDQGNR 123.1351 1536.7282 27.9321 1933 2 768.8677 ‐15.0053
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1368.7192 MKETAEAYLGKK 1602.1380 1368.7191 16.4715 2990 3 456.9112 ‐1.1084
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 252.9863 1334.6934 29.6919 1645 2 667.8503 3.84
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1160.5656 LETYVYNMK 367.1457 1160.5635 27.7278 1115 1 1160.5635 0.4207
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1455.7802 SQIDEIVLVGGSTR 223.1661 1455.7722 28.5568 3343 2 728.3898 ‐5.5824
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1500.2650 73914.5211 54 38.12 None 1137.6375 DAGVIAGLNVAR 266.7367 1137.6433 23.7945 2651 2 569.3253 4.45
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 1905.8501 ESDAWPAEPQDAYGLEK 9280.6700 1905.8502 26.7585 12404 2 953.4288 1.0134
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 1132.6208 QLETTNVSLK 2669.6900 1132.6207 19.5735 9069 2 566.8140 ‐1.0119
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(7) 963.4816 LATEELCK 14201.4800 963.4842 16.7572 5795 2 482.2457 1.57
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 3019.4531 QLETTNVSLKESDAWPAEPQ868.9354 3019.3656 18.9922 3390 3 1007.1267 ‐27.4369
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 3450.5208 SDFREPVNIGSDEMVSMNE2221.5310 3450.5232 43.5532 3100 3 1150.8459 2.20
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 2945.2923 EPVNIGSDEMVSMNEMAE 1471.6780 2945.3059 44.5523 1051 3 982.4401 6.0368
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 None 769.3727 QLETTNV 247.3199 769.3732 16.8210 1513 1 769.3732 1.1798
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(5) 779.3604 TEELCK 16140.8700 779.3600 16.7634 1187 1 779.3600 ‐0.0765
NP_198236.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1131.1700 43157.7852 9 17.24 Carbamidomethyl+C(6) 850.3975 ATEELCK 2288.9370 850.3970 16.7546 889 1 850.3970 0.1834
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 1423.6700 ELAEDGYSGVEVR 15529.8100 1423.6695 21.6724 24791 2 712.3384 ‐0.5522
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 957.6720 1288.6737 25.6313 19879 2 644.8405 4.0265
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 1269.5780 DGYMVSSGQPTK 1853.7440 1269.5817 16.9054 4155 2 635.2945 2.12
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 3590.7611 EDDVYIAPAQVVTQAAFVPE6606.9880 3590.7482 40.4978 2692 3 1197.5876 ‐1.0997
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 Carbamidomethyl+C(2) 948.4819 GCEVIVSGK 262.0518 948.4792 25.8356 5240 1 948.4792 ‐1.7104
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 2187.0387 DGYMVSSGQPTKEYIDAAV 278.6858 2187.0772 34.7277 1777 3 729.6972 17.7950
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 2141.1026 FKFPQDSVELYAEKVANR 253.7097 2141.0850 33.6040 16764 2 1071.0461 ‐6.6960
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 1251.5674 DGYMVSSGQPTK 191.5333 1251.5720 15.7535 1538 2 626.2896 2.21
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 Carbamidomethyl+C(3) 1271.6413 GLCAIAQAESLR 311.6122 1271.6465 23.7937 5457 2 636.3269 3.21
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1887.8800 27629.2556 10 28.63 None 2170.0121 DGYMVSSGQPTKEYIDAAV 285.5845 2170.0013 36.3801 1567 3 724.0053 ‐4.8109
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1581.8370 TIEKPVEDPSELPK 98037.0200 1581.8366 20.3332 349193 3 527.9504 ‐1.0724
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1763.9174 VETLLNLDTKPYSDR 20803.6000 1763.9164 26.8467 156299 3 588.6436 ‐1.0984
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 2564.3031 VSGEVPWFGIEQEYTLLQQN73334.6400 2564.2976 22.3442 135581 2 1282.6524 0.3751
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 3000.4010 WNYDGSSTGQAPGEDSEVI17739.1400 3000.3974 20.7753 102610 3 1000.8040 0.3182
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1817.8565 HETASIDQFSWGVANR 30577.4300 1817.8554 26.8392 89330 3 606.6233 ‐1.0180
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 545.3293 LSLNV 2589.3640 545.3289 25.3846 73792 1 545.3289 ‐1.4095
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 899.5673 AILNLSLR 23393.8000 899.5675 17.6889 70668 2 450.2874 ‐1.2088
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIP14308.1200 2623.3315 18.5610 69733 3 875.1153 1.67
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 3842.9885 RPASNMDPYIVTSLLAETTLL9270.7820 3842.9736 25.5247 63810 3 1281.6627 ‐0.9615
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1135.5994 EEGGFEVIKK 51437.5900 1135.5999 18.7342 26620 2 568.3036 ‐0.4365
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1007.5044 EEGGFEVIK 72622.6800 1007.5051 22.2993 24255 2 504.2562 ‐0.5276
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIP2803.2800 2467.2206 32.8839 17175 2 1234.1139 ‐0.9570
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1361.6080 EHISAYGEGNER 39078.2100 1361.6076 13.9521 13256 3 454.5407 ‐1.4746
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1416.7441 VLALQSDNSTVNR 381.6634 1416.7410 38.1903 2139 2 708.8741 ‐2.4651
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1007.5520 AAEIFSNKK 153.9942 1007.5409 19.7960 7757 1 1007.5409 ‐9.5747
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1509.7730 SMREEGGFEVIKK 15287.3700 1509.7751 18.9790 33069 3 503.9299 0.4867
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 585.3355 NLSLR 128.3524 585.3348 18.7262 13454 1 585.3348 ‐1.4426
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 988.5462 EGGFEVIKK 328.3606 988.5511 18.3449 9569 2 494.7792 3.57
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 411.2238 LSLN 47.2933 411.2233 25.2775 8340 1 411.2233 ‐2.3462
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 Carbamidomethyl+C(9) 1780.8323 GGNNILVICDTWTPAGE 649.5407 1780.8263 32.8814 8238 2 890.9168 ‐2.7723
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 530.3297 LAAQK 100.4867 530.3297 25.3721 3290 1 530.3297 ‐0.5296
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 Carbamidomethyl+C(9) 1343.6413 GGNNILVICDTW 440.3868 1343.6426 19.2348 3079 2 672.3249 0.5342
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 842.5094 LLQQNVK 193.5322 842.5093 20.7379 2682 2 421.7583 ‐1.8409
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 877.5142 GGFEVIKK 10437.2200 877.5154 18.7469 2312 1 877.5154 2.31
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1225.5947 TIEKPVEDPSE 238.2217 1225.5856 21.6613 1993 1 1225.5856 ‐5.0987
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 914.4466 EDPSELPK 5016.2630 914.4492 20.3491 1645 1 914.4492 3.78
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1007.5673 LYPQAIFR 119.4518 1007.5740 22.0826 1312 2 504.2906 5.50
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 616.4028 EVIKK 168.2870 616.4031 18.7522 1303 1 616.4031 0.1999
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 2192.1386 VPWFGIEQEYTLLQQNVK 382.7556 2192.1358 22.2506 1201 3 731.3834 ‐1.1024
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1280.6957 TPAGEPIPTNKR 200.5412 1280.6996 19.4104 1158 2 640.8534 2.35
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 661.2900 GEGNER 699.9414 661.2914 13.9416 1068 1 661.2914 2.0337
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1096.5521 TIEKPVEDPS 289.7238 1096.5552 20.5031 752 2 548.7812 1.77
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1491.7624 SMREEGGFEVIKK 328.6044 1491.7612 20.5271 1805 2 746.3842 ‐0.8845
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 1563.8265 TIEKPVEDPSELPK 457.9125 1563.8262 20.3290 1147 3 521.9469 ‐0.9985
NP_198413.1 glutamine synthetase Arabidopsis thaliana 16137.9500 47809.8511 47 49.53 None 990.5255 AAEIFSNKK 97.8914 990.5213 18.0494 20136 2 495.7643 ‐5.5160
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1763.9174 VETLLNLDTKPYSDR 29026.6800 1763.9164 26.8467 156299 3 588.6436 ‐1.2000
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1817.8565 HETASIDQFSWGVANR 40598.8600 1817.8554 26.8392 89330 3 606.6233 ‐1.1431
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIP3261.2680 2467.2206 32.8839 17175 2 1234.1139 ‐1.2080
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 545.3293 LSLNV 4862.6660 545.3289 25.3846 73792 1 545.3289 ‐1.2404
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1581.8370 TIEKPVEDPSELPK 390.1893 1581.8054 24.7009 7261 2 791.4063 ‐19.8567
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1416.7441 VLALQSDNSTVNR 322.9458 1416.7410 38.1903 2139 2 708.8741 ‐2.4201



NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1551.7550 TASIDQFSWGVANR 248.0799 1551.7481 26.1136 73061 3 517.9209 ‐5.3462
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 411.2238 LSLN 43.1664 411.2233 25.2775 8340 1 411.2233 ‐2.1783
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 Carbamidomethyl+C(9) 1780.8323 GGNNILVICDTWTPAGE 883.4492 1780.8263 32.8814 8238 2 890.9168 ‐2.8299
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1799.8460 HETASIDQFSWGVANR 498.1132 1799.8457 28.7697 2375 3 600.6201 ‐0.7039
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1746.8909 VETLLNLDTKPYSDR 556.4484 1746.8917 27.9871 1450 2 873.9495 1.0071
NP_198413.1 glutamine synthetase Arabidopsis thaliana 2776.6640 47809.8511 47 49.53 None 1800.8300 HETASIDQFSWGVANR 319.9664 1800.8415 26.8143 1322 3 600.9520 5.12
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 368585.0000 1548.8104 18.3313 5699690 2 774.9088 0.9143
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 935.4945 IIGFDNTR 80102.5500 935.4950 21.4751 2591434 2 468.2512 ‐0.8597
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 213298.0000 2080.9944 20.5865 1492307 3 694.3363 ‐0.2869
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 952.4887 EYPGAFIR 15514.1900 952.4888 23.1287 1109924 2 476.7480 ‐1.2922
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 914.4229 YWTMWK 51892.5500 914.4248 17.7084 785355 2 457.7160 0.5516
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 278311.4000 2086.0301 19.4299 719692 2 1043.5187 0.7462
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 907.4884 EVDYLLR 84483.4600 907.4893 22.7669 556338 2 454.2483 ‐0.4005
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1939.9899 FETLSYLPDLSDVELAK 65154.3400 1939.9846 20.9084 543784 2 970.4959 ‐1.6979
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1365.5818 EHGNTPGYYDGR 73795.1700 1365.5814 13.8008 145343 3 455.8653 ‐1.4391
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 924.5666 VWPPIGKK 15566.4100 924.5650 15.9193 14133 1 924.5650 ‐0.5867
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 796.4716 VWPPIGK 11902.5400 796.4708 15.3627 8039 2 398.7390 ‐2.7580
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 935.4945 SSAAFPVTR 2048.7910 935.4955 17.5448 5065 1 935.4955 2.32
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 2068.0849 KFETLSYLPDLSDVELAK 194413.8000 2068.0839 19.9677 913493 3 690.0328 ‐0.4564
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 2196.1798 KKFETLSYLPDLSDVELAK 145798.4000 2196.1797 18.9783 436936 3 732.7314 0.1408
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 679.3774 DYLLR 139.8117 679.3772 23.4775 180291 1 679.3772 ‐0.2301
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 565.2803 TMWK 2207.4420 565.2813 17.7031 33825 1 565.2813 1.57
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 564.3504 YLLR 218.9958 564.3500 23.4738 30044 1 564.3500 ‐1.1743
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 761.4040 SDVELAK 145.4145 761.4036 21.1547 29834 1 761.4036 ‐0.1319
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 778.4458 VDYLLR 150.7215 778.4458 23.4759 23012 1 778.4458 0.5501
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 511.3239 PPIGK 15510.6300 511.3233 15.6772 20239 1 511.3233 ‐1.8177
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 693.2951 EHGNTPG 17727.1600 693.2943 13.7867 7704 1 693.2943 ‐1.0002
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 989.5150 DLSDVELAK 320.8517 989.5160 19.0208 5491 2 495.2617 ‐0.2204
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 539.2209 EHGNT 3883.3030 539.2208 13.7931 4848 1 539.2208 ‐0.7025
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 827.3682 PGYYDGR 3983.0850 827.3688 13.8001 4443 1 827.3688 1.54
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1194.6041 KFETLSYLPD 196.3019 1194.5965 19.9723 4247 1 1194.5965 ‐4.1400
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1092.6088 KKFETLSYL 245.2873 1092.6081 18.8509 3926 2 546.8077 ‐1.7217
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 823.4461 YPGAFIR 88.0745 823.4418 23.1458 3799 1 823.4418 ‐4.5255
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1307.6882 KFETLSYLPDL 218.7426 1307.6869 19.7069 3143 2 654.3471 ‐1.5289
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 489.1980 EVDY 255.4542 489.1990 23.4724 3034 1 489.1990 1.85
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 751.3596 WTMWK 58.2808 751.3616 16.9223 2759 1 751.3616 3.0534
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1296.6371 FELEHGFVYR 198.0675 1296.6334 21.1716 2504 2 648.8203 ‐3.4220
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(6) 789.3964 LPLFGCT 167.1475 789.4005 16.8924 2145 1 789.4005 5.83
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 804.3999 IGFDNTR 163.9800 804.3976 18.6314 2105 1 804.3976 ‐2.2357
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 697.4032 WPPIGK 257.2785 697.4072 15.6728 2033 1 697.4072 5.71
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1149.5687 ELEHGFVYR 348.2823 1149.5600 21.9150 1876 1 1149.5600 ‐5.5790
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 836.4189 FETLSYL 173.2816 836.4231 21.3883 1786 1 836.4231 5.86
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(4) 1619.8251 QVQCISFIAYKPPS 439.7444 1619.8217 19.3970 1697 2 810.4145 ‐1.8427
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 295.4199 1338.6629 19.2526 1562 1 1338.6629 ‐4.1418
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 647.2824 EYPGAF 83.3361 647.2840 21.7438 1550 1 647.2840 2.11
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 460.5115 1225.5883 18.8766 1176 1 1225.5883 2.57
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 874.4880 LSDVELAK 207.3009 874.4893 19.7319 1128 2 437.7483 ‐0.0699
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 284.8355 1271.6124 19.8679 1114 1 1271.6124 5.13
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 355.2140 1062.4942 17.2225 1081 2 531.7507 0.5050
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1099.4803 GNTPGYYDGR 223.1837 1099.4752 15.8761 1046 1 1099.4752 ‐2.8244
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 768.3174 YWTMW 81.3054 768.3144 17.6955 923 1 768.3144 ‐3.4894
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 889.4778 EVDYLLR 179.2060 889.4782 23.4784 34965 2 445.2427 ‐1.1208
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 1347.5713 EHGNTPGYYDGR 977.0504 1347.5730 15.7566 17214 2 674.2901 0.8854
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 96834.5200 20569.5334 104 77.35 None 934.4781 EYPGAFIR 96.2972 934.4799 21.8530 1817 1 934.4799 3.0528
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 935.4945 IIGFDNTR 132106.1000 935.4950 21.4751 2591434 2 468.2512 ‐0.6791
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 952.4887 EYPGAFIR 17915.8600 952.4888 23.1287 1109924 2 476.7480 ‐1.1164
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 907.4884 EVDYLLR 115966.4000 907.4893 22.7669 556338 2 454.2483 ‐0.2119
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 1939.9899 FETLSYLPDLSDVELAK 26920.5200 1939.9879 36.4242 52554 2 970.4976 ‐0.1241
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 3728.3680 2081.0058 35.9195 6992 3 694.3401 4.02
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 709.3264 GFDNTR 15845.8300 709.3266 21.4730 574501 1 709.3266 0.6372
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 563.3300 GAFIR 565.5237 563.3299 23.1130 85190 1 563.3299 ‐0.5159
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 564.3504 YLLR 153.8064 564.3500 23.4738 30044 1 564.3500 ‐1.0050
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 652.3049 FDNTR 1440.0000 652.3024 21.5079 28803 1 652.3024 ‐3.6788
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 778.4458 VDYLLR 161.4178 778.4458 23.4759 23012 1 778.4458 0.7214
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 823.4461 YPGAFIR 90.3430 823.4418 23.1458 3799 1 823.4418 ‐4.3538
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 489.1980 EVDY 1854.9380 489.1990 23.4724 3034 1 489.1990 1.71
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 14032.9100 20569.5334 104 77.35 None 934.4781 EYPGAFIR 178.0856 934.4797 23.1250 78816 2 467.7435 0.3941
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 270496.5000 1548.8104 18.3313 5699690 2 774.9088 0.9686
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 262105.9000 2080.9944 20.5865 1492307 3 694.3363 ‐0.0490
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 914.4229 YWTMWK 59360.1600 914.4248 17.7084 785355 2 457.7160 0.2004
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 308218.3000 2086.0301 19.4299 719692 2 1043.5187 1.1438
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1939.9899 FETLSYLPDLSDVELAK 93811.8500 1939.9846 20.9084 543784 2 970.4959 ‐1.3937
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 935.4945 IIGFDNTR 20821.8300 935.4930 14.8052 42387 2 468.2501 ‐3.3760
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 952.4887 EYPGAFIR 11930.5300 952.4886 15.4868 14747 2 476.7479 ‐1.7963



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 924.5666 VWPPIGKK 12149.3200 924.5650 15.9193 14133 1 924.5650 ‐0.6750
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 796.4716 VWPPIGK 10223.6100 796.4708 15.3627 8039 2 398.7390 ‐3.1846
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 2754.3875 MASSMLSSAAVVTSPAQAT594.1221 2754.3734 22.9227 6896 3 918.7960 ‐3.3731
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 2828.4604 FETLSYLPDLSDVELAKEVDY1303.1390 2828.4585 24.0611 5614 3 943.4910 1.87
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 935.4945 SSAAFPVTR 1318.6960 935.4955 17.5448 5065 1 935.4955 2.1362
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 2068.0849 KFETLSYLPDLSDVELAK 254186.5000 2068.0839 19.9677 913493 3 690.0328 ‐0.2261
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 2196.1798 KKFETLSYLPDLSDVELAK 162344.0000 2196.1797 18.9783 436936 3 732.7314 0.4464
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 751.3596 WTMWK 5298.7110 751.3596 17.7078 63532 1 751.3596 0.2414
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1086.5677 PDLSDVELAK 2563.7630 1086.5651 19.9655 53301 1 1086.5651 ‐0.6967
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 9877.7810 1225.5872 18.3300 31583 1 1225.5872 1.05
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 982.5244 KFETLSYL 4134.9160 982.5233 19.9665 29049 1 982.5233 0.0533
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 21679.6100 1078.5176 18.3319 28644 1 1078.5176 ‐0.3316
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 511.3239 PPIGK 14731.2000 511.3233 15.6772 20239 1 511.3233 ‐1.9535
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1570.8152 ISFIAYKPPSFTEA 852.5985 1570.8169 19.0344 12160 2 785.9121 1.05
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 1518.3550 1684.7821 20.5843 11841 2 842.8947 2.21
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1020.5261 LEHGFVYR 552.5602 1020.5234 19.4583 11330 1 1020.5234 ‐1.3333
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 989.5150 DLSDVELAK 1085.1230 989.5115 19.9619 9987 1 989.5115 ‐2.2164
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 709.3264 GFDNTR 13431.1100 709.3255 14.8027 8971 1 709.3255 ‐1.1532
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 238.3112 1338.6800 19.5401 8954 2 669.8436 5.46
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 815.7844 1190.5509 18.3328 7398 1 1190.5509 1.86
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 462.9212 1062.4946 18.3264 5701 1 1062.4946 3.85
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1110.5466 AYKPPSFTEA 500.5731 1110.5388 19.4457 5640 1 1110.5388 ‐5.2080
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1194.6041 KFETLSYLPD 204.0049 1194.5965 19.9723 4247 1 1194.5965 ‐4.1971
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 822.4104 IGFDNTR 1539.3280 822.4093 14.8060 3545 1 822.4093 ‐0.8601
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1307.6882 KFETLSYLPDL 171.1932 1307.6869 19.7069 3143 2 654.3471 ‐1.6287
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 1009.6380 1781.8339 21.6230 3113 2 891.4206 2.1180
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 834.4720 KKFETLS 1274.4390 834.4689 18.9723 3049 1 834.4689 ‐3.1272
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1199.6518 LPDLSDVELAK 194.1130 1199.6432 20.9028 2953 1 1199.6432 ‐5.0375
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 Carbamidomethyl+C(6) 789.3964 LPLFGCT 87.9128 789.4005 16.8924 2145 1 789.4005 5.45
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 697.4032 WPPIGK 227.2661 697.4072 15.6728 2033 1 697.4072 5.27
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1149.5687 ELEHGFVYR 295.9049 1149.5600 21.9150 1876 1 1149.5600 ‐5.6413
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 836.4189 FETLSYL 117.1031 836.4231 21.3883 1786 1 836.4231 5.02
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 768.3174 YWTMW 75.5037 768.3144 17.6955 923 1 768.3144 ‐3.5956
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 1921.9793 FETLSYLPDLSDVELAK 202.5380 1921.9846 20.9369 3145 2 961.4959 4.0025
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 896.4124 YWTMWK 111.5147 896.4122 17.7068 1832 2 448.7098 ‐2.0010
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 88498.7400 20569.5334 104 77.35 None 918.4680 IIGFDNTR 100.5184 918.4692 17.1776 1657 1 918.4692 2.53
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 270496.5000 1548.8104 18.3313 5699690 2 774.9088 0.9686
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 262105.9000 2080.9944 20.5865 1492307 3 694.3363 ‐0.0490
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 914.4229 YWTMWK 59360.1600 914.4248 17.7084 785355 2 457.7160 0.2004
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 308218.3000 2086.0301 19.4299 719692 2 1043.5187 1.1438
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1939.9899 FETLSYLPDLSDVELAK 93811.8500 1939.9846 20.9084 543784 2 970.4959 ‐1.3937
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 935.4945 IIGFDNTR 20821.8300 935.4930 14.8052 42387 2 468.2501 ‐3.3760
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 952.4887 EYPGAFIR 11930.5300 952.4886 15.4868 14747 2 476.7479 ‐1.7963
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 924.5666 VWPPIGKK 12149.3200 924.5650 15.9193 14133 1 924.5650 ‐0.6750
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 796.4716 VWPPIGK 10223.6100 796.4708 15.3627 8039 2 398.7390 ‐3.1846
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 2828.4604 FETLSYLPDLSDVELAKEVDY1303.1390 2828.4585 24.0611 5614 3 943.4910 1.87
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 2068.0849 KFETLSYLPDLSDVELAK 254186.5000 2068.0839 19.9677 913493 3 690.0328 ‐0.2261
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 2196.1798 KKFETLSYLPDLSDVELAK 162344.0000 2196.1797 18.9783 436936 3 732.7314 0.4464
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 751.3596 WTMWK 5298.7110 751.3596 17.7078 63532 1 751.3596 0.2414
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1086.5677 PDLSDVELAK 2563.7630 1086.5651 19.9655 53301 1 1086.5651 ‐0.6967
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 9877.7810 1225.5872 18.3300 31583 1 1225.5872 1.05
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 982.5244 KFETLSYL 4134.9160 982.5233 19.9665 29049 1 982.5233 0.0533
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 21679.6100 1078.5176 18.3319 28644 1 1078.5176 ‐0.3316
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 511.3239 PPIGK 14731.2000 511.3233 15.6772 20239 1 511.3233 ‐1.9535
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1570.8152 ISFIAYKPPSFTEA 852.5985 1570.8169 19.0344 12160 2 785.9121 1.05
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 1518.3550 1684.7821 20.5843 11841 2 842.8947 2.21
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1020.5261 LEHGFVYR 552.5602 1020.5234 19.4583 11330 1 1020.5234 ‐1.3333
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 989.5150 DLSDVELAK 1085.1230 989.5115 19.9619 9987 1 989.5115 ‐2.2164
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 709.3264 GFDNTR 13431.1100 709.3255 14.8027 8971 1 709.3255 ‐1.1532
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 238.3112 1338.6800 19.5401 8954 2 669.8436 5.46
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 815.7844 1190.5509 18.3328 7398 1 1190.5509 1.86
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 462.9212 1062.4946 18.3264 5701 1 1062.4946 3.85
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1110.5466 AYKPPSFTEA 500.5731 1110.5388 19.4457 5640 1 1110.5388 ‐5.2080
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1194.6041 KFETLSYLPD 204.0049 1194.5965 19.9723 4247 1 1194.5965 ‐4.1971
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 822.4104 IGFDNTR 1539.3280 822.4093 14.8060 3545 1 822.4093 ‐0.8601
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1307.6882 KFETLSYLPDL 171.1932 1307.6869 19.7069 3143 2 654.3471 ‐1.6287
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 1009.6380 1781.8339 21.6230 3113 2 891.4206 2.1180
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 834.4720 KKFETLS 1274.4390 834.4689 18.9723 3049 1 834.4689 ‐3.1272
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1199.6518 LPDLSDVELAK 194.1130 1199.6432 20.9028 2953 1 1199.6432 ‐5.0375
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 Carbamidomethyl+C(6) 789.3964 LPLFGCT 87.9128 789.4005 16.8924 2145 1 789.4005 5.45
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 697.4032 WPPIGK 227.2661 697.4072 15.6728 2033 1 697.4072 5.27
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1149.5687 ELEHGFVYR 295.9049 1149.5600 21.9150 1876 1 1149.5600 ‐5.6413
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 836.4189 FETLSYL 117.1031 836.4231 21.3883 1786 1 836.4231 5.02
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 768.3174 YWTMW 75.5037 768.3144 17.6955 923 1 768.3144 ‐3.5956



NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 1921.9793 FETLSYLPDLSDVELAK 202.5380 1921.9846 20.9369 3145 2 961.4959 4.0025
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 896.4124 YWTMWK 111.5147 896.4122 17.7068 1832 2 448.7098 ‐2.0010
NP_198658.1 ribulose bisphosphate carboxylase small chain 2B Arabidopsis thaliana 88341.2700 20635.5059 41 56.91 None 918.4680 IIGFDNTR 100.5184 918.4692 17.1776 1657 1 918.4692 2.53
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 368585.0000 1548.8104 18.3313 5699690 2 774.9088 0.9143
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 935.4945 IIGFDNTR 80102.5500 935.4950 21.4751 2591434 2 468.2512 ‐0.8597
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 213298.0000 2080.9944 20.5865 1492307 3 694.3363 ‐0.2869
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 952.4887 EYPGAFIR 15514.1900 952.4888 23.1287 1109924 2 476.7480 ‐1.2922
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 914.4229 YWTMWK 51892.5500 914.4248 17.7084 785355 2 457.7160 0.5516
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 907.4884 EVDYLLR 84483.4600 907.4893 22.7669 556338 2 454.2483 ‐0.4005
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 42574.3400 2072.0140 19.4654 157998 2 1036.5107 0.5058
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1365.5818 EHGNTPGYYDGR 73795.1700 1365.5814 13.8008 145343 3 455.8653 ‐1.4391
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1954.0056 FETLSYLPDLTDVELAK 19540.9000 1954.0031 21.1017 89306 2 977.5052 ‐0.1913
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 924.5666 VWPPIGKK 15566.4100 924.5650 15.9193 14133 1 924.5650 ‐0.5867
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 796.4716 VWPPIGK 11902.5400 796.4708 15.3627 8039 2 398.7390 ‐2.7580
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 2842.4761 FETLSYLPDLTDVELAKEVDY324.9430 2842.4132 43.8071 1468 3 948.1426 ‐20.8629
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 2082.1005 KFETLSYLPDLTDVELAK 10989.5800 2082.1039 20.1643 188353 3 694.7061 1.03
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 679.3774 DYLLR 139.8117 679.3772 23.4775 180291 1 679.3772 ‐0.2301
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 565.2803 TMWK 2207.4420 565.2813 17.7031 33825 1 565.2813 1.57
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 564.3504 YLLR 218.9958 564.3500 23.4738 30044 1 564.3500 ‐1.1743
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 778.4458 VDYLLR 150.7215 778.4458 23.4759 23012 1 778.4458 0.5501
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 511.3239 PPIGK 15510.6300 511.3233 15.6772 20239 1 511.3233 ‐1.8177
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1443.7155 SFIAYKPPSFTDA 1060.8820 1443.7095 19.3183 8118 2 722.3584 ‐4.3056
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 693.2951 EHGNTPG 17727.1600 693.2943 13.7867 7704 1 693.2943 ‐1.0002
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 869.4403 KFETLSY 998.2108 869.4414 18.9808 7608 1 869.4414 2.0486
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 539.2209 EHGNT 3883.3030 539.2208 13.7931 4848 1 539.2208 ‐0.7025
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 827.3682 PGYYDGR 3983.0850 827.3688 13.8001 4443 1 827.3688 1.54
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 823.4461 YPGAFIR 88.0745 823.4418 23.1458 3799 1 823.4418 ‐4.5255
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(1) 1716.8302 CISFIAYKPPSFTDA 456.1346 1716.8315 19.2834 3469 2 858.9194 1.41
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 489.1980 EVDY 255.4542 489.1990 23.4724 3034 1 489.1990 1.85
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 751.3596 WTMWK 58.2808 751.3616 16.9223 2759 1 751.3616 3.0534
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1296.6371 FELEHGFVYR 198.0675 1296.6334 21.1716 2504 2 648.8203 ‐3.4220
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(6) 789.3964 LPLFGCT 167.1475 789.4005 16.8924 2145 1 789.4005 5.83
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 804.3999 IGFDNTR 163.9800 804.3976 18.6314 2105 1 804.3976 ‐2.2357
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 697.4032 WPPIGK 257.2785 697.4072 15.6728 2033 1 697.4072 5.71
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 862.4305 KPPSFTDA 207.6054 862.4332 19.8361 2000 1 862.4332 3.25
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1149.5687 ELEHGFVYR 348.2823 1149.5600 21.9150 1876 1 1149.5600 ‐5.5790
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 295.4199 1338.6629 19.2526 1562 1 1338.6629 ‐4.1418
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 647.2824 EYPGAF 83.3361 647.2840 21.7438 1550 1 647.2840 2.11
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1463.7628 SYLPDLTDVELAK 155.8577 1463.7562 22.7923 1262 3 488.5903 ‐5.5039
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 460.5115 1225.5883 18.8766 1176 1 1225.5883 2.57
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 851.4298 KFETLSY 103.4279 851.4284 19.0894 1157 2 426.2179 ‐3.1920
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(6) 1271.6089 LPLFGCTDSAQV 284.8355 1271.6124 19.8679 1114 1 1271.6124 5.13
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 355.2140 1062.4942 17.2225 1081 2 531.7507 0.5050
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1099.4803 GNTPGYYDGR 223.1837 1099.4752 15.8761 1046 1 1099.4752 ‐2.8244
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 768.3174 YWTMW 81.3054 768.3144 17.6955 923 1 768.3144 ‐3.4894
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 889.4778 EVDYLLR 179.2060 889.4782 23.4784 34965 2 445.2427 ‐1.1208
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 1347.5713 EHGNTPGYYDGR 977.0504 1347.5730 15.7566 17214 2 674.2901 0.8854
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 69048.1400 20571.4625 81 68.51 None 934.4781 EYPGAFIR 96.2972 934.4799 21.8530 1817 1 934.4799 3.0528
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 270496.5000 1548.8104 18.3313 5699690 2 774.9088 0.9686
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 262105.9000 2080.9944 20.5865 1492307 3 694.3363 ‐0.0490
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 914.4229 YWTMWK 59360.1600 914.4248 17.7084 785355 2 457.7160 0.2004
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 43975.7300 2072.0140 19.4654 157998 2 1036.5107 0.8944
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1954.0056 FETLSYLPDLTDVELAK 24465.1500 1954.0031 21.1017 89306 2 977.5052 0.1218
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 935.4945 IIGFDNTR 20821.8300 935.4930 14.8052 42387 2 468.2501 ‐3.3760
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 952.4887 EYPGAFIR 11930.5300 952.4886 15.4868 14747 2 476.7479 ‐1.7963
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 924.5666 VWPPIGKK 12149.3200 924.5650 15.9193 14133 1 924.5650 ‐0.6750
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 796.4716 VWPPIGK 10223.6100 796.4708 15.3627 8039 2 398.7390 ‐3.1846
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 2754.3875 MASSMLSSAAVVTSPAQAT594.1221 2754.3734 22.9227 6896 3 918.7960 ‐3.3731
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 2082.1005 KFETLSYLPDLTDVELAK 12627.5900 2082.1039 20.1643 188353 3 694.7061 1.89
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 751.3596 WTMWK 5298.7110 751.3596 17.7078 63532 1 751.3596 0.2414
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 9877.7810 1225.5872 18.3300 31583 1 1225.5872 1.05
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(2) 1078.5198 GCTDSAQVLK 21679.6100 1078.5176 18.3319 28644 1 1078.5176 ‐0.3316
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 511.3239 PPIGK 14731.2000 511.3233 15.6772 20239 1 511.3233 ‐1.9535
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(1) 1684.7788 CVEFELEHGFVYR 1518.3550 1684.7821 20.5843 11841 2 842.8947 2.21
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1020.5261 LEHGFVYR 552.5602 1020.5234 19.4583 11330 1 1020.5234 ‐1.3333
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 709.3264 GFDNTR 13431.1100 709.3255 14.8027 8971 1 709.3255 ‐1.1532
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 238.3112 1338.6800 19.5401 8954 2 669.8436 5.46
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1100.5834 PDLTDVELAK 349.4557 1100.5824 20.1676 8355 1 1100.5824 0.8558
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 869.4403 KFETLSY 1414.7240 869.4414 18.9808 7608 1 869.4414 1.40
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 815.7844 1190.5509 18.3328 7398 1 1190.5509 1.86
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 462.9212 1062.4946 18.3264 5701 1 1062.4946 3.85
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1025.4938 YKPPSFTDA 141.9848 1025.4980 19.0518 3960 1 1025.4980 5.38
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1096.5310 AYKPPSFTDA 158.2689 1096.5239 21.2611 3763 1 1096.5239 ‐4.7506
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 822.4104 IGFDNTR 1539.3280 822.4093 14.8060 3545 1 822.4093 ‐0.8601



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 1009.6380 1781.8339 21.6230 3113 2 891.4206 2.1180
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(6) 789.3964 LPLFGCT 87.9128 789.4005 16.8924 2145 1 789.4005 5.45
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 697.4032 WPPIGK 227.2661 697.4072 15.6728 2033 1 697.4072 5.27
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 862.4305 KPPSFTDA 184.7593 862.4332 19.8361 2000 1 862.4332 3.71
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1149.5687 ELEHGFVYR 295.9049 1149.5600 21.9150 1876 1 1149.5600 ‐5.6413
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 1443.7155 SFIAYKPPSFTDA 226.8352 1443.7045 21.2258 1802 1 1443.7045 ‐4.3485
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 768.3174 YWTMW 75.5037 768.3144 17.6955 923 1 768.3144 ‐3.5956
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 Carbamidomethyl+C(1) 1716.8302 CISFIAYKPPSFTDA 335.9813 1716.8280 18.4761 781 2 858.9177 ‐0.6151
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 896.4124 YWTMWK 111.5147 896.4122 17.7068 1832 2 448.7098 ‐2.0010
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 55468.8900 20571.4625 81 68.51 None 918.4680 IIGFDNTR 100.5184 918.4692 17.1776 1657 1 918.4692 2.53
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 219.0000 56255.2756 3 8.50 None 1958.0706 TEGIIPAPEPTHAIAATIR 4226.7500 1958.0701 27.6047 7990 3 653.3615 ‐0.4385
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 219.0000 56255.2756 3 8.50 None 2507.1950 YEGGSPAGSHKPNTAVPQA1271.0740 2507.1983 18.6583 1416 4 627.5550 0.6884
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 219.0000 56255.2756 3 8.50 None 1322.6375 NTAVPQAYYNAK 95.9464 1322.6292 19.8417 1467 1 1322.6292 ‐3.5423
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 1690.8130 AEGESEAAQLISDATAK 21249.0800 1690.8143 28.6118 22296 2 845.9108 1.1640
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 2368.2143 AAFGLGTAATVLNTSLFTVD1531.8090 2368.2179 22.2626 11473 3 790.0775 1.87
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 2534.3838 AVVAQFNADQLLTERPHVSA946.9956 2534.3819 18.4921 4764 4 634.3509 ‐1.3312
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 1828.9367 LPYIFQTLGLEYDEK 1695.1520 1828.9344 21.7138 759 3 610.3163 ‐1.6584
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 1168.6936 VLPSIGNEVLK 7839.9790 1168.6831 16.9273 19446 2 584.8452 ‐9.8204
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 2631.3294 AEGESEAAQLISDATAKAGM272.2550 2631.3067 17.9166 1313 3 877.7738 ‐7.7103
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 530.3297 IELR 398.6818 530.3308 18.1857 9483 1 530.3308 1.89
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 968.4320 AEGESEAAQL 102.7405 968.4333 17.5222 942 1 968.4333 2.06
NP_198893.1 prohibitin 3 Arabidopsis thaliana 1918.5760 30399.8826 9 32.49 None 2350.2038 AAFGLGTAATVLNTSLFTVD374.0782 2350.2140 23.4041 1135 3 784.0762 4.44
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1109.6426 LPANLVQAQR 667.3646 1109.6441 20.1745 15546 2 555.3257 0.5270
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(10) 2454.1606 VAAQVEDGPCVTYIGEGGSG1875.7710 2454.1524 27.3267 11362 2 1227.5798 ‐1.3075
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 2164.0305 NVGGLSNDELAEIFTEWNR 5412.1650 2164.0271 39.1742 7964 2 1082.5172 ‐0.1749
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(21) 3886.7171 AGAPVDQTISALSEYMEPGD4386.6020 3886.7274 39.3492 4920 3 1296.2473 4.00
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1673.8705 VLEEAGLKEDIGSASR 1656.7320 1673.8703 21.8512 3578 3 558.6283 ‐0.7857
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1452.6853 VKDDYGDGELVDK 484.5793 1452.7017 25.1422 10904 2 726.8545 11.1655
NP_198982.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(15) 3052.4932 DILEKVAAQVEDGPCVTYIG 240.6844 3052.4672 35.9340 1704 3 1018.1606 ‐7.5976
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1974.0073 TTVVEQLEAQNREMVAR 698.5013 1973.9579 25.0746 5815 3 658.6575 ‐25.1976
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1766.8933 DLFSLRDIHETHQR 197.7200 1766.9131 24.0716 1548 2 883.9602 11.67
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1260.6682 EIEKKDEEIK 370.3470 1260.6646 25.2526 36243 2 630.8359 ‐3.4804
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1726.8164 TMSTKISETSDELER 374.4698 1726.8274 22.5626 4525 3 576.2807 5.90
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1641.9646 ISNIEVKLRLSNQK 200.7291 1641.9733 19.6687 1160 2 821.4903 5.51
NP_198994.2 COP1 interactive protein 1 Arabidopsis thaliana 15.7617 182148.9940 6 0.00 None 1242.6576 EIEKKDEEIK 174.7807 1242.6641 27.0611 2700 2 621.8357 4.80
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1494.7223 ITPSWVGFTDSER 19504.1800 1494.7235 17.6940 40056 2 747.8654 0.7283
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1907.0021 IKDAVVTVPAYFNDAQR 32593.8700 1907.0033 16.8489 37627 3 636.3393 0.3569
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1345.6457 NALETYVYNMK 19570.9300 1345.6492 27.7292 33185 2 673.3282 2.1783
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1564.8291 VFSPEEISAMILTK 5280.0350 1564.8271 21.4728 31883 2 782.9172 ‐1.1731
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 8627.0950 2103.1292 18.0392 26986 3 701.7146 1.20
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1680.2140 1861.9521 30.8691 26380 2 931.4797 3.12
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 2498.0841 EALEWLDENQNSEKEEYDEK6704.3150 2498.0859 26.2506 23467 3 833.3668 1.25
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1155.6480 DAGVIAGLNVAR 6787.6350 1155.6480 25.4983 22129 2 578.3276 ‐0.9407
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1550.7962 AVVTVPAYFNDAQR 9012.3290 1550.7957 27.2820 18630 2 775.9015 ‐0.2214
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 2019.0281 VEIESLFDGVDLSEPLTR 9350.0500 2019.0229 37.6988 18210 2 1010.0151 ‐1.3701
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1210.5739 DFFEGKEPNK 7073.7310 1210.5762 19.0861 15272 2 605.7917 1.1586
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1536.7513 NGHVEIIANDQGNR 16613.2300 1536.7542 16.2757 8558 3 512.9229 0.9942
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 981.4888 ETAEAYLGK 11033.6500 981.4909 17.9913 7412 2 491.2491 0.8456
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1473.7907 SQIDEIVLVGGSTR 3722.3340 1473.7851 27.6233 1290 1 1473.7851 ‐0.4562
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1248.6470 GTPQIEVTFEK 551.6889 1248.6737 19.5913 2056 2 624.8405 20.6723
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1523.7601 ARFEELNNDLFR 2685.5980 1523.7614 27.2469 22478 2 762.3844 0.8867
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 Carbamidomethyl+C(14) 2896.4397 EEYDEKLKEVEAVCNPIITAV905.6843 2896.4393 22.4203 12677 3 966.1513 1.79
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 2038.0426 FEELNNDLFRKTMGPVK 1447.4380 2038.0407 18.9741 3557 3 680.0184 ‐1.0208
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1368.7192 MKETAEAYLGKK 924.6736 1368.7188 16.4476 3486 3 456.9111 ‐1.4434
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 2370.2776 LIGEAAKNQAAVNPERTVFD920.0060 2370.2757 19.7411 2600 3 790.7634 ‐0.2886
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 2739.2632 EALEWLDENQNSEKEEYDEK729.7813 2739.2675 26.5345 1464 4 685.5723 1.61
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1156.5004 SEKEEYDEK 55.8186 1156.5065 25.2349 5601 2 578.7569 4.94
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1160.5656 LETYVYNMK 319.1866 1160.5663 28.4306 3415 1 1160.5663 2.63
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 750.3529 FNDAQR 5136.7250 750.3564 16.8631 2653 1 750.3564 4.41
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1296.6219 FEELNNDLFR 272.8472 1296.6134 28.5378 2006 1 1296.6134 ‐3.9180
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 241.4485 1334.6934 29.6919 1645 2 667.8503 3.1403
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1081.5061 PAYFNDAQR 1270.9990 1081.5021 16.8488 1480 1 1081.5021 ‐2.0283
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 703.3118 NDQGNR 150.0273 703.3085 17.3122 1325 1 703.3085 ‐4.5566
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1303.7005 VNPERTVFDVK 253.3030 1303.6959 18.8875 1135 2 652.3516 ‐4.0124
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 826.5033 IKDAVVTV 304.6790 826.5017 16.8208 1045 1 826.5017 ‐1.3017
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1455.7802 SQIDEIVLVGGSTR 459.7242 1455.7722 28.5568 3343 2 728.3898 ‐5.6164
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1137.6375 DAGVIAGLNVAR 190.8292 1137.6433 23.7945 2651 2 569.3253 4.1708
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 8500.6250 67685.6184 71 39.48 None 1506.7336 ARFEELNNDLFR 343.9426 1506.7251 22.7419 1105 2 753.8662 ‐5.6762



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1659.8952 IINEPTAAAIAYGLDK 19118.3800 1659.8937 29.4143 34730 2 830.4505 ‐0.6202
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1345.6457 NALETYVYNMK 20248.7600 1345.6492 27.7292 33185 2 673.3282 2.34
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1860.8400 1861.9521 30.8691 26380 2 931.4797 3.1407
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1155.6480 DAGVIAGLNVAR 9146.4410 1155.6480 25.4983 22129 2 578.3276 ‐0.8221
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 2019.0281 VEIESLFDGVDLSEPLTR 6609.9830 2019.0229 37.6988 18210 2 1010.0151 ‐1.4949
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1296.6219 FEELNNDLFR 898.9842 1296.6134 28.5378 2006 1 1296.6134 ‐3.7419
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1473.7907 SQIDEIVLVGGSTR 2792.7050 1473.7851 27.6233 1290 1 1473.7851 ‐0.2785
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1073.6354 LVPYQIVNK 116.6359 1073.6236 17.5761 3912 2 537.3154 ‐11.8876
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1248.6470 GTPQIEVTFEK 231.8005 1248.6737 19.5913 2056 2 624.8405 20.7647
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1536.7513 NGHVEIIANDQGNR 123.1351 1536.7282 27.9321 1933 2 768.8677 ‐15.0053
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1368.7192 MKETAEAYLGKK 1602.1380 1368.7191 16.4715 2990 3 456.9112 ‐1.1084
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 252.9863 1334.6934 29.6919 1645 2 667.8503 3.84
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1160.5656 LETYVYNMK 367.1457 1160.5635 27.7278 1115 1 1160.5635 0.4207
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1455.7802 SQIDEIVLVGGSTR 223.1661 1455.7722 28.5568 3343 2 728.3898 ‐5.5824
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1137.6375 DAGVIAGLNVAR 266.7367 1137.6433 23.7945 2651 2 569.3253 4.45
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 1459.3280 67685.6184 71 39.48 None 1231.6205 GTPQIEVTFEK 151.6603 1231.6195 18.3990 2359 2 616.3134 ‐1.4265
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1787.9902 IINEPTAAAIAYGLDKK 65949.2000 1787.9886 17.0120 177769 3 596.6677 ‐1.2776
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1494.7223 ITPSWVGFTDSER 15211.4200 1494.7235 17.6940 40056 2 747.8654 0.7480
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1907.0021 IKDAVVTVPAYFNDAQR 31057.3700 1907.0033 16.8489 37627 3 636.3393 0.4926
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1564.8291 VFSPEEISAMILTK 7421.4200 1564.8271 21.4728 31883 2 782.9172 ‐1.1086
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 10406.2300 2103.1292 18.0392 26986 3 701.7146 1.29
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1473.7907 SQIDEIVLVGGSTR 789.0964 1473.7891 17.4646 1879 2 737.3982 ‐1.2241
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1073.6354 LVPYQIVNK 3026.9490 1073.6263 15.3630 19693 2 537.3168 ‐9.8041
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1659.8952 IINEPTAAAIAYGLDK 552.0888 1659.8517 19.9798 5296 2 830.4295 ‐25.7694
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1920.0225 VQQLLKDFFEGKEPNK 411.0422 1919.9721 24.0235 1342 2 960.4897 ‐25.0192
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 Carbamidomethyl+C(8) 1253.6559 LKEVEAVCNPI 537.3248 1253.6555 19.2530 3898 2 627.3314 ‐1.0929
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 750.3529 FNDAQR 3881.7810 750.3564 16.8631 2653 1 750.3564 4.58
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 802.3981 VFSPEEI 121.1353 802.4003 21.8029 1772 1 802.4003 3.1574
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1049.5990 AAIAYGLDKK 497.6027 1049.6002 16.8010 1565 2 525.3037 ‐0.2447
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 1081.5061 PAYFNDAQR 456.2931 1081.5021 16.8488 1480 1 1081.5021 ‐2.0985
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 907.5247 IAYGLDKK 372.8162 907.5259 17.0061 1063 1 907.5259 2.34
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3900.9890 67685.6184 71 39.48 None 826.5033 IKDAVVTV 222.0955 826.5017 16.8208 1045 1 826.5017 ‐1.4013
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 1018.5415 ETLQGETLK 5788.0160 1018.5413 17.0557 10939 2 509.7743 ‐1.4296
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 1433.6035 GGGVAGDQDVAPMEM 8482.2170 1433.6059 25.8237 3643 2 717.3066 1.10
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 1427.7239 LFQVEYAMEAVK 378.5240 1427.6870 29.5120 3267 2 714.3471 ‐26.0684
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 872.4948 QGSAAIGLR 136.1760 872.5059 19.6027 2053 2 436.7566 11.1126
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 529.3457 AIGLR 84.5811 529.3453 21.5976 1606 1 529.3453 ‐1.2943
NP_199093.1 proteasome alpha subunit F1 Arabidopsis thaliana 665.8031 30704.2022 6 8.63 None 547.3086 GETLK 184.2017 547.3086 16.1658 1082 1 547.3086 ‐0.5535
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 943.5459 LSVPVSDVK 38317.6600 943.5462 20.9948 81801 2 472.2767 ‐0.8659
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 1935.9195 NDEWLNGEFISTVQQR 2195.5090 1935.9163 29.4318 9144 2 968.4618 ‐0.7776
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 1999.0243 NGEWTIVQGLPIDDASRK 509.2091 1999.0237 41.8200 1472 2 1000.0155 0.7485
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 Carbamidomethyl+C(13) 1773.8912 KLSSALSAASSACDHIR 2867.2670 1773.8932 21.1017 12734 3 591.9693 0.5294
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 425.2619 HIR 114.8756 425.2625 22.2195 2409 1 425.2625 0.5585
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 928.4523 NGEWTIVQ 95.0967 928.4496 41.7599 993 1 928.4496 ‐1.6666
NP_199147.1 malate dehydrogenase Arabidopsis thaliana 1172.1470 36017.3599 7 18.7 None 1918.8930 NDEWLNGEFISTVQQR 181.8076 1918.8812 27.5313 4497 2 959.9442 ‐5.2680
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 3473.2840 1999.9649 17.0568 18309 3 667.3265 3.15
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1150.5891 FGVNEFVNPK 6183.7850 1150.5895 25.8770 16897 2 575.7984 ‐0.5838
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1099.6146 TQVPWLVEK 1556.2600 1099.6154 27.3155 13766 2 550.3113 ‐0.3492
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 2256.2234 VEPGSNVAIFGLGTVGLAVA2052.2150 2256.2202 21.7782 12142 2 1128.6137 0.3516
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 969.5251 IDPTAPLDK 1119.9860 969.5257 20.3298 951 2 485.2665 ‐0.7829
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 Carbamidomethyl+C(10) 1236.6075 MATQGQVITCK 454.3333 1236.5982 25.5823 107888 2 618.8027 ‐8.2428
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1251.5820 SATGVGIMMNDR 478.2531 1251.5936 19.3177 3054 2 626.3004 8.54
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1278.6841 KFGVNEFVNPK 1079.4350 1278.6837 22.8798 4077 2 639.8455 ‐0.9172
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 Carbamidomethyl+C(4) 2180.0733 TNLCGKVRSATGVGIMMND684.1939 2180.0513 17.1089 1556 2 1090.5293 ‐8.4943
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 716.3396 MATQGQV 105.9991 716.3369 25.5555 5814 1 716.3369 ‐3.5393
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 Carbamidomethyl+C(8) 1034.5299 TQGQVITCK 181.9398 1034.5281 24.2187 5099 1 1034.5281 ‐0.2694
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1132.5786 FGVNEFVNPK 58.9702 1132.5745 25.9327 3580 2 566.7909 ‐4.5437
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 1260.6735 KFGVNEFVNPK 202.1156 1260.6818 21.4000 2100 2 630.8446 5.28
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 540.7910 41554.2214 14 18.21 None 2239.1969 VEPGSNVAIFGLGTVGLAVA316.9784 2239.1862 20.0448 5200 3 747.0669 ‐4.5018
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1329.6757 IINSDNVQEAAR 1702.9450 1329.6772 17.1492 8563 2 665.3422 0.6594
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1874.8800 ETDADITVAALPMDEQR 11046.0800 1874.8826 27.7262 8393 2 937.9449 2.70
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1256.7110 AKPAVPLGANYR 465.2053 1256.7142 18.9581 2797 3 419.5763 1.13
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 3074.4603 NEGFVEVLAAQQSPENPNW1301.2210 3074.4432 35.2599 2444 3 1025.4859 ‐3.9073
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 974.5339 DVMLDLLR 3770.5350 974.5350 32.8781 1774 2 487.7711 ‐0.2141
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1898.9867 AKEMPFIASMGIYVVSR 156.7997 1898.9321 22.7142 8550 3 633.6489 ‐29.0172
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 Carbamidomethyl+C(2) 2866.3009 SCISEGAIIEDSLLMGADYYET1085.8790 2866.3054 40.7827 3812 3 956.1067 2.74
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 2347.1677 NQFPGANDFGSEVIPGATSL563.6019 2347.1739 39.8333 1934 3 783.0628 3.1067
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 844.4523 ATEAVPTR 392.0471 844.4327 21.8266 1628 1 844.4327 ‐22.4708
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1699.8546 EMPFIASMGIYVVSR 270.9130 1699.8875 17.2469 1028 2 850.4474 19.7703
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 3393.6301 ETDADITVAALPMDEQRATA3257.0420 3393.6322 41.6232 915 3 1131.8823 2.50
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 959.4615 ALPMDEQR 169.9034 959.4617 27.2639 1595 2 480.2345 ‐1.1903
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 637.4248 56992.8380 13 17.50 None 1294.6460 FGLMKIDEEGR 602.5347 1294.6444 39.8983 870 2 647.8258 ‐1.7718
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1705.7585 DALNSAIDEEMSADPK 44816.7000 1705.7583 26.8657 29754 2 853.3828 0.3368
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1191.6004 VLAPYSAEDAR 52061.3800 1191.6018 18.9834 28590 2 596.3045 0.3651



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1687.8472 IAGADVPMPYAANLER 1600.1020 1687.8451 28.3852 26088 2 844.4262 ‐0.8270
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1266.7416 LALPQIEDIVR 2036.2960 1266.7425 19.7899 20564 2 633.8749 0.1105
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1795.9160 SNYMSAGQINVPIVFR 10385.7500 1795.9199 19.5275 19408 2 898.4636 2.43
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1513.8220 LAEEGISAEVINLR 5478.7980 1513.8219 29.1989 16482 2 757.4146 ‐0.0937
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1804.8574 VFVMGEEVGQYQGAYK 11967.9400 1804.8608 27.4684 16209 2 902.9340 2.07
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1283.6412 SYAAGAKEMTVR 578.8774 1283.6418 26.8493 6827 2 642.3245 ‐0.1449
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 Carbamidomethyl+C(14)
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 Carbamidomethyl+C(16) 2788.3260 GPNGAAAGVGAQHSQCYA350.3304 2788.2889 22.2425 1361 3 930.1011 ‐12.1642
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1668.9504 SIRPLDRATINASVR 1079.7060 1668.9516 22.4604 8490 2 834.9794 1.1085
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 814.4417 ATINASVR 88.7040 814.4375 22.9872 1598 1 814.4375 ‐4.5923
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1406.6104 NSAIDEEMSADPK 237.2604 1406.6159 24.9294 947 3 469.5435 2.17
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 979.4480 APYSAEDAR 407.7147 979.4490 17.6177 827 2 490.2282 ‐0.2062
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5170.9840 39461.0815 31 52.34 None 1249.7151 LALPQIEDIVR 284.2422 1249.7154 18.0416 1339 2 625.3613 ‐0.3808
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 1191.6004 VLAPYSAEDAR 38314.1400 1191.6018 18.9834 28590 2 596.3045 0.4736
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 1687.8472 IAGADVPMPYAANLER 2611.2560 1687.8451 28.3852 26088 2 844.4262 ‐0.8584
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 1513.8220 LAEEGISAEVINLR 6635.9580 1513.8219 29.1989 16482 2 757.4146 ‐0.0760
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 1804.8574 VFVMGEEVGQYQGAYK 17398.9500 1804.8608 27.4684 16209 2 902.9340 2.64
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 Carbamidomethyl+C(30) 3926.8933 DPDPVVFLENELLYGESFPIS 1040.1200 3926.8838 50.5230 2308 3 1309.6328 ‐0.4202
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 2322.0588 EMTVRDALNSAIDEEMSAD260.7477 2322.0968 32.1544 1925 3 774.7038 16.4476
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 Carbamidomethyl+C(16) 2788.3260 GPNGAAAGVGAQHSQCYA677.0438 2788.2889 22.2425 1361 3 930.1011 ‐12.7119
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 1323.7155 EGKDVTIVTFSK 494.0518 1323.7362 32.4289 1079 2 662.3717 15.2594
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2482.8870 39461.0815 31 52.34 None 2304.0482 EMTVRDALNSAIDEEMSAD395.3762 2304.0512 31.1536 4250 2 1152.5293 3.0106
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 1266.7416 LALPQIEDIVR 15329.6700 1266.7425 19.7899 20564 2 633.8749 ‐0.0156
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 1795.9160 SNYMSAGQINVPIVFR 9133.6880 1795.9199 19.5275 19408 2 898.4636 3.0865
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 Carbamidomethyl+C(34) 4338.1527 AAIRDPDPVVFLENELLYGES1370.3260 4338.1310 25.3152 11646 3 1446.7152 0.2867
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 1513.8220 LAEEGISAEVINLR 1006.4660 1513.8582 17.9892 4630 3 505.2909 22.8720
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 1913.0338 AAEKLAEEGISAEVINLR 326.6384 1913.0445 17.3214 1530 3 638.3530 5.81
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 2028.0695 FALVSARSYAAGAKEMTVR 386.3707 2028.0524 19.2179 970 2 1014.5299 ‐6.8197
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 1053.1640 39461.0815 31 52.34 None 1249.7151 LALPQIEDIVR 296.6797 1249.7154 18.0416 1339 2 625.3613 ‐0.5177
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1171.6317 IVIVDVDENR 34928.0000 1171.6331 22.8948 23117 2 586.3202 0.2892
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1022.5299 TMSTALAATR 3417.2540 1022.5287 17.8670 16410 2 511.7680 ‐2.3758
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1253.5644 EVEDAFETSAR 11410.7500 1253.5688 19.6466 16390 2 627.2880 2.16
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 2842.4316 QLGADEIVQVTTNLEDVGSE5729.0320 2842.4289 39.4305 12970 3 948.1478 0.2992
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 2566.3731 AEVGPETNVLVMGAGPIGL 3920.9990 2566.3676 24.8493 12907 3 856.1274 ‐1.3480
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(12) 1846.8099 AMGSNIDVTFDCAGFNK 723.8557 1846.8176 28.8014 8258 2 923.9124 4.29
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(6) 1665.8305 NTWPLCLEFLTSGK 6273.0200 1665.8325 21.6626 7161 2 833.4199 1.55
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(2) 2151.1236 VCLVGMGHGIMTVPLTPAA4596.3800 2151.1223 18.9388 5752 3 717.7123 ‐0.4601
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(13)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 3120.6113 IDVKPLITHRFGFSQKEVEDA2605.9740 3120.6049 23.8213 12265 3 1040.8732 ‐0.3225
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(12)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Oxidation+M(16) 2851.3601 GGMSQGEGSKVEEENMAA376.7057 2851.3697 28.1815 2045 3 951.1281 4.68
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(3) 678.3352 TRCGGK 143.8783 678.3330 25.2526 4342 1 678.3330 ‐3.2451
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1025.4534 EDAFETSAR 462.7328 1025.4568 19.8641 2289 1 1025.4568 4.11
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 781.3839 AFETSAR 223.1034 781.3827 20.8873 1242 1 781.3827 ‐1.0265
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1171.6317 IVIVDVDENR 16808.4700 1171.6331 22.8948 23117 2 586.3202 0.4033
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 2842.4316 QLGADEIVQVTTNLEDVGSE2973.6620 2842.4289 39.4305 12970 3 948.1478 ‐0.2721
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1022.5299 TMSTALAATR 9705.7240 1022.5300 17.8388 11233 2 511.7686 ‐0.9876
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Carbamidomethyl+C(13)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Carbamidomethyl+C(8) 1956.9888 YKNTWPLCLEFLTSGK 663.1898 1957.0042 32.0425 1858 2 979.0057 8.73
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Oxidation+M(16) 2851.3601 GGMSQGEGSKVEEENMAA453.5032 2851.3697 28.1815 2045 3 951.1281 4.0716
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 790.4417 STALAATR 2930.4370 790.4431 17.8246 2108 1 790.4431 2.41
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 846.3952 VDVDENR 5048.1070 846.3958 22.8873 1671 1 846.3958 1.43
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1153.6212 IVIVDVDENR 149.0602 1153.6160 23.6350 4272 2 577.3116 ‐5.2573
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 2566.3731 AEVGPETNVLVMGAGPIGL 4261.8890 2566.3676 24.8493 12907 3 856.1274 ‐0.8249
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(22) 2652.3392 FFATPPVHGSLANQVVHPA 166.6045 2652.3486 22.3871 8082 3 884.7877 5.0780
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(6) 1665.8305 NTWPLCLEFLTSGK 6916.8990 1665.8325 21.6626 7161 2 833.4199 1.45
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(2) 2151.1236 VCLVGMGHGIMTVPLTPAA3536.4280 2151.1223 18.9388 5752 3 717.7123 ‐0.1810
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1674.9326 IQPFLLPSVGPHDVR 1861.4840 1674.9311 18.2658 10867 3 558.9819 ‐1.5557
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1947.9083 FGFSQKEVEDAFETSAR 520.9557 1947.8994 15.9771 1973 3 649.9713 ‐4.6213
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1522.7570 AEVGPETNVLVMGAGP 337.3017 1522.7483 25.5451 1848 1 1522.7483 ‐2.1701
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(6) 1647.8200 NTWPLCLEFLTSGK 280.1384 1647.8286 20.5172 2642 2 824.4179 5.44
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1656.9220 IQPFLLPSVGPHDVR 201.6445 1656.9128 18.7280 2166 2 828.9601 ‐5.0943
NP_200063.1 uncharacterized protein Arabidopsis thaliana 187.3448 41109.2093 3 7.99 None 1711.8537 FTELIEQENNSFLK 1280.6730 1711.8475 20.5834 17485 2 856.4274 ‐3.0033
NP_200063.1 uncharacterized protein Arabidopsis thaliana 187.3448 41109.2093 3 7.99 None 1622.8384 SDVVLLFNSPSSTTR 3338.4480 1622.8381 18.2127 2439 2 811.9227 0.1364
NP_200063.1 uncharacterized protein Arabidopsis thaliana 187.3448 41109.2093 3 7.99 None 1556.8220 TSFFIGDPFTRIR 599.0417 1556.8119 19.0016 4960 2 778.9096 ‐6.3078
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 Carbamidomethyl+C(10) 1513.7679 LLTSYSVLTCSNR 7976.6060 1513.7658 16.6035 12106 2 757.3866 ‐1.3957
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 Carbamidomethyl+C(6) 2073.0784 VILAECILPETPDSSLSTK 2831.5850 2073.0668 31.6728 11569 2 1037.0371 ‐4.2386
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 1141.5670 NPEAPVMLDR 6254.1080 1141.5664 21.6151 9612 2 571.2868 ‐1.4542
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 1445.7920 SALELDLLEIMAK 1066.4640 1445.7632 31.3701 1642 2 723.3852 ‐20.0884
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 3410.6838 GINFDLPHVIEDAPSHPGIEH156.6869 3410.6314 41.4088 1040 3 1137.5486 ‐13.1724
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 1757.9102 NGSPMSPTEIASKLPTK 627.2906 1757.9265 15.6460 2009 2 879.4669 9.67
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 Carbamidomethyl+C(6) 1099.5201 YSVLTCSNR 302.3563 1099.5195 15.7782 1779 2 550.2634 ‐1.5898
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 Carbamidomethyl+C(10) 1495.7574 LLTSYSVLTCSNR 589.9993 1495.7516 17.9194 4710 3 499.2554 ‐4.7868
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 1427.7814 SALELDLLEIMAK 423.7399 1427.7871 29.3487 2831 2 714.3972 3.52



NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 None 1124.5405 NPEAPVMLDR 181.3492 1124.5445 21.4795 1838 1 1124.5445 5.50
NP_200227.1 caffeic acid 5 hydroxyferulic acid O methyltransferase Arabidopsis thaliana 658.1683 40131.2842 11 11.57 Carbamidomethyl+C(10) 1496.7414 LLTSYSVLTCSNR 288.3918 1496.7357 17.1663 1399 2 748.8715 ‐3.8672
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 601.2482 28763.7590 3 20.38 None 3954.8385 YLGPFSVQTPSYLTGEFPGDY2563.9900 3954.8203 22.7001 15170 3 1318.9449 ‐1.5225
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 601.2482 28763.7590 3 20.38 Carbamidomethyl+C(9) 1920.9711 WAMLGAFGCITPEVLQK 3791.9500 1920.9702 21.7570 14332 2 960.9887 0.5262
NP_200238.1 light harvesting chlorophyll B binding protein 3 Arabidopsis thaliana 601.2482 28763.7590 3 20.38 None 3063.5323 GPLENLLDHLDNPVANNAW202.8308 3063.5092 42.8547 1943 3 1021.8413 ‐5.9161
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 1779.9276 LWQVPETLHEEALSK 7705.4620 1779.9299 27.9845 20945 3 593.9815 0.8394
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 2594.2773 SESPIITPNELAEADGFVFGF 3088.3530 2594.2572 22.6933 20294 2 1297.6322 ‐5.1313
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 1456.6451 GGSPYGAGTFAGDGSR 12912.6600 1456.6455 19.4368 19475 2 728.8264 0.1200
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 2378.2027 SPIITPNELAEADGFVFGFPT 333.1084 2378.2068 23.2790 2539 3 793.4071 2.52
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 1255.5702 PYGAGTFAGDGSR 230.4205 1255.5712 20.0373 2047 2 628.2892 0.1547
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 1967.9498 TPNELAEADGFVFGFPTR 299.4438 1967.9520 21.5367 1894 2 984.4796 2.54
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 867.3955 GTFAGDGSR 116.5984 867.3905 19.0014 1129 1 867.3905 ‐4.9983
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1942.6710 21795.8635 10 26.96 None 995.4541 GAGTFAGDGSR 249.2240 995.4540 17.4448 971 1 995.4540 1.42
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 877.1365 21795.8635 10 26.96 None 2594.2773 SESPIITPNELAEADGFVFGF 6573.6900 2594.2572 22.6933 20294 2 1297.6322 ‐4.4090
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 877.1365 21795.8635 10 26.96 None 1030.4849 FGMMAAQFK 2351.9200 1030.4856 16.6845 14033 2 515.7464 ‐0.7673
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 2170.0883 EVVPGMIVTGMEVAEIDGA21693.0400 2170.0893 35.8836 22598 3 724.0346 0.6587
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 1418.6944 ALDMNTAEDAIVR 11274.8200 1418.6947 26.3603 15525 2 709.8510 ‐0.0382
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 1306.6824 HAALFTSTIMSK 7272.4390 1306.6804 15.9609 11286 2 653.8438 ‐2.0463
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 3177.6525 ALGLPNAIDGTLVGNLSPELV2413.0170 3177.6461 24.8375 7660 3 1059.8869 ‐0.2196
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 Carbamidomethyl+C(6) 1943.9756 IVVSSCGHDGPFGATGVKR 3263.9630 1943.9799 13.8601 4773 3 648.6648 1.04
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 3295.7256 NPNVQVAIIEQSVSPGGGAW342.5969 3295.6741 20.2348 812 4 824.6740 ‐14.7642
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 757.3839 EIDGAPR 173.5408 757.3847 38.1265 4092 1 757.3847 1.67
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 2412.6180 36778.4092 16 37.25 None 811.4097 HAALFTST 194.5459 811.4136 14.4881 3320 2 406.2104 3.0156
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 1455.6793 MGPTFGAMMISGQK 2178.1440 1455.6815 17.8572 16025 2 728.3444 1.71
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 1306.6824 HAALFTSTIMSK 9663.2970 1306.6804 15.9609 11286 2 653.8438 ‐2.1468
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 3177.6525 ALGLPNAIDGTLVGNLSPELV2940.4080 3177.6461 24.8375 7660 3 1059.8869 0.6627
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 Carbamidomethyl+C(6) 1943.9756 IVVSSCGHDGPFGATGVKR 2153.3580 1943.9799 13.8601 4773 3 648.6648 2.1278
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 3212.5378 YMTDMITYAETDVVVVGAG313.5433 3212.5401 19.1333 4212 3 1071.5182 3.49
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 1402.7940 LFNAVAAEDLIVK 132.9812 1402.7991 16.1988 2197 3 468.2712 2.25
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 767.3968 TSTIMSK 259.9234 767.3985 16.8025 6160 1 767.3985 2.34
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 847.7061 36778.4092 16 37.25 None 904.4379 GAMMISGQK 156.5287 904.4415 17.8526 1790 1 904.4415 4.13
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 1451.7199 MIGVEAAGFGLDSGK 3139.0380 1451.7210 28.7927 18028 2 726.3642 0.6217
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 1225.7263 INNAVAQALLAK 9641.4200 1225.7266 16.9658 15696 2 613.3669 ‐0.4574
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 2034.9655 AEYYSITDEEALEAFKR 2412.0110 2034.9635 29.4195 14097 3 678.9927 ‐1.0212
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 757.4567 LLGAEVR 1197.1790 757.4575 16.6649 5283 1 757.4575 1.68
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 1121.5334 EDLNHTGAHK 1429.4920 1121.5341 18.3023 10045 2 561.2707 ‐0.3681
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 4781.3603 DATSEAIRDWVTNVETTHYI270.0616 4781.3649 23.8633 1007 3 1594.4598 5.54
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 506.5417 51210.9934 11 10.85 None 1051.5055 EAAGFGLDSGK 184.8875 1051.5084 29.5778 1692 1 1051.5084 4.41
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 310.5893 51210.9934 11 10.85 None 1225.7263 INNAVAQALLAK 8839.5720 1225.7266 16.9658 15696 2 613.3669 ‐0.6096
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 310.5893 51210.9934 11 10.85 None 2483.2136 DPPVLMAAGSDPALWQRP 1542.0970 2483.2223 19.1096 8017 3 828.4123 4.84
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 310.5893 51210.9934 11 10.85 None 1232.6521 ENGEGPLIYLK 222.9725 1232.6196 25.5409 2922 1 1232.6196 ‐24.0942
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 310.5893 51210.9934 11 10.85 None 2068.1325 LEGIIPALETSHALAYLEK 104.2731 2068.0728 29.3812 1779 2 1034.5400 ‐27.1587
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1527.8013 GIVDSEDLPLNISR 23776.7400 1527.7991 29.4100 32183 2 764.4032 ‐1.4335
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1256.6957 ADLVNNLGTIAR 14266.0300 1256.6958 26.1782 21399 2 628.8516 ‐0.5542
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1291.6376 ELISNSSDALDK 8574.1930 1291.6405 20.3913 13985 2 646.3239 1.09
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1873.9000 MKEGQNEIFYITGESK 2598.6620 1873.8934 21.2299 10932 3 625.3027 ‐3.8495
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1734.9425 LDGQPELFIHIIPDK 1198.5550 1734.9407 32.5755 10411 3 578.9851 ‐1.5764
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1791.8252 TMEINPENSIMDELR 5552.0370 1791.8281 32.3957 9636 2 896.4177 2.48
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1341.5627 EDQMEYIEER 8963.5420 1341.5646 22.4741 7948 2 671.2859 0.9779
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1633.7803 VEEIDEEKEKEEK 3865.3840 1633.7767 26.0601 5610 2 817.3920 ‐1.9023
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 2103.0137 MILYLKEDQMEYIEER 790.6956 2103.0552 33.1874 7551 3 701.6899 19.7960
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1919.9201 KTMEINPENSIMDELR 1119.7840 1919.9221 30.4373 5863 3 640.6456 0.7889
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1261.6787 KAVENSPFLEK 735.2435 1261.6788 18.6769 4802 2 631.3430 ‐0.5521
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 2857.4254 EGQNEIFYITGESKKAVENSP923.8333 2857.4251 25.6885 3364 4 715.1117 ‐0.0734
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 912.4608 DYVTRMK 176.9433 912.4551 22.7422 1348 2 456.7312 ‐7.6356
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1258.6274 DSEDLPLNISR 628.2769 1258.6301 29.4396 2548 2 629.8187 1.23
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 894.4502 DYVTRMK 116.1128 894.4494 23.7372 3098 1 894.4494 0.0788
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1290.8880 80426.4244 29 17.88 None 1273.6270 ELISNSSDALDK 268.2173 1273.6208 19.1687 1143 1 1273.6208 ‐2.3489
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1527.8013 GIVDSEDLPLNISR 24267.4900 1527.7991 29.4100 32183 2 764.4032 ‐1.4198
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1858.9222 KPEEINKEEYAAFYK 747.0334 1858.9231 21.3549 24632 3 620.3125 0.0111
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1256.6957 ADLVNNLGTIAR 17750.5200 1256.6958 26.1782 21399 2 628.8516 ‐0.4641
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1583.7911 SGDELTSLKDYVTR 1375.4710 1583.7919 26.8007 15428 2 792.3996 0.6463
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1133.5837 AVENSPFLEK 678.0197 1133.5863 21.2000 14101 2 567.2968 1.72
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1734.9425 LDGQPELFIHIIPDK 1074.1300 1734.9407 32.5755 10411 3 578.9851 ‐1.6655
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1791.8252 TMEINPENSIMDELR 5968.6400 1791.8281 32.3957 9636 2 896.4177 2.41
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1633.7803 VEEIDEEKEKEEK 2019.8170 1633.7767 26.0601 5610 2 817.3920 ‐1.9184
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1291.6376 ELISNSSDALDK 354.9868 1291.6432 26.6214 2141 2 646.3253 3.56
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1657.7850 AQALKDSNTGGYMSSK 200.2083 1657.7484 23.0074 16859 2 829.3778 ‐21.7892
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 857.4727 KPEEINK 92.6346 857.4608 19.9307 3633 2 429.2341 ‐15.2562
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 1919.9201 KTMEINPENSIMDELR 1311.3200 1919.9221 30.4373 5863 3 640.6456 0.6193
NP_200411.1 Heat shock protein 90 4 Arabidopsis thaliana 1044.3550 80426.4244 29 17.88 None 711.3672 KPEEIN 87.4617 711.3666 19.0433 3940 1 711.3666 ‐0.4145
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1527.8013 GIVDSEDLPLNISR 23776.7400 1527.7991 29.4100 32183 2 764.4032 ‐1.4335
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1256.6957 ADLVNNLGTIAR 14266.0300 1256.6958 26.1782 21399 2 628.8516 ‐0.5542
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 1437.3780 2302.1029 22.5903 17656 2 1151.5551 ‐2.6796



NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1291.6376 ELISNSSDALDK 8574.1930 1291.6405 20.3913 13985 2 646.3239 1.09
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1734.9425 LDGQPELFIHIIPDK 1198.5550 1734.9407 32.5755 10411 3 578.9851 ‐1.5764
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1791.8252 TMEINPENSIMDELR 5552.0370 1791.8281 32.3957 9636 2 896.4177 2.48
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1341.5627 EDQMEYIEER 8963.5420 1341.5646 22.4741 7948 2 671.2859 0.9779
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1859.8844 MKEGQNDIFYITGESK 493.0684 1859.8763 39.0320 2990 2 930.4418 ‐3.5231
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1600.7489 EGQNDIFYITGESK 618.1318 1600.7370 14.9880 1201 2 800.8721 ‐7.2731
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1987.9794 MKEGQNDIFYITGESKK 1693.3480 1987.9781 33.6768 12898 2 994.4927 0.5310
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1919.9201 KTMEINPENSIMDELR 1119.7840 1919.9221 30.4373 5863 3 640.6456 0.7889
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1261.6787 KAVENSPFLEK 735.2435 1261.6788 18.6769 4802 2 631.3430 ‐0.5521
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 912.4608 DYVTRMK 176.9433 912.4551 22.7422 1348 2 456.7312 ‐7.6356
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1258.6274 DSEDLPLNISR 628.2769 1258.6301 29.4396 2548 2 629.8187 1.23
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 894.4502 DYVTRMK 116.1128 894.4494 23.7372 3098 1 894.4494 0.0788
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 1204.1550 80337.3546 16 17.88 None 1273.6270 ELISNSSDALDK 268.2173 1273.6208 19.1687 1143 1 1273.6208 ‐2.3489
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 1158.6517 GVLLYGPPGTGK 17097.7600 1158.6509 15.7888 18670 2 579.8291 ‐1.6114
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 2029.0600 ENAPAIIFIDEVDAIATAR 8005.9480 2029.0582 44.4613 11519 2 1015.0328 0.3467
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 2053.9383 ASPALMDLSTADEEDLYGR 805.0248 2053.9386 30.1964 6806 2 1027.4729 1.35
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 Carbamidomethyl+C(36) 4298.0769 HSNALVDVLPPEADSSISLLS 1498.5270 4298.0421 34.3945 2493 4 1075.2660 ‐5.3346
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 2142.0237 QLEFTDIQEEYVKDEQK 1015.7240 2141.9994 35.8161 6038 2 1071.5033 ‐9.8455
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 Carbamidomethyl+C(10) 1997.9896 ISAAEIAAICQEAGMHAVR 1804.7500 1997.9934 29.3032 4420 3 666.6693 1.18
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 1641.8006 QLEFTDIQEEYVK 200.6040 1641.8250 17.4248 1532 2 821.4162 15.1548
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 1302.4450 45922.4681 18 33.58 None 1370.7750 RELLRAQEEVK 717.5611 1370.7885 24.7572 1209 2 685.8979 9.50
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 2029.0600 ENAPAIIFIDEVDAIATAR 9282.8670 2029.0582 44.4613 11519 2 1015.0328 0.2191
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1271.6855 AVANHTTAAFIR 1013.4630 1271.6815 26.7505 9129 2 636.3444 ‐3.6265
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 2053.9383 ASPALMDLSTADEEDLYGR 701.6803 2053.9386 30.1964 6806 2 1027.4729 1.89
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1259.6664 ASAAVASMVLDPK 384.6734 1259.6711 24.8206 1779 2 630.3392 3.1797
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 Carbamidomethyl+C(10) 1997.9896 ISAAEIAAICQEAGMHAVR 1296.5050 1997.9934 29.3032 4420 3 666.6693 1.82
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1641.8006 QLEFTDIQEEYVK 505.0439 1641.7913 27.3166 2680 2 821.3993 ‐5.4291
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 Carbamidomethyl+C(36) 4298.0769 HSNALVDVLPPEADSSISLLS 1673.0110 4298.0421 34.3945 2493 4 1075.2660 ‐6.8564
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1028.5524 HSNALVDVLP 2150.0770 1028.5503 32.5051 4860 2 514.7788 ‐3.0392
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1200.6484 VANHTTAAFIR 178.2271 1200.6431 26.6744 4558 2 600.8252 ‐5.0399
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 747.5204 45922.4681 18 33.58 None 1928.9600 HSNALVDVLPPEADSSISL 1473.7910 1928.9665 36.0055 2316 2 964.9869 4.82
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 2280.1403 MTPTKPMVVETFSEYPPLGR88737.6100 2280.1401 18.1793 273075 3 760.7182 0.6323
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 2506.3295 VETGMIKPGMVVTFAPTGL 19240.1100 2506.3298 19.2406 218834 3 836.1148 1.68
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1298.7467 EHALLAFTLGVK 2393.2200 1298.7537 18.6182 16041 2 649.8805 4.58
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1129.6616 GITIDIALWK 940.8844 1129.6441 20.0974 5515 1 1129.6441 ‐13.5662
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 702.3933 YPPLGR 104.3483 702.3966 18.6973 6095 1 702.3966 4.93
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1065.5364 FSEYPPLGR 179.0674 1065.5296 18.1642 3503 1 1065.5296 ‐4.7850
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 559.2908 MTPTK 89.9919 559.2943 18.5131 3184 1 559.2943 5.47
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1215.6112 MTPTKPMVVET 241.0458 1215.6145 18.7932 2858 2 608.3109 1.27
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1016.5623 APTGLTTEVK 282.9162 1016.5597 19.2467 1694 1 1016.5597 ‐1.1532
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1163.6307 FAPTGLTTEVK 103.3809 1163.6224 19.2420 1349 1 1163.6224 ‐5.1172
NP_200847.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5066.0190 49844.5675 11 14.70 None 1047.5258 FSEYPPLGR 148.3064 1047.5287 18.7260 1141 1 1047.5287 4.73
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 95.8948 108198.7123 2 1.2 None 970.5316 VPGAAEASIR 8618.9800 970.5332 16.9083 3549 2 485.7702 0.2761
NP_200986.1 TUDOR SN protein 2 Arabidopsis thaliana 95.8948 108198.7123 2 1.2 None 1158.6154 DAPIIGSFNPK 734.0759 1158.5783 24.1139 2474 1 1158.5783 ‐29.9428
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein  400.4096 22464.5729 3 18.81 Carbamidomethyl+C(8) 2151.9533 EVEAIKDCVEEMNDTVDR 2769.1450 2151.9555 26.3029 9314 3 717.9900 1.1347
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein  400.4096 22464.5729 3 18.81 None 2130.1012 IMNVGHETSNALSLINAFAK1551.9060 2130.0982 20.4058 8738 3 710.7043 ‐1.2954
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein  400.4096 22464.5729 3 18.81 Carbamidomethyl+C(8) 1173.5457 EVEAIKDCVE 122.9104 1173.5371 24.6092 840 1 1173.5371 ‐5.1480
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 1058.5589 LIARDGEER 3285.5740 1058.5562 21.9473 38094 2 529.7817 ‐3.6849
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 2201.0464 SMVDELEAMLDVVDPQPQ 733.7521 2201.0503 44.4792 4087 2 1101.0288 3.43
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 1317.6645 LEAEIEGSGERK 4054.3020 1317.6465 20.4146 14524 2 659.3269 ‐14.1594
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 1284.6232 ASFHNFSYRR 318.4106 1284.6286 31.1964 2721 1 1284.6286 6.00
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 1189.5695 LEAEIEGSGER 1629.6230 1189.5558 28.8519 2004 1 1189.5558 ‐9.3928
NP_201045.1 BCL 2 associated athanogene 7 Arabidopsis thaliana 255.6206 51738.5484 6 9.19 None 762.3741 EGSGERK 217.2387 762.3724 19.9280 4320 1 762.3724 ‐1.8157
NP_201073.1 H ATPase 11 Arabidopsis thaliana 0.0000 105465.3916 1 0.00 None 1672.9091 MKNYTIYAVSITIR 896.5820 1672.8918 21.8565 2724 2 836.9495 ‐9.9611
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 1951.9912 LAAFHSQTQPVIDYYAK 12773.1500 1951.9899 16.2017 21347 3 651.3348 ‐0.8918
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 1610.8384 TPGVDDITGEPLIQR 3765.9850 1610.8323 26.7230 18697 2 805.9198 ‐3.5765
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 1617.8483 VLNFAIDDAILEER 9595.1820 1617.8450 34.4179 16433 2 809.4262 ‐1.7523
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 2242.1635 GELVSDDLVVGIIDEAMNKP3876.1430 2242.1619 39.5321 15741 3 748.0588 ‐0.4470
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 1085.6354 LIFIGPPGSGK 8533.7650 1085.6353 17.2553 14426 2 543.3213 ‐1.1408
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 698.3355 TPGVDDI 159.2726 698.3395 27.0282 5121 1 698.3395 5.88
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 1308.6682 TPGVDDITGEPLI 348.0543 1308.6730 28.5977 1769 2 654.8401 3.1514
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 888.4462 VLNFAIDD 240.1147 888.4474 36.0240 1305 1 888.4474 2.97
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2370.8790 27160.1083 21 33.74 None 968.5088 PVIDYYAK 683.7968 968.5037 16.1984 786 1 968.5037 ‐3.9612
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 1610.8384 TPGVDDITGEPLIQR 3512.8330 1610.8323 26.7230 18697 2 805.9198 ‐3.5862
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 1617.8483 VLNFAIDDAILEER 4417.8280 1617.8450 34.4179 16433 2 809.4262 ‐1.7639
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 2242.1635 GELVSDDLVVGIIDEAMNKP3533.3340 2242.1619 39.5321 15741 3 748.0588 ‐0.7569
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 1086.6153 AVLTNIQAEK 1488.2780 1086.6035 19.2758 13174 2 543.8054 ‐11.7942
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 Carbamidomethyl+C(12)
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 888.4462 VLNFAIDD 514.8802 888.4440 34.3853 5523 1 888.4440 ‐1.3112
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 1308.6682 TPGVDDITGEPLI 297.7184 1308.6730 28.5977 1769 2 654.8401 3.68
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 886.1644 27160.1083 21 33.74 None 916.5098 LTNIQAEK 313.1399 916.5068 19.2681 1078 1 916.5068 ‐2.0940
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 849.3983 27160.1083 21 33.74 None 1951.9912 LAAFHSQTQPVIDYYAK 6521.7100 1951.9899 16.2017 21347 3 651.3348 ‐0.7297
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 849.3983 27160.1083 21 33.74 None 1085.6354 LIFIGPPGSGK 8625.4310 1085.6353 17.2553 14426 2 543.3213 ‐1.3825
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 849.3983 27160.1083 21 33.74 None 1610.8384 TPGVDDITGEPLIQR 213.5437 1610.8729 18.5127 3417 3 537.6291 20.5833



NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 849.3983 27160.1083 21 33.74 None 968.5088 PVIDYYAK 110.7751 968.5037 16.1984 786 1 968.5037 ‐4.0444
NP_201156.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 309.5526 27854.9506 3 9.92 None 1387.7315 TLTNEETLEIPK 6292.3890 1387.7317 24.7608 7904 2 694.3695 ‐0.1563
NP_201156.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 309.5526 27854.9506 3 9.92 None 1353.6910 IPSGELWGGNPAR 192.1998 1353.6855 33.1840 2811 2 677.3464 ‐4.4439
NP_201156.1 gamma carbonic anhydrase like 1 Arabidopsis thaliana 309.5526 27854.9506 3 9.92 None 1335.6804 IPSGELWGGNPAR 158.4567 1335.6765 31.8704 1545 2 668.3419 ‐3.3803
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1286.7215 IIGGGLPVGAYGGR 21205.8900 1286.7211 16.2559 28482 2 643.8642 ‐0.9018
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 2008.9710 AATSDTLTAPYNDLEAVEK 18504.8700 2008.9700 28.6618 19905 2 1004.9886 0.7098
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1240.6467 NLMPGGVNSPVR 9105.8900 1240.6460 22.7279 19275 2 620.8267 ‐1.1892
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1622.8748 AGSGVATLGLPDSPGVPK 1285.7010 1622.8733 26.9004 18829 2 811.9403 ‐0.6845
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1298.7314 SVGGQPVLIDSVK 5898.8570 1298.7336 23.8318 9328 2 649.8704 1.1232
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1187.5579 QAGTYEYLDK 161.4980 1187.5527 21.0628 9275 2 594.2800 ‐5.1936
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 3386.6615 DIMEMVAPAGPMYQAGTL1598.1400 3386.6406 21.4605 8670 3 1129.5517 ‐4.0230
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1144.6208 ELTNGILEAGK 1378.7970 1144.6199 23.0846 3258 2 572.8136 ‐1.6998
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1825.9153 DNGVLLIFDEVMTGFR 203.0219 1825.9340 17.4336 3282 2 913.4706 10.87
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 966.4527 SEEAFNAAK 888.7833 966.4570 22.0694 1338 2 483.7321 3.0983
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 Carbamidomethyl+C(6) 3419.5323 TGHPMCGGYISGMFGFFFA458.9806 3419.4710 40.5853 1111 3 1140.4952 ‐15.7289
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1049.5084 NLMPGGVNSPV 232.1925 1049.5029 21.9078 4821 1 1049.5029 ‐3.7311
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 882.4792 PGGVNSPVR 90.8022 882.4733 23.2237 3488 1 882.4733 ‐5.8093
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 852.4032 NLMPGGVNS 100.9720 852.4068 20.7841 3044 1 852.4068 4.13
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1280.6481 AGSGVATLGLPDSPG 225.8358 1280.6459 28.5706 2215 2 640.8266 ‐2.2938
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 489.2014 DIME 70.5449 489.1989 22.7652 1720 1 489.1989 ‐5.7943
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1013.5197 MPGGVNSPVR 138.6076 1013.5206 22.6622 901 1 1013.5206 2.19
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1222.6361 NLMPGGVNSPVR 694.6411 1222.6309 22.3631 8104 2 611.8191 ‐4.9839
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 2014.1560 50769.1194 32 35.86 None 1170.5313 QAGTYEYLDK 301.0942 1170.5323 23.4734 1460 2 585.7698 ‐0.0419
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1240.6467 NLMPGGVNSPVR 10948.5200 1240.6460 22.7279 19275 2 620.8267 ‐1.0946
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1622.8748 AGSGVATLGLPDSPGVPK 1425.3730 1622.8733 26.9004 18829 2 811.9403 ‐0.6976
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1298.7314 SVGGQPVLIDSVK 6142.0470 1298.7336 23.8318 9328 2 649.8704 1.14
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1187.5579 QAGTYEYLDK 162.5349 1187.5527 21.0628 9275 2 594.2800 ‐5.0840
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 Carbamidomethyl+C(15) 1731.8218 SATLTGSGTALGFSCSSK 349.7586 1731.8143 26.2957 1219 2 866.4108 ‐3.8850
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 Carbamidomethyl+C(6) 3419.5323 TGHPMCGGYISGMFGFFFA1137.6490 3419.4710 40.5853 1111 3 1140.4952 ‐16.5515
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1389.6910 SDTEKFGRFFR 598.9996 1389.6970 23.9933 3935 2 695.3521 4.0549
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1656.8228 SFSLQKSEEAFNAAK 217.5633 1656.8180 19.3506 1431 3 552.9442 ‐3.6076
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 765.3414 SDTEKFG 188.2837 765.3410 23.2263 5096 1 765.3410 0.0687
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1284.6484 DTEKFGRFFR 119.0572 1284.6443 25.1129 3487 3 428.8863 ‐4.3799
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 882.4792 PGGVNSPVR 1439.8820 882.4799 22.7419 2626 1 882.4799 1.85
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1280.6481 AGSGVATLGLPDSPG 201.8525 1280.6459 28.5706 2215 2 640.8266 ‐2.2105
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 592.2765 50769.1194 32 35.86 None 1013.5197 MPGGVNSPVR 170.8399 1013.5206 22.6622 901 1 1013.5206 2.54
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 3678.7194 VQVSSVENPEEASFFESFEGA1587.2580 3678.7143 34.5283 8273 4 920.4340 0.2010
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 Carbamidomethyl+C(8) 2120.1897 VVLGVLACPNLPLASIAGNN2890.2840 2120.1813 20.8917 5965 2 1060.5943 ‐2.4928
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 2611.2733 LVNDTLATEESFNGSTLSTDD941.0104 2611.2530 32.8037 3406 2 1306.1302 ‐5.1177
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 2079.9717 ELSSEPFSLVAEEDSGDLR 1313.1660 2079.9784 43.4220 1603 2 1040.4929 4.35
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 2208.0666 ELSSEPFSLVAEEDSGDLRK 1721.2380 2208.0802 29.2464 13602 3 736.6983 6.78
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 1087.6259 APLQSFVAVR 197.0300 1087.6402 17.6233 1145 2 544.3237 12.1350
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 1490.7809 KDGSQDTLERITK 591.0125 1490.7739 20.0274 119747 3 497.5961 ‐5.6831
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 1748.9429 GKYLDLDTGIIVANEK 932.8029 1748.9582 25.4008 6110 2 874.9828 9.66
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 1069.6153 APLQSFVAVR 213.8572 1069.6119 17.7962 1756 1 1069.6119 ‐1.4538
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 2190.0561 ELSSEPFSLVAEEDSGDLRK 580.6926 2190.0493 27.9854 1586 2 1095.5283 ‐1.4684
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 487.9416 43794.4979 17 24.32 None 1070.5993 APLQSFVAVR 163.9904 1070.5971 17.9366 6560 2 535.8022 ‐3.1931
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 1080.5684 SSSPSFVTLR 650.4713 1080.5738 23.7145 182715 2 540.7906 4.1097
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 3678.7194 VQVSSVENPEEASFFESFEGA2474.1580 3678.7143 34.5283 8273 4 920.4340 ‐0.9600
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 2079.9717 ELSSEPFSLVAEEDSGDLR 693.5463 2079.9784 43.4220 1603 2 1040.4929 4.16
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 1640.8200 VVSSMAYEKELDAAK 597.6780 1640.7850 25.4418 34498 2 820.8962 ‐21.0284
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 2208.0666 ELSSEPFSLVAEEDSGDLRK 1272.8000 2208.0802 29.2464 13602 3 736.6983 6.0727
NP_201203.2 bifunctional 3 2 5 bisphosphate nucleotidase and inositol polyphosphate 1 p 339.6183 43794.4979 17 24.32 None 1490.7809 KDGSQDTLERITK 711.6776 1490.7736 20.0133 114759 3 497.5960 ‐5.8510
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 1007.5269 LATSGANFAR 36038.0400 1007.5275 17.2084 86142 2 504.2674 ‐0.6134
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 39565.1000 1144.5449 15.8002 64156 2 572.7761 ‐1.5499
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 961.4949 TNKELNDK 291.3382 961.5224 23.6671 15441 2 481.2649 27.2831
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 Carbamidomethyl+C(13) 1834.9256 KVPFISEDIALECEGK 3373.5300 1834.9258 28.5266 17628 3 612.3134 ‐0.2690
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 816.3886 LATSGANFA 167.5008 816.3909 17.5272 6297 1 816.3909 3.38
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 9781.5210 926.4421 15.8080 4946 1 926.4421 3.58
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 894.4428 ATSGANFAR 3240.4960 894.4431 17.2089 4235 1 894.4431 1.96
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 635.3260 GANFAR 3852.8740 635.3275 17.2098 2248 1 635.3275 2.72
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 Carbamidomethyl+C(5) 726.3240 QFGSCK 1139.7390 726.3233 15.8021 1404 1 726.3233 ‐0.7002
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 Carbamidomethyl+C(8) 1073.5085 FTVQFGSCK 220.5481 1073.5117 16.5068 1016 2 537.2595 1.59
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 578.3045 ANFAR 124.3301 578.3053 15.8011 910 1 578.3053 0.9757
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 943.4843 TNKELNDK 106.2915 943.4838 21.2982 1985 1 943.4838 0.5805
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4434.8660 18714.2420 25 37.43 None 944.4684 TNKELNDK 84.0649 944.4713 22.6626 3529 1 944.4713 4.96
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 None 1007.5269 LATSGANFAR 42011.5500 1007.5275 17.2084 86142 2 504.2674 ‐0.4531
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 Carbamidomethyl+C(8) 1526.6944 FPENFTGCQDLAK 1841.6320 1526.6959 24.5413 65290 2 763.8516 1.0179
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 3925.9400 1706.8312 30.3784 20958 2 853.9192 0.7628
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSV1277.5360 2558.1820 28.8699 22224 3 853.3989 ‐15.4901
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 Carbamidomethyl+C(13) 1834.9256 KVPFISEDIALECEGK 3766.4860 1834.9258 28.5266 17628 3 612.3134 ‐0.4016
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 None 635.3260 GANFAR 5433.8610 635.3275 17.2098 2248 1 635.3275 2.72
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 None 578.3045 ANFAR 92.8511 578.3053 15.8011 910 1 578.3053 1.1450
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3127.9780 18714.2420 25 37.43 Carbamidomethyl+C(12) 1688.8200 VPFISEDIALECEGK 181.4122 1688.8270 28.9197 2121 2 844.9171 4.07



NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3447.8770 18714.2420 25 37.43 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 58958.7000 1144.5449 15.8002 64156 2 572.7761 ‐1.7540
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3447.8770 18714.2420 25 37.43 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 14714.4100 926.4421 15.8080 4946 1 926.4421 3.78
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3447.8770 18714.2420 25 37.43 Carbamidomethyl+C(5) 726.3240 QFGSCK 1639.0230 726.3233 15.8021 1404 1 726.3233 ‐0.8112
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3447.8770 18714.2420 25 37.43 Carbamidomethyl+C(9) 1126.5350 AFTVQFGSCK 346.4075 1126.5375 15.8066 1055 2 563.7724 1.0518
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 1887.9447 VPSNVPLPEDDAEQLHK 4130.5450 1887.9482 22.8858 8930 3 629.9876 1.32
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 Carbamidomethyl+C(5) 1294.6712 AVITCLTYPEK 1366.2040 1294.6674 24.2312 7291 2 647.8373 ‐3.4988
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 1656.7824 SIEEDVAQHTSGDLR 4279.7530 1656.7888 22.4577 5948 3 552.9344 3.1773
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 1978.8699 DTSGDYEDMLVALLGHGDA5365.5940 1978.8693 40.3494 5348 2 989.9383 0.8264
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 1117.4796 SYSDDDFIR 8040.6300 1117.4770 22.1416 3249 2 559.2421 ‐3.3231
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 2965.4326 VPSNVPLPEDDAEQLHKAFS1947.5630 2965.4286 24.8756 3398 3 989.1477 0.0974
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 Oxidation+M(3) 1443.7300 AVMLWTLDPPER 999.1292 1443.7287 19.8751 22028 2 722.3680 ‐1.1057
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 995.4945 WTLDPPER 136.7219 995.4960 17.5299 3260 1 995.4960 2.63
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 913.4486 QHTSGDLR 149.4090 913.4519 21.5022 2965 1 913.4519 4.60
NP_201307.1 annexin 2 Arabidopsis thaliana 1061.0370 36380.3511 10 29.34 None 984.4857 AQHTSGDLR 187.2347 984.4903 22.9973 1968 1 984.4903 5.19
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1441.7533 EGQSIGVIPEGIDK 15332.8100 1441.7543 25.2888 47311 2 721.3808 0.4751
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1630.7959 LYSIASSAIGDFGDSK 13717.7300 1630.7974 18.0076 38195 2 815.9023 1.24
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10074.5600 1347.6069 28.2366 35388 2 674.3071 ‐0.6643
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1307.6842 LVYTNDGGEIVK 17303.5300 1307.6839 20.9494 32453 2 654.3456 ‐0.7122
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 2690.2733 ITGDDAPGETWHIVFTTEGE11178.8900 2690.2742 32.8287 24981 3 897.4296 1.08
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1153.5160 SEQWNVEVY 2870.2610 1153.5192 28.4765 8736 2 577.2632 1.84
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1536.7653 LDFAVSREQTNEK 2355.9300 1536.7703 18.1132 6436 2 768.8888 3.04
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1457.7482 AQVTTDTTEAPPVK 536.4311 1457.7448 17.1680 756 2 729.3760 ‐2.5174
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1015.5419 QEEGIVVNK 161.6380 1015.5539 25.2369 8554 2 508.2806 10.58
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 873.4789 ISSVSPQR 189.2202 873.4604 22.5717 1900 1 873.4604 ‐20.3132
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 737.3828 QEEGIVV 104.7145 737.3863 24.7764 5918 1 737.3863 5.0197
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 927.5146 GVIPEGIDK 296.7637 927.5152 25.2862 1255 1 927.5152 1.73
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 699.3308 AQVTTDT 148.4134 699.3339 15.8924 1191 1 699.3339 4.69
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1154.5324 ASSAIGDFGDSK 424.2742 1154.5323 17.1711 884 1 1154.5323 1.17
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1518.7547 LDFAVSREQTNEK 693.1171 1518.7561 18.1289 1543 2 759.8817 0.9264
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3977.0070 40668.7089 25 38.33 None 1289.6736 LVYTNDGGEIVK 362.7936 1289.6708 19.7668 1127 2 645.3391 ‐2.6953
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 None 1441.7533 EGQSIGVIPEGIDK 12118.9900 1441.7543 25.2888 47311 2 721.3808 0.5130
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 14487.1600 1347.6069 28.2366 35388 2 674.3071 ‐0.5998
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 None 1307.6842 LVYTNDGGEIVK 7532.5430 1307.6839 20.9494 32453 2 654.3456 ‐0.6365
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 None 2690.2733 ITGDDAPGETWHIVFTTEGE7915.9520 2690.2742 32.8287 24981 3 897.4296 0.8458
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 None 1272.7158 AAAISAAVSLPSSK 107.7789 1272.6854 29.2163 9007 2 636.8463 ‐24.3853
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 Carbamidomethyl+C(4) 870.4212 VYMCGLK 121.3756 870.4172 28.1578 3380 1 870.4172 ‐3.6172
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1885.6870 40668.7089 25 38.33 None 927.5146 GVIPEGIDK 223.7755 927.5152 25.2862 1255 1 927.5152 1.00
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 2604.3039 SKPETGEVIGVFESLQPSDTD127968.5000 2604.3030 33.0129 436603 3 868.7725 0.5001
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1203.6579 NTAASVGEITLK 85181.5100 1203.6592 22.5668 407091 2 602.3333 0.3013
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 950.5710 VPFLFTVK 63153.0100 950.5723 19.2497 182049 2 475.7898 ‐0.0059
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 881.4880 FLVPSYR 28616.4400 881.4874 15.8732 164964 2 441.2474 ‐2.1382
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 101617.1000 1362.6410 18.3770 139440 2 681.8241 0.4031
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1450.7172 QLDASGKPDSFTGK 54448.4800 1450.7175 16.9404 136870 3 484.2440 ‐0.8109
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSF35999.8800 2457.1346 24.5100 117611 3 819.7164 0.4209
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSF15163.4200 2174.9584 26.0085 81672 2 1087.9828 ‐1.8676
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1562.7558 GGSTGYDNAVALPAGGR 79573.9600 1562.7556 21.3532 79196 2 781.8814 ‐0.0201
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1096.5521 LTYDEIQSK 31402.8100 1096.5548 18.9005 56840 2 548.7810 1.18
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 2294.1299 FKEEDGIDYAAVTVQLPGGE21568.4500 2294.1277 29.1810 47861 3 765.3807 ‐0.6233
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 2018.9665 EEDGIDYAAVTVQLPGGER 13734.9300 2018.9633 29.7533 43289 2 1009.9853 ‐0.3828
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1388.6904 GDEEELVKENVK 36138.9800 1388.6914 18.5649 41157 3 463.5686 ‐0.3988
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1145.5586 NAPPEFQNTK 23072.1200 1145.5598 15.5084 16779 2 573.2836 0.2018
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 2531.2188 LTYTLDEIEGPFEVASDGSVN3745.1360 2531.2117 38.6680 4848 2 1266.1095 ‐0.3212
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 4531.1675 LTYTLDEIEGPFEVASDGSVN5319.4430 4531.1458 44.3356 1628 4 1133.5419 ‐1.5702
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1054.5164 SFGLETSSAR 269.6999 1054.4957 22.1950 28015 2 527.7515 ‐20.6870
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 908.4724 EPTSFTVK 485.7403 908.4726 17.7316 49088 2 454.7399 ‐1.2729
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 621.3355 VPSYR 2141.6870 621.3354 15.8776 29590 1 621.3354 ‐0.3079
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1037.5302 FEPTSFTVK 178.8251 1037.5280 19.7385 10703 2 519.2676 ‐3.3276
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1241.6161 GGSETFSFKPGK 199.2266 1241.6179 24.2859 9963 2 621.3126 0.7791
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 958.5568 ELVKENVK 209.3484 958.5541 19.4394 9721 2 479.7807 ‐4.1499
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 719.3570 DEIQSK 20932.2700 719.3558 17.3431 4594 1 719.3558 ‐1.4295
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 828.4098 SKPETGEV 169.1131 828.4054 31.9932 4282 1 828.4054 ‐4.6278
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 882.4203 YDEIQSK 187.8226 882.4223 16.7558 4174 1 882.4223 3.1511
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1209.5746 DASGKPDSFTGK 6290.9820 1209.5764 16.9216 4001 2 605.2919 0.7520
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 983.4680 TYDEIQSK 1469.7190 983.4640 18.8859 3710 1 983.4640 ‐2.7411
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1197.6586 AAVTVQLPGGER 315.0916 1197.6571 28.4479 3571 2 599.3322 ‐2.0472
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 960.4785 PPEFQNTK 353.7469 960.4778 14.9103 3164 2 480.7425 ‐2.1430
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 474.3286 ITLK 118.1304 474.3293 22.4178 3049 1 474.3293 0.6394
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1087.5994 EELVKENVK 506.0522 1087.6012 18.6211 2705 2 544.3043 0.6727
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 998.5153 SKPETGEVIG 287.0394 998.5186 32.9949 2442 1 998.5186 4.47
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 759.4611 VGEITLK 275.1328 759.4635 22.5606 2246 1 759.4635 3.29
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1055.5844 VTVQLPGGER 1183.7830 1055.5864 27.7536 1087 1 1055.5864 3.86
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 988.5673 AASVGEITLK 190.2265 988.5631 23.5915 974 1 988.5631 ‐2.9530



NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 879.4571 KPDSFTGK 132.4109 879.4553 17.3794 801 2 440.2313 ‐3.5857
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1432.7067 QLDASGKPDSFTGK 594.0496 1432.7068 16.9622 4742 3 478.2404 ‐0.9789
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1185.6474 NTAASVGEITLK 365.9185 1185.6531 21.6252 3367 2 593.3302 3.09
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1036.5058 SFGLETSSAR 139.4823 1036.4996 20.7940 1917 1 1036.4996 ‐4.4398
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1128.5320 NAPPEFQNTK 201.2186 1128.5378 13.9478 3228 2 564.7725 4.1821
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 34161.6600 35370.5190 41 60.54 None 1433.6907 QLDASGKPDSFTGK 226.5258 1433.6975 17.5497 1470 2 717.3524 4.78
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 2438.2198 FSTNENTITVGGLYAIDHSTA764.7206 2438.2201 29.5661 6576 3 813.4115 0.7211
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 1393.6535 ASYLHHFDEFK 980.9778 1393.6519 22.1788 3656 2 697.3296 ‐1.4744
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 1278.6787 SLVTVSSEIDTK 3336.1300 1278.6798 15.3249 2420 2 639.8436 0.2695
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 1666.8395 AKDLLTRDYNSDQK 325.7273 1666.7942 30.3366 4641 2 833.9007 ‐26.8029
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 2085.0764 LEVQYFHDHATVTAAAALK 702.3866 2085.0796 25.5914 1593 3 695.6980 1.12
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 1222.5699 LTRDYNSDQK 101.6268 1222.5720 30.3228 1818 1 1222.5720 4.0676
NP_201551.1 voltage dependent anion channel 2 Arabidopsis thaliana 312.7479 29651.6592 7 16.67 None 1375.6430 ASYLHHFDEFK 125.4696 1375.6376 25.2804 2306 2 688.3225 ‐4.2245
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 7154.6020 18834.6932 5 27.59 None 1370.6910 TDPNVADAVAELR 74088.2500 1370.6899 27.8385 46217 2 685.8486 ‐1.1595
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 7154.6020 18834.6932 5 27.59 None 1192.5766 ILEEMETAEK 4570.9830 1192.5775 20.4272 40661 2 596.7924 ‐0.0141
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 7154.6020 18834.6932 5 27.59 None 2575.3191 DIYSALNAVSGHYVSFGPTA 9441.7440 2575.3223 20.5252 23723 3 859.1123 2.0513
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 7154.6020 18834.6932 5 27.59 None 1154.6164 PNVADAVAELR 856.1461 1154.6145 27.8641 904 2 577.8109 ‐2.5491
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 7154.6020 18834.6932 5 27.59 None 2184.1448 SALNAVSGHYVSFGPTAPIPA414.1410 2184.1318 20.5312 863 2 1092.5695 ‐4.3296
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 2171.1455 TPGFSGADLANLLNEAAILAG2551.8330 2171.1359 24.1896 21326 2 1086.0716 ‐2.8506
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1789.9371 GLTWFIPSDDPTLISK 5397.2430 1789.9354 20.9914 15098 2 895.4713 ‐0.2768
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 1048.4360 1903.9213 35.5992 11960 2 952.4643 0.6216
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1615.8326 AILSEFTEIPPENR 1495.3850 1615.8256 29.7216 7821 2 808.4165 ‐4.0843
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1396.7907 ADILDSALLRPGR 9074.9920 1396.7909 17.5679 7436 3 466.2685 ‐0.9742
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 2863.4571 AAEEVIFGESEVTTGAVSDLQ2180.8210 2863.4486 39.3693 7205 3 955.1544 ‐1.6907
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 Carbamidomethyl+C(7) 1943.9565 MAASSACLLGNGLSVYTTK 4798.8430 1943.9706 19.6955 11370 2 972.4890 8.78
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1392.6853 VASSTSTSTPTPASV 263.8650 1392.6720 22.8371 1034 1 1392.6720 ‐6.5322
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1097.6426 LDSALLRPGR 264.9620 1097.6431 17.5685 1417 2 549.3252 ‐0.5004
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 664.8597 73369.6904 10 18.83 None 1210.7266 ILDSALLRPGR 240.5481 1210.7209 17.5623 896 2 605.8641 ‐5.4722
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 2280.1403 MTPTKPMVVETFSEYPPLGR106155.6000 2280.1401 18.1793 273075 3 760.7182 0.2774
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 2506.3295 VETGMIKPGMVVTFAPTGL 34620.1400 2506.3298 19.2406 218834 3 836.1148 0.8289
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1025.6102 IGGIGTVPVGR 57302.2200 1025.6113 21.9903 210914 2 513.3093 ‐0.0882
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 21112.1900 1451.6731 19.9158 146644 3 484.5625 ‐1.4131
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 975.5510 LPLQDVYK 9631.7440 975.5505 23.0961 111046 2 488.2789 ‐1.8095
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1026.4891 STNLDWYK 25025.2900 1026.4897 22.8091 86172 2 513.7485 ‐0.6119
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 914.5669 QTVAVGVIK 12642.0300 914.5666 19.8720 70904 2 457.7869 ‐1.8678
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1298.7467 EHALLAFTLGVK 2722.8870 1298.7537 18.6182 16041 2 649.8805 4.13
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 780.4138 YDEIIK 5549.8880 780.4183 17.7507 11502 2 390.7128 3.56
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTG391.3258 2957.4340 44.3278 1099 3 986.4829 5.1482
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1007.5520 ARYDEIIK 22024.7500 1007.5523 18.3760 60336 2 504.2798 ‐0.9942
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 685.3992 GTVPVGR 148.1788 685.3987 21.2130 23560 1 685.3987 ‐0.6433
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 912.5261 GGIGTVPVGR 8705.1120 912.5265 22.0096 18125 1 912.5265 1.19
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 635.2784 ARYDE 1592.6640 635.2786 18.3733 6977 1 635.2786 0.2748
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 831.4359 EYPPLGR 121.1527 831.4312 16.8217 5048 1 831.4312 ‐5.0003
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 862.4669 PLQDVYK 296.5408 862.4613 22.2543 5017 1 862.4613 ‐5.6341
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 861.4465 ARYDEII 241.6959 861.4499 19.3526 5011 2 431.2286 2.94
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 786.5084 TVAVGVIK 206.1997 786.5048 19.8569 3663 1 786.5048 ‐4.0367
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 559.2908 MTPTK 117.0955 559.2943 18.5131 3184 1 559.2943 5.50
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 617.3505 DEIIK 2627.4330 617.3516 17.8082 3026 1 617.3516 1.46
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 685.4607 VAVGVIK 112.0090 685.4615 19.8677 2925 1 685.4615 1.02
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 628.3777 TVPVGR 123.6014 628.3791 21.9906 2097 1 628.3791 2.0217
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 537.2892 APGHR 92.4345 537.2907 20.4845 1957 1 537.2907 2.1899
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1561.8117 VETGMIKPGMVVTFA 882.4670 1561.8042 18.3974 1644 2 781.4057 ‐4.7183
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1163.6307 FAPTGLTTEVK 214.2153 1163.6224 19.2420 1349 1 1163.6224 ‐5.0565
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 1016.5623 APTGLTTEVK 301.7257 1016.5615 20.3456 1181 2 508.7844 ‐1.9244
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 2278.2185 TGMIKPGMVVTFAPTGLTT 866.4506 2278.2121 19.2464 947 2 1139.6097 ‐0.9705
NP_563800.1 Elongation factor 1 alpha Arabidopsis thaliana 10154.7700 49844.5675 28 31.40 None 896.5564 QTVAVGVIK 170.2145 896.5541 19.8765 2459 2 448.7807 ‐4.0117
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 Carbamidomethyl+C(10) 1344.5559 AEMYTGDEICR 33560.6100 1344.5579 19.6349 26891 2 672.7826 1.0852
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 None 902.4942 GLVTEEVR 15269.9600 902.4939 18.3642 13592 2 451.7506 ‐1.7983
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 None 917.5091 ESGVVWLK 8613.2910 917.5112 24.7136 5754 2 459.2593 0.8739
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 None 1666.8898 LVSYGTEVTAIVETGK 945.1282 1666.8404 24.3027 9030 2 833.9239 ‐29.2514
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 None 3011.5612 TFPVTAFIVPEEPAKEEPAKE798.3292 3011.6429 24.0298 866 4 753.6662 27.4475
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 Carbamidomethyl+C(3) 577.2763 EICR 94.9627 577.2774 17.7374 82721 1 577.2774 1.79
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3334.6910 20061.1618 7 39.11 Carbamidomethyl+C(4) 692.3032 DEICR 579.9063 692.3062 19.3543 1123 1 692.3062 4.99
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 1193.6235 MIFDAIEQVK 3460.7330 1193.6298 18.3624 24801 2 597.3186 4.81
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 2251.1129 LEEYVEIPSDSGISFNVQPK 7725.8980 2251.1054 31.7602 22000 2 1126.0564 ‐1.5175
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 2305.1922 DVLDGSSVGFVETLEADLVA2925.9870 2305.1896 47.6786 7367 2 1153.0984 0.7926
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 1407.7015 GWDAQVLGEAPHK 3496.7760 1407.7034 23.4567 5510 3 469.9060 0.2270
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 3711.8462 DLETPGLANVAATVMNLHG966.3865 3711.8319 25.1694 5303 3 1237.9488 ‐1.1691
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 Carbamidomethyl+C(2) 1062.5249 LCDQALASGK 6632.4070 1062.5256 15.6313 5284 2 531.7664 ‐0.3992
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 1129.6212 SGKPALDKEGK 737.5134 1129.6223 26.8786 5219 2 565.3148 0.0640
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 2636.5610 LQILTSHTLKPVPIAIGGPGLA1614.7080 2636.5633 18.5533 2185 3 879.5259 1.64
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 1586.7632 MATSSAWKLDDHPK 617.1415 1586.7575 18.3391 11659 2 793.8824 ‐3.4001
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 2119.0931 AVGPIVDGDAVVTFNFRAD 1636.0690 2119.0956 23.0706 5060 2 1060.0515 2.61
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 778.3955 NFRADR 166.0307 778.3933 24.0701 1505 1 778.3933 ‐2.3306



NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 955.4771 LEEYVEIP 209.1965 955.4815 29.3395 1363 2 478.2444 3.92
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 806.4592 60807.7717 24 29.98 None 1568.7526 MATSSAWKLDDHPK 237.4792 1568.7616 17.5097 7414 2 784.8844 5.20
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 2251.1129 LEEYVEIPSDSGISFNVQPK 4992.5950 2251.1054 31.7602 22000 2 1126.0564 ‐1.7076
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 1030.5238 APTPAMDSLK 515.6392 1030.5234 19.2327 11958 2 515.7653 ‐1.4061
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 2719.2489 AHGTAVGLPSEDDMGNSEV4964.0090 2719.2518 23.2934 7597 4 680.5684 0.2468
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 2305.1922 DVLDGSSVGFVETLEADLVA5468.6420 2305.1896 47.6786 7367 2 1153.0984 0.5873
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 1407.7015 GWDAQVLGEAPHK 4419.8000 1407.7034 23.4567 5510 3 469.9060 0.2804
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 926.4618 IFEGEGFK 3497.1510 926.4625 21.4303 5313 2 463.7349 ‐0.4610
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 1776.9279 AVGPIVDGDAVVTFNFR 743.5394 1776.8850 37.0077 2104 2 888.9461 ‐23.6039
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 1924.9949 MATSSAWKLDDHPKLPK 359.6411 1925.0051 25.9734 20285 2 963.0062 6.1866
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 3250.6552 LEEYVEIPSDSGISFNVQPKM587.1850 3250.6306 47.3217 3603 3 1084.2151 ‐6.3789
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 955.4771 LEEYVEIP 99.1073 955.4815 29.3395 1363 2 478.2444 3.42
NP_563852.1 2 3 bisphosphoglycerate independent phosphoglycerate mutase 1 Arabidop 830.1354 60807.7717 24 29.98 None 1012.5132 APTPAMDSLK 298.8263 1012.5125 19.8451 1009 1 1012.5125 0.9492
NP_563991.1 uncharacterized protein Arabidopsis thaliana 684.5138 34472.4488 2 8.95 None 1643.7871 NDDLDAVLEATPQSR 11526.2000 1643.7897 27.3037 9667 2 822.3985 1.54
NP_563991.1 uncharacterized protein Arabidopsis thaliana 684.5138 34472.4488 2 8.95 None 1298.7314 LIQELAAAAAAEK 3181.5240 1298.7305 16.7941 9516 2 649.8689 ‐1.2678
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 580.5695 31465.7888 4 16.21 None 1259.7028 LGALLDTMNALK 2889.3480 1259.7027 18.9740 19332 2 630.3550 ‐0.8260
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 580.5695 31465.7888 4 16.21 None 2099.2111 SLLFIESADRPGLLVELVK 5924.4770 2099.2084 21.7099 16084 3 700.4077 ‐0.9676
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 580.5695 31465.7888 4 16.21 None 1835.0062 TVTFGFVDKPLVNLER 1320.4950 1834.9878 21.0178 4644 2 917.9976 ‐8.9773
NP_564010.1 ACT domain containing protein Arabidopsis thaliana 580.5695 31465.7888 4 16.21 None 1817.9796 TVTFGFVDKPLVNLER 499.8896 1817.9731 20.2022 2759 2 909.4902 ‐2.6139
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1143.6004 GGVIDEDALVR 101333.5000 1143.6007 24.0291 46569 2 572.3040 ‐0.6787
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 921.5404 YVGVSLVGK 5280.3180 921.5407 22.5195 10940 2 461.2740 ‐1.0810
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1406.6758 TVEQTTLTEDNR 3342.4310 1406.6778 16.2627 4113 2 703.8426 1.1835
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1868.9964 EAQEGVAIEIAEAVAGALK 2554.7710 1868.9813 43.1599 8080 2 934.9943 ‐7.1944
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1508.8359 IGGVSAIEEFVFLK 446.4583 1508.7908 22.6490 2814 2 754.8990 ‐29.9369
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1005.4596 DRDDLDTR 313.0972 1005.4617 37.3675 1766 1 1005.4617 3.06
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 943.5571 LAVQLASGGK 1136.4090 943.5658 16.5644 1120 2 472.2865 7.36
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1999.0066 AKGLGMTVISHDPYAPADR 277.5114 1999.0065 20.2775 11769 3 667.0070 ‐0.1505
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 Carbamidomethyl+C(7) 1717.7996 MAFSSSCSSVKAVNSR 564.7300 1717.8049 25.9863 8186 2 859.4061 3.73
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2104.8600 66796.2853 10 14.58 None 1611.7584 GMTVISHDPYAPADR 331.5832 1611.7549 21.0887 30707 2 806.3811 ‐1.9676
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 1139.6935 LAVNLIPFPR 2015.0100 1139.6955 19.8375 5838 2 570.3514 0.6319
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 1696.8329 NSSYFVEWIPNNVK 1151.6930 1696.8369 19.3164 5391 2 848.9221 2.84
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 2798.3434 SGPFGQIFRPDNFVFGQSGA2001.4390 2798.3394 20.5604 4553 3 933.4513 0.4155
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 1647.8081 AVLMDLEPGTMDSIR 405.4226 1647.8113 18.4910 1490 2 824.4093 2.48
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 2439.1860 GSQQYISLTVPELTQQMWD969.1210 2439.1822 20.9383 1614 2 1220.0948 1.37
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 Carbamidomethyl+C(4) 3171.5636 SSVCDIPPKGLKMAATFVGN880.9231 3171.5483 18.8088 4271 5 635.1155 ‐4.8292
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 None 607.3814 LAVNLI 212.8629 607.3791 19.2578 3928 1 607.3791 ‐4.1818
NP_564101.1 tubulin beta 5 chain Arabidopsis thaliana 256.9689 50912.9069 8 14.48 Carbamidomethyl+C(4) 2850.3835 SSVCDIPPKGLKMAATFVGN456.6347 2850.3685 19.4520 855 3 950.7944 ‐3.2820
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1523.8580 LGPNYLQLPVNAPK 110370.0000 1523.8573 18.0175 319795 2 762.4323 ‐0.4598
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1632.9108 IWPEDILPLQPVGR 55206.7000 1632.9105 21.2971 118248 2 816.9589 0.1944
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1483.7216 SIWISYWSQADK 1646.5270 1483.7269 19.2720 23319 2 742.3671 3.48
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1493.7933 FPDMVHALKPNPK 4093.4660 1493.7940 15.5298 19004 3 498.6028 ‐0.6382
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 Carbamidomethyl+C(7) 1273.6511 FHWKPTCGIK 4813.0010 1273.6524 13.8429 6628 3 425.2223 ‐0.5154
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 2611.3151 GASAKGFFEVTHDITQLTSA 613.3100 2611.3088 24.6116 1597 3 871.1078 ‐0.9626
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 2438.2827 SIWISYWSQADKSLGQKLAT225.9866 2438.2558 23.9140 776 3 813.4235 ‐9.9614
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 882.4720 LGPNYLQL 329.9644 882.4720 18.9215 31700 1 882.4720 0.8458
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 696.4403 LKPNPK 156.5325 696.4378 17.2750 19131 1 696.4378 ‐3.5427
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1118.5815 FPDMVHALKP 140.2076 1118.5891 14.1849 2860 2 559.7982 5.96
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 867.4611 IWPEDIL 112.3948 867.4602 24.8073 2712 1 867.4602 ‐0.3242
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1393.7474 GPNYLQLPVNAPK 271.9340 1393.7413 16.8988 1485 2 697.3743 ‐4.7125
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 866.5094 QLPVNAPK 139.5845 866.5110 18.0206 1442 1 866.5110 2.04
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 979.5935 LQLPVNAPK 151.2822 979.5946 18.0174 1363 1 979.5946 2.88
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 992.6251 ILPLQPVGR 168.3469 992.6208 20.2704 990 2 496.8140 ‐5.9486
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1256.6997 NYLQLPVNAPK 134.5563 1256.6996 18.0224 814 1 1256.6996 2.74
NP_564121.1 catalase 1 Arabidopsis thaliana 6428.8290 57104.3070 17 19.51 None 1615.8843 IWPEDILPLQPVGR 157.4706 1615.8754 22.5445 5368 2 808.4414 ‐5.1278
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1761.9381 LLEATGISTVPGSGFGQK 62507.3400 1761.9355 17.0639 111794 2 881.4714 ‐0.9086
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 969.5728 LPTGALQAAK 13877.2800 969.5725 19.0352 70584 2 485.2899 ‐1.5747
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1924.9175 DGYPSDPELIFLTDGASK 23001.1400 1924.9179 33.6742 66265 2 962.9626 1.07
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2854.4621 LVLLGDEVYQQNIYQDERPF4141.4200 2854.4638 19.2831 53427 3 952.1594 1.73
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1783.8610 HYLSLTSGGLGAYSDSR 88743.1900 1783.8615 16.2261 51267 3 595.2920 ‐0.1916
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2195.0610 TTILPAEDEMPEIMDSFKK 62601.6300 2195.0609 34.0188 50145 3 732.3585 0.1208
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1394.6798 ALDYDTLNENVK 25652.9100 1394.6808 22.9002 43461 2 697.8440 0.4265
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1373.7423 EVQLVSFHTVSK 4641.2350 1373.7421 23.9088 42974 2 687.3747 ‐0.5601
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 13398.1300 1140.5772 17.9701 38650 2 570.7922 0.2900
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 19293.4900 2132.9872 19.9727 37172 2 1066.9972 0.5473
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 12983.2900 1172.5077 19.5808 36024 2 586.7575 ‐0.6663
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 991.5207 EVAEFIQR 26158.0500 991.5220 20.8238 34589 2 496.2647 0.0462
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1225.5955 VLMEMGSPFSK 10751.9200 1225.5972 17.4512 33757 2 613.3022 0.6165
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2066.9661 TTILPAEDEMPEIMDSFK 17333.1100 2066.9633 36.6020 28322 2 1033.9853 ‐0.0209
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGM2193.2530 3041.5389 23.6692 27548 3 1014.5178 ‐4.9254
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2320.2924 IIFTNVGNPHALGQKPLTFPR4082.5400 2320.2933 17.5402 25719 4 580.8288 ‐0.6080
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANI2392.5460 2255.1172 28.7427 22392 2 1128.0622 ‐2.6178
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2119.8702 FNDEFMTQYDNNFGYSK 3083.7920 2119.8588 30.2128 22364 2 1060.4330 ‐3.9062
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1522.7748 ALDYDTLNENVKK 10281.2400 1522.7775 20.7994 21511 3 508.2640 0.8846
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 879.4822 VVEEIYK 5459.6740 879.4834 17.4262 9324 2 440.2454 ‐0.1777



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2081.0186 RDGYPSDPELIFLTDGASK 2105.9610 2081.0215 30.8388 5061 3 694.3454 1.17
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 759.4108 QSVAQAR 75.2980 759.3921 19.1197 2731 1 759.3921 ‐24.1645
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1353.6905 KVLMEMGSPFSK 11803.3600 1353.6928 16.4017 11896 2 677.3500 1.66
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 680.3978 LLEATGI 190.9712 680.3966 15.9116 5756 1 680.3966 ‐1.6747
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1104.5870 MLFPADAIAR 145.5686 1104.5836 24.7302 5084 2 552.7954 ‐4.1057
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 759.4359 TGALQAAK 814.5993 759.4372 19.0311 4502 1 759.4372 1.94
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 973.5465 LFPADAIAR 177.5669 973.5435 24.7031 3765 1 973.5435 ‐1.8387
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 991.4088 1041.5042 17.9725 2831 1 1041.5042 ‐1.5643
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 856.4887 PTGALQAAK 1921.0580 856.4893 19.0339 2747 1 856.4893 1.40
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 4322.5920 928.3820 19.5785 2567 1 928.3820 0.1218
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 681.3454 EEIYK 1881.9390 681.3440 17.4149 2403 1 681.3440 ‐2.0342
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1145.6313 QLVSFHTVSK 805.0237 1145.6315 23.8922 2234 2 573.3194 ‐0.7939
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 985.5564 LLEATGISTV 359.1010 985.5572 17.5502 1631 2 493.2822 ‐0.5154
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1126.5271 LMEMGSPFSK 723.4099 1126.5223 17.6098 1605 2 563.7648 ‐5.2317
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 2416.1415 GDEVYQQNIYQDERPFISSK 299.1832 2416.1406 19.2848 1218 2 1208.5739 1.70
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1064.5371 STVPGSGFGQK 410.0112 1064.5355 17.0671 1201 1 1064.5355 0.1664
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1223.6266 YDTLNENVKK 195.9765 1223.6216 21.7267 1200 2 612.3144 ‐4.8490
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 Carbamidomethyl+C(8) 1059.4234 MTDGFNSCK 811.5741 1059.4224 19.5788 976 1 1059.4224 0.7022
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 753.3600 MGSPFSK 119.9544 753.3552 16.1116 972 1 753.3552 ‐5.9412
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1879.8816 LPAEDEMPEIMDSFKK 375.9606 1879.8724 32.4404 943 2 940.4398 ‐4.0287
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1128.6048 QLVSFHTVSK 278.6158 1128.6047 22.4568 790 2 564.8060 ‐1.0687
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1906.9069 DGYPSDPELIFLTDGASK 773.4355 1906.9028 34.2673 4840 2 953.9550 ‐1.2306
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 1356.7158 EVQLVSFHTVSK 118.2116 1356.7182 22.5609 3140 2 678.8627 1.08
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 13593.2900 53814.5894 63 60.29 None 974.4942 EVAEFIQR 139.2678 974.4877 22.5559 1641 1 974.4877 ‐5.3238
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 969.5728 LPTGALQAAK 58290.8400 969.5725 19.0352 70584 2 485.2899 ‐1.4037
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 1924.9175 DGYPSDPELIFLTDGASK 23503.0600 1924.9179 33.6742 66265 2 962.9626 1.1225
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 2195.0610 TTILPAEDEMPEIMDSFKK 53864.9400 2195.0609 34.0188 50145 3 732.3585 ‐0.1686
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 1394.6798 ALDYDTLNENVK 15259.5200 1394.6808 22.9002 43461 2 697.8440 0.4777
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 1373.7423 EVQLVSFHTVSK 7404.9460 1373.7421 23.9088 42974 2 687.3747 ‐0.5030
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 7788.8410 1172.5077 19.5808 36024 2 586.7575 ‐0.5525
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 991.5207 EVAEFIQR 24312.7000 991.5220 20.8238 34589 2 496.2647 0.2110
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 2066.9661 TTILPAEDEMPEIMDSFK 19889.9100 2066.9633 36.6020 28322 2 1033.9853 ‐0.1591
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANI2225.8480 2255.1172 28.7427 22392 2 1128.0622 ‐2.8090
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 2119.8702 FNDEFMTQYDNNFGYSK 3806.2250 2119.8588 30.2128 22364 2 1060.4330 ‐4.0594
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 1522.7748 ALDYDTLNENVKK 5314.0860 1522.7775 20.7994 21511 3 508.2640 0.8879
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 879.4822 VVEEIYK 3717.1450 879.4834 17.4262 9324 2 440.2454 0.0187
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 1147.6218 EVAEFIQRR 391.8135 1147.6001 30.4833 2075 2 574.3037 ‐19.7359
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 856.4887 PTGALQAAK 18278.6300 856.4893 19.0339 2747 1 856.4893 1.60
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 1895.9100 928.3820 19.5785 2567 1 928.3820 0.2944
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 805.4567 LPTGALQAA 661.9659 805.4583 19.0457 2472 1 805.4583 2.77
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 681.3454 EEIYK 1096.8640 681.3440 17.4149 2403 1 681.3440 ‐1.8639
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 None 932.4684 DTLNENVK 72.6405 932.4709 20.9582 1898 1 932.4709 4.0401
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6531.9280 53814.5894 63 60.29 Carbamidomethyl+C(8) 1059.4234 MTDGFNSCK 606.3959 1059.4224 19.5788 976 1 1059.4224 0.8761
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 983.4985 FGEAVWFK 68313.9000 983.4996 18.0010 131756 2 492.2535 ‐0.4769
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 130514.5000 1903.9887 24.7175 98584 2 952.4980 ‐0.5839
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 3957.7766 YLGPFSGESPSYLTGEFPGDY12587.2900 3957.7649 22.2022 71237 3 1319.9265 1.30
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 3630.7850 VAGNGPLGEAEDLLYPGGSF11960.6800 3630.7718 24.6869 45412 3 1210.9288 0.0698
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 3092.5225 GPIENLADHLADPVNNNAW3128.1940 3092.5102 22.5371 23576 3 1031.5082 ‐1.4768
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 836.4301 GEAVWFK 19821.4900 836.4301 18.0041 12203 1 836.4301 0.6417
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 Carbamidomethyl+C(8) 1717.9128 AMLGALGCVFPELLAR 12576.6000 1717.9123 24.6707 5383 2 859.4598 0.3218
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 779.4087 EAVWFK 175.3520 779.4088 17.9964 3557 1 779.4088 0.5983
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 690.3246 FGEAVW 85.3318 690.3207 18.6204 2006 1 690.3207 ‐5.6195
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 904.4775 PEAFAELK 175.6989 904.4749 24.5743 1565 1 904.4749 ‐1.8853
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 1499.7377 VAGNGPLGEAEDLLY 309.6903 1499.7281 25.5002 1177 1 1499.7281 ‐2.9017
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 15128.3200 28284.1671 12 47.57 None 965.4880 FGEAVWFK 248.1664 965.4885 17.5067 1317 1 965.4885 1.59
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1265.5545 GPSGSPWYGSDR 49647.0500 1265.5543 19.3925 227067 2 633.2808 ‐0.8201
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 983.4985 FGEAVWFK 51980.2900 983.4996 18.0010 131756 2 492.2535 ‐0.1699
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 103437.8000 1903.9887 24.7175 98584 2 952.4980 ‐0.8651
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 3957.7766 YLGPFSGESPSYLTGEFPGDY14008.1600 3957.7649 22.2022 71237 3 1319.9265 0.1322
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 3092.5225 GPIENLADHLADPVNNNAW9048.4150 3092.5102 22.5371 23576 3 1031.5082 ‐2.3091
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 982.5316 ELEVIHSR 43513.0600 982.5313 16.6793 15017 2 491.7693 ‐1.6313
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1252.6757 NRELEVIHSR 19332.2000 1252.6751 16.1163 11605 3 418.2299 ‐1.7608
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 880.3948 PWYGSDR 8253.3460 880.3983 19.3989 8899 1 880.3983 4.07
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1404.7059 NAWAFATNFVPGK 327.8234 1404.6999 23.8338 4729 2 702.8536 ‐4.5172
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1450.6809 DTAGLSADPETFAR 349.2313 1450.6832 23.6167 4157 2 725.8452 1.45
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 779.4087 EAVWFK 285.2699 779.4088 17.9964 3557 1 779.4088 0.7033
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 906.4316 ADPETFAR 107.9029 906.4341 21.3425 3265 1 906.4341 3.42
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 832.3624 GPSGSPWY 133.8676 832.3578 17.9118 2320 1 832.3578 ‐4.9241
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 512.2940 IHSR 107.3470 512.2932 16.6684 2289 1 512.2932 ‐2.1450
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1024.4483 GSPWYGSDR 202.9945 1024.4474 19.3983 2280 1 1024.4474 0.6521
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 690.3246 FGEAVW 99.1884 690.3207 18.6204 2006 1 690.3207 ‐5.5043
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 783.3420 WYGSDR 81.8601 783.3455 19.3954 1810 1 783.3455 4.05
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 740.4050 EVIHSR 100.8852 740.4069 16.6767 1537 1 740.4069 2.51
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 967.4268 SPWYGSDR 318.4198 967.4259 19.3841 1518 1 967.4259 0.2668



NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 611.3624 VIHSR 122.4415 611.3635 16.6807 1092 1 611.3635 1.23
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1481.6947 YLGPFSGESPSYLT 135.9281 1481.6889 21.9047 897 2 741.3481 ‐4.0167
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1234.6651 NRELEVIHSR 159.4046 1234.6596 15.7492 3091 3 412.2247 ‐5.8555
NP_564340.1 chlorophyll A B binding protein 2 Arabidopsis thaliana 16440.2200 28284.1671 23 42.32 None 1247.5440 GPSGSPWYGSDR 149.1804 1247.5506 19.3948 1244 2 624.2790 4.76
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 1849.9463 TILSSETMDIPDSVTIK 6613.5590 1849.9468 30.9754 51732 2 925.4770 1.0435
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 1582.8547 TALSHVDNLISGVTR 9550.7440 1582.8454 17.2019 38815 2 791.9263 ‐5.7647
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 1792.9017 FVYAHFPINASIGGDGK 2195.1400 1792.9060 17.5763 31285 3 598.3068 1.56
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 1231.6715 VEMLDGVTIVR 1766.0080 1231.6659 28.3547 5583 2 616.3366 ‐5.2330
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 1359.7664 KVEMLDGVTIVR 343.6425 1359.7792 26.2247 8411 3 453.9312 8.00
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1610.4900 22131.7358 9 31.96 None 2109.0818 MKTILSSETMDIPDSVTIK 647.6248 2109.0715 20.9811 2182 2 1055.0394 ‐3.4494
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1015.4310 22131.7358 9 31.96 None 1582.8547 TALSHVDNLISGVTR 7796.9050 1582.8454 17.2019 38815 2 791.9263 ‐5.6887
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1015.4310 22131.7358 9 31.96 None 1792.9017 FVYAHFPINASIGGDGK 4125.8200 1792.9060 17.5763 31285 3 598.3068 1.42
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1015.4310 22131.7358 9 31.96 None 1170.6041 FLDGIYVSEK 990.1158 1170.6118 16.9289 12291 2 585.8095 5.38
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1849.9463 TILSSETMDIPDSVTIK 5379.7010 1849.9468 30.9754 51732 2 925.4770 0.9664
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1914.0178 VKDEIVLDGNDIELVSR 1045.3970 1914.0147 29.0636 15039 3 638.6764 ‐2.0754
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1231.6715 VEMLDGVTIVR 1577.8490 1231.6659 28.3547 5583 2 616.3366 ‐5.1359
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1170.6041 FLDGIYVSEK 206.3236 1170.6367 24.6392 8023 2 585.8220 27.1273
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1359.7664 KVEMLDGVTIVR 553.6364 1359.7792 26.2247 8411 3 453.9312 8.43
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1330.6559 ETMDIPDSVTIK 143.2298 1330.6620 30.3605 2594 2 665.8346 4.1890
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 663.1251 22131.7358 7 23.71 None 1219.6239 TMDIPDSVTIK 180.4367 1219.6283 29.9214 960 2 610.3178 3.0365
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 1237.6358 LMSYLNLGGNR 5778.5750 1237.6355 17.0758 13647 2 619.3214 ‐0.8626
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 1437.7736 LSGTIPNFLSNFK 7004.8830 1437.7723 20.4798 8978 2 719.3898 ‐1.1277
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 1104.6299 LTGTIPDIFK 4825.2800 1104.6315 18.7033 6153 2 552.8194 0.4334
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 2533.3508 VSALSVAGQADVAGSFLSGT760.1113 2533.3489 21.0065 3277 3 845.1212 0.0107
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 1964.0640 NITGSFPQFLFQLPNLK 354.2698 1964.0062 20.6147 7813 3 655.3403 ‐29.5878
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 488.3024 52312.3198 20 26.21 None 1217.6525 DPSGILSSWKK 317.6400 1217.6865 18.6553 4177 2 609.3469 27.2190
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1237.6358 LMSYLNLGGNR 4562.4310 1237.6355 17.0758 13647 2 619.3214 ‐1.0072
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1437.7736 LSGTIPNFLSNFK 7592.1820 1437.7723 20.4798 8978 2 719.3898 ‐1.1445
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1104.6299 LTGTIPDIFK 3477.3360 1104.6315 18.7033 6153 2 552.8194 0.2038
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1377.7777 WVTSSPIIFSLK 711.9577 1377.7744 20.2794 5217 2 689.3908 ‐2.7730
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 3509.6206 MSLDDWKPAQTFYYDFIDLS2829.5770 3509.6061 24.1143 4147 3 1170.5402 ‐0.6929
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 2533.3508 VSALSVAGQADVAGSFLSGT389.8902 2533.3489 21.0065 3277 3 845.1212 0.5144
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1217.6525 DPSGILSSWKK 144.6450 1217.6865 18.6553 4177 2 609.3469 27.0617
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 Carbamidomethyl+C(11)
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1579.9054 LTFAKTLTTLDISR 242.2667 1579.8957 21.7932 1906 2 790.4515 ‐5.8937
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 Oxidation+M(12) 1833.9779 LTGTIPDIFKSMPELR 446.1107 1833.9722 20.1079 3313 3 611.9956 ‐3.3767
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1213.6616 WVTSSPIIFSL 209.8189 1213.6576 20.4313 2484 2 607.3324 ‐4.1959
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 830.4367 EITGSPAR 138.0965 830.4401 23.3768 1719 1 830.4401 4.73
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1420.6566 MSLDDWKPAQTF 202.6766 1420.6561 22.8008 1599 1 1420.6561 2.59
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 606.3049 52312.3198 20 26.21 None 1199.6419 DPSGILSSWKK 112.4456 1199.6408 19.1621 3454 1 1199.6408 1.76
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 2302.1337 VVTIDSYEDVPTYSEESLKK 52721.4800 2302.1333 26.4873 90568 3 768.0493 0.1979
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1589.8758 AVAHQPISIAIEAGGR 9702.1150 1589.8742 23.6032 44095 3 530.6296 ‐1.8074
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1485.6856 NGGIDTDKDYPYK 2226.6860 1485.6886 17.3842 10299 3 495.9010 1.0391
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 2174.0387 VVTIDSYEDVPTYSEESLK 5578.3810 2174.0297 28.4135 7465 2 1087.5185 ‐2.5396
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1374.6972 AQSQNSLVEKDR 571.8818 1374.6987 20.4275 7011 2 687.8530 0.7653
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1103.5691 AQSQNSLVEK 686.1227 1103.5426 15.6398 3705 2 552.2749 ‐25.0468
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1017.4636 FVDEHNEK 195.3222 1017.4727 16.5514 3565 1 1017.4727 10.85
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1274.6640 KPATPFWSQGR 353.3503 1274.6501 15.1059 2376 2 637.8287 ‐11.4994
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1415.6801 VGDELPESIDWR 308.8030 1415.7125 34.8937 1011 2 708.3599 22.5904
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1687.8061 YEDVPTYSEESLKK 619.4406 1687.8054 26.6962 6928 2 844.4064 0.0108
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 813.4141 KDYPYK 862.5220 813.4116 17.8549 4818 1 813.4116 ‐2.4957
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1175.6015 SQNSLVEKDR 189.6218 1175.6093 17.8370 4642 2 588.3083 5.32
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1083.6157 PISIAIEAGGR 372.6172 1083.6149 22.2349 2126 2 542.3111 ‐1.7948
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1022.4677 VVTIDSYED 163.9357 1022.4609 25.7777 1413 1 1022.4609 ‐5.2008
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1371.6427 GGIDTDKDYPYK 1597.8590 1371.6470 17.3818 981 2 686.3271 2.70
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1066.5415 TYSEESLKK 224.2360 1066.5382 27.1711 788 2 533.7727 ‐4.1908
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2959.9100 52163.9808 26 18.18 None 1357.6706 AQSQNSLVEKDR 131.5460 1357.6592 22.1890 942 1 1357.6592 ‐5.5564
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 2302.1337 VVTIDSYEDVPTYSEESLKK 37839.4500 2302.1333 26.4873 90568 3 768.0493 ‐0.1381
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1589.8758 AVAHQPISIAIEAGGR 11306.9300 1589.8742 23.6032 44095 3 530.6296 ‐1.8333
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1626.7659 NSWGKSWGESGYLR 1147.9660 1626.7765 27.5482 5557 2 813.8919 6.82
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 965.4938 YSEESLKK 128.1863 965.4966 24.8244 2555 2 483.2519 1.34
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1083.6157 PISIAIEAGGR 405.6435 1083.6149 22.2349 2126 2 542.3111 ‐1.6559
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1239.6117 GKSWGESGYLR 113.3680 1239.6095 29.2215 1675 2 620.3084 ‐2.3640
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1022.4677 VVTIDSYED 99.1861 1022.4609 25.7777 1413 1 1022.4609 ‐5.0272
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1608.7554 NSWGKSWGESGYLR 200.7107 1608.7566 29.2778 3632 2 804.8819 0.9753
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2029.6540 52163.9808 26 18.18 None 1571.8653 AVAHQPISIAIEAGGR 379.2468 1571.8595 23.6364 1375 2 786.4334 ‐3.5207
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 1634.8636 AAEAVEEFGGILTSIK 2577.7900 1634.8569 35.1770 15303 2 817.9321 ‐3.7978
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 1715.8673 DLMAADWAELPSAVVK 6954.2680 1715.8695 35.7767 11233 2 858.4384 1.31
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 1994.9270 YAEYLDSFEPEEVYLK 1567.7150 1994.9221 33.2783 8140 2 997.9647 ‐1.2617
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 1752.9127 VTVLGTSGLSGSYVEQR 3073.1170 1752.9102 16.5036 2022 2 876.9588 ‐0.8148
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 2030.0263 DLMAADWAELPSAVVKDA 741.5300 2030.0426 34.3818 4389 2 1015.5249 9.04
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 949.1378 28163.0352 14 26.46 None 1034.5551 KVEMELGTK 135.6326 1034.5659 18.0298 6304 2 517.7866 9.94
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1634.8636 AAEAVEEFGGILTSIK 3414.8900 1634.8569 35.1770 15303 2 817.9321 ‐3.8142
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1715.8673 DLMAADWAELPSAVVK 10932.4800 1715.8695 35.7767 11233 2 858.4384 1.38



NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1994.9270 YAEYLDSFEPEEVYLK 1130.4560 1994.9221 33.2783 8140 2 997.9647 ‐1.3796
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1752.9127 VTVLGTSGLSGSYVEQR 1134.2020 1752.9097 26.4576 2581 2 876.9585 ‐1.1915
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1404.7594 VGSLLQGSHHIEK 243.2839 1404.7216 27.9231 7984 2 702.8645 ‐27.0995
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 2030.0263 DLMAADWAELPSAVVKDA 961.9824 2030.0426 34.3818 4389 2 1015.5249 9.1425
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 694.3519 YVEQR 413.3053 694.3525 25.3821 17239 1 694.3525 1.90
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 1122.0510 28163.0352 14 26.46 None 1231.6430 SLLQGSHHIEK 149.2864 1231.6446 26.3632 2484 2 616.3259 0.7287
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1566.7547 GQAGGLTFFAPSEER 4717.2370 1566.7553 28.4684 16618 2 783.8813 0.5197
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1504.7489 EISKDEISDALER 5664.3710 1504.7464 23.2920 14103 3 502.2537 ‐2.6172
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1508.7526 SYLENQMAVALGGR 4560.3940 1508.7532 17.9568 10451 2 754.8802 0.3654
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1529.8030 DGSVVQLTAVDNRR 798.7153 1529.8021 17.3520 7377 2 765.4047 ‐0.5737
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1312.6968 QVTVDRPDVAGR 4922.7090 1312.6993 16.9776 3928 3 438.2379 0.6379
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 Carbamidomethyl+C(2) 1155.6191 GCLLVGPPGTGK 338.0441 1155.5860 16.8281 5674 2 578.2967 ‐29.4847
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1741.8504 APSPKSSDLPEGSQWR 1401.3120 1741.8564 18.5723 2224 2 871.4319 4.0111
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 3041.4633 VAEEVIFGDENVTTGASNDF676.3165 3041.4693 23.4721 2156 4 761.1228 2.28
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 Oxidation+M(17) 1913.9035 RAQGGPGGGPGGLGGPMD1106.4560 1913.8978 28.0470 2480 2 957.4526 ‐1.9967
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1363.6641 AGGLTFFAPSEER 516.6334 1363.6619 28.8987 2951 2 682.3346 ‐1.9868
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1262.6223 SKDEISDALER 182.6750 1262.6140 22.2645 2595 1 1262.6140 ‐4.1119
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1381.6747 AGGLTFFAPSEER 256.7877 1381.6834 30.2560 2521 2 691.3453 5.35
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 865.4414 APSPKSSDL 190.6094 865.4435 17.1026 1219 1 865.4435 3.42
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 655.3410 APSPKSS 199.7210 655.3397 19.3665 1160 1 655.3397 ‐2.0129
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 None 1085.5698 TVDRPDVAGR 1561.4540 1085.5709 16.9519 1127 2 543.2891 ‐0.0200
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 402.7357 76930.5472 16 9.50 Oxidation+M(17) 1895.8929 RAQGGPGGGPGGLGGPMD223.0252 1895.8946 26.3594 1621 2 948.4509 1.44
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1500.7792 TSPEELTPEEIKK 36557.5600 1500.7804 19.9771 32311 3 500.9317 ‐0.1227
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1674.8486 DLNINPLHYDLYGK 3222.2680 1674.8544 30.7913 27782 3 558.9563 2.43
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 57420.5900 1200.6163 18.1527 25109 2 600.8118 ‐0.0569
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 5982.5080 1734.9162 17.9204 21572 2 867.9617 ‐2.1087
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1113.6415 GAPSGFVLPIR 1077.0650 1113.6490 18.1941 21543 2 557.3282 5.45
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1590.6918 SYGASGVEYSDQAEK 20152.5700 1590.6955 17.5452 20548 2 795.8514 2.69
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1633.8227 MHGGGPDVVAGRPLDR 5035.9240 1633.8244 18.2564 20318 3 545.2796 0.2831
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1178.6820 FLYPLDIGIK 3993.8370 1178.6855 20.2065 18856 2 589.8464 2.1717
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1286.6739 LDIDPASITWR 1098.0590 1286.6734 31.0878 15080 2 643.8403 ‐0.9754
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 Carbamidomethyl+C(16) 2275.0556 QIEMYTQQGFSNLPICMSK 894.6148 2275.0476 18.9215 6174 2 1138.0274 ‐1.6987
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 3351.6995 VLLSAFDELQGQEDGYYVVV1913.1740 3351.6879 21.9145 5233 3 1117.9008 ‐1.3580
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 Carbamidomethyl+C(14) 2023.0165 AYVSENVSLVEAGCVNLAK 716.3129 2023.0218 29.0656 2412 2 1012.0145 3.62
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 Carbamidomethyl+C(8) 1926.0001 STTTVGLCQALGAYLDKK 3471.2360 1925.9982 18.6772 15459 3 642.6709 ‐1.2353
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 2983.6350 KLEVVSPVPADIDIANSVEPL11075.0900 2983.6374 34.5548 32970 4 746.6648 1.0683
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1199.6630 KITIGQGPEEK 3870.4140 1199.6634 16.0027 2095 2 600.3353 ‐0.5042
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 500.2827 PLDR 1797.8520 500.2833 17.8690 2964 1 500.2833 0.4063
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 1528.7166 VLLSAFDELQGQED 139.2240 1528.7233 21.8906 2261 2 764.8653 4.61
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2825.4350 68372.1731 42 38.33 None 888.5302 SGFVLPIR 666.6008 888.5296 18.2376 1121 1 888.5296 0.2515
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1674.8486 DLNINPLHYDLYGK 3106.5880 1674.8544 30.7913 27782 3 558.9563 2.14
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 110991.9000 1200.6161 18.1452 24220 2 600.8117 ‐0.0960
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1633.8227 MHGGGPDVVAGRPLDR 10666.7800 1633.8244 18.2564 20318 3 545.2796 0.2381
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1286.6739 LDIDPASITWR 2078.9790 1286.6734 31.0878 15080 2 643.8403 ‐0.8938
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 Carbamidomethyl+C(14) 2023.0165 AYVSENVSLVEAGCVNLAK 1070.0500 2023.0218 29.0656 2412 2 1012.0145 3.04
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1071.5681 ITIGQGPEEK 97.8378 1071.5988 24.3332 47850 2 536.3031 27.7701
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 2137.0812 LVGPGGFVVTEAGFGSDIGT534.2057 2137.1445 29.9107 2672 3 713.0530 29.4496
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1500.7792 TSPEELTPEEIKK 165.0423 1500.7685 36.0217 2050 2 750.8879 ‐7.1555
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 2983.6350 KLEVVSPVPADIDIANSVEPL11892.0600 2983.6374 34.5548 32970 4 746.6648 0.3123
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 Carbamidomethyl+C(2) 816.3669 ACQNITQ 112.9112 816.3630 20.2556 945 1 816.3630 ‐3.9990
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2180.0560 68372.1731 42 38.33 None 1615.8122 MHGGGPDVVAGRPLDR 714.4326 1615.8115 17.9667 1183 3 539.2754 ‐1.1805
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 2137.0812 LVGPGGFVVTEAGFGSDIGT2281.1960 2137.0799 19.3905 22872 2 1069.0436 1.67
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 5623.0700 1734.9162 17.9204 21572 2 867.9617 ‐1.9355
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1113.6415 GAPSGFVLPIR 781.4975 1113.6490 18.1941 21543 2 557.3282 5.07
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1178.6820 FLYPLDIGIK 2789.6610 1178.6855 20.2065 18856 2 589.8464 1.94
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 3798.9483 DAINPTLMQTLEGTPVLVHA1521.9970 3798.9437 21.1801 13145 4 950.4914 1.39
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 3351.6995 VLLSAFDELQGQEDGYYVVV2394.8670 3351.6879 21.9145 5233 3 1117.9008 ‐0.3734
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 2014.0525 AGDPITADDLGVGGALTVLM1058.2530 2014.0566 21.7420 19252 2 1007.5319 3.55
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1483.8380 GAPSGFVLPIRDVR 302.1018 1483.8179 16.3941 2745 2 742.4126 ‐13.6224
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1372.6842 TSPEELTPEEIK 225.5168 1372.6844 20.7659 1731 1 1372.6844 3.0520
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1241.7365 KGAPSGFVLPIR 610.0541 1241.7353 17.0257 4059 2 621.3713 ‐1.7921
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1408.8059 APSGFVLPIRDVR 443.9258 1408.8048 16.3710 7848 3 470.2731 ‐2.0392
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1528.7166 VLLSAFDELQGQED 120.6843 1528.7233 21.8906 2261 2 764.8653 4.75
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 534.3171 68372.1731 42 38.33 None 1160.6714 FLYPLDIGIK 195.1448 1160.6787 19.8633 2304 2 580.8430 5.1852
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1497.6890 SEVVGYMGDDNLAK 130370.9000 1497.6872 23.3672 72428 2 749.3472 ‐1.2605
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 3007.5847 LNPLVSSLSLYDIANTPGVAA26727.4800 3007.5790 21.1761 62740 3 1003.1979 ‐0.3621
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1590.9214 ALEGADLVIIPAGVPR 45091.3300 1590.9232 19.3429 55840 2 795.9652 1.09
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1793.0717 VAILGAAGGIGQPLALLMK 86222.5400 1793.0691 22.4440 52894 2 897.0382 ‐0.8206
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1318.7001 DDLFNINAGIVK 19566.4300 1318.6997 31.3414 39948 2 659.8535 ‐0.8008
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1219.7045 LFGVTTLDVVR 17859.8200 1219.7054 19.1472 23637 2 610.3563 ‐0.0101
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 4423.4235 ANVPVAEVNVPVIGGHAGV9166.6740 4423.4044 24.5259 20266 4 1106.6066 ‐1.3040
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1860.9226 NGVEEVLDLGPLSDFEK 17678.6700 1860.9217 37.3968 17486 2 930.9645 0.3676
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1226.6991 EGLEALKPELK 11325.1800 1226.6996 23.4801 15771 2 613.8534 ‐0.3211
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 3068.6038 NGVEEVLDLGPLSDFEKEGL 5490.0610 3068.6137 41.2958 13791 4 767.9089 3.82



NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 Carbamidomethyl+C(2) 3027.5795 YCPHALINMISNPVNSTVPIA2590.6780 3027.5804 21.6882 13324 4 757.6506 0.6803
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 Carbamidomethyl+C(18) 2017.9722 GSATLSMAYAGALFADACLK750.3785 2017.9904 18.4231 9748 3 673.3350 8.97
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 2601.3294 NGVEEVLDLGPLSDFEKEGL 184.7984 2601.2874 17.0286 755 3 867.7673 ‐15.2860
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1347.7995 KLFGVTTLDVVR 1243.8700 1347.7996 17.6390 8981 2 674.4034 ‐0.3385
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 732.3523 GDDNLAK 270.0389 732.3513 23.6672 5164 1 732.3513 ‐1.0428
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 959.5520 GVTTLDVVR 309.1627 959.5516 18.6640 1463 2 480.2794 ‐1.7949
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 Carbamidomethyl+C(7) 1008.5183 ALFADACLK 248.8387 1008.5196 17.9702 1097 2 504.7635 0.0655
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 18952.4800 36032.6349 33 64.81 None 1208.6885 EGLEALKPELK 334.5265 1208.6917 23.4934 1012 3 403.5687 1.38
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1318.7001 DDLFNINAGIVK 38075.1700 1318.6997 31.3414 39948 2 659.8535 ‐0.7282
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1860.9226 NGVEEVLDLGPLSDFEK 17235.5100 1860.9217 37.3968 17486 2 930.9645 0.2874
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1226.6991 EGLEALKPELK 15455.0600 1226.6996 23.4801 15771 2 613.8534 ‐0.2226
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 3068.6038 NGVEEVLDLGPLSDFEKEGL 8909.5800 3068.6137 41.2958 13791 4 767.9089 2.27
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1233.5957 TQDGGTEVVEAK 111.9318 1233.6297 24.8572 2319 2 617.3185 26.9430
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1208.6885 EGLEALKPELK 397.5156 1208.6917 23.4934 1012 3 403.5687 1.39
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 3433.2050 36032.6349 33 64.81 None 1843.8960 NGVEEVLDLGPLSDFEK 171.4497 1843.9050 38.2122 4231 2 922.4561 5.41
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 None 3007.5847 LNPLVSSLSLYDIANTPGVAA23264.5300 3007.5790 21.1761 62740 3 1003.1979 0.4203
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 None 1590.9214 ALEGADLVIIPAGVPR 61239.5700 1590.9232 19.3429 55840 2 795.9652 1.21
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 None 1793.0717 VAILGAAGGIGQPLALLMK 78341.7300 1793.0691 22.4440 52894 2 897.0382 ‐0.6103
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 None 1219.7045 LFGVTTLDVVR 18850.2900 1219.7054 19.1472 23637 2 610.3563 ‐0.1662
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 None 4423.4235 ANVPVAEVNVPVIGGHAGV4397.1910 4423.4044 24.5259 20266 4 1106.6066 ‐0.4092
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 Carbamidomethyl+C(2) 3027.5795 YCPHALINMISNPVNSTVPIA1771.6110 3027.5804 21.6882 13324 4 757.6506 1.74
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 Carbamidomethyl+C(2) 2899.4845 YCPHALINMISNPVNSTVPIA2802.0450 2899.4760 22.6998 10695 3 967.1635 ‐0.8521
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 10746.3800 36032.6349 33 64.81 Carbamidomethyl+C(2) 2588.3000 YCPHALINMISNPVNSTVPIA450.6929 2588.2953 22.7120 5366 2 1294.6513 1.56
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1113.6085 IGPMLNELAR 24308.5800 1113.6086 16.7990 35106 2 557.3079 ‐0.8690
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1393.7362 FSDGLIAPDFLAK 7642.4130 1393.7396 19.6584 33765 2 697.3734 2.1277
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 23564.8500 1797.0433 22.0724 32266 2 899.0253 ‐0.5563
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1418.6984 ELVVYPADEPMR 15672.9600 1418.6984 25.2042 22659 2 709.8528 ‐0.2986
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 2477.2500 TAPASAPFQFTVFDFYNAILT2979.8950 2477.2395 25.0037 13969 2 1239.1234 ‐1.8753
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 2602.2905 AQEMFGHLLFGADTNVIQP4758.6640 2602.2832 20.7971 11129 3 868.0992 ‐1.9354
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1307.6379 AANWNDDFVKK 200.4364 1307.6076 30.2951 1018 1 1307.6076 ‐20.4825
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1595.8639 LKNDISLLYSSGASK 26051.1800 1595.8663 15.8854 17620 3 532.6270 0.7347
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 897.5404 LKNDISLL 194.2816 897.5427 15.9274 1839 1 897.5427 3.50
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 874.5033 IAPDFLAK 193.7161 874.5022 19.8764 1478 2 437.7548 ‐2.7516
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1365.6838 TAPASAPFQFTVF 255.4317 1365.6729 25.5230 1288 1 1365.6729 ‐5.0078
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1289.6273 AANWNDDFVKK 116.3559 1289.6225 28.1074 1934 2 645.3149 ‐4.2979
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1096.5819 IGPMLNELAR 379.3703 1096.5818 17.7837 1794 2 548.7946 ‐1.1233
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2810.2640 43599.5392 28 30.57 None 1290.6113 AANWNDDFVKK 115.8745 1290.6036 30.9234 908 1 1290.6036 ‐3.3755
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1113.6085 IGPMLNELAR 25379.8000 1113.6086 16.7990 35106 2 557.3079 ‐1.0928
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 18031.5500 1797.0433 22.0724 32266 2 899.0253 ‐0.3434
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1393.7362 FSDGLIAPDFLAK 5607.2640 1393.7411 19.6489 28349 2 697.3742 3.1705
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 2477.2500 TAPASAPFQFTVFDFYNAILT3439.6460 2477.2395 25.0037 13969 2 1239.1234 ‐1.2277
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 2602.2905 AQEMFGHLLFGADTNVIQP3689.6650 2602.2832 20.7971 11129 3 868.0992 ‐1.3911
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1595.8639 LKNDISLLYSSGASK 23931.5000 1595.8663 15.8854 17620 3 532.6270 0.6875
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1955.9432 KFNQMKAANWNDDFVK 1045.5560 1955.9219 16.5844 2548 2 978.4646 ‐9.5345
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 3957.0480 IGPMLNELARTAPASAPFQF1232.8430 3957.0277 25.5781 1433 3 1319.6808 ‐0.6997
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1000.5244 GPMLNELAR 97.0055 1000.5278 18.3026 3788 1 1000.5278 4.03
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 897.5404 LKNDISLL 147.4887 897.5427 15.9274 1839 1 897.5427 3.36
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1365.6838 TAPASAPFQFTVF 242.8721 1365.6729 25.5230 1288 1 1365.6729 ‐5.0452
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 128.7758 1309.7574 21.0006 1016 1 1309.7574 ‐3.9855
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 1096.5819 IGPMLNELAR 198.3050 1096.5818 17.7837 1794 2 548.7946 ‐1.3581
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2009.6680 43599.5392 28 30.57 None 2460.2234 TAPASAPFQFTVFDFYNAILT261.9817 2460.2089 24.2604 1246 2 1230.6081 ‐2.9634
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1153.4210 31138.6414 11 14.4 None 1634.8748 LVAAIDGQPDPGGPTVK 5171.8150 1634.8779 22.5790 22365 2 817.9426 2.1697
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1153.4210 31138.6414 11 14.4 None 1057.6616 GIVVLITSQK 21020.3600 1057.6630 16.6958 15877 2 529.3351 0.1813
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1153.4210 31138.6414 11 14.4 None 1498.7060 ADAFEYADQVLEK 1271.8910 1498.6655 25.6246 8068 2 749.8364 ‐27.1032
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1153.4210 31138.6414 11 14.4 None 3031.6478 GQFSLVVGGLLVIAFVVPMA502.3600 3031.5700 25.5318 6211 3 1011.1948 ‐24.0921
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 1153.4210 31138.6414 11 14.4 None 768.4250 LVAAIDGQ 423.5439 768.4203 22.8053 4977 1 768.4203 ‐5.7783
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 233.3081 31138.6414 11 14.4 None 1634.8748 LVAAIDGQPDPGGPTVK 3448.9470 1634.8779 22.5790 22365 2 817.9426 2.1532
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 233.3081 31138.6414 11 14.4 None 1336.6168 WYPSIEEGNNK 714.6113 1336.6284 18.7639 13895 2 668.8178 8.27
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 233.3081 31138.6414 11 14.4 None 2056.0597 KLTSKADAFEYADQVLEK 1692.8240 2056.0607 26.1426 3893 3 686.0251 0.2337
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 233.3081 31138.6414 11 14.4 None 2816.3050 ADAFEYADQVLEKWYPSIEE790.7074 2816.2976 38.3228 1618 3 939.4374 ‐1.9756
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 784.7654 31138.6414 11 14.4 None 1057.6616 GIVVLITSQK 22295.3500 1057.6630 16.6958 15877 2 529.3351 ‐0.0783
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 784.7654 31138.6414 11 14.4 None 1131.5317 YNEAVYSSAK 70.4608 1131.5605 16.2852 3632 2 566.2839 24.3027
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1683.9276 LNQVQAGLSALEEALK 5222.2380 1683.9277 21.7796 13482 2 842.4675 0.4861
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 Carbamidomethyl+C(23)
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1649.8017 DGGTYIDAILPGGSADK 985.2464 1649.8020 34.7806 5040 2 825.4047 0.5214
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1603.8174 AEDTGELTEKEIIR 903.2664 1603.8384 20.5332 14895 3 535.2843 12.53
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 3062.3637 AEAGGDGEEEEKYETYEIEVE13007.3200 3062.3593 28.1690 14013 3 1021.4580 0.2009
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 2149.0884 GRDGGTYIDAILPGGSADKT5680.4420 2149.0832 22.8825 3009 2 1075.0453 ‐0.8630
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 Oxidation+M(8) 1331.7174 IGPLLMQMEKR 493.5600 1331.7197 28.9796 5475 2 666.3635 1.35
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1062.5466 EVEQPYGLK 98.2075 1062.5512 27.2141 8567 2 531.7792 3.83
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1532.7802 EDTGELTEKEIIR 177.4186 1532.7725 21.9361 1042 2 766.8899 ‐4.9845
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 1319.6842 YIDAILPGGSADK 226.2456 1319.6816 36.0192 955 2 660.3444 ‐2.4162
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 None 888.5149 TEKEIIR 70.2094 888.5209 17.9487 848 2 444.7641 5.54
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 617.5443 37581.1583 15 27.46 Oxidation+M(8) 1313.7068 IGPLLMQMEKR 196.0985 1313.7091 29.5959 2436 2 657.3582 1.27



NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 300.6618 37581.1583 15 27.46 None 1159.6214 IGPLLMQMEK 1560.1190 1159.6233 17.8103 18508 2 580.3153 0.5782
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 300.6618 37581.1583 15 27.46 None 1683.9276 LNQVQAGLSALEEALK 5320.0330 1683.9277 21.7796 13482 2 842.4675 0.6266
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 300.6618 37581.1583 15 27.46 None 1666.9010 LNQVQAGLSALEEALK 584.9869 1666.9003 20.3203 2307 2 833.9538 0.0489
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 2178.1037 VEVVTPEEHLGDVIGDLNSR2836.8980 2178.1015 30.8085 10938 3 726.7053 ‐0.8576
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 2231.9979 FSYEDIPEDLEDLAQEYR 11868.1900 2231.9961 40.5041 10670 2 1116.5017 0.9439
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 1739.9075 FDVVPQHIQNQLSSK 2937.6710 1739.9068 15.9926 8645 3 580.6405 ‐0.9431
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 2085.0346 DTITGETLSDPENPVVLER 7463.7320 2085.0310 28.2496 7347 2 1043.0191 ‐0.3807
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 1568.8141 IMSDPFVGSLTFVR 967.7455 1568.8240 19.5804 8029 2 784.9156 6.80
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 1012.5132 ASYTMQLAK 170.6575 1012.4901 20.2793 3444 2 506.7487 ‐24.0298
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 4084.9379 LAQEDPSFHFSRDEEMNQT524.4493 4084.9381 22.8967 831 6 681.6624 0.0465
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 625.3915 86399.8533 8 9.20 None 994.5026 ASYTMQLAK 233.7342 994.5008 18.7629 959 2 497.7540 ‐3.0963
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 2338.0789 VMAMESEADALTQIGTDEL 2877.2180 2338.0783 35.5162 16081 2 1169.5428 1.06
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1670.7908 SYANALISSFEDPEK 1123.7140 1670.7945 32.2452 7444 2 835.9009 2.85
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1460.6863 DSEIENELNELR 7302.5960 1460.6863 29.5989 4550 2 730.8468 ‐0.1371
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1454.6659 AAQQSSDDWYKR 2090.0100 1454.6669 16.5485 2869 3 485.5605 ‐0.3123
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1981.9899 VQEMIGTVNTSGALSAFEK 1548.8460 1982.0055 20.4944 2245 3 661.3400 7.99
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 3672.8135 SYANALISSFEDPEKILEQTVI925.0073 3672.8133 31.6876 1208 3 1224.9426 2.57
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1963.9794 VQEMIGTVNTSGALSAFEK 267.8607 1963.9877 19.3918 5765 2 982.4975 5.22
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 675.4342 36563.4259 14 24.24 None 1436.6553 AAQQSSDDWYKR 427.8900 1436.6531 15.6843 1336 2 718.8302 ‐1.7509
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 2338.0789 VMAMESEADALTQIGTDEL 6003.9300 2338.0783 35.5162 16081 2 1169.5428 1.59
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 1173.6222 GVVDNLVSNTR 1318.6020 1173.6291 22.6368 15046 2 587.3182 5.1624
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 1037.5262 SFADNATALK 558.9141 1037.5515 23.7445 11204 2 519.2794 23.3257
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 1670.7908 SYANALISSFEDPEK 1520.4850 1670.7945 32.2452 7444 2 835.9009 2.19
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 1997.0226 VVKSYANALISSFEDPEK 539.7369 1997.0204 26.6414 7216 3 666.3450 ‐1.4489
NP_564846.1 plastid transcriptionally active 4 Arabidopsis thaliana 530.2652 36563.4259 14 24.24 None 1020.4997 SFADNATALK 161.4408 1020.4956 23.8495 1458 1 1020.4956 ‐2.3554
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 5540.3060 24078.4284 4 23.26 Carbamidomethyl+C(5) 2503.1657 GGQPCPYDIVQESSEVDEGI 46230.5400 2503.1614 30.6380 54923 2 1252.0843 0.6516
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 5540.3060 24078.4284 4 23.26 None 1508.8545 LALSDKPFLVMFK 3515.6860 1508.8562 20.2535 13605 3 503.6236 0.2019
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 5540.3060 24078.4284 4 23.26 Carbamidomethyl+C(1) 1579.7785 CSDVGIFIDELGVR 5868.5270 1579.7789 35.3486 7444 2 790.3931 0.3678
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 5540.3060 24078.4284 4 23.26 None 1159.5841 SSEVDEGIPVK 310.3372 1159.5892 30.3597 2195 2 580.2982 3.28
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 5664.8070 16203.9756 5 22.92 None 1305.6355 SALMVDADQVEK 65291.3700 1305.6369 22.2861 15789 2 653.3221 0.5631
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 5664.8070 16203.9756 5 22.92 None 843.5121 KPVMAAVK 998.2215 843.5103 17.6250 6469 1 843.5103 ‐1.3157
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 5664.8070 16203.9756 5 22.92 None 1351.6277 ELHPEFHEDAK 2204.5470 1351.6279 16.2973 1582 3 451.2141 ‐1.0649
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 5664.8070 16203.9756 5 22.92 None 1608.8050 SALMVDADQVEKFR 1560.7490 1608.8047 20.8047 5491 3 536.9397 ‐0.9657
NP_565109.1 50S ribosomal protein L31 Arabidopsis thaliana 5664.8070 16203.9756 5 22.92 None 688.3334 SALMVDA 157.5039 688.3360 23.3768 2209 1 688.3360 3.39
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 907.5247 NLLSVAYK 15115.0100 907.5255 15.9120 42425 2 454.2664 ‐1.0325
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 1189.6609 DSTLIMQLLR 19934.2700 1189.6614 21.1400 19999 2 595.3344 ‐0.5353
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 3299.6352 QAFDEAIAELDTLGEESYKDS2985.5300 3299.6227 25.5921 9485 3 1100.5458 ‐0.8144
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 2331.2020 LGLALNFSVFYYEILNSPDR 2453.7610 2331.2028 25.6838 7054 2 1166.1050 2.62
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 1589.7653 VSAAVDGDELTVEER 533.0812 1589.7524 19.6021 4225 2 795.3799 ‐7.8534
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 Carbamidomethyl+C(14) 2211.1326 EYRSKIETELSGICDGILK 950.2714 2211.1148 17.3983 5406 3 737.7098 ‐7.5066
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 Carbamidomethyl+C(14) 1781.8375 EYRSKIETELSGICD 941.6448 1781.8305 17.7404 15429 2 891.4189 ‐3.0975
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 567.3137 SVAYK 365.3957 567.3162 15.9087 4227 1 567.3162 3.52
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 3282.6086 QAFDEAIAELDTLGEESYKDS438.9562 3282.6067 25.7408 2823 3 1094.8738 2.59
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 3595.7970 29275.8020 10 35.14 None 1172.6344 DSTLIMQLLR 86.0313 1172.6406 22.1264 2326 2 586.8239 4.16
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1367.6842 FANFSIESEVPK 8293.2210 1367.6832 28.1816 51236 2 684.3452 ‐1.1033
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1284.6947 NPILPSDPYLR 14818.9000 1284.6957 27.6551 27658 2 642.8515 0.2258
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1541.7231 GVEFEYREEDLR 13772.3000 1541.7235 23.1368 23589 3 514.5793 ‐0.6180
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 877.5029 DFIEILK 9165.3470 877.5039 30.4640 11008 1 877.5039 1.07
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1390.7875 SPLLLQMNPIHK 5065.4380 1390.7888 17.4706 10402 3 464.2678 ‐0.1813
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 785.4040 SLPDPEK 499.6714 785.4042 20.3601 2288 1 785.4042 0.8480
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1845.9593 SLPDPEKVTEFVSELR 13143.7600 1845.9603 34.8017 36234 3 615.9916 0.2022
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 1645.8432 PDPEKVTEFVSELR 5464.5430 1645.8405 34.8019 6443 2 823.4239 ‐1.3418
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2539.8830 25707.6329 15 31.96 None 615.4076 IEILK 3746.0760 615.4074 30.4611 1634 1 615.4074 ‐0.5336
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 1367.6842 FANFSIESEVPK 17006.3000 1367.6832 28.1816 51236 2 684.3452 ‐1.0444
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 1284.6947 NPILPSDPYLR 16338.9200 1284.6957 27.6551 27658 2 642.8515 0.3081
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 877.5029 DFIEILK 7882.1890 877.5039 30.4640 11008 1 877.5039 2.0829
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 1845.9593 SLPDPEKVTEFVSELR 13019.2500 1845.9603 34.8017 36234 3 615.9916 0.0648
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 1645.8432 PDPEKVTEFVSELR 5078.1480 1645.8405 34.8019 6443 2 823.4239 ‐1.3613
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2004.4700 25707.6329 15 31.96 None 615.4076 IEILK 2714.7260 615.4074 30.4611 1634 1 615.4074 ‐0.3639
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 2320.1608 FVWQSFDHPTDTLLTGQSLK4358.6050 2320.1613 19.3691 71941 3 774.0586 0.6122
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 2240.9982 VVNEGEFGEYITEYDASYR 41160.9200 2240.9937 31.3294 70960 2 1121.0005 ‐0.2782
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1817.8606 TGTPLVYGGWPDHDFR 25482.3700 1817.8614 28.7688 60368 3 606.6253 0.0292
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 951.5258 GTVTFAVTR 16357.3300 951.5260 20.8687 42252 2 476.2667 ‐1.1448
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1228.6280 NGNLVLAEADGR 29371.1200 1228.6284 21.6078 20173 2 614.8179 ‐0.3762
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPT 12331.5000 2690.2470 16.1643 19062 3 897.4205 ‐0.6596
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1922.0494 GVTGFQILPNGNIVLHDK 3179.8970 1922.0504 18.5197 15557 3 641.3550 0.2782
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 13492.7100 1311.8056 22.7362 9678 2 656.4065 ‐1.4660
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1772.7643 TSDSNGSDGPYSMVLDK 1308.6950 1772.7632 23.4770 2436 2 886.8852 ‐0.0320
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1441.7394 NNPVGENATLSLGR 781.5017 1441.7488 16.2008 2109 2 721.3780 6.96
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 775.4461 VTFAVTR 106.4294 775.4466 19.9274 8723 1 775.4466 1.1283
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1019.5309 IVGVEHFTGP 292.8903 1019.5338 15.7689 5313 2 510.2706 1.27
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 694.3883 TFAVTR 4541.8730 694.3873 20.8628 4312 1 694.3873 ‐1.2557
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1887.9447 QSFDHPTDTLLTGQSLK 1141.3740 1887.9402 19.3901 1257 2 944.4737 ‐1.4918
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 1116.6008 VGENATLSLGR 340.4729 1116.6019 16.7852 892 2 558.8046 0.0180



NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 5136.8000 51027.4331 34 35.60 None 933.5152 GTVTFAVTR 110.1565 933.5112 22.4554 1977 2 467.2592 ‐5.7694
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 2240.9982 VVNEGEFGEYITEYDASYR 33035.7900 2240.9937 31.3294 70960 2 1121.0005 ‐0.4655
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 1817.8606 TGTPLVYGGWPDHDFR 61789.1200 1817.8614 28.7688 60368 3 606.6253 ‐0.0959
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 951.5258 GTVTFAVTR 24559.7800 951.5260 20.8687 42252 2 476.2667 ‐0.9687
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 Carbamidomethyl+C(1) 950.4441 CLGYFYK 870.8783 950.4631 35.3854 1948 1 950.4631 21.4059
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 2383.1902 WIWDANRNNPVGENATLS 588.4265 2383.1908 40.7054 1022 2 1192.0990 2.1404
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 775.4461 VTFAVTR 168.5865 775.4466 19.9274 8723 1 775.4466 1.96
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 694.3883 TFAVTR 8956.8540 694.3873 20.8628 4312 1 694.3873 ‐1.0853
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4051.5170 51027.4331 34 35.60 None 1799.8500 TGTPLVYGGWPDHDFR 904.8410 1799.8477 30.2683 3477 2 900.4275 ‐0.6521
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 2320.1608 FVWQSFDHPTDTLLTGQSLK2153.7510 2320.1613 19.3691 71941 3 774.0586 0.9907
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPT 14262.1400 2690.2470 16.1643 19062 3 897.4205 ‐0.0636
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 1922.0494 GVTGFQILPNGNIVLHDK 3042.3050 1922.0504 18.5197 15557 3 641.3550 0.4227
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 9548.2550 1311.8056 22.7362 9678 2 656.4065 ‐1.5632
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 1817.8606 TGTPLVYGGWPDHDFR 1282.8170 1817.8626 17.5885 5645 3 606.6257 0.8022
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 1441.7394 NNPVGENATLSLGR 688.0778 1441.7488 16.2008 2109 2 721.3780 6.55
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 545.3406 LSLGR 3086.5120 545.3418 17.9225 15400 1 545.3418 1.72
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 1273.6998 PTDTLLTGQSLK 102.0628 1273.6975 19.6851 5054 2 637.3524 ‐2.5505
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 960.5109 ENATLSLGR 140.6568 960.5120 16.9289 2153 2 480.7597 ‐0.4934
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 1316.7630 51027.4331 34 35.60 None 1424.7128 NNPVGENATLSLGR 358.7991 1424.7172 15.2686 2076 3 475.5773 1.12
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1052.5735 HENIIIDAK 4165.4700 1052.5737 17.7310 5943 2 526.7905 ‐0.9573
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1297.8090 AIIISVIDNLVK 929.7026 1297.8076 22.3745 4947 2 649.4074 ‐1.5912
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1291.7256 EVVYGLTEILR 965.3331 1291.7251 19.4975 4755 2 646.3662 ‐0.9630
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 2058.9978 EANLYSEIAEGISSYGVTR 1490.2110 2058.9944 36.3412 3765 2 1030.0009 ‐0.3409
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1576.8693 IGLLGASGYTGAEIVR 629.3527 1576.8305 25.1116 5698 3 526.2817 ‐25.4636
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1763.8024 NIAEYEEWYGQPHK 1033.1600 1763.7875 23.1237 920 2 882.3974 ‐7.8195
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 701.4192 IDNLVK 127.8144 701.4162 21.0403 2598 1 701.4162 ‐4.1356
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1273.7151 EVVYGLTEILR 194.2527 1273.7212 18.2627 4847 2 637.3642 4.80
NP_565461.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1745.7918 NIAEYEEWYGQPHK 311.8644 1745.7843 22.4604 1527 3 582.5996 ‐4.8173
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 1244.6481 EALQDIVNNTK 3540.0700 1244.6520 18.1760 7278 2 622.8296 2.72
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 1925.9749 VQDPNPELQKAALESMR 1426.0730 1925.9811 23.3847 5512 2 963.4942 4.1821
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 1896.9185 QESVEATAEVSKTFNEK 548.7579 1896.9185 32.0552 3771 2 948.9629 0.9002
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 979.4843 EALQDIVNN 157.7824 979.4828 17.0109 1389 2 490.2451 ‐2.8506
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 1135.5630 AEVSKTFNEK 119.0450 1135.5553 34.3086 1383 1 1135.5553 ‐4.7709
NP_565477.1 26S proteasome regulatory subunit S2 1A Arabidopsis thaliana 43.7046 98829.0125 6 1.23 None 1226.6375 EALQDIVNNTK 360.6898 1226.6326 19.5420 2329 2 613.8199 ‐4.7394
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1262.6263 AYIEALNEDPK 47108.1100 1262.6270 22.3581 13394 2 631.8171 ‐0.0903
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 973.5201 EGDIEAVLK 45025.3700 973.5208 23.4472 8679 2 487.2640 ‐0.5407
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1237.6171 SVDRDLDVYR 1828.0640 1237.6186 19.5096 1226 3 413.2111 ‐0.1535
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1356.6641 SQTSASLVDFSSK 443.6567 1356.6634 22.8766 927 1 1356.6634 2.37
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1188.5644 AGSKEGFSYSR 239.0928 1188.5591 17.8357 2939 2 594.7832 ‐5.2847
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1031.5228 QGERAQSQK 1444.5610 1031.5245 16.7652 877 2 516.2659 0.4365
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 3178.9870 34023.7934 7 21.00 None 1219.6066 SVDRDLDVYR 309.1931 1219.6058 17.3575 1229 2 610.3065 ‐1.3706
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 380.6507 20414.8899 2 9.29 None 956.4836 YGDYIGIR 7966.8460 956.4844 22.2796 14536 2 478.7458 ‐0.3860
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 380.6507 20414.8899 2 9.29 None 950.4942 GNLDIFSGK 658.2565 950.4913 27.8639 4107 1 950.4913 ‐1.7185
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1029.5687 TAIAEGLAQR 18484.6800 1029.5689 18.7470 23397 2 515.2881 ‐1.0247
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1145.5545 QPTVSDASGQR 419.3420 1145.5615 19.0268 3103 2 573.2844 5.23
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1169.5255 YGNDLTEMAR 1247.3580 1169.5559 19.9172 3882 2 585.2816 25.0961
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1669.7738 NNEDSKEAVYEIMK 903.9553 1669.8060 22.0973 2384 2 835.4067 19.6908
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1101.5786 AIDLVDEAGAK 1265.7110 1101.5513 23.4631 1467 1 1101.5513 ‐22.9546
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1045.5313 ELNVQWEK 139.7574 1045.5481 22.8291 965 1 1045.5481 17.6955
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1632.8890 EKLVMLEEVLHHR 1888.4180 1632.8982 20.9691 26692 2 816.9528 5.34
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1501.7354 GDQRVTDRNPESK 668.4009 1501.7288 21.6399 11194 3 501.2478 ‐5.3070
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1319.7165 LSLKNDTDKASK 1298.6520 1319.7181 18.1690 6327 2 660.3627 0.6805
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1281.6838 YITERFLPDK 1297.0870 1281.6856 20.9835 3652 2 641.3465 0.8874
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 Carbamidomethyl+C(2) 2981.4568 NCVVIMTSNIGSHHILETLRN543.6076 2981.4443 32.1922 2041 3 994.4863 ‐2.7062
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1862.9681 ELNVQWEKEKSLMTK 335.6635 1862.9588 33.0875 1373 2 931.9830 ‐4.1239
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1272.6655 DAIKDVRGDQR 1152.8040 1272.6710 15.6710 1258 2 636.8392 3.74
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 460.2402 PESK 146.5753 460.2404 21.6775 13145 1 460.2404 ‐0.5199
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1005.5364 TERFLPDK 311.8483 1005.5382 22.2421 4300 2 503.2728 0.6147
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 753.3566 ELNVQW 104.0980 753.3525 23.8848 2494 1 753.3525 ‐5.1135
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1206.6325 SLKNDTDKASK 184.1382 1206.6282 19.0846 1435 1 1206.6282 ‐1.2338
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 910.4490 GDQRVTDR 86.5192 910.4467 21.8820 1104 2 455.7270 ‐3.9960
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1301.7060 LSLKNDTDKASK 218.3668 1301.7114 18.7748 1087 2 651.3594 3.28
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 279.5530 109004.7037 20 2.18 None 1484.7088 GDQRVTDRNPESK 149.6514 1484.7044 23.2091 1846 2 742.8558 ‐3.0767
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1790.9018 SSELQTAIEVAEEEKK 2765.6980 1790.9038 27.3913 8556 3 597.6395 0.6649
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2033.0285 VSSTEALIDELTQELEQK 6576.7090 2033.0289 40.4411 6272 2 1017.0181 1.92
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1174.5950 ESGDLAEVNLK 4207.3590 1174.5956 21.8832 6099 2 587.8014 ‐0.3367
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1104.5168 NSELEEDLR 1462.7630 1104.5191 19.7985 5074 2 552.7632 1.1266
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1291.6198 AAGLQESEVMEK 1407.0240 1291.6224 20.1731 4836 2 646.3149 1.83
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1313.6332 SLEDALQSHDAK 6196.0360 1313.6316 19.7016 4112 2 657.3194 ‐1.7189
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 3105.5434 SSSLEAALNIATENEKELTEN 1330.0060 3105.5396 39.2971 3995 3 1035.8514 0.4904
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1086.5790 NLELEDVVR 7458.6740 1086.5786 26.6667 3569 2 543.7929 ‐1.3699
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1536.7540 EAFDALGIELESSR 779.6046 1536.7552 28.6227 2665 2 768.8812 0.7789
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1030.5415 ELELELER 4461.5070 1030.5422 25.5478 1369 2 515.7748 ‐0.4901
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1676.8337 SSSLEAALNIATENEK 727.3065 1676.8164 28.4545 24606 2 838.9119 ‐9.9328



NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1588.8065 EELSVLQDLDAQTK 550.0743 1588.7950 21.3278 5152 2 794.9011 ‐7.0679
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1132.6208 QSELESALKK 637.3754 1132.6129 19.9348 4814 2 566.8101 ‐7.9510
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1659.8800 IQELEEQVSSLEKK 366.3614 1659.8812 38.1104 4310 2 830.4442 1.0959
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1119.5640 GREIDEATTK 134.6762 1119.5360 33.9212 3898 1 1119.5360 ‐23.1180
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1481.6642 EEKEEEDGEFIK 1484.1190 1481.6373 33.2414 3873 2 741.3223 ‐18.2253
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1140.5605 AVTEFESMVK 1793.1140 1140.5800 22.0240 2677 2 570.7937 16.1860
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 891.4418 QLTSEGEK 100.7284 891.4234 20.6373 2497 1 891.4234 ‐19.7195
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1175.6518 EKELLESLSK 610.2912 1175.6451 20.1219 2292 1 1175.6451 ‐3.5898
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1575.8224 ELTENLNAVTSEKK 631.2500 1575.7914 20.1703 2180 2 788.3994 ‐19.5283
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2055.0604 IKSYEEQLAEASGKSSSLK 1651.9870 2055.0698 15.7711 21598 3 685.6948 4.46
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 3074.5753 FTAAEQKNAELEQQLNLLQL475.5226 3074.5622 37.3841 18072 3 1025.5256 ‐2.6266
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2956.4680 QATTQMQEYKQKASELELS 624.8218 2956.4861 21.7661 10001 3 986.1669 7.32
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2333.1541 LESIENDLKAAGLQESEVME533.2308 2333.1332 27.8906 2549 3 778.3826 ‐8.5385
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 3926.9214 SLEELHSEAGSAAAAATQKN681.1096 3926.8735 43.5456 2274 3 1309.6294 ‐9.1577
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1792.9175 TTIEDLTKQLTSEGEK 288.0458 1792.9242 22.9963 2192 3 598.3129 3.24
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2467.2172 ADHVPVEEQKEVIERSSSGS 777.5859 2467.2066 19.3424 1951 2 1234.1069 ‐1.9789
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 4693.3115 HGETEADSKGYLGQVAELQ 1103.8840 4693.3325 31.3531 1914 3 1565.1157 8.84
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 3110.5488 LKTSDENFSKTDALLSQALSN2256.1050 3110.5403 24.1057 1216 3 1037.5183 ‐1.0225
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2348.2079 LEEQLTVESSKADTLVSEIEK 383.6007 2348.1958 41.1971 988 3 783.4034 ‐4.7118
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1792.9440 EAFDALGIELESSRKK 178.3043 1792.9516 37.4342 965 2 896.9794 4.30
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 796.3836 SLEELHS 60.2074 796.3867 44.8047 2919 1 796.3867 4.20
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 873.4312 SSSLEAALN 543.1882 873.4310 30.0557 2460 1 873.4310 0.6165
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 2347.1623 NIATENEKELTENLNAVTSEK353.7593 2347.1677 38.1715 2407 2 1174.0875 4.12
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 899.5197 ELESALKK 163.4132 899.5212 19.9272 2045 2 450.2642 0.1843
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 549.2879 EATTK 57.7685 549.2903 32.0018 1694 1 549.2903 3.13
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 799.4196 EELSVLQ 273.0277 799.4185 20.1464 1557 1 799.4185 ‐0.8573
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1113.5171 EDALQSHDAK 771.4132 1113.5131 19.6494 1280 2 557.2602 ‐4.6047
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1156.5844 ESGDLAEVNLK 214.1876 1156.5758 19.4480 1465 1 1156.5758 ‐5.4636
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1518.7435 EAFDALGIELESSR 240.3641 1518.7490 28.1917 1285 2 759.8782 3.03
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 1115.5943 QSELESALKK 251.5953 1115.5969 21.4697 2205 2 558.3021 1.71
NP_565741.4 uncharacterized protein Arabidopsis thaliana 412.0732 148784.9443 42 13.20 None 874.4153 QLTSEGEK 154.5202 874.4130 18.1593 1516 2 437.7101 ‐4.1920
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1859.9597 ELLVGKDDELLETETR 64756.1400 1859.9617 27.0369 65503 3 620.6588 0.7550
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1585.8432 ALDLASKPEGTGTPTK 11913.7000 1585.8449 18.2392 43515 3 529.2865 0.2970
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 2658.2259 GGRPEFFFDDGAYPEQVDW9522.6060 2658.2246 34.3410 33978 3 886.7464 0.4492
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 3338.7552 DTASIAPAVEGIDALVILTSAV4572.9410 3338.7382 25.2861 32774 3 1113.5843 ‐3.0198
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 20090.1600 1872.9362 29.2164 30383 2 936.9717 0.3376
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1809.9381 AEQYLADSGIPYTIIR 6384.3660 1809.9359 31.7430 16408 2 905.4716 ‐0.5347
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1476.7329 INGEDEVFIGDIR 3002.2860 1476.7352 28.5064 7108 2 738.8712 1.45
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1186.6175 AGGLQDKDGGIR 418.2630 1186.6299 26.3228 3590 2 593.8186 9.57
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1938.0331 KAEQYLADSGIPYTIIR 1407.1380 1938.0348 17.9846 16048 2 969.5210 1.69
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1733.8705 EKINGEDEVFIGDIR 8273.9410 1733.8716 26.7607 4940 3 578.6287 0.1310
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 Carbamidomethyl+C(1) 1288.6566 CVQALQLEEAK 146.9167 1288.6598 27.1507 9134 2 644.8335 1.67
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 869.4363 PEGTGTPTK 173.3073 869.4400 18.3590 4538 1 869.4400 5.0604
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 617.2889 ETETR 84.4211 617.2910 25.5606 4305 1 617.2910 3.1355
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 937.4625 DTASIAPAVE 198.4710 937.4652 26.1463 3878 1 937.4652 3.43
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1029.5575 QALQLEEAK 195.6852 1029.5526 27.5330 1553 1 1029.5526 ‐3.2373
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 1617.8330 LVGKDDELLETETR 1864.2220 1617.8346 27.0363 1546 2 809.4209 1.27
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 6413.4640 34993.8524 41 45.85 None 748.3836 LETETR 229.9496 748.3801 27.0333 964 1 748.3801 ‐4.3320
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1585.8432 ALDLASKPEGTGTPTK 10496.8900 1585.8449 18.2392 43515 3 529.2865 0.2729
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 2658.2259 GGRPEFFFDDGAYPEQVDW14425.2600 2658.2246 34.3410 33978 3 886.7464 ‐0.0418
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 19501.4300 1872.9362 29.2164 30383 2 936.9717 0.2541
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1809.9381 AEQYLADSGIPYTIIR 7964.2360 1809.9359 31.7430 16408 2 905.4716 ‐0.6005
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1976.0335 ALDLASKPEGTGTPTKDFK 261.7605 1976.0431 20.5856 7449 4 494.7662 3.0524
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1186.6175 AGGLQDKDGGIR 231.8655 1186.6299 26.3228 3590 2 593.8186 9.55
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 Carbamidomethyl+C(10) 1437.6890 SLVSDSTSICGPSK 1290.1860 1437.7234 23.7586 1668 2 719.3653 23.7718
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1859.9597 ELLVGKDDELLETETR 758.0295 1859.9341 34.5574 1462 2 930.4707 ‐13.0023
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1733.8705 EKINGEDEVFIGDIR 1407.0020 1733.8675 29.0312 5938 2 867.4374 ‐1.2022
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1938.0331 KAEQYLADSGIPYTIIR 1590.5050 1938.0317 29.7534 3879 3 646.6821 ‐1.1235
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 Carbamidomethyl+C(1) 1288.6566 CVQALQLEEAK 170.1925 1288.6598 27.1507 9134 2 644.8335 2.0078
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 700.3512 QLEEAK 186.2443 700.3496 31.0472 7977 1 700.3496 ‐2.0103
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1587.8013 KINGEDEVFIGDIR 400.0782 1587.8061 29.5172 3981 2 794.4067 3.04
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 717.3777 QLEEAK 189.8262 717.3801 28.5573 3700 1 717.3801 3.83
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1277.6372 PEGTGTPTKDFK 309.1385 1277.6407 21.9523 2645 2 639.3240 2.42
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1029.5575 QALQLEEAK 147.3463 1029.5526 27.5330 1553 1 1029.5526 ‐3.0636
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 Carbamidomethyl+C(7) 1139.5402 ADVAEVCVQAL 175.3005 1139.5412 31.3561 964 1 1139.5412 3.0087
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1286.6951 LASKPEGTGTPTK 362.5852 1286.7013 18.2380 961 2 643.8543 4.05
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3066.5540 34993.8524 41 45.85 None 1715.8599 EKINGEDEVFIGDIR 1866.3600 1715.8530 28.6455 1794 2 858.4302 ‐3.5580
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 499.4685 34993.8524 41 45.85 None 3338.7552 DTASIAPAVEGIDALVILTSAV4856.6080 3338.7382 25.2861 32774 3 1113.5843 ‐2.0429
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 499.4685 34993.8524 41 45.85 None 1476.7329 INGEDEVFIGDIR 158.3996 1476.7650 16.4683 1579 3 492.9265 20.6662
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 499.4685 34993.8524 41 45.85 None 1938.0331 KAEQYLADSGIPYTIIR 1871.1850 1938.0348 17.9846 16048 2 969.5210 2.1799
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 499.4685 34993.8524 41 45.85 None 2069.0774 SGAVASSFVSVPRSSSLQFR 413.6178 2069.0866 18.8328 6944 3 690.3670 4.72
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 499.4685 34993.8524 41 45.85 None 2051.0669 SGAVASSFVSVPRSSSLQFR 201.0077 2051.0604 20.1089 5344 2 1026.0338 ‐1.4696
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1836.8610 DTAEQIYAANENLQEK 2099.6120 1836.8639 31.7337 18121 2 918.9356 2.97
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1250.6263 LTDAPNYESLK 6520.3970 1250.6297 20.8344 8489 2 625.8185 2.0506



NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 2322.1017 AKETSTEAEPSSEVLNEMIEK2144.4610 2322.1054 27.2195 2419 3 774.7067 2.0042
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1918.9869 AGYDDPAIVTGIGTIDGKR 777.4464 1918.9866 27.4692 2092 3 640.3337 ‐0.4065
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1062.5500 SMGLELDAVK 836.0386 1062.5566 15.3530 1537 2 531.7819 5.1181
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1038.5214 EAVFSDSRK 1349.7730 1038.5344 26.4851 7230 2 519.7708 11.12
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1559.7588 AGYDDPAIVTGIGTID 320.7706 1559.7639 27.1910 1443 2 780.3856 3.32
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1179.5640 YAANENLQEK 189.2774 1179.5677 34.0419 1203 1 1179.5677 5.20
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1232.6157 LTDAPNYESLK 243.6053 1232.6172 21.7540 1763 1 1232.6172 3.91
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1697.7613 GLAYDTSDDQQDITR 252007.7000 1697.7598 20.3476 1129637 2 849.3836 ‐0.4233
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1780.8098 EGPPVFEQPEMTYEK 323392.5000 1780.8074 26.2468 998595 2 890.9073 ‐0.7279
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2304.0669 MGINPIMMSAGELESGNAG379525.3000 2304.0615 32.1661 943679 2 1152.5344 ‐0.4098
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2347.1888 VQLAETYLSQAALGDANAD 312755.6000 2347.1848 31.3554 843967 2 1174.0960 0.2952
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 94461.4500 2150.1254 21.1444 631582 2 1075.5664 ‐1.2727
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2823.4563 IKDEDIVTLVDQFPGQSIDFF75047.7000 2823.4478 23.5527 615303 3 941.8208 ‐1.7823
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 126050.8000 1212.5744 24.4079 509243 2 606.7908 ‐1.3754
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1059.6197 NFLTLPNIK 76645.9600 1059.6200 18.7806 417891 2 530.3136 ‐0.8379
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1152.7139 VPLILGIWGGK 187029.9000 1152.7143 21.1444 412385 2 576.8608 ‐0.5854
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2083.9973 LMEYGNMLVMEQENVKR 72495.4000 2083.9960 17.4205 371880 3 695.3368 ‐0.6230
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 3324.5776 GMVDSVFQAPMGTGTHHA55343.5100 3324.5780 19.2332 344141 4 831.9000 1.0551
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1007.5408 FVESLGVEK 17956.4800 1007.5398 21.1577 303449 2 504.2735 ‐2.2184
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2384.0396 QYNLDNMMDGFYIAPAFM98844.9800 2384.0297 22.5832 201318 2 1192.5185 ‐2.0369
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 940.4676 FYWAPTR 42351.3600 940.4671 15.9092 185930 2 470.7372 ‐1.9343
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1927.8962 LMEYGNMLVMEQENVK 61689.6400 1927.8933 30.2997 108446 2 964.4503 ‐0.5266
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 3943.8445 MGGTTQYTVNNQMVNAT 43228.0400 3943.8306 21.1446 89617 3 1315.2817 ‐0.4682
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAE45244.0900 2782.3052 29.8734 88697 3 928.1066 ‐0.6064
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 25011.2600 1177.4467 25.7970 70218 1 1177.4467 2.32
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1340.6382 FYWAPTREDR 47938.8000 1340.6387 15.0270 49583 3 447.5511 ‐0.8390
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 809.5244 LVVHITK 16116.9200 809.5240 17.4355 36990 2 405.2656 ‐2.2168
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1078.5891 YREAADLIK 18840.1300 1078.5862 18.4334 4492 1 1078.5862 ‐0.9780
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1135.6358 KFVESLGVEK 24119.4700 1135.6362 19.7944 241175 2 568.3217 ‐0.5809
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1206.6841 YREAADLIKK 2012.6860 1206.6885 16.2980 2720 3 402.9010 2.71
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2039.9417 WRGLAYDTSDDQQDITR 471.1463 2039.9559 27.6931 2188 2 1020.4816 8.66
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 630.3358 WAPTR 3410.5490 630.3384 15.9072 25523 1 630.3384 3.32
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 696.4403 VVHITK 80.2238 696.4383 17.3045 23679 1 696.4383 ‐2.7859
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 685.4243 TLPNIK 2539.4810 685.4233 18.7896 20658 1 685.4233 ‐1.3843
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 597.3719 VHITK 12981.9100 597.3718 17.4289 17149 1 597.3718 ‐0.4931
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(1) 850.4162 CELVMAK 7629.4020 850.4179 24.4041 14114 1 850.4179 2.11
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1033.6041 STLYAPLIR 230.7440 1033.6039 20.4273 9692 1 1033.6039 1.14
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 486.2711 KFVE 56.7300 486.2738 20.0222 8819 1 486.2738 4.38
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 793.3992 YWAPTR 154.8051 793.3976 15.9070 8436 1 793.3976 ‐1.4824
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 632.3614 SLGVEK 152.1167 632.3621 21.2479 7370 1 632.3621 1.0186
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1710.8302 YGNMLVMEQENVKR 2838.2400 1710.8351 17.4237 6646 2 855.9212 3.49
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1466.7638 GNDFSTLYAPLIR 312.7756 1466.7675 21.5657 5585 2 733.8874 2.78
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1148.5695 FINDLDAGAGR 1557.8970 1148.5629 30.9342 5539 1 1148.5629 ‐3.7162
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1055.5230 YIAPAFMDK 997.3217 1055.5245 22.5605 5303 1 1055.5245 3.0427
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1301.5718 FEQPEMTYEK 814.4814 1301.5693 26.2402 5213 1 1301.5693 0.6909
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1970.9133 MEYGNMLVMEQENVKR 2330.9020 1970.9131 17.4359 4961 2 985.9602 1.0244
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1178.5284 TSDDQQDITR 4350.8270 1178.5261 20.3483 4904 1 1178.5261 0.2026
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1232.5472 MGINPIMMSAGE 1202.6350 1232.5454 32.1605 4539 1 1232.5454 0.8947
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 730.4246 LGIWGGK 272.6533 730.4261 21.1490 4461 1 730.4261 2.48
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 907.4996 GAQQVNLPV 142.0608 907.4951 31.0392 4446 1 907.4951 ‐3.9648
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 617.3406 GIWGGK 114.6267 617.3440 21.4766 4362 1 617.3440 5.20
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1033.5095 MEQENVKR 6539.7970 1033.5099 17.4168 3889 1 1033.5099 1.63
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 825.4254 DFFGALR 109.3243 825.4263 22.1899 3836 1 825.4263 1.56
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 945.4577 WRGLAYDT 229.9119 945.4548 27.9675 3040 1 945.4548 ‐1.9759
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 584.3766 LPNIK 102.6927 584.3787 18.3181 2884 1 584.3787 3.1163
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1679.8176 DQFPGQSIDFFGALR 156.5478 1679.8244 21.8178 2657 2 840.4158 4.01
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 860.4724 VESLGVEK 249.7748 860.4713 21.6502 2642 1 860.4713 ‐0.4292
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1670.8636 IKDEDIVTLVDQFPG 266.2675 1670.8672 23.7082 2565 3 557.6273 1.38
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 757.3735 MGINPIM 387.2028 757.3722 31.7775 2112 1 757.3722 ‐1.3985
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 918.4931 VQLAETYL 889.5801 918.4878 31.3479 2099 1 918.4878 ‐4.7142
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1839.8728 EYGNMLVMEQENVKR 464.9642 1839.8718 18.6357 1812 2 920.4395 0.2574
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 699.3420 NADAIGR 182.3248 699.3444 29.1828 1688 1 699.3444 3.80
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1132.5779 VMEQENVKR 145.4450 1132.5831 17.0662 1675 2 566.7952 3.55
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 698.3580 NADAIGR 137.1994 698.3546 29.1849 1637 1 698.3546 ‐4.7819
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 449.2143 YRE 38.8746 449.2173 18.4568 1612 1 449.2173 5.79
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 483.2562 GEPAK 127.0629 483.2583 32.7441 1560 1 483.2583 3.28
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 569.3770 APLIR 449.7018 569.3776 21.1444 1399 1 569.3776 0.7268
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 915.5258 REAADLIK 1399.1480 915.5246 18.4398 1365 2 458.2659 ‐2.7688
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1114.5528 YEYVSQGLR 166.0288 1114.5537 17.8587 1360 2 557.7805 ‐0.0957
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 2503.1381 GMVDSVFQAPMGTGTHHA472.8235 2503.1356 19.2299 1332 2 1252.0715 1.31
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(6) 1012.3677 SDDGTCVYN 780.7702 1012.3608 25.8068 1055 1 1012.3608 ‐5.3641
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1259.6129 GFYIAPAFMDK 153.9643 1259.6063 22.9418 1016 1 1259.6063 ‐2.8075
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 902.4690 EQENVKR 193.2964 902.4712 18.2883 994 2 451.7392 0.8774



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1683.7717 EYGNMLVMEQENVK 465.2267 1683.7669 28.1765 924 2 842.3871 ‐2.4124
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1454.7427 FPGQSIDFFGALR 107.1788 1454.7371 23.1541 911 2 727.8722 ‐3.9873
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(2) 978.4747 QCELVMAK 112.7263 978.4787 25.2895 887 1 978.4787 5.59
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1329.6281 AGELESGNAGEPAK 729.1088 1329.6216 32.1761 823 1 1329.6216 ‐2.1227
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 None 1762.7993 EGPPVFEQPEMTYEK 363.7233 1762.7902 26.5394 6155 2 881.8988 ‐4.5335
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 401.1157 2132.1160 21.1429 1732 3 711.3769 ‐2.2019
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 103378.2000 52380.5342 117 72.57 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 228.3663 1195.5475 22.8928 2803 2 598.2774 ‐1.7454
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1780.8098 EGPPVFEQPEMTYEK 362147.6000 1780.8073 26.2388 969591 2 890.9073 ‐0.8406
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 2304.0669 MGINPIMMSAGELESGNAG356189.8000 2304.0615 32.1661 943679 2 1152.5344 ‐0.6148
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 2347.1888 VQLAETYLSQAALGDANAD 250061.5000 2347.1848 31.3551 842979 2 1174.0960 0.0741
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 195185.2000 1212.5744 24.4079 509243 2 606.7908 ‐1.2728
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1007.5408 FVESLGVEK 20373.0900 1007.5398 21.1577 303449 2 504.2735 ‐2.0581
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1927.8962 LMEYGNMLVMEQENVK 20602.1300 1927.8933 30.2997 108446 2 964.4503 ‐0.6256
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAE38977.9300 2782.3052 29.8734 88697 3 928.1066 ‐1.1516
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 809.5244 LVVHITK 36983.3700 809.5240 17.4355 36990 2 405.2656 ‐2.0006
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1697.7613 GLAYDTSDDQQDITR 1414.5960 1697.7633 20.1396 7642 2 849.3853 1.99
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1078.5891 YREAADLIK 49831.0400 1078.5862 18.4334 4492 1 1078.5862 ‐0.8039
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1135.6358 KFVESLGVEK 26103.7900 1135.6362 19.7944 241175 2 568.3217 ‐0.4567
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 2503.2899 RVQLAETYLSQAALGDANA 1887.5890 2503.2891 29.7937 54117 3 835.1012 ‐0.0674
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1206.6841 YREAADLIKK 2540.0330 1206.6885 16.2980 2720 3 402.9010 2.80
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 2039.9417 WRGLAYDTSDDQQDITR 476.2418 2039.9559 27.6931 2188 2 1020.4816 8.0660
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 597.3719 VHITK 25458.2900 597.3718 17.4289 17149 1 597.3718 ‐0.3235
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 Carbamidomethyl+C(1) 850.4162 CELVMAK 12012.1100 850.4179 24.4041 14114 1 850.4179 2.31
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 498.3035 HITK 12320.9400 498.3031 17.4298 11703 1 498.3031 ‐1.3045
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 486.2711 KFVE 73.8874 486.2738 20.0222 8819 1 486.2738 4.23
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1007.5408 FVESLGVEK 4273.8750 1007.5409 19.7960 7757 1 1007.5409 1.75
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 432.2453 GVEK 81.9031 432.2445 19.8013 7614 1 432.2445 ‐2.5979
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1148.5695 FINDLDAGAGR 2271.4710 1148.5629 30.9342 5539 1 1148.5629 ‐3.5415
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1301.5718 FEQPEMTYEK 780.6791 1301.5693 26.2402 5213 1 1301.5693 0.8671
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 696.4403 VVHITK 4267.3900 696.4401 17.4286 4548 1 696.4401 0.0860
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1232.5472 MGINPIMMSAGE 1197.1340 1232.5454 32.1605 4539 1 1232.5454 1.0703
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 907.4996 GAQQVNLPV 152.1522 907.4951 31.0392 4446 1 907.4951 ‐3.7923
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 888.4140 MGINPIMM 206.0986 888.4160 30.9355 4132 1 888.4160 3.71
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1989.8715 MGINPIMMSAGELESGNAG1539.1260 1989.8773 32.1648 4079 2 995.4423 3.64
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 945.4577 WRGLAYDT 216.6011 945.4548 27.9675 3040 1 945.4548 ‐1.8031
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1186.6103 VQLAETYLSQA 625.2230 1186.6158 31.3594 2561 2 593.8115 3.48
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 757.3735 MGINPIM 356.2055 757.3722 31.7775 2112 1 757.3722 ‐1.2274
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1345.6313 MGINPIMMSAGEL 341.4420 1345.6196 32.1572 2059 1 1345.6196 ‐5.6960
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 870.4064 NDLDAGAGR 180.8215 870.4014 30.8392 1997 1 870.4014 ‐4.7902
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1816.9076 VQLAETYLSQAALGDANA 729.0917 1816.9087 33.8154 1831 2 908.9580 1.84
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 699.3420 NADAIGR 82.0002 699.3444 29.1828 1688 1 699.3444 3.85
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1445.7635 VQLAETYLSQAALG 788.2965 1445.7632 31.3701 1642 2 723.3852 ‐0.3228
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 698.3580 NADAIGR 63.0105 698.3546 29.1849 1637 1 698.3546 ‐4.6114
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1634.7043 EGPPVFEQPEMTYE 414.4637 1634.7042 24.4712 1611 2 817.8558 0.2329
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 483.2562 GEPAK 109.2043 483.2583 32.7441 1560 1 483.2583 3.13
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 915.5258 REAADLIK 771.3931 915.5246 18.4398 1365 2 458.2659 ‐2.5826
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1216.5957 PVAENFDPTAR 346.2972 1216.5928 30.8722 1338 1 1216.5928 0.0830
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 1762.7993 EGPPVFEQPEMTYEK 363.3449 1762.7902 26.5394 6155 2 881.8988 ‐4.5860
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 63579.2800 52380.5342 117 72.57 None 2021.9312 WRGLAYDTSDDQQDITR 553.3318 2021.9377 26.7600 5378 3 674.6508 2.13
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 4326.3230 18596.2152 2 14.37 None 2588.2825 ATTEVGEAPATTTEAETTELP30111.2100 2588.2786 28.5636 44275 2 1294.6429 1.0744
NP_566086.1 photosystem I P subunit Arabidopsis thaliana 4326.3230 18596.2152 2 14.37 None 927.4418 ATTEVGEAPA 118.5553 927.4453 27.7188 1346 1 927.4453 4.49
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 Carbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 None 1406.7009 ATSEGEISEKVEK 9518.1030 1406.7033 15.3853 9872 3 469.5726 0.6149
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 Carbamidomethyl+C(6) 2541.1675 PVSGECVAAWDEVEELSAA 1686.9220 2541.1740 36.7236 1917 2 1271.0907 5.0726
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 None 1741.8140 AWDEVEELSAAASHAR 426.1068 1741.8178 36.2192 1747 2 871.4125 2.93
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 55507.1200 13715.2624 9 52.42 None 1911.9195 VAAWDEVEELSAAASHAR 414.6132 1911.9133 36.7058 1119 2 956.4603 ‐2.2947
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 23200.4700 13715.2624 9 52.42 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 23200.4700 13715.2624 9 52.42 Carbamidomethyl+C(3)
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 843.4015 21559.5308 4 14.43 None 1757.9280 LAEGTDITSAAPGVSLQK 8516.2600 1757.9273 24.3228 31701 2 879.4673 0.1350
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 843.4015 21559.5308 4 14.43 None 1099.6358 VTGAEVILGQI 1437.7750 1099.6303 33.4945 13770 1 1099.6303 ‐2.9576
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 843.4015 21559.5308 4 14.43 None 632.3614 SLGLDK 69.2489 632.3626 19.7918 4261 1 632.3626 1.08
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 843.4015 21559.5308 4 14.43 None 1171.6681 ITSAAPGVSLQK 446.9876 1171.6653 23.1738 1409 1 1171.6653 ‐0.1412
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1060.5633 GLSTIGEEVR 32933.4700 1060.5647 21.2584 13530 2 530.7860 0.2016
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1238.5899 ADVEDFLASGSK 4663.1190 1238.5931 26.1627 13240 2 619.8002 1.58
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1252.6130 GYIETPESMLL 151.6871 1252.6043 34.7856 8667 1 1252.6043 ‐4.4713
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1508.7452 SQLNSFQEASGGKR 12138.2300 1508.7471 16.7988 6234 3 503.5872 0.3735
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1865.0280 VPALDYVDIPHTQIRK 518.2133 1865.0507 18.8318 9500 2 933.0290 13.0623
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 953.4575 EDFLASGSK 201.4780 953.4506 24.2849 63869 1 953.4506 ‐5.9712
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1089.6164 DIPHTQIRK 175.7196 1089.6193 19.3195 3578 1 1089.6193 4.36
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 704.3686 EASGGKR 122.9458 704.3669 17.2897 808 1 704.3669 ‐2.1764
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 1048.5850 58924.0192 16 8.72 None 1220.5794 ADVEDFLASGSK 301.5714 1220.5835 24.4972 826 2 610.7954 2.55



NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1238.5899 ADVEDFLASGSK 3326.2360 1238.5931 26.1627 13240 2 619.8002 2.0110
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1252.6130 GYIETPESMLL 138.5643 1252.6043 34.7856 8667 1 1252.6043 ‐4.2956
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1508.7452 SQLNSFQEASGGKR 17477.8500 1508.7471 16.7988 6234 3 503.5872 0.3829
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1273.6383 ISKPSSAPSEDR 82.3351 1273.6734 18.7432 8894 2 637.3403 27.0480
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1271.6994 VIDGAIGAEWLK 106.3120 1271.6740 24.1767 3347 2 636.3406 ‐20.4932
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 953.4575 EDFLASGSK 222.1659 953.4506 24.2849 63869 1 953.4506 ‐5.7983
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidopsis thaliana 535.0515 58924.0192 16 8.72 None 1253.6889 VIDGAIGAEWLK 102.1230 1253.6831 25.4729 4237 2 627.3452 ‐5.1052
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 2480.2039 SALVTTAYDVENSGEPIEDLA5938.6700 2480.1883 32.0271 14003 3 827.4009 ‐5.6167
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 Carbamidomethyl+C(3)
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1666.7932 SSNSFIHGAGHVDPNK 634.4193 1666.7880 20.5581 8423 2 833.8976 ‐2.7899
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1192.6109 AHPDWSPAAIK 704.9074 1192.5887 23.3483 29233 2 596.7980 ‐19.4431
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1418.7750 HPSVISVIPDQAR 494.3887 1418.7630 31.2259 23557 2 709.8851 ‐8.7453
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1442.6645 ENSGEPIEDLATGK 472.9502 1442.6642 30.4998 16475 2 721.8358 ‐0.3964
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1013.4912 HGAGHVDPNK 105.2039 1013.4862 21.6908 6287 1 1013.4862 ‐3.4328
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1176.5545 SSNSFIHGAGHV 108.5840 1176.5487 21.0932 5533 2 588.7780 ‐5.7066
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1194.5650 SSNSFIHGAGHV 67.9236 1194.5690 21.8634 3219 1 1194.5690 5.75
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 877.4163 GAGHVDPNK 242.2935 877.4174 22.0424 3152 1 877.4174 2.98
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 Carbamidomethyl+C(3)
NP_566473.2 Subtilase family protein Arabidopsis thaliana 342.9706 82501.5704 12 7.21 None 1401.7485 HPSVISVIPDQAR 114.1903 1401.7411 32.5953 2412 2 701.3742 ‐5.5354
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 1308.7158 LLTPVEEGPTPR 3074.9940 1308.7117 21.8197 23399 2 654.8595 ‐3.6209
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 950.5306 SVFASAAIGK 7289.8610 950.5316 22.2310 21052 2 475.7694 ‐0.2885
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 21397.6600 1634.7396 14.9722 15007 3 545.5847 0.2697
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 1897.8021 GGEMGDVWDDGVYENVR 11136.1100 1897.8026 28.6380 11328 2 949.4049 1.1816
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 1014.5578 GGAGLEVVQGK 15222.8300 1014.5581 18.3489 10876 2 507.7827 ‐0.9735
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 1195.5226 FGGEEETPSSR 7423.0600 1195.5235 14.2182 5768 2 598.2654 ‐0.0094
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 4135.0593 HIVIFGGEIAMDPLAHVGPG618.1859 4135.0033 23.0951 1059 3 1379.0059 ‐10.1864
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 2063.9345 APTNDRFDDLFFYGIDSA 2693.7310 2063.9326 37.4357 18199 2 1032.4699 0.3874
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 1551.7285 LDKFGGEEETPSSR 5798.9790 1551.7309 16.4964 7241 3 517.9151 0.6417
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 2852.3513 KTELGVEEFEIDADDYIVYVE999.4443 2852.3503 39.6699 1762 3 951.4550 0.9445
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 617.3617 ASAAIGK 137.3569 617.3603 24.4839 6433 1 617.3603 ‐2.4071
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 772.4563 LEVVQGK 100.3249 772.4595 19.5989 1886 1 772.4595 4.40
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1853.7780 51898.1216 13 33.62 None 996.5473 GGAGLEVVQGK 241.3747 996.5439 17.2126 1113 1 996.5439 ‐2.0476
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1469.7635 VYVGQGDSGVVYVK 1679.1470 1469.7642 22.3375 15145 2 735.3857 0.3591
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 2383.1915 QTLLGTEEFVVDPEDYITSVK4551.7330 2383.1802 37.3153 13167 2 1192.0937 ‐2.6477
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1839.9375 TSIPYGLEGGTEFVLEK 7115.3270 1839.9324 32.0789 12718 2 920.4698 ‐1.9932
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 6667.2960 1636.7706 25.6667 11805 2 818.8889 2.1054
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1359.7882 IFSVDAPAIVSLK 3547.7050 1359.7894 19.2215 11334 2 680.3983 0.4819
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 981.6091 LGVNVAPIAK 12220.9200 981.6097 22.6200 11236 2 491.3085 ‐0.7338
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 2869.1730 2503.2036 37.8550 10550 2 1252.1054 ‐1.2111
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1647.9720 LFGSPIEIVTALIFK 958.0207 1647.9650 25.6957 8657 2 824.4862 ‐3.9112
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1753.7664 GGEEWDDGGAYENVKK 3912.8450 1753.7690 19.8143 6576 3 585.2612 0.9486
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1051.5419 QGDSGVVYVK 146.2852 1051.5485 19.5699 4321 2 526.2779 5.18
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 1455.7002 QTLLGTEEFEIDP 532.9497 1455.7006 37.9669 794 2 728.3539 0.1318
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 2041.4670 48553.5822 12 31.26 None 868.5251 GVNVAPIAK 269.0580 868.5256 22.6147 794 1 868.5256 1.32
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis th 1161.2580 17946.8115 5 25.77 None 1961.0338 YALKPDAETLDIVNTAAR 9234.0180 1961.0336 27.8398 18241 3 654.3494 ‐0.3044
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis th 1161.2580 17946.8115 5 25.77 None 1243.6793 ALSWAIDNVVR 2097.5220 1243.6802 18.5208 10782 2 622.3438 0.0492
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis th 1161.2580 17946.8115 5 25.77 Carbamidomethyl+C(11) 1453.7104 RIGVAVDFSDCSK 775.8384 1453.7181 23.9169 9943 2 727.3627 5.1058
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis th 1161.2580 17946.8115 5 25.77 None 1225.6688 ALSWAIDNVVR 249.6077 1225.6634 17.9295 3438 2 613.3353 ‐5.1447
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis th 350.2853 17946.8115 5 25.77 Carbamidomethyl+C(2) 1929.9885 ICAAAEQIPLSSLVMGNR 3172.0280 1929.9893 19.6556 12185 2 965.4983 1.90
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 2492.2721 LVSAAVEQLNTLPFYHSFWN2545.6830 2492.2629 21.4261 16666 3 831.4258 ‐3.0107
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 2919.4591 ALSSAYMPIGAILMSQEVAD1446.7620 2919.4551 23.4177 14861 3 973.8232 0.0466
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 3045.5278 EGPETIGAFIAEPVMGAGGV1492.3220 3045.5193 22.4605 13877 3 1015.8446 ‐1.1946
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1678.7707 FHLPGETEEEFSTR 17906.4600 1678.7774 25.7919 13253 3 560.2640 3.48
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1165.6286 VLLEMFTANK 6039.1960 1165.6322 18.5957 10771 2 583.3197 2.22
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 957.5615 NLEDLIIK 5102.7260 957.5600 29.1274 10727 2 479.2836 ‐3.0062
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1463.7740 GTGLILGTEFVDNK 2577.6020 1463.7738 29.8801 9687 2 732.3905 ‐0.2844
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1448.6540 SEGSYVYDDTGKK 12398.6700 1448.6562 14.7729 7767 3 483.5569 0.5395
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 931.5393 MVVINSLR 695.3446 931.5344 15.7768 2791 2 466.2708 ‐6.7670
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1050.5691 TTQVHLHSK 267.4682 1050.5462 21.8218 2299 1 1050.5462 ‐20.2144
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1032.5585 TTQVHLHSK 98.3903 1032.5620 20.8683 8750 2 516.7847 2.60
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 1380.7180 55586.7645 12 28.97 None 1660.7602 FHLPGETEEEFSTR 455.0756 1660.7558 24.4199 804 3 554.2568 ‐3.2893
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1370.8154 LIPVTLGQVFQR 2175.8350 1370.8114 19.3119 36578 2 685.9093 ‐3.3364
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1057.6364 LLSVVSGLNR 2899.0680 1057.6368 16.4674 30495 2 529.3221 ‐0.7322
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1130.5840 LLYSSAFSSR 17168.3600 1130.5832 15.7802 29627 2 565.7952 ‐1.7062
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 2903.3152 LPDSFRPSSNPGTGDFEVTY 10304.2300 2903.3158 29.9937 29038 3 968.4435 1.25
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1173.6110 GLVASVDDLER 32099.9000 1173.6112 25.4488 25226 2 587.3092 ‐0.6596
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1254.6913 SLGGSRPGLPTGR 722.9675 1254.6896 17.9776 11911 2 627.8484 ‐1.9943
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1641.8595 TSGNLSQIPPFDIPR 2700.3600 1641.8585 16.7460 9302 2 821.4329 ‐0.3258
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1787.8545 ELETAGGPVDLTDDLDK 6299.5040 1787.8546 28.0807 4938 2 894.4309 0.6790
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 825.4577 SLGGSRPGL 77.0726 825.4598 17.0005 7849 1 825.4598 3.1778
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 741.3526 SSAFSSR 1210.4770 741.3491 15.7789 1726 1 741.3491 ‐4.3412
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1017.5000 LYSSAFSSR 1893.4150 1017.4997 15.7753 1113 1 1017.4997 1.59
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1352.8049 LIPVTLGQVFQR 411.9160 1352.8064 19.2970 38705 2 676.9069 0.7424
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 3537.9880 30511.6266 16 40.14 None 1624.8329 TSGNLSQIPPFDIPR 321.9273 1624.8406 16.3082 1914 3 542.2851 4.0017



NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1276.5900 30511.6266 16 40.14 None 2903.3152 LPDSFRPSSNPGTGDFEVTY 13133.8300 2903.3158 29.9937 29038 3 968.4435 0.9746
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1276.5900 30511.6266 16 40.14 None 1254.6913 SLGGSRPGLPTGR 1085.7890 1254.6896 17.9776 11911 2 627.8484 ‐1.9036
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 1276.5900 30511.6266 16 40.14 None 2357.1718 AEVAAKELETAGGPVDLTDD302.4699 2357.1575 38.3683 858 3 786.3907 ‐5.9619
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 740.3396 MTGFER 1024.9080 740.3394 17.7382 447453 1 740.3394 0.0118
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1633.8319 FADLIEENIEELAK 13856.2400 1633.8295 36.1629 18968 2 817.4184 ‐1.2089
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1060.5633 NEGATLLTGGK 1254.1750 1060.5648 19.0922 8474 2 530.7860 0.2569
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1460.7631 SPLLIFNDADIDK 1272.7790 1460.7639 32.2739 7870 2 730.8856 0.3486
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1318.6539 YADIPATAGHFR 3058.4350 1318.6544 21.2937 7240 3 440.2230 ‐0.8197
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 2430.2890 EPIGVVGNIIPWNFPSIMFAT866.3772 2430.2847 24.7710 2572 3 810.7664 ‐1.1699
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 Carbamidomethyl+C(8)
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 2470.2420 NGEVIATIAEGDKEDVDLAV701.9056 2470.2425 33.6301 2108 3 824.0857 0.8514
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 3013.4935 EAGIPDGVLNIVTGFGSTAG 679.9266 3013.5817 29.4412 1233 4 754.1509 29.5865
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 2219.0364 DWTVGDPFDSTARQGPQV 1773.9480 2219.0340 28.1107 4485 3 740.3495 ‐0.8224
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 Carbamidomethyl+C(9)
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 Carbamidomethyl+C(9) 1736.8677 AADLALLGCFYNKGEI 285.5077 1736.8784 22.6689 1217 3 579.6310 5.27
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 Carbamidomethyl+C(3) 1072.4768 LDCPYGGYK 343.8515 1072.4746 22.7049 1214 1 1072.4746 ‐0.3995
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1187.6154 IEENIEELAK 183.5712 1187.6215 34.5152 910 2 594.3144 4.60
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 722.3290 MTGFER 71.0966 722.3247 17.7355 5885 1 722.3247 ‐5.7863
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1300.6433 YADIPATAGHFR 188.3169 1300.6442 19.8987 3513 1 1300.6442 3.58
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 673.6222 54816.6212 28 23.95 None 1043.5368 NEGATLLTGGK 162.7841 1043.5298 20.2959 1114 1 1043.5298 ‐5.0992
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 740.3396 MTGFER 1636.4800 740.3394 17.7382 447453 1 740.3394 0.1827
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1633.8319 FADLIEENIEELAK 12575.3900 1633.8295 36.1629 18968 2 817.4184 ‐1.2251
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1060.5633 NEGATLLTGGK 1426.0050 1060.5648 19.0922 8474 2 530.7860 0.4023
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1460.7631 SPLLIFNDADIDK 1159.7260 1460.7639 32.2739 7870 2 730.8856 0.3812
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1318.6539 YADIPATAGHFR 6131.0380 1318.6544 21.2937 7240 3 440.2230 ‐0.7275
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1665.7867 AKDWTVGDPFDSTAR 1109.9380 1665.7887 26.2404 3678 3 555.9344 0.4782
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1584.7210 ESGMDALDNYLQTK 189.3712 1584.6834 31.2524 8608 3 528.8993 ‐24.5762
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 2219.0364 DWTVGDPFDSTARQGPQV 1275.5110 2219.0340 28.1107 4485 3 740.3495 ‐1.1223
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1187.6154 IEENIEELAK 163.2792 1187.6215 34.5152 910 2 594.3144 4.56
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 722.3290 MTGFER 75.1473 722.3247 17.7355 5885 1 722.3247 ‐5.6155
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 617.7835 54816.6212 28 23.95 None 1043.5368 NEGATLLTGGK 180.2081 1043.5298 20.2959 1114 1 1043.5298 ‐4.9255
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 969.6091 ALLDVGLIR 4908.0730 969.6154 18.6933 10474 2 485.3113 5.0727
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 1366.6737 GVEAESIEELYK 2791.8030 1366.6778 26.5805 8809 2 683.8425 2.25
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 1698.9636 DIVAQIVSASIAGDIVK 1577.3640 1698.9653 22.4230 5730 2 849.9863 1.75
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 3065.2510 MLEMDDEYEGNVEATGED 2683.5220 3065.2509 30.0585 2430 3 1022.4218 1.30
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 1029.5099 LLGEDEPEK 296.8010 1029.4868 20.7573 6706 2 515.2471 ‐23.5809
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 596.7302 34415.0444 9 25.58 None 1288.7120 VHAAIRADPNPK 2853.4260 1288.7088 23.7360 22286 2 644.8580 ‐3.0748
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 193.2715 34415.0444 9 25.58 None 969.6091 ALLDVGLIR 4612.8570 969.6154 18.6933 10474 2 485.3113 4.68
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 193.2715 34415.0444 9 25.58 None 1698.9636 DIVAQIVSASIAGDIVK 979.9413 1698.9653 22.4230 5730 2 849.9863 1.77
NP_566767.1 60S ribosomal protein L5 1 Arabidopsis thaliana 193.2715 34415.0444 9 25.58 None 785.4880 LDVGLIR 1248.5990 785.4888 18.6967 1445 1 785.4888 1.34
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1089.6303 LQQLVYPTK 7722.5240 1089.6297 21.0669 33636 2 545.3185 ‐1.5558
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1706.8596 VQELSVYEINELDR 18590.2300 1706.8575 29.4075 26708 2 853.9324 ‐0.7275
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1364.6692 ALEPSGVISNYTN 2264.2370 1364.6705 25.8597 18053 2 682.8389 0.5421
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 2869.5193 GLANDLPLELTGTPVPPSKD 2681.6480 2869.5172 31.9981 13195 3 957.1772 0.5559
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1971.0044 NAFSLMFGLGDLVPFTNK 3399.5190 1970.9974 24.6029 10595 2 986.0023 ‐2.4942
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1919.0484 GLANDLPLELTGTPVPPSK 10228.8100 1919.0445 32.4684 10492 2 960.0259 ‐1.0759
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1307.6994 FGLGDLVPFTNK 4729.9650 1307.7001 20.7941 9747 2 654.3537 ‐0.0194
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 959.5197 QQLVYPTK 109.7149 959.5177 22.1810 29678 2 480.2625 ‐3.3811
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 607.3450 VYPTK 138.5782 607.3439 20.5958 7529 1 607.3439 ‐2.1175
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1785.9244 FSLMFGLGDLVPFTNK 504.4712 1785.9258 24.7723 1782 3 595.9801 0.2894
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1901.0379 GLANDLPLELTGTPVPPSK 427.1511 1901.0417 32.0839 3386 2 951.0245 2.32
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2950.9310 27749.3466 21 34.39 None 1072.6037 LQQLVYPTK 75.5036 1072.6101 18.9837 1745 2 536.8087 4.60
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 1089.6303 LQQLVYPTK 21063.0000 1089.6297 21.0669 33636 2 545.3185 ‐1.4186
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 1706.8596 VQELSVYEINELDR 12803.0400 1706.8575 29.4075 26708 2 853.9324 ‐0.7643
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 1364.6692 ALEPSGVISNYTN 2371.8550 1364.6705 25.8597 18053 2 682.8389 0.6018
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 2869.5193 GLANDLPLELTGTPVPPSKD 1772.3660 2869.5172 31.9981 13195 3 957.1772 ‐0.0272
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 1919.0484 GLANDLPLELTGTPVPPSK 12941.9700 1919.0445 32.4684 10492 2 960.0259 ‐1.1725
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 2441.1256 SFQNLGISSNGSDFSYPSSFT397.9570 2441.1479 27.0076 14740 4 611.0424 7.08
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 2315.1401 DIEPAPEAKALEPSGVISNYT 265.4815 2315.1537 31.9342 1869 3 772.3894 5.58
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 959.5197 QQLVYPTK 180.9462 959.5177 22.1810 29678 2 480.2625 ‐3.2073
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2783.8750 27749.3466 21 34.39 None 607.3450 VYPTK 248.3269 607.3439 20.5958 7529 1 607.3439 ‐1.9478
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1384.7795 AAALNIVPTSTGAAK 115419.3000 1384.7786 23.1755 437570 2 692.8930 ‐0.9241
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 202995.8000 1833.9038 35.3319 172400 2 917.4555 0.0278
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1037.6717 AVALVLPNLK 27952.9900 1037.6735 18.3210 131326 2 519.3404 0.4860
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1555.6805 GTMTTTHSYTGDQR 108835.0000 1555.6800 13.3583 126119 3 519.2315 ‐1.1874
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 2585.2617 YDSTLGIFDADVKPSGETAIS19934.0800 2585.2599 30.7809 124116 3 862.4248 0.1279
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1254.6113 TFAEEVNAAFR 21491.7400 1254.6098 28.6084 122922 2 627.8085 ‐1.8842
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1780.0215 VPTPNVSVVDLVVQVSK 44022.3600 1780.0203 20.8069 113462 2 890.5138 ‐0.0343
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1627.8537 DSPLDIIAINDTGGVK 158154.2000 1627.8528 32.7291 111393 2 814.4301 ‐0.2969
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1456.7795 VVDLADIVANNWK 136221.6000 1456.7792 20.5315 109195 2 728.8933 ‐0.3000
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1786.8184 VIAWYDNEWGYSQR 38498.6600 1786.8179 18.3937 70658 2 893.9126 0.4161
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 954.5407 NPSLLPWK 37024.1800 954.5398 17.6514 64975 2 477.7735 ‐2.3390
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1908.1164 VPTPNVSVVDLVVQVSKK 5240.6920 1908.1171 19.8593 36332 3 636.7106 0.0905
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(27)



NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1755.9487 KDSPLDIIAINDTGGVK 4660.8680 1755.9510 29.5906 20826 3 585.9885 0.8056
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 798.5084 VIITAPGK 31327.8100 798.5089 17.6092 17866 2 399.7581 ‐1.0937
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 919.4731 DSAEKELK 1755.2010 919.4732 21.5829 14871 1 919.4732 1.1517
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDM4361.0260 2440.0300 38.3753 13807 2 1220.5187 ‐1.3053
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 928.5574 IIQVVSNR 15596.0100 928.5584 12.87 5464 2 464.7828 ‐0.3782
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 464.2616 AAFR 357.9066 464.2616 31.0497 34098 1 464.2616 ‐0.7487
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1397.6114 MTTTHSYTGDQR 34362.0100 1397.6120 13.3588 9190 2 699.3096 0.1011
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 586.3559 ITAPGK 12548.4900 586.3554 17.6063 7313 1 586.3554 ‐1.1153
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1266.5709 TTTHSYTGDQR 21643.4600 1266.5719 13.3601 6634 2 633.7896 0.1460
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 959.4945 DIVANNWK 4444.3010 959.4939 20.5684 6319 1 959.4939 0.5899
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 683.4450 VLPNLK 766.9099 683.4461 18.3221 5322 1 683.4461 1.60
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 635.3359 TSTGAAK 104.1719 635.3380 20.8689 5173 1 635.3380 3.1543
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 935.4581 EEVNAAFR 543.3397 935.4610 28.6084 4846 1 935.4610 4.1892
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 393.2245 AFR 48.7758 393.2252 31.0510 3428 1 393.2252 0.7710
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 796.5291 LVLPNLK 883.2238 796.5292 18.3224 3373 1 796.5292 0.6283
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 277.2516 1336.6228 35.3565 2477 1 1336.6228 4.45
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 826.3690 SYTGDQR 1916.4510 826.3696 13.3518 1793 1 826.3696 1.76
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1100.6310 IIAINDTGGVK 200.0917 1100.6263 31.5503 1360 2 550.8168 ‐5.3109
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 743.4450 SLLPWK 121.6088 743.4468 17.6468 1331 1 743.4468 2.28
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 732.3886 PTSTGAAK 153.0604 732.3871 25.2405 1248 1 732.3871 ‐1.8340
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 201.6015 1112.5232 36.9946 1197 1 1112.5232 ‐3.5722
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 900.5877 LVVQVSKK 118.3379 900.5940 19.2493 999 2 450.8006 5.64
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 702.3893 QVVSNR 4613.4690 702.3902 12.74 942 1 702.3902 1.19
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1160.5794 PSGETAISVDGK 267.8976 1160.5873 32.4164 931 2 580.7973 5.58
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 630.3047 1397.6908 33.6471 823 2 699.3490 ‐5.5425
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 807.4247 DSPLDIIA 229.6048 807.4238 30.1057 770 2 404.2156 ‐2.7926
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 None 1762.0109 VPTPNVSVVDLVVQVSK 720.0226 1762.0110 20.8480 2171 2 881.5092 0.6593
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 42852.6600 42774.7277 87 61.62 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1384.7795 AAALNIVPTSTGAAK 181141.2000 1384.7786 23.1755 437570 2 692.8930 ‐0.8700
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 250488.3000 1833.9038 35.3319 172400 2 917.4555 ‐0.0448
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 2585.2617 YDSTLGIFDADVKPSGETAIS16054.2000 2585.2599 30.7784 123216 3 862.4248 ‐0.3329
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1254.6113 TFAEEVNAAFR 19788.2300 1254.6098 28.6084 122922 2 627.8085 ‐1.7935
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1627.8537 DSPLDIIAINDTGGVK 137557.8000 1627.8528 32.7291 111393 2 814.4301 ‐0.3114
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1755.9487 KDSPLDIIAINDTGGVK 4231.0000 1755.9510 29.5906 20826 3 585.9885 0.7073
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 798.5084 VIITAPGK 58212.2000 798.5089 17.6092 17866 2 399.7581 ‐0.8745
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDM4790.1420 2440.0300 38.3753 13807 2 1220.5187 ‐1.5487
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 2640.2610 LSSDEFVSIVSFQTSAMGSSG421.4548 2640.2244 34.5522 2672 3 880.7463 ‐13.4266
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1456.7795 VVDLADIVANNWK 418.9002 1456.7942 36.4635 970 3 486.2696 9.1331
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1835.9021 FDADVKPSGETAISVDGK 1442.6470 1835.9024 32.6074 35428 3 612.6390 ‐0.3739
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 464.2616 AAFR 223.6541 464.2616 31.0497 34098 1 464.2616 ‐0.5804
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 732.3886 PTSTGAAK 5755.7170 732.3918 23.1942 15082 1 732.3918 4.33
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1058.5840 NIVPTSTGAAK 3012.2920 1058.5811 23.1792 8158 1 1058.5811 ‐0.9469
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 944.5411 IVPTSTGAAK 1444.5840 944.5417 23.1734 3337 1 944.5417 1.92
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 Carbamidomethyl+C(6) 1112.5293 GILDVCDEPL 630.7655 1112.5256 35.8460 2185 1 1112.5256 ‐1.2620
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 874.4629 AINDTGGVK 236.2331 874.4594 29.6269 2027 1 874.4594 ‐2.9222
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 1481.7482 DSPLDIIAINDTGGV 170.2009 1481.7566 35.8472 2018 2 741.3819 5.01
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 754.3842 SSGGYRK 65.7841 754.3876 35.9734 1695 1 754.3876 4.68
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 778.3618 LSSDEFV 158.5672 778.3620 33.5159 1124 1 778.3620 0.9482
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 Carbamidomethyl+C(6) 1397.6981 GILDVCDEPLVSV 667.9714 1397.6908 33.6471 823 2 699.3490 ‐5.4921
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 30139.9100 42774.7277 87 61.62 None 807.4247 DSPLDIIA 239.6410 807.4238 30.1057 770 2 404.2156 ‐2.5758
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1037.6717 AVALVLPNLK 34583.7000 1037.6735 18.3210 131326 2 519.3404 0.2137
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1780.0215 VPTPNVSVVDLVVQVSK 24830.5300 1780.0203 20.8069 113462 2 890.5138 0.1676
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1456.7795 VVDLADIVANNWK 109925.6000 1456.7792 20.5315 109195 2 728.8933 ‐0.3046
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1786.8184 VIAWYDNEWGYSQR 40100.4100 1786.8179 18.3937 70658 2 893.9126 0.6224
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 954.5407 NPSLLPWK 20734.6400 954.5398 17.6514 64975 2 477.7735 ‐2.6645
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1908.1164 VPTPNVSVVDLVVQVSKK 2677.1040 1908.1171 19.8593 36332 3 636.7106 0.2268
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1384.7795 AAALNIVPTSTGAAK 19260.3500 1384.7803 15.3957 14469 2 692.8938 0.2665
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 928.5574 IIQVVSNR 8570.5630 928.5584 12.87 5464 2 464.7828 ‐0.7203
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 2640.2610 LSSDEFVSIVSFQTSAMGSSG973.3314 2640.2597 21.5822 796 3 880.7581 1.0094
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1784.8450 TFAEEVNAAFRDSAEK 911.1221 1784.8876 16.6120 12571 3 595.6341 23.4802
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 307.0020 1833.8683 24.0308 2423 2 917.4378 ‐19.1018
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1864.0803 IIQVVSNRNPSLLPWK 1027.6750 1864.0789 18.0979 9845 3 622.0312 ‐0.9798
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 731.3835 VANNWK 2251.5570 731.3867 20.5267 5783 1 731.3867 4.09
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 683.4450 VLPNLK 1169.0470 683.4461 18.3221 5322 1 683.4461 1.00
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 796.5291 LVLPNLK 1383.9210 796.5292 18.3224 3373 1 796.5292 0.5253
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 743.4450 SLLPWK 81.1091 743.4468 17.6468 1331 1 743.4468 2.37
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1189.5960 VNAAFRDSAEK 221.2199 1189.5923 16.8556 1176 2 595.2998 ‐4.1198
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 900.5877 LVVQVSKK 89.2304 900.5940 19.2493 999 2 450.8006 5.1564
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 702.3893 QVVSNR 3442.0140 702.3902 12.74 942 1 702.3902 1.81
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 None 1762.0109 VPTPNVSVVDLVVQVSK 620.1276 1762.0110 20.8480 2171 2 881.5092 0.8498
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 11891.3800 42774.7277 87 61.62 Carbamidomethyl+C(27)



NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 2736.3323 AVEPVESSSEPATVDSSAVPV1513.6740 2736.3120 22.2632 6978 2 1368.6596 ‐4.4524
NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 1667.7793 LEITDSMEASSSAQAK 849.8823 1667.7816 28.2875 2553 2 834.3944 1.56
NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 3168.5313 QIKDFSQDFYSAGFVPGAIVY923.3644 3168.5285 18.6894 1392 4 792.8876 ‐0.2472
NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 2254.0690 LEITDSMEASSSAQAKIADM1075.9430 2254.0522 33.1083 2722 2 1127.5297 ‐5.6505
NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 1266.5848 AVEPVESSSEPAT 475.6330 1266.5852 19.9703 4803 2 633.7962 ‐0.3648
NP_566815.1 plant UBX domain containing protein 1 Arabidopsis thaliana 313.9755 28502.1538 6 27.89 None 2236.0584 LEITDSMEASSSAQAKIADM318.6122 2236.0424 33.9340 882 2 1118.5248 ‐5.4034
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 2596.2811 ILTGLTDSQLENLDMIEGSEY14025.2800 2596.2730 34.8822 60507 2 1298.6401 ‐0.4796
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 1320.6893 TVEVVLTDTSEK 52992.4500 1320.6898 21.9458 16965 2 660.8485 ‐0.1047
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 1576.8792 KTVEVVLTDTSEKK 7846.9360 1576.8796 17.7935 20461 3 526.2980 ‐0.5908
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 1448.7843 KTVEVVLTDTSEK 6829.0090 1448.7857 19.8435 11072 3 483.6001 ‐0.0519
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 1198.5409 DMIEGSEYVR 329.7455 1198.5335 36.6541 4030 1 1198.5335 ‐3.9325
NP_566840.1 AIG2 like protein Arabidopsis thaliana 5671.5440 19578.9721 6 21.89 None 1649.7839 LENLDMIEGSEYVR 467.7422 1649.7824 35.1944 1487 2 825.3948 ‐0.6262
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2198.1452 ALGEAQDDILQFDAPVLINR 22983.3900 2198.1403 35.8346 35739 2 1099.5738 ‐0.5442
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2356.0537 MPTEDPTDEALKEFYESPEK 33518.1200 2356.0577 29.2107 34979 3 786.0241 2.1818
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1094.5477 ITVEDYAQR 13989.9500 1094.5485 19.4136 21236 2 547.7779 ‐0.2809
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1487.8104 SYLPSQTPEPLKK 8545.4520 1487.8097 21.3152 21115 3 496.6081 ‐1.4285
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1087.5207 YGGEFYVPR 4769.2670 1087.5216 23.6920 19601 2 544.2645 ‐0.2060
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 3745.7769 IYDYDVYNDVGDPDNDPELA3173.0060 3745.7763 31.7781 17718 4 937.1995 1.19
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2275.2009 LTIPDYPFANDGLILWDAIK 1129.8710 2275.1884 24.0786 17680 2 1138.0978 ‐3.6488
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1599.8741 AIQNLFEEGIQLPK 6008.3200 1599.8746 20.0119 17596 2 800.4409 0.4952
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1334.6951 LQYLEGVIDER 3173.5680 1334.6998 27.7105 16812 2 667.8535 3.0971
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 3075.6918 AVLAALPSIFPQIESVLLSPQE4852.7090 3075.6805 25.2577 16652 3 1025.8984 ‐2.0038
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1962.0735 LFVLDYHDLLLPYVNK 3441.1580 1962.0688 22.0570 16008 3 654.6944 ‐2.5933
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 9250.7040 1616.7869 20.4750 13752 3 539.6005 0.4507
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1072.6612 SLLVELISAK 5886.0010 1072.6612 19.9598 12425 2 536.8342 ‐1.1146
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 987.5106 GLDDIADIR 7711.2420 987.5107 25.4059 12101 2 494.2590 ‐1.1094
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1077.5245 GNMTVDEALK 7746.0830 1077.5249 20.2763 10822 2 539.2661 ‐0.7051
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1039.5095 EWVTDYVK 3543.6140 1039.5064 24.6752 10479 1 1039.5064 ‐1.4204
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1064.6463 DAGLLPLLPR 8272.0910 1064.6468 19.9452 9869 2 532.8271 ‐0.5585
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2881.2951 HYYPDEELITSDEELQGWWS10198.9700 2881.2941 37.4201 9664 3 961.1029 0.9719
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1202.6012 ANIEQEGNTVK 469.5031 1202.6055 25.8009 4220 2 601.8064 2.32
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1046.5364 EELETLQGK 2880.3550 1046.5361 17.7708 3553 2 523.7717 ‐1.4862
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1999.9760 GYITAQEEFLEGITWSR 558.5319 1999.9789 35.7806 1905 2 1000.4931 2.54
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 Carbamidomethyl+C(10) 1849.9153 LPGGSITFTCESWVAPK 756.2614 1849.9137 33.4826 1180 2 925.4605 ‐0.0786
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1345.6998 FDQEGLPADLIK 3367.4330 1345.6793 22.0904 14618 2 673.3433 ‐15.6876
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1208.5906 NREEVGEFTK 429.0250 1208.5647 21.8807 5461 2 604.7860 ‐22.2007
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1281.6434 ELNNTTLYASR 515.2115 1281.6400 23.8227 4939 2 641.3236 ‐3.2323
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK175.7118 2257.0483 39.9781 1075 2 1129.0278 ‐9.8897
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1511.7449 GLAEEDKTAEHGVR 8192.2010 1511.7465 14.1688 6976 3 504.5870 0.1561
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1716.8875 VTASRANIEQEGNTVK 342.4899 1716.8988 21.2916 1899 2 858.9530 7.0703
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1493.7958 YRKEELETLQGK 745.3190 1493.7941 19.4157 1012 3 498.6029 ‐2.0814
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 Carbamidomethyl+C(12) 3143.4013 VWAEAPDEKYECEFEMPED1362.6500 3143.3734 33.9928 946 2 1572.1904 ‐4.9079
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2120.0295 ITVEDYAQRVWAEAPDEK 1330.0870 2120.0349 32.8193 935 2 1060.5211 4.0267
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 924.4574 GGEFYVPR 90.8082 924.4618 20.9659 3900 1 924.4618 5.73
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 2127.9605 TEDPTDEALKEFYESPEK 239.4270 2127.9502 30.8522 2683 2 1064.4788 ‐3.3169
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1022.4901 NNTTLYASR 72.3756 1022.4924 25.2066 1879 1 1022.4924 3.23
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1124.6310 PSQTPEPLKK 554.9448 1124.6356 21.3248 1758 2 562.8215 3.1532
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1602.8526 LDYHDLLLPYVNK 308.7469 1602.8581 22.0050 1417 2 801.9327 3.88
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 771.4247 LETLQGK 183.8942 771.4250 17.7664 1412 1 771.4250 0.7803
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 620.3402 PYVNK 164.5885 620.3414 21.8581 1370 1 620.3414 1.70
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 759.4611 VELISAK 216.5967 759.4628 21.0571 1285 1 759.4628 2.75
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1027.5782 SQTPEPLKK 104.3901 1027.5827 20.1450 1257 1 1027.5827 5.77
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1184.5906 ANIEQEGNTVK 211.4070 1184.5886 26.3336 2451 2 592.7979 ‐2.4882
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1021.4989 EWVTDYVK 118.5890 1021.4947 24.0345 2001 2 511.2510 ‐5.3937
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1190.5800 NREEVGEFTK 131.8869 1190.5759 20.5955 953 2 595.7916 ‐4.2261
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1493.7343 GLAEEDKTAEHGVR 264.9356 1493.7419 15.5305 774 2 747.3746 5.0249
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2941.1200 102616.0055 85 46.09 None 1476.7693 YRKEELETLQGK 238.5703 1476.7669 19.6907 2851 3 492.9271 ‐2.6225
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 2198.1452 ALGEAQDDILQFDAPVLINR 12125.0900 2198.1403 35.8346 35739 2 1099.5738 ‐0.7194
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1094.5477 ITVEDYAQR 18310.6200 1094.5485 19.4136 21236 2 547.7779 ‐0.1451
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1487.8104 SYLPSQTPEPLKK 12070.3900 1487.8097 21.3152 21115 3 496.6081 ‐1.4099
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1087.5207 YGGEFYVPR 4562.4290 1087.5216 23.6920 19601 2 544.2645 ‐0.0683
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 3745.7769 IYDYDVYNDVGDPDNDPELA4549.8180 3745.7763 31.7781 17718 4 937.1995 0.3719
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1334.6951 LQYLEGVIDER 5731.7350 1334.6998 27.7105 16812 2 667.8535 3.1652
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 10569.8000 1616.7869 20.4750 13752 3 539.6005 0.4131
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1039.5095 EWVTDYVK 3400.8750 1039.5064 24.6752 10479 1 1039.5064 ‐1.2466
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 2881.2951 HYYPDEELITSDEELQGWWS8562.0390 2881.2941 37.4201 9664 3 961.1029 0.3837
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1999.9760 GYITAQEEFLEGITWSR 1606.6940 1999.9789 35.7806 1905 2 1000.4931 2.60
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 Carbamidomethyl+C(10) 1849.9153 LPGGSITFTCESWVAPK 1744.7970 1849.9137 33.4826 1180 2 925.4605 ‐0.1556
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1208.5906 NREEVGEFTK 88.2117 1208.5647 21.8807 5461 2 604.7860 ‐22.0971
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1281.6434 ELNNTTLYASR 483.7864 1281.6400 23.8227 4939 2 641.3236 ‐3.1492
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1599.8741 AIQNLFEEGIQLPK 326.7456 1599.9050 29.8190 1316 2 800.4561 19.5279
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK401.4702 2257.0483 39.9781 1075 2 1129.0278 ‐10.0815
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 Carbamidomethyl+C(12) 3143.4013 VWAEAPDEKYECEFEMPED726.8633 3143.3734 33.9928 946 2 1572.1904 ‐5.3494
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 2120.0295 ITVEDYAQRVWAEAPDEK 856.3732 2120.0349 32.8193 935 2 1060.5211 3.35



NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 628.3049 NREEV 33.0138 628.3022 21.9255 2772 1 628.3022 ‐4.2603
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1022.4901 NNTTLYASR 65.1702 1022.4924 25.2066 1879 1 1022.4924 3.59
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 1124.6310 PSQTPEPLKK 550.2980 1124.6356 21.3248 1758 2 562.8215 3.05
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1412.9020 102616.0055 85 46.09 None 981.4636 TVEDYAQR 482.3318 981.4610 19.4097 1515 1 981.4610 ‐1.1433
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 2275.2009 LTIPDYPFANDGLILWDAIK 1225.7970 2275.1884 24.0786 17680 2 1138.0978 ‐3.1304
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1599.8741 AIQNLFEEGIQLPK 8426.6320 1599.8746 20.0119 17596 2 800.4409 0.5821
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 3075.6918 AVLAALPSIFPQIESVLLSPQE9542.7010 3075.6805 25.2577 16652 3 1025.8984 ‐1.1814
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1962.0735 LFVLDYHDLLLPYVNK 1325.8730 1962.0688 22.0570 16008 3 654.6944 ‐2.4253
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1072.6612 SLLVELISAK 3197.0420 1072.6612 19.9598 12425 2 536.8342 ‐1.3646
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 2478.2585 YELLKPTSEHGVTGMGVPYS1226.6950 2478.2608 19.4258 10309 3 826.7585 2.0819
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1064.6463 DAGLLPLLPR 5029.9120 1064.6468 19.9452 9869 2 532.8271 ‐0.8136
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1359.7155 SYLPSQTPEPLK 73.8834 1359.7446 17.3698 9057 2 680.3759 20.9593
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 Carbamidomethyl+C(20) 3500.8247 TLFFLSDDSTLRPVAIELTCPP1496.7340 3500.8172 21.3240 3450 4 875.9598 ‐0.2310
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 2198.1452 ALGEAQDDILQFDAPVLINR 364.4591 2198.1026 21.5501 3401 2 1099.5549 ‐17.2369
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 Carbamidomethyl+C(15) 2190.1125 ARQSLVNGGGIIETCFWPGK275.2157 2190.0904 17.1772 8681 2 1095.5489 ‐7.9640
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 Carbamidomethyl+C(15) 3003.5496 GVELKLPGGSITFTCESWVA 385.0797 3003.5574 24.1843 2719 3 1001.8573 4.51
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 3181.5913 GYITAQEEFLEGITWSRGLDD749.0942 3181.5751 21.9653 2444 3 1061.1965 ‐2.3911
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 2120.0295 ITVEDYAQRVWAEAPDEK 380.5756 2120.0276 19.8526 1150 2 1060.5174 0.9824
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1437.7373 YELLKPTSEHGVT 344.6337 1437.7391 20.1071 7476 2 719.3732 1.0933
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1602.8526 LDYHDLLLPYVNK 204.3910 1602.8581 22.0050 1417 2 801.9327 3.76
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 866.4479 ARQSLVNGG 96.9242 866.4470 16.5817 1158 1 866.4470 ‐0.2862
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 Carbamidomethyl+C(11) 2605.3331 KLPGGSITFTCESWVAPKSV 219.6708 2605.3241 23.7457 1029 3 869.1129 ‐2.0155
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 663.4595 102616.0055 85 46.09 None 1342.6889 SYLPSQTPEPLK 133.1510 1342.6893 17.8719 3889 2 671.8483 ‐0.2351
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1353.7121 AGVPDLGAAQDLAR 12392.0700 1353.7113 25.7200 14239 2 677.3593 ‐1.0098
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 942.5731 IAQTLLQR 2703.5520 942.5735 18.9764 12874 2 471.7904 ‐0.9782
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1253.5896 TSLTEDFSPEK 2383.0240 1253.5882 22.8265 11976 2 627.2977 ‐1.7558
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1460.6863 EAEAASLAEDAQQK 4478.2880 1460.6890 18.7040 8121 2 730.8481 1.78
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 2897.4527 VVEVSTDPSAPSRPVDELFSV3247.2920 2897.4493 33.8716 6339 3 966.4879 0.1708
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1405.7322 ADAVGVTVDGLFNK 1261.6150 1405.7287 19.4060 3038 3 469.2478 ‐3.5532
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1917.9400 LSEKEAEAASLAEDAQQK 610.8275 1917.9294 37.1489 2747 2 959.4683 ‐4.5593
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1985.0814 SLIPVVTNPSTGLVFGNNR 954.3099 1985.0810 19.7963 5113 2 993.0442 0.9260
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1060.5269 ASLAEDAQQK 169.7736 1060.5266 17.1107 853 2 530.7669 ‐1.4531
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 1388.7056 ADAVGVTVDGLFNK 460.0270 1388.7072 19.8925 1921 1 1388.7072 4.1492
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 820.5745 54358.3678 11 21.76 None 925.5465 IAQTLLQR 201.2932 925.5474 20.1445 1656 2 463.2773 ‐0.5637
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 3236.6209 VNITEKPIASSPDLSVLQSED 4980.7020 3236.6105 32.4114 19718 3 1079.5417 ‐1.3142
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 1239.5926 EMLENLFSEK 5092.8780 1239.5946 30.5266 13812 2 620.3010 0.9872
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 1668.8513 TVTKEMLENLFSEK 639.6118 1668.8596 32.0428 1482 2 834.9334 5.74
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 3179.5967 SSRTRFIPYAVTETEEKPAAL 880.7400 3179.6011 19.1562 9821 4 795.6557 2.0205
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 2101.0520 SVEDANAVVEKLNGNTVEG2404.8010 2101.0470 21.5399 3674 2 1051.0271 ‐0.9701
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 827.2902 27748.4879 12 25.30 None 1221.5820 EMLENLFSEK 208.7262 1221.5847 30.3044 972 2 611.2960 1.88
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 3236.6209 VNITEKPIASSPDLSVLQSED 4097.4970 3236.6105 32.4114 19718 3 1079.5417 ‐2.0572
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 1239.5926 EMLENLFSEK 4969.1580 1239.5946 30.5266 13812 2 620.3010 1.0821
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 2592.2828 FIPYAVTETEEKPAALDPSSEA720.0555 2592.2141 38.7867 31681 3 864.7429 ‐26.1112
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 1329.7121 LNGNTVEGREIK 100.3745 1329.6872 29.1163 2496 2 665.3472 ‐19.1289
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 1875.9375 FIPYAVTETEEKPAALD 243.2178 1875.9348 37.5140 2747 2 938.4710 ‐0.6298
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 755.3451 27748.4879 12 25.30 None 1221.5820 EMLENLFSEK 728.5216 1221.5794 28.9942 89427 1 1221.5794 0.3213
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 2379.2952 AVGVQGLVVPDVPLEETEM12676.3400 2379.2968 34.1766 20399 3 793.7704 1.1627
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 2340.2293 EALNNDIELVLLTTPTTPTER 2618.2260 2340.2296 35.9095 17256 2 1170.6184 2.1221
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLA10272.7900 3283.6366 37.9114 15451 3 1095.2170 ‐2.5664
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 1448.7301 GTNLDSILEMLDK 2011.9730 1448.7300 21.9965 11322 2 724.8686 ‐0.2867
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 2109.1339 EATDKPVAVGFGISKPEHVK2897.8230 2109.1378 20.9043 9599 4 528.0399 0.4630
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 2251.2002 AVGVQGLVVPDVPLEETEM7450.4070 2251.1867 36.6407 7605 2 1126.0970 ‐4.2524
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 2642.3746 FTPMASLSTSSPTLGLADTFT667.6290 2642.3681 38.6493 2563 3 881.4609 ‐1.5180
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 None 893.4727 EATDKPVAV 128.3138 893.4774 19.4176 1465 2 447.2423 3.22
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2948.2470 33313.6360 22 44.23 Carbamidomethyl+C(5) 1155.5351 VLDACGSDIIE 219.2023 1155.5377 35.8347 767 1 1155.5377 4.18
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 2379.2952 AVGVQGLVVPDVPLEETEM12262.6300 2379.2968 34.1766 20399 3 793.7704 0.7931
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 2340.2293 EALNNDIELVLLTTPTTPTER 1748.4290 2340.2296 35.9095 17256 2 1170.6184 1.68
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLA5926.5310 3283.6366 37.9114 15451 3 1095.2170 ‐3.3298
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 2109.1339 EATDKPVAVGFGISKPEHVK6184.1190 2109.1378 20.9043 9599 4 528.0399 0.2167
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 2251.2002 AVGVQGLVVPDVPLEETEM5130.6330 2251.1867 36.6407 7605 2 1126.0970 ‐4.4425
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 2642.3746 FTPMASLSTSSPTLGLADTFT1006.6860 2642.3681 38.6493 2563 3 881.4609 ‐2.0021
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 1230.6576 SPTEGLKELEK 135.4262 1230.6329 24.1966 1718 2 615.8201 ‐20.7095
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 1758.9207 QIAGWGADGVIVGSAMVK 229.6689 1758.9158 24.9130 1099 2 879.9615 ‐2.2893
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 None 893.4727 EATDKPVAV 173.5221 893.4774 19.4176 1465 2 447.2423 3.46
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2430.6420 33313.6360 22 44.23 Carbamidomethyl+C(5) 1155.5351 VLDACGSDIIE 128.1248 1155.5377 35.8347 767 1 1155.5377 4.66
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 290.4717 33313.6360 22 44.23 None 2293.1962 VAFIPYITAGDPDLSTTAEAL 3583.9900 2293.1873 20.7494 22528 2 1147.0973 ‐1.4888
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 290.4717 33313.6360 22 44.23 None 1448.7301 GTNLDSILEMLDK 906.1082 1448.7300 21.9965 11322 2 724.8686 ‐0.2964
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 290.4717 33313.6360 22 44.23 None 2955.5496 FTPMASLSTSSPTLGLADTFT330.1557 2955.5315 22.1032 5240 3 985.8487 ‐3.9354
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1575.7649 ALPTYTPESPGDATR 54714.2000 1575.7647 21.4358 86952 2 788.3860 ‐0.0170
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 2077.0998 VVPGFLGGSADLASSNMTL 14558.1600 2077.0947 20.3889 74797 2 1039.0510 ‐1.0891
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 2017.9654 NNLGWPYEPFQVPDDVK 20618.5400 2017.9636 34.3730 63468 2 1009.4854 0.2998
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1805.9796 SIGINSFGASAPAPLLYK 6974.1690 1805.9730 19.1562 62600 2 903.4902 ‐2.9436
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 2255.0584 AMPNTLMFRPADGNETAG 42107.0700 2255.0577 16.6205 59290 3 752.3574 0.0082
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1400.7420 SIITGELPAGWEK 26360.4300 1400.7414 29.1972 50958 2 700.8743 ‐0.7415



NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1403.6914 ANSYSVHGAALGEK 25383.1000 1403.6929 16.9847 37148 3 468.5691 ‐0.0375
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1628.7551 HTPEGATLESDWSAK 8015.2650 1628.7581 21.4681 34151 3 543.5909 1.1191
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 957.5728 TPSILALSR 11027.0700 957.5720 16.5636 30188 2 479.2896 ‐2.1446
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1476.8057 LPHLPGTSIEGVEK 5200.1390 1476.8050 24.9497 23415 3 492.9398 ‐1.4404
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1115.6671 TVTDKPTLIK 9345.7960 1115.6678 17.4169 16721 2 558.3375 ‐0.3025
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1352.6845 VSIEAASTFGWGK 6573.8360 1352.6890 17.7995 14439 2 676.8481 2.57
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 Carbamidomethyl+C(10) 2539.1713 SGHPGLPMGCAPMAHILYD5642.3810 2539.1758 19.8409 12053 4 635.5494 1.40
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 3646.8446 GGYTISDDSSGNKPDVILIGT6504.8370 3646.8350 40.3074 11507 3 1216.2832 ‐0.0610
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1159.5953 ESVLPSDVSAR 12697.7100 1159.5976 20.7176 8246 2 580.3024 1.0886
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 Carbamidomethyl+C(21)
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 997.1289 1359.7073 15.1120 1899 2 680.3573 1.22
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1832.9124 AAAVETVEPTTDSSIVDK 1007.3210 1832.9128 24.8712 1875 2 916.9601 1.0146
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1193.6048 KYPEEASELK 35202.4400 1193.6055 16.1542 30402 2 597.3064 ‐0.2679
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1495.7176 AFGDFQKATPEER 1485.8980 1495.7119 19.8501 5964 2 748.3596 ‐3.8498
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1085.6677 KTPSILALSR 12305.9100 1085.6685 15.3439 3803 2 543.3379 ‐0.3581
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1193.5433 YTPESPGDATR 194.5379 1193.5469 23.2395 19527 1 1193.5469 5.91
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 915.5510 TDKPTLIK 2390.0820 915.5519 17.4207 3890 2 458.2796 ‐0.4735
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1218.6113 SYSVHGAALGEK 22783.1100 1218.6125 16.9811 3740 2 609.8099 0.2048
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 560.3191 WGLGK 362.3877 560.3199 19.2321 3356 1 560.3199 0.9845
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 731.3682 PSDVSAR 158.2368 731.3703 19.7432 2768 1 731.3703 3.0485
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1955.9280 NTLMFRPADGNETAGAYK 806.0070 1955.9219 16.5844 2548 2 978.4646 ‐2.0496
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 806.4441 SNMTLLK 267.0634 806.4466 19.4673 2274 1 806.4466 3.72
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 741.4617 SILALSR 228.6078 741.4606 16.2392 2212 1 741.4606 ‐1.2425
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 986.4942 GELPAGWEK 302.4508 986.4939 27.7539 1979 1 986.4939 1.0483
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 658.3406 EASELK 202.7920 658.3399 17.7938 1871 1 658.3399 ‐1.1501
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1433.6947 PYEPFQVPDDVK 232.4276 1433.6850 34.3720 1864 1 1433.6850 ‐3.6037
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1131.5793 YSVHGAALGEK 170.4978 1131.5846 16.4980 1582 2 566.2960 3.11
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1115.5368 FNKPDAEVVD 211.6698 1115.5300 21.2041 1424 1 1115.5300 ‐4.2002
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 902.4466 PEEASELK 6200.4440 902.4472 16.1529 1309 1 902.4472 1.67
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1610.7445 HTPEGATLESDWSAK 333.6710 1610.7392 21.1213 1602 2 805.8732 ‐3.1105
NP_567103.1 transketolase Arabidopsis thaliana 5784.4370 80424.6189 37 46.56 None 1385.6808 ANSYSVHGAALGEK 222.9993 1385.6768 16.9845 1221 3 462.5638 ‐4.0074
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 966.9734 30536.2594 4 17.82 None 2133.1074 SIAQISTPDGSSLLLQPYDK 4556.4800 2133.1034 18.7094 20860 2 1067.0554 ‐0.3554
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 966.9734 30536.2594 4 17.82 None 1968.9985 AIVNSDLGVTPNNDGDVIR 3638.0780 1968.9969 26.0745 20662 2 985.0021 0.2874
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 966.9734 30536.2594 4 17.82 None 1098.6153 LSLPPLTSDR 10566.4600 1098.6155 16.8334 15981 2 549.8114 ‐0.8734
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 966.9734 30536.2594 4 17.82 None 1533.7795 TPDGSSLLLQPYDK 199.4753 1533.7712 19.3411 1109 2 767.3892 ‐5.3871
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1358.7274 ALQESLASELAAR 39097.6300 1358.7265 26.4765 76575 2 679.8669 ‐1.0968
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1530.8890 SEPVIHTLLPLSPK 21302.8000 1530.8906 18.0423 76023 3 510.9684 0.1794
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1163.6307 YLEAGTLPTAK 8552.6970 1163.6315 21.5149 69991 2 582.3194 ‐0.1891
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1642.7411 MSAMSSASDNASDLKK 45438.6600 1642.7418 17.1636 55892 3 548.2521 ‐0.3020
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1028.6099 VALVVVTGDR 23298.3700 1028.6104 22.8892 47549 2 514.8088 ‐0.7181
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 3353.7920 1339.6825 18.7208 28256 2 670.3449 ‐0.6176
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1335.7518 GLGLEYTVISVGK 9573.8420 1335.7490 18.3597 25456 2 668.3781 ‐2.6054
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1463.8468 GLGLEYTVISVGKK 3320.8610 1463.8451 17.2392 14849 3 488.6199 ‐2.1832
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 2212.0656 EAQAVADDVFSLFISEEVDK 194.5278 2212.0232 21.1594 2222 2 1106.5152 ‐17.4645
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 3058.5507 EAQAVADDVFSLFISEEVDKV2128.6670 3058.5382 25.0050 35554 3 1020.1843 ‐2.4705
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1314.8144 PVIHTLLPLSPK 10076.5800 1314.8092 18.0359 7308 2 657.9083 ‐4.4084
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1296.8038 PVIHTLLPLSPK 484.0200 1296.8016 18.5420 1989 2 648.9045 ‐2.2161
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 687.4036 GTLPTAK 145.1780 687.4059 22.6652 1177 1 687.4059 3.53
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1445.8362 GLGLEYTVISVGKK 270.2095 1445.8314 16.1833 2657 2 723.4193 ‐3.5216
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 8156.2300 41196.2636 25 36.73 None 1317.7413 GLGLEYTVISVGK 317.0193 1317.7478 18.1150 2049 2 659.3775 4.87
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1530.8890 SEPVIHTLLPLSPK 13037.4200 1530.8906 18.0423 76023 3 510.9684 0.0941
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 2813.1860 1339.6825 18.7208 28256 2 670.3449 ‐0.6970
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1335.7518 GLGLEYTVISVGK 11664.9100 1335.7490 18.3597 25456 2 668.3781 ‐2.6874
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1463.8468 GLGLEYTVISVGKK 3151.0450 1463.8451 17.2392 14849 3 488.6199 ‐2.3079
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 2212.0656 EAQAVADDVFSLFISEEVDK 575.7125 2212.0980 24.9788 3139 2 1106.5526 16.8130
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1597.8796 ITGEILEIVAGANAQV 580.1863 1597.8388 22.7357 1238 2 799.4230 ‐25.2621
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1314.8144 PVIHTLLPLSPK 9829.3440 1314.8092 18.0359 7308 2 657.9083 ‐4.5037
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1296.8038 PVIHTLLPLSPK 204.4522 1296.8016 18.5420 1989 2 648.9045 ‐2.3229
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1160.4230 41196.2636 25 36.73 None 1445.8362 GLGLEYTVISVGKK 312.7918 1445.8314 16.1833 2657 2 723.4193 ‐3.5332
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 1364.7056 EPYTATIVSVER 2437.2100 1364.7070 24.0453 14033 2 682.8571 0.6214
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 1712.8014 AIYYDPETGKEDPSK 9335.1460 1712.8030 18.9233 11656 3 571.6059 0.3629
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 2548.4385 VLVTPLELEDPKETPLNLFRP 2684.9970 2548.4397 20.5111 11350 4 637.8654 ‐0.0956
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 1156.5918 VMLLPEDDPK 4086.6100 1156.5944 24.1631 10354 2 578.8009 1.26
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 Carbamidomethyl+C(11) 1620.8203 LLDNGAHIYFCGLK 1404.3820 1620.8254 17.4124 9087 2 810.9163 3.47
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 910.4993 LYSIASTR 4787.5630 910.4980 18.8646 7581 2 455.7526 ‐2.8973
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 634.3519 SIASTR 223.2249 634.3535 18.8467 2376 1 634.3535 2.86
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 1528.6802 YYDPETGKEDPSK 1959.5450 1528.6805 18.9200 1786 2 764.8439 0.2345
NP_567293.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 865.5333 42738.6844 9 21.43 None 892.4887 LYSIASTR 517.5115 892.4864 18.9926 5147 1 892.4864 ‐1.5973
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 907.5247 NLLSVAYK 8529.2740 907.5255 15.9120 42425 2 454.2664 ‐0.6770
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1334.5643 YEEMVEFMEK 25167.1400 1334.5631 27.6739 37489 2 667.7852 ‐1.3518
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1570.8687 LLDTILVPAAASGDSK 2062.7560 1570.8694 18.1683 33661 2 785.9384 0.6229
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1803.9348 AAQDIANSELAPTHPIR 8126.3200 1803.9383 21.5446 31284 3 601.9843 1.15
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1403.7013 AVDKDELTVEER 12011.6100 1403.7023 17.5757 30066 3 468.5723 ‐0.3537



NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1189.6609 DSTLIMQLLR 33474.5900 1189.6614 21.1400 19999 2 595.3344 ‐0.3600
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 Carbamidomethyl+C(9) 1605.8041 IETELSDICDGILK 2070.2000 1605.8034 31.0200 16309 2 803.4054 ‐0.1769
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 2128.9921 QAFDEAIAELDTLGEESYK 6056.0430 2128.9887 36.8168 14082 2 1064.9980 ‐0.1224
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1219.5953 DAAEHTLTAYK 3244.7270 1219.5944 17.1162 10227 2 610.3009 ‐1.4724
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 2331.2020 LGLALNFSVFYYEILNSPDR 2741.3360 2331.2028 25.6838 7054 2 1166.1050 2.20
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1125.5647 GNDDHVSLIR 5388.1590 1125.5681 17.9539 6685 2 563.2877 2.0508
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1418.7485 IISSIEQKEESR 4112.1990 1418.7465 16.3736 5209 3 473.5870 ‐2.4987
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 917.5302 IISSIEQK 8169.1320 917.5319 17.1200 3569 2 459.2696 0.3757
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1002.4601 DEFVYMAK 9586.5470 1002.4596 23.1356 3158 1 1002.4596 0.9390
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 3031.3280 1820.9330 31.8523 19756 2 910.9701 1.81
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1116.5783 SKIETELSDI 249.3053 1116.5856 34.7980 5886 2 558.7964 5.98
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1110.6154 ILVPAAASGDSK 236.7622 1110.6160 18.9737 5383 1 1110.6160 2.89
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 771.3883 AVDKDEL 113.1614 771.3839 19.3959 1682 1 771.3839 ‐5.3427
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 1042.4584 EMVEFMEK 537.2385 1042.4569 27.6895 1550 1 1042.4569 0.1881
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 None 773.4702 IMQLLR 180.7380 773.4722 21.2964 943 1 773.4722 3.0194
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 8245.0230 30045.6952 21 63.30 Carbamidomethyl+C(9) 1587.7935 IETELSDICDGILK 417.7407 1587.7960 32.4584 2276 2 794.4016 1.06
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 1567.8438 IIGATNPAASEPGTIR 21933.2300 1567.8433 21.2230 66915 2 784.4253 ‐0.2214
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 963.4894 GDFAIDIGR 23434.0300 963.4912 25.6924 34322 2 482.2493 0.5362
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 2269.5960 1016.5559 26.2983 27485 2 508.7816 ‐1.0681
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 1370.6659 NVIHGSDSVESAR 63430.7500 1370.6664 14.7078 17492 3 457.5603 ‐0.7391
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 1498.7608 NVIHGSDSVESARK 4078.6530 1498.7596 13.3429 4470 3 500.2581 ‐1.7693
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 2315.1375 GDFAIDIGRNVIHGSDSVESA674.8543 2315.1537 31.9342 1869 3 772.3894 7.73
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 644.3726 AIDIGR 95.5611 644.3694 25.3578 7598 1 644.3694 ‐5.0299
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 759.3995 SEPGTIR 2490.6160 759.3986 19.3456 1495 1 759.3986 ‐0.8654
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 460.2514 DIGR 61.0830 460.2496 25.6983 1218 1 460.2496 ‐4.8399
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 8662.5170 18984.9138 15 28.40 None 810.3741 NVIHGSDS 1438.4060 810.3743 14.7047 977 1 810.3743 0.9119
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2599.1500 18984.9138 15 28.40 None 1567.8438 IIGATNPAASEPGTIR 10901.6700 1567.8433 21.2230 66915 2 784.4253 ‐0.2189
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2599.1500 18984.9138 15 28.40 None 963.4894 GDFAIDIGR 26836.8700 963.4914 25.7012 31421 2 482.2493 0.8589
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2599.1500 18984.9138 15 28.40 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 2588.6450 1016.5559 26.2983 27485 2 508.7816 ‐0.9104
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2599.1500 18984.9138 15 28.40 None 1025.5262 IIGATNPAASE 117.9139 1025.5226 19.9224 16248 2 513.2650 ‐4.5181
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2599.1500 18984.9138 15 28.40 None 901.4738 AASEPGTIR 174.3038 901.4716 19.1591 1458 1 901.4716 ‐1.2629
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 2564.3467 AAVSALQHQPVVNAVIDGD9226.1120 2564.3479 31.9751 21265 3 855.4542 1.27
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 586.3810 LLLDI 7840.4040 586.3809 33.7716 10201 1 586.3809 ‐0.5428
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 852.5666 GLVVPVIR 6938.3930 852.5663 17.0584 6875 2 426.7868 ‐1.9028
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 2774.3739 LKDSQNTFALLTTFNEVDMT1447.2080 2774.3704 34.3565 1428 3 925.4616 ‐0.1265
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 1093.6000 EPQLPPKER 1312.0330 1093.6083 17.1895 2930 2 547.3078 6.04
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 2986.5255 VTIDIASPASGVIQEFLVNEG145.9633 2986.4737 16.3776 2636 6 498.5850 ‐17.3656
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 2098.0775 KPGERVQADEAIAQIETDK 1995.3130 2098.0747 27.2369 6657 2 1049.5410 0.0600
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 2661.3591 SLQSSRVAASSPSLLSGSETG893.3775 2661.3514 18.6200 1736 3 887.7887 ‐1.9146
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 1079.5368 IDGDDIIYR 258.0345 1079.5330 31.5633 14079 1 1079.5330 ‐1.7946
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 799.4209 TGAYLHR 90.8427 799.4168 19.4058 1664 1 799.4168 ‐4.6098
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 1117.5735 EAIAQIETDK 270.9235 1117.5726 28.5617 1366 2 559.2899 ‐1.8180
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 583.3926 VPVIR 130.1754 583.3931 17.0559 1257 1 583.3931 0.4333
NP_567761.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 791.3571 50059.3025 13 19.18 None 682.4610 VVPVIR 155.9374 682.4613 17.0559 1097 1 682.4613 0.4006
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 3169.6252 WGSTAFQNMLVVPPGSGIV7017.4580 3169.6097 21.5484 20149 3 1057.2081 ‐3.0638
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 914.5669 ILLESAIR 12905.9400 914.5660 16.1984 16086 2 457.7866 ‐2.5108
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1874.9454 VSDIRPGQDVTVTTDSGK 3851.9470 1874.9463 18.5578 13685 3 625.6536 0.1621
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1529.7152 SDETVSMIESYLR 3275.4440 1529.7203 33.7398 9811 2 765.3638 3.32
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 2652.3014 DVWPSNEEVAQVVQYSVLP2603.8200 2652.2851 23.1229 7489 2 1326.6462 ‐3.4102
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1430.6546 GVISEDFNSYGSR 4171.7440 1430.6573 23.5705 7449 2 715.8323 1.28
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1854.8075 ANNMFVDYNEPQQER 4744.8330 1854.8080 23.3034 6866 2 927.9077 1.0896
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1829.0379 EGVTATDLVLTVTQILR 934.9564 1829.0266 24.9110 5436 2 915.0169 ‐5.3897
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 3102.4951 ATIANMSPEYGATMGFFPV 753.3178 3102.4941 21.5679 3746 3 1034.8362 1.05
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1054.5098 NMTANPPGPR 4846.7350 1054.5108 14.8752 3733 2 527.7591 ‐0.1911
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1206.6001 ILDWENTSTK 687.4880 1206.5981 32.8648 3026 2 603.8027 ‐2.4419
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 892.4775 NLELEFK 431.4754 892.4562 22.5347 13082 1 892.4562 ‐22.9181
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 2025.9724 TAEQDTIILAGAEYGSGSSR 425.9978 2025.9651 16.6314 1214 2 1013.4862 ‐2.3244
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 2223.1292 EKQEEVVKFSYNGQPAEIK 591.0229 2223.1258 21.6333 6596 3 741.7135 ‐1.2651
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 Carbamidomethyl+C(13) 2441.2105 VPLKDMKADWHACLDNPV614.9821 2441.1977 22.2750 3740 3 814.4041 ‐4.6270
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 941.4363 ILDWENTS 106.5811 941.4400 35.7141 1537 1 941.4400 5.0297
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 808.4047 TVTTDSGK 239.3383 808.4066 17.7829 1381 1 808.4066 2.49
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 722.3906 LPSMFK 122.2930 722.3941 23.0747 1209 1 722.3941 5.1166
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1424.6441 FVDYNEPQQER 205.4523 1424.6327 22.6194 946 1 1424.6327 ‐4.7924
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 985.5201 TAEQDTIIL 191.2962 985.5200 17.4743 882 2 493.2636 ‐1.3521
NP_567763.2 aconitase 2 Arabidopsis thaliana 712.9463 109051.4600 40 18.49 None 1189.5735 ILDWENTSTK 205.1478 1189.5755 32.9956 2223 2 595.2914 0.8677
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1874.9454 VSDIRPGQDVTVTTDSGK 3037.6690 1874.9463 18.5578 13685 3 625.6536 0.0121
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 937.4989 LSVFDAASK 3960.6760 937.5005 22.5336 11856 2 469.2539 0.4823
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1529.7152 SDETVSMIESYLR 2100.4610 1529.7203 33.7398 9811 2 765.3638 3.64
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1430.6546 GVISEDFNSYGSR 8187.8150 1430.6573 23.5705 7449 2 715.8323 1.39
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1854.8075 ANNMFVDYNEPQQER 4412.7240 1854.8080 23.3034 6866 2 927.9077 1.0112
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1631.8639 DILTSLPKPGGGEYGK 252.7229 1631.8310 37.8477 28583 2 816.4191 ‐19.8982
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1534.7860 GEVGPNTVHIPTGEK 1704.0490 1534.7833 20.7011 13517 3 512.2660 ‐2.6349
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1555.7347 AGEDAETLGLTGHER 1462.7570 1555.7010 24.9379 5264 2 778.3541 ‐21.5899
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 Carbamidomethyl+C(16) 2348.1591 AYTSYLQLDLGHVEPCISGPK278.4449 2348.1753 34.3363 2561 2 1174.5913 8.95



NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 1004.5160 GEVGPNTVHI 103.3573 1004.5222 23.0360 7465 2 502.7647 5.0974
NP_567763.2 aconitase 2 Arabidopsis thaliana 349.4026 109051.4600 40 18.49 None 808.4047 TVTTDSGK 115.6162 808.4066 17.7829 1381 1 808.4066 3.0764
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 3169.6252 WGSTAFQNMLVVPPGSGIV7290.6990 3169.6097 21.5484 20149 3 1057.2081 ‐2.1862
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 914.5669 ILLESAIR 7740.6520 914.5660 16.1984 16086 2 457.7866 ‐2.8618
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 2073.1413 VILQDFTGVPVLVDLASMR 1591.0450 2073.1325 23.9752 8385 2 1037.0699 ‐2.5120
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 2346.2816 INPLVPVDLVVDHSIQVDFA 934.3370 2346.2788 21.9542 6302 3 782.7644 ‐0.3692
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 1829.0379 EGVTATDLVLTVTQILR 1224.5500 1829.0266 24.9110 5436 2 915.0169 ‐5.1564
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 688.3988 LESAIR 147.8319 688.3987 16.1986 3745 1 688.3987 ‐0.2537
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 801.4829 LLESAIR 132.0228 801.4803 16.1963 1955 1 801.4803 ‐2.8083
NP_567763.2 aconitase 2 Arabidopsis thaliana 347.1401 109051.4600 40 18.49 None 799.4349 VILQDFT 63.0270 799.4300 22.3550 1720 1 799.4300 ‐5.6894
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 1327.6852 NVGSVVAVDQDPK 159757.9000 1327.6845 19.3725 283314 2 664.3459 ‐0.9970
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 2299.0725 VNYANISTNNYALDEVEEVA94524.3400 2299.0663 33.8774 114854 2 1150.0368 ‐0.7949
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 2326.2401 DSPAAAAAPDGATATKPKP 13166.0600 2326.2453 19.5539 35961 4 582.3168 1.97
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 859.3985 ESYWFK 8168.5100 859.3997 24.4384 25356 1 859.3997 2.82
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 989.5891 TRYPVVVR 7948.6590 989.5896 17.2444 22494 2 495.2984 ‐0.7677
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 2168.0659 ESYWFKNVGSVVAVDQDPK204.3826 2168.0433 37.0036 1757 2 1084.5253 ‐8.8344
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 752.3573 DSPAAAAAP 177.5994 752.3572 20.1033 83637 1 752.3572 0.1673
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 1066.5164 NVGSVVAVDQD 269.2057 1066.5201 17.1885 6962 2 533.7637 2.71
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 1737.8178 ISTNNYALDEVEEVAA 1493.7950 1737.8210 31.6374 4139 2 869.4142 2.47
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 1213.6423 VGSVVAVDQDPK 335.4744 1213.6456 18.6058 4114 2 607.3264 1.67
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 871.4520 VAVDQDPK 205.5720 871.4476 21.5724 3045 1 871.4476 ‐4.1731
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 705.4294 PPPIGPK 85.6300 705.4328 18.5737 2852 1 705.4328 4.60
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 1455.7802 KNVGSVVAVDQDPK 122.7201 1455.7864 35.8987 2475 3 485.9336 3.02
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 2124.1812 PAAAAAPDGATATKPKPPP 1187.4610 2124.1865 19.5458 1199 3 708.7337 2.46
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 31049.1400 14967.0109 28 60.84 None 971.5785 TRYPVVVR 43.3113 971.5843 16.8713 883 2 486.2958 4.83
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 2299.0725 VNYANISTNNYALDEVEEVA55503.0300 2299.0663 33.8774 114854 2 1150.0368 ‐0.9986
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 2326.2401 DSPAAAAAPDGATATKPKP 11879.9800 2326.2453 19.5539 35961 4 582.3168 0.8968
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 859.3985 ESYWFK 8851.4810 859.3997 24.4384 25356 1 859.3997 2.02
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 1327.6852 NVGSVVAVDQDPK 4085.7110 1327.6830 19.1942 7283 2 664.3451 ‐2.1030
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 1508.7638 SSVSFLPMRNAGSR 916.1240 1508.7604 23.4080 160315 2 754.8838 ‐2.2858
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 989.5891 TRYPVVVR 12099.4000 989.5896 17.2444 22494 2 495.2984 ‐0.6024
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 752.3573 DSPAAAAAP 147.0334 752.3572 20.1033 83637 1 752.3572 0.3383
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 2192.0142 VNYANISTNNYALDEVEEVA663.7421 2192.0152 34.6345 2980 2 1096.5112 1.93
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 421.2194 TRY 121.7627 421.2194 17.2521 2588 1 421.2194 ‐0.8554
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 675.3461 VNYANI 507.6501 675.3485 31.6469 2311 1 675.3485 3.86
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 472.3242 VVVR 3520.1260 472.3239 17.2464 1507 1 472.3239 ‐1.3234
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 617.3141 VEEVAA 411.9924 617.3122 36.2639 1431 1 617.3122 ‐3.0382
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 10970.5300 14967.0109 28 60.84 None 2124.1812 PAAAAAPDGATATKPKPPP 1254.7490 2124.1865 19.5458 1199 3 708.7337 2.61
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 3423.6173 AEDDSPEKEEQTETLAAAAE18358.5600 3423.6093 32.2642 20666 3 1141.8746 ‐0.1459
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 2376.1413 TPAPVVTEASSEESGNTATA3873.3380 2376.1355 22.1395 20206 2 1188.5714 ‐0.3315
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1639.9265 EAVASPPTTVVSAALVK 9590.4490 1639.9297 27.8046 16361 2 820.4685 2.82
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1116.6147 VVEEEVIATK 11403.0700 1116.6152 18.9480 15203 2 558.8112 ‐0.5122
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1362.6900 NEELVPGATFTGK 8831.4320 1362.6894 24.4048 11281 2 681.8483 ‐0.8347
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 3075.4852 ATGTDVVAAVEEQDSTPVV 2168.3080 3075.4815 26.8727 10565 3 1025.8320 0.4556
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1279.5835 NALSESEGDMVK 12254.1000 1279.5836 20.1016 10551 2 640.2955 ‐0.4317
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 2331.1198 ATGTDVVAAVEEQDSTPVV 2185.3380 2331.1167 35.8693 8984 3 777.7104 ‐0.9008
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1003.5306 LVEADIESK 3088.3790 1003.5316 17.6266 8052 2 502.2694 ‐0.2612
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYL3125.6390 3520.7294 40.0285 7892 3 1174.2480 ‐1.7230
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1045.5524 ALAATGGDLEK 28032.8600 1045.5532 16.9177 7335 2 523.2803 ‐0.3591
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1442.7373 EQVVAETPVDEVK 5742.2890 1442.7389 21.3870 7006 2 721.8731 0.9206
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 Carbamidomethyl+C(10) 1228.4643 EETGAGMMDCK 8559.9620 1228.4658 15.7629 4428 2 614.7366 0.5368
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 4839.2953 SEEEIVENSIPPNSATDEVSSP804.9327 4839.2919 32.8356 4093 4 1210.5784 3.0857
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1173.6474 QTVATLGENIK 3944.6030 1173.6468 19.4774 3263 2 587.3270 ‐1.3509
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 Carbamidomethyl+C(9) 1820.9211 IGVLIEVNCETDFVGR 309.2828 1820.9229 42.7808 1717 2 910.9651 1.29
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1230.6940 DDSVLVKDLVK 376.6985 1230.6709 24.5719 24598 2 615.8391 ‐19.4820
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1327.7216 EDLLSKPEQIR 201.3341 1327.6936 28.2249 5550 2 664.3504 ‐21.5774
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 3415.5759 SEEEIVENSIPPNSATDEVSSP988.2139 3415.5547 29.7050 2640 3 1139.1898 ‐3.9924
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1365.6566 VTLTMKEEDDGK 304.0762 1365.6501 27.8961 2578 2 683.3287 ‐5.1246
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 3256.6294 ELVDDLAMQAVANPQVQY 142.1488 3256.6911 22.3507 2254 4 814.9282 19.7444
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 2261.2176 ATITPSSISNAWLIPGASFTV 452.0164 2261.2570 18.1379 1301 3 754.4238 17.7149
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1987.9706 VVEEEVIATKAEDDSPEK 1210.5990 1987.9780 31.6966 25835 3 663.3309 3.23
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1433.7747 KNEEIAAFLDKR 324.1802 1433.7681 22.1104 4679 2 717.3877 ‐4.8312
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 432.2817 IATK 83.9495 432.2801 20.3818 39567 1 432.2801 ‐4.5297
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1051.4942 EQVVAETPVD 266.9008 1051.4914 20.7649 4489 1 1051.4914 ‐1.1207
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1771.8232 EEEVIATKAEDDSPEK 473.2206 1771.8199 31.0634 3595 2 886.4136 ‐1.2761
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 935.4833 TPAPVVTEAS 242.9097 935.4782 22.0461 2222 1 935.4782 ‐4.2640
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 686.3719 PVDEVK 175.5838 686.3704 23.4031 1961 1 686.3704 ‐2.1958
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1155.6368 QTVATLGENIK 328.0429 1155.6401 18.1612 15428 2 578.3237 1.19
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1212.6834 DDSVLVKDLVK 187.2170 1212.6887 25.3528 4782 2 606.8480 3.98
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 2179.2140 104238.4537 48 32.00 None 1424.7268 EQVVAETPVDEVK 782.9968 1424.7183 23.0650 903 1 1424.7183 ‐2.7462
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1305.6797 NEEIAAFLDKR 957.6868 1305.6844 23.0238 20905 2 653.3458 3.1022
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1639.9265 EAVASPPTTVVSAALVK 13844.8400 1639.9297 27.8046 16361 2 820.4685 2.03
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1362.6900 NEELVPGATFTGK 10557.0800 1362.6894 24.4048 11281 2 681.8483 ‐0.7745
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 2331.1198 ATGTDVVAAVEEQDSTPVV 1110.5310 2331.1167 35.8693 8984 3 777.7104 ‐1.2494



NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYL3345.8540 3520.7294 40.0285 7892 3 1174.2480 ‐2.5897
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1173.6474 QTVATLGENIK 2880.9880 1173.6468 19.4774 3263 2 587.3270 ‐1.2374
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1360.7318 DVSSVVTIGQEVK 333.7358 1360.7143 21.4969 5695 2 680.8608 ‐13.2212
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 Carbamidomethyl+C(9) 1850.9317 IGVLLEVNCETDFVSR 246.7059 1850.8872 34.5626 5663 2 925.9472 ‐23.3368
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 763.4097 AQEFLR 181.7426 763.4067 20.8017 4408 1 763.4067 ‐3.4306
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 2600.3600 EKEIEMQKEDLLSKPEQIREK96.8822 2600.4021 54.4653 4151 3 867.4722 16.6075
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1292.7031 FAKGQMLDGVVK 960.2752 1292.6959 22.7984 17062 2 646.8516 ‐6.0284
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1433.7747 KNEEIAAFLDKR 527.6516 1433.7681 22.1104 4679 2 717.3877 ‐4.7910
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 2600.4141 DVSSVVTIGQEVKVRLVEAD203.9659 2600.4059 40.0509 3521 3 867.4735 ‐2.7772
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 660.3828 FLDKR 785.5424 660.3827 23.1254 190733 1 660.3827 0.0839
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 745.3991 AQEFLR 185.4140 745.3983 21.7325 1440 1 745.3983 ‐0.6907
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 659.9258 104238.4537 48 32.00 None 1343.7053 DVSSVVTIGQEVK 142.9636 1343.6997 19.0110 928 2 672.3535 ‐4.5357
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 3064.5473 YAAISQDSGLVPIVEPEILLDG166727.1000 3064.5407 37.6891 288951 3 1022.1851 ‐0.5527
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1291.6892 ATPEQVAAYTLK 49345.3600 1291.6899 24.5982 192999 2 646.3486 ‐0.0334
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1653.9244 MVDVLVEQNIVPGIK 123958.8000 1653.9241 19.3820 189257 2 827.4657 0.1596
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 2055.0730 TWGGRPENVNAAQTTLLAR38083.3600 2055.0731 24.5858 130133 3 685.6959 0.0007
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 89947.5200 1466.6630 21.9795 125086 2 733.8351 0.9587
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 3400.7886 TLLVSAPGLGQYVSGAILFEE12739.5600 3400.7750 24.6747 96513 3 1134.2632 ‐1.8236
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDG18577.3800 2445.1750 19.8745 85472 2 1223.0911 ‐0.9147
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1431.7074 LDSIGLENTEANR 70441.2900 1431.7061 21.6084 84517 2 716.3567 ‐1.1060
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 873.4577 EAAWGLAR 36694.3600 873.4589 21.3552 67396 2 437.2331 ‐0.1842
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1452.8421 TVVSIPNGPSALAVK 40664.9400 1452.8399 16.9581 66747 2 726.9236 ‐1.6127
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 3272.6937 TLLVSAPGLGQYVSGAILFEE3579.4060 3272.6723 25.4240 37492 3 1091.5623 ‐4.5573
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 6747.8030 1622.7631 20.1332 15034 3 541.5925 ‐0.4002
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 3715.8903 VWAEVFFYLAQNNVMFEG 1078.5060 3715.8803 22.3735 1421 3 1239.2983 0.0066
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1587.8085 RLDSIGLENTEANR 12115.3400 1587.8108 20.2991 103308 3 529.9418 0.6196
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 3870.9284 YAAISQDSGLVPIVEPEILLDG2843.9140 3870.9233 37.5883 18438 4 968.4863 0.6531
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1782.0194 KMVDVLVEQNIVPGIK 4670.3070 1782.0304 18.4010 9167 3 594.6816 5.78
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1996.1147 MVDVLVEQNIVPGIKVDK 1439.9310 1996.1104 18.7225 4394 3 666.0417 ‐2.2720
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 2081.9986 ANSLAQLGKYTGEGESEEAK1812.5900 2081.9962 23.1796 4358 3 694.6702 ‐1.1277
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 893.5091 QVAAYTLK 457.5160 893.5091 22.1703 4394 2 447.2582 ‐1.5025
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 997.5677 EQNIVPGIK 381.0678 997.5690 20.7391 2747 2 499.2881 0.0526
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 Carbamidomethyl+C(8) 1866.8035 GSNNESWCQGLDGLSSR 544.1497 1866.7994 21.2548 1749 2 933.9033 ‐1.3770
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1124.5656 MVDVLVEQNI 202.7347 1124.5611 19.5561 1449 1 1124.5611 ‐2.0831
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1209.7201 LVEQNIVPGIK 243.0427 1209.7228 19.3798 1141 1 1209.7228 4.34
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1650.7970 EPEILLDGEHDIDR 331.7340 1650.7927 37.7286 846 2 825.9000 ‐2.2267
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 1521.7544 PEILLDGEHDIDR 299.9424 1521.7435 37.6940 760 1 1521.7435 ‐3.5345
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 32104.5700 43159.0095 63 61.06 None 855.4472 EAAWGLAR 156.8062 855.4470 21.3613 2098 2 428.2271 ‐1.8150
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 3064.5473 YAAISQDSGLVPIVEPEILLDG128175.7000 3064.5407 37.6891 288951 3 1022.1851 ‐1.2207
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1291.6892 ATPEQVAAYTLK 51065.3200 1291.6899 24.5982 192999 2 646.3486 0.0468
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 2055.0730 TWGGRPENVNAAQTTLLAR33785.9600 2055.0731 24.5858 130133 3 685.6959 ‐0.2278
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 77149.9500 1466.6630 21.9795 125086 2 733.8351 0.9896
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 873.4577 EAAWGLAR 49237.7100 873.4590 21.3593 66778 2 437.2331 0.0664
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 7399.5080 1622.7634 20.1350 14469 3 541.5927 ‐0.2362
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1153.5735 AASSYADELVK 344.7664 1153.5680 24.5792 1640 2 577.2876 ‐5.6067
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1431.7074 LDSIGLENTEANR 363.9090 1431.7042 35.7093 958 2 716.3558 ‐2.3975
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1587.8085 RLDSIGLENTEANR 6392.6390 1587.8108 20.2991 103308 3 529.9418 0.5946
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 3870.9284 YAAISQDSGLVPIVEPEILLDG3844.7170 3870.9233 37.5883 18438 4 968.4863 ‐0.6199
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Carbamidomethyl+C(17) 2787.3731 VDKGLVPLVGSNNESWCQG597.3839 2787.3484 37.6885 5348 3 929.7877 ‐8.2200
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 4108.0790 1669.9168 30.8806 17180 2 835.4621 ‐1.1431
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 893.5091 QVAAYTLK 945.5530 893.5088 23.2372 5855 2 447.2580 ‐1.6888
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 986.4538 GLENTEANR 165.5187 986.4505 21.2723 3725 2 493.7289 ‐4.3892
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1414.7577 YAAISQDSGLVPIV 420.8972 1414.7579 38.6961 3365 2 707.8826 ‐0.0246
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1203.5964 SIGLENTEANR 132.6086 1203.6006 19.2117 1566 2 602.3039 2.67
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Carbamidomethyl+C(7) 981.3942 DESNATCGK 238.8771 981.3941 21.9824 1396 1 981.3941 1.57
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 Carbamidomethyl+C(9) 1339.5729 AMDESNATCGKR 1395.1230 1339.5734 20.1385 1225 2 670.2904 0.0047
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1650.7970 EPEILLDGEHDIDR 305.2958 1650.7927 37.7286 846 2 825.9000 ‐2.2477
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 1521.7544 PEILLDGEHDIDR 262.3659 1521.7435 37.6940 760 1 1521.7435 ‐3.3562
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 16450.6200 43159.0095 63 61.06 None 855.4472 EAAWGLAR 218.3180 855.4470 21.3613 2098 2 428.2271 ‐1.6118
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1653.9244 MVDVLVEQNIVPGIK 155084.9000 1653.9241 19.3820 189257 2 827.4657 0.2810
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 3400.7886 TLLVSAPGLGQYVSGAILFEE10042.3800 3400.7750 24.6747 96513 3 1134.2632 ‐0.8102
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDG28320.8100 2445.1750 19.8745 85472 2 1223.0911 ‐0.2877
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1452.8421 TVVSIPNGPSALAVK 41108.5400 1452.8399 16.9581 66747 2 726.9236 ‐1.6198
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 3272.6937 TLLVSAPGLGQYVSGAILFEE3764.8840 3272.6723 25.4240 37492 3 1091.5623 ‐3.6191
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 2055.0730 TWGGRPENVNAAQTTLLAR5988.7900 2055.0698 15.7711 21598 3 685.6948 ‐1.3698
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 1215.5130 1466.6587 14.8067 2494 2 733.8330 ‐1.9703
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1782.0194 KMVDVLVEQNIVPGIK 5047.1780 1782.0304 18.4010 9167 3 594.6816 5.00
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1996.1147 MVDVLVEQNIVPGIKVDK 1512.5940 1996.1104 18.7225 4394 3 666.0417 ‐2.0840
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 953.5415 PNGPSALAVK 763.1110 953.5417 16.6304 11555 2 477.2745 ‐1.4711
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 860.4472 QSTTEGKK 69.9747 860.4506 22.7322 2648 1 860.4506 4.79
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1240.6606 MVDVLVEQNIV 237.4269 1240.6517 18.3788 2445 1 1240.6517 ‐4.8490
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 997.5677 EQNIVPGIK 1418.4950 997.5671 19.3813 1851 1 997.5671 0.6932
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1182.5650 TWGGRPENVNA 317.5132 1182.5652 16.1089 1548 2 591.7862 ‐0.8776
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1124.5656 MVDVLVEQNI 213.0672 1124.5611 19.5561 1449 1 1124.5611 ‐2.1483



NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12652.7100 43159.0095 63 61.06 None 1209.7201 LVEQNIVPGIK 220.8701 1209.7228 19.3798 1141 1 1209.7228 4.80
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1080.5724 IAFIGDGPYK 6104.7570 1080.5738 23.7145 182715 2 540.7906 0.2441
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 Carbamidomethyl+C(13) 1798.8317 TGFLFNPGDVEDCVTK 623.6991 1798.8336 21.5833 3334 3 600.2827 0.6220
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 2564.1973 EMGDEVIVVTTHEGVPEEFY2213.4800 2564.1905 28.4989 2647 3 855.4017 ‐1.8748
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1326.7627 AADLTLVPSAAIGK 378.2863 1326.7797 19.0971 30813 2 663.8935 12.72
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1694.8636 IAFIGDGPYKEDLEK 591.8588 1694.8892 35.5515 12756 2 847.9483 15.5680
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1839.9289 IRNEQYSAAIWFWR 524.1195 1839.9214 33.4778 85372 2 920.4644 ‐3.2766
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1345.6634 IGDGPYKEDLEK 285.9416 1345.6584 34.9567 1492 1 1345.6584 ‐0.9209
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 Carbamidomethyl+C(12) 1680.7574 GFLFNPGDVEDCVTK 387.3328 1680.7596 19.6623 1192 2 840.8834 1.74
NP_568085.2 sulfoquinovosyldiacylglycerol 2 Arabidopsis thaliana 266.8837 56915.5689 9 9.61 None 1821.9183 IRNEQYSAAIWFWR 151.8932 1821.9243 33.7156 793 2 911.4658 3.41
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 None 1816.9538 ELLVGKDDELLQTDTK 46304.6200 1816.9565 26.1428 27957 3 606.3237 1.0555
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 None 1635.8224 AFDLGSKPEGTSTPTK 4333.3670 1635.8227 19.1550 22902 3 545.9457 ‐0.5769
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 None 1972.0069 HIVVVGSMGGTNPDHPLNK9965.2230 1972.0111 14.1967 12882 3 658.0086 1.92
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1384.0010 1905.9526 37.0267 11643 2 953.4799 ‐4.3708
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 None 1149.5647 GGTNPDHPLNK 966.3646 1149.5649 14.8829 2126 2 575.2861 ‐0.7731
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 None 1362.6747 GKDDELLQTDTK 298.9644 1362.6733 25.6318 1696 1 1362.6733 1.29
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 Carbamidomethyl+C(7) 968.4506 ADVAEVCIQ 216.1940 968.4527 37.9241 1678 1 968.4527 3.57
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 4043.7750 27159.9738 8 26.88 Carbamidomethyl+C(7) 1671.7935 ADVAEVCIQALLFEE 381.5288 1671.7986 39.2932 766 2 836.4029 3.07
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1158.6517 GILLYGPPGSGK 15142.1100 1158.6519 16.4726 10313 2 579.8296 ‐0.9159
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 Carbamidomethyl+C(10) 1251.6191 GVLFYGPPGCGK 5886.1500 1251.6208 16.3864 4759 2 626.3140 0.5851
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1051.5419 DFSTAILER 679.1584 1051.5459 18.5130 3839 1 1051.5459 5.05
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 2313.1609 ETVVEVPNVSWEDIGGLENV303.1765 2313.1491 20.8388 1893 3 771.7212 ‐4.3371
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1730.8708 FDREIDIGVPDEIGR 539.3418 1730.8669 21.4878 1805 2 865.9371 ‐1.5370
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 2132.1393 AHVIVMGATNRPNSIDPALR2245.7420 2132.1352 15.2404 1068 3 711.3833 ‐1.5625
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1695.9574 QMAQIRELVELPLR 155.5435 1696.0056 21.1164 5659 3 566.0067 27.8101
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1203.6328 LAGESESNLRK 264.6459 1203.6296 16.4406 2882 2 602.3185 ‐3.5495
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 Carbamidomethyl+C(12) 2303.0835 AVANETGAFFFCINGPEIMS298.5489 2303.0255 18.4104 2345 2 1152.0164 ‐22.7356
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 Carbamidomethyl+C(10)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 4240.9761 MDVIDLEDDSIDAEILNSMA428.9371 4240.9415 19.9131 762 6 707.6630 ‐8.1668
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 2349.1735 KYQAFAQTLQQSRGFGSEFR1139.8410 2349.1737 19.2149 6299 3 783.7294 0.9649
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 Carbamidomethyl+C(18) 2229.0969 ALAKYTQGFSGADITEICQR 485.4440 2229.0948 21.5254 6080 2 1115.0511 1.58
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 686.3542 PEIMSK 45.4724 686.3509 18.0812 6900 1 686.3509 ‐4.8836
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 525.3144 PSALR 37.3320 525.3119 20.1211 5479 1 525.3119 ‐5.4340
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1069.5823 QMAQIRELV 100.3574 1069.5867 22.6286 2603 2 535.2970 2.66
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 953.4873 QMAQIREL 161.1143 953.4879 20.1039 2050 1 953.4879 1.75
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1033.5313 DFSTAILER 222.3548 1033.5322 16.2696 7046 1 1033.5322 2.20
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 Carbamidomethyl+C(12) 2285.0730 AVANETGAFFFCINGPEIMS132.9282 2285.0777 17.8599 2891 2 1143.0425 4.99
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 444.8314 90756.5424 20 13.46 None 1186.6062 LAGESESNLRK 76.3700 1186.6141 15.8432 2456 2 593.8107 5.14
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1901.9603 VVGAFLEGGSPEENNAIAK 8486.3330 1901.9585 26.1664 35779 2 951.4829 ‐0.0135
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 21357.5900 2384.0655 34.3011 30062 2 1192.5364 ‐0.5086
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1905.0229 EFFNQGVKPGELAIISR 2875.5180 1905.0243 18.1205 25726 3 635.6796 0.4521
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1479.8166 YQTLLAATGSSVIR 13943.8800 1479.8133 17.2227 20318 2 740.4103 ‐2.3186
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1513.8009 EQVPPYERPALSK 6331.3850 1513.8000 19.2095 19772 3 505.2715 ‐1.5068
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1761.7888 ELEDADYLAYAMETK 8736.0170 1761.7907 31.2920 17275 2 881.3990 1.86
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1635.8489 ATLPNFYVAAGIGGER 7137.6870 1635.8526 18.6770 14952 2 818.4299 2.76
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 1914.9272 LFTAGIASFYEGYYANK 1195.6120 1914.9310 20.1555 7859 2 957.9691 2.31
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 951.4782 EGLSFATNI 548.9312 951.4772 26.0096 4134 2 476.2422 ‐2.4526
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 861.4789 AATGSSVIR 382.9291 861.4781 17.5487 10066 1 861.4781 ‐0.0949
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 832.3988 PYFYSR 122.0935 832.3972 34.4822 6846 1 832.3972 ‐1.2305
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 992.5160 YVAAGIGGER 405.2561 992.5194 17.5488 5054 2 496.7634 2.80
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 955.5571 PGELAIISR 205.1665 955.5603 18.7787 4360 1 955.5603 4.20
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2724.8440 47537.0137 38 32.18 None 690.3821 YQTLLA 254.9742 690.3827 16.3347 1652 1 690.3827 0.9162
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1901.9603 VVGAFLEGGSPEENNAIAK 3641.4510 1901.9585 26.1664 35779 2 951.4829 ‐0.1052
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 20463.8200 2384.0655 34.3011 30062 2 1192.5364 ‐0.7362
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1513.8009 EQVPPYERPALSK 10239.1700 1513.8000 19.2095 19772 3 505.2715 ‐1.4996
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1761.7888 ELEDADYLAYAMETK 9145.0750 1761.7907 31.2920 17275 2 881.3990 1.63
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1136.6310 TLVSGTGQVFK 6182.4780 1136.6397 22.7045 28003 2 568.8235 6.04
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1635.8489 ATLPNFYVAAGIGGER 253.5908 1635.8091 26.6128 7675 3 545.9412 ‐25.1259
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1479.8166 YQTLLAATGSSVIR 956.7198 1479.7802 26.7946 7192 3 493.9316 ‐25.5217
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1386.7475 AQPSVESLEVLSK 855.0134 1386.7368 24.0610 2087 3 462.9171 ‐8.7377
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1186.5699 GGSPEENNAIAK 109.7152 1186.5640 24.7021 7931 2 593.7856 ‐5.6535
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 759.3995 ENNAIAK 111.3374 759.3959 27.5914 6677 1 759.3959 ‐4.1990
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1315.6681 ATLPNFYVAAGIGG 185.5271 1315.6764 25.8552 3839 2 658.3418 5.52
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1428.6965 LEGGSPEENNAIAK 152.4502 1428.6941 24.0249 2448 2 714.8507 ‐1.8321
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1943.2720 47537.0137 38 32.18 None 1618.8224 ATLPNFYVAAGIGGER 165.8525 1618.8181 26.7292 945 2 809.9127 ‐2.4024
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1905.0229 EFFNQGVKPGELAIISR 2804.9920 1905.0243 18.1205 25726 3 635.6796 0.5866
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1479.8166 YQTLLAATGSSVIR 12063.1100 1479.8133 17.2227 20318 2 740.4103 ‐2.3085
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1635.8489 ATLPNFYVAAGIGGER 5182.6530 1635.8526 18.6770 14952 2 818.4299 2.75
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1901.9603 VVGAFLEGGSPEENNAIAK 1598.2500 1901.9595 16.5932 1816 2 951.4834 0.7798
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1176.5895 LSDFGVPGADAK 154.9217 1176.5731 17.6473 6878 2 588.7902 ‐15.0178
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 2597.4297 TLVSGTGQVFKYQTLLAATG408.6529 2597.4213 25.6494 1201 3 866.4786 ‐1.8324
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1625.8686 EFFNQGVKPGELAII 437.0635 1625.8715 18.8884 30317 2 813.4394 2.1355
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 955.5571 PGELAIISR 357.0890 955.5603 18.7787 4360 1 955.5603 4.73
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 690.3821 YQTLLA 486.7224 690.3827 16.3347 1652 1 690.3827 0.8010



NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1461.7373 ATLPNFYVAAGIGGE 337.1099 1461.7444 20.9362 1585 2 731.3758 4.27
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 762.5671 47537.0137 38 32.18 None 1087.6470 LLAATGSSVIR 182.5143 1087.6449 16.6577 803 2 544.3261 ‐3.2340
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 975.5622 IGLFGGAGVGK 93558.9900 975.5617 16.7830 275002 2 488.2845 ‐1.8343
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1393.8162 VLNTGAPITVPVGR 25188.3900 1393.8143 16.2584 68385 2 697.4108 ‐1.6494
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1699.9602 LVLEVSHHLGQNVVR 24753.8900 1699.9612 15.3000 67922 3 567.3252 ‐0.0533
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 3714.8861 GSITSVQAIYVPADDLTDPAP1380.7420 3714.8739 20.8357 63572 3 1238.9628 ‐0.5941
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1492.7754 FTQANSEVSALLGR 28576.5900 1492.7751 17.4952 56714 2 746.8912 ‐0.2839
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1996.0961 DAPALVDLATGQEILATGIK 16413.3800 1996.0917 21.3931 53230 2 998.5495 ‐1.0309
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1385.7093 IMNVLGEPIDER 20456.5000 1385.7111 27.3594 52236 2 693.3592 0.9705
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 2539.2133 FEDQEGLPPIMTSLEVQDHP19924.0900 2539.2158 32.5490 50785 3 847.0768 1.08
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1262.6409 TIAMDGTEGLVR 20738.6900 1262.6400 23.9166 48784 2 631.8236 ‐1.3487
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 2186.1452 IPSAVGYQPTLASDLGALQE 24011.9400 2186.1387 32.0188 41299 2 1093.5730 ‐1.3530
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1425.7736 VGLTGLTVAEYFR 19556.4500 1425.7756 20.1447 38917 2 713.3915 1.1715
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1005.5285 EMIESGVIK 29508.5900 1005.5300 21.1118 38126 2 503.2687 0.2826
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1457.8396 TVLIMELINNVAK 77605.0500 1457.8358 22.8299 32905 2 729.4215 ‐2.7639
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 18649.6600 1328.7363 17.6655 26398 2 664.8718 0.1042
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1165.6113 TEHYLPIHR 9139.4600 1165.6120 17.4264 9934 2 583.3097 ‐0.2079
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1173.6626 VVDLLAPYQR 19875.4400 1173.6563 17.4718 70284 2 587.3318 ‐6.2045
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1864.9440 DAEGQDVLLFIDNIFR 1742.6840 1864.9420 25.4712 22922 2 932.9746 ‐0.1948
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 2379.1310 VAEYATSSPASSAAPSSAPAK633.6019 2379.1075 18.9481 1692 3 793.7073 ‐9.4082
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 2672.3811 NLQDIIAILGMDELSEDDKLT2126.7030 2672.3744 23.4279 39480 3 891.4630 ‐1.5343
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1521.9111 KVLNTGAPITVPVGR 7323.2270 1521.9120 15.3720 9202 3 507.9755 ‐0.3427
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 692.3726 FGGAGVGK 6956.5000 692.3731 16.7808 16526 1 692.3731 0.8797
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1029.5939 GQEILATGIK 105.6892 1029.5915 19.9668 8480 2 515.2994 ‐3.5312
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 563.2936 PYQR 163.8743 563.2940 17.3443 5911 1 563.2940 0.2383
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1678.7952 GMDELSEDDKLTVAR 180.7801 1678.7946 24.0310 5797 2 839.9009 0.0091
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 805.4567 LFGGAGVGK 1258.9720 805.4535 16.7858 5275 1 805.4535 ‐3.2973
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 842.5094 IGAIVDVR 311.7541 842.5089 17.6821 4819 2 421.7581 ‐2.2536
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 751.3985 NLQDIIA 96.9509 751.3970 24.6261 4198 1 751.3970 ‐1.6567
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1156.5997 TGLTVAEYFR 318.4005 1156.6042 18.4234 3036 2 578.8058 3.0520
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 838.5145 PITVPVGR 326.3116 838.5126 16.6075 2795 1 838.5126 ‐1.6216
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 928.4734 LGEPIDER 132.5399 928.4675 27.3573 1953 1 928.4675 ‐5.3313
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1394.7162 DAPALVDLATGQEI 188.7380 1394.7192 19.9690 1917 2 697.8632 1.53
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1201.6787 ATGQEILATGIK 147.9576 1201.6834 22.9787 1541 2 601.3453 3.1359
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1621.7738 MDELSEDDKLTVAR 169.4779 1621.7776 22.9091 1520 3 541.2641 1.31
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1641.8483 IPSAVGYQPTLASDLGA 284.1922 1641.8586 31.2120 1216 3 547.9577 5.64
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1181.6637 NTGAPITVPVGR 323.0945 1181.6587 16.2606 784 1 1181.6587 ‐2.0809
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 2361.1205 VAEYATSSPASSAAPSSAPAK268.4289 2361.1327 19.0357 2736 3 787.7158 5.11
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1147.6007 TEHYLPIHR 111.3639 1147.5971 18.2597 2087 2 574.3022 ‐4.0698
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1475.7489 FTQANSEVSALLGR 277.1259 1475.7559 18.6005 16126 2 738.3816 4.16
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1156.6361 VVDLLAPYQR 219.5161 1156.6316 17.1997 3181 2 578.8194 ‐4.7405
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 11088.3600 59802.0826 40 55.58 None 1440.8131 TVLIMELINNVAK 228.3558 1440.8090 21.7219 1655 2 720.9081 ‐3.0418
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 907.5247 NLLSVAYK 8529.2740 907.5255 15.9120 42425 2 454.2664 ‐0.6770
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 1748.8748 AAQDIAAADMAPTHPIR 4635.5780 1748.8758 21.7776 25156 3 583.6301 0.0522
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 1189.6609 DSTLIMQLLR 33474.5900 1189.6614 21.1400 19999 2 595.3344 ‐0.3600
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 1624.8541 LLDSHLIPSAGASESK 9056.8650 1624.8559 15.5139 9730 3 542.2902 0.3995
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 2026.8368 DNLTLWTSDMQEQMDEA 2865.2490 2026.8384 35.4042 7510 2 1013.9228 2.0095
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 2143.0077 QAFEEAIAELDTLGEESYK 2448.5960 2143.0093 44.0221 1816 2 1072.0083 2.53
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 1250.6310 AAADMAPTHPIR 850.9012 1250.6293 22.1710 1320 1 1250.6293 1.0380
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 773.4702 IMQLLR 180.7380 773.4722 21.2964 943 1 773.4722 3.0194
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 4632.2790 28089.7900 16 35.08 None 2125.9812 QAFEEAIAELDTLGEESYK 498.7965 2125.9800 44.0091 6576 2 1063.4936 0.9307
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 1748.8748 AAQDIAAADMAPTHPIR 1897.9800 1748.8758 21.7776 25156 3 583.6301 ‐0.0429
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 2026.8368 DNLTLWTSDMQEQMDEA 992.2025 2026.8384 35.4042 7510 2 1013.9228 1.26
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 2143.0077 QAFEEAIAELDTLGEESYK 1584.3370 2143.0093 44.0221 1816 2 1072.0083 2.1056
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 1717.8400 MAATLGRDQYVYMAK 192.6125 1717.8676 29.5620 20434 2 859.4375 16.5182
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 1341.6719 KTAAEDTMLAYK 2136.4440 1341.6744 19.4263 6375 2 671.3408 1.80
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 1085.5150 QAFEEAIAEL 228.6149 1085.5122 41.5157 2040 1 1085.5122 ‐0.6069
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 331.1479 28089.7900 16 35.08 None 922.4927 MAPTHPIR 83.1678 922.4968 20.6819 1737 1 922.4968 5.98
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 1471.7540 AETEDVIAGWRPK 1674.1750 1471.7600 24.2771 31150 3 491.2582 3.1095
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 962.5227 VLLTMEEK 14289.5800 962.5238 21.4941 15906 2 481.7655 ‐0.2249
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 Carbamidomethyl+C(4)
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 1132.5092 SYMENVFSR 2968.1570 1132.5092 25.1760 13245 2 566.7582 ‐0.9483
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 2688.2887 SKDSGDGTEQVLLDELTTFN3189.5170 2688.2834 39.4495 6811 3 896.7660 ‐0.9452
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 2473.1617 DSGDGTEQVLLDELTTFNDY1428.2070 2473.1632 42.1230 6483 2 1237.0852 2.18
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 1085.6201 ISAADLSLAPK 2032.6120 1085.6137 24.8223 23473 2 543.3105 ‐6.9053
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 750.3702 LTMEEK 724.9588 750.3725 21.5128 3769 1 750.3725 3.83
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 863.4543 LLTMEEK 265.0126 863.4541 21.5252 1803 1 863.4541 0.5944
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1686.2840 28742.0183 21 33.72 None 944.5121 VLLTMEEK 390.2717 944.5095 19.7121 5290 1 944.5095 ‐1.6534
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 1471.7540 AETEDVIAGWRPK 1804.1990 1471.7572 24.1935 19338 3 491.2573 1.46
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 962.5227 VLLTMEEK 11272.8100 962.5238 21.4941 15906 2 481.7655 ‐0.0519
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 Carbamidomethyl+C(4)
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 1132.5092 SYMENVFSR 2060.4640 1132.5092 25.1760 13245 2 566.7582 ‐0.8232
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 2688.2887 SKDSGDGTEQVLLDELTTFN2194.7960 2688.2834 39.4495 6811 3 896.7660 ‐1.4494
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 1085.6201 ISAADLSLAPK 3166.5130 1085.6137 24.8223 23473 2 543.3105 ‐6.7670



NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 1606.8298 MVDLSNKPEWFLK 440.6158 1606.8513 50.5720 881 3 536.2886 12.60
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 750.3702 LTMEEK 901.3101 750.3725 21.5128 3769 1 750.3725 3.93
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 863.4543 LLTMEEK 168.7577 863.4541 21.5252 1803 1 863.4541 0.7665
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 714.4046 AGWRPK 175.4621 714.4040 22.1914 1792 1 714.4040 ‐0.4854
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 1913.5080 28742.0183 21 33.72 None 1453.7434 AETEDVIAGWRPK 194.7274 1453.7486 23.2980 1665 2 727.3779 3.11
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1539.7537 TYISGDQLSVDDVK 20934.3200 1539.7499 24.2360 51228 2 770.3786 ‐2.3843
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1860.9854 VYAAVPVKPSDAFPNASK 24028.5100 1860.9837 15.6925 47207 3 620.9994 ‐1.2843
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1281.6474 WYESVASQLAK 8339.0390 1281.6466 16.1919 33202 2 641.3269 ‐1.1913
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1995.9038 SSVLMDVKPWDDETDMK 2428.9150 1995.9083 28.8572 25950 3 665.9743 2.1297
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 2123.9988 SSVLMDVKPWDDETDMKK1386.4460 2123.9942 26.7593 4051 3 708.6696 ‐2.0754
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1378.6824 GVEMPGLFWGASK 161.2628 1378.7173 32.7593 1549 2 689.8623 24.9936
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1797.9170 WYESVASQLAKSFPGK 847.7643 1797.8982 27.9448 5939 2 899.4528 ‐9.7589
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 662.3355 SVDDVK 275.0434 662.3357 24.8357 6362 1 662.3357 0.1537
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1095.5681 YESVASQLAK 211.5952 1095.5728 18.0788 4663 2 548.2901 3.61
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1527.8166 AVPVKPSDAFPNASK 790.8900 1527.8130 15.6901 860 2 764.4102 ‐2.2963
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3953.8710 24258.1708 30 33.48 None 1843.9589 VYAAVPVKPSDAFPNASK 286.8449 1843.9691 15.0882 973 3 615.3279 5.1815
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 1539.7537 TYISGDQLSVDDVK 20016.7500 1539.7499 24.2360 51228 2 770.3786 ‐2.3739
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 1995.9038 SSVLMDVKPWDDETDMK 2340.6450 1995.9083 28.8572 25950 3 665.9743 1.70
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 2123.9988 SSVLMDVKPWDDETDMKK960.4738 2123.9942 26.7593 4051 3 708.6696 ‐2.3339
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 1378.6824 GVEMPGLFWGASK 269.1486 1378.7173 32.7593 1549 2 689.8623 25.0493
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 1797.9170 WYESVASQLAKSFPGK 1997.5440 1797.8982 27.9448 5939 2 899.4528 ‐9.8213
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 714.3491 SSVLMDV 97.5181 714.3452 25.9308 7341 1 714.3452 ‐5.1186
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 1521.4860 24258.1708 30 33.48 None 662.3355 SVDDVK 230.1417 662.3357 24.8357 6362 1 662.3357 0.3239
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1860.9854 VYAAVPVKPSDAFPNASK 37222.5900 1860.9837 15.6925 47207 3 620.9994 ‐1.1757
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1281.6474 WYESVASQLAK 6433.7780 1281.6466 16.1919 33202 2 641.3269 ‐1.3078
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 2123.9988 SSVLMDVKPWDDETDMKK207.7125 2124.0027 18.6319 6413 2 1062.5050 3.21
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 2204.1532 KLEEAVRGVEMPGLFWGAS116.1528 2204.1321 21.2988 6191 2 1102.5697 ‐7.4267
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 2821.3747 SSVLMDVKPWDDETDMKK877.9879 2821.3736 21.0001 1729 3 941.1294 1.57
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 2305.2413 GVEMPGLFWGASKLVPVGY410.0081 2305.2414 20.2549 1537 4 577.0658 ‐0.6391
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1588.7312 DVKPWDDETDMKK 360.9916 1588.7329 17.4536 4029 2 794.8701 1.08
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1598.8537 AAVPVKPSDAFPNASK 2958.1880 1598.8532 15.6923 3044 2 799.9302 ‐0.0279
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 666.3280 GVEMPGL 50.4696 666.3318 18.6233 1681 1 666.3318 5.34
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1095.5681 YESVASQLAK 250.8798 1095.5652 16.1953 878 1 1095.5652 ‐0.8718
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1527.8166 AVPVKPSDAFPNASK 1498.8390 1527.8130 15.6901 860 2 764.4102 ‐2.2555
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3323.7360 24258.1708 30 33.48 None 1843.9589 VYAAVPVKPSDAFPNASK 414.5071 1843.9691 15.0882 973 3 615.3279 5.02
NP_568447.1 putative 30S ribosomal protein Arabidopsis thaliana 1291.4680 35141.8430 5 16.88 None 1839.8759 VEPLPTEQLNEHSFAE 8887.1070 1839.8756 27.1179 22418 2 920.4415 0.6238
NP_568447.1 putative 30S ribosomal protein Arabidopsis thaliana 1291.4680 35141.8430 5 16.88 None 4083.9616 VREPVIEPVVEDVEDSTDSSV6977.5920 4083.9585 37.5169 12601 4 1021.7451 1.21
NP_568447.1 putative 30S ribosomal protein Arabidopsis thaliana 1291.4680 35141.8430 5 16.88 None 1042.5779 NLELSEPIK 487.2191 1042.6023 24.9995 8250 2 521.8048 22.2251
NP_568447.1 putative 30S ribosomal protein Arabidopsis thaliana 1291.4680 35141.8430 5 16.88 None 1594.7384 PLPTEQLNEHSFAE 229.5175 1594.7322 24.3156 1853 2 797.8697 ‐3.6773
NP_568447.1 putative 30S ribosomal protein Arabidopsis thaliana 1291.4680 35141.8430 5 16.88 None 1821.8654 VEPLPTEQLNEHSFAE 443.4623 1821.8712 28.2232 1097 3 607.9619 2.18
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 1339.6124 SYGDQIGIDSER 563.9832 1339.6189 20.4378 6245 2 670.3131 4.10
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 1369.7508 AVVMVIVQPEER 2907.0650 1369.7469 26.3158 5339 2 685.3771 ‐3.1778
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 1293.7637 LVSQLHQSLLR 15660.5500 1293.7673 14.9141 5320 2 647.3873 2.1779
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 1480.8482 IQQELAKPGVLER 803.4025 1480.8452 20.2072 4826 3 494.2866 ‐2.9670
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 965.5237 VSNMFLVR 4514.4340 965.5224 16.5957 3794 2 483.2648 ‐2.7102
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 Carbamidomethyl+C(22) 3410.5589 FDYMLDEETNSLLQIEMNTI 569.5466 3410.5320 31.7427 3367 3 1137.5155 ‐5.7226
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 993.4888 LDDEFVQK 3101.7910 993.4906 19.3436 1554 2 497.2490 0.6234
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 2439.2112 MESQKPIFDLEKLDDEFVQK553.2314 2439.2074 43.5013 1696 3 813.7406 ‐0.9631
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 765.3777 DEFVQK 116.3983 765.3737 21.2839 4261 1 765.3737 ‐4.9294
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 748.3512 DEFVQK 246.1201 748.3501 19.4227 2065 1 748.3501 ‐1.1111
NP_568495.2 glutathione synthetase Arabidopsis thaliana 559.9434 60669.9999 11 17.25 None 1081.6113 SQLHQSLLR 5448.0300 1081.6138 14.9168 1362 2 541.3105 1.13
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 907.5247 NLLSVAYK 8529.2740 907.5255 15.9120 42425 2 454.2664 ‐0.6770
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1334.5643 YEEMVEFMEK 25167.1400 1334.5631 27.6739 37489 2 667.7852 ‐1.3518
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1749.9130 SASDIATAELAPTHPIR 15457.8600 1749.9138 23.3501 26667 3 583.9761 ‐0.0720
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1404.6853 TVDVEELSVEER 58626.7500 1404.6858 24.2488 25243 2 702.8466 0.1162
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1181.6048 EAAESTLVAYK 7853.3510 1181.6056 20.2396 23397 2 591.3064 ‐0.1771
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1189.6609 DSTLIMQLLR 33474.5900 1189.6614 21.1400 19999 2 595.3344 ‐0.3600
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 2331.2020 LGLALNFSVFYYEILNSPDR 2741.3360 2331.2028 25.6838 7054 2 1166.1050 2.20
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 3038.3419 DNLTLWTSDMTDEAGDEIK674.5787 3038.3447 33.8338 4067 3 1013.4531 2.89
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 917.5302 IISSIEQK 8169.1320 917.5319 17.1200 3569 2 459.2696 0.3757
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1309.6998 KEAAESTLVAYK 1445.0720 1309.7026 18.2425 3496 2 655.3549 1.48
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 544.2613 TVDVE 1483.3390 544.2593 23.0462 91527 1 544.2593 ‐4.2000
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 972.4633 EELSVEER 864.6267 972.4697 21.4027 5451 2 486.7385 5.88
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1042.4584 EMVEFMEK 537.2385 1042.4569 27.6895 1550 1 1042.4569 0.1881
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 1186.5586 DVEELSVEER 140.0178 1186.5519 21.1335 1245 1 1186.5519 ‐3.5299
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 9362.7070 28720.3290 21 49.02 None 773.4702 IMQLLR 180.7380 773.4722 21.2964 943 1 773.4722 3.0194
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 1334.5643 YEEMVEFMEK 14963.3200 1334.5631 27.6739 37489 2 667.7852 ‐1.2837
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 1749.9130 SASDIATAELAPTHPIR 18929.3400 1749.9138 23.3501 26667 3 583.9761 ‐0.1676
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 2153.9543 DNLTLWTSDMTDEAGDEIK1187.3210 2153.9507 32.9628 6194 2 1077.4790 ‐0.3118
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 3038.3419 DNLTLWTSDMTDEAGDEIK1209.8310 3038.3447 33.8338 4067 3 1013.4531 1.23
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 917.5302 IISSIEQK 6969.4120 917.5319 17.1200 3569 2 459.2696 0.5614
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2288.7130 28720.3290 21 49.02 None 1042.4584 EMVEFMEK 653.9037 1042.4569 27.6895 1550 1 1042.4569 0.3619
NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 3372.6920 YMSPIEAVEYGLIDGVIDGDS25357.3600 3372.6869 48.9561 14657 3 1124.9005 0.6329
NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 2201.2387 ADVSTIALGIAASTASIILGAG3137.8470 2201.2398 25.6351 8975 3 734.4181 0.6737



NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 1452.7039 VNYEEISKDPMK 2080.1120 1452.7121 16.1577 1331 2 726.8597 5.57
NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 2276.2067 IMIHQPLGGASGQAIDVEIQ332.9535 2276.1750 17.1201 6140 3 759.3965 ‐13.6178
NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 1150.5521 MSQTQESAIR 250.2072 1150.5661 20.9542 4214 1 1150.5661 14.1544
NP_568644.1 ATP dependent Clp protease proteolytic subunit 4 Arabidopsis thaliana 3857.9730 31555.2825 6 36.64 None 858.4680 TTSPSPLR 248.8484 858.4615 30.7833 2829 1 858.4615 ‐6.7793
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 2264.1557 LIGSPPGYVGYTEGGQLTEA 8858.1990 2264.1502 28.8691 28019 2 1132.5788 ‐0.8122
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1159.5953 AIDLIDEAGSR 19048.0400 1159.5978 24.1395 24380 2 580.3025 1.61
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1029.5687 TAIAEGLAQR 18988.4700 1029.5689 18.7470 23397 2 515.2881 ‐0.8706
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1581.8734 VPEPTVDETIQILK 1956.0750 1581.8751 30.5249 16090 2 791.4412 1.95
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 3518.7290 1354.6802 21.2682 14481 2 677.8438 1.0241
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1022.5339 LDEMIVFR 4580.1210 1022.5347 28.6149 13123 2 511.7710 ‐0.2626
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1157.4966 LDMSEFMER 12877.7500 1157.4972 28.7074 12786 2 579.2522 ‐0.2159
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 914.5557 EIADILLK 5070.5280 914.5541 28.4036 7988 2 457.7807 ‐2.9913
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 Carbamidomethyl+C(5) 1725.8113 GELQCIGATTLDEYR 973.7900 1725.8127 27.7517 3250 2 863.4100 1.10
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1116.5895 EIELQVTER 325.7133 1116.5853 27.9983 10964 2 558.7963 ‐4.6397
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1535.7812 HAQVPEEARELEK 287.2497 1535.7821 25.0551 6782 3 512.5989 ‐0.3280
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1950.8822 MVGENNEVTANVGGGSSS 157.1164 1950.9219 50.5742 2664 3 650.9788 20.0094
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1985.9572 AHPDVFNMMLQILEDGR 230.8413 1985.9229 25.8530 1448 3 662.6458 ‐17.5801
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1792.8977 VVDEGYNPSYGARPLR 323.8994 1792.9354 21.0951 978 2 896.9713 21.6321
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1382.7638 LAEEGKLDPVVGR 2809.4370 1382.7642 20.1548 9212 2 691.8858 0.0330
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1741.9807 EIELRAEVSAIQAKGK 546.2769 1741.9705 22.0006 6876 3 581.3284 ‐6.4653
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1506.8387 LDPVVGRQPQIER 705.3705 1506.8259 21.8128 3413 3 502.9468 ‐9.4025
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 Carbamidomethyl+C(18) 2352.1621 MAMATRVLAQSTPPSLACY1253.9370 2352.1708 38.0690 2465 2 1176.5891 5.26
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 Carbamidomethyl+C(3) 2330.1059 MMCSQLQVSGLRMQGFM783.6641 2330.0942 34.4821 2435 3 777.3696 ‐4.9622
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 883.5360 VSAIQAKGK 463.3180 883.5336 21.2982 7383 2 442.2704 ‐4.0768
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 879.4207 TTLDEYR 144.5414 879.4225 29.1188 3130 1 879.4225 3.1359
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 756.4250 IGEPGVGK 121.8994 756.4279 22.1783 2469 1 756.4279 4.97
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 582.2704 FMER 56.9196 582.2678 29.7372 2262 1 582.2678 ‐4.7452
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 Carbamidomethyl+C(5) 994.4775 PSLACYQR 152.7997 994.4772 35.8044 1851 1 994.4772 1.08
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1059.5429 EGGQLTEAVR 159.3470 1059.5465 26.3223 1607 2 530.2769 2.90
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1269.6797 AEEGKLDPVVGR 469.9763 1269.6802 20.1584 1414 2 635.3437 ‐0.1713
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 1242.6226 HAQVPEEAREL 85.9032 1242.6305 25.7218 1163 3 414.8817 5.1577
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1003.1310 103680.8405 28 20.2 None 857.4839 IAEGLAQR 305.0413 857.4832 18.7359 986 1 857.4832 0.0400
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1159.5953 AIDLIDEAGSR 20549.9500 1159.5978 24.1395 24380 2 580.3025 1.86
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 Carbamidomethyl+C(16) 2399.2574 VGLKDPDRPIAAMLFCGPTG1496.5310 2399.2683 21.6881 13799 3 800.4276 5.0770
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1963.9144 AREAVWSIWDEANSDSK 456.5478 1963.9060 21.0653 822 3 655.3069 ‐4.4673
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1529.8468 LGANMNLLTAAALTR 529.9058 1529.8147 31.7046 32419 2 765.4110 ‐21.0024
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1020.4745 GSFESPPSGR 194.0018 1020.4661 20.2882 1268 1 1020.4661 ‐6.7707
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 2736.3740 AHPDIFNILLQLFEDGHLTDS904.1538 2736.3670 29.3705 1076 3 912.7938 ‐1.4842
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1502.8577 IDEIVIFRQLEK 898.5624 1502.8519 19.7600 57518 3 501.6222 ‐4.7688
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 803.4410 FRQLEK 112.7270 803.4378 19.7621 4607 1 803.4378 ‐3.4561
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 986.5669 IDEIVIFR 137.8960 986.5732 20.8151 1623 2 493.7902 5.0389
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 Carbamidomethyl+C(2) 922.4452 FCGPTGVGK 155.7188 922.4491 23.0318 785 2 461.7282 2.58
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 321.3889 103691.3082 11 5.40 None 1946.8879 AREAVWSIWDEANSDSK 297.2907 1946.8752 21.6656 887 2 973.9412 ‐5.4813
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 Carbamidomethyl+C(3) 2472.2651 LGCGQVEELIEEARDELTLIG 3493.2870 2472.2687 42.7576 10136 3 824.7611 2.1044
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 None 1596.8115 TEIPAATPSDPQLKE 12224.7500 1596.8135 22.0406 10033 2 798.9104 1.40
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 None 1533.7544 EIQAVPEDEGYRK 517.8549 1533.7568 17.4268 6966 3 511.9238 0.7171
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 Carbamidomethyl+C(3) 1602.7792 LGCGQVEELIEEAR 336.1098 1602.8228 36.7442 1547 2 801.9151 27.4168
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 None 2509.3396 TLEGLIAESKTEIPAATPSDPQ279.1788 2509.3256 39.9298 2719 2 1255.1665 ‐3.1415
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 None 1085.5473 ATPSDPQLKE 200.4458 1085.5508 21.5073 7870 2 543.2790 2.1611
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 A 1607.4630 19350.0461 7 29.59 None 1014.5102 TPSDPQLKE 271.6353 1014.5061 22.1820 7647 1 1014.5061 ‐2.5624
NP_568808.1 universal stress protein USP family protein Arabidopsis thaliana 822.1694 26430.5368 4 14.88 None 1678.8646 IGVAVDLSEESSFAVR 2964.8970 1678.8596 30.3060 14896 2 839.9334 ‐2.6380
NP_568808.1 universal stress protein USP family protein Arabidopsis thaliana 822.1694 26430.5368 4 14.88 Carbamidomethyl+C(8)
NP_568808.1 universal stress protein USP family protein Arabidopsis thaliana 822.1694 26430.5368 4 14.88 None 1548.8064 IHIVKDHDMRER 712.3774 1548.8072 25.9985 5666 2 774.9072 0.5900
NP_568808.1 universal stress protein USP family protein Arabidopsis thaliana 1005.1880 26430.5368 4 14.88 Carbamidomethyl+C(8)
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 1641.8846 LASGEVFGPDQPIALK 6820.1080 1641.8838 28.6336 24008 2 821.4456 ‐0.2010
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 Carbamidomethyl+C(8)
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 1137.5422 DVEIDDYLR 23498.5300 1137.5438 27.7836 11129 2 569.2755 0.4106
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 1452.7005 WLEEGFTESVQK 1728.2300 1452.7017 25.1422 10904 2 726.8545 0.6301
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 1731.8912 ADLLDINGQIFAEQGK 1927.4630 1731.8884 32.7898 8615 2 866.4478 ‐1.1040
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 1145.6161 SEAELLAEKR 9368.7900 1145.6171 17.3021 3525 2 573.3122 ‐0.0553
NP_568875.2 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 48742.5251 7 18.10 None 2275.1241 EVITDHKWLEEGFTESVQK 316.8366 2275.1301 16.8486 1766 3 759.0482 2.92
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 6269.1340 14238.1252 6 39.52 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADEC29381.9000 2266.0407 23.1158 30710 3 756.0184 0.4009
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 6269.1340 14238.1252 6 39.52 None 1409.7212 IFFVAWSPDTAR 5714.4900 1409.7179 19.8898 14561 2 705.3626 ‐2.6038
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 6269.1340 14238.1252 6 39.52 None 1848.8803 YAIFDFDFVSSEGVPR 5736.1790 1848.8769 21.6259 6987 2 924.9421 ‐1.0338
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 6269.1340 14238.1252 6 39.52 None 1519.7387 IGEPGQTHEDLAASL 277.4957 1519.7351 23.8492 7073 2 760.3712 ‐2.3811
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 983.3292 14238.1252 6 39.52 None 1409.7212 IFFVAWSPDTAR 3515.2330 1409.7179 19.8898 14561 2 705.3626 ‐2.6385
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 983.3292 14238.1252 6 39.52 None 1848.8803 YAIFDFDFVSSEGVPR 4984.3760 1848.8769 21.6259 6987 2 924.9421 ‐0.7878
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 Carbamidomethyl+C(3)
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 None 1400.7169 DWREDGIVSPVK 5997.9240 1400.7176 24.1828 19110 2 700.8624 0.2284
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 Carbamidomethyl+C(11) 1432.6413 AYPYTGKDETCK 15435.3000 1432.6427 13.9690 10848 3 478.2191 ‐0.0752
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 None 943.5095 EDGIVSPVK 3435.0350 943.5100 18.6322 1060 1 943.5100 1.84
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 Carbamidomethyl+C(9) 1198.5409 PYTGKDETCK 7282.5360 1198.5435 13.9696 3407 2 599.7754 1.32
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1013.0740 39472.3735 6 10.89 None 699.4400 GIVSPVK 251.7577 699.4395 17.6067 2330 1 699.4395 ‐0.5446
NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 2163.0340 DTEYDSVLDDLTLPENVPK 9496.6870 2163.0299 35.3856 9706 2 1082.0186 ‐0.4572



NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 1093.5524 NLDEAEFKK 10022.7500 1093.5533 21.3261 9604 2 547.2803 ‐0.0823
NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 965.4575 NLDEAEFK 520.0157 965.4494 19.9351 6122 1 965.4494 ‐6.9578
NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 1753.8980 GAFVAPNASLSGDVHVGR 309.3947 1753.8782 26.6552 1909 3 585.2976 ‐11.9256
NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 2116.0611 AFYSVGFWIRETGQALDR 146.9707 2116.0744 25.7945 1562 4 529.7741 4.39
NP_569036.1 gamma carbonic anhydrase 3 Arabidopsis thaliana 1096.9630 28008.4079 6 22.9 None 3214.5287 VTEEERVFFSSSAVEYSNLAQ357.4322 3214.5462 34.3383 2047 3 1072.1869 6.09
NP_683350.4 uncharacterized protein Arabidopsis thaliana 336.5115 15155.1671 3 29.55 Carbamidomethyl+C(3) 2640.2359 LLCQSGGAIFGDADFDGGN 1172.2900 2640.2325 19.8928 32034 3 880.7490 0.2065
NP_683350.4 uncharacterized protein Arabidopsis thaliana 336.5115 15155.1671 3 29.55 Carbamidomethyl+C(3) 1341.6620 LACVSGFFGGQAK 1072.3060 1341.6767 17.0113 2022 2 671.3420 10.48
NP_683350.4 uncharacterized protein Arabidopsis thaliana 336.5115 15155.1671 3 29.55 Carbamidomethyl+C(3) 1667.7370 LLCQSGGAIFGDADFD 184.5243 1667.7436 19.9069 2153 2 834.3754 4.12
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1199.6630 NTITIAPENVK 106120.5000 1199.6633 21.0943 225804 2 600.3353 ‐0.5289
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 2191.0818 DETPFSHGQGLYINPIQFK 71111.5100 2191.0812 19.1488 188876 3 731.0319 ‐0.0978
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 2963.3694 FNFDSFDGSNLLFLGDAELG 66630.2000 2963.3603 22.8400 172386 2 1482.1838 0.4412
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 2156.0627 VLNDVLLQNMYAGFAGSM 104297.0000 2156.0547 21.9338 128235 2 1078.5310 ‐2.1504
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1156.5997 TSFTFSITPR 48937.1700 1156.6003 17.5931 126178 2 578.8038 ‐0.3645
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1221.6626 AGYWVQTLVGK 72954.8500 1221.6640 18.1948 120957 2 611.3356 0.3535
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 821.4305 AWIEFR 15170.0100 821.4302 17.2273 49670 1 821.4302 0.3278
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1306.5487 HDVWSWSFEN 32273.7600 1306.5493 32.4732 47202 2 653.7783 ‐0.0512
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1716.8479 SENNLIFIEFDTFK 9786.8030 1716.8488 21.5963 24529 2 858.9280 0.9753
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1216.5481 SSNTSSPFDFK 2249.7080 1216.5535 19.0124 2790 2 608.7804 3.53
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 976.4694 DVNLSSGER 1146.6520 976.4772 18.5717 5785 1 976.4772 9.98
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 657.3243 FDTFK 136.3100 657.3247 21.7940 7299 1 657.3247 0.6789
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 930.5407 WVQTLVGK 2727.1400 930.5373 18.1979 4051 1 930.5373 ‐2.5505
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1606.7707 FLGDAELGPSSDGVSR 146.7218 1606.7673 21.2730 3659 3 536.2606 ‐2.9013
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 984.5724 ITIAPENVK 371.7594 984.5738 20.3304 3212 2 492.7905 0.0596
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1045.4526 HDVWSWSF 1383.9920 1045.4521 32.4593 1882 1 1045.4521 1.0810
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1860.8439 FNFDSFDGSNLLFLGDA 298.4990 1860.8393 21.7115 1474 2 930.9233 ‐1.6433
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 803.4199 AWIEFR 121.8759 803.4226 16.8615 1074 1 803.4226 3.07
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1182.6365 NTITIAPENVK 193.6252 1182.6424 22.5150 1310 2 591.8248 4.1800
NP_683568.1 lectin like protein Arabidopsis thaliana 30803.4800 29806.5106 44 54.98 None 1699.8214 SENNLIFIEFDTFK 328.5607 1699.8223 21.3702 1272 2 850.4148 0.9868
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 1199.6630 NTITIAPENVK 141325.3000 1199.6633 21.0943 225804 2 600.3353 ‐0.4228
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 1306.5487 HDVWSWSFEN 44169.2700 1306.5493 32.4732 47202 2 653.7783 0.0249
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 2529.2250 ESNDISGNHVGININSMTSL 1142.6160 2529.2123 30.3521 1611 3 843.7423 ‐4.6720
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 2054.0454 DVNLSSGERFKAWIEFR 740.1853 2054.0553 33.4733 20772 3 685.3566 4.97
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 1085.6201 TITIAPENVK 2086.8290 1085.6200 21.0900 15457 2 543.3136 ‐1.0009
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 984.5724 ITIAPENVK 301.5410 984.5738 20.3304 3212 2 492.7905 0.2264
NP_683568.1 lectin like protein Arabidopsis thaliana 7467.5030 29806.5106 44 54.98 None 1045.4526 HDVWSWSF 1884.1000 1045.4521 32.4593 1882 1 1045.4521 1.47
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 2191.0818 DETPFSHGQGLYINPIQFK 56102.5500 2191.0812 19.1488 188876 3 731.0319 0.2048
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 2963.3694 FNFDSFDGSNLLFLGDAELG 48261.7100 2963.3603 22.8400 172386 2 1482.1838 1.93
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 2156.0627 VLNDVLLQNMYAGFAGSM 104123.2000 2156.0547 21.9338 128235 2 1078.5310 ‐1.7081
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1156.5997 TSFTFSITPR 66856.0700 1156.6003 17.5931 126178 2 578.8038 ‐0.5609
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1221.6626 AGYWVQTLVGK 66916.0000 1221.6640 18.1948 120957 2 611.3356 0.1987
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 821.4305 AWIEFR 27965.3500 821.4302 17.2273 49670 1 821.4302 0.2277
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1716.8479 SENNLIFIEFDTFK 17412.9700 1716.8488 21.5963 24529 2 858.9280 1.1369
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1199.6630 NTITIAPENVK 307.9833 1199.6799 17.2350 4072 2 600.3436 13.1258
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 2569.2650 VLNDVLLQNMYAGFAGSM 604.1020 2569.2636 20.3366 1823 3 857.0927 0.7948
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 821.4516 TFSITPR 2164.9360 821.4491 17.5917 7355 1 821.4491 ‐2.5117
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 803.4410 TFSITPR 116.8445 803.4372 17.2888 5540 1 803.4372 ‐4.2255
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 930.5407 WVQTLVGK 6068.7260 930.5373 18.1979 4051 1 930.5373 ‐2.6381
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1103.5327 ELGPSSDGVSR 171.0319 1103.5355 24.2968 3600 1 1103.5355 4.35
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1093.6041 YWVQTLVGK 232.5325 1093.6083 17.1895 2930 2 547.3078 2.51
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 853.3985 AGFAGSMGR 214.2158 853.4009 21.7191 1798 1 853.4009 3.71
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 974.4901 LGPSSDGVSR 126.8788 974.4877 22.5559 1641 1 974.4877 ‐1.2781
NP_683568.1 lectin like protein Arabidopsis thaliana 23318.5900 29806.5106 44 54.98 None 1138.5891 TSFTFSITPR 174.7841 1138.5936 17.5803 1669 2 569.8004 2.86
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1845.9705 GPAPLSLALAHADIDEAGK 25037.3300 1845.9699 29.6484 64370 3 615.9948 ‐0.7028
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1507.7944 VLFVPWVETDFR 21670.7300 1507.7904 21.9067 40620 2 754.3988 ‐2.6624
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1349.6583 GDPTYLVVENDK 87831.1000 1349.6576 22.6940 29815 2 675.3325 ‐0.9384
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1500.7693 DALGNDVVAAEWLK 18629.8400 1500.7699 32.4824 28203 2 750.8886 0.3646
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 Carbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 919.3945 TGDAPWWS 3269.1320 919.3929 29.5912 12552 1 919.3929 ‐0.6930
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 933.4006 2003.9528 25.6206 2624 2 1002.4800 1.00
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 2221.0996 DALGNDVVAAEWLKTHGPG569.2618 2221.1160 21.6990 2044 3 741.0435 7.95
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 Carbamidomethyl+C(3) 2160.0536 ISCQASSIPADRVPDMEKR 1340.2760 2160.0693 17.5413 938 3 720.6946 7.28
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 816.4462 LVVENDK 171.2861 816.4432 24.6938 2602 1 816.4432 ‐2.9846
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1080.5572 TYLVVENDK 209.5574 1080.5523 25.4468 2459 1 1080.5523 ‐2.8106
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1331.6478 GDPTYLVVENDK 254.0759 1331.6501 23.5670 1549 1 1331.6501 4.32
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 10166.8700 22818.1856 20 53.81 None 1489.7838 VLFVPWVETDFR 272.2084 1489.7771 22.4989 1416 3 497.2639 ‐5.4443
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4270.3240 22818.1856 20 53.81 None 1845.9705 GPAPLSLALAHADIDEAGK 27552.7600 1845.9699 29.6484 64370 3 615.9948 ‐0.8402
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4270.3240 22818.1856 20 53.81 None 1500.7693 DALGNDVVAAEWLK 25593.1100 1500.7699 32.4824 28203 2 750.8886 0.3859
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 4270.3240 22818.1856 20 53.81 None 919.3945 TGDAPWWS 1870.2650 919.3929 29.5912 12552 1 919.3929 ‐0.5204
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1493.6850 22818.1856 20 53.81 None 1507.7944 VLFVPWVETDFR 21129.1100 1507.7904 21.9067 40620 2 754.3988 ‐2.6344
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1493.6850 22818.1856 20 53.81 Carbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1493.6850 22818.1856 20 53.81 Carbamidomethyl+C(23)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 1493.6850 22818.1856 20 53.81 None 1049.5051 PWVETDFR 5901.4330 1049.5029 21.9078 4821 1 1049.5029 ‐0.5927
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 1707.8912 IDGFVSGIGTGGTITGAGK 18108.7900 1707.8902 17.0059 51672 2 854.4488 ‐0.0970
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 1449.7440 LIITMPASMSTER 28904.8800 1449.7441 17.7434 33090 2 725.3757 ‐0.0778



NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 2135.1495 LYGVEPVESAILSGGKPGPH 9602.6670 2135.1509 17.2564 31592 3 712.3885 0.7314
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 12970.3200 1310.5808 22.1005 22111 2 655.7940 0.9228
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEG2406.8630 2603.3140 22.8398 21896 2 1302.1607 2.45
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 1382.7467 LFVAIFPSFGER 18322.7400 1382.7466 21.5474 19967 2 691.8769 ‐0.3877
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 998.4135 EAEAMTFEA 7833.6000 998.4121 24.4789 17251 1 998.4121 ‐0.0428
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 4386.0250 33919.2387 18 41.93 None 1689.8806 IDGFVSGIGTGGTITGAGK 293.9904 1689.8754 16.7758 1007 3 563.9633 ‐3.6956
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1707.8912 IDGFVSGIGTGGTITGAGK 17254.5600 1707.8902 17.0059 51672 2 854.4488 0.0588
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1449.7440 LIITMPASMSTER 23713.2700 1449.7441 17.7434 33090 2 725.3757 ‐0.0869
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 2135.1495 LYGVEPVESAILSGGKPGPH 4808.1080 2135.1509 17.2564 31592 3 712.3885 1.0011
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEG2413.9170 2603.3140 22.8398 21896 2 1302.1607 3.26
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1382.7467 LFVAIFPSFGER 22488.0100 1382.7466 21.5474 19967 2 691.8769 ‐0.4395
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1325.6770 IGFSMISDAEKK 8751.8940 1325.6768 16.0826 12159 2 663.3420 ‐0.6934
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 3586.8309 IQGIGAGFIPSVLNVDLIDEV 2714.6310 3586.8110 25.5236 10433 3 1196.2752 ‐1.9456
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1176.6219 SGIGTGGTITGAGK 312.7234 1176.6246 17.0077 914 1 1176.6246 4.49
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 None 1689.8806 IDGFVSGIGTGGTITGAGK 270.0711 1689.8754 16.7758 1007 3 563.9633 ‐3.6875
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3919.8440 33919.2387 18 41.93 Carbamidomethyl+C(21) 2586.2869 DVTELIGNTPLVYLNNVAEG215.7072 2586.2691 24.2425 760 3 862.7612 ‐5.5073
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 801.4540 24583.8492 4 21.33 None 2421.1973 AVSEASSSFGAGYVAGPVTF6342.2920 2421.1891 21.5803 30624 2 1211.0982 ‐0.5808
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 801.4540 24583.8492 4 21.33 None 1425.7108 VVETYEATSAEVK 273.4083 1425.7123 25.5035 1894 1 1425.7123 4.26
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 801.4540 24583.8492 4 21.33 None 1664.8378 EPETTTTAPVAEPPKP 576.4704 1664.8033 16.0341 980 2 832.9053 ‐20.1976
NP_849412.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 801.4540 24583.8492 4 21.33 None 976.4833 EEIVEETK 1916.7890 976.4917 16.1943 956 2 488.7495 6.21
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1047.5258 HYNFLPEK 7873.1250 1047.5284 20.6832 46818 2 524.2678 1.72
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1194.6187 IMVVSDEVFR 24731.4700 1194.6188 27.8724 42513 2 597.8130 ‐0.7431
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1533.8887 FSSIVPVVTLGSISK 27448.8500 1533.8887 19.8599 39439 2 767.4480 0.0732
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 3173.7205 VLQAAQDFLQINNNPPTVIQ4272.9810 3173.7037 22.6706 36825 3 1058.5728 ‐3.4869
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1643.9003 EENLVVLPGIAFSQK 13840.9600 1643.8967 19.8857 35886 2 822.4520 ‐1.8817
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1241.5797 NFEIDFDSVR 13748.8700 1241.5811 29.7219 29641 2 621.2942 0.4675
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1580.7930 WTLFGSNPFVPMGK 7256.1790 1580.7905 21.9275 26981 2 790.8989 ‐1.4067
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1629.8384 TGWLTLHDLDGVFR 4076.5360 1629.8413 20.5445 26771 3 543.9520 1.0751
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1854.8902 HSIDMETPVLEDALER 34689.0500 1854.8924 29.7266 23272 3 618.9690 0.8499
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1167.5793 TPQEFFDKR 3860.1830 1167.5800 19.6044 22074 2 584.2936 ‐0.2706
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1956.1164 LAKEENLVVLPGIAFSQK 8144.7050 1956.1188 18.9714 12351 3 652.7111 1.0416
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1072.5310 DKVEFGYSK 2253.6050 1072.5326 17.3601 20823 2 536.7699 0.4445
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1313.7100 DKVEFGYSKLK 1287.3570 1313.7095 21.1203 4046 2 657.3584 ‐0.8386
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1299.7882 SIVPVVTLGSISK 443.6628 1299.7856 19.2601 237410 2 650.3964 ‐2.5858
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 726.3781 VLQAAQD 95.6989 726.3821 20.8940 5031 1 726.3821 5.38
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 950.4942 VVSDEVFR 608.2842 950.4913 27.8639 4107 1 950.4913 ‐1.8914
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1000.6037 PVVTLGSISK 489.0323 1000.6033 19.8581 2766 1 1000.6033 0.9811
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1081.5347 MVVSDEVFR 215.7771 1081.5339 29.7364 2174 1 1081.5339 1.0028
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 841.4203 EFFDKR 337.4962 841.4235 19.5980 1903 1 841.4235 4.87
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 872.4335 NPFVPMGK 118.8417 872.4373 22.0720 1871 1 872.4373 5.86
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 706.3883 LDGVFR 310.7759 706.3918 19.5978 1814 1 706.3918 5.1714
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 714.4032 PDILEK 126.7759 714.4040 22.1914 1792 1 714.4040 1.68
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1212.7562 IVPVVTLGSISK 154.2680 1212.7507 19.9874 994 2 606.8790 ‐5.2596
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1041.5575 PVLEDALER 631.1448 1041.5566 29.7259 808 2 521.2819 ‐2.0245
NP_849430.1 cystine lyase Arabidopsis thaliana 6560.0030 36551.9983 34 48.43 None 1149.5687 TPQEFFDKR 157.9245 1149.5620 19.2236 1266 1 1149.5620 ‐3.8266
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1047.5258 HYNFLPEK 10948.1100 1047.5284 20.6832 46818 2 524.2678 1.63
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1194.6187 IMVVSDEVFR 40957.3900 1194.6188 27.8724 42513 2 597.8130 ‐0.6355
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1241.5797 NFEIDFDSVR 11001.7300 1241.5811 29.7219 29641 2 621.2942 0.5618
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1854.8902 HSIDMETPVLEDALER 42007.9700 1854.8924 29.7266 23272 3 618.9690 0.7086
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1167.5793 TPQEFFDKR 7071.5570 1167.5800 19.6044 22074 2 584.2936 ‐0.1554
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1011.4782 TPQEFFDK 264.6063 1011.4861 31.7474 3055 1 1011.4861 9.83
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 1629.8384 TGWLTLHDLDGVFR 481.7274 1629.7930 36.5552 1169 2 815.4001 ‐27.5925
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 950.4942 VVSDEVFR 1475.1340 950.4932 28.9190 24476 1 950.4932 0.3580
NP_849430.1 cystine lyase Arabidopsis thaliana 4250.9710 36551.9983 34 48.43 None 969.4789 QEFFDKR 1268.4220 969.4787 19.6045 1402 1 969.4787 1.97
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 2564.3467 AAVSALQHQPVVNAVIDGD9824.9220 2564.3479 31.9751 21265 3 855.4542 0.8125
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 897.4829 EAVYFLR 4512.2390 897.4849 25.3322 3680 2 449.2461 0.9210
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 2774.3739 LKDSQNTFALLTTFNEVDMT414.5394 2774.3704 34.3565 1428 3 925.4616 ‐0.6682
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 586.3810 LLLDI 10187.1100 586.3809 33.7716 10201 1 586.3809 ‐0.3733
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 981.4710 MNFAEIEK 145.8526 981.4628 38.3856 1301 1 981.4628 ‐6.8165
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 1352.6515 GADKMNFAEIEK 299.3484 1352.6439 18.2578 3720 2 676.8256 ‐5.9441
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 1079.5368 IDGDDIIYR 210.2329 1079.5330 31.5633 14079 1 1079.5330 ‐1.6206
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 679.3774 DIIYR 342.6077 679.3780 30.2849 5080 1 679.3780 1.1562
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 902.5619 39702.6553 9 16.44 None 1102.6004 AAVSALQHQPV 123.6481 1102.6058 30.3253 1717 2 551.8065 4.0667
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 6155.2590 10287.3029 10 42.39 None 1274.6416 GFGFVTFKDEK 40973.4100 1274.6421 16.8399 39118 2 637.8247 ‐0.1773
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 6155.2590 10287.3029 10 42.39 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 3215.7640 1951.8967 31.0690 20338 2 976.4520 1.0403
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 6155.2590 10287.3029 10 42.39 None 1116.6008 VITVNEAQSR 6090.8400 1116.5991 15.8355 4581 2 558.8032 ‐2.4828
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 6155.2590 10287.3029 10 42.39 None 1013.5302 FVTFKDEK 140.8910 1013.5360 16.6144 1290 2 507.2716 4.79
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 6155.2590 10287.3029 10 42.39 None 1471.6812 GLAWATNDEDLQR 235.1958 1471.6893 33.2479 1196 2 736.3483 5.44
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2299.9650 10287.3029 10 42.39 None 1343.6478 TFSQFGDVIDSK 9295.0740 1343.6488 26.7384 49539 2 672.3280 0.4013
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2299.9650 10287.3029 10 42.39 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 3407.4180 1951.8967 31.0690 20338 2 976.4520 0.9345
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2299.9650 10287.3029 10 42.39 None 1116.6008 VITVNEAQSR 4212.9790 1116.5991 15.8355 4581 2 558.8032 ‐2.3532
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2299.9650 10287.3029 10 42.39 None 1471.6812 GLAWATNDEDLQR 347.1987 1471.6893 33.2479 1196 2 736.3483 5.39
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2299.9650 10287.3029 10 42.39 None 1017.5323 ITVNEAQSR 233.9583 1017.5297 16.7870 916 1 1017.5297 ‐1.0104
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1370.7348 MIDPIVNELAQK 16158.9300 1370.7353 29.0428 31613 2 685.8713 ‐0.0170



NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1704.8188 LNTDESPATPGQYGVR 13228.2100 1704.8198 20.1649 28789 2 852.9135 1.0481
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 962.5153 DTLATSINK 20161.0200 962.5154 16.9836 11743 2 481.7613 ‐1.3009
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 903.5146 DTIIGAVSK 9413.0630 903.5157 20.5339 6707 2 452.2615 ‐0.2550
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1448.7818 SIPTIMIFVNGEK 2115.6100 1448.7929 17.2853 2582 2 724.9001 7.19
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1151.5884 YAGQFKFYK 697.6797 1151.5999 21.5181 7846 2 576.3036 9.0449
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 562.3195 TSINK 75.4381 562.3217 15.3828 8501 1 562.3217 3.23
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 570.2956 MIDPI 136.6384 570.2942 27.3084 1808 1 570.2942 ‐2.8934
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 633.3566 ATSINK 3828.0490 633.3567 16.9734 1205 1 633.3567 ‐0.0026
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 885.5040 DTIIGAVSK 229.0133 885.5016 19.4160 753 1 885.5016 ‐1.8005
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1431.7552 SIPTIMIFVNGEK 219.6071 1431.7643 17.2854 979 3 477.9263 5.56
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 3906.3030 19892.7287 18 37.99 None 1134.5619 YAGQFKFYK 75.5561 1134.5681 22.2991 823 2 567.7877 4.16
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 1370.7348 MIDPIVNELAQK 16127.7100 1370.7353 29.0428 31613 2 685.8713 0.0410
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 1704.8188 LNTDESPATPGQYGVR 12868.8200 1704.8198 20.1649 28789 2 852.9135 1.0119
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 903.5146 DTIIGAVSK 10168.5500 903.5157 20.5339 6707 2 452.2615 ‐0.0654
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 1151.5884 YAGQFKFYK 1970.5650 1151.5999 21.5181 7846 2 576.3036 9.1647
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 570.2956 MIDPI 121.2582 570.2942 27.3084 1808 1 570.2942 ‐2.7241
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 2742.7410 19892.7287 18 37.99 None 885.5040 DTIIGAVSK 240.6383 885.5016 19.4160 753 1 885.5016 ‐1.6283
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1075.5630 GGAIDDSVITK 50953.8300 1075.5636 19.6136 89185 2 538.2854 ‐0.5425
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1121.5738 VGFFSSGPPAR 23249.8200 1121.5733 15.9783 67588 2 561.2903 ‐1.4649
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1970.1797 SLLALQGPLAAPVLQHLTK 33627.5600 1970.1806 20.6116 61464 3 657.3984 0.2902
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 29467.5600 1297.5523 20.0642 53609 2 649.2798 0.3133
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1415.7066 TALYDFHVAHGGK 7884.9700 1415.7075 20.8273 35378 3 472.5740 ‐0.4810
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1658.9112 AEGGFLGADVILQQLK 9133.4350 1658.9114 21.1647 30318 2 829.9593 0.4532
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1419.7478 IGEITSGGFSPNLK 3024.6830 1419.7456 25.8486 29113 2 710.3764 ‐1.8100
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLA5491.6220 3405.7436 24.0403 26927 3 1135.9194 ‐2.9339
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 895.4706 NIAMGYVK 8909.8400 895.4711 20.4509 24853 2 448.2392 ‐0.9512
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1654.8120 MVPFAGWSMPIQYK 11097.6900 1654.8138 20.6159 24530 2 827.9105 1.41
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1465.7104 DKDLAHIEEHMK 2131.8780 1465.7138 18.5749 11176 3 489.2428 1.23
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 793.4277 MPFVATK 6603.4160 793.4345 20.3258 15891 2 397.2209 6.84
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(24) 2933.3453 MVPFAGWSMPIQYKDSIM 845.1562 2933.4157 24.9462 4113 4 734.1094 24.1746
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 556.2838 SGQHK 647.8793 556.2920 30.2858 3169 1 556.2920 14.2372
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1407.6400 GGDVSWHIHDER 536.3915 1407.6754 40.6582 1000 2 704.3413 24.8743
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1815.0123 RAEGGFLGADVILQQLK 2556.5310 1815.0145 20.0083 16656 3 605.6764 0.8057
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 668.3436 AMGYVK 14664.5200 668.3434 20.4473 7523 1 668.3434 ‐0.2474
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 662.3872 PFVATK 4606.4430 662.3873 20.3317 5395 1 662.3873 0.2075
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 866.4441 SMPIQYK 122.5502 866.4385 22.0739 4360 1 866.4385 ‐5.5631
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1424.7031 PFAGWSMPIQYK 337.3342 1424.7013 19.8136 3522 1 1424.7013 1.50
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(7) 982.4081 MDSTVNCR 2855.5600 982.4097 20.0635 3480 1 982.4097 2.19
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 890.4829 IDDSVITK 8083.1170 890.4818 19.6030 3024 1 890.4818 ‐0.3129
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1022.5054 GFFSSGPPAR 763.6492 1022.5035 15.9819 2922 1 1022.5035 ‐0.3456
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 629.3981 LQQLK 181.8127 629.3984 22.3418 2010 1 629.3984 0.2574
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 682.3195 VGFFSSG 102.2095 682.3218 15.9775 1994 1 682.3218 3.57
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1344.7998 GPLAAPVLQHLTK 2053.1670 1344.8002 20.6220 1993 2 672.9037 ‐0.1130
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(6) 851.3676 DSTVNCR 233.5730 851.3660 20.0022 1913 1 851.3660 ‐1.1307
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 547.3450 SVITK 131.2614 547.3423 19.0529 1788 1 547.3423 ‐5.5040
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1243.6218 LYDFHVAHGGK 106.2841 1243.6123 21.9163 1512 1 1243.6123 ‐5.2194
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 Carbamidomethyl+C(4) 649.3087 TVNCR 188.7106 649.3083 23.5041 1297 1 649.3083 ‐0.7040
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1770.0636 LALQGPLAAPVLQHLTK 1264.7330 1770.0646 20.6164 940 2 885.5360 1.56
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1004.4948 GFFSSGPPAR 238.6135 1004.4908 17.1835 913 2 502.7490 ‐5.2664
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 6325.4250 44787.0270 60 45.83 None 1103.5633 VGFFSSGPPAR 162.7242 1103.5610 15.9734 1599 2 552.2842 ‐3.0175
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1547.8428 IGEITSGGFSPNLKK 3555.9590 1547.8434 22.9524 36488 3 516.6193 ‐0.4408
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1415.7066 TALYDFHVAHGGK 9703.0660 1415.7075 20.8433 31887 3 472.5740 ‐0.4055
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1419.7478 IGEITSGGFSPNLK 3846.4550 1419.7456 25.8486 29113 2 710.3764 ‐1.7658
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 895.4706 NIAMGYVK 9339.9670 895.4711 20.4509 24853 2 448.2392 ‐0.7593
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 930.5242 1745.8560 25.3743 2085 3 582.6235 ‐5.1894
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 793.4277 MPFVATK 7846.3720 793.4345 20.3258 15891 2 397.2209 7.0091
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1465.7104 DKDLAHIEEHMK 461.5608 1465.7130 28.7580 6245 2 733.3602 1.95
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1043.5044 YFASEADLK 199.8639 1043.4860 34.3019 2747 1 1043.4860 ‐15.8995
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1853.9830 GKPYEGSITKMPFVATK 399.1227 1853.9657 20.6828 8098 3 618.6601 ‐9.8306
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 668.3436 AMGYVK 17297.7100 668.3434 20.4473 7523 1 668.3434 ‐0.0772
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 662.3872 PFVATK 6389.3000 662.3873 20.3317 5395 1 662.3873 0.3777
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 922.4629 DKDLAHIE 87.0367 922.4578 28.4339 4556 1 922.4578 ‐4.2139
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1051.5055 DKDLAHIEE 71.7212 1051.5084 29.5778 1692 1 1051.5084 4.86
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 941.8366 44787.0270 60 45.83 None 1025.4938 YFASEADLK 114.3212 1025.4911 35.6846 1910 1 1025.4911 ‐1.0214
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1121.5738 VGFFSSGPPAR 28300.0200 1121.5733 15.9783 67588 2 561.2903 ‐1.6837
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1970.1797 SLLALQGPLAAPVLQHLTK 29157.8100 1970.1806 20.6116 61464 3 657.3984 0.4630
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1658.9112 AEGGFLGADVILQQLK 13628.4900 1658.9114 21.1647 30318 2 829.9593 0.5778
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLA6341.9910 3405.7436 24.0403 26927 3 1135.9194 ‐1.9176
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1654.8120 MVPFAGWSMPIQYK 7999.5190 1654.8138 20.6159 24530 2 827.9105 1.60
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 2450.1358 TGYTGEDGFEISVPDEHAVD2222.0980 2450.1305 17.8853 6710 3 817.3817 ‐1.1004
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1815.0123 RAEGGFLGADVILQQLK 2933.7140 1815.0145 20.0083 16656 3 605.6764 0.8873
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 866.4441 SMPIQYK 78.5659 866.4385 22.0739 4360 1 866.4385 ‐5.6581
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1073.5374 RAEGGFLGADV 276.5092 1073.5373 20.7365 3519 1 1073.5373 1.85
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1344.7998 GPLAAPVLQHLTK 1596.3370 1344.8002 20.6220 1993 2 672.9037 ‐0.1892



NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 Carbamidomethyl+C(4) 899.4444 GKDCVPFL 224.6455 899.4438 24.2308 1869 1 899.4438 0.1932
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1327.6504 FAGWSMPIQYK 180.8835 1327.6429 20.9760 1598 1 1327.6429 ‐2.8889
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 3567.9950 44787.0270 60 45.83 None 1770.0636 LALQGPLAAPVLQHLTK 1017.7180 1770.0646 20.6164 940 2 885.5360 1.12
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1352.6441 SASGNVVVYEGDR 34548.5700 1352.6447 18.2832 21383 2 676.8260 0.0198
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1631.7622 LSGSEFDSFMAIAEK 3992.8100 1631.7622 33.7816 19889 2 816.3847 0.2794
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1599.8053 LFKPFDEQFVDSK 4370.2580 1599.8065 17.3016 15075 3 533.9404 ‐0.0205
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1659.8800 VVVSDSLDDIVLNSGK 13192.5000 1659.8802 30.1712 14745 2 830.4437 0.4618
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1422.7223 SQPIPAENNEPVK 16021.1800 1422.7245 17.4257 14138 2 711.8659 1.76
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1122.6041 EAEGIVTYLK 5916.5440 1122.6039 25.7798 11197 2 561.8056 ‐1.1709
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1523.8792 AASALSSNVPPVVLAK 4166.9910 1523.8805 26.3533 9166 2 762.4439 0.8759
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1757.8745 EFATQYEVQGFPTIK 1869.0220 1757.8755 30.1260 8193 2 879.4414 1.1564
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 972.5189 GFPTIYFK 4592.2540 972.5196 18.2182 8165 1 972.5196 1.05
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 957.6132 VVVVGIFPK 2326.6320 957.6134 17.7329 7518 2 479.3103 ‐1.1435
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 2773.3315 IDASEETNREFATQYEVQGF5232.8580 2773.3313 29.5184 5334 3 925.1153 1.0612
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 987.5106 QSGPASAEIK 1301.8900 987.5129 17.6424 1291 2 494.2601 1.0414
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1796.8701 LDATANDFPKDTFDVK 2917.7710 1796.8590 31.0701 11488 2 898.9331 ‐5.5020
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1087.5742 GESSVTGPVVR 21292.3300 1087.5843 16.6046 8395 2 544.2958 8.1874
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 2137.0924 AVQEYNGPREAEGIVTYLK 1057.1520 2137.0609 22.8767 1988 2 1069.0341 ‐13.2560
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 Carbamidomethyl+C(17) 3277.6630 MAMRGFTLFSILVLSLCASSI2931.7780 3277.6543 21.9661 11937 3 1093.2230 ‐0.6624
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1942.9943 AMLFINFTGEGAESLKSK 2054.7740 1942.9878 23.3887 6889 2 971.9975 ‐2.3161
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 3063.5844 SQPIPAENNEPVKVVVSDSL 1043.6130 3063.5684 34.4848 4607 3 1021.8610 ‐3.6266
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 997.4949 PAENNEPVK 232.4592 997.4976 17.8604 4260 1 997.4976 4.0927
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 759.4763 VVGIFPK 156.6911 759.4751 16.5676 2020 1 759.4751 ‐1.2882
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1211.5579 PFDEQFVDSK 195.1502 1211.5519 16.0452 1212 2 606.2796 ‐5.6845
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 901.5102 SSVTGPVVR 206.3535 901.5067 17.1066 972 2 451.2570 ‐5.3829
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 3360.0330 54444.3272 50 47.23 None 1581.7948 LFKPFDEQFVDSK 301.4901 1581.8039 18.3404 4656 2 791.4056 5.29
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1631.7622 LSGSEFDSFMAIAEK 5350.1630 1631.7622 33.7816 19889 2 816.3847 0.2638
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1659.8800 VVVSDSLDDIVLNSGK 13706.9500 1659.8802 30.1712 14745 2 830.4437 0.4383
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1122.6041 EAEGIVTYLK 5062.9310 1122.6039 25.7798 11197 2 561.8056 ‐1.0430
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1523.8792 AASALSSNVPPVVLAK 7192.6780 1523.8805 26.3533 9166 2 762.4439 0.8908
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1757.8745 EFATQYEVQGFPTIK 2493.5040 1757.8755 30.1260 8193 2 879.4414 1.1052
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 2773.3315 IDASEETNREFATQYEVQGF3135.4330 2773.3313 29.5184 5334 3 925.1153 0.5200
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1422.7223 SQPIPAENNEPVK 91.4374 1422.6837 27.1411 13989 2 711.8455 ‐27.3453
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1796.8701 LDATANDFPKDTFDVK 4215.6810 1796.8590 31.0701 11488 2 898.9331 ‐5.5642
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 1546.7748 TNVEVDQIESWVK 485.1346 1546.7399 37.0720 7125 2 773.8736 ‐22.4796
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 2604.2504 LFKPFDEQFVDSKDFDGEAL840.5413 2604.3175 37.0073 1903 3 868.7773 26.1459
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 3063.5844 SQPIPAENNEPVKVVVSDSL 1636.0410 3063.5684 34.4848 4607 3 1021.8610 ‐4.2941
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1378.5770 54444.3272 50 47.23 None 2586.2399 LFKPFDEQFVDSKDFDGEAL735.9316 2586.2480 37.2194 837 3 862.7542 3.58
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 1599.8053 LFKPFDEQFVDSK 1616.3900 1599.8065 17.3016 15075 3 533.9404 ‐0.0653
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 972.5189 GFPTIYFK 3224.1810 972.5196 18.2182 8165 1 972.5196 1.77
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 957.6132 VVVVGIFPK 1913.3890 957.6134 17.7329 7518 2 479.3103 ‐1.4671
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 2008.0022 EFVLTLDHTNFTDTINK 268.2691 2007.9810 18.0220 8796 3 669.9985 ‐10.4749
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 2604.2504 LFKPFDEQFVDSKDFDGEAL972.2213 2604.2204 20.4709 5380 3 868.7450 ‐10.0952
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 4327.1769 GQGLSFLLGDAENSQGAFQ412.2213 4327.1231 24.1868 4179 4 1082.5362 ‐8.7280
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 2237.1085 TNVEVDQIESWVKDFKDGK261.7757 2237.0818 20.3037 2423 2 1119.0446 ‐9.6491
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 1659.8800 VVVSDSLDDIVLNSGK 116.9010 1659.8971 25.4398 1067 2 830.4522 10.56
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 1942.9943 AMLFINFTGEGAESLKSK 731.0768 1942.9878 23.3887 6889 2 971.9975 ‐2.0099
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 2682.3120 FFESTNTKAMLFINFTGEGA 486.4701 2682.3172 22.9405 4812 3 894.7772 3.62
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 3011.4785 DTFDVKGFPTIYFKSASGNVV312.5398 3011.4854 24.8061 4006 3 1004.5000 4.08
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 921.4539 AMLFINFT 132.0550 921.4531 23.6289 2682 1 921.4531 0.0918
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 759.4763 VVGIFPK 216.2445 759.4751 16.5676 2020 1 759.4751 ‐1.3955
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 1050.5215 NVVVYEGDR 68.5920 1050.5251 23.8771 1842 1 1050.5251 4.51
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 232.6683 54444.3272 50 47.23 None 1005.5040 LFKPFDEQ 205.9619 1005.5040 21.8465 1448 1 1005.5040 1.34
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 1189.6609 DSTLIMQLLR 33474.5900 1189.6614 21.1400 19999 2 595.3344 ‐0.3600
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 1224.5743 EAADQSLEAYK 7299.2880 1224.5764 18.5661 13199 2 612.7918 1.0328
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 1229.5797 YLAEFSSGAER 10484.5000 1229.5798 21.2197 13150 2 615.2936 ‐0.5775
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 2006.8938 DNLTLWTSDLNEEGDER 2440.6890 2006.8945 30.5242 12711 2 1003.9509 1.91
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 1115.4748 YDEMVEAMK 7605.4840 1115.4772 21.1606 4470 2 558.2422 1.30
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 821.4040 QSLEAYK 299.1737 821.4044 19.3668 5180 1 821.4044 1.1222
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 953.4323 AEFSSGAER 244.8932 953.4294 21.2399 1209 1 953.4294 ‐1.8545
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 4274.0660 29014.3873 12 22.83 None 773.4702 IMQLLR 180.7380 773.4722 21.2964 943 1 773.4722 3.0194
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 562.8831 29014.3873 12 22.83 None 1229.5797 YLAEFSSGAER 9607.4060 1229.5798 21.2197 13150 2 615.2936 ‐0.4797
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 562.8831 29014.3873 12 22.83 None 2006.8938 DNLTLWTSDLNEEGDER 1630.4200 2006.8945 30.5242 12711 2 1003.9509 1.78
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 562.8831 29014.3873 12 22.83 None 2157.9822 QAFDDAIAELDSLNEESYK 503.8797 2158.0285 37.8241 1226 3 720.0143 21.2879
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 562.8831 29014.3873 12 22.83 None 953.4323 AEFSSGAER 219.4012 953.4294 21.2399 1209 1 953.4294 ‐1.6816
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1377.1570 19853.3297 5 20.77 Carbamidomethyl+C(4)
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1377.1570 19853.3297 5 20.77 None 1471.8672 GFIFGPPIALAIGAK 6205.0870 1471.8641 22.2972 9275 2 736.4357 ‐2.1634
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1377.1570 19853.3297 5 20.77 None 1030.4800 ATEDVQDPR 1149.1170 1030.4793 27.9290 4762 1 1030.4793 0.8301
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 620.6462 19853.3297 5 20.77 None 1471.8672 GFIFGPPIALAIGAK 5268.6020 1471.8641 22.2972 9275 2 736.4357 ‐2.1583
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 620.6462 19853.3297 5 20.77 None 1868.0851 AIIIDDLIATGGTLAAAIR 1818.3800 1868.0825 23.8766 8164 2 934.5449 ‐0.2781
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 2119.0917 FISPNEVSVETIDGGNTIVK 14717.9500 2119.0886 30.2247 44998 2 1060.0479 ‐0.1844
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 1207.6205 TPFTSGLDLEK 1578.6550 1207.6202 26.2223 42624 2 604.3137 ‐0.8795
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 2539.3250 LTVEPAEGGEQSILEADVVLV7173.4120 2539.3200 36.1216 17673 3 847.1115 ‐1.6438



NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 2420.2014 LGSEVTVVEFAGDIVPSMDG7371.8590 2420.2071 38.2959 15326 2 1210.6072 4.91
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 1139.6419 HIIVATGSDVK 43978.9700 1139.6430 16.1646 14710 2 570.3251 0.1251
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 1029.5575 AIDNAEGLVK 186.6608 1029.5778 20.8312 2669 2 515.2925 18.6321
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2410.8890 54273.2910 19 26.4 None 1003.4877 VPSMDGEIR 230.9792 1003.4865 35.8073 2217 1 1003.4865 0.3404
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1586.8458 VSSVEVDLPAMLAQK 16462.9400 1586.8437 19.0707 37183 2 793.9255 ‐1.0815
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 2395.2843 FLSNVPGVYAIGDVIPGPML13214.0300 2395.2823 21.0596 22109 3 799.0989 0.1173
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1487.8315 IVSSTGALSLSEVPK 2139.3820 1487.8307 16.5463 16585 2 744.4190 ‐0.6097
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1615.9265 IVSSTGALSLSEVPKK 12684.2900 1615.9281 15.1008 10839 3 539.3142 0.1857
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 2420.2014 LGSEVTVVEFAGDIVPSMDG880.4435 2420.2013 22.6871 785 2 1210.6043 2.09
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 2012.0196 NLSNSPTDALRFSFSLSR 4035.3590 2012.0173 18.4913 5763 3 671.3439 ‐1.0415
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 Oxidation+M(11) 3992.0070 ETDKILGVHIMAPNAGELIH 243.7299 3991.9801 22.6716 1943 3 1331.3315 ‐2.2271
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1502.8424 VSSTGALSLSEVPKK 306.2100 1502.8417 15.1975 4624 3 501.6188 ‐1.5113
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1313.7134 VEVDLPAMLAQK 212.2650 1313.7196 19.5623 1516 2 657.3634 4.1792
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1403.7740 SSTGALSLSEVPKK 5567.8480 1403.7780 15.1033 810 2 702.3927 2.92
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 1590.0520 54273.2910 19 26.4 None 1568.8353 VSSVEVDLPAMLAQK 230.3449 1568.8425 17.9103 3991 3 523.6190 3.73
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1280.7685 VVAAGANPVLITR 111749.4000 1280.7690 15.3079 69286 2 640.8882 ‐0.1609
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1541.7693 EVELEDPVENIGAK 69630.4700 1541.7680 26.7743 68843 2 771.3876 ‐0.8033
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1736.8337 NLIEQAEQDYEKEK 79124.5900 1736.8353 27.5732 61296 3 579.6166 0.3584
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1199.6630 DLVGVLEDAIR 74306.3100 1199.6631 38.1150 47129 2 600.3352 ‐0.7139
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1043.5844 IVNDGVTVAR 33388.4000 1043.5844 16.8206 43272 2 522.2958 ‐1.1455
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1505.7159 GYISPYFVTDSEK 14670.7500 1505.7176 27.3600 41802 2 753.3624 1.1270
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1607.7759 ETSTIVGDGSTQDAVK 37731.6200 1607.7773 18.3741 41541 2 804.3923 1.0679
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1182.7093 LADLVGVTLGPK 60975.4800 1182.7101 17.7882 39896 2 591.8587 ‐0.0723
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1536.7614 YEDLMAAGIIDPTK 30146.5300 1536.7632 30.1480 38487 2 768.8852 1.1770
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 989.5150 EEVGLSLDK 38728.9000 989.5157 21.4103 29579 2 495.2615 ‐0.5619
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 3179.4355 EVEDSELADVAAVSAGNND26315.8900 3179.4341 39.9351 28582 3 1060.4829 1.96
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 2464.2566 TNDLAGDGTTTSVVLAQGF 7283.1320 2464.2570 33.9841 28418 2 1232.6322 2.64
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1871.8592 SAENNLYVVEGMQFDR 3911.1040 1871.8598 29.7896 23841 2 936.4335 1.1540
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4188.6070 1700.8974 28.6391 19783 2 850.9524 ‐1.0703
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 2569.4123 GGYPILIIAEDIEQEALATLVV847.8625 2569.4107 25.7386 15237 3 857.1417 0.1562
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 931.5095 GVVTLEEGK 9545.3860 931.5110 17.8730 11453 2 466.2592 0.2344
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1479.6962 NLIEQAEQDYEK 13999.3800 1479.6956 26.8760 7141 2 740.3514 ‐0.5154
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 2819.5037 SQYLDDIAILTGATVIREEVG 161.1754 2819.4594 23.8024 21641 3 940.4913 ‐14.4978
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 872.4836 GVLEDAIR 9961.3300 872.4829 38.1171 3919 1 872.4829 0.0393
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1040.4782 EVELEDPVE 505.5581 1040.4763 28.7505 3388 1 1040.4763 ‐0.3352
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 716.3937 LEDAIR 3900.5500 716.3930 38.1095 2271 1 716.3930 ‐0.7661
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 930.5003 VNDGVTVAR 13395.0400 930.5007 16.8209 1718 1 930.5007 1.07
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 940.5574 GANPVLITR 3587.8430 940.5587 15.3103 1463 1 940.5587 2.56
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1396.6227 EQAEQDYEKEK 5707.3610 1396.6225 27.5743 1303 2 698.8149 ‐0.4389
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 998.5881 DLVGVTLGPK 333.5930 998.5906 17.7865 1152 1 998.5906 3.34
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1011.5946 AGANPVLITR 4418.0840 1011.5928 15.3082 1081 1 1011.5928 ‐0.2874
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 698.4559 PVLITR 32805.0400 698.4553 15.3110 1069 1 698.4553 ‐0.7844
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 827.4621 PVENIGAK 7386.7190 827.4600 26.7790 824 1 827.4600 ‐1.9582
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 14067.0200 64208.4146 41 44.17 None 1523.7588 EVELEDPVENIGAK 806.0438 1523.7610 28.3459 14772 2 762.3841 1.36
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 1280.7685 VVAAGANPVLITR 53788.5100 1280.7690 15.3079 69286 2 640.8882 ‐0.2780
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 1182.7093 LADLVGVTLGPK 50770.6700 1182.7101 17.7882 39896 2 591.8587 ‐0.2520
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 2569.4123 GGYPILIIAEDIEQEALATLVV2001.3450 2569.4107 25.7386 15237 3 857.1417 0.6811
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 2464.2566 TNDLAGDGTTTSVVLAQGF 553.2757 2464.2513 19.7917 4324 2 1232.6293 0.8022
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 2819.5037 SQYLDDIAILTGATVIREEVG 890.4148 2819.4473 25.1462 2015 3 940.4873 ‐18.1142
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 2566.3359 IVNDGVTVAREVELEDPVEN228.0093 2566.2692 23.1311 1746 2 1283.6382 ‐22.7439
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 3525.6030 MSKEVEDSELADVAAVSAG 521.5038 3525.5425 20.3064 886 3 1175.8524 ‐13.6738
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 1082.6317 AAGANPVLITR 1053.2040 1082.6305 15.3082 2630 1 1082.6305 0.5853
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 940.5574 GANPVLITR 1496.2770 940.5587 15.3103 1463 1 940.5587 2.92
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 998.5881 DLVGVTLGPK 304.8658 998.5906 17.7865 1152 1 998.5906 3.37
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 1011.5946 AGANPVLITR 2049.7030 1011.5928 15.3082 1081 1 1011.5928 ‐0.3656
NP_849811.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 2361.1950 64208.4146 41 44.17 None 698.4559 PVLITR 17482.3500 698.4553 15.3110 1069 1 698.4553 ‐0.8987
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 2920.4649 VIENANVIMATYEDPLLGDV9734.0490 2920.4634 37.0789 27203 3 974.1593 0.9021
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1145.5255 EGPLAEENMR 35940.2300 1145.5273 18.4234 25461 2 573.2673 0.6565
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 2257.2034 STLTDSLVAAAGIIAQEVAGD4516.1560 2257.2006 25.5778 24403 3 753.0717 ‐0.9521
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 2931.5536 LLEPVYMVEIQAPEGALGGIY7076.3820 2931.5491 23.7094 21907 3 977.8545 ‐0.1336
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 2079.9982 VENLYEGPLDDQYANAIR 16744.9100 2079.9953 29.1602 21703 2 1040.5013 ‐0.0137
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1551.7359 DLQDDFMGGAEIIK 5248.7710 1551.7352 32.1423 20959 2 776.3712 ‐0.3914
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1634.8425 ILAEEFGWDKDLAK 5497.8540 1634.8451 29.2491 19796 3 545.6199 0.9059
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1799.9327 AYLPVVESFGFSSQLR 6799.3160 1799.9335 20.7379 17030 2 900.4704 1.1557
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1807.9297 NATLTNEKEVDAHPIR 7352.0880 1807.9322 17.6620 15787 3 603.3156 0.9494
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 3604.7810 1607.7568 28.2466 14014 2 804.3820 0.9082
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1307.6525 NMSVIAHVDHGK 6487.0340 1307.6529 16.8628 13794 3 436.5558 ‐0.9282
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 Carbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1694.8306 GLKEAMTPLSEFEDK 1195.8740 1694.8298 25.2374 3644 2 847.9185 ‐0.0384
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 955.5320 GGGQVIPTAR 3518.7250 955.5315 16.3462 3302 2 478.2694 ‐1.8461
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1509.7141 EAMTPLSEFEDKL 31832.5200 1509.7141 34.4238 27757 2 755.3607 ‐0.0217
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 3525.7956 VMQTWLPASTALLEMMIFH2014.9790 3525.7686 21.8036 20171 4 882.1976 ‐6.3546
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1502.8802 RVIYASQITAKPR 216.7406 1502.8750 19.8429 16462 2 751.9412 ‐3.4635
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 2399.1626 YRVENLYEGPLDDQYANAIR1780.5030 2399.1628 29.1368 12129 3 800.3924 0.6084



NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1849.9694 SKILAEEFGWDKDLAK 1960.5720 1849.9725 22.9158 4036 2 925.4899 2.09
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1034.5153 GDVQVYPEK 303.9081 1034.5089 35.5483 7203 1 1034.5089 ‐4.6726
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 745.3740 AHVDHGK 106.1557 745.3713 17.1213 3050 1 745.3713 ‐3.2364
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1067.5156 YRVENLYE 218.1879 1067.5105 27.9491 2983 2 534.2589 ‐5.9061
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 921.4465 YRVENLY 174.5017 921.4487 27.3530 1546 1 921.4487 3.01
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1291.6239 MTPLSEFEDKL 359.8201 1291.6191 33.4605 1227 1 1291.6191 ‐1.1108
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1472.7631 DPLLGDVQVYPEK 352.1958 1472.7622 35.6888 1084 2 736.8847 ‐0.7578
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 685.4355 ITAKPR 231.5200 685.4364 20.5865 1031 1 685.4364 1.44
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 2212.5940 94803.8361 50 32.27 None 1616.8319 ILAEEFGWDKDLAK 585.3063 1616.8310 30.3832 2104 2 808.9191 ‐0.2981
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 2920.4649 VIENANVIMATYEDPLLGDV12174.7800 2920.4634 37.0789 27203 3 974.1593 0.2968
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 2079.9982 VENLYEGPLDDQYANAIR 12477.0600 2079.9953 29.1602 21703 2 1040.5013 ‐0.1556
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1551.7359 DLQDDFMGGAEIIK 7608.6230 1551.7352 32.1423 20959 2 776.3712 ‐0.3844
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1634.8425 ILAEEFGWDKDLAK 1924.7810 1634.8451 29.2491 19796 3 545.6199 0.8604
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1836.8572 STGISLYYEMTDESLK 1306.7280 1836.8639 31.7337 18121 2 918.9356 4.63
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 4145.0340 1607.7568 28.2466 14014 2 804.3820 0.8993
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1307.6525 NMSVIAHVDHGK 14441.1700 1307.6532 16.8677 9862 3 436.5559 ‐0.5984
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 890.5094 FSVSPVVR 1158.0050 890.5095 22.1316 7897 2 445.7584 ‐1.2549
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 Carbamidomethyl+C(11)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1694.8306 GLKEAMTPLSEFEDK 527.8073 1694.8298 25.2374 3644 2 847.9185 ‐0.0717
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMC251.9540 2153.0335 33.3330 3171 2 1077.0204 23.2124
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 890.4578 NATLTNEK 144.6519 890.4474 24.3084 2714 1 890.4474 ‐10.5974
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 729.4141 VASDLPK 279.5752 729.4149 21.7057 2044 1 729.4149 1.53
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1396.6301 EAMTPLSEFEDK 115.2141 1396.6379 20.1046 1354 2 698.8226 5.41
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1509.7141 EAMTPLSEFEDKL 29003.4700 1509.7141 34.4238 27757 2 755.3607 ‐0.0029
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 2399.1626 YRVENLYEGPLDDQYANAIR2036.9360 2399.1628 29.1368 12129 3 800.3924 0.2301
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVG 2364.1040 2807.3687 33.2565 10473 3 936.4611 0.0747
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1034.5153 GDVQVYPEK 223.6215 1034.5089 35.5483 7203 1 1034.5089 ‐4.4989
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1067.5156 YRVENLYE 95.5380 1067.5105 27.9491 2983 2 534.2589 ‐5.7627
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 656.4090 VSPVVR 868.6827 656.4081 22.1103 1288 1 656.4081 ‐1.2345
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1472.7631 DPLLGDVQVYPEK 193.1110 1472.7622 35.6888 1084 2 736.8847 ‐0.7286
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 1378.6195 EAMTPLSEFEDK 178.3265 1378.6122 21.1473 12127 2 689.8097 ‐5.5729
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1180.8250 94803.8361 50 32.27 None 872.4472 NATLTNEK 117.0590 872.4465 25.9357 4268 1 872.4465 0.1855
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1508.7744 EAYAPYERPALTK 4378.5940 1508.7761 19.8161 30795 3 503.5969 0.2090
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1360.6451 GASINNLEAGSDGR 13120.6200 1360.6456 18.5004 29526 2 680.8264 ‐0.0417
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1828.9691 GVLVESGSPEEFQLLPK 15175.7800 1828.9712 32.1445 28822 2 914.9892 1.34
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1804.9844 TSTPGIFAIGDVAAFPLK 12610.5100 1804.9780 21.8296 28246 2 902.9926 ‐2.8288
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1988.0182 LASASSVEEALEIAQAALQS 3060.9670 1988.0091 23.7132 26603 2 994.5082 ‐3.4754
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 30037.9700 1469.7385 15.8035 24738 2 735.3729 ‐2.3322
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1083.5106 VFEYEGSPR 13471.0600 1083.5105 18.7009 22183 2 542.2589 ‐1.1171
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1388.7268 EVADADSLIASLGK 4306.3610 1388.7263 30.7166 19907 2 694.8668 ‐0.6607
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 2326.1026 SLLTAHTDTYDYLPYFYSR 3987.2310 2326.1112 19.6318 19662 3 776.0419 4.0860
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1179.6157 IATFWIESGR 8902.9800 1179.6193 18.0930 19409 2 590.3133 2.12
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 1760.7590 1443.6828 20.2340 11736 3 481.8991 1.0359
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 872.4149 YEELYR 14678.6600 872.4157 17.4543 8566 2 436.7115 ‐0.6314
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1318.7379 IGGHLPGVHYIR 24697.6400 1318.7395 14.3541 6614 3 440.2514 0.0127
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1133.6235 MALASTTLPTK 653.7439 1133.6282 32.0113 5128 2 567.3178 3.47
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1551.7914 EFVIVGGGNAAGYAAR 1759.1890 1551.7902 16.4514 4084 2 776.3987 ‐0.7332
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1261.6899 SIGGIQVDGLFR 867.1121 1261.6800 16.9870 8306 2 631.3436 ‐8.5094
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1308.6947 YAPYERPALTK 147.9641 1308.7026 18.6410 3832 3 436.9057 4.23
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 Carbamidomethyl+C(6) 1049.5408 IIATGCTASR 409.8338 1049.5380 17.1704 3768 2 525.2726 ‐3.8744
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 852.4210 GASINNLEA 187.1452 852.4247 20.4101 3278 1 852.4247 5.0896
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1205.6538 GGHLPGVHYIR 2941.0300 1205.6587 14.3525 1316 3 402.5578 2.06
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 709.3515 EELYR 159.6795 709.3509 18.0354 1249 1 709.3509 ‐0.6722
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1381.6270 SLLTAHTDTYDY 314.7808 1381.6318 20.6554 1104 2 691.3196 3.1455
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1641.8330 LASASSVEEALEIAQAA 97.3607 1641.8244 23.7040 940 2 821.4159 ‐4.9166
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 688.3624 AQAALQS 73.9421 688.3597 22.2248 915 1 688.3597 ‐3.8660
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 832.3988 PYFYSR 135.8260 832.4029 20.7376 896 1 832.4029 5.31
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 841.4679 PGVHYIR 335.8411 841.4624 14.3486 766 1 841.4624 ‐5.8032
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4166.9970 52400.6340 49 45.44 None 1490.7638 EAYAPYERPALTK 306.5073 1490.7605 21.9691 830 1 1490.7605 1.22
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1804.9844 TSTPGIFAIGDVAAFPLK 13360.3000 1804.9780 21.8296 28246 2 902.9926 ‐2.6109
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1988.0182 LASASSVEEALEIAQAALQS 5605.1830 1988.0091 23.7132 26603 2 994.5082 ‐3.1405
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 18854.8900 1469.7385 15.8035 24738 2 735.3729 ‐2.3285
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 2326.1026 SLLTAHTDTYDYLPYFYSR 3345.6250 2326.1112 19.6318 19662 3 776.0419 4.79
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1179.6157 IATFWIESGR 4263.4550 1179.6193 18.0930 19409 2 590.3133 2.0295
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1318.7379 IGGHLPGVHYIR 24641.1100 1318.7395 14.3541 6614 3 440.2514 ‐0.1973
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1551.7914 EFVIVGGGNAAGYAAR 1502.8210 1551.7902 16.4514 4084 2 776.3987 ‐0.6771
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1133.6235 MALASTTLPTK 426.3863 1133.6579 20.5255 15212 2 567.3326 29.2272
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1261.6899 SIGGIQVDGLFR 793.0002 1261.6800 16.9870 8306 2 631.3436 ‐8.6387
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1308.6543 SLVTASFANENR 317.3254 1308.6536 25.5565 2337 1 1308.6536 2.1317
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 Carbamidomethyl+C(2) 2223.1842 LCIVTKEAYAPYERPALTK 120.5705 2223.1911 25.5971 2125 2 1112.0992 5.13
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 2352.2598 TSTPGIFAIGDVAAFPLKIYDR542.9790 2352.2520 23.3775 14047 2 1176.6296 ‐0.7317
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 Carbamidomethyl+C(29) 3443.7199 EFVIVGGGNAAGYAARTFVE1061.6310 3443.6975 21.5060 4752 3 1148.5707 ‐3.2314
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 Carbamidomethyl+C(13) 1910.9463 TFVENGMADGRLCIVTK 337.9407 1910.9516 20.5986 1795 2 955.9795 4.0244
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 2312.1135 KVWWQFFGDNVEVGNFDP687.1754 2312.1171 24.8788 1350 2 1156.5622 4.0241



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 Carbamidomethyl+C(5) 936.4568 IATGCTASR 332.1282 936.4585 16.8166 8115 1 936.4585 2.42
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 995.4945 TFWIESGR 144.0099 995.4960 17.5299 3260 1 995.4960 2.66
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 747.3784 WIESGR 1919.3720 747.3817 18.1187 3179 1 747.3817 4.74
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 818.4618 ASTTLPTK 108.4745 818.4626 20.8335 2943 1 818.4626 1.87
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 1205.6538 GGHLPGVHYIR 1983.0980 1205.6587 14.3525 1316 3 402.5578 2.42
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 841.4679 PGVHYIR 264.1316 841.4624 14.3486 766 1 841.4624 ‐5.9010
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2204.9840 52400.6340 49 45.44 None 2295.0869 KVWWQFFGDNVEVGNFDP223.4215 2295.0878 25.3602 902 2 1148.0476 2.05
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1573.8432 GVTTIIGGGDSVAAVEK 162664.7000 1573.8426 25.4252 243303 2 787.4250 ‐0.2146
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 2015.9516 VDLNVPLDDNSNITDDTR 21800.9200 2015.9494 27.2898 49102 2 1008.4783 0.0875
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 2266.1788 IVPATAIPDGWMGLDIGPDS7173.4920 2266.1701 21.5915 38069 2 1133.5887 ‐2.0270
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1388.7420 ELDYLVGAVANPK 16273.8700 1388.7411 27.9809 33766 2 694.8742 ‐0.9410
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1749.0269 LVAGLPEGGVLLLENVR 19779.9600 1749.0270 21.0761 33496 2 875.0171 0.5941
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1539.8992 GVSLLLPTDVVIADK 17224.8100 1539.9016 20.2116 28076 2 770.4545 1.29
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1753.8618 TIIWNGPMGVFEFDK 3419.9830 1753.8608 21.8014 12430 2 877.4340 ‐0.0175
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 2359.2061 LSELLGVEVVMANDSIGEEV3027.3420 2359.2116 36.3660 11437 3 787.0754 2.99
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1074.6306 KPFAAIVGGSK 4745.4980 1074.6316 13.7708 6505 2 537.8195 ‐0.1263
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1112.5470 TFSEALDTTK 12852.2700 1112.5479 19.9030 3348 2 556.7776 ‐0.1732
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1518.7646 AQGLSVGSSLVEEDK 1291.0330 1518.7677 23.6648 1190 2 759.8875 2.0408
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1716.7752 FYAEEEKNDPEFAK 2310.3360 1716.7675 19.8795 21508 3 572.9274 ‐5.0325
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 2370.2915 GVSLLLPTDVVIADKFAPDAN5297.5950 2370.2903 20.5286 12681 3 790.7683 ‐0.0151
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1844.8701 FYAEEEKNDPEFAKK 2287.2070 1844.8741 18.0944 8082 3 615.6295 1.79
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 856.5251 LLLENVR 2171.4070 856.5264 20.5182 32511 2 428.7669 ‐0.0218
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 743.4410 LLENVR 135.2502 743.4420 20.5216 15233 1 743.4420 1.02
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1102.5739 IGGGDSVAAVEK 5036.8650 1102.5706 25.4252 6502 1 1102.5706 ‐1.1549
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 729.4141 IGPDSIK 114.4933 729.4149 21.7057 2044 1 729.4149 1.45
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 957.5251 LDIGPDSIK 128.1759 957.5261 20.7398 1989 2 479.2667 ‐0.3130
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1171.5590 ANDSIGEEVQK 242.1176 1171.5511 37.4979 1357 1 1171.5511 ‐4.6355
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1517.7118 AEEEKNDPEFAKK 463.6231 1517.7102 17.6906 753 2 759.3587 ‐1.0752
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1698.7646 FYAEEEKNDPEFAK 257.7502 1698.7543 21.2714 22946 2 849.8808 ‐5.6130
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1094.5364 TFSEALDTTK 389.9946 1094.5398 19.2642 1444 2 547.7736 2.0816
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 11071.6100 42188.8769 31 49.38 None 1735.8512 TIIWNGPMGVFEFDK 557.2625 1735.8515 21.9027 1118 3 579.2887 ‐0.4077
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 1573.8432 GVTTIIGGGDSVAAVEK 74363.7600 1573.8418 16.2151 40519 2 787.4246 ‐0.6421
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 2266.1788 IVPATAIPDGWMGLDIGPDS11423.0300 2266.1701 21.5915 38069 2 1133.5887 ‐1.5143
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 1749.0269 LVAGLPEGGVLLLENVR 18365.5700 1749.0270 21.0761 33496 2 875.0171 0.7763
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 1539.8992 GVSLLLPTDVVIADK 19460.2400 1539.9016 20.2116 28076 2 770.4545 1.14
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 1753.8618 TIIWNGPMGVFEFDK 4101.5560 1753.8608 21.8014 12430 2 877.4340 0.1677
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 1074.6306 KPFAAIVGGSK 9000.3970 1074.6316 13.7708 6505 2 537.8195 ‐0.3750
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 5689.5020 42188.8769 31 49.38 None 897.4247 YLMGNGSR 169.1937 897.4023 17.2739 8330 1 897.4023 ‐24.0842
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1261.6270 ELVSNASDALDK 5488.1280 1261.6285 23.4580 20225 2 631.3179 0.5611
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1656.7904 VFISDDFDGELFPR 2447.3780 1656.7896 34.5775 13172 2 828.8984 ‐0.1630
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2722.3822 VVDLLYDTAIISSGFTPDSPA 1291.0670 2722.3788 21.9249 12764 3 908.1311 ‐0.1612
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2705.4284 DIEVLYLVEPIDEVAIQNLQT 10814.2900 2705.4302 43.7683 12209 3 902.4816 1.12
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1257.6725 AIYYLATDSLK 4098.7270 1257.6709 17.0610 10611 2 629.3391 ‐1.9444
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2079.9968 FVDISKEDLELGDEDEVK 212.8341 2079.9891 21.5732 10578 2 1040.4982 ‐2.3423
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2371.0242 NEEELTSLDDYIENMGENQK4169.9170 2371.0187 33.3234 8420 2 1186.0130 ‐0.2340
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 Carbamidomethyl+C(7) 1465.7144 QEFNLLCDWIK 2094.0140 1465.7130 28.7580 6245 2 733.3602 ‐1.0996
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1002.4527 YEFAESTR 329.1526 1002.4797 36.8666 2220 1 1002.4797 28.3380
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1485.7544 GVVDSDDLPLNVSR 310.5316 1485.7769 23.6073 1926 2 743.3921 15.0906
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 Carbamidomethyl+C(3) 1399.6747 LGCIEDTGNHKR 193.1511 1399.6965 23.5068 1919 2 700.3519 15.2511
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2316.2486 AIYYLATDSLKSAKSAPFLEK 2054.8550 2316.2466 20.3204 9006 3 772.7537 ‐0.4602
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1642.9421 EILQESRIVRIMR 390.0656 1642.9259 24.3667 6654 2 821.9666 ‐9.5707
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1489.6441 EDDKYEFAESTR 737.4811 1489.6507 17.9926 6063 2 745.3290 4.54
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1469.7028 FGWSANMERLMK 1698.1820 1469.7032 19.2657 5733 2 735.3553 0.1770
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2055.9903 KTFDMIQEISESENKEK 794.3747 2055.9788 25.1430 3673 2 1028.4930 ‐4.3036
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2111.0736 LMKAQALGDTSSLEFMRGR585.7645 2111.0604 33.9878 3387 2 1056.0338 ‐4.8276
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 2386.1256 SRTIEVEEDEPVKEGEEGEPK776.7357 2386.1137 34.7044 2373 3 796.0427 ‐4.4896
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 Carbamidomethyl+C(10) 2463.2337 EAKQEFNLLCDWIKQQLGD 1240.5580 2463.2191 18.1688 2344 3 821.7446 ‐5.2719
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1052.5119 IEDTGNHKR 110.2564 1052.5096 24.4297 6556 2 526.7585 ‐3.3357
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 992.5016 ANMERLMK 150.6302 992.5076 17.7191 3581 2 496.7574 4.32
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 704.0737 88712.8445 34 21.36 None 1332.6430 GFTPDSPAELGNK 183.6062 1332.6422 21.6370 1054 1 1332.6422 2.1776
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 1656.7904 VFISDDFDGELFPR 1795.8640 1656.7896 34.5775 13172 2 828.8984 ‐0.1857
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 1562.0470 1233.6474 21.0690 12299 2 617.3273 ‐3.3332
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 2705.4284 DIEVLYLVEPIDEVAIQNLQT 11617.4300 2705.4302 43.7683 12209 3 902.4816 1.1896
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 1261.6270 ELVSNASDALDK 1117.1770 1261.6234 22.5086 2650 2 631.3154 ‐3.3889
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 2679.2996 FVDISKEDLELGDEDEVKDRE255.0655 2679.2704 35.3911 12555 3 893.7617 ‐10.3762
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 2172.1005 SILYIPGMGPLNNEDVTNPK307.2590 2172.0417 38.5450 7275 2 1086.5245 ‐25.6616
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 2079.9968 FVDISKEDLELGDEDEVK 447.1429 2079.9941 30.3813 2431 2 1040.5007 ‐0.1015
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 2111.0736 LMKAQALGDTSSLEFMRGR439.6900 2111.0604 33.9878 3387 2 1056.0338 ‐4.9783
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 1897.9510 LMKAQALGDTSSLEFMR 342.3676 1897.9394 31.6201 2476 2 949.4733 ‐5.2912
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 673.3515 DVTNPK 156.6148 673.3478 35.7443 1259 1 673.3478 ‐5.3925
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 1012.4694 NNEDVTNPK 188.7225 1012.4653 35.8523 1209 1 1012.4653 ‐2.4398
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 443.4413 88712.8445 34 21.36 None 1638.7798 VFISDDFDGELFPR 207.9939 1638.7699 31.9123 1894 2 819.8886 ‐5.7992
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1052.5735 HENIIIDAK 4165.4700 1052.5737 17.7310 5943 2 526.7905 ‐0.9573
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1297.8090 AIIISVIDNLVK 929.7026 1297.8076 22.3745 4947 2 649.4074 ‐1.5912



NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1291.7256 EVVYGLTEILR 965.3331 1291.7251 19.4975 4755 2 646.3662 ‐0.9630
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 2058.9978 EANLYSEIAEGISSYGVTR 1490.2110 2058.9944 36.3412 3765 2 1030.0009 ‐0.3409
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1576.8693 IGLLGASGYTGAEIVR 629.3527 1576.8305 25.1116 5698 3 526.2817 ‐25.4636
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1763.8024 NIAEYEEWYGQPHK 1033.1600 1763.7875 23.1237 920 2 882.3974 ‐7.8195
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 701.4192 IDNLVK 127.8144 701.4162 21.0403 2598 1 701.4162 ‐4.1356
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1273.7151 EVVYGLTEILR 194.2527 1273.7212 18.2627 4847 2 637.3642 4.80
NP_849993.4 probable N acetyl gamma glutamyl phosphate reductase Arabidopsis thalia 279.5816 44421.0243 9 12.72 None 1745.7918 NIAEYEEWYGQPHK 311.8644 1745.7843 22.4604 1527 3 582.5996 ‐4.8173
NP_850015.1 dessication responsive protein Arabidopsis thaliana 519.2493 20815.6406 3 12.30 None 1377.6281 EAGDESIVDWTR 6796.0690 1377.6297 26.5281 6545 2 689.3185 0.8090
NP_850015.1 dessication responsive protein Arabidopsis thaliana 519.2493 20815.6406 3 12.30 None 1110.6994 VKPAAVIVGTR 1199.9970 1110.7004 18.0282 2303 2 555.8539 ‐0.0208
NP_850015.1 dessication responsive protein Arabidopsis thaliana 519.2493 20815.6406 3 12.30 Carbamidomethyl+C(11)
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 None 1274.6416 GFGFVTFKDEK 40973.4100 1274.6421 16.8399 39118 2 637.8247 ‐0.1773
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 None 1727.8487 ALETAFAQYGDVIDSK 10955.6800 1727.8504 30.1284 34677 2 864.4289 1.44
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 Carbamidomethyl+C(1) 1467.6686 CFVGGLAWATDDR 383.8831 1467.6557 27.3645 961 2 734.3315 ‐8.8740
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 None 1316.7029 IINDRETGRSR 165.4489 1316.7015 29.3374 11254 2 658.8544 ‐1.6157
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 None 1013.5302 FVTFKDEK 140.8910 1013.5360 16.6144 1290 2 507.2716 4.79
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 6032.8390 15605.5295 12 32.08 None 1242.6001 FAQYGDVIDSK 1161.0310 1242.5977 30.1284 841 1 1242.5977 0.5079
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 None 1727.8487 ALETAFAQYGDVIDSK 9837.2600 1727.8504 30.1284 34677 2 864.4289 1.17
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 None 1104.5644 SITVNEAQSR 82.1073 1104.5836 24.7302 5084 2 552.7954 16.5358
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 Carbamidomethyl+C(1) 3176.4994 CFVGGLAWATDDRALETAF1734.8970 3176.4836 39.4936 8621 2 1588.7454 ‐1.3786
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 None 1494.7111 ALETAFAQYGDVID 272.1113 1494.7054 28.9824 2870 2 747.8563 ‐3.8639
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 None 444.2201 AQSR 657.7445 444.2215 25.0782 1910 1 444.2215 2.84
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 995.0769 15605.5295 12 32.08 None 1242.6001 FAQYGDVIDSK 1341.0240 1242.5977 30.1284 841 1 1242.5977 0.6835
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1954.9136 GLTDELGAEAMMFEALEK 10780.4700 1954.9100 39.7037 20638 2 977.9587 ‐0.7836
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1268.6733 ITLDPEDPAAVK 24699.3600 1268.6742 24.0782 15932 2 634.8407 0.1026
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1032.5837 FQAAVDILR 8038.1740 1032.5840 17.0934 11506 2 516.7956 ‐0.8435
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1251.6290 GMDLLVAEFEK 5866.3260 1251.6308 33.3005 9221 2 626.3190 0.7976
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1070.4571 ADMFSESQR 4984.2240 1070.4605 17.8444 8344 2 535.7339 2.0331
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1326.6246 YEENLELSMAK 7204.0340 1326.6268 24.3344 7817 2 663.8170 1.1608
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1866.9192 IKHDIDTETQDIPDAR 959.0080 1866.9131 38.9220 203379 2 933.9602 ‐2.4063
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1525.8108 EKITLDPEDPAAVK 5329.8310 1525.8120 22.7782 5977 3 509.2755 ‐0.1235
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 915.4530 TQDIPDAR 97.2896 915.4505 36.2690 2565 1 915.4505 ‐1.7002
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 753.3526 FSESQR 210.1348 753.3527 19.0286 1349 1 753.3527 0.4520
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 898.4265 TQDIPDAR 147.5274 898.4256 38.5565 1026 1 898.4256 0.0160
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 3415.5290 25160.2295 15 40.00 None 1848.9086 IKHDIDTETQDIPDAR 168.6085 1848.8967 39.3380 1286 2 924.9520 ‐5.6672
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1567.0120 25160.2295 15 40.00 None 1954.9136 GLTDELGAEAMMFEALEK 9944.1880 1954.9100 39.7037 20638 2 977.9587 ‐0.8903
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1567.0120 25160.2295 15 40.00 None 1251.6290 GMDLLVAEFEK 15067.9400 1251.6308 33.3005 9221 2 626.3190 0.8892
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1567.0120 25160.2295 15 40.00 None 2111.0148 RGLTDELGAEAMMFEALEK 1548.0470 2111.0193 37.4103 4109 3 704.3446 1.12
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 1927.8556 EADVDGDGQINYEEFVK 69703.3600 1927.8561 28.0160 45499 2 964.4317 1.92
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 1568.7075 DTDSEEELKEAFR 35276.3900 1568.7081 24.0168 32634 3 523.5742 ‐0.4297
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 1827.8429 MKDTDSEEELKEAFR 6786.4740 1827.8445 22.7843 25002 3 609.9530 0.4749
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 1809.9130 VFDKDQNGFISAAELR 2012.6490 1809.9155 21.4741 2657 2 905.4614 2.0763
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 892.4887 ELKEAFR 378.0461 892.4905 23.9902 1495 2 446.7489 0.4882
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 1237.6059 SEEELKEAFR 233.5046 1237.6028 22.0514 1388 1 1237.6028 ‐0.1673
NP_850096.1 calmodulin 5 Arabidopsis thaliana 15730.5300 12868.3648 7 42.48 None 928.4411 NYEEFVK 116.8290 928.4364 26.4527 1332 1 928.4364 ‐3.8965
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 2171.1455 TPGFSGADLANLLNEAAILAG2551.8330 2171.1359 24.1896 21326 2 1086.0716 ‐2.8506
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQ14027.1000 2861.4544 38.9393 15113 3 954.4897 1.90
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1789.9371 GLTWFIPSDDPTLISK 5397.2430 1789.9354 20.9914 15098 2 895.4713 ‐0.2768
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1108.6725 GVLLIGPPGTGK 3435.3320 1108.6714 16.8988 14740 2 554.8394 ‐1.9378
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 1048.4360 1903.9213 35.5992 11960 2 952.4643 0.6216
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1655.8487 VPSSTTTTPASAPTPAAV 2290.3690 1655.8480 21.6523 10101 2 828.4276 ‐0.0630
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1615.8326 AILSEFTEIPPENR 1495.3850 1615.8256 29.7216 7821 2 808.4165 ‐4.0843
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1396.7907 ADILDSALLRPGR 9074.9920 1396.7909 17.5679 7436 3 466.2685 ‐0.9742
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1886.8814 SGGGMGGPGGPGNPLQFG642.3367 1886.8780 21.5275 1266 3 629.6308 ‐2.1172
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1023.4742 ETIGGDEFR 265.7993 1023.4995 32.1906 3104 1 1023.4995 26.2787
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1220.5502 ANADEQGVSSSR 354.5802 1220.5742 35.3924 1323 1 1220.5742 22.0003
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1097.6426 LDSALLRPGR 264.9620 1097.6431 17.5685 1417 2 549.3252 ‐0.5004
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1261.5947 AAEEIIFGDSEV 915.3777 1261.5943 39.9787 1135 1 1261.5943 2.20
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 1149.5600 74328.6588 30 23.17 None 1210.7266 ILDSALLRPGR 240.5481 1210.7209 17.5623 896 2 605.8641 ‐5.4722
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQ17339.9600 2861.4544 38.9393 15113 3 954.4897 1.94
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 None 1085.5837 QVSVDVPDVK 2537.9290 1085.5847 21.9649 12605 2 543.2960 0.0277
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 None 1655.8487 VPSSTTTTPASAPTPAAV 5023.8220 1655.8480 21.6523 10101 2 828.4276 ‐0.0853
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 None 1615.8326 AILSEFTEIPPENR 1521.1290 1615.8256 29.7216 7821 2 808.4165 ‐4.0954
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 Carbamidomethyl+C(13) 2646.3093 SLVAYHEVGHAVCGTLTPGH205.3394 2646.3165 37.6891 1685 2 1323.6619 5.1498
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 909.7690 74328.6588 30 23.17 None 1408.6811 IVAGMEGTVMTDGK 323.8043 1408.6868 44.1749 889 2 704.8471 3.15
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 2171.1455 TPGFSGADLANLLNEAAILAG2219.3400 2171.1359 24.1896 21326 2 1086.0716 ‐2.3987
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1789.9371 GLTWFIPSDDPTLISK 6319.5450 1789.9354 20.9914 15098 2 895.4713 ‐0.0685
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1108.6725 GVLLIGPPGTGK 5351.4760 1108.6714 16.8988 14740 2 554.8394 ‐2.1648
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1396.7907 ADILDSALLRPGR 6624.6630 1396.7909 17.5679 7436 3 466.2685 ‐1.1384
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 Carbamidomethyl+C(7) 1981.9682 MAASSACLVGNGLSVNTTT 289.0489 1981.9759 19.4934 1765 2 991.4916 5.15
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 153.9048 2103.0664 24.0437 945 2 1052.0368 7.20
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1072.5521 PSDDPTLISK 256.4547 1072.5474 22.3852 2012 1 1072.5474 ‐2.7454
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1097.6426 LDSALLRPGR 261.0853 1097.6431 17.5685 1417 2 549.3252 ‐0.7345
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 None 1210.7266 ILDSALLRPGR 163.2561 1210.7209 17.5623 896 2 605.8641 ‐5.6340
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 444.5780 74328.6588 30 23.17 Carbamidomethyl+C(7) 2086.0274 AKENAPCIVFVDEIDAVGR 196.3781 2086.0228 24.1770 12274 2 1043.5151 ‐0.4094



NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1836.8610 DTAEQIYAANENLQEK 2099.6120 1836.8639 31.7337 18121 2 918.9356 2.97
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1250.6263 LTDAPNYESLK 6520.3970 1250.6297 20.8344 8489 2 625.8185 2.0506
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 2322.1017 AKETSTEAEPSSEVLNEMIEK2144.4610 2322.1054 27.2195 2419 3 774.7067 2.0042
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1918.9869 AGYDDPAIVTGIGTIDGKR 777.4464 1918.9866 27.4692 2092 3 640.3337 ‐0.4065
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1062.5500 SMGLELDAVK 836.0386 1062.5566 15.3530 1537 2 531.7819 5.1181
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1038.5214 EAVFSDSRK 1349.7730 1038.5344 26.4851 7230 2 519.7708 11.12
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1559.7588 AGYDDPAIVTGIGTID 320.7706 1559.7639 27.1910 1443 2 780.3856 3.32
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1179.5640 YAANENLQEK 189.2774 1179.5677 34.0419 1203 1 1179.5677 5.20
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alpha Arabidop 241.3936 85420.3594 9 10.1 None 1232.6157 LTDAPNYESLK 243.6053 1232.6172 21.7540 1763 1 1232.6172 3.91
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1697.7613 GLAYDTSDDQQDITR 252007.7000 1697.7598 20.3476 1129637 2 849.3836 ‐0.4233
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1780.8098 EGPPVFEQPEMTYEK 323392.5000 1780.8074 26.2468 998595 2 890.9073 ‐0.7279
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2304.0669 MGINPIMMSAGELESGNAG379525.3000 2304.0615 32.1661 943679 2 1152.5344 ‐0.4098
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2347.1888 VQLAETYLSQAALGDANAD 312755.6000 2347.1848 31.3554 843967 2 1174.0960 0.2952
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 94461.4500 2150.1254 21.1444 631582 2 1075.5664 ‐1.2727
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2823.4563 IKDEDIVTLVDQFPGQSIDFF75047.7000 2823.4478 23.5527 615303 3 941.8208 ‐1.7823
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 126050.8000 1212.5744 24.4079 509243 2 606.7908 ‐1.3754
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1059.6197 NFLTLPNIK 76645.9600 1059.6200 18.7806 417891 2 530.3136 ‐0.8379
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1152.7139 VPLILGIWGGK 187029.9000 1152.7143 21.1444 412385 2 576.8608 ‐0.5854
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2083.9973 LMEYGNMLVMEQENVKR 72495.4000 2083.9960 17.4205 371880 3 695.3368 ‐0.6230
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 3324.5776 GMVDSVFQAPMGTGTHHA55343.5100 3324.5780 19.2332 344141 4 831.9000 1.0551
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1007.5408 FVESLGVEK 17956.4800 1007.5398 21.1577 303449 2 504.2735 ‐2.2184
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2384.0396 QYNLDNMMDGFYIAPAFM98844.9800 2384.0297 22.5832 201318 2 1192.5185 ‐2.0369
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 940.4676 FYWAPTR 42351.3600 940.4671 15.9092 185930 2 470.7372 ‐1.9343
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1927.8962 LMEYGNMLVMEQENVK 61689.6400 1927.8933 30.2997 108446 2 964.4503 ‐0.5266
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 3943.8445 MGGTTQYTVNNQMVNAT 43228.0400 3943.8306 21.1446 89617 3 1315.2817 ‐0.4682
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1340.6382 FYWAPTREDR 47938.8000 1340.6387 15.0270 49583 3 447.5511 ‐0.8390
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 809.5244 LVVHITK 16116.9200 809.5240 17.4355 36990 2 405.2656 ‐2.2168
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1078.5891 YREAADLIK 18840.1300 1078.5862 18.4334 4492 1 1078.5862 ‐0.9780
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1135.6358 KFVESLGVEK 24119.4700 1135.6362 19.7944 241175 2 568.3217 ‐0.5809
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1206.6841 YREAADLIKK 2012.6860 1206.6885 16.2980 2720 3 402.9010 2.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2039.9417 WRGLAYDTSDDQQDITR 471.1463 2039.9559 27.6931 2188 2 1020.4816 8.66
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 630.3358 WAPTR 3410.5490 630.3384 15.9072 25523 1 630.3384 3.32
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 696.4403 VVHITK 80.2238 696.4383 17.3045 23679 1 696.4383 ‐2.7859
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 685.4243 TLPNIK 2539.4810 685.4233 18.7896 20658 1 685.4233 ‐1.3843
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 597.3719 VHITK 12981.9100 597.3718 17.4289 17149 1 597.3718 ‐0.4931
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(1) 850.4162 CELVMAK 7629.4020 850.4179 24.4041 14114 1 850.4179 2.11
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1033.6041 STLYAPLIR 230.7440 1033.6039 20.4273 9692 1 1033.6039 1.14
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 486.2711 KFVE 56.7300 486.2738 20.0222 8819 1 486.2738 4.38
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 793.3992 YWAPTR 154.8051 793.3976 15.9070 8436 1 793.3976 ‐1.4824
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 632.3614 SLGVEK 152.1167 632.3621 21.2479 7370 1 632.3621 1.0186
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1710.8302 YGNMLVMEQENVKR 2838.2400 1710.8351 17.4237 6646 2 855.9212 3.49
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1466.7638 GNDFSTLYAPLIR 312.7756 1466.7675 21.5657 5585 2 733.8874 2.78
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1148.5695 FINDLDAGAGR 1557.8970 1148.5629 30.9342 5539 1 1148.5629 ‐3.7162
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1055.5230 YIAPAFMDK 997.3217 1055.5245 22.5605 5303 1 1055.5245 3.0427
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1301.5718 FEQPEMTYEK 814.4814 1301.5693 26.2402 5213 1 1301.5693 0.6909
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1970.9133 MEYGNMLVMEQENVKR 2330.9020 1970.9131 17.4359 4961 2 985.9602 1.0244
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1178.5284 TSDDQQDITR 4350.8270 1178.5261 20.3483 4904 1 1178.5261 0.2026
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1232.5472 MGINPIMMSAGE 1202.6350 1232.5454 32.1605 4539 1 1232.5454 0.8947
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 730.4246 LGIWGGK 272.6533 730.4261 21.1490 4461 1 730.4261 2.48
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 617.3406 GIWGGK 114.6267 617.3440 21.4766 4362 1 617.3440 5.20
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1033.5095 MEQENVKR 6539.7970 1033.5099 17.4168 3889 1 1033.5099 1.63
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 825.4254 DFFGALR 109.3243 825.4263 22.1899 3836 1 825.4263 1.56
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 945.4577 WRGLAYDT 229.9119 945.4548 27.9675 3040 1 945.4548 ‐1.9759
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 584.3766 LPNIK 102.6927 584.3787 18.3181 2884 1 584.3787 3.1163
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1679.8176 DQFPGQSIDFFGALR 156.5478 1679.8244 21.8178 2657 2 840.4158 4.01
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 860.4724 VESLGVEK 249.7748 860.4713 21.6502 2642 1 860.4713 ‐0.4292
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1670.8636 IKDEDIVTLVDQFPG 266.2675 1670.8672 23.7082 2565 3 557.6273 1.38
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 757.3735 MGINPIM 387.2028 757.3722 31.7775 2112 1 757.3722 ‐1.3985
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 918.4931 VQLAETYL 889.5801 918.4878 31.3479 2099 1 918.4878 ‐4.7142
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1839.8728 EYGNMLVMEQENVKR 464.9642 1839.8718 18.6357 1812 2 920.4395 0.2574
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 699.3420 NADAIGR 182.3248 699.3444 29.1828 1688 1 699.3444 3.80
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1132.5779 VMEQENVKR 145.4450 1132.5831 17.0662 1675 2 566.7952 3.55
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 698.3580 NADAIGR 137.1994 698.3546 29.1849 1637 1 698.3546 ‐4.7819
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 449.2143 YRE 38.8746 449.2173 18.4568 1612 1 449.2173 5.79
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 483.2562 GEPAK 127.0629 483.2583 32.7441 1560 1 483.2583 3.28
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 569.3770 APLIR 449.7018 569.3776 21.1444 1399 1 569.3776 0.7268
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 915.5258 REAADLIK 1399.1480 915.5246 18.4398 1365 2 458.2659 ‐2.7688
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1114.5528 YEYVSQGLR 166.0288 1114.5537 17.8587 1360 2 557.7805 ‐0.0957
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 2503.1381 GMVDSVFQAPMGTGTHHA472.8235 2503.1356 19.2299 1332 2 1252.0715 1.31
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1259.6129 GFYIAPAFMDK 153.9643 1259.6063 22.9418 1016 1 1259.6063 ‐2.8075
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 902.4690 EQENVKR 193.2964 902.4712 18.2883 994 2 451.7392 0.8774
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1683.7717 EYGNMLVMEQENVK 465.2267 1683.7669 28.1765 924 2 842.3871 ‐2.4124
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1454.7427 FPGQSIDFFGALR 107.1788 1454.7371 23.1541 911 2 727.8722 ‐3.9873



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(2) 978.4747 QCELVMAK 112.7263 978.4787 25.2895 887 1 978.4787 5.59
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1329.6281 AGELESGNAGEPAK 729.1088 1329.6216 32.1761 823 1 1329.6216 ‐2.1227
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 None 1762.7993 EGPPVFEQPEMTYEK 363.7233 1762.7902 26.5394 6155 2 881.8988 ‐4.5335
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 401.1157 2132.1160 21.1429 1732 3 711.3769 ‐2.2019
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 100368.8000 48785.7367 155 69.84 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 228.3663 1195.5475 22.8928 2803 2 598.2774 ‐1.7454
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1780.8098 EGPPVFEQPEMTYEK 362147.6000 1780.8073 26.2388 969591 2 890.9073 ‐0.8406
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 2304.0669 MGINPIMMSAGELESGNAG356189.8000 2304.0615 32.1661 943679 2 1152.5344 ‐0.6148
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 2347.1888 VQLAETYLSQAALGDANAD 250061.5000 2347.1848 31.3551 842979 2 1174.0960 0.0741
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 195185.2000 1212.5744 24.4079 509243 2 606.7908 ‐1.2728
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1007.5408 FVESLGVEK 20373.0900 1007.5398 21.1577 303449 2 504.2735 ‐2.0581
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1927.8962 LMEYGNMLVMEQENVK 20602.1300 1927.8933 30.2997 108446 2 964.4503 ‐0.6256
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 809.5244 LVVHITK 36983.3700 809.5240 17.4355 36990 2 405.2656 ‐2.0006
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1697.7613 GLAYDTSDDQQDITR 1414.5960 1697.7633 20.1396 7642 2 849.3853 1.99
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1078.5891 YREAADLIK 49831.0400 1078.5862 18.4334 4492 1 1078.5862 ‐0.8039
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1135.6358 KFVESLGVEK 26103.7900 1135.6362 19.7944 241175 2 568.3217 ‐0.4567
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 2503.2899 RVQLAETYLSQAALGDANA 1887.5890 2503.2891 29.7937 54117 3 835.1012 ‐0.0674
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1206.6841 YREAADLIKK 2540.0330 1206.6885 16.2980 2720 3 402.9010 2.80
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 2039.9417 WRGLAYDTSDDQQDITR 476.2418 2039.9559 27.6931 2188 2 1020.4816 8.0660
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 597.3719 VHITK 25458.2900 597.3718 17.4289 17149 1 597.3718 ‐0.3235
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 Carbamidomethyl+C(1) 850.4162 CELVMAK 12012.1100 850.4179 24.4041 14114 1 850.4179 2.31
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 498.3035 HITK 12320.9400 498.3031 17.4298 11703 1 498.3031 ‐1.3045
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 486.2711 KFVE 73.8874 486.2738 20.0222 8819 1 486.2738 4.23
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1007.5408 FVESLGVEK 4273.8750 1007.5409 19.7960 7757 1 1007.5409 1.75
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 432.2453 GVEK 81.9031 432.2445 19.8013 7614 1 432.2445 ‐2.5979
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1148.5695 FINDLDAGAGR 2271.4710 1148.5629 30.9342 5539 1 1148.5629 ‐3.5415
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1301.5718 FEQPEMTYEK 780.6791 1301.5693 26.2402 5213 1 1301.5693 0.8671
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 696.4403 VVHITK 4267.3900 696.4401 17.4286 4548 1 696.4401 0.0860
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1232.5472 MGINPIMMSAGE 1197.1340 1232.5454 32.1605 4539 1 1232.5454 1.0703
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 888.4140 MGINPIMM 206.0986 888.4160 30.9355 4132 1 888.4160 3.71
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1989.8715 MGINPIMMSAGELESGNAG1539.1260 1989.8773 32.1648 4079 2 995.4423 3.64
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 945.4577 WRGLAYDT 216.6011 945.4548 27.9675 3040 1 945.4548 ‐1.8031
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1186.6103 VQLAETYLSQA 625.2230 1186.6158 31.3594 2561 2 593.8115 3.48
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 757.3735 MGINPIM 356.2055 757.3722 31.7775 2112 1 757.3722 ‐1.2274
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1345.6313 MGINPIMMSAGEL 341.4420 1345.6196 32.1572 2059 1 1345.6196 ‐5.6960
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 870.4064 NDLDAGAGR 180.8215 870.4014 30.8392 1997 1 870.4014 ‐4.7902
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1816.9076 VQLAETYLSQAALGDANA 729.0917 1816.9087 33.8154 1831 2 908.9580 1.84
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 699.3420 NADAIGR 82.0002 699.3444 29.1828 1688 1 699.3444 3.85
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1445.7635 VQLAETYLSQAALG 788.2965 1445.7632 31.3701 1642 2 723.3852 ‐0.3228
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 698.3580 NADAIGR 63.0105 698.3546 29.1849 1637 1 698.3546 ‐4.6114
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1634.7043 EGPPVFEQPEMTYE 414.4637 1634.7042 24.4712 1611 2 817.8558 0.2329
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 483.2562 GEPAK 109.2043 483.2583 32.7441 1560 1 483.2583 3.13
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 915.5258 REAADLIK 771.3931 915.5246 18.4398 1365 2 458.2659 ‐2.5826
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 1762.7993 EGPPVFEQPEMTYEK 363.3449 1762.7902 26.5394 6155 2 881.8988 ‐4.5860
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 61441.2500 48785.7367 155 69.84 None 2021.9312 WRGLAYDTSDDQQDITR 553.3318 2021.9377 26.7600 5378 3 674.6508 2.13
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 71021.3500 2150.1254 21.1444 631582 2 1075.5664 ‐0.8342
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2823.4563 IKDEDIVTLVDQFPGQSIDFF93747.9900 2823.4478 23.5527 615303 3 941.8208 ‐1.1082
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1059.6197 NFLTLPNIK 61708.5700 1059.6200 18.7806 417891 2 530.3136 ‐1.0962
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1152.7139 VPLILGIWGGK 146501.4000 1152.7143 21.1444 412385 2 576.8608 ‐0.7843
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2083.9973 LMEYGNMLVMEQENVKR 86038.2400 2083.9960 17.4205 371880 3 695.3368 ‐0.3834
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 3324.5776 GMVDSVFQAPMGTGTHHA47597.2000 3324.5780 19.2332 344141 4 831.9000 1.26
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2384.0396 QYNLDNMMDGFYIAPAFM163670.8000 2384.0297 22.5832 201318 2 1192.5185 ‐1.4489
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 940.4676 FYWAPTR 63270.8600 940.4671 15.9092 185930 2 470.7372 ‐2.2688
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 3943.8445 MGGTTQYTVNNQMVNAT 50810.9000 3943.8306 21.1446 89617 3 1315.2817 0.8644
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1340.6382 FYWAPTREDR 43748.6400 1340.6387 15.0270 49583 3 447.5511 ‐1.0362
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2347.1888 VQLAETYLSQAALGDANAD 3462.1110 2347.1852 18.6375 46717 2 1174.0962 1.0365
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2304.0669 MGINPIMMSAGELESGNAG2798.1060 2304.0623 19.1059 24890 2 1152.5348 0.4743
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 7556.9770 1212.5752 15.9039 22633 2 606.7912 ‐0.8864
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 3167.6259 TDKIKDEDIVTLVDQFPGQS 3574.0140 3167.6196 22.9106 14312 4 792.6604 ‐0.8202
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1135.6358 KFVESLGVEK 1625.2550 1135.6362 13.7582 2820 2 568.3218 ‐0.7049
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(4) 3879.8934 SFQCELVMAKMGINPIMMS2651.0360 3879.8761 22.1970 2154 3 1293.9636 ‐0.2128
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 630.3358 WAPTR 5141.6130 630.3384 15.9072 25523 1 630.3384 3.11
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1839.8728 EYGNMLVMEQENVKR 6249.3840 1839.8726 17.4237 13919 2 920.4399 0.8974
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 892.4597 IAPAFMDK 223.6031 892.4562 22.5347 13082 1 892.4562 ‐3.1138
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1114.5528 YEYVSQGLR 302.8738 1114.5525 18.7924 11381 1 1114.5525 1.28
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1053.6455 PLILGIWGGK 2215.0970 1053.6454 21.1453 10216 1 1053.6454 1.49
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1033.6041 STLYAPLIR 106.0869 1033.6039 20.4273 9692 1 1033.6039 1.57
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1571.8064 AVLSSYEYVSQGLR 544.2510 1571.8029 17.1183 9402 2 786.4051 ‐1.9995
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1307.6743 PGQSIDFFGALR 10363.8600 1307.6684 23.5501 9363 1 1307.6684 ‐1.8487
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 956.5928 LILGIWGGK 624.1251 956.5904 21.1448 7124 1 956.5904 ‐1.3686
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1193.5698 YWAPTREDR 3614.6020 1193.5704 15.0230 6151 2 597.2888 ‐0.4747
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1055.5230 YIAPAFMDK 903.2676 1055.5245 22.5605 5303 1 1055.5245 2.95
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1970.9133 MEYGNMLVMEQENVKR 3612.9440 1970.9131 17.4359 4961 2 985.9602 1.84



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 730.4246 LGIWGGK 390.4883 730.4261 21.1490 4461 1 730.4261 2.0942
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 617.3406 GIWGGK 70.1285 617.3440 21.4766 4362 1 617.3440 5.1883
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1033.5095 MEQENVKR 2198.7770 1033.5099 17.4168 3889 1 1033.5099 1.06
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1210.6215 GQSIDFFGALR 870.6262 1210.6145 23.5570 3481 1 1210.6145 ‐3.5624
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 231.7145 1421.6842 17.4729 3125 2 711.3457 ‐0.2924
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 584.3766 LPNIK 174.9863 584.3787 18.3181 2884 1 584.3787 2.89
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1670.8636 IKDEDIVTLVDQFPG 339.8763 1670.8693 24.0106 2446 2 835.9383 3.87
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1007.5408 FVESLGVEK 2260.8680 1007.5411 14.4645 2369 2 504.2742 ‐1.2362
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(1) 1727.8422 CTGNDFSTLYAPLIR 357.5522 1727.8294 21.1462 1408 1 1727.8294 ‐2.9398
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 569.3770 APLIR 465.0323 569.3776 21.1444 1399 1 569.3776 0.5977
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2503.1381 GMVDSVFQAPMGTGTHHA452.3874 2503.1356 19.2299 1332 2 1252.0715 2.0971
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(5) 1186.5562 VPIICTGNDFS 206.6152 1186.5519 21.1335 1245 1 1186.5519 ‐1.5091
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 2391.1755 IKDEDIVTLVDQFPGQSIDFF1178.0670 2391.1703 24.4004 1118 3 797.7283 ‐1.2082
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 None 1259.6129 GFYIAPAFMDK 193.8352 1259.6063 22.9418 1016 1 1259.6063 ‐2.8572
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(2) 978.4747 QCELVMAK 562.7227 978.4752 15.9120 853 1 978.4752 1.45
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 34280.5200 48785.7367 155 69.84 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 301.3406 2132.1160 21.1429 1732 3 711.3769 ‐1.9340
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 1954.0644 VAPEEHPVLLTEAPLNPK 5138.6550 1954.0622 26.3388 32356 3 652.0256 ‐1.3236
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 1533.7876 MTKEINALAAANMR 3119.8240 1533.7840 17.5355 7989 2 767.3956 ‐2.2977
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 783.3632 GYTSAER 169.8780 783.3858 29.7259 3041 1 783.3858 29.4398
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 1743.8734 DLYGNIVLSGGTTMFR 776.9564 1743.8667 36.4256 2342 2 872.4370 ‐3.3266
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 1414.7835 EINALAAANMRIK 1411.6250 1414.7851 19.3004 1045 2 707.8962 0.9048
NP_850363.1 actin family protein Arabidopsis thaliana 455.3002 37253.5535 6 9.73 None 1155.6303 NALAAANMRIK 478.9728 1155.6275 17.7823 10646 2 578.3174 ‐3.2563
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 964.5098 VLDVYEAR 64178.8400 964.5096 20.1028 517950 2 482.7584 ‐1.5786
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 1881.8721 GMFGMTTDPAAVQELEGK 13165.9400 1881.8709 31.8031 30943 2 941.4391 0.2496
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 1475.7563 DLQFELIPVDMR 25533.3000 1475.7545 36.2562 28681 2 738.3809 ‐1.3393
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 1544.7479 AITQYLAEEYSEK 5191.2970 1544.7497 26.1447 17073 2 772.8785 1.15
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 1286.6344 VHGVPMSTATMR 3102.0550 1286.6350 18.6599 10328 2 643.8212 ‐0.0641
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5452.7150 29288.6628 22 32.70 None 936.5401 VLATLYEK 2424.5440 936.5355 20.6477 20018 2 468.7714 ‐6.2730
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 964.5098 VLDVYEAR 71273.1200 964.5096 20.1028 517950 2 482.7584 ‐1.4061
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1881.8721 GMFGMTTDPAAVQELEGK 12269.4300 1881.8709 31.8031 30943 2 941.4391 0.1635
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1475.7563 DLQFELIPVDMR 33475.7200 1475.7545 36.2562 28681 2 738.3809 ‐1.3110
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1544.7479 AITQYLAEEYSEK 7168.7080 1544.7497 26.1447 17073 2 772.8785 1.05
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 2233.0884 ATTNVWLQVEGQQFDPNA3197.6180 2233.0860 30.5088 15707 2 1117.0466 0.4833
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1286.6344 VHGVPMSTATMR 4722.4770 1286.6350 18.6599 10328 2 643.8212 0.0176
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1858.9069 AITQYLAEEYSEKGEK 4451.2800 1858.9061 24.3970 20161 3 620.3069 ‐0.9138
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 865.4414 LDVYEAR 4477.1360 865.4412 20.1031 39109 1 865.4412 0.7183
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 538.2620 YEAR 4654.1750 538.2624 20.1022 14057 1 538.2624 0.4221
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 746.3719 DLQFEL 356.2858 746.3758 34.8636 3884 1 746.3758 5.75
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 946.4993 VLDVYEAR 276.2619 946.5011 20.3855 17861 2 473.7542 0.7655
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5869.6800 29288.6628 22 32.70 None 1268.6238 VHGVPMSTATMR 463.4296 1268.6255 18.6797 1463 3 423.5467 0.1253
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 585.7178 29288.6628 22 32.70 None 2981.5003 QEAHLALNPFGQIPALEDGD4029.9780 2981.4838 22.4392 14905 3 994.4995 ‐3.2819
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 585.7178 29288.6628 22 32.70 None 964.5098 VLDVYEAR 4557.8370 964.5094 14.0385 2344 2 482.7583 ‐2.1295
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 585.7178 29288.6628 22 32.70 None 877.4526 QEAHLALN 186.0564 877.4476 23.9225 2169 1 877.4476 ‐5.0126
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 585.7178 29288.6628 22 32.70 None 2964.4738 QEAHLALNPFGQIPALEDGD242.6480 2964.4842 22.1174 4304 3 988.8329 5.11
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 105118.1000 1782.7973 24.5757 179877 2 891.9023 1.66
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1906.0433 EAVNVSLANLLTYPFVR 137366.0000 1906.0375 23.3666 153358 2 953.5224 ‐2.0956
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 70192.0000 2043.0116 18.7000 153021 3 681.6754 ‐0.0761
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1245.6296 NIANMVPPFDK 64466.3200 1245.6290 17.5502 150670 2 623.3181 ‐1.1554
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 2385.1067 GLMSFPLDGNNSTDFIEDW21496.9300 2385.0915 22.8412 141996 2 1193.0494 ‐4.2838
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 77115.3400 1235.5195 22.4285 139386 2 618.2634 0.1726
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 65819.2400 1652.8790 23.2504 128548 3 551.6312 ‐0.6476
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1019.5408 AFDPVETIK 35747.4200 1019.5414 24.1304 127934 2 510.2743 ‐0.6406
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1468.7318 YETNPALYGELAK 63296.2800 1468.7308 24.8736 89296 2 734.8691 ‐0.7999
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1660.9057 YGGVGAAIEYAVLHLK 109252.0000 1660.9069 21.6142 84226 3 554.3072 0.0588
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 948.4462 GGYYDFVK 15713.9800 948.4464 23.4374 64244 2 474.7268 ‐1.1554
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1725.8694 EKYETNPALYGELAK 31774.8900 1725.8694 23.2273 169118 3 575.9613 ‐0.5400
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1965.9916 YETNPALYGELAKGQSPK 569.4032 1965.9772 22.0879 1554 2 983.4922 ‐6.2702
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1001.4761 ANMVPPFDK 557.5891 1001.4749 18.7940 41273 1 1001.4749 0.1718
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 591.3613 AFVVR 200.5146 591.3598 16.4393 9571 1 591.3598 ‐2.9020
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1058.5517 NPALYGELAK 212.9921 1058.5572 23.5354 6934 2 529.7822 4.0975
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 834.4032 YYDFVK 3887.2850 834.4023 23.4483 5819 1 834.4023 ‐0.4237
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 843.5087 YAVLHLK 257.3875 843.5085 21.1456 4735 1 843.5085 0.4575
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1142.5380 941.4154 22.4274 4544 1 941.4154 1.72
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1207.6681 EAVNVSLANLLT 450.9120 1207.6711 22.6493 3243 2 604.3392 1.91
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 890.4189 VCPSHVLD 260.2181 890.4201 17.4664 2156 1 890.4201 2.63
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 695.2777 ACSDSR 1177.4380 695.2762 22.4308 1831 1 695.2762 ‐2.1214
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1393.7838 SLANLLTYPFVR 262.5564 1393.7763 22.8092 1713 2 697.3918 ‐5.6699
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 337.9745 1241.4828 24.5748 1300 1 1241.4828 0.4567
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 124.3129 1072.4500 22.4306 1229 1 1072.4500 ‐3.0460
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 500.0453 1197.6329 23.2281 776 1 1197.6329 ‐4.4845
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1001.5302 AFDPVETIK 215.4428 1001.5274 24.6523 2005 1 1001.5274 ‐1.4027
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1888.0327 EAVNVSLANLLTYPFVR 637.8434 1888.0326 23.3669 1495 3 630.0157 ‐0.3817
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 None 1228.6031 NIANMVPPFDK 393.5809 1228.6061 18.0924 31065 2 614.8067 1.51
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 42757.8200 29846.1815 80 61.48 Carbamidomethyl+C(14) 1765.7698 VISELGDSAFEDQCGR 480.6894 1765.7727 25.6995 926 2 883.3900 2.16



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 72896.2000 1782.7973 24.5757 179877 2 891.9023 1.1384
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 127408.4000 1235.5195 22.4285 139386 2 618.2634 0.2686
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 79325.2000 1652.8790 23.2504 128548 3 551.6312 ‐0.7009
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1019.5408 AFDPVETIK 36620.3200 1019.5414 24.1304 127934 2 510.2743 ‐0.4837
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1468.7318 YETNPALYGELAK 89627.1200 1468.7308 24.8736 89296 2 734.8691 ‐0.7696
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 948.4462 GGYYDFVK 14350.5800 948.4464 23.4374 64244 2 474.7268 ‐0.9785
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1245.6296 NIANMVPPFDK 26189.5300 1245.6303 28.3729 61955 2 623.3188 ‐0.0046
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1776.9338 VEQITAALQTGTSSDKK 605.2833 1776.9293 21.0491 11369 3 592.9813 ‐3.0904
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1660.9057 YGGVGAAIEYAVLHLK 594.3497 1660.8929 28.0733 2236 2 830.9501 ‐7.4004
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1725.8694 EKYETNPALYGELAK 38582.0600 1725.8694 23.2273 169118 3 575.9613 ‐0.6251
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDW2304.8400 2401.1031 38.3371 36454 2 1201.0552 2.71
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 603.3137 PPFDK 72.0609 603.3142 27.9431 6535 1 603.3142 0.8098
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 834.4032 YYDFVK 3858.8540 834.4023 23.4483 5819 1 834.4023 ‐0.2519
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(3) 842.3462 FACSDSR 2195.6010 842.3465 22.4290 5601 1 842.3465 1.80
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 793.4454 LYGELAK 245.5438 793.4444 23.2202 5559 1 793.4444 ‐0.5474
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(4) 941.4146 VFACSDSR 816.9218 941.4154 22.4274 4544 1 941.4154 2.1500
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(11) 1553.8105 ENIVVIGHSACGGIK 1454.6310 1553.8040 23.2370 4504 2 777.4056 ‐4.0996
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 930.4390 NMVPPFDK 119.1124 930.4393 29.7969 1934 1 930.4393 1.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(2) 695.2777 ACSDSR 530.0651 695.2762 22.4308 1831 1 695.2762 ‐1.9510
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 241.6352 1241.4828 24.5748 1300 1 1241.4828 0.6323
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 178.4342 1072.4500 22.4306 1229 1 1072.4500 ‐2.8720
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1001.4938 VISELGDSAF 114.2058 1001.4888 22.6569 1194 1 1001.4888 ‐3.4755
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1051.5095 DFIEDWVK 144.4795 1051.5116 40.0292 1130 1 1051.5116 3.96
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 645.7897 1197.6329 23.2281 776 1 1197.6329 ‐4.3093
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1758.9232 VEQITAALQTGTSSDKK 259.9280 1758.9279 22.2789 5155 3 586.9808 2.0491
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21469.5900 29846.1815 80 61.48 None 1451.7053 YETNPALYGELAK 593.6998 1451.7092 24.8125 2493 2 726.3582 2.20
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1906.0433 EAVNVSLANLLTYPFVR 118023.0000 1906.0375 23.3666 153358 2 953.5224 ‐1.8131
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 84231.7000 2043.0116 18.7000 153021 3 681.6754 0.1394
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1245.6296 NIANMVPPFDK 36774.1800 1245.6290 17.5502 150670 2 623.3181 ‐1.2949
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 2385.1067 GLMSFPLDGNNSTDFIEDW29178.3600 2385.0915 22.8412 141996 2 1193.0494 ‐3.6952
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1660.9057 YGGVGAAIEYAVLHLK 43692.1400 1660.9069 21.6142 84226 3 554.3072 0.0498
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 13345.3600 1652.8811 15.2924 15060 3 551.6319 0.6655
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 3120.6041 GAFELWGLEFGLSETSSVKD1119.9800 3120.6049 23.8213 12265 3 1040.8732 2.67
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 4032.0160 1782.7986 15.8534 6045 2 891.9029 2.1072
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1468.7318 YETNPALYGELAK 198.1557 1468.7562 25.6260 3591 1 1468.7562 19.8907
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(1) 2877.5292 CEREAVNVSLANLLTYPFVR 306.9932 2877.4716 20.5990 1825 3 959.8287 ‐17.9848
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1725.8694 EKYETNPALYGELAK 4213.8030 1725.8721 15.2528 7254 3 575.9622 1.0444
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1001.4761 ANMVPPFDK 218.9574 1001.4749 18.7940 41273 1 1001.4749 0.0924
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 591.3613 AFVVR 90.6335 591.3598 16.4393 9571 1 591.3598 ‐3.0286
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1018.5026 ANMVPPFDK 595.5507 1018.5008 17.5490 7991 1 1018.5008 ‐0.4204
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 843.5087 YAVLHLK 103.3507 843.5085 21.1456 4735 1 843.5085 0.3599
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1514.8002 YGGVGAAIEYAVLHL 171.6406 1514.7982 21.2479 4557 2 757.9027 ‐1.3252
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 1183.5565 VCPSHVLDFQ 2674.7890 1183.5526 18.7033 3189 1 1183.5526 ‐1.1902
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1497.8424 GGVGAAIEYAVLHLK 973.3104 1497.8493 21.6132 2977 2 749.4283 4.48
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 860.4625 PGDAFVVR 119.4430 860.4589 17.8043 2338 1 860.4589 ‐3.4388
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 Carbamidomethyl+C(2) 890.4189 VCPSHVLD 151.9809 890.4201 17.4664 2156 1 890.4201 2.1841
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 702.3821 VPPFDK 143.9851 702.3811 16.8467 2063 1 702.3811 ‐1.3593
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 706.3883 DAFVVR 780.1279 706.3918 19.5978 1814 1 706.3918 5.0580
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1393.7838 SLANLLTYPFVR 341.9892 1393.7721 23.3670 1451 1 1393.7721 ‐5.4338
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 21096.8200 29846.1815 80 61.48 None 1888.0327 EAVNVSLANLLTYPFVR 459.3058 1888.0326 23.3669 1495 3 630.0157 ‐0.2572
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 1996.1260 IGLAGLAVMGQNLALNIAEK4490.5070 1996.1206 22.8298 10833 2 998.5639 ‐1.1981
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 1804.8501 LSNEELHSVFSDWNK 322.8722 1804.8590 17.0574 3469 2 902.9331 5.71
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 815.5423 VIIMLVK 16960.2600 815.5420 17.3385 2182 1 815.5420 0.0923
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 2184.0390 AVAENGFLYLGMGVSGGEE399.4426 2184.0959 18.9169 3595 3 728.7035 26.5205
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 1643.8639 NAELANLLVDPEFAK 127.9427 1643.8812 23.0576 2890 2 822.4442 10.91
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 2077.0389 KEGNLPLYGFHDPESFVK 509.9846 2077.0004 22.8847 2484 2 1039.0038 ‐16.8076
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 2509.2102 MVHNGIEYGDMQLIAEAYD117.5682 2509.2703 18.0993 2271 4 628.0730 23.7055
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 943.5459 NIEDIVLK 276.4222 943.5658 16.5644 1120 2 472.2865 19.3373
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 1938.0331 VFKAGGFGDILTDQKVDK 612.5650 1938.0134 19.7448 10287 2 969.5103 ‐8.8615
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 Carbamidomethyl+C(3) 1390.7624 GGCIIRAIFLDR 2054.3530 1390.7684 16.4652 7783 2 695.8879 3.70
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 2093.1390 VQAAKVFKAGGFGDILTDQ 712.1376 2093.1250 17.5850 1621 3 698.3798 ‐6.4155
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 None 3029.6605 IGLAGLAVMGQNLALNIAEK677.8498 3029.6684 25.6374 973 3 1010.5610 4.14
NP_850502.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidopsis thaliana 489.8344 53862.4089 13 17.8 Carbamidomethyl+C(2) 1333.7409 GCIIRAIFLDR 203.4945 1333.7470 16.4486 5415 2 667.3771 3.23
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1658.8285 YGAGIGPGVYDIHSPR 14279.9100 1658.8304 23.8394 41687 3 553.6150 0.4656
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1116.5531 IPSTDEIADR 21895.9400 1116.5546 17.5801 37744 2 558.7810 0.3546
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1411.7904 GGIGVIQIDEAALR 45309.8200 1411.7907 30.5591 28513 2 706.3990 ‐0.0501
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1181.6313 GVTAFGFDLVR 7957.3700 1181.6348 19.5974 23396 2 591.3210 2.1110
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1235.5759 GNASVPAMEMTK 3039.6760 1235.5780 20.1956 20184 2 618.2926 1.0299
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1199.5732 FALESFWDGK 6586.1820 1199.5754 19.8238 18355 2 600.2914 1.1388
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 2310.3068 LNLPILPTTTIGSFPQTVELR 2001.2830 2310.2947 21.9806 18068 2 1155.6510 ‐3.2956
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1790.9622 GMLTGPVTILNWSFVR 5859.3290 1790.9606 23.0994 16420 2 895.9839 ‐0.2342
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK2998.4870 2213.1372 21.8648 14864 2 1107.0722 ‐2.1823
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 2012.9422 YGFTSGEIGLDVYFSMAR 1557.0550 2012.8915 30.8818 11005 2 1006.9494 ‐23.9937
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1504.7602 SSADDLQKVSADLR 1272.6370 1504.7487 24.8932 2278 2 752.8780 ‐7.6485



NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 710.3212 AMEMTK 170.6952 710.3203 19.7589 4003 1 710.3203 ‐1.0224
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1140.5796 PGVYDIHSPR 139.7485 1140.5810 24.1577 3526 1 1140.5810 3.49
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 819.3843 TDEIADR 188.4857 819.3853 18.6876 1849 1 819.3853 1.95
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 724.3737 DIHSPR 95.2889 724.3738 24.5515 1704 1 724.3738 0.3738
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1994.9317 YGFTSGEIGLDVYFSMAR 363.9525 1994.9381 28.5168 1569 3 665.6509 3.0992
NP_850507.1 methionine synthase 2 Arabidopsis thaliana 1950.8740 84926.1401 17 21.5 None 1098.5426 IPSTDEIADR 177.2115 1098.5471 18.0300 766 2 549.7772 3.0626
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1344.7192 LLIQNQDEMIK 3024.2620 1344.7193 24.5065 25918 2 672.8633 ‐0.3411
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1084.4836 MMMTSGEAVK 15594.8400 1084.4842 17.6430 13602 2 542.7458 ‐0.4250
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 917.5819 LQLIVFGK 7649.3640 917.5829 18.6879 7545 2 459.2951 ‐0.2912
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1211.6055 QFDGLVDVYR 3248.4090 1211.6071 27.7040 7353 2 606.3072 0.5465
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1446.7416 YFPTQALNFAFK 2247.1590 1446.7431 20.2364 15137 2 723.8752 0.8460
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 2124.0174 MMMTSGEAVKYKSSLDAFK837.1131 2124.0027 18.6319 6413 2 1062.5050 ‐5.4299
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1065.5364 FDGLVDVYR 193.1389 1065.5392 26.3707 1134 2 533.2732 1.31
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1066.4730 MMMTSGEAVK 1277.7080 1066.4760 16.5329 1679 2 533.7417 1.60
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 813.2813 41589.6888 9 13.39 None 1327.6926 LLIQNQDEMIK 304.9016 1327.6856 25.2067 1178 2 664.3464 ‐5.7498
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 2251.1129 LEEYVEIPSDSGISFNVQPK 4992.5950 2251.1054 31.7602 22000 2 1126.0564 ‐1.7076
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 1030.5238 APTPAMDSLK 515.6392 1030.5234 19.2327 11958 2 515.7653 ‐1.4061
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 2277.1609 DVLDGSSVGFVETLEADLAA14959.3200 2277.1586 47.7061 11428 2 1139.0829 0.6314
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 2719.2489 AHGTAVGLPSEDDMGNSEV4964.0090 2719.2518 23.2934 7597 4 680.5684 0.2468
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 1407.7015 GWDAQVLGEAPHK 4419.8000 1407.7034 23.4567 5510 3 469.9060 0.2804
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 2249.0721 AEPGANDQYLPSFVIVDDNG979.1604 2249.0708 32.0748 2332 2 1125.0390 1.0245
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 986.5881 LVDLALASGK 1229.5100 986.5859 25.7050 2115 2 493.7966 ‐3.3504
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 2858.4241 TILDAIEQVGGIYVVTADHG 622.5905 2858.3816 39.5039 2574 2 1429.6944 ‐11.9546
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 1776.9279 AVGPIVDGDAVVTFNFR 743.5394 1776.8850 37.0077 2104 2 888.9461 ‐23.6039
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 955.4771 LEEYVEIP 99.1073 955.4815 29.3395 1363 2 478.2444 3.42
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidops 1240.2900 60934.9776 11 30.00 None 1012.5132 APTPAMDSLK 298.8263 1012.5125 19.8451 1009 1 1012.5125 0.9492
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabido 1108.8620 25172.7537 4 12.78 None 1755.8701 STPFQPYSEVFGLQR 16780.7800 1755.8725 19.0367 45588 2 878.4399 1.25
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabido 1108.8620 25172.7537 4 12.78 None 2496.2405 TEAVDPKSTPFQPYSEVFGLQ2018.7880 2496.2413 20.7672 2426 3 832.7519 0.9865
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabido 1096.3910 25172.7537 4 12.78 None 1755.8701 STPFQPYSEVFGLQR 14505.3900 1755.8725 19.0367 45588 2 878.4399 2.1590
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabido 1096.3910 25172.7537 4 12.78 None 1586.8689 TVISDRPLWFPGAK 2235.7160 1586.8690 17.8959 11965 3 529.6279 ‐0.7998
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2967.2460 39877.7555 11 18.70 None 1158.6477 VVVDGNVITSR 7107.7540 1158.6527 20.6408 48339 2 579.8300 3.24
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2967.2460 39877.7555 11 18.70 None 1427.7992 LVAEVLLDEVAEK 55322.3700 1427.7985 34.0261 33107 2 714.4029 ‐0.6759
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2967.2460 39877.7555 11 18.70 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 24794.7900 1249.6196 16.8908 24531 2 625.3134 ‐1.4005
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2967.2460 39877.7555 11 18.70 None 960.5109 VDGNVITSR 1912.6650 960.5123 20.6750 3200 1 960.5123 2.35
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2967.2460 39877.7555 11 18.70 None 1141.6212 VVVDGNVITSR 109.3764 1141.6169 22.0174 1012 2 571.3121 ‐4.6386
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 None 1158.6477 VVVDGNVITSR 9390.2620 1158.6513 20.6357 36556 2 579.8293 2.84
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 None 1427.7992 LVAEVLLDEVAEK 68754.6500 1427.7985 34.0261 33107 2 714.4029 ‐0.6340
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 None 1142.5551 ATGYPVFMEK 1673.7430 1142.5555 21.9784 8716 2 571.7814 ‐0.3813
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 160.4748 1249.6206 28.0384 4558 2 625.3139 ‐0.5430
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDAC371.5096 2270.1416 43.2456 1254 4 568.2909 13.2954
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2775.9110 39877.7555 11 18.70 Carbamidomethyl+C(5) 1075.5089 LAATCATAVES 137.7215 1075.5082 28.7489 1002 1 1075.5082 1.98
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1434.7587 VYVGQAQDGISAVK 19600.2600 1434.7537 21.1783 142874 2 717.8805 ‐3.6829
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1686.7718 GANLWDDGSTHDAVTK 60759.3900 1686.7733 20.9149 116987 3 562.9293 0.2479
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 3655.8795 VLPADPFVINHPDEHLVSVE 13199.2500 3655.8736 21.4865 111865 4 914.7239 ‐0.0690
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1395.7301 IFGSDGSVITMLR 11251.5900 1395.7319 19.3056 74146 2 698.3696 1.0390
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 3187.6786 IIGFHGSAGGNLNSLGAYFA 12190.7100 3187.6727 21.2484 58617 3 1063.2291 ‐0.0277
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1933.9502 TSDVIGSDEGTHFTLQVK 8864.6240 1933.9501 25.9674 55479 3 645.3215 ‐0.2622
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1091.6320 IGVHVRPLSN 13590.1400 1091.6319 19.6588 43283 2 546.3196 ‐1.1095
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1820.9429 QTSPPFGLEAGTVFELK 13386.1700 1820.9431 20.4060 39708 2 910.9752 0.8389
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 3072.4612 STLLGFEEFVLDYPSEYITAVD8702.5410 3072.4471 25.2748 39692 2 1536.7272 ‐0.8207
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 2401.2034 QTSPPFGLEAGTVFELKEEG 2881.4310 2401.2125 30.4306 14861 4 601.0586 2.45
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 2141.1277 IQLAAGIDGIQYVQFDYVK 1132.2730 2141.1289 22.8627 6064 2 1071.0681 2.0627
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 2429.1619 QLTAFGSDDGTVWDDGAYV219.7051 2429.2011 40.1014 926 3 810.4052 16.7157
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1950.9080 FVYDKSPEEVTGEEHGK 38527.8900 1950.9118 19.1303 75856 4 488.4834 0.2782
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1562.8537 KVYVGQAQDGISAVK 9272.5360 1562.8549 19.4796 24232 3 521.6232 ‐0.0244
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1447.7580 GWYSPEGIIQGIK 211.0326 1447.7554 22.3193 35005 3 483.2567 ‐2.7988
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1858.9235 IIGFHGSAGGNLNSLGAYF 897.5536 1858.9231 21.3549 24632 3 620.3125 ‐0.5654
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 978.5479 GVHVRPLSN 2485.3400 978.5477 19.6558 8729 2 489.7775 ‐1.5550
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 817.4414 QDGISAVK 124.7943 817.4449 20.4206 7657 1 817.4449 4.06
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1331.5862 WDDGSTHDAVTK 8613.8010 1331.5876 20.9089 6035 2 666.2975 0.5927
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1041.5939 SPEGIIQGIK 315.3782 1041.5949 19.6956 4255 2 521.3011 ‐0.1583
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1172.6270 VGQAQDGISAVK 397.8287 1172.6239 21.1817 2235 1 1172.6239 ‐0.4969
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 959.5785 IGVHVRPLS 208.6150 959.5767 19.6821 2112 2 480.2920 ‐3.2899
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 3160.6102 PFVINHPDEHLVSVEGWYSP203.5032 3160.6224 20.4220 2020 4 790.9111 4.22
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1544.7268 QTSPPFGLEAGTVFE 259.4487 1544.7357 18.8402 2007 2 772.8715 5.40
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1056.5320 GQAQDGISAVK 203.3951 1056.5321 20.7629 1968 1 1056.5321 1.84
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1504.8046 PPFGLEAGTVFELK 272.6616 1504.7977 19.5752 999 2 752.9025 ‐4.5953
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 1284.6623 IQYVQFDYVK 210.9741 1284.6686 24.0703 875 3 428.8944 3.75
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 888.4785 AQDGISAVK 137.8486 888.4828 19.2851 874 2 444.7450 3.64
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 10290.1300 32158.1143 47 81.88 None 3054.4506 STLLGFEEFVLDYPSEYITAVD284.6786 3054.4521 23.4162 1012 4 764.3685 0.8799
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1434.7587 VYVGQAQDGISAVK 23651.0400 1434.7537 21.1783 142874 2 717.8805 ‐3.6430
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1686.7718 GANLWDDGSTHDAVTK 42955.5500 1686.7733 20.9149 116987 3 562.9293 0.1798
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1933.9502 TSDVIGSDEGTHFTLQVK 11630.5100 1933.9501 25.9674 55479 3 645.3215 ‐0.4380
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1091.6320 IGVHVRPLSN 23666.7300 1091.6319 19.6588 43283 2 546.3196 ‐0.9729



NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 2401.2034 QTSPPFGLEAGTVFELKEEG 2370.6880 2401.2125 30.4306 14861 4 601.0586 2.80
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 2301.0670 QLTAFGSDDGTVWDDGAYV144.0088 2301.0459 25.4525 1974 2 1151.0266 ‐7.4422
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 2177.0721 TSDVIGSDEGTHFTLQVKDK795.9990 2177.0789 23.6730 1561 3 726.3645 3.0099
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 2744.3890 TNKQTSPPFGLEAGTVFELK 839.4987 2744.3615 30.4850 9700 3 915.4587 ‐9.4579
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 3844.9028 QLTAFGSDDGTVWDDGAYV552.0256 3844.8976 27.9820 3250 6 641.6557 ‐1.3659
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 978.5479 GVHVRPLSN 6296.3080 978.5477 19.6558 8729 2 489.7775 ‐1.3865
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1331.5862 WDDGSTHDAVTK 2822.5220 1331.5876 20.9089 6035 2 666.2975 0.6616
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1444.6703 LWDDGSTHDAVTK 404.0695 1444.6743 20.9188 3059 2 722.8408 2.92
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 790.4094 DGAYVGVK 123.9213 790.4092 25.9506 2563 1 790.4092 0.4319
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 685.3991 VRPLSN 275.4357 685.4006 19.6727 2215 1 685.4006 2.14
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 959.5785 IGVHVRPLS 813.4362 959.5767 19.6821 2112 2 480.2920 ‐3.1161
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1785.9058 QTSPPFGLEAGTVFELK 321.7387 1785.8969 29.4034 1197 2 893.4521 ‐4.3855
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1145.5069 DDGSTHDAVTK 9161.0270 1145.5037 20.9149 1117 1 1145.5037 ‐0.6014
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 5153.2320 32158.1143 47 81.88 None 1669.7453 GANLWDDGSTHDAVTK 203.0777 1669.7564 20.9094 2101 3 557.2570 5.89
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1147.6027 EITALAPSSMK 15470.3500 1147.6094 22.0806 58995 2 574.3083 4.94
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1774.8970 NYELPDGQVITIGAER 23341.3800 1774.8948 29.8780 44489 2 887.9511 ‐0.6567
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1176.5354 GYMFTTTAER 19701.1900 1176.5374 21.9443 27309 2 588.7723 0.9647
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1968.0801 IAPEEHPVLLTEAPLNPK 1736.2650 1968.0793 26.8730 24742 3 656.6980 ‐0.7253
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1875.8681 LSFVAVDYEQEMETSK 2966.8260 1875.8661 29.9718 14126 2 938.4367 ‐0.2888
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 1918.8640 YPIEHGVVSNWDDMEK 5724.5980 1918.8644 26.0663 12946 3 640.2930 ‐0.2033
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 549.2701 PSSMK 210.3548 549.2703 21.6233 40821 1 549.2703 ‐0.0072
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 620.3072 APSSMK 215.4142 620.3063 20.7202 2006 1 620.3063 ‐1.6015
NP_850611.1 actin 2 Arabidopsis thaliana 2455.4270 41403.4527 9 23.45 None 956.4506 MFTTTAER 737.0637 956.4515 21.9457 1240 1 956.4515 2.33
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 974.4203 38188.0383 5 11.8 None 1443.6638 EIYDQYGEDALK 22842.9500 1443.6661 23.6666 10357 2 722.3367 1.60
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 974.4203 38188.0383 5 11.8 None 1747.8861 ELAQAYEVLSDPEKR 2574.7580 1747.8880 25.5166 10303 3 583.3008 0.5290
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 974.4203 38188.0383 5 11.8 None 1233.5818 GTGETINDRDR 1298.1670 1233.5947 18.1442 4693 2 617.3010 9.89
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 974.4203 38188.0383 5 11.8 None 3212.6110 ITFEGQADEAPDTVTGDIVFV248.6060 3212.5401 19.1333 4212 3 1071.5182 ‐20.2147
NP_850653.1 chaperone protein dnaJ 3 Arabidopsis thaliana 974.4203 38188.0383 5 11.8 None 1425.6533 EIYDQYGEDALK 186.2024 1425.6472 24.4214 2471 2 713.3272 ‐4.4997
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVD 4729.9030 3136.5831 36.1508 57940 3 1046.1992 0.4471
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1332.7005 GILAADESTGTIGK 32483.9300 1332.7002 21.8178 43350 2 666.8538 ‐0.6757
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1488.8016 GILAADESTGTIGKR 16582.7000 1488.8012 20.0250 34918 3 496.9386 ‐1.2653
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1750.9010 FADELIANAAYIGTPGK 705.5131 1750.8868 18.5447 2062 1 1750.8868 ‐3.5694
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1110.5426 ANSEATLGGYK 383.8083 1110.5332 17.2903 6422 2 555.7703 ‐9.4170
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1966.0280 SKFADELIANAAYIGTPGK 684.1303 1966.0429 18.3174 3634 2 983.5251 8.09
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 1186.5950 GILAADESTGTIG 315.6246 1186.6027 19.1091 32541 2 593.8050 5.97
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2379.2950 38915.2173 14 20.33 None 732.4363 TGTIGKR 142.5456 732.4396 21.1461 6007 1 732.4396 4.76
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVD 3776.8020 3136.5831 36.1508 57940 3 1046.1992 ‐0.2522
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 None 1332.7005 GILAADESTGTIGK 26635.1300 1332.7002 21.8178 43350 2 666.8538 ‐0.6070
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 None 1488.8016 GILAADESTGTIGKR 9391.7940 1488.8012 20.0250 34918 3 496.9386 ‐1.2472
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 None 1597.7816 GDAQLGEGASESLHVK 133.7197 1597.7946 27.3634 1522 2 799.4010 8.89
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 None 1186.5950 GILAADESTGTIG 922.1633 1186.5967 20.0246 13846 2 593.8020 0.7243
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 1735.6370 38915.2173 14 20.33 None 1205.6121 AADESTGTIGKR 4429.0550 1205.6113 20.0335 4636 2 603.3093 ‐1.3121
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 2108.1022 VQLLEIAQVPDEHVNEFK 2473.1890 2108.1032 30.9942 15302 3 703.3726 0.4991
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1348.7008 FFDNAIGVNVPR 8800.3050 1348.7015 17.4859 9694 2 674.8544 0.1133
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 941.5125 MEIIPNPK 9085.7470 941.5147 22.1004 6150 2 471.2610 0.9154
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1627.8326 TNPTNPAIELGPEFK 1165.4030 1627.8306 21.6342 3331 2 814.4189 ‐0.9902
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1300.7359 SIPSIVELDSLK 3398.8780 1300.7373 31.5533 8082 2 650.8723 0.6089
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1312.7583 VLQLETAAGAAIR 916.7339 1312.7490 23.9472 2301 2 656.8781 ‐7.5980
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 978.5255 LDAFLSQGK 329.2189 978.5376 15.6667 2108 2 489.7724 11.0326
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 Carbamidomethyl+C(22) 2737.4230 DGLTFLDLIVIQIENLNNKYN336.7064 2737.3982 23.8497 2970 3 913.1376 ‐7.9569
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1316.6481 TNPTNPAIELGPE 272.3174 1316.6458 21.0617 2270 2 658.8266 ‐2.2231
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 961.4989 LDAFLSQGK 201.6156 961.4986 16.4376 3416 1 961.4986 0.9216
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 758.8593 43920.6439 21 17.18 None 1295.7318 VLQLETAAGAAIR 418.3590 1295.7272 25.4089 2602 1 1295.7272 ‐0.8773
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 2108.1022 VQLLEIAQVPDEHVNEFK 1613.7160 2108.1032 30.9942 15302 3 703.3726 0.2475
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 941.5125 MEIIPNPK 8448.2190 941.5147 22.1004 6150 2 471.2610 1.0943
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1627.8326 TNPTNPAIELGPEFK 548.6460 1627.8399 31.8593 4771 2 814.4236 4.48
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1300.7359 SIPSIVELDSLK 7152.8840 1300.7373 31.5533 8082 2 650.8723 0.6866
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1981.0277 EYVFIANSDNLGAIVDLK 453.5030 1980.9910 34.9320 6467 3 661.0018 ‐18.8856
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1024.5310 GGTLISYEGK 274.6110 1024.5111 19.0432 5842 2 512.7592 ‐20.4559
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1354.7213 LEIPDNAVLENK 118.8670 1354.6913 22.4906 1411 2 677.8493 ‐22.4466
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1558.8264 VVADEFVPWPSKGK 724.8377 1558.8132 23.8846 29274 2 779.9102 ‐8.3685
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1455.7478 VQLLEIAQVPDEH 784.8937 1455.7445 30.9592 5691 2 728.3759 ‐2.4099
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 520.5963 43920.6439 21 17.18 None 1144.6208 SDNLGAIVDLK 163.6625 1144.6165 34.9112 1003 2 572.8119 ‐4.5830
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1223.5790 FVEVDEEQTK 8983.1980 1223.5814 17.5668 13310 2 612.2944 1.15
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1556.8530 VSDIATVLQPGDTLK 7948.6450 1556.8530 28.3851 12963 2 778.9301 0.0623
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1082.4935 AEEMAQTFR 5115.8560 1082.4951 18.2817 8329 2 541.7512 0.4417
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1083.6521 GGLVALVEGLR 3737.6940 1083.6545 20.0709 6630 2 542.3309 1.1845
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 3281.4943 TSPMEGVAFTVDDFAAAIEQ2012.9570 3281.4958 25.3980 5493 3 1094.5035 2.41
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1274.6587 TDANGALVDISAK 1904.5320 1274.6660 22.0438 4826 2 637.8367 5.1861
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 3496.7516 HVEEAGIVPGMVEEFVIIGEN2619.6230 3496.7347 46.4768 2609 3 1166.2497 ‐2.5075
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1321.6535 NIQYELAWER 2115.5710 1321.6547 29.7964 1211 2 661.3310 0.3752
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1467.7624 LEPTPGDMIRNPK 761.9047 1467.7563 17.4936 3530 2 734.3818 ‐4.2680
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 974.5669 NPKLVFEK 186.9708 974.5751 18.8165 3313 1 974.5751 9.34
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 Carbamidomethyl+C(13) 2270.1016 MASLAQQFSGLRCSPLSSSS 1024.5310 2270.1047 17.0007 2739 3 757.3731 1.66



NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 753.3712 MAQTFR 958.9962 753.3671 17.0589 9669 1 753.3671 ‐5.1306
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 757.4567 ALVEGLR 262.8069 757.4563 20.4091 9433 1 757.4563 ‐0.0498
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 635.3763 LVFEK 826.5136 635.3762 17.3618 3528 1 635.3762 ‐0.3335
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 966.4680 YELAWER 117.1016 966.4749 29.1501 2249 2 483.7411 5.49
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1110.5612 LEPTPGDMIR 234.4522 1110.5540 16.1101 1084 1 1110.5540 ‐4.5985
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 977.4422 EVDEEQTK 1522.0010 977.4453 17.5598 1049 1 977.4453 4.41
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1169.1110 45338.6225 30 39.42 None 1450.7359 LEPTPGDMIRNPK 375.7222 1450.7328 17.4495 2637 2 725.8700 ‐2.3059
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1556.8530 VSDIATVLQPGDTLK 8789.3540 1556.8530 28.3851 12963 2 778.9301 0.0678
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 4053.9914 FQPESGLTLSSDGILGPLGSE 5475.1460 4053.9791 44.9225 5786 3 1351.9979 ‐0.9043
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1274.6587 TDANGALVDISAK 2493.8390 1274.6650 22.0741 4099 2 637.8361 4.39
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 3496.7516 HVEEAGIVPGMVEEFVIIGEN2365.8010 3496.7347 46.4768 2609 3 1166.2497 ‐3.3637
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1321.6535 NIQYELAWER 3383.5600 1321.6547 29.7964 1211 2 661.3310 0.4470
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1241.6419 VMILSHDRDR 366.6749 1241.6388 25.9652 5912 2 621.3230 ‐3.0907
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 960.4931 IAQAEAMAR 239.8696 960.4722 30.1444 2831 1 960.4722 ‐20.3436
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1177.6324 ASLAQQFSGLR 146.1286 1177.6499 31.7109 1455 2 589.3286 14.1586
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1671.8411 LELKKMFEDAYER 1708.5780 1671.8400 26.8329 4021 2 836.4237 ‐0.2776
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1546.7828 IAQAEAMARADMLR 380.3760 1546.7684 24.4785 1303 2 773.8878 ‐9.2758
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 Oxidation+M(9)
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 1202.5010 45338.6225 30 39.42 None 1159.6218 ASLAQQFSGLR 132.6912 1159.6266 29.9598 3895 2 580.3170 3.01
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1109.5950 LGEEGAPAIPR 188283.9000 1109.5960 20.6741 219157 2 555.3017 ‐0.0239
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1194.6001 TIEAYNIADGK 76957.0500 1194.6011 21.0893 157260 2 597.8042 0.0493
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1532.7703 WTEVETTGAKPSAR 109139.1000 1532.7707 16.7866 106620 3 511.5951 ‐0.6296
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1042.5164 LDEVGGPEAR 136287.3000 1042.5166 15.3046 102754 2 521.7619 ‐0.9738
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1516.7067 WAQLPDPGDNFEK 45010.0600 1516.7064 27.3410 97444 2 758.8568 ‐0.2140
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1014.5731 SVFAHAVVGK 15972.5200 1014.5726 18.6354 74311 2 507.7900 ‐1.6735
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1340.6481 GWTAYTAATVDGK 13096.4500 1340.6492 23.6084 56776 2 670.8282 0.3902
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1378.6161 TDDLYFYAVNSA 14415.6500 1378.6182 31.4703 52427 2 689.8127 1.1698
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 990.5367 GGAGFAVVQGK 37755.1800 990.5373 19.0465 50068 2 495.7723 ‐0.7151
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 2212.0128 TFHSMASDENHVYVFGGVS1791.2310 2212.0149 24.7164 48166 4 553.7592 ‐0.2092
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1677.8006 SYDTVTSEWTFLTK 21754.2700 1677.8013 33.3000 33531 2 839.4043 0.7537
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1672.8078 WAQLPDPGDNFEKR 7099.1460 1672.8103 25.7414 32174 3 558.2750 0.8589
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 826.3842 NFENFR 6142.8800 826.3840 18.8592 24840 2 413.6956 ‐1.9779
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1848.7923 DDYESNAVQFYDPASK 21819.8400 1848.7937 26.1920 20414 2 924.9005 1.87
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 3523.7056 IWVVYGFATSIVPGGKDDYE1857.2350 3523.6847 21.6103 8835 3 1175.2331 ‐3.5663
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1146.6378 RGGAGFAVVQGK 7440.2560 1146.6395 17.1363 14325 2 573.8234 0.6020
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1660.8653 KWTEVETTGAKPSAR 2712.4970 1660.8686 16.0865 7659 3 554.2944 1.22
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 2248.1179 GWTAYTAATVDGKNGLLM 252.8194 2248.0982 30.4403 5200 2 1124.5527 ‐6.9860
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 828.4727 FAHAVVGK 96.6989 828.4721 18.7277 9940 2 414.7397 ‐2.3753
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 644.3402 KWTEV 487.4010 644.3393 17.6521 4772 1 644.3393 ‐1.5314
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 681.4042 GAPAIPR 1833.0970 681.4060 20.6739 3940 1 681.4060 2.07
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 805.4567 GFAVVQGK 3723.6890 805.4583 19.0457 2472 1 805.4583 2.57
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 790.3883 WAQLPDP 107.9937 790.3840 25.7263 2468 1 790.3840 ‐4.9207
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 685.3628 VGGPEAR 1172.4320 685.3632 15.3074 2414 1 685.3632 0.7088
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 712.3413 FENFR 370.0472 712.3387 18.8494 2367 1 712.3387 ‐3.5139
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1000.5323 RGGAGFAVVQG 102.0689 1000.5251 16.7893 2217 1 1000.5251 ‐5.8305
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 762.3992 TAATVDGK 119.9445 762.3955 23.5970 1633 1 762.3955 ‐4.4119
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 962.4690 PGDNFEKR 139.5453 962.4728 23.7692 1588 1 962.4728 5.1810
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 796.3948 EVGGPEAR 173.1417 796.3979 16.8473 1485 1 796.3979 4.13
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 927.5411 VFAHAVVGK 210.4897 927.5455 18.6155 1323 2 464.2764 3.01
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1097.5473 TAYTAATVDGK 305.1608 1097.5446 23.6198 1249 1 1097.5446 ‐0.7099
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 601.3668 AVVQGK 69.0133 601.3638 17.1025 1196 1 601.3638 ‐5.1752
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 815.4522 RGGAGFAVV 78.2471 815.4560 17.1830 1181 1 815.4560 5.37
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1093.5524 IEAYNIADGK 1076.9080 1093.5496 19.5951 1177 2 547.2784 ‐3.6256
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1532.7703 WTEVETTGAKPSAR 393.5695 1532.7687 14.7779 900 3 511.5944 ‐1.9340
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 787.4421 TGAKPSAR 776.8641 787.4391 16.7850 829 1 787.4391 ‐3.3325
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 1322.6375 GWTAYTAATVDGK 200.2643 1322.6313 21.6721 1071 2 661.8193 ‐5.1655
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 31406.3400 28525.7349 66 72.03 None 973.5102 GGAGFAVVQGK 108.3516 973.5130 20.8510 12868 1 973.5130 4.1482
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1194.6001 TIEAYNIADGK 76592.0800 1194.6011 21.0893 157260 2 597.8042 0.1569
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1532.7703 WTEVETTGAKPSAR 59972.6100 1532.7707 16.7866 106620 3 511.5951 ‐0.6306
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1516.7067 WAQLPDPGDNFEK 38106.6200 1516.7064 27.3410 97444 2 758.8568 ‐0.1971
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1014.5731 SVFAHAVVGK 43816.1000 1014.5726 18.6354 74311 2 507.7900 ‐1.5152
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1340.6481 GWTAYTAATVDGK 27522.0000 1340.6492 23.6084 56776 2 670.8282 0.4566
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1378.6161 TDDLYFYAVNSA 20076.5100 1378.6182 31.4703 52427 2 689.8127 1.55
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 990.5367 GGAGFAVVQGK 17791.4900 990.5373 19.0465 50068 2 495.7723 ‐0.5500
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 2212.0128 TFHSMASDENHVYVFGGVS5649.1790 2212.0149 24.7164 48166 4 553.7592 ‐0.5155
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1677.8006 SYDTVTSEWTFLTK 30119.9400 1677.8013 33.3000 33531 2 839.4043 0.7251
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1672.8078 WAQLPDPGDNFEKR 8850.3940 1672.8103 25.7414 32174 3 558.2750 0.7969
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 826.3842 NFENFR 9617.9780 826.3840 18.8592 24840 2 413.6956 ‐1.7665
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1042.5164 LDEVGGPEAR 110.9061 1042.4967 25.7541 1271 1 1042.4967 ‐17.1310
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1146.6378 RGGAGFAVVQGK 13471.5200 1146.6390 17.1064 10719 2 573.8232 0.2807
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1660.8653 KWTEVETTGAKPSAR 3448.5340 1660.8686 16.0865 7659 3 554.2944 1.54
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 2248.1179 GWTAYTAATVDGKNGLLM 325.2168 2248.0982 30.4403 5200 2 1124.5527 ‐7.1752
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 780.3886 YNIADGK 130.9410 780.3888 22.2098 18594 1 780.3888 0.8681
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 828.4727 FAHAVVGK 189.3656 828.4721 18.7277 9940 2 414.7397 ‐2.1645



NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 851.4258 AYNIADGK 6575.2490 851.4220 21.0739 6389 1 851.4220 ‐3.4231
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1346.6910 TEVETTGAKPSAR 4672.5920 1346.6914 16.7868 4778 2 673.8493 ‐0.1182
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1018.4476 PDPGDNFEK 950.0223 1018.4475 27.3397 3435 1 1018.4475 1.34
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 790.3883 WAQLPDP 151.0226 790.3840 25.7263 2468 1 790.3840 ‐4.7494
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 712.3413 FENFR 441.1121 712.3387 18.8494 2367 1 712.3387 ‐3.3433
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 962.4690 PGDNFEKR 110.6681 962.4728 23.7692 1588 1 962.4728 5.40
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 927.5411 VFAHAVVGK 402.6774 927.5455 18.6155 1323 2 464.2764 3.30
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 601.3668 AVVQGK 4877.2350 601.3638 17.1025 1196 1 601.3638 ‐5.0056
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 530.3297 VVQGK 6106.4490 530.3299 17.1034 1120 1 530.3299 ‐0.0573
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 1116.6008 VETTGAKPSAR 674.7711 1116.6019 16.7852 892 2 558.8046 0.1476
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 15814.0700 28525.7349 66 72.03 None 787.4421 TGAKPSAR 490.5910 787.4391 16.7850 829 1 787.4391 ‐3.1611
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1207.6205 TPFTSGLDLEK 1683.5110 1207.6202 26.2223 42624 2 604.3137 ‐0.9835
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1586.8458 VSSVEVDLPAMLAQK 11589.5200 1586.8437 19.0707 37183 2 793.9255 ‐1.1600
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 Carbamidomethyl+C(7)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1139.6419 HIIVATGSDVK 59599.0200 1139.6430 16.1646 14710 2 570.3251 0.0020
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1118.5688 VVGVDSSGDGVK 16214.9400 1118.5705 15.8636 11653 2 559.7889 0.5632
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 2134.0914 FLSPSEVSVDTIDGENVVVK 1527.8950 2134.0819 31.0303 10511 2 1067.5446 ‐2.9492
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 Carbamidomethyl+C(8) 1594.7418 AEEDGVACVEFIAGK 6574.1670 1594.7437 27.3473 9284 2 797.8755 1.33
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 2418.2221 LGSEVTVVEFAADIVPAMDG12855.0500 2418.2281 42.2615 6680 3 806.7476 3.0513
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1072.5885 SLPGITIDEK 1385.3500 1072.5933 21.1260 4606 2 536.8003 3.20
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1523.7424 ALLHSSHMYHEAK 84.2233 1523.7813 19.5700 6534 2 762.3943 25.5829
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1002.5830 IIVATGSDVK 206.3416 1002.5813 16.6974 1006 2 501.7943 ‐2.9670
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1568.8353 VSSVEVDLPAMLAQK 295.3123 1568.8425 17.9103 3991 3 523.6190 3.04
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 3066.4390 54271.3136 13 26.23 None 1054.5779 SLPGITIDEK 171.0514 1054.5833 23.5506 1760 2 527.7953 3.79
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1371.6427 YAGTEVEFNDVK 165791.2000 1371.6423 22.4865 91782 2 686.3248 ‐0.6126
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1204.6783 TAGGLLLTETTK 93190.5100 1204.6789 23.5632 86605 2 602.8431 ‐0.2881
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 2621.4257 TLGGILLPSTAQSKPQGGEVV13469.3200 2621.4224 17.5344 83094 3 874.4790 ‐0.3654
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1662.9313 ITPLPVSTGSTVLYSK 40356.5500 1662.9314 17.2755 69582 2 831.9693 0.4440
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 906.4601 ASDVMAILS 8262.2440 906.4600 30.5972 45965 1 906.4600 0.8644
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK13926.7300 2083.0909 27.5353 35463 3 695.0352 ‐0.3759
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 2540.3090 EDDIVGILETEDIKDLKPLND 7822.8110 2540.3124 34.2193 30836 4 635.8336 0.7828
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1618.9050 IDITVPTGAQIIYSK 3282.4320 1618.9052 18.3873 23289 2 809.9563 0.3642
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1588.7952 EDDIVGILETEDIK 43133.8800 1588.7972 33.4021 21472 2 794.9022 1.87
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1149.6262 YTSIKPLGDR 3300.0860 1149.6294 17.5917 14434 2 575.3183 1.59
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1861.0429 NKIDITVPTGAQIIYSK 20740.0500 1861.0412 17.3743 43973 3 621.0186 ‐1.2566
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1032.5936 GGLLLTETTK 1074.6680 1032.5916 23.5620 3896 1 1032.5916 ‐0.4072
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 885.5152 SIKPLGDR 166.8565 885.5149 18.0182 3852 2 443.2611 ‐1.8815
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 1077.5939 PTGAQIIYSK 453.6517 1077.5901 17.3785 2176 1 1077.5901 ‐1.7981
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 734.3567 ETEDIK 111.7625 734.3533 35.0847 1992 1 734.3533 ‐4.2876
NP_851045.1 chaperonin 20 Arabidopsis thaliana 21115.3800 26801.9082 33 57.71 None 685.3992 KPLGDR 260.5503 685.4002 17.6238 1627 1 685.4002 1.97
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 1204.6783 TAGGLLLTETTK 93496.8900 1204.6789 23.5632 86605 2 602.8431 ‐0.1833
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 906.4601 ASDVMAILS 4976.3720 906.4600 30.5972 45965 1 906.4600 1.0368
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK14556.0500 2083.0909 27.5353 35463 3 695.0352 ‐0.6165
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 2540.3090 EDDIVGILETEDIKDLKPLND 9704.5370 2540.3124 34.2193 30836 4 635.8336 0.2852
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 1149.6262 YTSIKPLGDR 5187.4010 1149.6298 17.6212 13011 2 575.3186 2.24
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 2193.2013 HLILKEDDIVGILETEDIK 935.0046 2193.2021 33.8074 5931 3 731.7389 0.2625
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 986.5629 TSIKPLGDR 2104.9590 986.5640 17.6295 5904 2 493.7856 ‐0.0522
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 1032.5936 GGLLLTETTK 1435.4930 1032.5916 23.5620 3896 1 1032.5916 ‐0.2336
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 885.5152 SIKPLGDR 373.8000 885.5149 18.0182 3852 2 443.2611 ‐1.6867
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 734.3567 ETEDIK 92.2015 734.3533 35.0847 1992 1 734.3533 ‐4.1167
NP_851045.1 chaperonin 20 Arabidopsis thaliana 6938.9960 26801.9082 33 57.71 None 685.3992 KPLGDR 441.1569 685.4002 17.6238 1627 1 685.4002 1.01
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 2621.4257 TLGGILLPSTAQSKPQGGEVV14829.5500 2621.4224 17.5344 83094 3 874.4790 0.1900
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 1662.9313 ITPLPVSTGSTVLYSK 26344.3700 1662.9314 17.2755 69582 2 831.9693 0.5712
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 1618.9050 IDITVPTGAQIIYSK 3750.9570 1618.9052 18.3873 23289 2 809.9563 0.4633
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 1861.0429 NKIDITVPTGAQIIYSK 23689.8000 1861.0412 17.3743 43973 3 621.0186 ‐1.1480
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 1448.7995 PLPVSTGSTVLYSK 173.6665 1448.7929 17.2853 2582 2 724.9001 ‐4.7550
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3471.0350 26801.9082 33 57.71 None 1077.5939 PTGAQIIYSK 168.8285 1077.5901 17.3785 2176 1 1077.5901 ‐1.8687
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1569.8054 NTVPGDVSAMVPGGIR 18598.6700 1569.7981 28.1525 88993 2 785.4027 ‐4.5149
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 933.4822 MGTPALTSR 29642.0600 933.4817 17.4372 55463 2 467.2445 ‐1.9991
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1660.8403 ISAVSIFFETMPYR 36541.7400 1660.8407 22.1690 43947 2 830.9240 0.5547
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1066.5568 QFPTIGFEK 4606.1850 1066.5578 27.3656 32912 2 533.7825 ‐0.1699
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 2291.1237 IMALDLPHGGHLSHGYQTD24927.9500 2291.1267 15.3354 28692 4 573.5371 0.2566
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 999.4530 YSEGYPGAR 9767.3770 999.4531 14.6140 24184 2 500.2302 ‐1.2343
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 841.4389 GAMIFFR 4852.3820 841.4396 17.9200 23212 1 841.4396 1.58
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1091.6208 LIVAGASAYAR 50469.4400 1091.6223 14.4271 21202 2 546.3148 0.3358
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 2653.4573 INQAVFPGLQGGPHNHTITG2203.2550 2653.4583 18.4318 11359 4 664.1200 0.0236
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 2419.2187 IMALDLPHGGHLSHGYQTD13231.2600 2419.2196 14.9564 11209 4 605.5603 ‐0.4356
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 822.4026 LQSEMSK 466.1050 822.4044 17.6650 1626 1 822.4044 2.70
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 Carbamidomethyl+C(10) 1481.7166 AYQDQVLRNCSK 971.9304 1481.7020 27.2584 9444 2 741.3547 ‐9.9069
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1788.9353 KISAVSIFFETMPYR 3550.6560 1788.9382 20.5530 8393 3 596.9842 1.1394
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 2072.9627 DFVATMQSNEKLQSEMSK 1194.8300 2072.9643 32.0305 4079 2 1036.9858 2.1177
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 644.3726 PALTSR 1805.7520 644.3727 17.4297 4997 1 644.3727 0.0815
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 802.4417 GTPALTSR 2359.6090 802.4413 17.4345 3010 1 802.4413 ‐0.0509
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 836.3897 SEGYPGAR 3886.7940 836.3886 14.6039 2071 1 836.3886 ‐0.6223



NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 766.3842 AGASAYAR 2379.0320 766.3844 14.4298 1496 1 766.3844 0.6895
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 865.4526 VAGASAYAR 1745.8800 865.4533 14.4251 1464 1 865.4533 1.70
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 749.3577 EGYPGAR 226.8821 749.3570 14.6146 1075 1 749.3570 ‐0.6090
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 695.3471 GASAYAR 8342.4720 695.3467 14.4258 936 1 695.3467 ‐0.4344
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 1048.5462 QFPTIGFEK 105.9432 1048.5384 25.5656 4892 1 1048.5384 ‐5.8861
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 5163.5510 57512.9843 35 29.59 None 915.4717 MGTPALTSR 148.3607 915.4751 17.4642 974 2 458.2412 2.72
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1569.8054 NTVPGDVSAMVPGGIR 15330.5600 1569.7981 28.1525 88993 2 785.4027 ‐4.5130
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 933.4822 MGTPALTSR 47330.6600 933.4817 17.4372 55463 2 467.2445 ‐1.8180
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1066.5568 QFPTIGFEK 4936.4500 1066.5578 27.3656 32912 2 533.7825 ‐0.0262
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1510.7570 LKDFVATMQSNEK 323.0097 1510.7525 32.6107 2643 2 755.8799 ‐2.9631
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 822.4026 LQSEMSK 315.0563 822.4044 17.6650 1626 1 822.4044 2.86
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 2315.1740 LREMVEEYAKQFPTIGFEK 323.9303 2315.1568 34.8960 787 3 772.3904 ‐7.4039
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 Oxidation+M(12) 1890.9418 QFPTIGFEKETMRYK 1452.3560 1890.9340 30.7184 2120 2 945.9706 ‐3.3469
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 644.3726 PALTSR 4418.2570 644.3727 17.4297 4997 1 644.3727 0.2515
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1255.6463 PGDVSAMVPGGIR 1514.9220 1255.6421 28.1478 3785 1 1255.6421 ‐0.7371
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1551.7948 NTVPGDVSAMVPGGIR 397.3404 1551.7915 25.7698 3784 2 776.3994 ‐2.0155
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 1048.5462 QFPTIGFEK 176.6976 1048.5467 27.3728 2495 2 524.7770 ‐0.5416
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1396.7070 57512.9843 35 29.59 None 915.4717 MGTPALTSR 207.0825 915.4751 17.4642 974 2 458.2412 2.34
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1109.6426 LPANLVQAQR 667.3646 1109.6441 20.1745 15546 2 555.3257 0.5270
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(10) 2454.1606 VAAQVEDGPCVTYIGEGGSG1875.7710 2454.1524 27.3267 11362 2 1227.5798 ‐1.3075
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 2164.0305 NVGGLSNDELAEIFTEWNR 5412.1650 2164.0271 39.1742 7964 2 1082.5172 ‐0.1749
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(21) 3886.7171 AGAPVDQTISALSEYMEPGD4386.6020 3886.7274 39.3492 4920 3 1296.2473 4.00
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1673.8705 VLEEAGLKEDIGSASR 1656.7320 1673.8703 21.8512 3578 3 558.6283 ‐0.7857
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 None 1452.6853 VKDDYGDGELVDK 484.5793 1452.7017 25.1422 10904 2 726.8545 11.1655
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 699.9492 53659.8681 7 21.36 Carbamidomethyl+C(15) 3052.4932 DILEKVAAQVEDGPCVTYIG 240.6844 3052.4672 35.9340 1704 3 1018.1606 ‐7.5976
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1787.9902 IINEPTAAAIAYGLDKK 53632.1100 1787.9886 17.0120 177769 3 596.6677 ‐1.3433
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1228.6280 VEIIANDQGNR 110336.5000 1228.6290 17.3171 75391 2 614.8182 0.1144
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1494.7223 ITPSWVGFTDSER 19504.1800 1494.7235 17.6940 40056 2 747.8654 0.7283
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1907.0021 IKDAVVTVPAYFNDAQR 32593.8700 1907.0033 16.8489 37627 3 636.3393 0.3569
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1659.8952 IINEPTAAAIAYGLDK 24449.8600 1659.8937 29.4143 34730 2 830.4505 ‐0.5966
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1345.6457 NALETYVYNMK 19570.9300 1345.6492 27.7292 33185 2 673.3282 2.1783
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1564.8291 VFSPEEISAMILTK 5280.0350 1564.8271 21.4728 31883 2 782.9172 ‐1.1731
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 8627.0950 2103.1292 18.0392 26986 3 701.7146 1.20
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1680.2140 1861.9521 30.8691 26380 2 931.4797 3.12
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 2498.0841 EALEWLDENQNSEKEEYDEK6704.3150 2498.0859 26.2506 23467 3 833.3668 1.25
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1155.6480 DAGVIAGLNVAR 6787.6350 1155.6480 25.4983 22129 2 578.3276 ‐0.9407
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1550.7962 AVVTVPAYFNDAQR 9012.3290 1550.7957 27.2820 18630 2 775.9015 ‐0.2214
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 2019.0281 VEIESLFDGVDLSEPLTR 9350.0500 2019.0229 37.6988 18210 2 1010.0151 ‐1.3701
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1210.5739 DFFEGKEPNK 7073.7310 1210.5762 19.0861 15272 2 605.7917 1.1586
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1536.7513 NGHVEIIANDQGNR 16613.2300 1536.7542 16.2757 8558 3 512.9229 0.9942
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 981.4888 ETAEAYLGK 11033.6500 981.4909 17.9913 7412 2 491.2491 0.8456
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1473.7907 SQIDEIVLVGGSTR 3722.3340 1473.7851 27.6233 1290 1 1473.7851 ‐0.4562
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1523.7601 ARFEELNNDLFR 2685.5980 1523.7614 27.2469 22478 2 762.3844 0.8867
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 Carbamidomethyl+C(14) 2896.4397 EEYDEKLKEVEAVCNPIITAV905.6843 2896.4393 22.4203 12677 3 966.1513 1.79
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 2038.0426 FEELNNDLFRKTMGPVK 1447.4380 2038.0407 18.9741 3557 3 680.0184 ‐1.0208
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1368.7192 MKETAEAYLGKK 924.6736 1368.7188 16.4476 3486 3 456.9111 ‐1.4434
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 2370.2776 LIGEAAKNQAAVNPERTVFD920.0060 2370.2757 19.7411 2600 3 790.7634 ‐0.2886
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 2739.2632 EALEWLDENQNSEKEEYDEK729.7813 2739.2675 26.5345 1464 4 685.5723 1.61
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1129.5596 EIIANDQGNR 171.9623 1129.5542 18.2813 10268 2 565.2807 ‐5.7809
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1156.5004 SEKEEYDEK 55.8186 1156.5065 25.2349 5601 2 578.7569 4.94
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1160.5656 LETYVYNMK 319.1866 1160.5663 28.4306 3415 1 1160.5663 2.63
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 750.3529 FNDAQR 5136.7250 750.3564 16.8631 2653 1 750.3564 4.41
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1296.6219 FEELNNDLFR 272.8472 1296.6134 28.5378 2006 1 1296.6134 ‐3.9180
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 241.4485 1334.6934 29.6919 1645 2 667.8503 3.1403
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1049.5990 AAIAYGLDKK 488.9369 1049.6002 16.8010 1565 2 525.3037 0.0201
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1081.5061 PAYFNDAQR 1270.9990 1081.5021 16.8488 1480 1 1081.5021 ‐2.0283
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 703.3118 NDQGNR 150.0273 703.3085 17.3122 1325 1 703.3085 ‐4.5566
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1303.7005 VNPERTVFDVK 253.3030 1303.6959 18.8875 1135 2 652.3516 ‐4.0124
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 826.5033 IKDAVVTV 304.6790 826.5017 16.8208 1045 1 826.5017 ‐1.3017
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1455.7802 SQIDEIVLVGGSTR 459.7242 1455.7722 28.5568 3343 2 728.3898 ‐5.6164
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1137.6375 DAGVIAGLNVAR 190.8292 1137.6433 23.7945 2651 2 569.3253 4.1708
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1210.6175 VEIIANDQGNR 327.0475 1210.6157 18.3069 1481 2 605.8115 ‐2.1753
NP_851119.1 Luminal binding protein 2 Arabidopsis thaliana 8490.7260 73846.4862 38 34.58 None 1506.7336 ARFEELNNDLFR 343.9426 1506.7251 22.7419 1105 2 753.8662 ‐5.6762
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 Carbamidomethyl+C(4) 1707.7796 GAVCLDGSAPAYHFDK 4519.7020 1707.7803 23.4841 7877 3 569.9316 ‐0.1689
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 None 1043.5732 NVLAPTSVDK 1333.6170 1043.5759 18.2946 4548 2 522.2916 1.56
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 None 1565.7482 DITGGSYIQSYYAK 252.4563 1565.7334 22.3777 3915 2 783.3703 ‐9.3729
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 Carbamidomethyl+C(19)
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 Carbamidomethyl+C(6)
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 None 1074.5003 GSAPAYHFDK 1359.3870 1074.5043 23.5521 2366 1 1074.5043 5.80
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 None 1025.5626 NVLAPTSVDK 299.6252 1025.5620 17.4160 802 2 513.2846 ‐1.7664
NP_851135.1 pectinacetylesterase family protein Arabidopsis thaliana 280.4184 41530.8492 8 7.3 None 1026.5466 NVLAPTSVDK 168.3190 1026.5495 17.5174 780 1 1026.5495 4.21
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1532.8319 VLEQLSGQTPVFSK 24053.3700 1532.8321 16.4580 28594 2 766.9197 0.1865
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 935.5197 YEGVILNK 3611.1200 935.5178 19.5939 16256 2 468.2625 ‐3.3850
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1089.5973 AMQLLESGLK 1830.5140 1089.5977 26.1085 16203 2 545.3025 ‐0.6475



NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1535.8064 YEGVILNKSQNITG 606.0121 1535.8050 26.8530 9794 2 768.4061 ‐0.8891
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 932.4836 SGQTPVFSK 189.3084 932.4878 16.1867 1968 1 932.4878 5.27
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1071.5867 AMQLLESGLK 182.2366 1071.5889 24.7397 1375 1 1071.5889 3.76
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1514.8213 VLEQLSGQTPVFSK 412.7580 1514.8193 16.4373 1344 3 505.6113 ‐2.2715
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 917.5091 YEGVILNK 145.9062 917.5141 19.2218 1098 2 459.2607 4.0190
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 2232.2170 19946.0262 19 22.9 None 1515.8053 VLEQLSGQTPVFSK 233.4368 1515.8129 18.1831 4658 2 758.4101 4.63
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 418.2161 19946.0262 19 22.9 None 935.5197 YEGVILNK 5192.7700 935.5178 19.5939 16256 2 468.2625 ‐3.2044
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 418.2161 19946.0262 19 22.9 None 1089.5973 AMQLLESGLK 3039.1010 1089.5977 26.1085 16203 2 545.3025 ‐0.5103
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 418.2161 19946.0262 19 22.9 None 772.4563 EGVILNK 928.4056 772.4595 19.5989 1886 1 772.4595 4.52
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 418.2161 19946.0262 19 22.9 None 1071.5867 AMQLLESGLK 261.8058 1071.5889 24.7397 1375 1 1071.5889 3.16
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 418.2161 19946.0262 19 22.9 None 917.5091 YEGVILNK 185.5424 917.5141 19.2218 1098 2 459.2607 4.46
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1359.8460 19946.0262 19 22.9 None 1532.8319 VLEQLSGQTPVFSK 16706.6800 1532.8321 16.4580 28594 2 766.9197 0.2305
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1359.8460 19946.0262 19 22.9 None 2120.1784 AMQLLESGLKVKEYELLR 483.4974 2120.1813 20.8917 5965 2 1060.5943 3.17
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1359.8460 19946.0262 19 22.9 None 932.4836 SGQTPVFSK 407.9554 932.4878 16.1867 1968 1 932.4878 5.54
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1359.8460 19946.0262 19 22.9 None 1045.5677 LSGQTPVFSK 164.1908 1045.5614 17.4838 941 1 1045.5614 ‐4.4892
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 1359.8460 19946.0262 19 22.9 None 1514.8213 VLEQLSGQTPVFSK 189.2591 1514.8193 16.4373 1344 3 505.6113 ‐2.3663
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 907.5247 NLLSVAYK 8529.2740 907.5255 15.9120 42425 2 454.2664 ‐0.6770
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 1189.6609 DSTLIMQLLR 33474.5900 1189.6614 21.1400 19999 2 595.3344 ‐0.3600
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 1668.8803 LLDSHLIPSATASESK 8144.7410 1668.8868 15.6520 12314 3 556.9671 3.85
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 1213.5769 TAAEDTMIAYK 4511.1470 1213.5788 21.7166 9142 2 607.2930 0.8101
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 2026.8368 DNLTLWTSDMQEQMDEA 2865.2490 2026.8384 35.4042 7510 2 1013.9228 2.0095
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 2143.0077 QAFEEAIAELDTLGEESYK 2448.5960 2143.0093 44.0221 1816 2 1072.0083 2.53
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 1744.9341 AAQDVAVADLAPTHPIR 930.2321 1744.9356 24.1987 9213 3 582.3167 0.3431
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 877.4262 PSATASESK 138.3613 877.4210 15.2646 5777 1 877.4210 ‐5.0324
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 773.4702 IMQLLR 180.7380 773.4722 21.2964 943 1 773.4722 3.0194
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 4519.5280 28142.8492 10 39.52 None 2125.9812 QAFEEAIAELDTLGEESYK 498.7965 2125.9800 44.0091 6576 2 1063.4936 0.9307
NP_973755.1 prohibitin 2 Arabidopsis thaliana 350.8796 24896.6164 5 16.29 None 1661.8969 AVVAQYNASQLITQR 1827.7640 1661.8971 25.4276 9447 2 831.4522 0.4653
NP_973755.1 prohibitin 2 Arabidopsis thaliana 350.8796 24896.6164 5 16.29 None 1273.6747 EIAQTIAQSANK 1743.6150 1273.6734 18.7432 8894 2 637.3403 ‐1.6050
NP_973755.1 prohibitin 2 Arabidopsis thaliana 350.8796 24896.6164 5 16.29 None 979.5095 EFTAAIEAK 2845.7710 979.5095 20.2109 3344 2 490.2584 ‐1.3098
NP_973755.1 prohibitin 2 Arabidopsis thaliana 350.8796 24896.6164 5 16.29 None 1813.9767 IEAAREIAQTIAQSANK 211.3294 1813.9286 32.8243 1148 2 907.4680 ‐25.7572
NP_973755.1 prohibitin 2 Arabidopsis thaliana 350.8796 24896.6164 5 16.29 None 1816.9916 QVAAQEAERAKFIVEK 161.8796 1816.9804 28.4937 14549 3 606.3317 ‐6.5476
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 1661.8969 AVVAQYNASQLITQR 1827.7640 1661.8971 25.4276 9447 2 831.4522 0.4653
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 1273.6747 EIAQTIAQSANK 1743.6150 1273.6734 18.7432 8894 2 637.3403 ‐1.6050
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 979.5095 EFTAAIEAK 2845.7710 979.5095 20.2109 3344 2 490.2584 ‐1.3098
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 1813.9767 IEAAREIAQTIAQSANK 211.3294 1813.9286 32.8243 1148 2 907.4680 ‐25.7572
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 1816.9916 QVAAQEAERAKFIVEK 161.8796 1816.9804 28.4937 14549 3 606.3317 ‐6.5476
NP_973756.1 prohibitin 2 Arabidopsis thaliana 350.8796 31810.6930 6 12.59 None 1249.7085 AVMFNRLTGIK 285.6758 1249.7134 17.2348 879 2 625.3604 3.10
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1523.8580 LGPNYLQLPVNAPK 142413.1000 1523.8573 18.0175 319795 2 762.4323 ‐0.4980
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1136.6786 APGVQTPVIVR 57195.6100 1136.6791 22.1061 303250 2 568.8432 ‐0.5417
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1525.8261 GPVLLEDYHLIEK 130003.4000 1525.8265 29.2167 213667 3 509.2804 ‐0.6050
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 14690.5400 2242.0578 21.1149 136948 3 748.0241 ‐0.5935
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1875.0123 DGIQFPDVVHALKPNPK 17375.8100 1875.0127 17.9987 130503 3 625.6757 ‐0.1169
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1305.6797 VPTPTNSYTGIR 17685.6600 1305.6785 20.0941 121472 2 653.3429 ‐1.4965
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1632.9108 IWPEDILPLQPVGR 57804.2000 1632.9105 21.2971 118248 2 816.9589 0.0864
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1070.5265 IFAYGDTQR 40822.6000 1070.5265 19.3128 95103 2 535.7669 ‐1.0893
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1715.8024 DLHDAIASGNYPEWK 53264.3500 1715.8028 26.5282 94195 3 572.6058 ‐0.3425
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1703.8574 HMEGFGVHTYTLIAK 8378.6020 1703.8567 16.2569 80766 3 568.6238 ‐0.9880
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1257.5634 DEEINYYPSK 44604.3100 1257.5635 19.8115 79730 2 629.2854 ‐0.5098
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1109.5374 TNIQEYWR 29433.5200 1109.5399 23.7478 74919 2 555.2736 1.42
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 3306.5841 TIDNFFNETEQLAFNPGLVV 7014.4650 3306.5664 23.7582 33863 3 1102.8603 ‐3.3450
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 Carbamidomethyl+C(7) 1273.6511 FHWKPTCGIK 2520.2180 1273.6524 13.8429 6628 3 425.2223 ‐0.2789
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 2874.3918 VVGGANHSHATKDLHDAIA331.1182 2874.3580 21.0695 3914 3 958.7909 ‐10.4341
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 2700.2749 LFIQTMDPADEDKFDFDPLD57229.4600 2700.2746 36.9035 249812 3 900.7631 0.9140
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1871.8810 DEEINYYPSKFDPVR 7231.6260 1871.8807 26.4226 19870 3 624.6317 ‐0.5041
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 Carbamidomethyl+C(19) 2698.3294 GISAKGFFEVTHDISNLTCAD361.1668 2698.3029 21.6281 4317 3 900.1058 ‐8.7819
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 Carbamidomethyl+C(16)
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 957.4425 FAYGDTQR 2225.5200 957.4397 19.3265 8758 1 957.4397 ‐1.7255
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 968.5887 GVQTPVIVR 966.7839 968.5889 22.1085 8428 1 968.5889 1.52
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1571.8693 QFPDVVHALKPNPK 300.4179 1571.8698 18.8544 6802 2 786.4385 0.4403
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1217.7001 DVVHALKPNPK 265.1138 1217.7040 18.5142 5580 2 609.3556 2.59
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1639.7935 VVGGANHSHATKDLHD 264.7223 1639.7906 19.3427 4595 2 820.3989 ‐1.5103
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 583.3926 PVIVR 2768.8530 583.3896 22.1110 2664 1 583.3896 ‐5.5689
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1109.5586 TPTNSYTGIR 1024.4760 1109.5532 20.0955 2065 1 1109.5532 ‐2.9664
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 810.4104 NSYTGIR 108.0857 810.4121 20.3337 2029 1 810.4121 2.57
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 866.5094 QLPVNAPK 168.9635 866.5110 18.0206 1442 1 866.5110 2.53
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 818.3832 GFFEVTH 560.1443 818.3842 19.0487 995 1 818.3842 1.69
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 992.6251 ILPLQPVGR 128.5161 992.6208 20.2704 990 2 496.8140 ‐5.6474
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 927.3731 DEEINYY 1886.4180 927.3717 19.8182 985 1 927.3717 ‐0.3677
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1614.9002 IWPEDILPLQPVGR 264.4951 1614.9062 22.2668 2690 2 807.9567 3.77
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1053.5000 IFAYGDTQR 202.8743 1053.4988 18.2182 5860 2 527.2530 ‐2.2575
NP_973873.1 catalase 3 Arabidopsis thaliana 19016.6200 49297.8377 54 63.23 None 1854.8545 DEEINYYPSKFDPVR 450.6499 1854.8512 25.7372 859 2 927.9292 ‐0.9698
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1136.6786 APGVQTPVIVR 77014.6200 1136.6791 22.1061 303250 2 568.8432 ‐0.4177
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1525.8261 GPVLLEDYHLIEK 135280.2000 1525.8265 29.2167 213667 3 509.2804 ‐0.6030
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1305.6797 VPTPTNSYTGIR 35714.1700 1305.6785 20.0941 121472 2 653.3429 ‐1.4202



NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1070.5265 IFAYGDTQR 52373.9400 1070.5265 19.3128 95103 2 535.7669 ‐0.9468
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1715.8024 DLHDAIASGNYPEWK 56454.3800 1715.8028 26.5282 94195 3 572.6058 ‐0.4232
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1109.5374 TNIQEYWR 22767.0900 1109.5399 23.7478 74919 2 555.2736 1.58
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 2874.3918 VVGGANHSHATKDLHDAIA286.3252 2874.4723 36.2097 6985 3 958.8289 28.7362
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 2700.2749 LFIQTMDPADEDKFDFDPLD24986.7400 2700.2746 36.9035 249812 3 900.7631 0.4046
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1871.8810 DEEINYYPSKFDPVR 7646.9840 1871.8811 26.4064 18528 3 624.6319 ‐0.4116
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1159.5994 LEDYHLIEK 34898.1500 1159.6004 29.2117 10619 2 580.3038 0.1286
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 810.3741 AYGDTQR 10441.0300 810.3740 19.3144 8939 1 810.3740 0.7360
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 957.4425 FAYGDTQR 4331.4910 957.4397 19.3265 8758 1 957.4397 ‐1.5526
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 968.5887 GVQTPVIVR 1675.5330 968.5889 22.1085 8428 1 968.5889 1.82
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 894.4468 IQEYWR 372.6612 894.4494 23.7372 3098 1 894.4494 4.0203
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 2198.9798 TMDPADEDKFDFDPLDVTK1536.5630 2198.9785 36.9083 2643 2 1099.9929 0.8857
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 994.4588 DLHDAIASGN 313.6747 994.4605 26.5071 2201 1 994.4605 3.1675
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1109.5586 TPTNSYTGIR 1262.9390 1109.5532 20.0955 2065 1 1109.5532 ‐2.7921
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 810.4104 NSYTGIR 134.5766 810.4121 20.3337 2029 1 810.4121 2.73
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 980.4472 SGNYPEWK 319.5983 980.4490 26.5026 1821 1 980.4490 3.97
NP_973873.1 catalase 3 Arabidopsis thaliana 10637.9900 49297.8377 54 63.23 None 1024.5098 GPVLLEDYH 197.6915 1024.5088 28.2486 892 2 512.7581 ‐2.0077
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 894.2009 36848.7892 4 21.41 None 2176.0404 NAAEGSYDAVIVDSSDPIGP 9545.2330 2176.0395 27.4672 8758 2 1088.5234 1.1560
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 894.2009 36848.7892 4 21.41 None 1211.7106 VLVIGGGDGGVLR 5523.7030 1211.7088 16.8489 8551 2 606.3581 ‐2.2504
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 894.2009 36848.7892 4 21.41 Carbamidomethyl+C(10) 1688.7619 HASIEQIDMCEIDK 757.1738 1688.7656 24.2304 3743 2 844.8864 2.69
NP_973900.2 spermidine synthase 1 Arabidopsis thaliana 894.2009 36848.7892 4 21.41 Carbamidomethyl+C(10) 4081.9344 HASIEQIDMCEIDKMVVDVS892.7966 4081.9323 37.8284 1001 3 1361.3156 2.61
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 1941.9692 FETLSYLPDLTDSELAK 203297.6000 1941.9663 34.6745 563954 2 971.4868 ‐0.5731
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 2070.0641 KFETLSYLPDLTDSELAK 237150.8000 2070.0632 32.7080 826619 3 690.6926 ‐0.7029
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 2198.1591 KKFETLSYLPDLTDSELAK 26655.6600 2198.1582 30.4076 96055 3 733.3909 ‐0.4868
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 1088.5470 PDLTDSELAK 279.7642 1088.5424 34.6709 11555 1 1088.5424 ‐2.2549
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 991.4942 DLTDSELAK 340.7613 991.4902 32.7112 9920 1 991.4902 ‐2.5173
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 854.4294 FETLSYL 1051.9770 854.4256 34.6782 6209 1 854.4256 ‐3.5533
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 1088.5470 PDLTDSELAK 1952.9220 1088.5412 30.4082 4093 1 1088.5412 ‐3.3509
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 1201.6311 LPDLTDSELAK 267.9286 1201.6279 34.6826 3313 1 1201.6279 ‐0.1936
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 662.3355 DSELAK 172.5537 662.3355 34.5614 1631 1 662.3355 0.1070
NP_974098.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25412.2100 14900.9350 10 13.97 None 1390.7253 KFETLSYLPDLT 260.4458 1390.7189 34.4370 1213 2 695.8631 ‐4.8285
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 1799.9385 TTVITQGADPVVVAEDGK 216646.4000 1799.9374 24.6636 37051 2 900.4723 0.0307
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 10473.4100 1337.6639 19.7596 22032 2 669.3356 0.1691
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 26205.7600 1414.5955 19.9629 17072 2 707.8014 0.5183
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 2124.0616 VAQWMLQVPGATSYMGSI2649.1740 2124.0585 20.2290 13629 2 1062.5329 ‐0.0102
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 926.5710 YPVIPLPK 4939.4910 926.5719 17.2072 3759 2 463.7896 ‐0.4796
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 3146.6190 1249.5947 19.7681 4293 2 625.3010 ‐4.4336
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 1284.6430 QGADPVVVAEDGK 381.9523 1284.6349 25.5279 3978 1 1284.6349 ‐3.7739
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 626.3508 TTVITQ 156.3815 626.3483 25.0868 1882 1 626.3483 ‐4.2277
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 14676.4400 33782.3873 11 23.18 None 1597.8432 VITQGADPVVVAEDGK 800.0547 1597.8388 22.7357 1238 2 799.4230 ‐2.5769
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 618.6309 33782.3873 11 23.18 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 13840.9800 1337.6639 19.7596 22032 2 669.3356 0.2364
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 618.6309 33782.3873 11 23.18 None 1213.6575 KPENWALVEK 2073.4790 1213.6579 20.2969 6722 2 607.3326 ‐0.3497
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 1390.7325 VYVGQGQDGVAAVK 10874.0700 1390.7324 19.2339 18498 2 695.8699 ‐0.3559
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 1292.6481 SGFQISAPEATGK 2978.6320 1292.6474 22.5164 16026 2 646.8273 ‐1.1242
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 1214.6627 SSTTPVPSTPLK 3065.3580 1214.6625 19.6602 15459 2 607.8349 ‐0.9260
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 1553.8574 NFGVDTVVTTLIFK 3011.6570 1553.8533 22.2897 5739 2 777.4303 ‐2.5196
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 2122.9676 LEGAGSEAGTLWDDGAFDG1397.1260 2122.9615 31.2162 5559 2 1061.9844 ‐1.4249
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 2990.3717 TLLGFEEFELESDEYITSVEGY3976.3540 2990.3654 43.6550 5293 2 1495.6863 1.03
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 1207.5702 NGSQVVFGDER 1172.2910 1207.5680 19.0008 3922 2 604.2877 ‐2.5306
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 2068.0709 KVSVGQAQDGIGAVSFVYD 780.6584 2068.0670 27.5734 8684 3 690.0272 ‐1.9197
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 2708.3890 VSVGQAQDGIGAVSFVYDK 1032.5920 2708.3714 22.6812 974 2 1354.6893 ‐3.6118
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 583.7594 72473.6018 10 15.60 None 838.5033 PVPSTPLK 697.9771 838.5023 19.6493 852 1 838.5023 ‐0.5052
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1335.6573 IMQSQTLSDANK 14128.2700 1335.6653 16.3637 11959 2 668.3363 5.36
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1485.7907 GLVDSDTLPLNVSR 7543.7730 1485.7900 28.0856 10930 2 743.3986 ‐0.5998
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 2843.3065 SDDLAGGLNIEAEPVEQQEE4594.1510 2843.3112 30.3781 9726 3 948.4419 2.26
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1489.8310 1289.6828 20.9621 9416 2 645.3450 3.11
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1260.6066 GNLASENVDDVK 6373.0500 1260.6054 18.1386 9314 2 630.8063 ‐1.6389
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1620.7653 FAVSEDTWNEPLGR 2877.7400 1620.7672 28.0815 9080 2 810.8872 1.18
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1801.9159 YSEFINFPISLWASK 2002.9270 1801.9088 28.9153 6972 2 901.4580 ‐3.2986
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1080.5936 LTSLDQYIK 2235.9390 1080.5936 25.6682 6475 2 540.8005 ‐0.9758
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 3639.7986 IASDPEDESVKETAQLMYQT1241.3280 3639.7863 24.2005 5341 3 1213.9336 ‐0.8059
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1606.7932 IGGHGGLSTDSDVVHR 2805.3090 1606.7950 16.8789 4302 3 536.2699 0.3688
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1112.5371 FEFQAEVSR 110.1459 1112.5508 24.9184 9175 2 556.7790 11.29
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 2486.1529 SDDLAGGLNIEAEPVEQQEE519.5053 2486.1808 40.8220 5154 2 1243.5940 13.5876
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1127.5103 EVTEEEYTK 665.0073 1127.5224 38.8096 1875 1 1127.5224 12.16
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1730.8668 GNLASENVDDVKISNR 750.9036 1730.8771 29.8555 14405 2 865.9422 6.36
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1632.8169 KGQYTKFWNEFGK 1073.0590 1632.8201 18.3947 7135 3 544.9449 1.85
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1314.7627 EDLIKNLGTIAK 392.5428 1314.7571 17.1427 3167 2 657.8822 ‐4.7919
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1641.7867 SNAEKFEFQAEVSR 1024.7750 1641.7968 25.8435 2038 3 547.9371 5.03
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1375.7216 EQLEKSPFLER 288.9808 1375.7122 22.2352 834 3 459.2423 ‐7.9701
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1153.5789 KGQYTKFWN 136.7594 1153.5855 18.9425 3773 2 577.2964 4.67
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 818.4155 FQAEVSR 166.7193 818.4137 23.3936 2883 1 818.4137 ‐1.6437
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 530.2821 LTSLD 69.9021 530.2799 28.4509 2564 1 530.2799 ‐4.6826
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 666.3457 DQYIK 174.8056 666.3483 24.2036 2443 1 666.3483 3.19



NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 815.4662 FILTDPK 78.5734 815.4635 23.9068 1894 1 815.4635 ‐2.6810
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 Carbamidomethyl+C(3) 990.5289 TPCVVVTSK 134.5207 990.5276 22.5327 1326 2 495.7675 ‐2.5511
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1783.9054 YSEFINFPISLWASK 468.8387 1783.9015 28.9727 7895 2 892.4544 ‐1.5097
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 Carbamidomethyl+C(6) 1271.6664 LADTPCVVVTSK 258.9872 1271.6701 21.3716 1304 2 636.3387 2.06
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1297.7362 EDLIKNLGTIAK 260.5444 1297.7425 17.1502 1954 2 649.3749 4.76
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 831.3294 94206.0790 39 23.9 None 1358.6951 EQLEKSPFLER 256.7560 1358.7000 21.8133 810 2 679.8536 3.80
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1335.6573 IMQSQTLSDANK 5032.0390 1335.6653 16.3637 11959 2 668.3363 5.15
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1485.7907 GLVDSDTLPLNVSR 10455.6200 1485.7900 28.0856 10930 2 743.3986 ‐0.5743
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1552.6700 1289.6828 20.9621 9416 2 645.3450 4.0119
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1080.5936 LTSLDQYIK 1699.5820 1080.5936 25.6682 6475 2 540.8005 ‐0.8361
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1004.4895 DVLGEGDTAK 573.3110 1004.4900 15.8696 5060 2 502.7486 ‐0.5903
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1606.7932 IGGHGGLSTDSDVVHR 3494.7690 1606.7950 16.8789 4302 3 536.2699 0.3355
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1864.9691 VKETVYEWELLNDVK 552.7138 1864.9622 30.5585 3642 3 622.3256 ‐4.1661
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 840.4938 VLEINPR 2546.9220 840.4934 18.9693 1574 2 420.7503 ‐1.9393
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1189.5583 IASDPEDESVK 263.5218 1189.5826 23.9413 9881 2 595.2950 19.7786
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 1760.8602 WWKGNLASENVDDVK 1014.2950 1760.8767 27.7283 22307 2 880.9420 9.29
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 402.6230 94206.0790 39 23.9 None 552.3028 VLEIN 158.2357 552.3039 17.9521 1274 1 552.3039 1.33
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1653.9244 MVDVLVEQNIVPGIK 155084.9000 1653.9241 19.3820 189257 2 827.4657 0.2810
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 3400.7886 TLLVSAPGLGQYVSGAILFEE10042.3800 3400.7750 24.6747 96513 3 1134.2632 ‐0.8102
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDG28320.8100 2445.1750 19.8745 85472 2 1223.0911 ‐0.2877
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1452.8421 TVVSIPNGPSALAVK 41108.5400 1452.8399 16.9581 66747 2 726.9236 ‐1.6198
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 3272.6937 TLLVSAPGLGQYVSGAILFEE3764.8840 3272.6723 25.4240 37492 3 1091.5623 ‐3.6191
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 1215.5130 1466.6587 14.8067 2494 2 733.8330 ‐1.9703
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1782.0194 KMVDVLVEQNIVPGIK 5047.1780 1782.0304 18.4010 9167 3 594.6816 5.00
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1996.1147 MVDVLVEQNIVPGIKVDK 1512.5940 1996.1104 18.7225 4394 3 666.0417 ‐2.0840
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 953.5415 PNGPSALAVK 763.1110 953.5417 16.6304 11555 2 477.2745 ‐1.4711
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 860.4472 QSTTEGKK 69.9747 860.4506 22.7322 2648 1 860.4506 4.79
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1240.6606 MVDVLVEQNIV 237.4269 1240.6517 18.3788 2445 1 1240.6517 ‐4.8490
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 997.5677 EQNIVPGIK 1418.4950 997.5671 19.3813 1851 1 997.5671 0.6932
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1124.5656 MVDVLVEQNI 213.0672 1124.5611 19.5561 1449 1 1124.5611 ‐2.1483
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12366.8100 41572.3908 14 26.77 None 1209.7201 LVEQNIVPGIK 220.8701 1209.7228 19.3798 1141 1 1209.7228 4.80
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1906.0433 EAVNVSLANLLTYPFVR 137366.0000 1906.0375 23.3666 153358 2 953.5224 ‐2.0956
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1245.6296 NIANMVPPFDK 64466.3200 1245.6290 17.5502 150670 2 623.3181 ‐1.1554
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 2385.1067 GLMSFPLDGNNSTDFIEDW21496.9300 2385.0915 22.8412 141996 2 1193.0494 ‐4.2838
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 77115.3400 1235.5195 22.4285 139386 2 618.2634 0.1726
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 65819.2400 1652.8790 23.2504 128548 3 551.6312 ‐0.6476
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 65023.8800 1784.7776 20.9720 97708 2 892.8924 1.50
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1468.7318 YETNPALYGELAK 63296.2800 1468.7308 24.8736 89296 2 734.8691 ‐0.7999
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 25320.1900 2052.0125 17.7930 83958 4 513.7586 ‐1.2410
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1674.9214 YAGVGAAIEYAVLHLK 8142.7270 1674.9213 21.7236 46165 3 558.9786 ‐0.6831
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1407.6962 ITAELQAASSSDSK 26620.8800 1407.6967 17.4828 40541 2 704.3520 0.0930
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 849.4101 SFDPVER 11045.9100 849.4130 17.8694 27724 2 425.2101 1.02
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1641.9422 LLIEKDDLKDVAAAK 5312.2370 1641.9442 23.1810 22160 3 547.9862 0.5171
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1086.6405 LLIEKDDLK 18941.5200 1086.6400 20.3770 10820 2 543.8236 ‐1.5225
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1725.8694 EKYETNPALYGELAK 31774.8900 1725.8694 23.2273 169118 3 575.9613 ‐0.5400
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1965.9916 YETNPALYGELAKGQSPK 569.4032 1965.9772 22.0879 1554 2 983.4922 ‐6.2702
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1001.4761 ANMVPPFDK 557.5891 1001.4749 18.7940 41273 1 1001.4749 0.1718
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1058.5517 NPALYGELAK 212.9921 1058.5572 23.5354 6934 2 529.7822 4.0975
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1193.5644 AELQAASSSDSK 203.5919 1193.5704 15.0230 6151 2 597.2888 4.05
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(14) 1553.6425 VLAESESSAFEDQC 1661.8280 1553.6385 20.9243 5806 2 777.3229 ‐2.4825
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1142.5380 941.4154 22.4274 4544 1 941.4154 1.72
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(2) 1055.4979 VCPSHVLDF 217.0402 1055.4983 18.6543 3365 1 1055.4983 2.0064
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1207.6681 EAVNVSLANLLT 450.9120 1207.6711 22.6493 3243 2 604.3392 1.91
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 656.3614 ITAELQ 212.7298 656.3602 15.6731 2639 1 656.3602 ‐1.8145
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(2) 695.2777 ACSDSR 1177.4380 695.2762 22.4308 1831 1 695.2762 ‐2.1214
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 528.3028 ITAEL 216.7330 528.3051 14.9736 1743 1 528.3051 3.11
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1393.7838 SLANLLTYPFVR 262.5564 1393.7763 22.8092 1713 2 697.3918 ‐5.6699
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(9) 1285.5114 ESSAFEDQCGR 253.6061 1285.5096 21.5678 1548 2 643.2585 ‐1.9231
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 124.3129 1072.4500 22.4306 1229 1 1072.4500 ‐3.0460
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 500.0453 1197.6329 23.2281 776 1 1197.6329 ‐4.4845
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1888.0327 EAVNVSLANLLTYPFVR 637.8434 1888.0326 23.3669 1495 3 630.0157 ‐0.3817
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 32700.7800 28686.6191 72 69.88 None 1228.6031 NIANMVPPFDK 393.5809 1228.6061 18.0924 31065 2 614.8067 1.51
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 127408.4000 1235.5195 22.4285 139386 2 618.2634 0.2686
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 79325.2000 1652.8790 23.2504 128548 3 551.6312 ‐0.7009
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1468.7318 YETNPALYGELAK 89627.1200 1468.7308 24.8736 89296 2 734.8691 ‐0.7696
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1245.6296 NIANMVPPFDK 26189.5300 1245.6303 28.3729 61955 2 623.3188 ‐0.0046
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1407.6962 ITAELQAASSSDSK 9369.0470 1407.6967 17.4828 40541 2 704.3520 0.1406
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1641.9422 LLIEKDDLKDVAAAK 1577.3640 1641.9442 23.1810 22160 3 547.9862 0.4686
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1086.6405 LLIEKDDLK 5239.7730 1086.6400 20.3770 10820 2 543.8236 ‐1.3844
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 827.4298 EGFVTFK 61.7653 827.4487 27.7913 3133 1 827.4487 23.7416
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1725.8694 EKYETNPALYGELAK 38582.0600 1725.8694 23.2273 169118 3 575.9613 ‐0.6251
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDW2304.8400 2401.1031 38.3371 36454 2 1201.0552 2.71
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 603.3137 PPFDK 72.0609 603.3142 27.9431 6535 1 603.3142 0.8098
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(3) 842.3462 FACSDSR 2195.6010 842.3465 22.4290 5601 1 842.3465 1.80



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 793.4454 LYGELAK 245.5438 793.4444 23.2202 5559 1 793.4444 ‐0.5474
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(4) 941.4146 VFACSDSR 816.9218 941.4154 22.4274 4544 1 941.4154 2.1500
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(11) 1553.8105 ENIVVIGHSACGGIK 1454.6310 1553.8040 23.2370 4504 2 777.4056 ‐4.0996
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 747.3883 EKDDLK 400.3698 747.3858 20.3791 3130 1 747.3858 ‐2.8045
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 860.4724 IEKDDLK 88.1402 860.4728 20.3677 2191 1 860.4728 1.72
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 930.4390 NMVPPFDK 119.1124 930.4393 29.7969 1934 1 930.4393 1.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 973.5564 LIEKDDLK 125.7107 973.5582 20.3765 1851 2 487.2827 0.6656
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(2) 695.2777 ACSDSR 530.0651 695.2762 22.4308 1831 1 695.2762 ‐1.9510
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 178.4342 1072.4500 22.4306 1229 1 1072.4500 ‐2.8720
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1051.5095 DFIEDWVK 144.4795 1051.5116 40.0292 1130 1 1051.5116 3.96
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1045.5524 DDLKDVAAAK 104.4267 1045.5481 22.8291 965 1 1045.5481 ‐2.3414
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 645.7897 1197.6329 23.2281 776 1 1197.6329 ‐4.3093
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1451.7053 YETNPALYGELAK 593.6998 1451.7092 24.8125 2493 2 726.3582 2.20
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 16212.1300 28686.6191 72 69.88 None 1390.6696 ITAELQAASSSDSK 330.6098 1390.6764 20.0293 990 3 464.2303 3.84
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1906.0433 EAVNVSLANLLTYPFVR 118023.0000 1906.0375 23.3666 153358 2 953.5224 ‐1.8131
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1245.6296 NIANMVPPFDK 36774.1800 1245.6290 17.5502 150670 2 623.3181 ‐1.2949
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 2385.1067 GLMSFPLDGNNSTDFIEDW29178.3600 2385.0915 22.8412 141996 2 1193.0494 ‐3.6952
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 26604.2800 2052.0125 17.7930 83958 4 513.7586 ‐0.9880
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1674.9214 YAGVGAAIEYAVLHLK 4616.5590 1674.9213 21.7236 46165 3 558.9786 ‐0.6838
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 13345.3600 1652.8811 15.2924 15060 3 551.6319 0.6655
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1468.7318 YETNPALYGELAK 198.1557 1468.7562 25.6260 3591 1 1468.7562 19.8907
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1725.8694 EKYETNPALYGELAK 4213.8030 1725.8721 15.2528 7254 3 575.9622 1.0444
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1001.4761 ANMVPPFDK 218.9574 1001.4749 18.7940 41273 1 1001.4749 0.0924
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1018.5026 ANMVPPFDK 595.5507 1018.5008 17.5490 7991 1 1018.5008 ‐0.4204
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 Carbamidomethyl+C(2) 1055.4979 VCPSHVLDF 126.7571 1055.4983 18.6543 3365 1 1055.4983 1.33
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 702.3821 VPPFDK 143.9851 702.3811 16.8467 2063 1 702.3811 ‐1.3593
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 Carbamidomethyl+C(2) 1328.6205 VCPSHVLDFHPG 239.5426 1328.6151 17.7927 1942 2 664.8112 ‐4.5949
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1393.7838 SLANLLTYPFVR 341.9892 1393.7721 23.3670 1451 1 1393.7721 ‐5.4338
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 14642.8400 28686.6191 72 69.88 None 1888.0327 EAVNVSLANLLTYPFVR 459.3058 1888.0326 23.3669 1495 3 630.0157 ‐0.2572
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 409.9938 30819.9159 2 6.74 None 2001.0023 VVIQEPVEDLAESSQTEK 5737.9880 2001.0009 26.4605 8139 2 1001.0041 0.5037
NP_974817.1 translation initiation factor eIF 2 beta subunit Arabidopsis thaliana 409.9938 30819.9159 2 6.74 None 1856.9613 VFNILRENNPELAGDR 386.5361 1856.9880 15.5878 1581 3 619.6675 13.9910
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1171.6317 IVIVDVDENR 34928.0000 1171.6331 22.8948 23117 2 586.3202 0.2892
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1022.5299 TMSTALAATR 3417.2540 1022.5287 17.8670 16410 2 511.7680 ‐2.3758
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1253.5644 EVEDAFETSAR 11410.7500 1253.5688 19.6466 16390 2 627.2880 2.16
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 2842.4316 QLGADEIVQVTTNLEDVGSE5729.0320 2842.4289 39.4305 12970 3 948.1478 0.2992
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 2566.3731 AEVGPETNVLVMGAGPIGL 3920.9990 2566.3676 24.8493 12907 3 856.1274 ‐1.3480
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(12) 1846.8099 AMGSNIDVTFDCAGFNK 723.8557 1846.8176 28.8014 8258 2 923.9124 4.29
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(6) 1665.8305 NTWPLCLEFLTSGK 6273.0200 1665.8325 21.6626 7161 2 833.4199 1.55
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(2) 2151.1236 VCLVGMGHGIMTVPLTPAA4596.3800 2151.1223 18.9388 5752 3 717.7123 ‐0.4601
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(13)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 3120.6113 IDVKPLITHRFGFSQKEVEDA2605.9740 3120.6049 23.8213 12265 3 1040.8732 ‐0.3225
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(12)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Oxidation+M(16) 2851.3601 GGMSQGEGSKVEEENMAA376.7057 2851.3697 28.1815 2045 3 951.1281 4.68
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 Carbamidomethyl+C(3) 678.3352 TRCGGK 143.8783 678.3330 25.2526 4342 1 678.3330 ‐3.2451
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 1025.4534 EDAFETSAR 462.7328 1025.4568 19.8641 2289 1 1025.4568 4.11
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 2952.5280 40054.1163 33 56.59 None 781.3839 AFETSAR 223.1034 781.3827 20.8873 1242 1 781.3827 ‐1.0265
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1171.6317 IVIVDVDENR 16808.4700 1171.6331 22.8948 23117 2 586.3202 0.4033
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 2842.4316 QLGADEIVQVTTNLEDVGSE2973.6620 2842.4289 39.4305 12970 3 948.1478 ‐0.2721
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1022.5299 TMSTALAATR 9705.7240 1022.5300 17.8388 11233 2 511.7686 ‐0.9876
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Carbamidomethyl+C(13)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Carbamidomethyl+C(8) 1956.9888 YKNTWPLCLEFLTSGK 663.1898 1957.0042 32.0425 1858 2 979.0057 8.73
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 Oxidation+M(16) 2851.3601 GGMSQGEGSKVEEENMAA453.5032 2851.3697 28.1815 2045 3 951.1281 4.0716
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 790.4417 STALAATR 2930.4370 790.4431 17.8246 2108 1 790.4431 2.41
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 846.3952 VDVDENR 5048.1070 846.3958 22.8873 1671 1 846.3958 1.43
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 1059.0280 40054.1163 33 56.59 None 1153.6212 IVIVDVDENR 149.0602 1153.6160 23.6350 4272 2 577.3116 ‐5.2573
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 2566.3731 AEVGPETNVLVMGAGPIGL 4261.8890 2566.3676 24.8493 12907 3 856.1274 ‐0.8249
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(22) 2652.3392 FFATPPVHGSLANQVVHPA 166.6045 2652.3486 22.3871 8082 3 884.7877 5.0780
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(6) 1665.8305 NTWPLCLEFLTSGK 6916.8990 1665.8325 21.6626 7161 2 833.4199 1.45
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(2) 2151.1236 VCLVGMGHGIMTVPLTPAA3536.4280 2151.1223 18.9388 5752 3 717.7123 ‐0.1810
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1674.9326 IQPFLLPSVGPHDVR 1861.4840 1674.9311 18.2658 10867 3 558.9819 ‐1.5557
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1947.9083 FGFSQKEVEDAFETSAR 520.9557 1947.8994 15.9771 1973 3 649.9713 ‐4.6213
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1522.7570 AEVGPETNVLVMGAGP 337.3017 1522.7483 25.5451 1848 1 1522.7483 ‐2.1701
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 Carbamidomethyl+C(6) 1647.8200 NTWPLCLEFLTSGK 280.1384 1647.8286 20.5172 2642 2 824.4179 5.44
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 886.5047 40054.1163 33 56.59 None 1656.9220 IQPFLLPSVGPHDVR 201.6445 1656.9128 18.7280 2166 2 828.9601 ‐5.0943
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 1641.8846 LASGEVFGPDQPIALK 6820.1080 1641.8838 28.6336 24008 2 821.4456 ‐0.2010
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 Carbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 1137.5422 DVEIDDYLR 23498.5300 1137.5438 27.7836 11129 2 569.2755 0.4106
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 1452.7005 WLEEGFTESVQK 1728.2300 1452.7017 25.1422 10904 2 726.8545 0.6301
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 1731.8912 ADLLDINGQIFAEQGK 1927.4630 1731.8884 32.7898 8615 2 866.4478 ‐1.1040
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 1145.6161 SEAELLAEKR 9368.7900 1145.6171 17.3021 3525 2 573.3122 ‐0.0553
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 1527.7280 36732.7671 13 23.95 None 2275.1241 EVITDHKWLEEGFTESVQK 316.8366 2275.1301 16.8486 1766 3 759.0482 2.92
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 1641.8846 LASGEVFGPDQPIALK 6330.1640 1641.8838 28.6336 24008 2 821.4456 ‐0.2195
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 1731.8912 ADLLDINGQIFAEQGK 2242.2740 1731.8884 32.7898 8615 2 866.4478 ‐1.1478
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 1608.8016 WLEEGFTESVQKR 1016.7990 1608.7770 27.7617 43233 2 804.8921 ‐15.1010



NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 971.5673 ISNHLLFK 669.5323 971.5772 21.1101 5867 2 486.2922 9.0422
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 1313.7100 EVFGPDQPIALK 238.7363 1313.7091 29.5959 2436 2 657.3582 ‐1.1253
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 466.2685 36732.7671 13 23.95 None 858.4832 SNHLLFK 824.6951 858.4830 21.0980 996 1 858.4830 0.7327
RANDOM54194 Random Sequence 54194 0.7195 45265.1876 1 0.00 None 617.3253 NLDQK 57.1266 617.3331 16.5171 2528 1 617.3331 12.39
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 None 1797.0116 IINSDEIQSVVNPIKK 4467.4660 1797.0120 16.7627 7177 3 599.6755 ‐0.3489
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 None 1862.0681 HAIVSAIAATAVPALVMAR 1811.8490 1862.0667 19.9442 4929 3 621.3604 ‐1.1896
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 8174.4480 1182.5164 18.2583 3745 2 591.7619 1.33
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 None 793.4607 FVIWTK 3475.8930 793.4575 16.6023 2513 1 793.4575 ‐3.2946
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 None 1355.7358 FVIWTKSAFEK 901.4493 1355.7292 18.6825 11204 2 678.3682 ‐5.0752
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 535.0096 44687.1718 6 12.84 None 757.4396 FVIWTK 93.2928 757.4356 19.9177 1318 1 757.4356 ‐4.6717
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 544.4014 25401.8601 5 12.61 None 1613.8745 LVVDTTANQDPLVTK 8117.7730 1613.8740 24.0911 18031 2 807.4407 0.2046
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 544.4014 25401.8601 5 12.61 None 1339.6488 NLAPSSEGGGEPPK 246.1223 1339.6776 24.9837 3382 2 670.3424 21.2804
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 544.4014 25401.8601 5 12.61 None 1741.9694 KLVVDTTANQDPLVTK 1696.5870 1741.9718 22.6134 7191 3 581.3288 0.7174
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 544.4014 25401.8601 5 12.61 None 1628.8319 VINWKYASEVYEK 571.4391 1628.8285 28.2031 1323 2 814.9179 ‐1.5788
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 544.4014 25401.8601 5 12.61 None 1336.6572 VINWKYASEVY 348.7876 1336.6597 25.7816 7768 2 668.8335 1.56
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1056.6048 AIALTVDTPR 30544.3200 1056.6035 23.0446 75773 2 528.8054 ‐1.9387
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 2011.9026 MDEANDSGLASYVAGQIDR 37345.0900 2011.8993 30.2928 61854 2 1006.4533 ‐0.6228
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1143.6772 FTLPPNLTLK 20043.8700 1143.6773 18.4263 52878 2 572.3423 ‐0.5096
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 31044.9500 2908.4307 24.6833 50335 3 970.1484 ‐1.0342
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1875.0110 QLDYVPATISALEEVVK 12351.2100 1875.0108 22.2685 48486 2 938.0091 0.6554
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 992.5047 NFEGLDLGK 18019.2400 992.5046 25.3093 42597 2 496.7559 ‐1.0220
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1072.6150 IPVFLDGGVR 32706.0600 1072.6165 17.7430 40977 2 536.8119 0.7017
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1517.7888 ISMPIMVAPTAMQK 31589.5800 1517.7890 18.6078 32473 2 759.3982 0.2163
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 2439.0558 MVYDYYASGAEDQWTLQENR 13765.7700 2439.0479 29.5403 30176 2 1220.0276 ‐1.4561
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1225.6497 IDMTTTVLGFK 15443.6200 1225.6504 18.6670 29501 2 613.3289 0.1612
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1780.8725 NHITTEWDTPRPSAR 10818.0400 1780.8767 19.2018 25276 3 594.2971 1.33
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1718.9660 IAIQAGAAGIIVSNHGAR 11682.3400 1718.9674 16.2253 25071 3 573.6606 0.1449
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 956.5524 NVVEQLVR 3403.4000 956.5538 23.4594 24060 2 478.7805 0.5203
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1231.6681 DVQWLQTITK 3319.9940 1231.6690 18.4002 23444 2 616.3381 0.2551
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1318.5845 MAHPDGEYATAR 79239.3000 1318.5861 14.3643 18890 3 440.2002 0.1885
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 787.4924 ILIDVSK 14759.6800 787.4935 21.6160 10598 2 394.2504 0.1298
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 603.1371 2269.1233 39.0408 3015 3 757.0460 4.1532
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 3319.7350 2985.3822 35.2311 7150 3 995.7989 ‐1.6745
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 862.4781 VFLDGGVR 326.7061 862.4775 16.8718 20435 1 862.4775 0.2379
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 872.4836 ALTVDTPR 2751.9680 872.4856 23.0480 9460 1 872.4856 3.16
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1609.6799 MDEANDSGLASYVAGQ 370.8081 1609.6865 31.5306 7427 2 805.3469 4.19
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 674.4083 LIDVSK 16011.6300 674.4086 21.6073 3323 1 674.4086 0.6445
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 929.4476 WTLQENR 1441.6060 929.4471 29.4731 2453 1 929.4471 0.6871
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 675.3494 PTAMQK 6217.7460 675.3516 18.6084 1879 1 675.3516 3.87
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 738.2876 MAHPDGE 3837.2130 738.2892 14.3609 1795 1 738.2892 2.53
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 499.2987 GPGIR 66.3692 499.2961 22.8655 1622 1 499.2961 ‐5.6564
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 678.3206 NHITTE 190.9464 678.3178 20.9628 1552 1 678.3178 ‐3.7587
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1054.6044 IPVFLDGGVR 209.6684 1054.6003 18.8830 3583 2 527.8038 ‐4.6176
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1213.6575 DVQWLQTITK 281.8757 1213.6556 17.7038 2883 2 607.3314 ‐2.0965
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1125.6667 FTLPPNLTLK 153.3406 1125.6636 16.2355 1923 2 563.3354 ‐3.3883
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1207.6391 IDMTTTVLGFK 221.3947 1207.6451 17.9299 1283 2 604.3262 4.72
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1126.6507 FTLPPNLTLK 186.3463 1126.6496 22.1854 1291 2 563.8284 ‐1.5799
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 15399.7600 38224.0384 66 68.68 None 1857.9844 QLDYVPATISALEEVVK 208.8412 1857.9729 21.9230 1271 2 929.4901 ‐5.4824
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 1056.6048 AIALTVDTPR 32017.5800 1056.6035 23.0446 75773 2 528.8054 ‐2.0028
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 2011.9026 MDEANDSGLASYVAGQIDR 36436.2000 2011.8992 30.2907 60949 2 1006.4532 ‐0.2849
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 992.5047 NFEGLDLGK 21524.0200 992.5046 25.3189 40803 2 496.7559 ‐1.1165
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 2439.0558 MVYDYYASGAEDQWTLQENR 9091.5750 2439.0474 29.5314 28145 2 1220.0273 ‐1.0357
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 1780.8725 NHITTEWDTPRPSAR 12086.4600 1780.8767 19.2018 25276 3 594.2971 1.54
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 956.5524 NVVEQLVR 3066.5850 956.5538 23.4594 24060 2 478.7805 0.4047
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 787.4924 ILIDVSK 18547.1700 787.4935 21.6160 10598 2 394.2504 ‐0.0727
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 872.4836 ALTVDTPR 3423.4980 872.4856 23.0480 9460 1 872.4856 3.57
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 1609.6799 MDEANDSGLASYVAGQ 254.3934 1609.6865 31.5306 7427 2 805.3469 4.21
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 674.4083 LIDVSK 19325.0200 674.4086 21.6073 3323 1 674.4086 0.8164
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 801.4465 LTVDTPR 2658.8340 801.4461 23.0454 2990 1 801.4461 0.4453
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 449.2143 NHIT 816.9357 449.2126 20.1054 2643 1 449.2126 ‐4.1726
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 929.4476 WTLQENR 1445.3850 929.4471 29.4731 2453 1 929.4471 0.9520
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 946.4741 WTLQENR 130.6580 946.4692 30.3907 2381 1 946.4692 ‐3.6782
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 659.3471 AGQIDR 350.7861 659.3474 30.6952 1581 1 659.3474 0.7745
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 878.4618 FEGLDLGK 137.3068 878.4639 25.3027 1127 1 878.4639 3.50
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4953.0780 38224.0384 66 68.68 None 975.4782 NFEGLDLGK 165.5260 975.4713 24.1929 1496 1 975.4713 ‐5.4489
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1143.6772 FTLPPNLTLK 33067.3900 1143.6773 18.4263 52878 2 572.3423 ‐0.6524
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 29056.0300 2908.4307 24.6833 50335 3 970.1484 ‐0.7128
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1875.0110 QLDYVPATISALEEVVK 16926.7100 1875.0108 22.2685 48486 2 938.0091 0.3463
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1072.6150 IPVFLDGGVR 29894.2400 1072.6165 17.7430 40977 2 536.8119 0.5751
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1517.7888 ISMPIMVAPTAMQK 31841.8400 1517.7890 18.6078 32473 2 759.3982 ‐0.0115
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1225.6497 IDMTTTVLGFK 8715.7170 1225.6504 18.6670 29501 2 613.3289 ‐0.0002
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1718.9660 IAIQAGAAGIIVSNHGAR 12280.8200 1718.9674 16.2253 25071 3 573.6606 0.3780
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1231.6681 DVQWLQTITK 5324.2850 1231.6690 18.4002 23444 2 616.3381 0.0923
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1228.7161 IPVFLDGGVRR 14569.6900 1228.7168 16.3539 3597 3 410.2438 ‐0.3825
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 2011.9026 MDEANDSGLASYVAGQIDR 2533.9240 2011.9017 18.2613 2464 2 1006.4545 0.1872
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 2439.0558 MVYDYYASGAEDQWTLQENR 766.6523 2439.0527 17.8921 2810 2 1220.0300 0.0769
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 Oxidation+M(3)
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 862.4781 VFLDGGVR 260.7968 862.4775 16.8718 20435 1 862.4775 ‐0.0904

Protein identification details of Arabidopsis ΔNyda1 mutant seedlings, replicate 2



NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 675.3494 PTAMQK 1938.1480 675.3516 18.6084 1879 1 675.3516 3.86
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1018.5792 VFLDGGVRR 187.4867 1018.5780 17.2831 1711 2 509.7927 ‐2.1247
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8128.5960 38224.0384 66 68.68 None 1125.6667 FTLPPNLTLK 83.0497 1125.6636 16.2355 1923 2 563.3354 ‐3.5269
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1158.6477 VVVDGNVITSR 9228.1640 1158.6503 20.6551 28575 2 579.8288 1.37
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1427.7992 LVAEVLLDEVAEK 56686.2400 1427.8002 34.1216 25486 2 714.4037 0.7377
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1784.9501 ANVVIAAVGNSLEVEGSR 583.2407 1784.9465 30.0961 8035 2 892.9769 ‐1.1626
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1142.5551 ATGYPVFMEK 935.7740 1142.5540 22.0669 5592 2 571.7807 ‐1.5102
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 Carbamidomethyl+C(15)
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 861.4425 DGNVITSR 90.8963 861.4461 18.4314 1484 1 861.4461 5.28
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1434.7587 VYVGQAQDGISAVK 33380.4200 1434.7540 21.2101 88763 2 717.8807 ‐3.3399
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1686.7718 GANLWDDGSTHDAVTK 35242.4400 1686.7717 20.9682 69747 3 562.9288 ‐0.7416
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQG 8753.5840 3655.8822 21.6229 64855 4 914.7260 0.8711
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1395.7301 IFGSDGSVITMLR 9641.1370 1395.7297 19.4329 46955 2 698.3685 ‐0.3828
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 8396.3740 3187.6738 21.3822 41223 3 1063.2295 ‐0.5242
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1933.9502 TSDVIGSDEGTHFTLQVK 12598.9200 1933.9494 26.0761 41090 3 645.3213 ‐0.8035
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1091.6320 IGVHVRPLSN 3968.2080 1091.6315 19.7600 28564 2 546.3194 ‐1.1950
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 3218.0710 3072.4488 25.3641 14790 2 1536.7280 ‐1.1340
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1820.9429 QTSPPFGLEAGTVFELK 2144.0920 1820.9485 35.2282 13056 2 910.9779 3.33
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1950.9080 FVYDKSPEEVTGEEHGK 17058.3900 1950.9080 19.0969 42412 4 488.4825 ‐1.2907
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1562.8537 KVYVGQAQDGISAVK 3782.8540 1562.8549 19.5450 15222 3 521.6231 ‐0.0688
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 929.5302 TTTPLTPAK 569.8912 929.5308 22.0413 7591 2 465.2690 ‐0.3578
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1331.5862 WDDGSTHDAVTK 5990.5540 1331.5889 20.9672 3441 2 666.2981 1.65
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1204.6572 YSPEGIIQGIK 174.4468 1204.6555 20.2160 2665 2 602.8314 ‐1.9536
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 15 66.44 None 1932.8974 FVYDKSPEEVTGEEHGK 414.6406 1932.8873 20.9040 2788 3 644.9673 ‐5.6339
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1864.8923 TSQPFGLTSGEEAELGGGK 5215.6670 1864.8911 26.6071 19602 2 932.9492 0.0411
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1839.9375 TSIPYGLEGGTEFVLEK 2251.0890 1839.9316 32.1666 9574 2 920.4694 ‐2.5394
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 2383.1915 QTLLGTEEFVVDPEDYITSVK 3783.6170 2383.1808 37.3245 9412 2 1192.0940 ‐2.8564
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1359.7882 IFSVDAPAIVSLK 3620.5430 1359.7891 19.3385 9137 2 680.3982 0.4025
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 981.6091 LGVNVAPIAK 9296.3460 981.6110 22.7214 8566 2 491.3091 0.9518
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1647.9720 LFGSPIEIVTALIFK 2630.1880 1647.9701 25.7207 5492 2 824.4887 ‐0.8401
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1695.7609 GGDVWDDGGAYDNVKK 3786.2700 1695.7629 21.4183 4645 3 565.9258 0.5079
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1469.7635 VYVGQGDSGVVYVK 3617.1580 1469.7633 14.9259 2701 2 735.3853 ‐0.1064
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 1625.6714 GGEEWDDGGAYENVK 1465.5830 1625.6724 21.9529 2568 2 813.3398 0.8822
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 2426.2198 TFKGKTSQPFGLTSGEEAELGGGK 1805.2390 2426.2227 25.0421 2092 3 809.4124 1.49
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 2348.2133 TSIPYGLEGGTEFVLEKKDHK 339.1792 2348.2024 38.1927 1732 2 1174.6048 ‐3.0264
NP_001030712.1 JA responsive protein 1 Arabidopsis thaliana 1621.8600 48553.5822 12 32.15 None 598.3923 VAPIAK 252.3858 598.3929 23.5066 1114 1 598.3929 1.0602
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 Carbamidomethyl+C(7) 1233.6256 LGAAQNCSATLK 859.2955 1233.6313 18.3234 19453 2 617.3193 4.1605
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 1400.7169 DWREDGIVSPVK 8521.1090 1400.7169 24.2593 13385 2 700.8621 ‐0.0189
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 Carbamidomethyl+C(12)
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 2383.1922 MVSDNLHELEDTVVQILGQSR 851.0125 2383.1808 37.3245 9412 2 1192.0940 ‐2.5260
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 1777.7915 YNGGLDTEEAYPYTGK 204.3531 1777.8252 29.3190 7814 2 889.4163 19.8105
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 1503.7537 DSVNITLGAEDELK 222.7828 1503.7954 35.3435 1782 3 501.9366 26.8293
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 Carbamidomethyl+C(5)
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 704.3461 AEDELK 84.2794 704.3435 33.3479 2517 1 704.3435 ‐3.1317
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 781.3879 AYPYTGK 65.5114 781.3840 28.9243 2090 1 781.3840 ‐4.1120
NP_001030812.1 cysteine proteinases superfamily protein Arabidopsis thaliana 418.7659 39997.9372 10 22.13 None 1425.6533 GLDTEEAYPYTGK 107.2015 1425.6614 30.0928 1653 2 713.3343 5.11
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 1393.6958 AFDEVNTQLQTK 5864.3760 1393.6964 21.3133 10782 2 697.3518 0.2668
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 1455.7366 YKEAYDSIEIPK 1568.8300 1455.7418 23.3216 5363 3 485.9188 2.47
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 1036.4768 TIDWDGMAK 2048.6040 1036.4816 24.2115 4900 2 518.7444 3.61
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 763.4349 IADVAFK 1463.2740 763.4362 16.7822 4747 1 763.4362 2.17
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 917.4186 IDWDGMAK 255.4982 917.4193 22.0705 2997 1 917.4193 1.69
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 1212.5783 YKEAYDSIEI 184.0706 1212.5706 23.3109 1898 1 1212.5706 ‐4.1342
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 966.2200 13827.6200 11 32.79 None 1035.5357 AYDSIEIPK 180.8716 1035.5373 24.1099 1728 1 1035.5373 3.1058
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 583.4238 13827.6200 11 32.79 None 1393.6958 AFDEVNTQLQTK 3518.5670 1393.6964 21.3133 10782 2 697.3518 0.3760
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 583.4238 13827.6200 11 32.79 None 1455.7366 YKEAYDSIEIPK 1382.6950 1455.7418 23.3216 5363 3 485.9188 2.36
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 583.4238 13827.6200 11 32.79 None 1036.4768 TIDWDGMAK 1373.6180 1036.4816 24.2115 4900 2 518.7444 3.16
NP_001030845.1 ATP synthase subunit d Arabidopsis thaliana 583.4238 13827.6200 11 32.79 None 917.4186 IDWDGMAK 252.1573 917.4193 22.0705 2997 1 917.4193 2.73
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 1039.5782 EAGPLPGLGTK 8137.4390 1039.5786 22.2439 13375 2 520.2929 ‐0.4418
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 1453.6958 DPDGYTFELIQR 9354.9080 1453.6960 29.6013 12786 2 727.3516 0.1178
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 1291.7256 TVLVDNKDFLK 2694.5860 1291.7246 24.1380 8140 2 646.3659 ‐1.1198
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 1698.8333 GNAYAQIAIGTDDVYK 6822.8000 1698.8285 26.6510 5798 2 849.9179 ‐2.4662
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 934.5356 GGGSVIAFVK 1865.2030 934.5370 24.8086 1782 1 934.5370 2.05
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 805.4567 FELIQR 184.8938 805.4563 31.1832 64321 1 805.4563 0.3006
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 522.2922 DFLK 64.6256 522.2946 24.0309 3800 1 522.2946 4.28
NP_001031025.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 8 21.20 None 797.3676 GTDDVYK 207.1630 797.3691 25.2496 1868 1 797.3691 2.58
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1523.8580 LGPNYLQLPVNAPK 110086.2000 1523.8569 18.1160 269251 2 762.4321 ‐0.8825
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1875.0123 DGIQFPDVVHALKPNPK 13747.5500 1875.0132 18.1169 114177 3 625.6759 0.2435
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1128.6048 WVEILSEPR 94982.3200 1128.6056 17.3683 112699 2 564.8065 ‐0.0021
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1632.9108 IWPEDILPLQPVGR 51458.7700 1632.9105 21.4000 110283 2 816.9589 ‐0.1615
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1703.8574 HMEGFGVHTYTLIAK 16928.3700 1703.8582 16.4006 51515 3 568.6242 0.0405
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 12706.9200 3306.5741 23.8553 23522 3 1102.8629 ‐1.5608
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 Carbamidomethyl+C(16) 3600.6637 ILDYMSHLPESLLTWCWMFDDVGIPQDYR 364.5441 3600.6690 25.4192 5628 3 1200.8945 3.59
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1109.5374 TNIQEYWR 366.2016 1109.5443 24.6587 2256 1 1109.5443 7.38
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 2405.9110 2700.2752 21.1404 10253 3 900.7632 0.8365
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 Carbamidomethyl+C(4) 1740.8850 LLQCRIFAYGDTQR 378.0400 1740.8700 18.6997 1845 2 870.9387 ‐8.4111
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 696.4403 LKPNPK 99.8048 696.4375 17.2889 21823 1 696.4375 ‐3.9161
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1188.6299 IWPEDILPLQ 77.4590 1188.6363 17.7850 7678 2 594.8218 4.93
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 825.4465 EILSEPR 113.2086 825.4505 18.0114 4261 1 825.4505 5.95
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1393.7474 GPNYLQLPVNAPK 303.2051 1393.7508 17.7155 3930 2 697.3791 2.0961



NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 714.4145 ILSEPR 129.4970 714.4126 16.8540 2467 1 714.4126 ‐2.4755
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1107.6521 DILPLQPVGR 237.6842 1107.6516 19.2757 2019 1 1107.6516 1.0870
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 867.4611 IWPEDIL 80.7761 867.4625 25.0709 1844 1 867.4625 2.36
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 979.5935 LQLPVNAPK 297.1923 979.5931 18.1159 1110 1 979.5931 0.6926
NP_001031072.3 catalase 3 Arabidopsis thaliana 10573.2300 44291.1841 19 45.62 None 1383.7671 IWPEDILPLQPV 142.8667 1383.7740 17.5592 869 3 461.9295 4.1468
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1523.8580 LGPNYLQLPVNAPK 89586.1400 1523.8569 18.1160 269251 2 762.4321 ‐0.6533
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1136.6786 APGVQTPVIVR 60211.4400 1136.6794 22.2063 253604 2 568.8433 0.0547
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1525.8261 GPVLLEDYHLIEK 93987.7700 1525.8262 29.3586 190602 3 509.2803 ‐0.7443
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1875.0123 DGIQFPDVVHALKPNPK 34683.0700 1875.0132 18.1169 114177 3 625.6759 ‐0.0011
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1128.6048 WVEILSEPR 89742.1000 1128.6056 17.3683 112699 2 564.8065 0.1372
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1632.9108 IWPEDILPLQPVGR 57701.9300 1632.9105 21.4000 110283 2 816.9589 0.0926
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 8368.8900 2242.0614 21.2649 103820 3 748.0253 0.6426
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1305.6797 VPTPTNSYTGIR 10069.3900 1305.6780 20.1884 87048 2 653.3426 ‐1.6556
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1070.5265 IFAYGDTQR 60359.8200 1070.5264 19.3764 74408 2 535.7669 ‐0.8248
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1715.8024 DLHDAIASGNYPEWK 40038.6300 1715.8020 26.6137 73166 3 572.6055 ‐0.8752
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1109.5374 TNIQEYWR 29771.0400 1109.5381 23.8330 56761 2 555.2727 ‐0.0195
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1257.5634 DEEINYYPSK 47426.6600 1257.5637 19.8204 51938 2 629.2855 ‐0.1638
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1703.8574 HMEGFGVHTYTLIAK 14361.9200 1703.8582 16.4006 51515 3 568.6242 ‐0.1914
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 798.4832 LNVRPSI 13975.5800 798.4830 21.3063 49273 2 399.7451 ‐1.4792
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 6833.7710 3306.5741 23.8553 23522 3 1102.8629 ‐1.9118
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1078.5388 VGGANHSHATK 83.9149 1078.5148 18.3510 3545 2 539.7610 ‐23.0317
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 727.7417 2506.3072 23.7052 3527 3 836.1072 22.4885
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1267.6470 GIWISYWSQK 1472.7370 1267.6442 33.2856 2959 2 634.3258 ‐2.5468
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 2874.3918 VVGGANHSHATKDLHDAIASGNYPEWK 154.1145 2874.4633 36.2420 2226 3 958.8259 25.5015
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 76950.2000 2700.2752 36.9351 196928 3 900.7633 0.5489
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(1) 2023.0277 CAEKVPTPTNSYTGIRTK 1146.1620 2023.0252 30.9783 6094 2 1012.0162 ‐0.2478
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(6) 2408.2027 FDPVRCAEKVPTPTNSYTGIR 923.4950 2408.1835 21.2558 2696 2 1204.5954 ‐6.3093
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Oxidation+M(25) 2880.5149 APGVQTPVIVRFSTVVHERASPETMR 555.5617 2880.5034 19.3094 2837 3 960.8393 ‐3.3322
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 696.3675 SYTGIR 111.7849 696.3706 19.2013 19230 1 696.3706 4.76
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 472.2878 RPSI 54.5777 472.2873 20.2524 16722 1 472.2873 ‐1.4781
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 571.3562 VRPSI 76.6440 571.3557 20.2796 8480 1 571.3557 ‐1.1117
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(1) 781.3662 CADFLR 141.1532 781.3674 22.8397 8077 1 781.3674 2.67
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1188.6299 IWPEDILPLQ 264.9910 1188.6363 17.7850 7678 2 594.8218 4.23
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 968.5887 GVQTPVIVR 943.1862 968.5895 22.2042 7139 1 968.5895 2.0736
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 810.3741 AYGDTQR 9913.8220 810.3738 19.3753 7067 1 810.3738 0.4618
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 957.4425 FAYGDTQR 3051.3840 957.4404 19.3927 6207 1 957.4404 ‐0.8514
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 812.4989 QTPVIVR 624.5951 812.4989 22.2022 5830 1 812.4989 0.8737
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 787.4196 DPLDVTK 207.8747 787.4148 37.5467 4209 1 787.4148 ‐5.4098
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 781.3628 QEYWR 1177.7290 781.3635 23.8062 4006 1 781.3635 1.19
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1065.6415 PGVQTPVIVR 1196.7060 1065.6422 22.2043 3927 2 533.3248 ‐0.0626
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 884.4512 INYYPSK 191.6239 884.4488 21.0125 3081 1 884.4488 ‐1.6837
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1008.5109 PTNSYTGIR 104.3092 1008.5060 20.1916 2855 1 1008.5060 ‐3.3713
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 2327.0384 QTMDPADEDKFDFDPLDVTK 4517.6190 2327.0356 36.9333 2715 2 1164.0214 0.3524
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 714.4145 ILSEPR 171.8387 714.4126 16.8540 2467 1 714.4126 ‐2.1537
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(5) 1179.5463 SNLTCADFLR 186.8504 1179.5415 23.8671 2443 2 590.2744 ‐4.6227
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 940.4159 FAYGDTQR 207.8058 940.4154 18.6260 2338 2 470.7113 ‐1.5124
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 583.3926 PVIVR 3073.2910 583.3906 22.2062 2140 1 583.3906 ‐3.5256
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1107.6521 DILPLQPVGR 291.7316 1107.6516 19.2757 2019 1 1107.6516 1.61
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 2097.9321 MDPADEDKFDFDPLDVTK 1793.6530 2097.9337 36.9389 1976 2 1049.4705 1.37
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(3) 995.4979 LTCADFLR 166.5853 995.4947 21.4308 1800 1 995.4947 ‐1.7501
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1461.7009 GFFEVTHDISNLT 177.9921 1461.6958 20.8153 1788 2 731.3515 ‐3.5225
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 994.4588 DLHDAIASGN 301.9078 994.4609 26.5929 1712 1 994.4609 3.26
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1255.6205 VVPGIYYSDDK 112.5661 1255.6101 22.7195 1436 1 1255.6101 ‐5.9186
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 990.5003 PTNSYTGIR 116.2551 990.5025 21.2691 1319 1 990.5025 3.65
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 979.5935 LQLPVNAPK 323.3891 979.5931 18.1159 1110 1 979.5931 1.0261
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1383.7671 IWPEDILPLQPV 271.2885 1383.7740 17.5592 869 3 461.9295 3.86
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 915.4068 VGGANHSHAT 142.0916 915.4048 18.9491 838 2 458.2060 ‐3.1379
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1443.6903 GFFEVTHDISNLT 422.2222 1443.6839 22.6362 754 1 1443.6839 ‐1.3501
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 309.0326 2224.0414 20.2965 2661 2 1112.5243 ‐2.1674
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1614.9002 IWPEDILPLQPVGR 311.5998 1614.9027 22.3818 2090 2 807.9550 1.09
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1697.7918 DLHDAIASGNYPEWK 295.0231 1697.7817 25.9728 1633 2 849.3945 ‐5.5336
NP_001031073.1 catalase 3 Arabidopsis thaliana 18538.8000 56366.8268 101 60.62 None 1053.5000 IFAYGDTQR 246.8808 1053.4995 18.3353 3194 2 527.2534 ‐1.2542
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1136.6786 APGVQTPVIVR 61523.3100 1136.6794 22.2055 252732 2 568.8433 0.0291
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1525.8261 GPVLLEDYHLIEK 124476.5000 1525.8263 29.3564 188452 3 509.2803 ‐0.7303
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1305.6797 VPTPTNSYTGIR 20868.1900 1305.6779 20.1837 85499 2 653.3426 ‐1.6346
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1070.5265 IFAYGDTQR 91238.6600 1070.5264 19.3764 74408 2 535.7669 ‐0.8818
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1715.8024 DLHDAIASGNYPEWK 27752.8200 1715.8020 26.6137 73166 3 572.6055 ‐0.9118
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1109.5374 TNIQEYWR 34608.7600 1109.5381 23.8330 56761 2 555.2727 ‐0.0565
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 798.4832 LNVRPSI 10183.4300 798.4830 21.3063 49273 2 399.7451 ‐1.6760
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 472.2878 RPSI 81.9942 472.2873 20.2524 16722 1 472.2873 ‐1.3798
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 571.3562 VRPSI 79.9673 571.3557 20.2796 8480 1 571.3557 ‐0.9773
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 968.5887 GVQTPVIVR 671.8146 968.5895 22.2042 7139 1 968.5895 2.27
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 810.3741 AYGDTQR 11019.2600 810.3738 19.3753 7067 1 810.3738 0.6833
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 957.4425 FAYGDTQR 1943.1050 957.4404 19.3927 6207 1 957.4404 ‐0.5763
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 781.3628 QEYWR 781.1813 781.3635 23.8062 4006 1 781.3635 1.27
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1065.6415 PGVQTPVIVR 1050.5600 1065.6422 22.2043 3927 2 533.3248 ‐0.1221
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 980.4472 SGNYPEWK 156.2983 980.4428 29.3236 3587 1 980.4428 ‐2.8394
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 583.3926 PVIVR 3130.4390 583.3906 22.2062 2140 1 583.3906 ‐3.3869
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1371.7518 VLLEDYHLIEK 270.3362 1371.7498 28.8132 1882 2 686.3786 ‐1.5575



NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 990.5003 PTNSYTGIR 203.3803 990.5025 21.2691 1319 1 990.5025 3.36
NP_001031073.1 catalase 3 Arabidopsis thaliana 9654.4240 56366.8268 101 60.62 None 1109.5586 TPTNSYTGIR 197.4983 1109.5532 20.1688 1140 1 1109.5532 ‐2.6216
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1523.8580 LGPNYLQLPVNAPK 110086.2000 1523.8569 18.1160 269251 2 762.4321 ‐0.8825
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1875.0123 DGIQFPDVVHALKPNPK 13747.5500 1875.0132 18.1169 114177 3 625.6759 0.2435
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1128.6048 WVEILSEPR 94982.3200 1128.6056 17.3683 112699 2 564.8065 ‐0.0021
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1632.9108 IWPEDILPLQPVGR 51458.7700 1632.9105 21.4000 110283 2 816.9589 ‐0.1615
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 12577.6400 2242.0614 21.2649 103820 3 748.0253 0.9146
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1703.8574 HMEGFGVHTYTLIAK 16928.3700 1703.8582 16.4006 51515 3 568.6242 0.0405
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 12706.9200 3306.5741 23.8553 23522 3 1102.8629 ‐1.5608
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Carbamidomethyl+C(16) 3600.6637 ILDYMSHLPESLLTWCWMFDDVGIPQDYR 364.5441 3600.6690 25.4192 5628 3 1200.8945 3.59
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1136.6786 APGVQTPVIVR 2053.0750 1136.6776 14.9286 2544 2 568.8425 ‐1.6089
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1109.5374 TNIQEYWR 366.2016 1109.5443 24.6587 2256 1 1109.5443 7.38
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 2405.9110 2700.2752 21.1404 10253 3 900.7632 0.8365
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Carbamidomethyl+C(4) 1740.8850 LLQCRIFAYGDTQR 378.0400 1740.8700 18.6997 1845 2 870.9387 ‐8.4111
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Oxidation+M(25) 2880.5149 APGVQTPVIVRFSTVVHERASPETMR 443.9050 2880.5034 19.3094 2837 3 960.8393 ‐3.0128
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 696.4403 LKPNPK 99.8048 696.4375 17.2889 21823 1 696.4375 ‐3.9161
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1188.6299 IWPEDILPLQ 77.4590 1188.6363 17.7850 7678 2 594.8218 4.93
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 825.4465 EILSEPR 113.2086 825.4505 18.0114 4261 1 825.4505 5.95
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1393.7474 GPNYLQLPVNAPK 303.2051 1393.7508 17.7155 3930 2 697.3791 2.0961
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 714.4145 ILSEPR 129.4970 714.4126 16.8540 2467 1 714.4126 ‐2.4755
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1107.6521 DILPLQPVGR 237.6842 1107.6516 19.2757 2019 1 1107.6516 1.0870
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 867.4611 IWPEDIL 80.7761 867.4625 25.0709 1844 1 867.4625 2.36
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Carbamidomethyl+C(3) 995.4979 LTCADFLR 185.1374 995.4947 21.4308 1800 1 995.4947 ‐2.0843
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 979.5935 LQLPVNAPK 297.1923 979.5931 18.1159 1110 1 979.5931 0.6926
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1383.7671 IWPEDILPLQPV 142.8667 1383.7740 17.5592 869 3 461.9295 4.1468
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 None 1443.6903 GFFEVTHDISNLT 553.4120 1443.6839 22.6362 754 1 1443.6839 ‐1.7040
NP_001031073.1 catalase 3 Arabidopsis thaliana 11125.0400 56366.8268 101 60.62 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 260.2445 2224.0414 20.2965 2661 2 1112.5243 ‐2.5559
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1761.9381 LLEATGISTVPGSGFGQK 40684.4600 1761.9374 17.1350 75674 2 881.4723 ‐0.1998
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 1277.5620 2854.4591 19.4096 41881 3 952.1579 ‐0.1355
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1783.8610 HYLSLTSGGLGAYSDSR 53344.7000 1783.8625 16.3207 34123 3 595.2924 0.5418
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 7371.4970 2255.1205 17.6066 26976 2 1128.0639 ‐1.9315
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 9120.8810 2132.9855 20.0903 26638 2 1066.9964 ‐0.9212
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(6) 3041.5587 QVVALCQAPFLLDDPNVGMLFPADAIAR 4663.3550 3041.5480 23.7720 21241 3 1014.5209 ‐2.3868
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 2703.4770 2320.2957 17.6645 19205 4 580.8294 0.9791
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1225.5955 VLMEMGSPFSK 8827.6430 1225.5958 17.5476 17449 2 613.3015 ‐0.3982
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(8) 1302.7021 GVMQILNCVIR 17944.1600 1302.7024 20.9359 15135 2 651.8548 ‐0.2969
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 3733.9081 VASIALSPNVSAQIFMGLMVNPPKPGDISY 371.9505 3733.8814 23.3528 2239 3 1245.2986 ‐5.1892
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 2081.0186 RDGYPSDPELIFLTDGASK 328.2661 2080.9988 25.2019 25118 3 694.3378 ‐9.4762
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1373.7423 EVQLVSFHTVSK 123.2779 1373.7112 19.9594 18497 2 687.3592 ‐23.0476
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 2708.4150 KVLMEMGSPFSKEVQLVSFHTVSK 3780.1800 2708.4043 23.6932 8794 3 903.4730 ‐3.1897
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1353.6905 KVLMEMGSPFSK 3039.9840 1353.6924 16.4884 8419 2 677.3499 1.0203
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(11) 3267.7082 QAGKVPDVFYCLKLLEATGISTVPGSGFGQK 452.2890 3267.7073 25.1561 1413 3 1089.9073 1.1198
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 2448.3142 VASIALSPNVSAQIFMGLMVNPPK 322.0338 2448.3207 23.3954 4163 3 816.7784 3.1319
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 Carbamidomethyl+C(6) 799.4131 QVVALCQ 68.5354 799.4145 22.2876 3570 1 799.4145 2.0716
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1832.9905 PFSKEVQLVSFHTVSK 230.4683 1832.9873 25.2622 1663 2 916.9973 ‐1.4016
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 755.3319 GAYSDSR 1708.5470 755.3338 16.3193 1605 1 755.3338 2.51
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 916.4523 HYLSLTSGG 3010.0830 916.4512 16.3168 1603 1 916.4512 ‐0.3566
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1013.4431 MEMGSPFSK 4027.6370 1013.4417 17.5473 1231 1 1013.4417 ‐0.2236
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5649.4110 49063.2184 22 56.46 None 1207.5850 VLMEMGSPFSK 128.0472 1207.5790 18.4384 842 1 1207.5790 ‐3.0892
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 47.3928 52770.3788 2 3.25 None 852.4210 AGYDNGKK 539.0404 852.4169 18.5610 1866 1 852.4169 ‐3.9432
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 47.3928 52770.3788 2 3.25 None 876.4495 EDIQLMK 2505.1060 876.4520 20.4218 1276 1 876.4520 3.42
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 2192.0427 VSQMIEDAEPFEGEALLDAK 2701.9200 2192.0354 32.5590 15550 2 1096.5213 ‐1.5230
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 2039.0808 VPVLETPEGPIFESNAIAR 823.0634 2039.0737 32.0199 10685 2 1020.0405 ‐1.9894
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 1004.4895 VDISDEAQK 971.7875 1004.4871 15.9607 799 1 1004.4871 ‐0.5902
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 776.4413 VGGFLQR 71.8891 776.4309 24.8684 2446 1 776.4309 ‐12.5784
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 1190.5953 FTSAFPHVER 90.6710 1190.5573 35.8186 1872 1 1190.5573 ‐29.4208
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 2111.9340 FIMDEVYDMELYEWTK 330.6793 2111.9458 39.8326 1628 2 1056.4765 7.40
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 2270.1009 IEESADFQMGVTNKSPEFLK 639.5627 2270.1144 32.1985 3667 3 757.3763 5.79
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 1769.9545 LYSNTKSNFREVAIK 248.2838 1769.9596 27.7081 2658 2 885.4834 3.33
NP_001031202.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 206.1102 46628.5595 9 11.62 None 942.4792 SAFPHVER 106.0787 942.4766 37.8299 1498 1 942.4766 ‐1.2396
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 1629.9033 FAMLGAAGAIAPEILGK 10530.0200 1629.9039 21.0564 16183 2 815.4556 0.6822
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 5722.4150 2594.2680 19.9974 15191 3 865.4275 0.5349
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 1395.6362 LQDWYNPGSMGK 2488.9390 1395.6392 25.1181 10477 2 698.3232 2.0086
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 1291.6793 WLAYGEIINGR 1981.5920 1291.6884 16.0031 5182 2 646.3479 6.32
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 1706.8537 PGGPFFNPLGFGKDEK 233.1326 1706.8565 20.0778 2311 2 853.9319 2.0679
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1740.6320 23860.4661 10 30.28 None 1274.6528 WLAYGEIINGR 155.3836 1274.6466 15.1308 1510 2 637.8269 ‐5.2606
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1579.2760 23860.4661 10 30.28 None 1629.9033 FAMLGAAGAIAPEILGK 13664.3100 1629.9039 21.0564 16183 2 815.4556 0.4289
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1579.2760 23860.4661 10 30.28 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 4307.2670 2594.2680 19.9974 15191 3 865.4275 0.8330
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1579.2760 23860.4661 10 30.28 None 3572.7849 QYFLGLEKGLAGSGNPAYPGGPFFNPLGFG 212.2750 3572.7605 24.3347 5069 3 1191.5917 ‐5.0440
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1579.2760 23860.4661 10 30.28 None 1796.8755 GLAGSGNPAYPGGPFFNPL 215.2986 1796.8807 19.1577 4253 2 898.9440 3.1872
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 744.1168 29838.7466 8 27.94 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 2675.1020 2531.2435 27.8929 14132 3 844.4193 2.1722
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 744.1168 29838.7466 8 27.94 None 1111.5994 TLPGPVTDPSK 12531.2100 1111.5992 18.7379 6959 2 556.3033 ‐0.8077
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 744.1168 29838.7466 8 27.94 None 1976.9845 MSLLADLVNLDISDNSEK 168.2824 1976.9483 28.4716 1354 2 988.9778 ‐16.9822
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 744.1168 29838.7466 8 27.94 Carbamidomethyl+C(3) 2019.9627 VMCDAYTPAGEPIPTNKR 238.2798 2019.9697 26.5399 1414 2 1010.4885 4.09
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 804.2391 29838.7466 8 27.94 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 5190.6160 3415.7160 23.5870 11907 3 1139.2435 0.1675
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 804.2391 29838.7466 8 27.94 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGADK 1114.4530 3048.4389 23.0341 7800 3 1016.8178 2.93
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 804.2391 29838.7466 8 27.94 None 1976.9845 MSLLADLVNLDISDNSEK 1768.3260 1976.9883 23.4871 1095 3 659.6676 1.73
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 804.2391 29838.7466 8 27.94 None 1745.8857 HAAAEIFANPDVIAEVP 2046.8430 1745.8931 24.7743 763 2 873.4502 4.70
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 1339.6753 FAQYTGANAIAGR 7067.4080 1339.6727 20.8252 13635 2 670.3400 ‐2.1678



NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 1187.6419 FVDIGIPANNK 17595.9100 1187.6422 16.2560 13296 2 594.3247 ‐0.2885
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 940.5826 LLILTDPR 8419.2440 940.5821 16.8456 8662 2 470.7947 ‐1.4907
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 838.4417 TDHQPIK 157.6993 838.4355 25.9095 2973 1 838.4355 ‐6.6247
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 453.3435 LLIL 243.8442 453.3426 16.1246 12564 1 453.3426 ‐2.5185
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 1203.7040 32209.2755 11 10.88 None 622.3671 HQPIK 66.1229 622.3643 26.0919 3150 1 622.3643 ‐4.4632
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 712.0873 32209.2755 11 10.88 None 1187.6419 FVDIGIPANNK 14607.6300 1187.6422 16.2560 13296 2 594.3247 ‐0.4413
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 712.0873 32209.2755 11 10.88 None 940.5826 LLILTDPR 4770.3840 940.5821 16.8456 8662 2 470.7947 ‐1.5872
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 712.0873 32209.2755 11 10.88 Carbamidomethyl+C(5) 1472.7831 HSIGCLFWLLAR 797.2701 1472.7771 19.9663 3267 2 736.8922 ‐4.3394
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 712.0873 32209.2755 11 10.88 None 1253.6525 NDGIYIFNLGK 85.4040 1253.6209 15.4377 1587 2 627.3141 ‐25.7514
NP_001031267.1 40S ribosomal protein Sa 1 Arabidopsis thaliana 712.0873 32209.2755 11 10.88 None 453.3435 LLIL 119.1861 453.3426 16.1246 12564 1 453.3426 ‐2.8288
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1795.8683 LAEMPADSGYPAYLAAR 16460.5900 1795.8639 27.6436 23946 2 898.4356 ‐1.8996
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1578.7170 FEDPAEGEDTLVEK 9293.8410 1578.7170 23.4476 15808 2 789.8622 0.2297
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1545.8054 TTLVANTSNMPVAAR 3473.2890 1545.8051 22.3421 13459 2 773.4062 ‐0.0374
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1801.9344 NIIHFYNLANQAVER 3956.2500 1801.9367 17.6714 12275 3 601.3171 0.7236
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPP 2584.9450 3736.8226 24.0397 9975 3 1246.2790 1.00
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1471.7639 EDDLNEIVQLVGK 12332.7200 1471.7618 34.0460 9380 2 736.3845 ‐1.4408
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 2080.9346 LTTFEDDEKESEYGYVR 5440.8790 2080.9380 23.4765 8495 3 694.3175 1.14
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 2119.1440 1675.7374 21.2346 5868 2 838.3724 ‐0.0220
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 883.4672 LGDLFYR 5206.0980 883.4670 16.5637 5459 2 442.2372 ‐1.2875
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 998.5339 VALPPDAMGK 273.4600 998.5304 25.4172 1554 1 998.5304 ‐2.1050
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1683.6080 69154.7867 20 27.61 None 1765.7552 FEDDEKESEYGYVR 332.6965 1765.7622 22.4645 1027 2 883.3848 4.65
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 1795.8683 LAEMPADSGYPAYLAAR 12132.2000 1795.8639 27.6436 23946 2 898.4356 ‐1.5837
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 1545.8054 TTLVANTSNMPVAAR 3312.6400 1545.8051 22.3421 13459 2 773.4062 0.1499
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 1471.7639 EDDLNEIVQLVGK 7040.5420 1471.7618 34.0460 9380 2 736.3845 ‐1.2915
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 2315.3880 2690.3514 34.6104 8376 3 897.4553 0.0202
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 6869.0290 1675.7374 21.2346 5868 2 838.3724 0.2322
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 1577.8111 HFPSVNWLISYSK 236.3374 1577.8289 35.6832 917 2 789.4181 11.47
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 1878.8967 LEGDSATIQVYEETAGLT 250.9166 1878.9026 35.4418 2073 2 939.9550 4.22
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 820.9575 69154.7867 20 27.61 None 946.4775 TSNMPVAAR 234.6032 946.4748 22.0145 1484 1 946.4748 ‐1.3395
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1503.8417 TNVPLSELVYGALK 340.0060 1503.8334 20.9824 9847 2 752.4203 ‐5.4774
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1496.7236 FIGTAGAASTMMNPK 1939.3120 1496.7230 15.7307 8465 2 748.8652 ‐0.3253
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1248.6834 YATPALLSADVK 2950.7910 1248.6776 26.3814 6514 2 624.8424 ‐5.0615
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 2604.2980 SLPFSVTEGPDGYPLIHANYLGEK 1332.9280 2604.3029 21.5075 5389 3 868.7725 2.19
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 Carbamidomethyl+C(2)
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1346.6045 NAVESYVYDMR 965.7360 1346.6002 26.0627 3779 2 673.8037 ‐3.4830
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1138.5197 EFEMALQDR 5357.9870 1138.5197 23.9169 3164 2 569.7635 ‐0.6104
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1119.5429 QFSDPELQR 4534.3920 1119.5445 19.4309 3102 2 560.2759 0.7695
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1768.8794 AFTPTQVMGMMLSNLK 578.9408 1768.8769 18.9538 1073 3 590.2972 ‐2.0171
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1552.7431 DFDEVLFNHFAAK 957.1868 1552.7350 38.1488 858 2 776.8712 ‐5.0338
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1565.7628 AVEKEFEMALQDR 997.0477 1565.7738 35.4353 15717 2 783.3905 7.1482
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1759.9225 REEFEEISIPILER 1101.8370 1759.9194 33.2293 4457 3 587.3113 ‐2.3594
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 2097.9135 LQEVEDWLYEDGEDETK 659.6478 2097.9596 41.0930 3204 2 1049.4834 23.0966
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 924.4785 YKESLER 306.4388 924.4687 16.9993 1261 1 924.4687 ‐9.4670
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 833.4040 AVEKEFE 140.7718 833.4013 33.5062 1846 1 833.4013 ‐2.4008
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 913.5353 PALLSADVK 445.8599 913.5352 24.9198 1322 1 913.5352 0.9985
NP_001031305.1 heat shock protein 91 Arabidopsis thaliana 372.5771 88115.6927 17 17.36 None 1751.8529 AFTPTQVMGMMLSNLK 273.7120 1751.8619 20.8888 1192 2 876.4346 5.30
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1653.9244 MVDVLVEQNIVPGIK 90273.3400 1653.9225 19.4959 121395 2 827.4649 ‐0.8330
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 46902.0700 3024.4923 36.1587 86128 3 1008.8356 ‐1.1835
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1387.7176 LASIGLENTEANR 50751.4400 1387.7166 21.7713 78215 2 694.3619 ‐0.8946
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1307.6842 ATPEQVASYTLK 25302.7400 1307.6852 23.4399 74079 2 654.3463 0.5259
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 873.4577 EAAWGLAR 17096.9800 873.4584 21.4676 43275 2 437.2328 ‐0.3304
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 12314.7500 2479.1881 21.2479 41162 2 1240.0977 0.1704
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1452.8421 TVVSIPNGPSALAVK 46296.5200 1452.8406 17.0265 38412 2 726.9240 ‐1.0125
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 8394.4560 3400.7758 25.3780 36021 3 1134.2634 ‐2.5721
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 42074.0500 2147.9553 22.6095 27625 3 716.6566 1.40
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 944.5160 QPSSVSAIR 824.5090 944.5100 23.7717 3595 1 944.5100 ‐5.0269
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1137.6375 SHVAPSALTVR 897.0864 1137.6226 17.3293 1346 2 569.3149 ‐13.7130
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1782.0194 KMVDVLVEQNIVPGIK 2757.5160 1782.0302 18.5344 8116 3 594.6816 5.29
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 Carbamidomethyl+C(19) 3672.7527 TIASPGHGIMAMDESNATCGKRLASIGLEN 1592.2680 3672.7577 31.9743 1958 4 918.9449 1.17
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1240.6606 MVDVLVEQNIV 363.0310 1240.6629 18.4861 10599 2 620.8351 1.23
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 953.5415 PNGPSALAVK 593.2407 953.5412 16.7064 5880 2 477.2742 ‐1.2546
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 673.3780 AWGLAR 125.7519 673.3764 21.4728 5546 1 673.3764 ‐2.0850
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 997.5677 EQNIVPGIK 280.0414 997.5683 17.9712 2901 2 499.2878 ‐0.2724
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 27025.8500 1933.8223 22.6016 1914 2 967.4148 1.99
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 257.7755 1183.4706 22.0661 1883 1 1183.4706 1.0618
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 2132.1056 LVPIVEPEIMLDGEHGIDR 168.2316 2132.1177 34.6057 1702 3 711.3774 5.85
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 743.4410 PSALTVR 81.5553 743.4368 17.6913 1251 1 743.4368 ‐5.1581
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 1011.4854 LDGEHGIDR 137.0879 1011.4784 35.3053 1099 1 1011.4784 ‐5.4582
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 19018.2900 33437.3367 51 60.45 None 963.5258 SHVAPSALTV 124.3991 963.5227 17.5771 1022 2 482.2650 ‐4.1336
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 46033.6900 3024.4923 36.1587 86128 3 1008.8356 ‐1.4486
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 1387.7176 LASIGLENTEANR 34088.1900 1387.7166 21.7697 77557 2 694.3619 ‐0.7632
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 1307.6842 ATPEQVASYTLK 24993.2100 1307.6852 23.4399 74079 2 654.3463 0.5908
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 873.4577 EAAWGLAR 23291.9300 873.4584 21.4676 43275 2 437.2328 ‐0.4888
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 41946.8400 2147.9553 22.6095 27625 3 716.6566 1.20
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMVTPG 126.5346 3943.9113 37.9755 4165 3 1315.3086 ‐15.0557
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 3272.6937 TLLVSAPGLGQYISGAILFEETLYQSTTDGK 2543.2520 3272.6933 47.0574 1049 3 1091.5693 0.6522
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 7447.3250 1669.9170 31.0164 13679 2 835.4622 ‐0.7526
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 673.3780 AWGLAR 166.3948 673.3764 21.4728 5546 1 673.3764 ‐1.9135



NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 28054.8300 1933.8223 22.6016 1914 2 967.4148 2.67
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 229.1215 1183.4706 22.0661 1883 1 1183.4706 1.92
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 1011.4854 LDGEHGIDR 100.2047 1011.4784 35.3053 1099 1 1011.4784 ‐5.1635
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Oxidation+M(1) 1335.6977 MVDVLVEQNIVP 261.9922 1335.6909 33.4638 763 2 668.3491 ‐5.2658
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 None 855.4472 EAAWGLAR 254.0524 855.4474 21.4638 1589 2 428.2273 ‐1.0339
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10233.1100 33437.3367 51 60.45 Oxidation+M(1) 1652.8928 MVDVLVEQNIVPGIK 168.7236 1652.8863 29.7321 1534 3 551.6336 ‐4.6779
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1653.9244 MVDVLVEQNIVPGIK 121823.6000 1653.9225 19.4959 121395 2 827.4649 ‐1.0919
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 14034.3700 3400.7773 24.8201 60971 3 1134.2640 ‐1.7494
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 11429.6900 2479.1881 21.2479 41162 2 1240.0977 ‐0.2761
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1452.8421 TVVSIPNGPSALAVK 46088.0800 1452.8406 17.0265 38412 2 726.9240 ‐1.2256
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMVTPG 505.7411 3943.9667 25.4645 4488 3 1315.3271 ‐0.1724
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1307.6842 ATPEQVASYTLK 2386.6230 1307.6843 15.4227 2343 2 654.3458 ‐0.3504
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1137.6375 SHVAPSALTVR 608.9183 1137.6226 17.3293 1346 2 569.3149 ‐13.8543
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1782.0194 KMVDVLVEQNIVPGIK 1170.5490 1782.0302 18.5344 8116 3 594.6816 5.06
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1996.1147 MVDVLVEQNIVPGIKVDK 1599.5690 1996.1121 18.8317 4829 3 666.0422 ‐1.4233
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1240.6606 MVDVLVEQNIV 157.1037 1240.6629 18.4861 10599 2 620.8351 1.75
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 953.5415 PNGPSALAVK 440.3001 953.5412 16.7064 5880 2 477.2742 ‐1.3541
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 846.4316 QSTTDGKK 255.1491 846.4300 24.8206 1264 1 846.4300 ‐1.3038
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10558.5100 33437.3367 51 60.45 None 1156.6031 KMVDVLVEQN 620.8123 1156.6021 19.8498 1099 2 578.8047 ‐1.5273
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1653.9244 MVDVLVEQNIVPGIK 90273.3400 1653.9225 19.4959 121395 2 827.4649 ‐0.8330
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 46902.0700 3024.4923 36.1587 86128 3 1008.8356 ‐1.1835
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1387.7176 LASIGLENTEANR 50751.4400 1387.7166 21.7713 78215 2 694.3619 ‐0.8946
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1307.6842 ATPEQVASYTLK 25302.7400 1307.6852 23.4399 74079 2 654.3463 0.5259
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 970.5680 AAQDILLAR 51596.6300 970.5685 22.8854 43978 2 485.7879 ‐0.3666
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 873.4577 EAAWGLAR 17096.9800 873.4584 21.4676 43275 2 437.2328 ‐0.3304
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 12314.7500 2479.1881 21.2479 41162 2 1240.0977 0.1704
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1452.8421 TVVSIPNGPSALAVK 46296.5200 1452.8406 17.0265 38412 2 726.9240 ‐1.0125
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTDGKK 8394.4560 3400.7758 25.3780 36021 3 1134.2634 ‐2.5721
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 42074.0500 2147.9553 22.6095 27625 3 716.6566 1.40
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 944.5160 QPSSVSAIR 824.5090 944.5100 23.7717 3595 1 944.5100 ‐5.0269
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1137.6375 SHVAPSALTVR 897.0864 1137.6226 17.3293 1346 2 569.3149 ‐13.7130
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1782.0194 KMVDVLVEQNIVPGIK 2757.5160 1782.0302 18.5344 8116 3 594.6816 5.29
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 Carbamidomethyl+C(19) 3672.7527 TIASPGHGIMAMDESNATCGKRLASIGLEN 1592.2680 3672.7577 31.9743 1958 4 918.9449 1.17
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1240.6606 MVDVLVEQNIV 363.0310 1240.6629 18.4861 10599 2 620.8351 1.23
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 953.5415 PNGPSALAVK 593.2407 953.5412 16.7064 5880 2 477.2742 ‐1.2546
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 673.3780 AWGLAR 125.7519 673.3764 21.4728 5546 1 673.3764 ‐2.0850
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 810.4832 QDILLAR 174.1489 810.4832 24.4881 4802 1 810.4832 0.7363
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 997.5677 EQNIVPGIK 280.0414 997.5683 17.9712 2901 2 499.2878 ‐0.2724
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 700.4352 DILLAR 1848.8960 700.4381 22.8876 2487 1 700.4381 4.07
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 828.4938 QDILLAR 896.5438 828.4951 22.8902 2381 1 828.4951 2.17
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 27025.8500 1933.8223 22.6016 1914 2 967.4148 1.99
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 257.7755 1183.4706 22.0661 1883 1 1183.4706 1.0618
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 2132.1056 LVPIVEPEIMLDGEHGIDR 168.2316 2132.1177 34.6057 1702 3 711.3774 5.85
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 743.4410 PSALTVR 81.5553 743.4368 17.6913 1251 1 743.4368 ‐5.1581
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 1011.4854 LDGEHGIDR 137.0879 1011.4784 35.3053 1099 1 1011.4784 ‐5.4582
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 963.5258 SHVAPSALTV 124.3991 963.5227 17.5771 1022 2 482.2650 ‐4.1336
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 20212.0400 41978.8296 50 50.64 None 899.5309 AQDILLAR 218.4594 899.5283 22.9012 898 1 899.5283 ‐1.7602
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 46033.6900 3024.4923 36.1587 86128 3 1008.8356 ‐1.4486
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 1387.7176 LASIGLENTEANR 34088.1900 1387.7166 21.7697 77557 2 694.3619 ‐0.7632
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 1307.6842 ATPEQVASYTLK 24993.2100 1307.6852 23.4399 74079 2 654.3463 0.5908
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 970.5680 AAQDILLAR 68479.9500 970.5685 22.8854 43978 2 485.7879 ‐0.4750
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 873.4577 EAAWGLAR 23291.9300 873.4584 21.4676 43275 2 437.2328 ‐0.4888
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 41946.8400 2147.9553 22.6095 27625 3 716.6566 1.20
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 3943.9761 VWAEVFFYLAQNNVMFEGILLKPSMVTPG 126.5346 3943.9113 37.9755 4165 3 1315.3086 ‐15.0557
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 3272.6937 TLLVSAPGLGQYISGAILFEETLYQSTTDGK 2543.2520 3272.6933 47.0574 1049 3 1091.5693 0.6522
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 2375.0384 YTGEGESEEAKEGMFVKGYTY 309.8073 2375.0109 40.8536 6604 2 1188.0091 ‐9.3368
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 7447.3250 1669.9170 31.0164 13679 2 835.4622 ‐0.7526
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 673.3780 AWGLAR 166.3948 673.3764 21.4728 5546 1 673.3764 ‐1.9135
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 810.4832 QDILLAR 160.9105 810.4832 24.4881 4802 1 810.4832 0.9578
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 700.4352 DILLAR 1071.5130 700.4381 22.8876 2487 1 700.4381 4.21
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 828.4938 QDILLAR 977.6883 828.4951 22.8902 2381 1 828.4951 2.98
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Carbamidomethyl+C(17) 1933.8201 ASPGHGIMAMDESNATCGK 28054.8300 1933.8223 22.6016 1914 2 967.4148 2.67
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 229.1215 1183.4706 22.0661 1883 1 1183.4706 1.92
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 1011.4854 LDGEHGIDR 100.2047 1011.4784 35.3053 1099 1 1011.4784 ‐5.1635
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 859.4349 FVKGYTY 74.6667 859.4320 39.2633 1047 1 859.4320 ‐2.1423
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 899.5309 AQDILLAR 407.4183 899.5283 22.9012 898 1 899.5283 ‐1.5063
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Oxidation+M(1) 1335.6977 MVDVLVEQNIVP 261.9922 1335.6909 33.4638 763 2 668.3491 ‐5.2658
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 None 855.4472 EAAWGLAR 254.0524 855.4474 21.4638 1589 2 428.2273 ‐1.0339
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 11817.4800 41978.8296 50 50.64 Oxidation+M(1) 1652.8928 MVDVLVEQNIVPGIK 168.7236 1652.8863 29.7321 1534 3 551.6336 ‐4.6779
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1238.6263 AYEIATTAAEAK 13810.2100 1238.6261 19.4150 13109 2 619.8167 ‐0.6355
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 2145.9571 DNLTLWTSDISEEGDDAHK 343.1802 2145.9323 24.8786 1642 3 715.9823 ‐11.7347
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1967.9246 GDYYRYLAEFKSGNER 1380.1750 1967.9267 23.0159 1878 3 656.6471 0.7089
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1532.7663 SGNERKEAADQSLK 471.0213 1532.7705 19.5749 909 2 766.8889 2.21
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 750.3668 AYEIATT 399.0661 750.3687 19.5083 3171 1 750.3687 3.0618
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1949.9141 GDYYRYLAEFKSGNER 164.8161 1949.9236 21.1146 1758 2 975.4654 5.29
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 1586.4920 29577.2064 15 27.10 None 1515.7398 SGNERKEAADQSLK 348.6115 1515.7414 16.7889 1677 3 505.9186 0.1714
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 None 1189.6609 DSTLIMQLLR 16110.7400 1189.6640 21.2562 14458 2 595.3356 1.56
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 Carbamidomethyl+C(9) 3935.9293 VELELSNICIDIMSVLDEHLIPSASEGESTVFF 470.7714 3935.9252 25.4983 1959 3 1312.6466 1.1531



NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 None 2347.1791 LGLALNFSVFYYEIMNAPER 422.0431 2347.2207 20.6515 2143 3 783.0784 18.0437
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 Carbamidomethyl+C(22) 3027.5220 LGLALNFSVFYYEIMNAPERACHLAK 410.0497 3027.5304 24.1336 1972 3 1009.8483 3.08
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 None 1225.6616 LGLALNFSVFY 108.5782 1225.6604 20.6259 1846 2 613.3339 ‐1.5482
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 Carbamidomethyl+C(9) 3917.9188 VELELSNICIDIMSVLDEHLIPSASEGESTVFF 240.8521 3917.8929 24.6197 1050 3 1306.6358 ‐4.4327
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 750.0145 29577.2064 15 27.10 Carbamidomethyl+C(22) 3010.4954 LGLALNFSVFYYEIMNAPERACHLAK 332.1530 3010.4760 25.4564 811 3 1004.1635 ‐5.3381
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 271.4210 29427.7440 2 3.80 None 1100.6674 VIDASLTLIR 7138.3720 1100.6668 17.6755 7917 2 550.8370 ‐1.3332
NP_001031599.1 arginine amidohydrolase Arabidopsis thaliana 271.4210 29427.7440 2 3.80 None 2829.4121 VLSDVGDIPVQEIREMGVDDDRLMK 320.6259 2829.3879 25.0146 2693 3 943.8008 ‐7.6743
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 9454.6430 1960.9554 36.8551 12757 2 980.9813 1.23
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 16747.0600 1237.6254 22.2848 10951 2 619.3163 0.2542
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 None 998.5993 AGIIVLAEGR 5083.9050 998.5983 25.3787 6033 2 499.8028 ‐1.9230
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 6111.6300 1259.5838 19.1471 4201 2 630.2955 ‐0.3314
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 Carbamidomethyl+C(7) 2937.4169 FDNLYGCRHSLPDGLMRATDVMIAGK 372.4979 2937.4438 35.1900 1925 3 979.8195 9.70
NP_001031628.1 adenosylhomocysteinase Arabidopsis thaliana 1228.4470 48977.4464 6 15.23 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 261.6505 1067.5174 21.6145 4885 2 534.2624 ‐2.2967
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 1544.7373 VMANADTPEDAIAAR 13411.5300 1544.7377 21.7042 10950 2 772.8725 0.3896
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 1852.0538 DIGASLADPSKPLLLSVR 10291.9300 1852.0548 18.8347 9067 3 618.0231 0.0058
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 4068.0448 LLDPPLHEFLPEGDLDNIVHELAEETGVKED 2912.7020 4068.0547 42.5222 8241 5 814.4168 2.50
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 1015.5605 VGTMIEIPR 1839.8100 1015.5557 25.3250 6622 2 508.2815 ‐5.5629
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 970.4629 SDFEGIFR 1132.4400 970.4473 16.7416 2613 2 485.7273 ‐16.9231
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 4159.1566 AIFEAAASMQDQGVTVIPEIMVPLVGTPQE 223.3606 4159.0980 23.3799 986 3 1387.0375 ‐12.0447
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 3239.6471 LLDPPLHEFLPEGDLDNIVHELAEETGVK 325.8231 3239.6207 35.0223 962 4 810.6606 ‐8.3610
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 1307.6810 KMIMAVTTEQR 4352.9850 1307.6766 25.5115 1411 1 1307.6766 ‐0.7705
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 3107.6306 GILQHDPFEVLDQQGVGQLIKMATEKGR 937.2524 3107.6018 20.4117 1070 4 777.6559 ‐9.6299
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 Carbamidomethyl+C(14)
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 664.3413 GILQHD 586.8969 664.3398 20.3296 12706 1 664.3398 ‐2.0144
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 858.4576 KMIMAVTT 194.9894 858.4574 24.3647 3100 1 858.4574 0.7021
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 Oxidation+M(3) 1305.6296 RFMPEAYAELV 197.3358 1305.6339 21.2728 1353 1 1305.6339 5.60
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 733.3839 VTTEQR 94.1977 733.3862 25.0895 1028 1 733.3862 3.71
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 624.3439 94007.8280 30 11.32 None 1134.5790 DIGASLADPSKP 167.8971 1134.5741 18.8175 804 1 1134.5741 ‐2.3722
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 191.0942 94007.8280 30 11.32 None 2794.3795 GLPASPGAAVGQVVFTAEEAEAWHSQGK 952.4139 2794.3759 36.1786 9745 3 932.1301 ‐0.9807
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 191.0942 94007.8280 30 11.32 None 4068.0448 LLDPPLHEFLPEGDLDNIVHELAEETGVKED 2828.1380 4068.0547 42.5222 8241 5 814.4168 2.50
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 191.0942 94007.8280 30 11.32 None 1015.5605 VGTMIEIPR 2980.6520 1015.5557 25.3250 6622 2 508.2815 ‐5.6482
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 191.0942 94007.8280 30 11.32 None 973.5677 SINQITGLK 448.7258 973.5580 21.3636 4613 2 487.2826 ‐10.9626
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 191.0942 94007.8280 30 11.32 None 1307.6810 MIMAVTTEQRK 402.0717 1307.6526 33.5457 4237 2 654.3299 ‐21.9572
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1852.0538 DIGASLADPSKPLLLSVR 7480.7220 1852.0548 18.8347 9067 3 618.0231 0.2488
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 2644.2725 MVEPQHLDQLLHPQFHDPSGYR 134.6269 2644.2846 17.4988 4537 4 661.8266 4.71
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1307.6810 MIMAVTTEQRK 805.3477 1307.6996 20.9093 8889 2 654.3534 13.7328
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1607.8098 LGISYPELTEMQAR 273.0640 1607.7997 17.6813 7101 2 804.4035 ‐6.2951
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1262.6562 LSEVNPMLGFR 105.7512 1262.6334 22.8757 4495 2 631.8203 ‐18.5691
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1975.9760 QLELAIEAVFDSWDSPR 318.1627 1975.9676 23.5090 1987 2 988.4874 ‐3.6807
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 4159.1566 AIFEAAASMQDQGVTVIPEIMVPLVGTPQE 269.3400 4159.0980 23.3799 986 3 1387.0375 ‐11.6304
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 2368.2660 KASLDILLPYQRSDFEGIFR 188.2406 2368.2421 22.3630 10905 3 790.0856 ‐9.7098
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 780.4138 QLELAIE 296.8225 780.4156 21.9992 3123 1 780.4156 2.08
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 195.3008 94007.8280 30 11.32 None 1134.5790 DIGASLADPSKP 126.6450 1134.5741 18.8175 804 1 1134.5741 ‐2.7125
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1332.7005 GILAADESTGTIGK 18034.3000 1332.7003 21.8715 29865 2 666.8538 ‐0.4561
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1488.8016 GILAADESTGTIGKR 6762.1140 1488.8002 20.1139 25049 3 496.9383 ‐1.8618
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1686.8545 IGATEPSELSIQENAK 4030.4360 1686.8538 22.4669 11216 2 843.9305 ‐0.0180
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1492.7390 FASINVENIESNR 1938.2920 1492.7416 25.9070 7056 2 746.8744 1.07
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 Carbamidomethyl+C(5) 3009.5238 YAIICQENGLVPIVEPEVLTDGSHDIK 1267.5730 3009.5131 34.0212 4394 3 1003.8425 ‐2.7853
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 749.4192 YIATPGK 953.9998 749.4184 21.0168 3355 1 749.4184 ‐0.5851
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 3083.5718 TVPPAVPGIVFLSGGQSEEEATLNLNAMNK 863.6687 3083.5391 25.4463 2754 3 1028.5179 ‐9.7273
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 2232.1102 GVVDLAGTNGETTTQGLDSLGAR 384.4053 2232.1248 27.9145 1217 2 1116.5660 7.02
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 2600.4004 TTDGKPFVELLMENGVIPGIKVDK 336.6678 2600.4031 47.3532 977 3 867.4725 1.67
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 732.4363 TGTIGKR 241.8146 732.4399 19.5285 2333 1 732.4399 5.83
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1205.6121 AADESTGTIGKR 277.5754 1205.6144 20.2604 1500 1 1205.6144 4.1156
NP_001031721.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 975.4782 TTDGKPFVE 124.3004 975.4780 47.7606 910 1 975.4780 1.1249
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPPIPET 15237.5800 3423.6103 32.1930 12586 3 1141.8749 ‐0.8301
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2607.7470 2376.1347 22.1216 11897 2 1188.5710 ‐1.1470
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1116.6147 VVEEEVIATK 4640.2250 1116.6139 18.9771 8737 2 558.8106 ‐1.3871
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1362.6900 NEELVPGATFTGK 12913.9600 1362.6899 24.4714 8439 2 681.8486 ‐0.2474
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1279.5835 NALSESEGDMVK 7758.6540 1279.5832 20.1131 7318 2 640.2952 ‐0.5820
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVASEK 852.3668 3075.4839 26.8301 6294 3 1025.8328 0.4256
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1442.7373 EQVVAETPVDEVK 663.1673 1442.7303 21.2873 5483 2 721.8688 ‐4.9384
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEEVEK 1652.3320 4839.2768 32.7875 3953 4 1210.5747 ‐2.6940
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 2392.2581 MATITPSSISNAWLIPGASFTVK 717.4435 2392.2553 20.4402 3497 3 798.0900 ‐1.0670
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1173.6474 QTVATLGENIK 1068.1370 1173.6446 19.5546 2873 2 587.3259 ‐2.9316
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 3226.6208 AIQPFGAFVDFGAFTDGLVHVSQLSDNFVK 887.7827 3226.6300 45.8443 1540 3 1076.2148 3.23
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1031.5269 IGAYIHDSR 465.9111 1031.5087 37.1384 1706 1 1031.5087 ‐16.0198
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 778.4094 PGATFTGK 245.0589 778.4092 24.4309 1468 1 778.4092 0.4392
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1445.9810 77141.3663 14 33.71 None 1086.5677 VAETPVDEVK 70.8133 1086.5733 19.4342 1129 2 543.7903 4.19
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1523.8580 LGPNYLQLPVNAPK 89586.1400 1523.8569 18.1160 269251 2 762.4321 ‐0.6533
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1136.6786 APGVQTPVIVR 60211.4400 1136.6794 22.2063 253604 2 568.8433 0.0547
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 8368.8900 2242.0614 21.2649 103820 3 748.0253 0.6426
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1045.5524 SLLEEDAIR 42322.6200 1045.5518 23.6786 40754 2 523.2795 ‐1.3538
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1255.5590 DEEVNYFPSR 44806.3400 1255.5583 22.4141 30473 2 628.2828 ‐0.8961
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1620.8744 TWPEDILPLQPVGR 4610.1290 1620.8690 20.5333 29568 2 810.9381 ‐3.1008
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1072.5422 WIDALSDPR 7629.5120 1072.5421 25.1456 28748 2 536.7747 ‐0.8117
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1679.7880 HMDGSGVNTYMLINK 8396.0500 1679.7904 24.6339 24237 3 560.6017 0.7539
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 8358.2600 2831.3005 29.0699 20162 4 708.5806 ‐1.1061
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1984.9916 EGNFDLVGNNFPVFFIR 14247.6800 1984.9886 22.9966 17947 2 992.9979 ‐0.5887



NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1493.7933 FPDMVHALKPNPK 2547.7370 1493.7942 15.6066 12388 3 498.6029 ‐0.3093
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1069.5174 SHIQENWR 11976.3900 1069.5177 15.4876 4381 2 535.2625 ‐0.3937
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 604.2838 ENWR 156.4327 604.2837 17.1897 16186 1 604.2837 ‐0.1864
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 Carbamidomethyl+C(1) 781.3662 CADFLR 141.1532 781.3674 22.8397 8077 1 781.3674 2.67
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 968.5887 GVQTPVIVR 943.1862 968.5895 22.2042 7139 1 968.5895 2.0736
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 812.4989 QTPVIVR 624.5951 812.4989 22.2022 5830 1 812.4989 0.8737
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 882.4468 VNYFPSR 165.5321 882.4516 20.8542 3960 2 441.7294 4.53
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1065.6415 PGVQTPVIVR 1196.7060 1065.6422 22.2043 3927 2 533.3248 ‐0.0626
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 Carbamidomethyl+C(5) 1179.5463 SNLTCADFLR 186.8504 1179.5415 23.8671 2443 2 590.2744 ‐4.6227
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 583.3926 PVIVR 3073.2910 583.3906 22.2062 2140 1 583.3906 ‐3.5256
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 Carbamidomethyl+C(3) 995.4979 LTCADFLR 166.5853 995.4947 21.4308 1800 1 995.4947 ‐1.7501
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1461.7009 GFFEVTHDISNLT 177.9921 1461.6958 20.8153 1788 2 731.3515 ‐3.5225
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1176.5936 TWPEDILPLQ 171.2013 1176.5984 16.8347 1294 2 588.8028 3.54
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 979.5935 LQLPVNAPK 323.3891 979.5931 18.1159 1110 1 979.5931 1.0261
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1443.6903 GFFEVTHDISNLT 422.2222 1443.6839 22.6362 754 1 1443.6839 ‐1.3501
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 309.0326 2224.0414 20.2965 2661 2 1112.5243 ‐2.1674
NP_001031791.1 catalase 2 Arabidopsis thaliana 8397.8220 55337.2938 42 36.29 None 1237.5484 DEEVNYFPSR 316.0048 1237.5528 24.2894 963 2 619.2800 3.1237
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1523.8580 LGPNYLQLPVNAPK 110086.2000 1523.8569 18.1160 269251 2 762.4321 ‐0.8825
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 12577.6400 2242.0614 21.2649 103820 3 748.0253 0.9146
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1620.8744 TWPEDILPLQPVGR 2462.6590 1620.8690 20.5333 29568 2 810.9381 ‐3.3521
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1984.9916 EGNFDLVGNNFPVFFIR 6911.5610 1984.9886 22.9966 17947 2 992.9979 ‐0.9228
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1493.7933 FPDMVHALKPNPK 2007.5270 1493.7942 15.6066 12388 3 498.6029 ‐0.0930
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 3506.6182 YRPASSYNSPFFTTNSGAPVWNNNSSMTV 767.5397 3506.6066 18.5474 9240 3 1169.5404 ‐1.6121
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1136.6786 APGVQTPVIVR 2053.0750 1136.6776 14.9286 2544 2 568.8425 ‐1.6089
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 Carbamidomethyl+C(15) 3337.5834 NIDNFFAENEQLAFCPAIIVPGIHYSDDK 491.8878 3337.6131 29.5018 1317 3 1113.2092 10.28
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 2694.3549 LFIQIIDPADEDKFDFDPLDVTK 11435.7100 2694.3548 22.5924 45387 3 898.7898 0.6899
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1393.7474 GPNYLQLPVNAPK 303.2051 1393.7508 17.7155 3930 2 697.3791 2.0961
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 Carbamidomethyl+C(3) 995.4979 LTCADFLR 185.1374 995.4947 21.4308 1800 1 995.4947 ‐2.0843
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 979.5935 LQLPVNAPK 297.1923 979.5931 18.1159 1110 1 979.5931 0.6926
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1443.6903 GFFEVTHDISNLT 553.4120 1443.6839 22.6362 754 1 1443.6839 ‐1.7040
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 260.2445 2224.0414 20.2965 2661 2 1112.5243 ‐2.5559
NP_001031791.1 catalase 2 Arabidopsis thaliana 5097.4840 55337.2938 42 36.29 None 1967.9650 EGNFDLVGNNFPVFFIR 256.8340 1967.9676 21.4845 1119 2 984.4874 1.15
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1563.8013 AVVQVFEGTSGIDNK 17757.7100 1563.8008 25.5859 24869 2 782.4040 ‐0.1754
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 4884.8060 2178.1468 19.0263 24368 3 726.7204 ‐1.1026
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2535.6690 2469.1990 22.7195 18707 2 1235.1031 1.00
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1912.8786 GYPGYMYTDLATIYER 7652.0290 1912.8735 33.3448 17669 2 956.9404 ‐1.8497
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1088.5769 TPVSLDMLGR 5878.1950 1088.5775 27.1311 16265 2 544.7924 ‐0.0785
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1034.5629 YQEIVNIR 6443.3670 1034.5627 22.2112 15952 2 517.7850 ‐1.0214
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1073.5473 GQVLEVDGEK 16376.7000 1073.5476 17.8493 10522 2 537.2774 ‐0.4756
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1689.9323 NIFQSLDLAWTLLR 1865.8150 1689.9332 25.5498 4669 2 845.4702 0.9436
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 1240.5580 1702.8393 17.4844 4418 2 851.9233 2.41
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1715.9327 VTLFLNLANDPTIER 1181.7120 1715.9358 34.0394 3129 2 858.4715 2.22
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 5680.6520 2772.4014 40.7899 13329 3 924.8053 1.00
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1229.6484 RGQVLEVDGEK 1813.6250 1229.6450 16.1306 5449 2 615.3261 ‐3.2355
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 Carbamidomethyl+C(13) 4201.1308 IALTTAEYLAYECGKHVLVILTDMSSYADALR 1461.2360 4201.0950 38.6872 1964 4 1051.0292 ‐7.9519
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 2782.3750 TYPEEMIQTGISTIDVMNSIARGQK 1088.5030 2782.3902 24.6181 1221 3 928.1349 5.16
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 2774.4319 RGQVLEVDGEKAVVQVFEGTSGIDNK 817.2548 2774.4486 23.9422 1088 3 925.4877 6.82
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 743.4410 EIVNIR 268.4015 743.4416 20.2760 21702 1 743.4416 1.16
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1067.5004 FEGTSGIDNK 365.5769 1067.5014 26.7535 16848 1 1067.5014 2.37
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 898.4265 ANDPTIER 216.3735 898.4239 32.4580 2571 1 898.4239 ‐1.8386
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 860.4512 YQEIVNI 108.1958 860.4540 22.8455 1651 1 860.4540 4.0942
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1070.5663 TPVSLDMLGR 165.2485 1070.5694 28.2530 3302 2 535.7883 2.1255
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1055.5368 GQVLEVDGEK 221.2672 1055.5300 17.2875 1927 1 1055.5300 ‐4.7936
NP_001031808.1 V type proton ATPase subunit B2 Arabidopsis thaliana 1808.2930 54418.9030 22 40.25 None 1016.5524 YQEIVNIR 134.6537 1016.5582 20.4420 1131 2 508.7827 4.65
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1967.9345 TGAEEVYQLGPLNEYER 18585.8600 1967.9310 29.0250 32090 2 984.4691 ‐0.8931
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1501.8009 ANTFVAEVLGLDPR 5747.7740 1501.8019 21.2524 17426 2 751.4046 0.7098
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1799.0459 VAILGAAGGIGQSLSLLMK 4593.8120 1799.0492 40.0701 12519 2 900.0282 2.74
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1157.6888 LLGVTTLDVAR 12341.8600 1157.6904 17.6487 12231 2 579.3488 0.7580
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 2122.1577 QLEDALTGMDLVIIPAGIPR 5429.7560 2122.1511 22.4170 10452 2 1061.5792 ‐1.9193
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTG 4745.5540 3490.7832 23.8464 10288 4 873.4513 0.2948
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1440.7151 AGAGSATLSMAYAAAK 5208.7400 1440.7186 15.6734 10276 2 720.8629 2.11
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAAAK 765.9720 2666.3266 19.7744 21321 3 889.4470 ‐6.6709
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 Carbamidomethyl+C(13) 1663.8003 MEAKNSVIGRENCR 182.2505 1663.8137 20.6733 8262 2 832.4105 8.10
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1776.7963 TGAEEVYQLGPLNEYE 261.2846 1776.7973 30.3975 1123 2 888.9023 1.1432
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2906.9360 35317.7445 27 62.46 None 1950.9080 TGAEEVYQLGPLNEYER 458.1109 1950.9194 26.8187 12159 3 650.9780 5.19
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1081.8440 35317.7445 27 62.46 None 1967.9345 TGAEEVYQLGPLNEYER 21191.4200 1967.9310 29.0250 32090 2 984.4691 ‐0.4888
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1081.8440 35317.7445 27 62.46 None 977.4687 GPLNEYER 368.5034 977.4660 30.5019 3569 1 977.4660 ‐1.0783
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1081.8440 35317.7445 27 62.46 None 1950.9080 TGAEEVYQLGPLNEYER 1069.3540 1950.9113 27.7643 3738 3 650.9753 1.90
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1501.8009 ANTFVAEVLGLDPR 3376.2360 1501.8019 21.2524 17426 2 751.4046 0.4856
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1799.0459 VAILGAAGGIGQSLSLLMK 8156.7470 1799.0453 22.6779 13822 2 900.0263 ‐0.0295
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 4187.2387 EVDVPVVGGHAGVTILPLLSQVKPPSSFTPQ 828.7477 4187.2219 22.3865 13539 4 1047.5609 ‐3.4746
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1157.6888 LLGVTTLDVAR 12948.5900 1157.6904 17.6487 12231 2 579.3488 0.6120
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 2122.1577 QLEDALTGMDLVIIPAGIPR 9239.6140 2122.1511 22.4170 10452 2 1061.5792 ‐2.2846
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTG 6572.5760 3490.7832 23.8464 10288 4 873.4513 0.4815
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1440.7151 AGAGSATLSMAYAAAK 4254.2640 1440.7186 15.6734 10276 2 720.8629 2.1208
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1967.9345 TGAEEVYQLGPLNEYER 542.6157 1967.9398 22.3766 4443 2 984.4736 3.58
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAAAK 374.0173 2666.3266 19.7744 21321 3 889.4470 ‐6.3675
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 Carbamidomethyl+C(11) 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 1252.4570 2916.4644 22.4867 5849 3 972.8263 3.79
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1026.5288 TLSMAYAAAK 384.6279 1026.5277 15.9692 5022 2 513.7675 ‐2.0863



NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1967.0266 VVEAKAGAGSATLSMAYAAAK 133.9078 1967.0308 19.7739 3543 2 984.0190 2.60
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2570.5140 35317.7445 27 62.46 None 1354.6961 IQNGGTEVVEAKAG 116.9186 1354.6923 21.0064 1113 2 677.8498 ‐3.1959
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 907.5247 NLLSVAYK 17498.8200 907.5267 15.9879 30245 2 454.2670 1.1566
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1624.8541 LLDSHLIPSAGASESK 5867.6760 1624.8540 15.5814 6654 3 542.2895 ‐0.8022
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1213.5769 TAAEDTMLAYK 5391.3990 1213.5776 21.7259 6186 2 607.2925 0.1219
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 3313.6508 QAFEEAIAELDTLGEESYKDSTLIMQLLR 1479.6910 3313.6279 25.6298 5151 3 1105.2141 ‐5.8046
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1017.4710 DQYVYMAK 2550.2110 1017.4672 16.6178 1325 1 1017.4672 ‐2.2007
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1474.7285 NDEHVSLVKDYR 1114.8920 1474.7354 20.3720 1669 2 737.8714 4.89
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 1341.6719 KTAAEDTMLAYK 2168.6450 1341.6720 17.0754 1356 2 671.3396 ‐0.1366
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 889.5142 NLLSVAYK 161.1531 889.5141 16.0599 1607 2 445.2607 ‐1.1463
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 890.4982 NLLSVAYK 96.5429 890.5041 16.3565 1126 2 445.7557 5.48
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2432.6140 27832.5437 19 34.55 None 3296.6243 QAFEEAIAELDTLGEESYKDSTLIMQLLR 240.4433 3296.6254 25.7977 968 3 1099.5467 1.07
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 907.5247 NLLSVAYK 24781.7200 907.5267 15.9879 30245 2 454.2670 1.0675
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 1189.6609 DSTLIMQLLR 16110.7400 1189.6640 21.2562 14458 2 595.3356 1.56
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 1624.8541 LLDSHLIPSAGASESK 2191.4000 1624.8540 15.5814 6654 3 542.2895 ‐0.5761
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 1017.4710 DQYVYMAK 818.7902 1017.4672 16.6178 1325 1 1017.4672 ‐2.5359
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 1341.6719 KTAAEDTMLAYK 552.7037 1341.6720 17.0754 1356 2 671.3396 ‐0.3244
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 680.3978 LSVAYK 7043.8020 680.3972 15.9916 4466 1 680.3972 ‐0.8913
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 889.5142 NLLSVAYK 185.0094 889.5141 16.0599 1607 2 445.2607 ‐1.2313
NP_001031868.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1629.9750 27832.5437 19 34.55 None 890.4982 NLLSVAYK 133.4463 890.5041 16.3565 1126 2 445.7557 5.96
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1581.8370 TIEKPVEDPSELPK 102364.5000 1581.8351 20.3339 207029 3 527.9499 ‐2.0273
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1763.9174 VETLLNLDTKPYSDR 19530.3100 1763.9167 26.9582 100062 3 588.6437 ‐1.0113
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 32525.0500 2564.3044 22.4430 71500 2 1282.6558 2.36
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 20500.2600 3000.3996 20.8759 69225 3 1000.8047 0.3031
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 545.3293 LSLNV 5627.0340 545.3291 25.4424 52326 1 545.3291 ‐0.6822
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 8473.8420 2676.2667 21.9906 51117 3 892.7604 ‐0.9688
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 899.5673 AILNLSLR 18390.3500 899.5653 17.8092 48744 2 450.2863 ‐3.2921
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 16487.8300 2623.3298 18.6702 47876 3 875.1148 0.3823
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEAL 9775.5200 3842.9773 25.5458 34186 3 1281.6640 ‐1.2008
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1775.9690 IIAEYIWIGGSGIDLR 37213.0600 1775.9710 37.0929 21652 2 888.4891 1.62
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1135.5994 EEGGFEVIKK 48025.0900 1135.6003 18.7866 12141 2 568.3038 0.2451
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1007.5044 EEGGFEVIK 48070.7900 1007.5053 22.3136 11671 2 504.2563 0.0446
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2170.3940 2467.2186 32.9250 10361 2 1234.1129 ‐2.2701
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1361.6080 EHISAYGEGNER 52909.5100 1361.6122 14.0186 6668 3 454.5423 2.0317
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1509.7730 SMREEGGFEVIKK 9046.5720 1509.7732 19.1073 21416 3 503.9293 ‐0.7275
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1481.7231 DTEAKGKGYLEDR 459.5388 1481.7360 20.3965 2743 2 741.3717 8.55
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 2303.1707 EVPWFGIEQEYTLLQQNVK 2724.2170 2303.1707 22.4206 14020 3 768.3951 0.0078
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1235.5725 SMREEGGFEVI 236.8654 1235.5751 17.3789 6255 2 618.2912 1.71
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 651.3461 GGNNILV 144.6936 651.3432 18.6114 5464 1 651.3432 ‐4.1993
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 670.3770 PSELPK 180.0137 670.3762 21.7060 3939 1 670.3762 ‐1.0003
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1047.5582 KGKGYLEDR 250.3542 1047.5580 18.6655 2569 2 524.2826 ‐0.9182
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1192.5844 DTEAKGKGYLE 189.1970 1192.5861 20.7205 2402 1 1192.5861 3.27
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 530.3297 LAAQK 78.6527 530.3306 25.3916 1895 1 530.3306 1.60
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1241.6736 PTLEAEALAAQK 125.2153 1241.6687 24.6869 1769 2 621.3380 ‐4.3579
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 943.5571 TLLQQNVK 391.2300 943.5531 22.8922 1435 2 472.2802 ‐5.2573
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 698.4196 LNLSLR 136.5518 698.4184 18.7767 1184 1 698.4184 ‐1.2585
NP_001031969.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 1565.7053 PGPQGPYYCGVGADK 200.1265 1565.6973 20.3875 806 2 783.3523 ‐4.9663
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 907.5247 NLLSVAYK 24781.7200 907.5267 15.9879 30245 2 454.2670 1.0675
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 1108.0520 2434.2637 22.1041 15961 3 812.0927 0.0222
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 1189.6609 DSTLIMQLLR 16110.7400 1189.6640 21.2562 14458 2 595.3356 1.56
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 3285.6195 QAFDDAIAELDTLGEESYKDSTLIMQLLR 3539.1140 3285.6090 25.6066 3294 3 1095.8745 ‐1.7647
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 1334.5643 YEEMVEFMEK 1211.2550 1334.5651 17.3695 1599 2 667.7862 0.1451
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 1081.5888 LIPSASPAESK 751.7416 1081.5892 20.2942 13068 2 541.2982 ‐0.5123
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 680.3978 LSVAYK 7043.8020 680.3972 15.9916 4466 1 680.3972 ‐0.8913
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 889.5142 NLLSVAYK 185.0094 889.5141 16.0599 1607 2 445.2607 ‐1.2313
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 2012.9130 28605.2838 9 27.56 None 890.4982 NLLSVAYK 133.4463 890.5041 16.3565 1126 2 445.7557 5.96
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 4455.4400 1263.5992 20.9248 6369 2 632.3033 ‐0.8377
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1359.7478 LLSGESGISLIDR 2417.3260 1359.7436 28.1121 5324 2 680.3754 ‐3.3081
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1159.5266 GFSSEGYIDGK 2346.2860 1159.5279 20.5797 4014 2 580.2676 0.5876
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 2307.0818 DGFVMGEGAGVLVMESLEHAMK 599.5455 2307.0847 33.5348 3580 2 1154.0460 2.15
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1529.6979 NDDPQTASRPWDK 867.7823 1529.6973 16.9978 3459 3 510.5706 ‐1.2558
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 Carbamidomethyl+C(6) 1956.0042 SMIGHCLGAAGGLEAIATVK 586.0347 1955.9898 35.2361 1577 2 978.4985 ‐6.4904
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 2217.0683 FGGQIRGFSSEGYIDGKNER 773.5960 2217.0819 30.4277 5770 3 739.6988 6.0107
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1345.6279 DGFVMGEGAGVLVM 176.9118 1345.6304 32.2354 1370 1 1345.6304 4.10
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1511.6873 NDDPQTASRPWDK 684.2175 1511.6859 16.7323 13440 2 756.3466 ‐0.8802
NP_001032018.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 45129.0609 10 16.99 None 1512.6714 NDDPQTASRPWDK 276.7289 1512.6644 17.0106 1532 2 756.8358 ‐4.5431
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 28172.2500 2506.3275 19.3704 158604 3 836.1140 ‐0.6025
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1025.6102 IGGIGTVPVGR 64851.6600 1025.6106 22.0666 149082 2 513.3089 ‐0.4764
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 18557.4000 1451.6737 19.9860 97574 3 484.5628 ‐0.8806
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 975.5510 LPLQDVYK 11495.2300 975.5511 23.2033 66993 2 488.2792 ‐0.7999
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1026.4891 STNLDWYK 28143.3500 1026.4898 22.9397 56162 2 513.7485 ‐0.1094
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 780.4138 YDEIIK 4140.5480 780.4159 17.7124 6636 2 390.7116 1.20
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1634.9013 FHINIVVIGHVDSGK 1068.7700 1634.9112 29.5691 893 3 545.6419 5.47
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1007.5520 ARYDEIIK 16454.5700 1007.5517 18.4517 38150 2 504.2795 ‐1.1632
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 855.5047 GIGTVPVGR 636.4212 855.5040 22.0694 2126 1 855.5040 0.1071
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 861.4465 ARYDEII 109.2840 861.4408 19.3089 2065 1 861.4408 ‐5.6596
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 628.3777 TVPVGR 157.1642 628.3790 22.0631 1779 1 628.3790 2.1632
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 798.4832 IGTVPVGR 198.6643 798.4836 22.0659 1361 1 798.4836 1.71



NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 611.2824 DWYK 47.3676 611.2794 24.1024 1291 1 611.2794 ‐4.8192
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1264.6783 TFAPTGLTTEVK 123.3626 1264.6715 20.0200 1204 1 1264.6715 ‐2.9644
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 1163.6307 FAPTGLTTEVK 166.4637 1163.6224 19.3703 1065 1 1163.6224 ‐5.0662
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 625.3457 FHINI 142.1450 625.3439 29.5398 890 1 625.3439 ‐2.8067
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 4925.4370 44698.3231 17 21.50 None 989.5415 ARYDEIIK 123.0753 989.5470 20.3299 1481 2 495.2771 4.88
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 980.0615 21047.2994 2 18.42 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 7574.1510 2242.1664 39.5803 11301 3 748.0603 1.0976
NP_001032129.1 adenylate kinase 1 Arabidopsis thaliana 980.0615 21047.2994 2 18.42 None 1617.8483 VLNFAIDDAILEER 1939.6080 1617.8489 34.4580 10528 2 809.4281 0.8874
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1611.9105 ALLDDPVFRPLVEK 52937.8600 1611.9112 19.0634 103100 3 537.9753 ‐0.0669
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 2069.0808 QMGLSDKDIVALSGAHTLGR 25038.8000 2069.0832 17.0406 74646 4 518.0262 0.5932
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 49596.0900 2280.0559 21.7734 68975 2 1140.5316 ‐1.0712
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 43247.1700 1635.7348 14.5756 17318 3 545.9164 0.3923
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 2064.8644 YAADEDAFFADYAEAHMK 4939.7830 2064.8645 18.2416 10597 3 688.9597 0.0306
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1906.9518 FDAEQAHGANSGIHIALR 3449.4160 1906.9528 15.0646 8860 4 477.4937 ‐0.1131
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1309.7223 DIVALSGAHTLGR 280.6362 1309.7584 19.1306 29964 2 655.3828 27.0867
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1314.7052 DDPVFRPLVEK 5320.7590 1314.7075 19.0635 5748 2 657.8574 1.07
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 798.4217 SGAHTLGR 94.2228 798.4173 18.0272 4170 1 798.4173 ‐5.0297
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 888.5302 FRPLVEK 187.3106 888.5327 19.8676 2596 1 888.5327 3.67
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1528.7318 TSNPLIFDNSYFK 471.9277 1528.7304 21.7633 1728 2 764.8688 ‐1.0930
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 12023.8600 27805.3852 12 41.77 None 1427.7893 LDDPVFRPLVEK 300.3612 1427.7916 20.0304 1640 2 714.3994 1.70
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 1025.6102 IGGIGTVPVGR 79953.8200 1025.6106 22.0666 149082 2 513.3089 ‐0.5565
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 31998.4300 1451.6738 19.9845 97098 3 484.5628 ‐0.8388
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 975.5510 LPLQDVYK 13746.5400 975.5511 23.2033 66993 2 488.2792 ‐0.9058
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 1026.4891 STNLDWYK 37861.3200 1026.4898 22.9352 55347 2 513.7485 ‐0.2090
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 914.5669 QTVAVGVIK 5670.6480 914.5669 19.9406 47103 2 457.7871 ‐1.2049
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 1634.9013 FHINIVVIGHVDSGK 275.6682 1634.8773 22.6382 14756 2 817.9423 ‐14.1729
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 1196.5616 FEKEAAEMNK 367.3910 1196.5744 30.2471 878 2 598.7908 10.1830
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 838.4094 NLDWYK 3707.3900 838.4106 22.9370 5086 1 838.4106 2.61
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 1113.6204 FHINIVVIGH 124.4499 1113.6256 23.0705 3032 2 557.3164 3.52
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 855.5047 GIGTVPVGR 740.0449 855.5040 22.0694 2126 1 855.5040 0.3449
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 685.4607 VAVGVIK 444.3080 685.4613 19.9359 2002 1 685.4613 1.68
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 512.2616 FHIN 79.9231 512.2592 24.4945 1964 1 512.2592 ‐4.8122
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 628.3777 TVPVGR 172.2450 628.3790 22.0631 1779 1 628.3790 2.83
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 798.4832 IGTVPVGR 215.6480 798.4836 22.0659 1361 1 798.4836 1.42
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 4664.4640 41716.3073 15 19.62 None 896.5564 QTVAVGVIK 139.8934 896.5543 19.9426 1770 2 448.7808 ‐3.5175
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1037.6717 AVALVLPNLK 32790.3400 1037.6723 18.4559 89936 2 519.3398 ‐0.3372
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1456.7795 VVDLADIVANNWK 94203.7000 1456.7785 20.6445 71346 2 728.8929 ‐0.8809
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1780.0215 VPTPNVSVVDLVVQVSK 9423.5580 1780.0219 20.9199 71278 2 890.5146 0.5250
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1786.8184 VIAWYDNEWGYSQR 68996.7400 1786.8176 18.5017 52428 2 893.9124 ‐0.1475
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1908.1164 VPTPNVSVVDLVVQVSKK 1842.5970 1908.1188 19.9913 30143 3 636.7111 1.0524
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1384.7795 AAALNIVPTSTGAAK 21245.1800 1384.7788 15.4438 8561 2 692.8930 ‐0.8370
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 Carbamidomethyl+C(27)
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 1350.2280 1833.9279 22.1009 2174 2 917.4676 12.37
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 2139.0717 TFAEEVNAAFRDAAEKELK 236.4671 2139.0235 20.7667 970 3 713.6794 ‐22.4342
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 867.5662 ALVLPNLK 2286.2980 867.5671 18.4565 6995 1 867.5671 1.09
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 683.4450 VLPNLK 1310.1530 683.4455 18.4567 3814 1 683.4455 0.6660
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1258.6426 DLADIVANNWK 996.3543 1258.6394 20.6321 2243 1 1258.6394 ‐0.5158
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 796.5291 LVLPNLK 1041.7040 796.5304 18.4567 2221 1 796.5304 1.36
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 731.3835 VANNWK 111.0546 731.3801 21.0339 2041 1 731.3801 ‐4.5559
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1482.8526 PNVSVVDLVVQVSK 183.6241 1482.8464 20.4047 1575 2 741.9268 ‐4.4053
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 9798.6880 34560.8260 16 44.79 None 1762.0109 VPTPNVSVVDLVVQVSK 150.4897 1762.0173 20.9839 1087 3 588.0106 3.75
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 41674.6200 1797.8356 22.4885 39334 3 599.9501 0.4320
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 1099.6358 VSAVDLSLAPK 58264.6800 1099.6348 24.9177 37770 2 550.3211 ‐1.5537
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 916.5350 ALLTLEEK 8091.6360 916.5351 23.4056 15252 2 458.7712 ‐0.9944
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 1661.8240 2191.1035 42.6265 2537 2 1096.0554 0.2429
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 4280.7150 2984.5554 38.5503 14073 4 746.8943 1.98
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 2174.1227 IDDKWVTDSDVIVGILEEK 2170.2480 2174.1257 37.6744 7540 3 725.3801 1.1013
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 1817.9432 TEEKYVISGWAPKVNP 339.1384 1817.9531 30.8910 3940 3 606.6559 4.37
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 842.4982 VDLSLAPK 291.3559 842.4967 26.1037 6228 1 842.4967 ‐0.6417
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 1847.0280 1556.6970 22.4834 3622 2 778.8521 4.1518
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 None 1000.5673 SAVDLSLAPK 4394.8890 1000.5670 24.9065 2814 1 1000.5670 1.53
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 1484.9950 1655.7642 22.4870 2362 2 828.3857 3.28
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 Carbamidomethyl+C(7) 1428.6325 PDHLGDCPFSQR 841.8732 1428.6396 22.4779 1012 2 714.8234 4.73
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6834.9590 23568.8964 13 46.70 Carbamidomethyl+C(4) 1079.4939 LGDCPFSQR 131.2052 1079.4864 21.1583 877 1 1079.4864 ‐4.9022
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 Carbamidomethyl+C(3)
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 8905.3990 1347.6097 28.3007 23716 2 674.3085 1.81
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1366.6849 LVYTNDQGETVK 20230.5600 1366.6859 17.1773 17836 2 683.8466 0.5485
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1387.7064 EGQSVGVIADGIDK 48493.6300 1387.7060 23.0026 16352 2 694.3567 ‐0.3772
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 6228.6260 2486.1936 40.6922 8298 3 829.4027 1.17
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 823.4308 VDYAISR 5317.0780 823.4299 16.7511 5951 2 412.2186 ‐2.2935
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1945.0212 DPNATVIMLATGTGIAPFR 2324.0450 1945.0219 37.1571 5787 2 973.0146 1.59
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1265.6161 KAEQWNVEVY 6608.3280 1265.6171 25.5910 14173 2 633.3122 0.4247
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1522.7860 RLVYTNDQGETVK 756.4039 1522.7876 21.8463 5194 2 761.8975 1.1708
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 1889.6020 1792.8086 31.4433 1948 2 896.9079 1.63
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 Carbamidomethyl+C(7) 1423.7250 EPYTGKCLLNTK 250.8620 1423.7369 17.6853 877 2 712.3721 8.13
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 509.2606 VEVY 93.0722 509.2618 23.5293 3400 1 509.2618 2.0003
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 Carbamidomethyl+C(4) 870.4212 VYMCGLK 109.5117 870.4210 28.3083 1915 1 870.4210 0.7254
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 1084.5422 KAEQWNVEV 132.4627 1084.5452 23.7207 1247 1 1084.5452 4.35
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 4066.9250 39575.2615 23 36.86 None 985.4738 KAEQWNVE 181.2429 985.4717 25.6038 911 1 985.4717 ‐0.6758
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 Carbamidomethyl+C(3)



NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10226.5900 1347.6097 28.3007 23716 2 674.3085 1.35
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 None 1366.6849 LVYTNDQGETVK 5970.6740 1366.6859 17.1773 17836 2 683.8466 0.6437
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 1306.5730 2486.1835 40.8373 2515 2 1243.5954 ‐0.4293
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 None 1508.7340 VDYAISREQANDK 371.4880 1508.7454 16.7998 4341 3 503.5867 6.20
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 None 1265.6161 KAEQWNVEVY 7543.7420 1265.6171 25.5910 14173 2 633.3122 0.4680
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 2132.4210 1792.8086 31.4433 1948 2 896.9079 1.06
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 1268.8100 39575.2615 23 36.86 None 985.4738 KAEQWNVE 173.3506 985.4717 25.6038 911 1 985.4717 ‐0.3905
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1625.8567 MVLAASGVEHEELLK 854.1858 1625.8606 25.8746 8418 3 542.6250 1.10
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1859.9286 NPAFLDWEVNEELRK 1506.2100 1859.9320 30.8204 5285 3 620.6488 1.93
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1731.8337 NPAFLDWEVNEELR 177.5443 1731.8417 31.8661 7481 2 866.4245 5.19
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1298.6297 EQMSYTIDALK 1012.4580 1298.6365 23.0254 5848 2 649.8219 4.79
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 2622.2318 YASSSAVAETSSSTPAYLSWLSGGSR 212.4314 2622.2063 33.6970 3556 3 874.7403 ‐9.5712
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 872.5088 VEIAELAK 257.6787 872.4841 38.1527 2580 1 872.4841 ‐27.0343
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1028.4796 SQYVGGDFR 938.5132 1028.4934 26.5705 1821 1 1028.4934 15.2733
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1462.7132 EIEAIGGNTSASASR 295.7250 1462.7153 31.0076 1681 2 731.8613 1.00
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 599.4600 2323.1546 35.6902 1527 2 1162.0809 7.42
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 975.4928 MIAAEDIGR 447.6118 975.4635 38.7800 1506 1 975.4635 ‐28.3719
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1866.9266 MIAAEDIGRQILTYGES 1427.3560 1866.9100 33.1625 2249 2 933.9586 ‐7.8448
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 Oxidation+M(18) 2758.3200 EIEAIGGNTSASASREQMSYTIDALK 436.6796 2758.3194 43.6797 1121 3 920.1113 0.0701
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 995.4979 MVLAASGVEH 284.1820 995.4907 27.9616 43095 1 995.4907 ‐5.4578
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 867.4207 EIEAIGGNT 82.9717 867.4235 30.7734 5649 1 867.4235 4.38
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Ara 196.2544 48786.4580 15 6.65 None 1479.7512 MVLAASGVEHEELL 220.1020 1479.7503 25.9047 1134 3 493.9216 ‐1.5305
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 5978.9170 1474.7554 21.1944 45560 2 737.8814 ‐1.0926
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 2099.9954 IVMELYADTTPETAENFR 11707.5000 2099.9886 30.3144 43773 2 1050.4980 ‐2.0815
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 1116.5394 VYFDMTVGGK 6814.2180 1116.5398 16.6142 22558 2 558.7735 ‐0.2807
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 1651.9279 HVVFGQVVEGLNVVR 8075.3550 1651.9282 18.2936 21992 3 551.3143 ‐0.5020
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 1168.6361 FKDENFIKK 5706.1270 1168.6375 16.8663 10432 3 390.2173 ‐0.0689
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 1018.4914 IVMELYADT 181.8376 1018.4860 30.1002 1078 1 1018.4860 ‐3.7293
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3203.3930 16163.0733 13 43.71 None 2082.9688 IVMELYADTTPETAENFR 344.9081 2082.9705 31.8025 1235 2 1041.9889 1.24
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1484.1260 16163.0733 13 43.71 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 6358.8480 1474.7554 21.1944 45560 2 737.8814 ‐0.9418
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1484.1260 16163.0733 13 43.71 None 2099.9954 IVMELYADTTPETAENFR 7504.3970 2099.9884 30.3121 42880 2 1050.4979 ‐1.7093
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1484.1260 16163.0733 13 43.71 None 3568.7087 VYFDMTVGGKSAGRIVMELYADTTPETAEN 754.2476 3568.6785 40.1852 1708 3 1190.2310 ‐7.4113
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1484.1260 16163.0733 13 43.71 None 2082.9688 IVMELYADTTPETAENFR 197.7692 2082.9705 31.8025 1235 2 1041.9889 2.59
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1519.9380 16163.0733 13 43.71 None 1116.5394 VYFDMTVGGK 9880.5490 1116.5398 16.6142 22558 2 558.7735 ‐0.4173
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1519.9380 16163.0733 13 43.71 None 1651.9279 HVVFGQVVEGLNVVR 8713.6750 1651.9282 18.2936 21992 3 551.3143 ‐0.2739
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1618.8660 VASPQQAQEVHVAVR 12337.8500 1618.8736 18.5369 59972 3 540.2960 3.89
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1303.6641 IDISGQNSWVGK 9496.9260 1303.6649 23.8363 23975 2 652.3361 0.3688
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1435.7427 GGAFTGEISVEQLK 7458.4860 1435.7432 27.2964 19622 2 718.3752 0.3622
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1371.7267 HVIGEKDEFIGK 1250.5730 1371.7302 18.4127 3533 3 457.9149 1.88
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 866.5861 1821.9251 39.8778 11266 2 911.4662 ‐8.0707
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1649.8493 IIYGGSVNGGNSAELAK 307.1221 1649.8545 27.0807 5533 2 825.4309 3.90
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1577.8533 GPEFATIVNSVTSKK 101.5328 1577.8199 28.7615 3671 2 789.4136 ‐20.8141
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1139.5480 IDISGQNSWVG 465.9891 1139.5459 22.5324 1987 2 570.2766 ‐2.4535
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 Carbamidomethyl+C(3) 790.4128 IACIGEK 102.3298 790.4085 38.9324 1129 1 790.4085 ‐4.5310
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1440.5200 32477.6350 10 28.76 None 1631.8388 IIYGGSVNGGNSAELAK 211.7702 1631.8465 28.0163 1778 2 816.4269 5.49
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 886.5608 ALVTLIEK 44669.5700 886.5604 25.2232 38599 2 443.7838 ‐1.6726
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 1102.5680 VYGPHFASPK 21287.3100 1102.5691 18.5966 29338 2 551.7882 0.2919
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 702.4396 VTLIEK 24109.0200 702.4392 25.2217 9065 1 702.4392 ‐0.0464
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 840.4363 GPHFASPK 4883.5530 840.4341 18.6066 2618 1 840.4341 ‐1.4343
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 549.3031 FASPK 78.3962 549.3045 18.5069 2246 1 549.3045 2.28
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 3435.1190 18678.6004 6 10.84 None 815.5237 LVTLIEK 789.9583 815.5245 25.2207 1363 1 815.5245 1.78
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 1439.8104 VLQNPIVTEVAEK 1637.2260 1439.8085 26.2955 10379 2 720.4079 ‐1.4004
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 1084.4979 AMEALYDSGK 4764.7790 1084.5011 19.1620 6817 2 542.7542 2.1612
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 Carbamidomethyl+C(3) 2206.1611 LPCVGLGTYAMVATAIEQAIK 1229.1670 2206.1634 24.9454 5595 3 736.0593 0.9482
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 1026.5255 FFELNTGAK 2517.9750 1026.5277 15.9692 5022 2 513.7675 1.46
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 2309.1700 LKENLDVFDWSIPEDLFTK 3245.1740 2309.1724 22.8442 3935 3 770.3956 1.0371
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 2644.4021 TLQDLQIDYVDLYLIHWPASLK 686.2819 2644.3888 39.2706 2397 3 882.1344 ‐4.6634
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 1009.5313 AIGVSNFSSK 552.2819 1009.5251 29.3354 7824 2 505.2662 ‐6.9746
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 3370.6255 ESLMPTPEMLTKPDITSTWKAMEALYDSGK 419.8484 3370.6076 21.6084 1768 3 1124.2074 ‐4.1324
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 14 32.41 None 849.4353 PEDLFTK 95.1480 849.4368 21.4682 8852 1 849.4368 2.65
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 181.5396 32302.2516 14 32.41 None 1439.8104 VLQNPIVTEVAEK 1648.6040 1439.8085 26.2955 10379 2 720.4079 ‐1.2676
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 181.5396 32302.2516 14 32.41 None 1516.7754 GVHLSGYSPLGSQSK 282.0989 1516.7730 20.4301 925 2 758.8901 ‐1.3388
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 181.5396 32302.2516 14 32.41 Carbamidomethyl+C(10)
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 181.5396 32302.2516 14 32.41 None 1099.5994 NPIVTEVAEK 305.5290 1099.6056 26.3241 2431 2 550.3065 4.06
NP_001078019.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 181.5396 32302.2516 14 32.41 None 1227.6579 QNPIVTEVAEK 161.8894 1227.6548 27.8720 1443 2 614.3311 ‐2.9502
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1092.5684 IGYDNAAAVAK 17186.5400 1092.5702 18.2773 13495 2 546.7888 0.9931
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1345.6780 AIMQAAQEVAEGK 3912.8320 1345.6807 24.0469 11165 2 673.3440 1.68
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1791.9599 LYQLAQGGTAVGTGLNTK 3151.7960 1791.9589 15.8596 8458 2 896.4831 0.0222
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1436.7090 VNMEYGLDPTIGK 2964.4780 1436.7147 26.2164 6093 2 718.8610 3.70
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 3212.5542 LNDHFPLVVWQTGSGTQSNMNANEVIAN 1110.1860 3212.5415 19.2751 3470 3 1071.5187 ‐2.9265
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 944.4908 GIEANRER 194.8402 944.4871 16.9481 1369 2 472.7472 ‐4.8700
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 Carbamidomethyl+C(1) 1866.9089 CAAKVNMEYGLDPTIGK 644.1558 1866.9100 33.1625 2249 2 933.9586 1.54
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 2789.4217 IGRTHTQDATPLTLGQEFGGYATQVK 589.6290 2789.4363 22.9859 777 3 930.4836 5.07
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 860.4836 AVGTGLNTK 227.4678 860.4872 16.4873 7229 1 860.4872 5.1383
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1186.6062 QGGTAVGTGLNTK 1520.0380 1186.6066 15.7109 2215 2 593.8070 ‐0.2002
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 1223.5977 MEYGLDPTIGK 167.6273 1223.5999 25.4890 1784 1 1223.5999 4.1292
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 19 18.70 None 927.4643 GIEANRER 96.2679 927.4585 16.7166 879 1 927.4585 ‐4.9951
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 1092.5684 IGYDNAAAVAK 13594.4900 1092.5702 18.2773 13495 2 546.7888 0.9474
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 1345.6780 AIMQAAQEVAEGK 1672.8360 1345.6809 24.0516 10204 2 673.3441 1.11



NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 1436.7090 VNMEYGLDPTIGK 4638.4160 1436.7147 26.2164 6093 2 718.8610 4.0482
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 944.4908 GIEANRER 277.2570 944.4871 16.9481 1369 2 472.7472 ‐4.9918
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 1988.0335 IAAAVAEETNLPFVTAENK 405.2135 1987.9806 31.7921 16251 3 663.3317 ‐27.0471
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 2463.2150 THTQDATPLTLGQEFGGYATQVK 442.0980 2463.2150 30.4747 4547 3 821.7432 ‐0.0107
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 515.1913 53512.8464 19 18.70 None 729.4254 AAEILGR 257.5821 729.4164 21.7270 1681 1 729.4164 ‐11.5675
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2720.5100 30675.0078 7 22.65 None 1411.8407 GTVEIITPVELIK 38762.1700 1411.8412 34.1644 24213 2 706.4243 0.2943
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2720.5100 30675.0078 7 22.65 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLN 6704.6450 3550.9002 23.6357 16630 3 1184.3049 ‐2.9542
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2720.5100 30675.0078 7 22.65 None 1937.0015 NALAIAVATEYTFPQAEK 2717.7940 1937.0010 32.7772 3050 2 969.0041 0.5782
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1905.8840 30675.0078 7 22.65 None 1411.8407 GTVEIITPVELIK 35693.6800 1411.8412 34.1644 24213 2 706.4243 0.4128
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1905.8840 30675.0078 7 22.65 None 1045.5888 VGSSEAALLAK 4702.7560 1045.5897 19.8307 23539 2 523.2985 0.0265
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 1905.8840 30675.0078 7 22.65 None 1858.9658 FAVASVAAVSADAGGGAPAAAK 1420.0240 1858.9090 32.2098 2195 2 929.9581 ‐29.4779
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 670.6745 30675.0078 7 22.65 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLN 5661.2820 3550.9002 23.6357 16630 3 1184.3049 ‐2.5850
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 409.1483 46042.8078 5 15.17 None 2059.0892 IQVGVFSATMPPEALEITR 4780.1470 2059.0900 20.6228 8833 2 1030.0486 1.0632
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 409.1483 46042.8078 5 15.17 None 1920.9953 FYNVVVEELPSNVADLL 1962.7740 1920.9925 23.7668 6365 2 960.9999 ‐0.9748
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 409.1483 46042.8078 5 15.17 None 2895.4999 GIDVQQVSLVINFDLPTQPENYLHR 317.9518 2895.4484 21.6297 3092 3 965.8210 ‐16.8307
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 409.1483 46042.8078 5 15.17 None 894.4754 MLFDIQK 4619.8400 894.4746 17.0528 2780 2 447.7409 ‐1.9693
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 409.1483 46042.8078 5 15.17 None 2096.9991 ADNIKMFVLDEADEMLSR 2789.1190 2096.9976 20.6440 9626 3 699.6707 ‐0.6754
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 7718.7390 3007.5836 21.3008 46261 3 1003.1994 0.4176
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1590.9214 ALEGADLVIIPAGVPR 52745.2600 1590.9211 19.4551 40515 2 795.9642 0.0477
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1318.7001 DDLFNINAGIVK 21692.6300 1318.6994 31.4503 29764 2 659.8533 ‐0.8433
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1219.7045 LFGVTTLDVVR 9539.1840 1219.7045 19.2734 15063 2 610.3559 ‐0.4961
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1471.6370 SQVSGYMGDDDLGK 3320.2370 1471.6365 21.3159 3925 2 736.3219 ‐0.3436
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 Carbamidomethyl+C(2) 2876.4685 YCPQALVNMISNPVNSTVPIAAEIFK 347.5618 2876.4226 24.0104 2725 3 959.4790 ‐15.3393
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1347.7995 KLFGVTTLDVVR 1471.3610 1347.8003 17.7729 7170 2 674.4038 0.3895
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1787.9511 QGLLRRGFASESVPDR 271.6074 1787.9601 21.0896 1138 3 596.6582 4.62
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 769.4090 ALEGADLV 850.1301 769.4045 19.5015 3297 1 769.4045 ‐5.2804
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 959.5520 GVTTLDVVR 811.5912 959.5535 18.6978 1143 2 480.2804 0.5762
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4710.5380 33304.4075 11 39.56 None 1201.6939 LFGVTTLDVVR 243.6266 1201.6878 19.8488 3109 2 601.3475 ‐5.6143
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 5668.1690 2485.2770 42.3808 6560 3 829.0972 ‐0.2019
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 2283.6660 2711.3873 42.1334 4082 3 904.4673 ‐0.0377
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 1116.5870 GLFPMLADPR 1009.5310 1116.5843 25.1077 27584 2 558.7958 ‐3.0741
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 1173.5939 VFNQDLYFK 263.0579 1173.5712 18.9218 810 2 587.2892 ‐19.9044
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 Carbamidomethyl+C(4) 1487.8251 VVVCQKVGDASVVK 1213.4990 1487.8183 19.4714 1865 2 744.4128 ‐4.5478
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 Carbamidomethyl+C(2) 1974.9630 ICAEAEKVFNQDLYFK 415.8764 1974.9598 36.3577 827 2 987.9835 ‐0.7308
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 432.2817 SVVK 65.4237 432.2796 20.2852 48045 1 432.2796 ‐5.2963
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 None 1057.4989 FNQDLYFK 181.8745 1057.4977 18.8339 1538 2 529.2525 ‐1.9531
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 440.8756 52288.9193 14 21.52 Carbamidomethyl+C(2) 1956.9524 ICAEAEKVFNQDLYFK 137.3016 1956.9438 36.0048 2142 2 978.9755 ‐3.5549
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 601.9849 52288.9193 14 21.52 None 1116.5870 GLFPMLADPR 1647.0010 1116.5848 25.0609 22762 2 558.7960 ‐2.6844
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 601.9849 52288.9193 14 21.52 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 7972.0750 2485.2770 42.3808 6560 3 829.0972 ‐0.3728
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 601.9849 52288.9193 14 21.52 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 2327.7620 2711.3873 42.1334 4082 3 904.4673 ‐0.2482
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 601.9849 52288.9193 14 21.52 None 3020.4775 GDTIFVGQYLFTGSETTSVWLEVDEVK 507.5060 3020.4776 40.5396 973 3 1007.4974 0.5498
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 601.9849 52288.9193 14 21.52 Carbamidomethyl+C(2) 1974.9630 ICAEAEKVFNQDLYFK 640.1962 1974.9598 36.3577 827 2 987.9835 ‐0.3228
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 1434.7111 LTPDYDALDVANK 38343.9600 1434.7104 25.0835 34732 2 717.8588 ‐0.5913
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 1140.5605 YPLTTESAMK 3073.2980 1140.5613 19.9091 21517 2 570.7843 0.0681
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 2151.1155 LDHYQILKYPLTTESAMK 232.3071 2151.1205 40.9411 931 2 1076.0639 3.20
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 845.4363 DALDVANK 206.2897 845.4345 23.6795 4355 1 845.4345 ‐1.2669
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 1123.5266 DYDALDVANK 219.7482 1123.5206 22.8391 1203 1 1123.5206 ‐3.3888
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3575.7060 16743.9467 9 20.95 None 2133.1049 LDHYQILKYPLTTESAMK 216.9845 2133.1008 40.0533 1394 3 711.7051 ‐2.0828
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3109.5830 16743.9467 9 20.95 None 1434.7111 LTPDYDALDVANK 32474.3700 1434.7104 25.0835 34732 2 717.8588 ‐0.4610
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3109.5830 16743.9467 9 20.95 None 1140.5605 YPLTTESAMK 3805.1460 1140.5613 19.9091 21517 2 570.7843 0.0471
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 3109.5830 16743.9467 9 20.95 None 959.4866 PLTTESAMK 696.9301 959.4881 21.9105 2089 2 480.2477 0.4832
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1453.7546 FVIGGPHGDAGLTGR 29333.4200 1453.7533 15.1465 47147 3 485.2560 ‐1.8260
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 2378.1946 VHTVLISTQHDETVTNDEIAR 3688.2420 2378.1973 21.9233 11052 4 595.3048 0.1440
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 2417.2572 VLVNIEQQSPDIAQGVHGHFTK 3549.4420 2417.2620 16.2373 10309 4 605.0710 1.0791
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1141.6113 TIFHLNPSGR 1151.8810 1141.6120 14.9451 2028 2 571.3096 0.0222
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1551.7537 SIGFISDDVGLDADK 829.3169 1551.7523 37.7274 1507 2 776.3798 ‐0.7794
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 2368.2403 IVKETFDFRPGMMTINLDLK 425.2007 2368.2421 22.3630 10905 3 790.0856 0.8274
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1060.5680 SVVANGMARR 116.6741 1060.5894 25.1324 4687 2 530.7984 19.4447
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 904.4669 SVVANGMAR 339.0462 904.4465 31.3825 2743 1 904.4465 ‐21.4804
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 Carbamidomethyl+C(16) 1839.8793 SIGFISDDVGLDADKCK 5062.0690 1839.8747 28.5620 4729 2 920.4410 ‐1.8556
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1094.5337 GGPHGDAGLTGR 3924.5530 1094.5393 15.1330 2149 2 547.7733 4.01
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 510.2671 SVVANG 98.6273 510.2673 30.4912 1483 1 510.2673 0.1766
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 973.5360 VVANGMARR 149.3724 973.5401 23.5143 1252 2 487.2737 3.53
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 730.3552 SVVANGMA 120.8353 730.3551 33.7601 1108 1 730.3551 0.2161
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 746.3791 GDAGLTGR 2976.6290 746.3780 15.1420 967 1 746.3780 ‐1.0695
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 1670.4330 43654.3326 23 26.72 None 1043.5415 SVVANGMARR 204.3004 1043.5408 26.4204 2340 2 522.2741 ‐1.3962
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 2378.1946 VHTVLISTQHDETVTNDEIAR 3167.6560 2378.1973 21.9233 11052 4 595.3048 0.1455
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 1551.7537 SIGFISDDVGLDADK 557.6816 1551.7523 37.7274 1507 2 776.3798 ‐0.5890
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 1581.8496 FVIGGPHGDAGLTGRK 1119.7180 1581.8334 20.1258 6557 3 527.9493 ‐11.0816
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 1936.8923 ETFLFTSESVNEGHPDK 1685.6080 1936.8712 26.2340 4306 3 646.2953 ‐11.3781
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 2734.4006 VHTVLISTQHDETVTNDEIARDLK 310.2397 2734.4177 35.7105 1815 3 912.1441 6.17
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 Carbamidomethyl+C(16) 1839.8793 SIGFISDDVGLDADKCK 2765.6350 1839.8722 28.5182 3130 2 920.4397 ‐2.8964
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 801.3737 TNDEIAR 315.2408 801.3742 21.3548 2225 1 801.3742 1.92
NP_001078345.1 S adenosylmethionine synthase 2 Arabidopsis thaliana 340.1674 43654.3326 23 26.72 None 1279.6430 FVIGGPHGDAGLTG 366.9768 1279.6392 20.5274 1878 2 640.3232 ‐3.2291
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 8076.8580 1960.9554 36.8551 12757 2 980.9813 1.16
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 12685.5900 1237.6254 22.2848 10951 2 619.3163 0.2253
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 728.2672 1757.7635 30.6608 7188 2 879.3854 3.56
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 None 927.4530 TSSGREYK 516.2761 927.4380 16.1695 1672 2 464.2226 ‐17.2151
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 2400.7900 1259.5838 19.1471 4201 2 630.2955 ‐0.3716



NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 None 634.3307 GREYK 90.4528 634.3307 17.3871 3179 1 634.3307 ‐0.0007
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 None 781.3475 TSSGREY 69.6653 781.3494 15.4227 2410 1 781.3494 3.0717
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 932.7117 36045.1502 14 21.54 None 826.4054 SSGREYK 68.3241 826.4022 16.7483 981 1 826.4022 ‐2.9901
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 9454.6430 1960.9554 36.8551 12757 2 980.9813 1.23
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 16747.0600 1237.6254 22.2848 10951 2 619.3163 0.2542
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 1451.6480 1757.7635 30.6608 7188 2 879.3854 3.19
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 6111.6300 1259.5838 19.1471 4201 2 630.2955 ‐0.3314
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(7) 2937.4169 FDNLYGCRHSLPDGLMRATDVMIAGK 372.4979 2937.4438 35.1900 1925 3 979.8195 9.70
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 1170.9690 36045.1502 14 21.54 Carbamidomethyl+C(3) 1067.5190 VICGYGDVGK 261.6505 1067.5174 21.6145 4885 2 534.2624 ‐2.2967
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 228.6731 15148.9616 3 24.43 None 1371.7202 LVNYQHLMPTR 2106.9630 1371.7197 15.4006 4333 3 457.9114 ‐1.1797
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 228.6731 15148.9616 3 24.43 None 2365.2497 YTLDVDLKEVATLDALQSKDK 322.8376 2365.2403 22.5887 3781 3 789.0849 ‐3.6448
NP_001078392.1 60S ribosomal protein L27 3 Arabidopsis thaliana 228.6731 15148.9616 3 24.43 None 948.5037 YTLDVDLK 159.8130 948.5008 21.7970 1682 1 948.5008 ‐2.1037
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 1056.6048 AIALTVDTPR 30544.3200 1056.6035 23.0446 75773 2 528.8054 ‐1.9387
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 992.5047 NFEGLDLGK 18019.2400 992.5046 25.3093 42597 2 496.7559 ‐1.0220
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 1072.6150 IPVFLDGGVR 32706.0600 1072.6165 17.7430 40977 2 536.8119 0.7017
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 2439.0558 MVYDYYASGAEDQWTLQENR 13765.7700 2439.0479 29.5403 30176 2 1220.0276 ‐1.4561
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 787.4924 ILIDVSK 14759.6800 787.4935 21.6160 10598 2 394.2504 0.1298
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 931.4843 GVITAEDAR 696.7672 931.4818 20.7223 7868 1 931.4818 ‐1.5644
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 1339.8168 DRNVVIQLVKR 470.0718 1339.8039 20.9209 1677 2 670.4056 ‐9.9397
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 Oxidation+M(17) 2694.3915 IDVSTTVLGFNISMPIMIAPTAMQK 526.7348 2694.3787 33.8883 5219 4 674.3501 ‐5.4186
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 862.4781 VFLDGGVR 326.7061 862.4775 16.8718 20435 1 862.4775 0.2379
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 872.4836 ALTVDTPR 2751.9680 872.4856 23.0480 9460 1 872.4856 3.16
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 674.4083 LIDVSK 16011.6300 674.4086 21.6073 3323 1 674.4086 0.6445
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 929.4476 WTLQENR 1441.6060 929.4471 29.4731 2453 1 929.4471 0.6871
NP_001078406.1 glycolate oxidase Arabidopsis thaliana 3756.6270 34460.8262 13 32.17 None 1054.6044 IPVFLDGGVR 209.6684 1054.6003 18.8830 3583 2 527.8038 ‐4.6176
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2953.0650 21508.2141 5 14.36 None 1040.6463 LVTPLTLQR 42473.5300 1040.6447 16.5810 11985 2 520.8260 ‐2.4293
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2953.0650 21508.2141 5 14.36 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 10054.8800 1826.0424 22.6035 4940 2 913.5249 ‐1.4015
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2953.0650 21508.2141 5 14.36 None 1168.7412 LVTPLTLQRK 198.1681 1168.7147 19.8164 1124 2 584.8610 ‐23.3767
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2953.0650 21508.2141 5 14.36 None 727.4461 PLTLQR 205.6419 727.4438 16.5882 1465 1 727.4438 ‐3.0086
NP_001078475.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2953.0650 21508.2141 5 14.36 None 828.4938 TPLTLQR 166.4024 828.4899 16.5779 1249 1 828.4899 ‐4.1915
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 1501.8009 ANTFVAEVLGLDPR 5747.7740 1501.8019 21.2524 17426 2 751.4046 0.7098
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 1799.0459 VAILGAAGGIGQSLSLLMK 4593.8120 1799.0492 40.0701 12519 2 900.0282 2.74
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 1157.6888 LLGVTTLDVAR 12341.8600 1157.6904 17.6487 12231 2 579.3488 0.7580
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 2122.1577 QLEDALTGMDLVIIPAGIPR 5429.7560 2122.1511 22.4170 10452 2 1061.5792 ‐1.9193
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHMDTG 4745.5540 3490.7832 23.8464 10288 4 873.4513 0.2948
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAAAK 765.9720 2666.3266 19.7744 21321 3 889.4470 ‐6.6709
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 Carbamidomethyl+C(13) 1663.8003 MEAKNSVIGRENCR 182.2505 1663.8137 20.6733 8262 2 832.4105 8.10
NP_001078556.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1707.8380 36801.3084 8 36.55 None 1440.7151 AGAGSATLSMAYAAAK 263.5331 1440.7204 18.5577 901 2 720.8638 3.41
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1658.8285 YGAGIGPGVYDIHSPR 18204.7800 1658.8304 23.9206 30409 3 553.6150 0.3900
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 12292.3900 2140.2579 24.4667 28517 2 1070.6326 ‐1.0435
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1096.5786 YLFAGVVDGR 13025.5000 1096.5787 17.4883 23403 2 548.7930 ‐0.5525
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 12378.0300 2861.4294 20.5257 22931 3 954.4813 0.7412
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1116.5531 IPSSEEIADR 29785.1800 1116.5520 17.6118 21866 2 558.7796 ‐1.6704
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1411.7904 GGIGVIQIDEAALR 13659.2800 1411.7914 30.6768 21047 2 706.3993 0.6049
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 942.5619 VVEVNALAK 12535.4500 942.5613 19.5700 18624 2 471.7843 ‐1.5395
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1235.5759 GNASVPAMEMTK 1106.8940 1235.5767 20.2778 18503 2 618.2920 0.2448
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 6659.3520 2384.2161 39.4854 18352 3 795.4102 ‐0.1486
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1181.6313 GVTAFGFDLVR 26927.2900 1181.6324 19.7267 17618 2 591.3198 0.3365
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1146.6769 SFELLSLLPK 21805.5100 1146.6787 22.2502 12724 2 573.8430 0.9489
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1199.5732 FALESFWDGK 6832.5930 1199.5738 19.9399 12268 2 600.2905 0.0036
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 831.4822 EVITELK 37717.3900 831.4828 19.3623 6154 2 416.2450 ‐0.4403
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 6458.5420 2213.1425 38.5471 5171 2 1107.0749 ‐0.1249
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 1309.6580 2300.2161 21.7589 4426 3 767.4102 ‐0.2362
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1051.5419 AVNEYKEAK 247.6117 1051.5559 15.7257 1724 2 526.2816 12.42
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 2402.8640 2438.4030 20.9336 10156 3 813.4725 0.6580
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 Carbamidomethyl+C(7) 3013.5762 LVVSTSCSLLHTAVDLINETKLDDEIK 1339.5090 3013.5849 29.4737 1916 3 1005.1998 3.99
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 590.3184 SFELL 72.8603 590.3154 23.1148 14840 1 590.3154 ‐5.2025
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 739.3410 SFWDGK 138.2491 739.3364 19.3785 4109 1 739.3364 ‐5.6914
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 603.3712 ITELK 535.9955 603.3711 19.5792 3084 1 603.3711 ‐0.1112
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 706.3883 GFDLVR 809.4771 706.3897 19.1038 1835 1 706.3897 2.53
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 906.4163 SSEEIADR 1423.0400 906.4152 17.6198 1438 1 906.4152 ‐0.1163
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 887.4370 YDIHSPR 86.7743 887.4309 23.3929 998 1 887.4309 ‐5.8702
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1003.4691 PSSEEIADR 1631.0950 1003.4715 17.6026 780 1 1003.4715 3.53
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 34 33.33 None 1128.6663 SFELLSLLPK 286.2413 1128.6645 21.9775 1485 2 564.8359 ‐2.2822
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 1658.8285 YGAGIGPGVYDIHSPR 21626.6600 1658.8304 23.9206 30409 3 553.6150 0.3634
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 1411.7904 GGIGVIQIDEAALR 13847.3900 1411.7914 30.6768 21047 2 706.3993 0.7233
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 942.5619 VVEVNALAK 8463.9500 942.5613 19.5700 18624 2 471.7843 ‐1.6623
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 1235.5759 GNASVPAMEMTK 3130.0470 1235.5767 20.2778 18503 2 618.2920 0.2726
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 4752.3520 2384.2161 39.4854 18352 3 795.4102 ‐0.3019
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 1116.5531 IPSSEEIADR 248.4497 1116.5770 33.5292 10673 2 558.7922 20.7190
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 901.4448 VMDLEGQK 148.5817 901.4398 38.1807 2590 1 901.4398 ‐4.1898
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 994.3299 84698.9500 34 33.33 None 887.4370 YDIHSPR 625.0021 887.4309 23.3929 998 1 887.4309 ‐5.6207
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1581.8370 TIEKPVEDPSELPK 102364.5000 1581.8351 20.3339 207029 3 527.9499 ‐2.0273
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1763.9174 VETLLNLDTKPYSDR 19530.3100 1763.9167 26.9582 100062 3 588.6437 ‐1.0113
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 32525.0500 2564.3044 22.4430 71500 2 1282.6558 2.36
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 20500.2600 3000.3996 20.8759 69225 3 1000.8047 0.3031
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 545.3293 LSLNV 5627.0340 545.3291 25.4424 52326 1 545.3291 ‐0.6822
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 8473.8420 2676.2667 21.9906 51117 3 892.7604 ‐0.9688
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 899.5673 AILNLSLR 18390.3500 899.5653 17.8092 48744 2 450.2863 ‐3.2921



NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 16487.8300 2623.3298 18.6702 47876 3 875.1148 0.3823
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEAL 9775.5200 3842.9773 25.5458 34186 3 1281.6640 ‐1.2008
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1775.9690 IIAEYIWIGGSGIDLR 37213.0600 1775.9710 37.0929 21652 2 888.4891 1.62
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1135.5994 EEGGFEVIKK 48025.0900 1135.6003 18.7866 12141 2 568.3038 0.2451
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1007.5044 EEGGFEVIK 48070.7900 1007.5053 22.3136 11671 2 504.2563 0.0446
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2170.3940 2467.2186 32.9250 10361 2 1234.1129 ‐2.2701
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1361.6080 EHISAYGEGNER 52909.5100 1361.6122 14.0186 6668 3 454.5423 2.0317
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1509.7730 SMREEGGFEVIKK 9046.5720 1509.7732 19.1073 21416 3 503.9293 ‐0.7275
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1481.7231 DTEAKGKGYLEDR 459.5388 1481.7360 20.3965 2743 2 741.3717 8.55
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 2303.1707 EVPWFGIEQEYTLLQQNVK 2724.2170 2303.1707 22.4206 14020 3 768.3951 0.0078
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1235.5725 SMREEGGFEVI 236.8654 1235.5751 17.3789 6255 2 618.2912 1.71
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 651.3461 GGNNILV 144.6936 651.3432 18.6114 5464 1 651.3432 ‐4.1993
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 670.3770 PSELPK 180.0137 670.3762 21.7060 3939 1 670.3762 ‐1.0003
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1047.5582 KGKGYLEDR 250.3542 1047.5580 18.6655 2569 2 524.2826 ‐0.9182
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1192.5844 DTEAKGKGYLE 189.1970 1192.5861 20.7205 2402 1 1192.5861 3.27
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 530.3297 LAAQK 78.6527 530.3306 25.3916 1895 1 530.3306 1.60
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 1241.6736 PTLEAEALAAQK 125.2153 1241.6687 24.6869 1769 2 621.3380 ‐4.3579
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 943.5571 TLLQQNVK 391.2300 943.5531 22.8922 1435 2 472.2802 ‐5.2573
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 None 698.4196 LNLSLR 136.5518 698.4184 18.7767 1184 1 698.4184 ‐1.2585
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14988.7800 47809.8511 27 53.26 Carbamidomethyl+C(9) 1565.7053 PGPQGPYYCGVGADK 200.1265 1565.6973 20.3875 806 2 783.3523 ‐4.9663
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 1171.5187 EMTLEEYEK 24162.1800 1171.5198 21.7909 8270 2 586.2635 0.3674
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 1108.5521 NTDEEIFIK 1665.0340 1108.5517 23.3784 7070 2 554.7795 ‐1.0387
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 631.3774 ALQATK 2185.1190 631.3784 15.9635 5532 1 631.3784 1.66
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 1310.6409 VFESMQQLSNK 1123.3610 1310.6422 14.7615 1731 2 655.8248 0.7190
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 752.3686 GGSVGGYR 64.5925 752.3787 35.0480 3926 1 752.3787 14.0358
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 884.4697 VGGGREGPR 92.1278 884.4432 21.8595 2640 1 884.4432 ‐28.9347
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 2714.3519 ASLNPFDLLGDDAEDPSQLAVALSQK 226.9119 2714.4209 29.8991 1034 3 905.4785 25.8681
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 595.2947 VGGGREG 58.3164 595.2948 20.4910 5989 1 595.2948 0.2461
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 893.4615 DEEIFIK 148.4458 893.4555 25.0280 2945 1 893.4555 ‐5.6556
NP_001078724.1 Hyaluronan mRNA binding family protein Arabidopsis thaliana 880.9242 32374.3875 10 11.63 None 994.5092 TDEEIFIK 119.5698 994.5045 22.2000 1251 2 497.7559 ‐5.5391
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1147.6027 EITALAPSSMK 9240.6990 1147.6073 22.1826 40312 2 574.3073 3.81
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1954.0644 VAPEEHPVLLTEAPLNPK 935.3055 1954.0612 26.4613 4813 2 977.5343 ‐0.3557
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1731.8912 SFELPDGQVITIGAER 975.1390 1731.8840 32.4555 3288 2 866.4456 ‐3.4267
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1885.9430 LSYIALDFEQELETSK 1045.1070 1885.9230 35.0523 5777 2 943.4651 ‐9.4767
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 2271.1438 KDLYGNIVLSGGTTMFGGIGDR 365.9404 2271.1332 40.6974 1185 3 757.7159 ‐4.8197
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 549.2701 PSSMK 178.1427 549.2706 21.6759 25320 1 549.2706 0.8212
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 905.4761 TALAPSSMK 7225.2500 905.4733 22.1768 7472 1 905.4733 ‐1.7513
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1186.6467 VAPEEHPVLLT 123.8622 1186.6496 25.2228 2927 2 593.8284 1.88
NP_001078769.1 actin 4 Arabidopsis thaliana 425.7340 42007.0135 9 16.18 None 1409.6795 ALDFEQELETSK 310.5830 1409.6740 33.8421 1529 2 705.3407 ‐3.8471
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 None 1441.7533 EGQSIGVIPEGIDK 7505.1440 1441.7553 25.3413 29133 2 721.3813 1.32
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 None 1630.7959 LYSIASSAIGDFGDSK 12400.3500 1630.7978 18.1080 27801 2 815.9025 1.72
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 8905.3990 1347.6097 28.3007 23716 2 674.3085 1.81
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 None 1232.6555 GIDDIMVSLAAK 6142.1230 1232.6570 19.3232 10455 2 616.8321 0.7633
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 1889.6020 1792.8086 31.4433 1948 2 896.9079 1.63
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 Carbamidomethyl+C(4) 870.4212 VYMCGLK 109.5117 870.4210 28.3083 1915 1 870.4210 0.7254
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 None 1214.6449 GIDDIMVSLAAK 216.4319 1214.6390 18.8572 4918 2 607.8231 ‐5.3922
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1991.4950 29912.4653 22 28.24 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 None 1441.7533 EGQSIGVIPEGIDK 7688.7000 1441.7553 25.3413 29133 2 721.3813 1.71
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 10226.5900 1347.6097 28.3007 23716 2 674.3085 1.35
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 None 1630.7959 LYSIASSAIGDFGDSK 280.1055 1630.7744 24.8728 3980 2 815.8909 ‐12.6457
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 None 807.4359 LDFAVSR 989.3721 807.4263 22.7770 1533 1 807.4263 ‐10.9242
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 2132.4210 1792.8086 31.4433 1948 2 896.9079 1.06
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 None 1423.7427 EGQSIGVIPEGIDK 391.9848 1423.7444 22.6035 2648 2 712.3758 1.12
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 None 1612.7853 LYSIASSAIGDFGDSK 308.8119 1612.7830 25.9253 1466 2 806.8951 ‐0.9904
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1140.5700 29912.4653 22 28.24 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1691.0470 29912.4653 22 28.24 None 1630.7959 LYSIASSAIGDFGDSK 23464.5600 1630.7978 18.1080 27801 2 815.9025 1.1837
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1691.0470 29912.4653 22 28.24 None 1232.6555 GIDDIMVSLAAK 5515.5750 1232.6570 19.3232 10455 2 616.8321 0.6003
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1691.0470 29912.4653 22 28.24 None 1307.6842 LVYTNDGGEIVK 119.5363 1307.6766 25.5115 1411 1 1307.6766 ‐3.5310
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1691.0470 29912.4653 22 28.24 None 1282.6314 LYSIASSAIGDFG 182.0347 1282.6219 19.4412 1293 1 1282.6219 ‐5.2899
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1203.6368 EIEYPGQVLR 91608.8700 1203.6366 24.4492 218705 2 602.3220 ‐0.6409
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 123296.9000 2360.1590 23.7308 168264 2 1180.5831 ‐1.2023
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQE 1922.3690 4704.2244 22.1487 54538 4 1176.8116 ‐1.7916
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 8210.2100 2386.1288 28.5229 51747 3 796.0478 2.07
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1588.7278 TNTDFLPYNGDGFK 20744.8100 1588.7287 28.3635 47341 2 794.8680 0.7655
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1343.6842 KFVESAATSFSVA 5992.8780 1343.6837 25.6099 44425 2 672.3455 ‐0.5797
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 3442.6471 EIEYPGQVLRFEDNFDATSNLNVMVTPTDK 1106.5070 3442.6415 21.4165 1452 3 1148.2187 ‐0.3793
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1636.8581 PEEFLSQVNYLLGK 600.7584 1636.8637 22.6755 5003 2 818.9355 3.36
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 832.4676 YPGQVLR 1952.9600 832.4671 24.4487 4371 1 832.4671 0.2298
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1010.4942 LPYNGDGFK 234.7587 1010.4922 27.6462 1280 1 1010.4922 ‐0.4260
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 535.2399 EIEY 79.1117 535.2389 25.7770 1049 1 535.2389 ‐2.0824
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 18505.7000 23816.0454 24 56.16 None 1325.6736 KFVESAATSFSVA 580.7958 1325.6737 25.9131 32044 2 663.3405 ‐0.1904
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 1203.6368 EIEYPGQVLR 112620.3000 1203.6366 24.4478 217191 2 602.3220 ‐0.6231
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 1588.7278 TNTDFLPYNGDGFK 35184.4800 1588.7287 28.3635 47341 2 794.8680 0.9749
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 5968.3510 2386.1286 28.5086 43593 3 796.0477 2.45
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 1343.6842 KFVESAATSFSVA 11375.5700 1343.6846 25.5863 36257 2 672.3460 0.2045
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 961.5102 EYPGQVLR 1641.5350 961.5083 24.4495 6560 1 961.5083 ‐0.3721
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 832.4676 YPGQVLR 1961.5100 832.4671 24.4487 4371 1 832.4671 0.4593



NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 1010.4942 LPYNGDGFK 366.0868 1010.4922 27.6462 1280 1 1010.4922 ‐0.1316
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 969.4524 ESAATSFSVA 101.5402 969.4496 21.4635 884 2 485.2285 ‐3.8493
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7964.0240 23816.0454 24 56.16 None 1325.6736 KFVESAATSFSVA 125.9529 1325.6777 22.0668 1519 2 663.3425 2.64
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7263.3260 23816.0454 24 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 69794.0800 2360.1590 23.7308 168264 2 1180.5831 ‐1.6217
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7263.3260 23816.0454 24 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESSSQE 2840.7440 4704.2244 22.1487 54538 4 1176.8116 ‐2.0176
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 7263.3260 23816.0454 24 56.16 None 1636.8581 PEEFLSQVNYLLGK 711.8593 1636.8637 22.6755 5003 2 818.9355 3.86
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1573.8432 GVTTIIGGGDSVAAVEK 176674.7000 1573.8435 25.4819 174704 2 787.4254 0.3861
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1404.7369 ELDYLVGAVSNPK 56834.4600 1404.7363 27.3385 146122 2 702.8718 ‐0.5595
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1933.9767 LASLADLYVNDAFGTAHR 36887.5200 1933.9769 19.2366 102596 3 645.3305 ‐0.2590
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 999.5986 FSLAPLVPR 50346.0700 999.5983 18.8018 102491 2 500.3028 ‐1.1794
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1100.6562 IGVIESLLEK 109236.0000 1100.6559 19.4085 91978 2 550.8316 ‐0.9008
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1447.8671 FLKPSVAGFLLQK 8115.2830 1447.8669 18.7251 83245 3 483.2938 ‐1.1250
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 65802.8600 2269.1911 33.2517 60917 3 757.0685 2.78
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1539.8992 GVSLLLPTDVVIADK 1494.9520 1539.9025 20.3300 18303 2 770.4549 2.11
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1102.6368 RPFAAIVGGSK 18643.7000 1102.6380 14.1145 12843 2 551.8226 0.4188
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2028.9469 ADLNVPLDDNQNITDDTR 12156.9800 2028.9458 25.7311 11378 2 1014.9766 0.4957
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 713.4556 AAIPTIK 8763.5700 713.4560 19.2152 10742 1 713.4560 0.9478
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 2173.9900 2238.1397 21.2066 7636 2 1119.5735 ‐2.0984
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 Carbamidomethyl+C(4) 2965.5187 ADDCIGPEVETLVASLPEGGVLLLENVR 649.0161 2965.5154 25.4573 5974 3 989.1766 ‐0.3915
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1220.7474 VILSTHLGRPK 16109.2600 1220.7497 13.1573 5630 3 407.5881 0.6763
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1579.8942 VLPGVVALDEATPVTV 1621.3730 1579.8977 35.2810 4292 2 790.4525 2.81
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 7323.2820 2370.2939 20.6598 11887 3 790.7695 1.0862
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2062.0716 KLASLADLYVNDAFGTAHR 7359.3400 2062.0712 18.5133 7905 3 688.0286 ‐0.4589
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2863.4373 NEPDFAKKLASLADLYVNDAFGTAHR 2143.9640 2863.4406 21.3935 3633 3 955.1517 1.92
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 652.4141 APLVPR 196.0900 652.4115 16.8993 31876 1 652.4115 ‐3.7484
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 715.3661 ELDYLV 113.0433 715.3630 25.7955 9088 1 715.3630 ‐3.8955
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 581.3770 PLVPR 242.8787 581.3772 18.8018 8335 1 581.3772 0.4042
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 458.2973 PTIK 76.1035 458.2967 19.2198 3718 1 458.2967 ‐1.8208
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 852.5302 SLAPLVPR 240.2464 852.5293 18.7972 2571 1 852.5293 ‐0.1297
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 543.3038 RPFAA 494.8034 543.3040 14.1174 2547 1 543.3040 0.2516
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1008.5949 LSTHLGRPK 7398.8110 1008.5968 13.1540 2412 2 504.8020 1.0386
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1298.6951 GVTTIIGGGDSVAAV 510.7307 1298.6924 24.7458 2303 2 649.8498 ‐2.3999
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1644.8129 LADLYVNDAFGTAHR 705.9146 1644.8140 21.5305 2247 2 822.9106 0.9872
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 688.3525 FGTAHR 101.8226 688.3544 17.6100 2222 1 688.3544 2.67
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 765.4981 LAPLVPR 211.2588 765.4981 18.8001 2127 1 765.4981 0.5251
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 484.3242 LVPR 59.8557 484.3229 17.1328 1948 1 484.3229 ‐3.1175
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1187.7147 KPSVAGFLLQK 238.2679 1187.7118 19.8029 1813 2 594.3595 ‐2.9514
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 656.3879 RPFAAI 724.1688 656.3865 14.1142 1504 1 656.3865 ‐1.9208
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 874.4166 DAFGTAHR 124.4739 874.4140 18.1877 1325 2 437.7106 ‐4.0493
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1121.6790 ILSTHLGRPK 8082.9370 1121.6805 13.1506 990 2 561.3439 0.7791
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 718.3981 ESLLEK 235.2508 718.3974 19.9112 874 1 718.3974 ‐0.6245
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1318.6849 STGGGASLELLEGK 207.1847 1318.6896 36.0207 825 2 659.8484 3.49
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1215.6579 IIGGGDSVAAVEK 411.6141 1215.6528 25.4696 754 1 1215.6528 ‐2.0036
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2352.2809 GVSLLLPTDVVIADKFAPDANSK 137.1752 2352.2887 20.2645 2676 2 1176.6480 4.38
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1386.7264 ELDYLVGAVSNPK 128.1260 1386.7309 28.5610 2484 2 693.8691 3.1001
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 2044.0611 KLASLADLYVNDAFGTAHR 402.3936 2044.0552 17.7647 2175 3 682.0233 ‐3.1258
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20848.2500 42729.4379 86 61.23 None 1429.8566 FLKPSVAGFLLQK 224.4715 1429.8557 19.5799 1229 3 477.2901 ‐1.6084
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1573.8432 GVTTIIGGGDSVAAVEK 167969.2000 1573.8435 25.4759 166634 2 787.4254 0.5581
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1404.7369 ELDYLVGAVSNPK 75344.2700 1404.7363 27.3385 146122 2 702.8718 ‐0.4447
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 3956.7860 2269.1848 33.1541 11009 3 757.0664 ‐0.5527
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 713.4556 AAIPTIK 6894.6530 713.4560 19.2152 10742 1 713.4560 1.1339
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1579.8942 VLPGVVALDEATPVTV 1223.1680 1579.8977 35.2810 4292 2 790.4525 2.30
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1933.9767 LASLADLYVNDAFGTAHR 3727.4200 1933.9741 32.3529 2700 3 645.3296 ‐1.8006
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 200.3838 2238.0803 36.6627 4595 2 1119.5438 ‐28.0814
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 849.4101 FAPDANSK 1138.0570 849.4148 17.8081 4024 1 849.4148 6.98
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 2028.9469 ADLNVPLDDNQNITDDTR 194.2671 2028.9819 37.4391 940 2 1014.9946 18.7138
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 715.3661 ELDYLV 136.2830 715.3630 25.7955 9088 1 715.3630 ‐3.7086
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 989.4898 GGGDSVAAVEK 34286.7700 989.4867 25.4718 6081 1 989.4867 ‐1.4783
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 571.3814 IPTIK 2163.1380 571.3820 19.2120 4400 1 571.3820 1.0615
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 458.2973 PTIK 49.3439 458.2967 19.2198 3718 1 458.2967 ‐1.7276
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1298.6951 GVTTIIGGGDSVAAV 436.7543 1298.6924 24.7458 2303 2 649.8498 ‐2.3396
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 688.3525 FGTAHR 211.4482 688.3516 32.0749 1675 1 688.3516 ‐0.8444
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10149.2000 42729.4379 86 61.23 None 1215.6579 IIGGGDSVAAVEK 407.0801 1215.6528 25.4696 754 1 1215.6528 ‐1.6344
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1933.9767 LASLADLYVNDAFGTAHR 64456.1000 1933.9769 19.2366 102596 3 645.3305 ‐0.0100
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 999.5986 FSLAPLVPR 40553.7100 999.5983 18.8018 102491 2 500.3028 ‐1.2893
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1100.6562 IGVIESLLEK 73057.1300 1100.6559 19.4085 91978 2 550.8316 ‐1.0338
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1447.8671 FLKPSVAGFLLQK 11793.0100 1447.8669 18.7251 83245 3 483.2938 ‐0.9121
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 28741.6500 2269.1856 19.4128 77993 3 757.0667 0.2313
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1573.8432 GVTTIIGGGDSVAAVEK 50820.6100 1573.8432 16.2688 32344 2 787.4252 ‐0.0401
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1539.8992 GVSLLLPTDVVIADK 4640.4920 1539.9025 20.3300 18303 2 770.4549 1.82
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1102.6368 RPFAAIVGGSK 35826.1100 1102.6380 14.1145 12843 2 551.8226 0.2854
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 3404.7540 2238.1397 21.2066 7636 2 1119.5735 ‐2.4901
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1404.7369 ELDYLVGAVSNPK 3075.3600 1404.7375 17.1864 6225 2 702.8724 0.1144
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 Carbamidomethyl+C(4) 2965.5187 ADDCIGPEVETLVASLPEGGVLLLENVR 2536.1210 2965.5154 25.4573 5974 3 989.1766 ‐0.0658
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1220.7474 VILSTHLGRPK 23511.5500 1220.7497 13.1573 5630 3 407.5881 0.8724
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 10627.6600 2370.2939 20.6598 11887 3 790.7695 1.76
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 2863.4373 NEPDFAKKLASLADLYVNDAFGTAHR 429.2606 2863.4406 21.3935 3633 3 955.1517 2.0773
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 652.4141 APLVPR 327.3315 652.4115 16.8993 31876 1 652.4115 ‐4.0675
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 581.3770 PLVPR 211.6808 581.3772 18.8018 8335 1 581.3772 0.0882



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 930.5506 VIESLLEK 247.6926 930.5506 18.9478 3841 1 930.5506 0.8264
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 852.5302 SLAPLVPR 471.9761 852.5293 18.7972 2571 1 852.5293 ‐0.4576
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 543.3038 RPFAA 2869.0690 543.3040 14.1174 2547 1 543.3040 ‐0.0627
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1008.5949 LSTHLGRPK 8971.8870 1008.5968 13.1540 2412 2 504.8020 0.9266
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 688.3525 FGTAHR 80.1942 688.3544 17.6100 2222 1 688.3544 2.61
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 765.4981 LAPLVPR 193.6098 765.4981 18.8001 2127 1 765.4981 0.2010
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1187.7147 KPSVAGFLLQK 231.6922 1187.7118 19.8029 1813 2 594.3595 ‐3.1042
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 656.3879 RPFAAI 1754.5010 656.3865 14.1142 1504 1 656.3865 ‐2.2401
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1857.9745 NEPDFAKKLASLADLYV 217.5305 1857.9729 21.9230 1271 2 929.4901 ‐0.4618
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1121.6790 ILSTHLGRPK 9572.2000 1121.6805 13.1506 990 2 561.3439 0.6414
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 2352.2809 GVSLLLPTDVVIADKFAPDANSK 252.5094 2352.2887 20.2645 2676 2 1176.6480 4.61
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1555.8326 GVTTIIGGGDSVAAVEK 380.9528 1555.8375 17.2823 2480 3 519.2840 2.89
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 12050.2500 42729.4379 86 61.23 None 1386.7264 ELDYLVGAVSNPK 311.2286 1386.7306 16.5908 1680 2 693.8689 2.53
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 2150.1703 ELINSPANVLTPAVLAEEAAK 11779.5200 2150.1609 34.8618 27016 2 1075.5841 ‐2.6616
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1271.6266 GLTFDSGGYNIK 5754.1760 1271.6266 25.4695 20372 2 636.3169 ‐0.3649
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1163.5473 SGVADMVNTGGR 13041.5400 1163.5480 19.4403 11043 2 582.2776 ‐0.0430
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1294.6460 FDMGGSAAVLGAAK 7711.9230 1294.6456 26.1154 10743 2 647.8264 ‐0.5758
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1475.7165 YAEDVSYGVIFGR 2766.1140 1475.7238 29.8824 9360 2 738.3656 5.1166
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1031.5408 EIDVIEWK 7002.7440 1031.5427 28.1849 8075 2 516.2750 0.9972
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1505.7846 AVDIIGFGTGAEVEK 5934.2010 1505.7837 29.1369 7086 2 753.3955 ‐0.3888
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 3136.6401 MGSYLAVAAASANPPHFIHLVYKPPNGSVK 309.0466 3136.5831 36.1739 45412 3 1046.1992 ‐17.5391
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 Carbamidomethyl+C(5) 1192.5701 TGPGCSIELMK 1855.9660 1192.5421 23.7539 7857 2 596.7747 ‐23.9785
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1861.9225 MAHTLGLTQPNSTEPHK 651.4004 1861.8682 24.8865 3931 2 931.4377 ‐28.1387
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 2787.3745 QFVSEKVQWMHIDMAGPVWNEKK 592.7236 2787.3651 37.2968 4814 3 929.7932 ‐3.0639
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 1662.9061 SPANVLTPAVLAEEAAK 6113.8940 1662.9015 34.8503 4004 2 831.9544 ‐2.2065
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1543.5400 54794.5679 13 33.85 None 844.4887 GSAAVLGAAK 192.6628 844.4902 24.0837 2225 1 844.4902 2.94
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 11513.3900 2607.3558 36.3830 20314 3 869.7901 0.5496
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1256.6157 LAYGDNSEFIK 6039.3960 1256.6187 23.2082 14189 2 628.8130 1.03
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1759.8394 LAGSTFMEYLPMGGSAK 9638.7900 1759.8408 19.7822 13790 2 880.4241 1.38
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 2522.4220 1404.7246 20.2643 13733 2 702.8659 ‐1.4057
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1914.9708 IFLEDGHHIGISQSYAK 4566.8990 1914.9684 15.8016 12843 3 638.9943 ‐1.6874
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 934.5105 VNVGVGAYR 5251.4780 934.5104 18.7388 7676 2 467.7588 ‐1.0932
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1898.9746 DPILGVTEAFLADPSPEK 1873.9060 1898.9723 36.0429 7548 2 949.9898 ‐0.4087
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1353.7161 LGSPLSWEHVTK 6863.1250 1353.7147 16.1108 7286 3 451.9098 ‐2.0713
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 819.4645 MVDLTLK 5664.5210 819.4647 23.8733 2137 2 410.2360 ‐0.9430
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1413.6831 LTSEYHIYMTR 326.4142 1413.6895 39.5096 914 1 1413.6895 7.67
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1007.4833 LTSEYHIY 122.4924 1007.4821 39.6047 1010 1 1007.4821 0.3154
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 19 31.40 None 1239.5892 LAYGDNSEFIK 359.8309 1239.5832 22.6999 1259 2 620.2952 ‐5.2721
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 None 1759.8394 LAGSTFMEYLPMGGSAK 8931.1010 1759.8408 19.7822 13790 2 880.4241 1.0709
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 None 1914.9708 IFLEDGHHIGISQSYAK 3209.1360 1914.9684 15.8016 12843 3 638.9943 ‐1.4398
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 None 1353.7161 LGSPLSWEHVTK 6969.4620 1353.7147 16.1108 7286 3 451.9098 ‐1.8653
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 253.3476 2346.1838 23.8594 996 2 1173.5956 ‐10.9253
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 691.8588 48099.9890 19 31.40 None 2329.1857 ISMAGVTTGNVGYLANAIHEVTK 123.5020 2329.1941 23.0958 1202 2 1165.1007 4.92
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 2579.1784 SDGFVVQTGDPEGPAEGFIDPSTEK 4741.6700 2579.1770 30.4283 9872 2 1290.0921 1.25
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 2593.1439 YVGGIEEDMVDGFPYEVPEEYR 1634.6470 2593.1367 34.7432 5395 2 1297.0720 ‐0.7454
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 789.4101 ALDSVER 2515.5800 789.4087 36.0793 1462 1 789.4087 ‐1.0772
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 1135.5486 LEAGMQDMLK 340.1271 1135.5652 40.3243 1069 2 568.2862 13.9956
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 1875.9667 LEAGMQDMLKIVEDRK 797.8963 1875.9633 23.7953 2214 2 938.4853 ‐1.0911
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 1257.7161 IAGVKALDSVER 711.3273 1257.7043 21.4191 1649 2 629.3558 ‐9.8059
NP_001118550.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 494.4066 39369.2646 7 15.21 None 1181.5473 PYEVPEEYR 170.1775 1181.5515 35.2654 1208 1 1181.5515 5.58
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1791.9527 LGVAEVQELPFFDTVK 5783.7680 1791.9548 21.3694 19112 2 896.4810 1.38
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1221.6660 IAILNANYMAK 21397.1900 1221.6666 17.0062 19054 2 611.3369 0.0312
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1171.6066 GNADVQNNVLK 6664.7390 1171.6053 16.9769 13742 2 586.3063 ‐1.6775
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 5548.2990 1838.9053 16.8237 13458 3 613.6400 0.1749
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 4327.1740 1094.5687 17.5478 10962 2 547.7880 1.93
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 Carbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1243.6165 NTAGIEPEDVAK 7337.9980 1243.6161 18.6582 9687 2 622.3117 ‐0.7341
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 10210.7000 3029.5885 19.4141 8418 3 1010.5344 ‐1.0820
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1399.7176 NTAGIEPEDVAKR 14635.2600 1399.7173 17.5917 6962 3 467.2439 ‐1.2019
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 2068.0684 SFIGMGYYNTHVPTVILR 4527.7890 2068.0705 19.3393 6743 3 690.0284 0.7351
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 3107.2290 3237.4859 21.4944 6712 3 1079.8335 ‐1.5018
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 959.5044 EEIAQIEK 5413.5970 959.5033 17.1244 6499 2 480.2553 ‐2.0601
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1043.5480 GNINIEEVR 18139.2700 1043.5471 20.6696 4122 2 522.2772 ‐1.6478
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 931.5148 HYPVLFR 2295.3810 931.5126 15.5097 3245 2 466.2600 ‐3.3716
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 917.5302 IITVGTDAK 5952.6900 917.5310 17.1362 2551 2 459.2692 ‐0.1278
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1171.6430 GNINIEEVRK 747.1172 1171.6447 17.8995 1382 2 586.3260 0.9335
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1618.8435 SISVDAVKPSDTFPR 495.3060 1618.8352 18.9534 7165 2 809.9212 ‐4.8825
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 2583.2582 FSKFDAGLTESQMIQHMVDLASK 839.4318 2583.2682 36.0151 7648 2 1292.1377 5.34
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 2112.0931 EEIAQIEKGNADVQNNVLK 515.5931 2112.0849 19.2341 1394 4 528.7767 ‐5.0641
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 2170.1179 VFASGKPVPFTAESLAPEVQN 374.9060 2170.1077 18.9685 4611 3 724.0407 ‐4.8563
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 673.3515 TVGTDAK 163.1606 673.3550 17.5267 4025 1 673.3550 5.98
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 967.4884 FSKFDAGLT 750.9160 967.4900 33.4950 1109 1 967.4900 2.56
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 698.4559 PTVILR 203.9494 698.4556 20.5836 1059 1 698.4556 ‐0.0678
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 814.4417 PEDVAKR 212.9030 814.4454 18.8258 957 1 814.4454 5.19
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 2355.2900 107194.3958 40 27.36 None 1153.6324 GNINIEEVRK 209.7515 1153.6359 17.2378 4871 2 577.3216 2.52
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 1791.9527 LGVAEVQELPFFDTVK 3803.9080 1791.9548 21.3694 19112 2 896.4810 1.36



NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 1221.6660 IAILNANYMAK 14928.0400 1221.6666 17.0062 19054 2 611.3369 ‐0.1292
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 2221.0628 FDAGLTESQMIQHMVDLASK 1685.8480 2221.0677 20.9572 16607 3 741.0274 2.12
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 3358.1140 1838.9053 16.8237 13458 3 613.6400 0.4169
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 Carbamidomethyl+C(3)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 327.7047 2484.2119 17.5108 11001 4 621.8084 ‐0.7270
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 4851.4660 1094.5687 17.5478 10962 2 547.7880 1.78
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 Carbamidomethyl+C(5)
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 6811.7060 3029.5885 19.4141 8418 3 1010.5344 ‐0.7515
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 2068.0684 SFIGMGYYNTHVPTVILR 4380.4010 2068.0705 19.3393 6743 3 690.0284 0.9941
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 3373.1050 3237.4859 21.4944 6712 3 1079.8335 ‐1.1560
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 1453.7686 YVSSLSPFISTPR 116.6112 1453.7566 20.9739 2808 2 727.3819 ‐8.4918
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 1602.8526 VFASGKPVPFTAESLA 386.9087 1602.8516 19.6842 2334 2 801.9294 ‐0.6572
NP_001119106.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1213.0500 107194.3958 40 27.36 None 853.4454 PFFDTVK 159.1588 853.4426 22.5472 2195 1 853.4426 ‐2.7678
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 1116.6259 TSLAPGSGVVTK 36111.4500 1116.6264 18.2606 16862 2 558.8168 ‐0.2607
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 1331.5824 MFVDYSEPESK 723.6620 1331.5852 22.1686 3642 2 666.2962 1.69
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 2052.9945 NEGRDTIILAGAEYGSGSSR 275.4248 2052.9352 30.7236 99001 2 1026.9712 ‐27.3778
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 301.3332 2618.2708 33.9193 4727 3 873.4284 ‐17.5289
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 1403.8510 2168.0715 35.2677 3408 2 1084.5394 6.17
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 1707.8483 DSPAAKYLMERGVDR 944.6328 1707.8528 25.6576 3295 2 854.4300 3.05
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 2710.3947 GFAVPKEAQSKAVEFNFNGTTAQLR 796.2648 2710.3894 30.4329 1337 3 904.1347 ‐1.7234
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 744.4250 PGSGVVTK 3953.2590 744.4222 18.2505 1711 1 744.4222 ‐3.1177
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 1317.6321 DTIILAGAEYGSGS 156.3384 1317.6227 37.9169 1020 1 1317.6227 ‐4.1237
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 1368.6794 DIWPSNKEVAEV 125.6566 1368.6723 31.9961 884 1 1368.6723 ‐1.9912
NP_001119125.1 aconitate hydratase 1 Arabidopsis thaliana 607.8211 87116.1895 11 10.57 None 815.4621 APGSGVVTK 795.4053 815.4618 18.2544 818 1 815.4618 0.6100
NP_001119137.1 ARM repeat superfamily protein Arabidopsis thaliana 144.8725 52865.5997 4 7.10 Carbamidomethyl+C(16) 2627.3386 AFSLSESLFPTDVSQCTLEVLRK 543.3799 2627.3399 24.9691 7079 3 876.4515 1.1536
NP_001119137.1 ARM repeat superfamily protein Arabidopsis thaliana 144.8725 52865.5997 4 7.10 None 1000.6037 LSPLISGVSK 5486.7950 1000.6033 17.2798 5310 2 500.8053 ‐1.4284
NP_001119137.1 ARM repeat superfamily protein Arabidopsis thaliana 144.8725 52865.5997 4 7.10 Carbamidomethyl+C(8) 2280.1516 FEATLMTCLLFDPHLKSTR 293.5363 2280.1632 19.5280 1502 3 760.7259 5.53
NP_001119137.1 ARM repeat superfamily protein Arabidopsis thaliana 144.8725 52865.5997 4 7.10 Carbamidomethyl+C(6) 1548.8051 TDVSQCTLEVLRK 202.6889 1548.8086 24.3300 5980 2 774.9079 2.30
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1473.6856 TTPSYVAFTDSER 47271.6300 1473.6870 23.5119 55019 2 737.3471 0.9189
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1675.7307 ATAGDTHLGGEDFDNR 19240.5200 1675.7306 18.4499 53636 3 559.2484 ‐0.7412
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1680.8340 NAVVTVPAYFNDSQR 24927.5700 1680.8345 27.1256 52430 2 840.9209 0.6540
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1647.8159 NQVAMNPVNTVFDAK 11524.5500 1647.8167 28.4575 49907 2 824.4120 0.7917
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1358.6158 NALENYAYNMR 34893.8400 1358.6152 24.6879 40819 2 679.8112 ‐0.6592
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 30481.8400 2560.2547 34.0599 39666 3 854.0898 1.1213
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 22599.6700 1386.7268 26.0607 33500 2 693.8671 ‐2.2660
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1215.6514 DAGVIAGLNVMR 25335.1700 1215.6502 28.9248 31407 2 608.3288 ‐1.4372
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1278.6300 MVNHFVQEFK 39781.6300 1278.6289 15.1843 30779 2 639.8181 ‐1.1616
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1230.5307 FSDSSVQSDMK 26154.1900 1230.5304 18.2110 19270 2 615.7688 ‐0.6637
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1822.9408 IQAGPADKPMIYVEYK 1896.6650 1822.9443 25.0200 14069 3 608.3196 1.75
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1313.6194 FEELNMDLFR 6897.2760 1313.6211 33.5897 10059 2 657.3142 0.9992
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1686.9090 3020.3980 43.4497 2751 3 1007.4708 ‐0.1186
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1436.7532 VQQLLQDFFNGK 1573.4000 1436.7511 21.9803 2784 2 718.8792 ‐1.5558
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1112.6171 DITGNPRALR 565.7314 1112.6205 15.2538 18698 2 556.8139 2.82
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1540.7577 ARFEELNMDLFR 2106.1180 1540.7585 18.9517 17815 2 770.8829 0.6644
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 6955.3000 3148.4871 42.9880 12756 3 1050.1672 ‐1.7996
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 Carbamidomethyl+C(3) 3090.5049 ELCKSINPDEAVAYGAAVQGAILSGEGNEK 910.6756 3090.4734 39.6634 11292 3 1030.8293 ‐9.3238
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 2142.0713 TTPSYVAFTDSERLIGDAAK 456.7008 2142.0727 39.2974 1091 2 1071.5400 1.76
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 615.3283 LNVMR 87.0438 615.3300 29.9888 2603 1 615.3300 2.33
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 897.4312 SINPDEAVA 211.3758 897.4341 33.8113 2418 1 897.4341 4.08
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1313.6194 FEELNMDLFR 401.0866 1313.6265 19.7051 2412 2 657.3169 5.1047
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1432.6088 GDTHLGGEDFDNR 4950.5270 1432.6090 18.4501 1671 2 716.8081 0.0869
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1060.4517 ENYAYNMR 405.2688 1060.4555 24.6907 1364 1 1060.4555 5.91
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1174.5375 SYVAFTDSER 301.7737 1174.5362 23.5208 801 1 1174.5362 1.0324
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1629.8054 NQVAMNPVNTVFDAK 242.2151 1629.8126 26.4973 3370 2 815.4099 4.38
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1805.9142 IQAGPADKPMIYVEYK 133.9482 1805.9073 25.4379 7400 3 602.6406 ‐4.3852
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11225.9100 57578.9412 62 49.33 None 1663.8075 NAVVTVPAYFNDSQR 342.0162 1663.8056 28.7347 1488 2 832.4064 ‐0.7609
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1473.6856 TTPSYVAFTDSER 59150.0400 1473.6869 23.5091 53890 2 737.3471 1.0518
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1680.8340 NAVVTVPAYFNDSQR 18377.9600 1680.8345 27.1256 52430 2 840.9209 0.9108
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1647.8159 NQVAMNPVNTVFDAK 9315.2390 1647.8167 28.4575 49907 2 824.4120 1.0315
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1358.6158 NALENYAYNMR 32770.1500 1358.6152 24.6879 40819 2 679.8112 ‐0.5681
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 17150.6100 2560.2547 34.0599 39666 3 854.0898 0.9372
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 17681.5900 1386.7268 26.0607 33500 2 693.8671 ‐2.1605
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1215.6514 DAGVIAGLNVMR 33537.1600 1215.6502 28.9226 30771 2 608.3287 ‐1.4551
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1659.8952 IINEPTAAAIAYGLDK 9076.1610 1659.8933 29.5175 22928 2 830.4503 ‐0.5867
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1822.9408 IQAGPADKPMIYVEYK 2147.0100 1822.9443 25.0200 14069 3 608.3196 1.22
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1313.6194 FEELNMDLFR 7231.9150 1313.6211 33.5897 10059 2 657.3142 1.0672
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1961.6950 3020.3980 43.4497 2751 3 1007.4708 ‐0.3830
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFYSTITR 769.9180 3025.4732 38.0784 1964 3 1009.1626 ‐4.6208
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 9993.8220 3148.4871 42.9880 12756 3 1050.1672 ‐2.0863
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 873.4975 IAGLNVMR 209.4385 873.5009 30.8433 3283 2 437.2541 2.44
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 897.4312 SINPDEAVA 116.7779 897.4341 33.8113 2418 1 897.4341 4.40
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1174.5375 SYVAFTDSER 319.3625 1174.5362 23.5208 801 1 1174.5362 1.66
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1641.8846 IINEPTAAAIAYGLDK 553.5139 1641.8854 28.7168 18202 2 821.4463 0.9683
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1629.8054 NQVAMNPVNTVFDAK 298.8028 1629.8126 26.4973 3370 2 815.4099 4.43



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 5621.9640 57578.9412 62 49.33 None 1663.8075 NAVVTVPAYFNDSQR 299.1409 1663.8056 28.7347 1488 2 832.4064 ‐0.5129
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1787.9902 IINEPTAAAIAYGLDKK 74898.5000 1787.9901 17.1016 130418 3 596.6682 ‐0.3957
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1278.6300 MVNHFVQEFK 30179.9400 1278.6289 15.1843 30779 2 639.8181 ‐1.3350
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 1088.3620 2588.2189 19.0680 6501 3 863.4111 0.2362
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1215.6514 DAGVIAGLNVMR 570.5498 1215.6495 18.8188 3330 2 608.3284 ‐2.2023
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1473.6856 TTPSYVAFTDSER 4411.0050 1473.6868 15.4582 2700 2 737.3471 0.6161
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1228.6280 VEIIANDQGNR 776.7383 1228.6336 17.3846 1359 2 614.8204 3.33
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1643.8898 QATKDAGVIAGLNVMR 377.9121 1643.9109 24.2420 4902 2 822.4591 12.74
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 348.8180 2560.3095 21.6286 1962 3 854.1080 22.8192
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 None 1048.5211 NHFVQEFK 11181.7300 1048.5191 15.1803 1406 2 524.7632 ‐2.7118
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3241.9270 57578.9412 62 49.33 Carbamidomethyl+C(16) 2570.2093 GEGPAIGIDLGTTYSCVGVWQHDR 379.7781 2570.2035 18.2658 888 3 857.4060 ‐1.6648
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 286.9304 45041.2796 2 7.79 None 2182.0663 FIVEAANHPTDPDADEILSK 2403.8750 2182.0651 26.4201 16292 3 728.0266 ‐0.7754
NP_001119183.1 glutamate dehydrogenase 2 Arabidopsis thaliana 286.9304 45041.2796 2 7.79 None 1296.7158 NPEGIDINALIK 5820.9080 1296.7152 30.8318 10204 2 648.8612 ‐0.7354
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 1200.6947 VVAVSDITGAIR 12888.8700 1200.6961 16.9647 30518 2 600.8517 0.6808
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 1061.5473 DLSLSELER 22501.0200 1061.5478 27.1605 10746 2 531.2775 ‐0.3011
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 1296.7158 NPEGIDINALIK 4846.3020 1296.7152 30.8318 10204 2 648.8612 ‐0.7947
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 863.4808 SLMIPFR 2996.7020 863.4817 18.1508 4800 1 863.4817 2.0366
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 961.4884 MNALAATNR 1601.8430 961.4922 19.0995 1248 2 481.2497 3.0221
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 2163.0578 DDGTLVSYIGFRVQHDNAR 1757.3940 2163.0615 25.4682 1703 2 1082.0344 2.98
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 532.3242 IPFR 45.4899 532.3272 17.2902 5775 1 532.3272 5.48
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 832.4523 SDITGAIR 144.4286 832.4488 16.9666 1383 1 832.4488 ‐3.3711
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 833.4363 SLSELER 702.2332 833.4380 27.1605 957 1 833.4380 2.43
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1458.6560 33437.9920 10 22.1 None 943.4778 MNALAATNR 136.2240 943.4794 20.5340 788 1 943.4794 2.66
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 None 1964.9712 ELELAGFQYLGGPDDGKR 6849.5490 1964.9729 30.9795 18146 3 655.6625 0.4667
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 6013.0250 1391.6758 25.7207 16192 2 696.3415 1.37
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 None 1219.6933 VYVIGEEGILK 10372.0400 1219.6936 28.1544 13401 2 610.3504 ‐0.2281
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 None 2141.0657 EPLVVGKPSTFMMDYLADK 340.1380 2141.0751 36.3141 1337 2 1071.0412 5.52
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 Carbamidomethyl+C(13) 1537.7316 LDTDILFGQNGGCK 868.3225 1537.7288 18.8226 1619 3 513.2478 ‐2.6194
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 None 1409.6808 GFQYLGGPDDGKR 261.1418 1409.6847 30.1424 1570 2 705.3460 2.57
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 988.4331 36932.2058 12 22.29 Carbamidomethyl+C(5) 1373.6631 ENPGCLFIATNR 151.4870 1373.6564 27.1237 1265 2 687.3318 ‐5.0542
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1223.2800 36932.2058 12 22.29 None 1964.9712 ELELAGFQYLGGPDDGKR 9592.7680 1964.9729 30.9795 18146 3 655.6625 0.3866
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1223.2800 36932.2058 12 22.29 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 6097.9360 1391.6758 25.7207 16192 2 696.3415 1.18
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1223.2800 36932.2058 12 22.29 None 1219.6933 VYVIGEEGILK 13644.1000 1219.6936 28.1544 13401 2 610.3504 ‐0.2084
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1223.2800 36932.2058 12 22.29 None 2141.0657 EPLVVGKPSTFMMDYLADK 536.7780 2141.0751 36.3141 1337 2 1071.0412 6.0986
NP_001119317.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 1223.2800 36932.2058 12 22.29 None 1409.6808 GFQYLGGPDDGKR 286.5731 1409.6847 30.1424 1570 2 705.3460 2.30
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 2280.1403 MTPTKPMVVETFSEYPPLGR 67405.4500 2280.1393 18.3114 190221 3 760.7179 ‐0.4697
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 28172.2500 2506.3275 19.3704 158604 3 836.1140 ‐0.6025
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1025.6102 IGGIGTVPVGR 64851.6600 1025.6106 22.0666 149082 2 513.3089 ‐0.4764
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 18557.4000 1451.6737 19.9860 97574 3 484.5628 ‐0.8806
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 975.5510 LPLQDVYK 11495.2300 975.5511 23.2033 66993 2 488.2792 ‐0.7999
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1026.4891 STNLDWYK 28143.3500 1026.4898 22.9397 56162 2 513.7485 ‐0.1094
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 914.5669 QTVAVGVIK 12358.9400 914.5669 19.9406 47103 2 457.7871 ‐1.0678
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 780.4138 YDEIIK 4140.5480 780.4159 17.7124 6636 2 390.7116 1.20
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1634.9013 FHINIVVIGHVDSGK 1068.7700 1634.9112 29.5691 893 3 545.6419 5.47
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1007.5520 ARYDEIIK 16454.5700 1007.5517 18.4517 38150 2 504.2795 ‐1.1632
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 586.3923 AVGVIK 542.0980 586.3923 19.9341 4667 1 586.3923 0.0490
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 855.5047 GIGTVPVGR 636.4212 855.5040 22.0694 2126 1 855.5040 0.1071
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 861.4465 ARYDEII 109.2840 861.4408 19.3089 2065 1 861.4408 ‐5.6596
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 685.4607 VAVGVIK 404.8655 685.4613 19.9359 2002 1 685.4613 1.08
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 628.3777 TVPVGR 157.1642 628.3790 22.0631 1779 1 628.3790 2.1632
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 798.4832 IGTVPVGR 198.6643 798.4836 22.0659 1361 1 798.4836 1.71
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 611.2824 DWYK 47.3676 611.2794 24.1024 1291 1 611.2794 ‐4.8192
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1264.6783 TFAPTGLTTEVK 123.3626 1264.6715 20.0200 1204 1 1264.6715 ‐2.9644
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 2048.0521 PTKPMVVETFSEYPPLGR 407.7844 2048.0482 19.4128 1070 3 683.3543 ‐2.1769
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1163.6307 FAPTGLTTEVK 166.4637 1163.6224 19.3703 1065 1 1163.6224 ‐5.0662
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 625.3457 FHINI 142.1450 625.3439 29.5398 890 1 625.3439 ‐2.8067
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 1047.5258 FSEYPPLGR 2209.5250 1047.5207 17.2982 780 1 1047.5207 ‐3.2430
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 896.5564 QTVAVGVIK 142.4610 896.5543 19.9426 1770 2 448.7808 ‐3.3711
NP_001119464.1 elongation factor 1 alpha 4 Arabidopsis thaliana 8175.6370 49844.5675 24 25.61 None 989.5415 ARYDEIIK 123.0753 989.5470 20.3299 1481 2 495.2771 4.88
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 268.1370 25398.8128 3 5.83 None 1537.7533 VNLDPEGVFDFSAK 4596.6350 1537.7511 33.3488 15129 2 769.3792 ‐1.1256
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 268.1370 25398.8128 3 5.83 None 1473.7795 LELADKVNVEESK 393.3974 1473.7660 22.8947 6376 2 737.3867 ‐9.0035
NP_001154201.1 HSP20 like chaperone Arabidopsis thaliana 268.1370 25398.8128 3 5.83 None 1881.9229 DTKVNLDPEGVFDFSAK 970.3455 1881.9112 30.2382 1654 2 941.4592 ‐5.1315
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 1747.8246 LNTDESPNTPGQYGVR 42972.3500 1747.8230 19.3391 32533 2 874.4151 ‐0.4246
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 965.5150 TTLTSSLDK 46086.8900 965.5158 17.9035 12544 2 483.2615 ‐0.0668
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 1391.7603 SIPTIMIFVGGEK 3324.8340 1391.7635 35.6625 2438 2 696.3854 2.1766
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 679.3522 GQYGVR 127.5753 679.3501 21.7834 4861 1 679.3501 ‐2.7903
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 763.4196 LTSSLDK 1925.9490 763.4214 17.9054 934 1 763.4214 2.57
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 15910.5900 7926.1931 6 52.78 None 947.5044 TTLTSSLDK 314.5321 947.5036 18.4919 4042 2 474.2555 ‐1.7762
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 2021.0776 LVWEQVLKPLYGMTTDK 82596.8400 2021.0786 21.2023 200696 3 674.3644 0.4148
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 2610.3423 LFDERPHVSAWVADITSRPSAQK 4949.5740 2610.3415 18.0426 56053 4 653.3408 ‐0.5782
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 3055.6503 YLASDHFTLVDLHTIPVIQYLLGTPTK 5945.3620 3055.6483 24.3337 21795 4 764.6675 ‐0.6990
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 3183.7452 YLASDHFTLVDLHTIPVIQYLLGTPTKK 2135.8990 3183.7545 23.7167 18643 5 637.5567 2.38
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 922.5720 VLIALHEK 16711.9900 922.5722 13.8730 9652 2 461.7897 ‐0.8875
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 1285.1520 2389.1433 22.5714 7408 3 797.0526 1.1594
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 830.3459 2369.3343 24.8751 3129 3 790.4496 ‐5.3787
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 597.3355 ALHEK 14675.1000 597.3357 13.8695 4382 1 597.3357 0.0668
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 710.4196 IALHEK 2116.6650 710.4195 13.8712 3280 1 710.4195 ‐0.0624
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 1025.4972 PLYGMTTDK 135.5725 1025.4975 19.1686 2740 1 1025.4975 1.46
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 1081.5425 LFDERPHVS 185.1727 1081.5419 19.9271 1773 1 1081.5419 0.8453



NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 1147.5782 YLASDHFTLV 134.8029 1147.5826 24.4878 1150 1 1147.5826 5.16
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 823.5036 LIALHEK 1164.6820 823.5052 13.8736 1075 2 412.2562 0.6152
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 9219.8220 23485.9666 14 47.12 None 3166.7187 YLASDHFTLVDLHTIPVIQYLLGTPTKK 845.5023 3166.7030 25.6875 1098 4 792.4312 ‐4.9550
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1075.5630 GGAIDDSVITK 43136.5700 1075.5623 19.6226 51057 2 538.2848 ‐1.3668
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1121.5738 VGFFSSGPPAR 22864.5200 1121.5741 16.0669 43460 2 561.2907 ‐0.3948
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1970.1797 SLLALQGPLAAPVLQHLTK 18622.7800 1970.1833 20.7631 40359 3 657.3993 1.55
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 42218.4800 1297.5510 20.0625 34051 2 649.2791 ‐0.4671
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1547.8428 IGEITSGGFSPNLKK 1659.6240 1547.8449 23.0662 26301 3 516.6198 0.5192
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1658.9112 AEGGFLGADVILQQLK 7512.8900 1658.9134 21.2832 21027 2 829.9603 1.56
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1415.7066 TALYDFHVAHGGK 13296.2400 1415.7063 20.9682 18744 3 472.5736 ‐1.2320
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFT 2901.5470 3405.7462 24.1792 18401 3 1135.9203 ‐3.1521
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 895.4706 NIAMGYVK 5015.4290 895.4707 20.5658 17182 2 448.2390 ‐0.9785
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1419.7478 IGEITSGGFSPNLK 3649.7920 1419.7490 25.9026 16813 2 710.3781 0.6986
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1654.8120 MVPFAGWSMPIQYK 4371.8620 1654.8164 20.7424 16385 2 827.9118 2.69
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 1221.0670 1745.8635 24.8599 7527 3 582.6260 ‐0.8752
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1407.6400 GGDVSWHIHDER 5693.5030 1407.6408 18.3013 4870 3 469.8851 ‐0.4315
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 793.4277 MPFVATK 4319.0410 793.4350 20.4291 11037 2 397.2211 8.0159
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1222.5885 DLAHIEEHMK 499.2871 1222.5802 23.7542 1559 1 1222.5802 ‐4.5482
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1815.0123 RAEGGFLGADVILQQLK 3820.5210 1815.0107 20.1641 11048 3 605.6751 ‐1.4241
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 818.4155 FSSGPPAR 144.6103 818.4155 16.1333 3592 1 818.4155 0.7259
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 Carbamidomethyl+C(7) 982.4081 MDSTVNCR 2622.0830 982.4110 20.0621 2432 1 982.4110 4.74
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1022.5054 GFFSSGPPAR 593.9172 1022.5041 16.0628 1934 1 1022.5041 0.2686
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 1344.7998 GPLAAPVLQHLTK 957.1611 1344.8050 20.7457 1232 2 672.9061 3.72
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 5471.1800 44787.0270 32 48.04 None 965.4839 FFSSGPPAR 98.8572 965.4865 16.0625 1189 1 965.4865 3.01
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1121.5738 VGFFSSGPPAR 42257.0400 1121.5741 16.0669 43460 2 561.2907 ‐0.5325
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1970.1797 SLLALQGPLAAPVLQHLTK 14707.9300 1970.1833 20.7631 40359 3 657.3993 1.73
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1658.9112 AEGGFLGADVILQQLK 9211.9580 1658.9134 21.2832 21027 2 829.9603 1.57
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLTVFT 4501.6250 3405.7462 24.1792 18401 3 1135.9203 ‐2.7938
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1654.8120 MVPFAGWSMPIQYK 4660.9270 1654.8164 20.7424 16385 2 827.9118 2.79
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1547.8428 IGEITSGGFSPNLKK 256.6441 1547.8226 18.1112 2224 2 774.4150 ‐13.1177
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 818.4155 FSSGPPAR 341.7798 818.4155 16.1333 3592 1 818.4155 0.3995
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1022.5054 GFFSSGPPAR 884.7297 1022.5041 16.0628 1934 1 1022.5041 ‐0.0668
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1344.7998 GPLAAPVLQHLTK 1367.4250 1344.8050 20.7457 1232 2 672.9061 3.87
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 965.4839 FFSSGPPAR 112.2705 965.4865 16.0625 1189 1 965.4865 3.72
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2718.9360 44787.0270 32 48.04 None 1529.8322 IGEITSGGFSPNLKK 166.2244 1529.8294 18.5369 1828 2 765.4183 ‐2.0008
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1384.7795 AAALNIVPTSTGAAK 142500.3000 1384.7800 23.2737 262668 2 692.8936 0.1960
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 205443.7000 1833.9043 35.3795 110678 2 917.4558 0.2091
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1037.6717 AVALVLPNLK 30072.3800 1037.6723 18.4559 89936 2 519.3398 ‐0.2186
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1254.6113 TFAEEVNAAFR 19998.7200 1254.6107 28.7207 77780 2 627.8090 ‐0.8949
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1456.7795 VVDLADIVANNWK 82486.4100 1456.7785 20.6445 71346 2 728.8929 ‐0.6670
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1555.6805 GTMTTTHSYTGDQR 76519.2900 1555.6805 13.4155 64426 3 519.2317 ‐0.8414
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1786.8184 VIAWYDNEWGYSQR 70476.9200 1786.8176 18.5017 52428 2 893.9124 0.1415
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1780.0215 VPTPNVSVVDLVVQVSK 36815.7300 1780.0243 36.0924 47677 2 890.5158 2.1676
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1627.8537 DSPLDVVVINDTGGVK 11107.3600 1627.8522 30.3603 30791 2 814.4298 ‐0.6407
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1908.1164 VPTPNVSVVDLVVQVSKK 3932.1060 1908.1188 19.9913 30143 3 636.7111 0.8053
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1755.9487 KDSPLDVVVINDTGGVK 2219.0840 1755.9457 27.2985 4637 3 585.9867 ‐2.3363
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 867.5662 ALVLPNLK 2070.5830 867.5671 18.4565 6995 1 867.5671 2.0194
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1397.6114 MTTTHSYTGDQR 20932.8000 1397.6128 13.4155 4909 2 699.3100 0.8548
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 683.4450 VLPNLK 924.9946 683.4455 18.4567 3814 1 683.4455 0.9864
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1266.5709 TTTHSYTGDQR 9024.9080 1266.5729 13.4162 3579 2 633.7901 1.33
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 731.3835 VANNWK 85.3527 731.3799 19.8642 2572 1 731.3799 ‐4.4087
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 796.5291 LVLPNLK 733.6652 796.5304 18.4567 2221 1 796.5304 2.91
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1001.5626 VVINDTGGVK 292.9620 1001.5655 30.9887 972 2 501.2864 2.0368
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 826.3690 SYTGDQR 1391.8760 826.3684 13.4063 909 1 826.3684 0.1510
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1171.6681 LNIVPTSTGAAK 177.7104 1171.6605 23.2675 828 1 1171.6605 ‐4.3827
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 28536.2100 37952.2598 34 36.57 None 1537.6700 GTMTTTHSYTGDQR 958.6669 1537.6711 13.4162 1691 3 513.2286 ‐0.0989
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1384.7795 AAALNIVPTSTGAAK 176109.7000 1384.7800 23.2727 261761 2 692.8936 0.3037
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 184653.1000 1833.9043 35.3776 107812 2 917.4558 0.5184
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1254.6113 TFAEEVNAAFR 13819.2300 1254.6107 28.7180 76344 2 627.8090 ‐0.8797
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1627.8537 DSPLDVVVINDTGGVK 11557.5100 1627.8522 30.3603 30791 2 814.4298 ‐0.4112
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1755.9487 KDSPLDVVVINDTGGVK 1751.2160 1755.9457 27.2985 4637 3 585.9867 ‐2.3798
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1786.8184 VIAWYDNEWGYSQR 966.0212 1786.8633 31.1089 5470 2 893.9353 26.0210
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 464.2616 AAFR 282.3629 464.2614 31.1855 25151 1 464.2614 ‐0.8902
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1058.5840 NIVPTSTGAAK 3033.0570 1058.5824 23.2737 5100 1 1058.5824 0.4175
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 944.5411 IVPTSTGAAK 458.4726 944.5406 21.7743 3828 2 472.7740 ‐1.6064
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1382.6798 DSPLDVVVINDTGG 545.6330 1382.6844 28.0019 2955 2 691.8458 3.54
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 478.1051 1336.6180 35.3931 1397 1 1336.6180 1.11
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1171.6681 LNIVPTSTGAAK 397.6132 1171.6605 23.2675 828 1 1171.6605 ‐4.0296
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylat 17075.2100 37952.2598 34 36.57 None 1236.6008 TFAEEVNAAFR 117.4603 1236.6066 31.1147 879 2 618.8069 4.07
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 3499.5590 16163.6518 4 25.81 None 1330.6849 VAGASADILDAAEK 20816.5400 1330.6850 23.9485 18232 2 665.8462 ‐0.1523
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 3499.5590 16163.6518 4 25.81 None 1056.5796 VVAEAAQAAAR 14128.7200 1056.5797 14.4034 8828 2 528.7935 ‐0.7349
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 3499.5590 16163.6518 4 25.81 None 1482.6707 KDDEESGGGLGGYAK 6372.2770 1482.6705 15.8714 4554 3 494.8950 ‐1.0535
NP_001184990.1 salt tolerance related protein Arabidopsis thaliana 3499.5590 16163.6518 4 25.81 None 858.4428 AEAAQAAAR 3647.9170 858.4408 14.4062 1004 1 858.4408 ‐1.4051
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 1393.6441 VATEESSAEVTDR 34364.9000 1393.6444 14.7868 14315 2 697.3258 0.0274
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 1263.6579 VHISEPEPEVK 15909.6900 1263.6562 18.4477 7628 2 632.3317 ‐1.7927
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 6672.3070 2719.4306 24.5976 6494 4 680.6131 ‐0.5087
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 1039.5419 NVPEQEVPK 146.1486 1039.5227 28.9536 2396 2 520.2650 ‐19.2109
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 993.4483 ESSAEVTDR 87.1160 993.4550 14.3966 1283 2 497.2312 5.21
NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 1294.5757 ATEESSAEVTDR 160.8115 1294.5793 14.8143 880 1 1294.5793 5.39



NP_001185408.1 dehydrin ERD14 Arabidopsis thaliana 4341.7190 20786.3981 7 32.43 None 1021.5313 NVPEQEVPK 494.6878 1021.5336 30.6177 2419 2 511.2704 1.02
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1271.6266 GLTFDSGGYNIK 4978.5480 1271.6266 25.4695 20372 2 636.3169 ‐0.4113
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1318.6233 TIEVNNTDAEGR 24668.9000 1318.6254 15.5244 15047 2 659.8163 1.07
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 3983.3340 1850.9329 19.6644 13323 2 925.9701 1.29
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1163.5473 SGVADMVNTGGR 24212.2000 1163.5480 19.4403 11043 2 582.2776 ‐0.0338
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1294.6460 FDMGGSAAVLGAAK 5049.3820 1294.6456 26.1154 10743 2 647.8264 ‐0.6340
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 3041.5538 VDAHLSGLLAQVSSEEDFTGKPGQSTVLR 2030.9990 3041.5517 19.1510 10714 4 761.1434 ‐1.0894
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1031.5408 EIDVIEWK 8092.4150 1031.5427 28.1849 8075 2 516.2750 1.0742
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1991.0808 LSSVSALASGIVLGLFEDGR 2749.1520 1991.0734 24.9158 7199 2 996.0403 ‐2.7857
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1678.8799 SGTGFGVATLVEWVQK 428.9250 1678.8769 28.0654 3680 3 560.2972 ‐2.4719
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 2069.0095 VQWMHIDMAGPVWNEKK 999.2100 2069.0038 21.2662 91579 2 1035.0055 ‐1.6922
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1548.7904 AVDIIGFGTGAEEAAK 585.7009 1548.8015 20.6358 5404 2 774.9044 7.25
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 Carbamidomethyl+C(3) 1054.4623 YACNQGVDK 174.2101 1054.4691 20.8696 4983 2 527.7382 5.34
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1005.5364 VLGLFEDGR 371.2487 1005.5389 22.3355 3502 2 503.2731 1.04
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 857.4839 PGQSTVLR 212.2193 857.4845 18.7633 786 1 857.4845 1.17
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 2059.0200 50878.0366 24 35.74 None 1253.6161 GLTFDSGGYNIK 160.7956 1253.6093 23.6224 1486 2 627.3083 ‐5.7729
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 5897.1310 1850.9329 19.6644 13323 2 925.9701 1.0392
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 None 3041.5538 VDAHLSGLLAQVSSEEDFTGKPGQSTVLR 4404.7660 3041.5517 19.1510 10714 4 761.1434 ‐0.7498
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAGIYTPSDELAK 3194.9530 3151.6144 24.8507 8931 3 1051.2096 ‐2.5884
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 None 1991.0808 LSSVSALASGIVLGLFEDGR 2231.9660 1991.0734 24.9158 7199 2 996.0403 ‐3.1212
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 None 1548.7904 AVDIIGFGTGAEEAAK 508.4559 1548.8015 20.6358 5404 2 774.9044 7.0776
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 Carbamidomethyl+C(5) 1192.5701 TGPGCSIELMK 206.2977 1192.5500 21.2251 4059 1 1192.5500 ‐15.0079
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 None 1271.6266 GLTFDSGGYNIK 283.6471 1271.6407 22.7950 2194 1 1271.6407 13.1496
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 Carbamidomethyl+C(3) 1034.5010 PGCSIELMK 70.4647 1034.5031 22.8411 2894 1 1034.5031 3.88
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 796.4476 50878.0366 24 35.74 None 1274.6739 VDAHLSGLLAQVS 424.0104 1274.6768 19.1176 2525 2 637.8420 1.25
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 2116.1384 TILGSVGAETEDSQIELLLK 5722.8560 2116.1332 35.9928 25515 2 1058.5702 ‐1.2665
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 1213.6899 GKDLAELIAAGR 27601.9400 1213.6904 25.9190 14615 2 607.3488 ‐0.0581
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 1303.7984 VVAAYLLAVLSGK 7729.5190 1303.7993 22.6684 12268 2 652.4033 0.3668
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 1028.5735 DLAELIAAGR 20194.1000 1028.5731 29.8736 10890 2 514.7902 ‐1.1866
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 1195.6793 GKDLAELIAAGR 197.8768 1195.6859 24.8156 895 2 598.3466 5.0137
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 7633.7260 10243.5885 9 45.92 None 2099.1118 TILGSVGAETEDSQIELLLK 398.3719 2099.1176 35.7337 6787 2 1050.0624 3.45
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4800.7190 10243.5885 9 45.92 None 2116.1384 TILGSVGAETEDSQIELLLK 4079.6630 2116.1331 35.9892 22851 2 1058.5702 ‐0.8331
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4800.7190 10243.5885 9 45.92 None 1213.6899 GKDLAELIAAGR 20562.4500 1213.6904 25.9190 14615 2 607.3488 ‐0.0416
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 4800.7190 10243.5885 9 45.92 None 1028.5735 DLAELIAAGR 14212.7800 1028.5731 29.8736 10890 2 514.7902 ‐1.2651
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1415.7853 LAVDTVVTNLQSR 5693.1360 1415.7837 16.9853 13796 2 708.3955 ‐1.2370
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1196.7361 IGVQIIQNALK 6548.9230 1196.7390 18.1694 11304 2 598.8731 1.85
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1016.5259 GVEDLADAVK 5420.5910 1016.5276 23.2404 9687 2 508.7674 0.8651
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 826.5033 AGIIDPLK 2783.1020 826.5037 24.3842 2086 2 413.7555 ‐0.6372
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 989.5448 ISNINAMVK 378.8072 989.5386 24.4068 2894 2 495.2729 ‐7.1580
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 1330.2510 2617.3993 24.0688 2854 3 873.1379 ‐6.8976
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1206.5848 IGGASETEVSEK 576.8597 1206.5974 17.7631 806 2 603.8023 9.49
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 2115.9863 SMVEASTSDYDKEKLQER 438.3851 2115.9826 26.8629 4273 2 1058.4950 ‐0.5650
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1564.8329 DGVTVAKSIEFKDR 301.9745 1564.8267 34.7643 3426 2 782.9170 ‐3.8196
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 2159.1918 LSGGVAVLKIGGASETEVSEKK 593.6535 2159.2080 25.9146 1643 3 720.4075 7.06
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1203.6328 DRVTDALNATK 150.3410 1203.6399 34.4232 1511 2 602.3236 5.08
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1132.5957 DTVVTNLQSR 347.0732 1132.6000 17.6411 3221 2 566.8036 3.75
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1115.5691 DTVVTNLQSR 617.3614 1115.5752 18.8352 1411 2 558.2913 4.75
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 462.4308 61820.1386 21 13.28 None 1186.6062 DRVTDALNATK 123.8612 1186.6017 32.1496 1359 2 593.8045 ‐4.3635
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1415.7853 LAVDTVVTNLQSR 6233.5430 1415.7837 16.9853 13796 2 708.3955 ‐1.4416
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1196.7361 IGVQIIQNALK 7003.1820 1196.7390 18.1694 11304 2 598.8731 1.37
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1399.7256 GYISPYFITNPK 984.3248 1399.7283 17.8544 6274 2 700.3678 1.89
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1391.6882 SVAAGMNAMDLRR 279.1946 1391.7038 16.7480 2934 2 696.3555 10.66
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 2617.4182 TALVDAASVSSLLTTTEAVVTEIPTK 2482.1580 2617.3993 24.0688 2854 3 873.1379 ‐6.5978
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1588.8615 EIGELIAKAMETVGK 1002.9140 1588.8754 18.0481 3692 3 530.2967 8.45
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 411.1517 61820.1386 21 13.28 None 1629.8516 GVEDLADAVKVTMGPK 315.9486 1629.8586 16.3063 814 2 815.4329 4.36
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis th 276.7046 23894.8624 5 15.77 None 1438.7940 LGSYALVGLPASYK 2448.0990 1438.7912 18.1036 8222 2 719.8992 ‐2.2478
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis th 276.7046 23894.8624 5 15.77 None 2101.1441 LKPIGDAGPVIDAGGIFAYAR 804.6138 2101.1349 19.6342 4238 3 701.0498 ‐4.2965
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis th 276.7046 23894.8624 5 15.77 None 1623.8489 TLASPNKPSSFATFR 683.8763 1623.8125 17.1569 2886 3 541.9424 ‐22.9326
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis th 276.7046 23894.8624 5 15.77 None 1158.6517 LKPIGDAGPVID 92.9179 1158.6576 20.8076 6674 2 579.8325 4.25
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis th 276.7046 23894.8624 5 15.77 None 947.5560 LVGLPASYK 194.3051 947.5524 18.1422 3215 2 474.2798 ‐4.9197
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 2073.1339 VIGVEPTESAILSGGKPGPHK 1639.9870 2073.1333 24.2527 15653 4 519.0388 ‐1.5230
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 1334.7467 LIAVVFPSFGER 9343.8120 1334.7499 20.4684 14798 2 667.8786 2.1749
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 1086.6306 IQGIGAGFVPK 2454.8440 1086.6303 16.4003 12526 2 543.8188 ‐0.9939
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 1356.6352 IGYSMITDAEEK 4430.3810 1356.6362 24.3212 11825 2 678.8218 0.5826
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 Carbamidomethyl+C(7)
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 2367.9880 2523.2552 42.0737 7081 2 1262.1312 ‐4.4553
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 1964.9171 TPNSYMLQQFDNPANPK 461.2553 1964.9235 14.4439 800 3 655.6460 2.74
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 None 1928.9488 NLDLAIVDEYIAISSEEA 375.5985 1928.9363 42.4623 1628 2 964.9718 ‐5.6554
NP_001189745.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thalia 1107.6540 41941.3524 9 27.30 Carbamidomethyl+C(7)
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1473.6856 TTPSYVAFTDSER 47271.6300 1473.6870 23.5119 55019 2 737.3471 0.9189
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1675.7307 ATAGDTHLGGEDFDNR 19240.5200 1675.7306 18.4499 53636 3 559.2484 ‐0.7412
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1680.8340 NAVVTVPAYFNDSQR 24927.5700 1680.8345 27.1256 52430 2 840.9209 0.6540
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1358.6158 NALENYAYNMR 34893.8400 1358.6152 24.6879 40819 2 679.8112 ‐0.6592
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 22599.6700 1386.7268 26.0607 33500 2 693.8671 ‐2.2660
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16640.9900 2658.2679 32.7593 31680 3 886.7608 0.2604
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1215.6514 DAGVIAGLNVMR 25335.1700 1215.6502 28.9248 31407 2 608.3288 ‐1.4372
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1278.6300 MVNHFVQEFK 39781.6300 1278.6289 15.1843 30779 2 639.8181 ‐1.1616



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2892.0910 2574.2698 20.9116 23277 3 858.7615 0.9373
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1661.8316 NQVAMNPINTVFDAK 6611.2490 1661.8304 18.6170 17042 2 831.4188 ‐0.3625
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1226.5899 FTDSSVQSDIK 8615.9420 1226.5901 18.9178 12821 2 613.7987 ‐0.3426
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 774.4356 NTTIPTK 607.3353 774.4466 17.5852 1510 1 774.4466 14.8459
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 2142.0713 TTPSYVAFTDSERLIGDAAK 456.7008 2142.0727 39.2974 1091 2 1071.5400 1.76
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1249.6245 MNPINTVFDAK 261.9718 1249.6271 18.1886 2658 2 625.3172 1.76
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 615.3283 LNVMR 87.0438 615.3300 29.9888 2603 1 615.3300 2.33
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1432.6088 GDTHLGGEDFDNR 4950.5270 1432.6090 18.4501 1671 2 716.8081 0.0869
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1060.4517 ENYAYNMR 405.2688 1060.4555 24.6907 1364 1 1060.4555 5.91
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 978.4738 DSSVQSDIK 492.1122 978.4710 17.5944 890 2 489.7392 ‐3.7560
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1174.5375 SYVAFTDSER 301.7737 1174.5362 23.5208 801 1 1174.5362 1.0324
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 2556.2576 SINPDEAVAYGAAVQAAILSGEGNEK 312.5673 2556.2643 21.4834 3791 2 1278.6358 4.61
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1208.5794 FTDSSVQSDIK 211.7894 1208.5754 19.4215 1315 1 1208.5754 ‐1.0271
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9520.6820 71603.9617 43 32.05 None 1663.8075 NAVVTVPAYFNDSQR 342.0162 1663.8056 28.7347 1488 2 832.4064 ‐0.7609
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1473.6856 TTPSYVAFTDSER 59150.0400 1473.6869 23.5091 53890 2 737.3471 1.0518
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1680.8340 NAVVTVPAYFNDSQR 18377.9600 1680.8345 27.1256 52430 2 840.9209 0.9108
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1358.6158 NALENYAYNMR 32770.1500 1358.6152 24.6879 40819 2 679.8112 ‐0.5681
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 17681.5900 1386.7268 26.0607 33500 2 693.8671 ‐2.1605
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16270.6700 2658.2674 32.7555 30784 3 886.7606 ‐0.1174
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1215.6514 DAGVIAGLNVMR 33537.1600 1215.6502 28.9226 30771 2 608.3287 ‐1.4551
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1659.8952 IINEPTAAAIAYGLDK 9076.1610 1659.8933 29.5175 22928 2 830.4503 ‐0.5867
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1661.8316 NQVAMNPINTVFDAK 909.8882 1661.8354 26.1100 3870 2 831.4213 2.02
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1431.7438 NSIDDVVLVGGSTR 241.8508 1431.7596 32.7599 2247 2 716.3834 11.0649
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1805.9062 MDKNSIDDVVLVGGSTR 5428.5960 1805.9073 25.4379 7400 3 602.6406 0.0189
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 Carbamidomethyl+C(20) 4185.0241 MAGKGEGPAIGIDLGTTYSCVGVWQHDRV 375.9922 4185.0387 39.5154 1539 3 1395.6844 5.0969
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 Carbamidomethyl+C(19) 3739.9000 FELSGIPPAPRGVPQITVCFDIDANGILNVSA 372.8389 3739.8805 40.5482 758 3 1247.2984 ‐4.0210
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 873.4975 IAGLNVMR 209.4385 873.5009 30.8433 3283 2 437.2541 2.44
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1174.5375 SYVAFTDSER 319.3625 1174.5362 23.5208 801 1 1174.5362 1.66
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1641.8846 IINEPTAAAIAYGLDK 553.5139 1641.8854 28.7168 18202 2 821.4463 0.9683
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 4758.2110 71603.9617 43 32.05 None 1663.8075 NAVVTVPAYFNDSQR 299.1409 1663.8056 28.7347 1488 2 832.4064 ‐0.5129
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 4724.0970 2931.5540 23.8159 16194 3 977.8562 1.1609
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 2116.0644 GHVFEEMQRPGTPLYNIK 2130.0970 2116.0598 16.3350 10399 3 706.0248 ‐2.1070
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 2259.1827 STLTDSLVAAAGIIAQETAGDVR 1020.9440 2259.1913 21.7501 1845 3 753.7353 4.0204
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1769.9221 AYLPVVESFGFSGQLR 514.0119 1769.8859 22.6697 6185 2 885.4466 ‐20.1896
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1391.6689 VENLYEGPLDDK 1018.2540 1391.7026 17.1873 2990 2 696.3549 23.8496
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 3551.7401 SFTGARDGNEYLINLIDSPGHVDFSSEVTAA 540.6027 3551.7954 20.6685 1841 3 1184.6033 17.3038
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 2196.1237 GTVAFSAGLHGWAFTLTNFAK 414.5722 2196.1829 29.4690 1802 3 732.7325 27.1382
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1513.7798 NWLPDLQAWKDK 503.1734 1513.8187 17.9347 1741 2 757.4130 25.5764
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1145.5255 EGPLAEENMR 50.6610 1145.5591 18.8029 1126 2 573.2832 28.5636
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 2342.2757 LGIQMKPDEKELMGKPLMKR 292.0502 2342.2876 18.1410 2598 3 781.4341 5.25
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 3510.7515 GTVAFSAGLHGWAFTLTNFAKMYASKFGV 841.9307 3510.7768 25.4665 837 3 1170.9305 8.51
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1080.5684 FSSEVTAALR 92.5545 1080.5730 19.0316 1407 2 540.7901 3.04
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1443.7301 KMYASKFGVSESK 254.9271 1443.7226 24.3091 1307 1 1443.7226 ‐2.4222
NP_001189873.1 ribosomal protein S5 Elongation factor G III V family protein Ara 316.6988 85946.5571 14 14.73 None 1752.8955 AYLPVVESFGFSGQLR 388.0482 1752.8939 21.5006 4302 3 584.9695 ‐1.3155
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1056.6048 AIALTVDTPR 30544.3200 1056.6035 23.0446 75773 2 528.8054 ‐1.9387
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 2011.9026 MDEANDSGLASYVAGQIDR 37345.0900 2011.8993 30.2928 61854 2 1006.4533 ‐0.6228
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1143.6772 FTLPPNLTLK 20043.8700 1143.6773 18.4263 52878 2 572.3423 ‐0.5096
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 31044.9500 2908.4307 24.6833 50335 3 970.1484 ‐1.0342
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1875.0110 QLDYVPATISALEEVVK 12351.2100 1875.0108 22.2685 48486 2 938.0091 0.6554
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 992.5047 NFEGLDLGK 18019.2400 992.5046 25.3093 42597 2 496.7559 ‐1.0220
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1058.5993 VPVFLDGGVR 23887.5400 1058.6000 17.0129 31491 2 529.8036 ‐0.1341
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 2439.0558 MVYDYYASGAEDQWTLQENR 13765.7700 2439.0479 29.5403 30176 2 1220.0276 ‐1.4561
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1718.9660 IAIQAGAAGIIVSNHGAR 11682.3400 1718.9674 16.2253 25071 3 573.6606 0.1449
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1533.8168 ISMPIMVAPTAFQK 11286.1000 1533.8146 19.5365 24031 2 767.4109 ‐1.3283
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1318.5845 MAHPDGEYATAR 79239.3000 1318.5861 14.3643 18890 3 440.2002 0.1885
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1913.0565 DIQWLQTITNMPILVK 10398.8000 1913.0543 23.4829 18655 2 957.0308 ‐0.3255
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1367.6702 NHIVTEWDTPR 3654.5200 1367.6711 20.8341 14367 2 684.3392 0.3999
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1214.7004 VPVFLDGGVRR 12074.3900 1214.7000 15.5855 5897 2 607.8536 ‐0.8277
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 603.1371 2269.1233 39.0408 3015 3 757.0460 4.1532
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 2985.3895 NFEGLDLGKMDEANDSGLASYVAGQIDR 3319.7350 2985.3822 35.2311 7150 3 995.7989 ‐1.6745
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 872.4836 ALTVDTPR 2751.9680 872.4856 23.0480 9460 1 872.4856 3.16
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1609.6799 MDEANDSGLASYVAGQ 370.8081 1609.6865 31.5306 7427 2 805.3469 4.19
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 959.5309 PVFLDGGVR 276.7386 959.5322 17.7314 2660 1 959.5322 2.70
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 929.4476 WTLQENR 1441.6060 929.4471 29.4731 2453 1 929.4471 0.6871
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 738.2876 MAHPDGE 3837.2130 738.2892 14.3609 1795 1 738.2892 2.53
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 499.2987 GPGIR 66.3692 499.2961 22.8655 1622 1 499.2961 ‐5.6564
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1125.6667 FTLPPNLTLK 153.3406 1125.6636 16.2355 1923 2 563.3354 ‐3.3883
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1516.7902 ISMPIMVAPTAFQK 350.9862 1516.7812 19.2748 2357 2 758.8942 ‐5.8605
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1126.6507 FTLPPNLTLK 186.3463 1126.6496 22.1854 1291 2 563.8284 ‐1.5799
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1350.6437 NHIVTEWDTPR 241.7841 1350.6453 21.1434 1279 1 1350.6453 3.51
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 13636.4000 40363.6259 42 58.86 None 1857.9844 QLDYVPATISALEEVVK 208.8412 1857.9729 21.9230 1271 2 929.4901 ‐5.4824
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1143.6772 FTLPPNLTLK 33067.3900 1143.6773 18.4263 52878 2 572.3423 ‐0.6524
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 29056.0300 2908.4307 24.6833 50335 3 970.1484 ‐0.7128
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1875.0110 QLDYVPATISALEEVVK 16926.7100 1875.0108 22.2685 48486 2 938.0091 0.3463
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1058.5993 VPVFLDGGVR 19259.7400 1058.6000 17.0129 31491 2 529.8036 ‐0.2575
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1718.9660 IAIQAGAAGIIVSNHGAR 12280.8200 1718.9674 16.2253 25071 3 573.6606 0.3780



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1533.8168 ISMPIMVAPTAFQK 7174.2430 1533.8146 19.5365 24031 2 767.4109 ‐1.5598
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1913.0565 DIQWLQTITNMPILVK 12872.2400 1913.0543 23.4829 18655 2 957.0308 ‐0.6432
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1214.7004 VPVFLDGGVRR 15763.9600 1214.7000 15.5855 5897 2 607.8536 ‐0.9866
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 2011.9026 MDEANDSGLASYVAGQIDR 2533.9240 2011.9017 18.2613 2464 2 1006.4545 0.1872
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 2439.0558 MVYDYYASGAEDQWTLQENR 766.6523 2439.0527 17.8921 2810 2 1220.0300 0.0769
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1202.6602 PIMVAPTAFQK 256.3425 1202.6610 18.4724 3195 2 601.8342 0.0593
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 959.5309 PVFLDGGVR 230.9888 959.5322 17.7314 2660 1 959.5322 2.44
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 763.4097 FLDGGVR 1588.4560 763.4125 17.0178 2102 1 763.4125 3.20
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1515.8062 ISMPIMVAPTAFQK 236.8575 1515.8136 18.2987 3667 2 758.4105 4.72
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 6931.6860 40363.6259 42 58.86 None 1125.6667 FTLPPNLTLK 83.0497 1125.6636 16.2355 1923 2 563.3354 ‐3.5269
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1864.8923 TSQPFGLTSGEEAELGGGK 5215.6670 1864.8911 26.6071 19602 2 932.9492 0.0411
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1839.9375 TSIPYGLEGGTEFVLEK 2251.0890 1839.9316 32.1666 9574 2 920.4694 ‐2.5394
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1359.7882 IFSVDAPAIVSLK 3620.5430 1359.7891 19.3385 9137 2 680.3982 0.4025
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 981.6091 LGVNVAPIAK 9296.3460 981.6110 22.7214 8566 2 491.3091 0.9518
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1647.9720 LFGSPIEIVTALIFK 2630.1880 1647.9701 25.7207 5492 2 824.4887 ‐0.8401
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1469.7635 VYVGQGDSGVVYVK 3617.1580 1469.7633 14.9259 2701 2 735.3853 ‐0.1064
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 1625.6714 GGEEWDDGGAYENVK 1465.5830 1625.6724 21.9529 2568 2 813.3398 0.8822
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 2426.2198 TFKGKTSQPFGLTSGEEAELGGGK 1805.2390 2426.2227 25.0421 2092 3 809.4124 1.49
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 2348.2133 TSIPYGLEGGTEFVLEKKDHK 339.1792 2348.2024 38.1927 1732 2 1174.6048 ‐3.0264
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1311.3590 32147.1196 22 36.36 None 598.3923 VAPIAK 252.3858 598.3929 23.5066 1114 1 598.3929 1.0602
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 None 1864.8923 TSQPFGLTSGEEAELGGGK 4971.7390 1864.8911 26.6071 19602 2 932.9492 0.3924
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 None 1469.7635 VYVGQGDSGVVYVK 4243.4320 1469.7655 22.4172 10819 2 735.3864 1.87
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 1003.1900 1636.7711 25.7241 9634 2 818.8892 2.52
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 None 1839.9375 TSIPYGLEGGTEFVLEK 1156.6360 1839.9316 32.1666 9574 2 920.4694 ‐2.2008
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 None 981.6091 LGVNVAPIAK 12595.3200 981.6110 22.7214 8566 2 491.3091 0.8491
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1055.6620 32147.1196 22 36.36 None 1187.5579 TSIPYGLEGGTE 217.8320 1187.5566 31.0682 904 1 1187.5566 1.95
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 1359.7882 IFSVDAPAIVSLK 3951.3970 1359.7891 19.3385 9137 2 680.3982 0.2106
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 1647.9720 LFGSPIEIVTALIFK 1987.1820 1647.9701 25.7207 5492 2 824.4887 ‐1.0975
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 1469.7635 VYVGQGDSGVVYVK 2383.3230 1469.7633 14.9259 2701 2 735.3853 ‐0.3233
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 1607.8104 IVGFYGQAGEYLYK 1920.2720 1607.8092 21.8000 1786 2 804.4082 ‐0.7561
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 1864.8923 TSQPFGLTSGEEAELGGGK 498.7578 1864.8929 16.7332 2452 2 932.9501 0.7207
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 508.0897 32147.1196 22 36.36 None 798.5084 APAIVSLK 272.0064 798.5084 18.9056 15120 1 798.5084 0.4056
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 9072.9940 2264.1472 28.9476 22211 2 1132.5773 ‐1.7614
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1159.5953 AIDLIDEAGSR 7907.8430 1159.5982 24.2080 16401 2 580.3027 1.76
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1029.5687 TAIAEGLAQR 8234.5770 1029.5689 18.7705 15585 2 515.2881 ‐0.7001
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 5959.7250 1354.6787 21.3122 10085 2 677.8430 0.0770
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1022.5339 LDEMIVFR 4806.7120 1022.5355 28.7206 9162 2 511.7714 0.5889
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 2251.0990 YTDEALVAAAQLSHQYISDR 701.1431 2251.0948 38.0678 2011 2 1126.0511 0.1319
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 2033.1291 QLGHNYIGSEHLLLGLLR 333.1553 2033.0776 38.7651 3671 3 678.3640 ‐25.7151
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1369.7011 QYFRPEFLNR 219.3870 1369.7190 15.9414 2081 2 685.3631 12.30
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1691.8098 ALAAYYFGSEEAMIR 228.5091 1691.7867 24.9225 1794 2 846.3970 ‐12.9936
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1476.7845 GSGFVAVEIPFTPR 276.9492 1476.7680 33.8593 1332 2 738.8876 ‐11.0459
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1331.7100 VIMLSQEEARR 412.8369 1331.6921 33.5720 1284 2 666.3497 ‐13.6073
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1157.6637 AEIANVLSRGK 195.8137 1157.6548 22.7551 3171 2 579.3310 ‐8.2893
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1522.7604 LLEDSMAEKMLSR 1129.7960 1522.7625 31.7650 934 3 508.2590 0.5277
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1187.6095 GSGFVAVEIPFT 277.2858 1187.6129 31.9867 3021 2 594.3101 2.44
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 756.4250 IGEPGVGK 142.7399 756.4268 22.2473 2684 1 756.4268 3.0481
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 1118.5589 LSHQYISDR 120.5807 1118.5558 38.9320 1451 1 1118.5558 ‐0.5229
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 763.3733 QYISDR 82.4444 763.3694 36.3621 1431 1 763.3694 ‐4.4116
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 660.3424 EEARR 37.9220 660.3383 35.3134 1347 1 660.3383 ‐5.8324
NP_001190035.1 Clp ATPase Arabidopsis thaliana 575.3166 102413.5602 19 10.53 None 857.4839 IAEGLAQR 248.1729 857.4845 18.7633 786 1 857.4845 1.92
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 209.3028 45618.1762 5 6.00 None 1448.7856 VLDIQPTEIHQR 5885.6570 1448.7831 21.8031 15658 3 483.5992 ‐2.6661
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 209.3028 45618.1762 5 6.00 None 1463.7628 VPLYIGSTEEVEK 1003.9280 1463.7639 24.6397 12552 2 732.3856 0.8640
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 209.3028 45618.1762 5 6.00 None 2099.0727 AGISNLTGVQGAVNIQGEDQK 171.4429 2099.1176 35.7337 6787 2 1050.0624 22.9798
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 209.3028 45618.1762 5 6.00 None 1008.5221 QPTEIHQR 227.0459 1008.5208 22.3049 6798 2 504.7640 ‐2.2735
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 209.3028 45618.1762 5 6.00 None 821.3887 STEEVEK 78.8769 821.3838 23.5437 2155 1 821.3838 ‐4.9314
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1237.6423 VTTTIGYGSPNK 25793.5300 1237.6417 17.5535 67829 2 619.3245 ‐0.8688
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1575.7649 ALPTYTPESPGDATR 50126.0600 1575.7636 21.4627 61126 2 788.3854 ‐0.6888
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 2077.0998 VVPGFLGGSADLASSNMTLLK 12430.4900 2077.0968 20.4967 53838 2 1039.0520 ‐0.3647
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1805.9796 SIGINSFGASAPAPLLYK 9137.5930 1805.9759 19.2696 50376 2 903.4916 ‐1.4700
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 2017.9654 NNLGWPYEPFQVPDDVK 27243.4000 2017.9637 34.4067 44714 2 1009.4855 0.1595
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1400.7420 SIITGELPAGWEK 27775.0600 1400.7411 29.2960 37519 2 700.8742 ‐0.7903
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLA 5212.6370 3485.7784 22.9988 37091 3 1162.5976 ‐2.3446
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 2255.0584 AMPNTLMFRPADGNETAGAYK 33774.5600 2255.0582 16.6962 36471 3 752.3576 ‐0.1028
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1005.5615 FLAIDAVEK 11965.8500 1005.5613 25.6515 35517 2 503.2843 ‐1.0844
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1628.7551 HTPEGATLESDWSAK 8251.3910 1628.7564 21.4469 21465 3 543.5903 0.0755
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1403.6914 ANSYSVHGAALGEK 20132.1300 1403.6921 16.9982 21141 3 468.5689 ‐0.5074
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 957.5728 TPSILALSR 4949.6030 957.5720 16.6368 18701 2 479.2896 ‐1.7642
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAA 6482.3260 3646.8353 40.3463 16818 3 1216.2833 ‐1.0806
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1115.6671 TVTDKPTLIK 8216.5860 1115.6687 17.4560 11054 2 558.3380 0.7874
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1159.5953 ESVLPSDVSAR 8971.1580 1159.5984 20.7252 4288 2 580.3028 2.0638
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 Carbamidomethyl+C(21)
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 3947.9596 ISALSEAGVIYVMTHDSIGLGEDGPTHQPIE 3463.7920 3947.9839 37.8051 6606 5 790.4026 6.1401
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1193.6048 KYPEEASELK 24958.7700 1193.6042 16.2123 17484 2 597.3057 ‐1.0726
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 3356.6083 EVEATRNNLGWPYEPFQVPDDVKSHWSR 1032.3320 3356.5789 17.9624 5157 4 839.9002 ‐8.9021
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 1150.0590 2604.3036 37.0768 3246 3 868.7727 1.53
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1085.6677 KTPSILALSR 3352.4100 1085.6660 15.4153 2813 2 543.3366 ‐2.2694
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 4281.0061 NNLGWPYEPFQVPDDVKSHWSRHTPEGA 680.4077 4281.0029 38.6399 1194 4 1071.0062 ‐0.0938
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1192.6242 DLASSNMTLLK 261.4320 1192.6215 19.2126 6279 2 596.8144 ‐2.7403



NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 645.3566 GAALGEK 57.9129 645.3528 18.5891 5231 1 645.3528 ‐5.8256
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1036.4946 TLESDWSAK 718.8760 1036.4951 36.6503 3028 1 1036.4951 2.0723
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 960.4673 ALPTYTPES 686.7296 960.4666 20.8573 2714 1 960.4666 0.5536
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1138.5739 TTTIGYGSPNK 240.1794 1138.5770 19.2031 1998 2 569.7921 2.1085
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1391.6437 PTYTPESPGDATR 856.9637 1391.6410 21.4665 1753 2 696.3241 ‐2.1580
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 741.4617 SILALSR 184.1862 741.4618 16.3173 1497 1 741.4618 0.6175
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1605.7544 TPGHPENFETPGIEV 214.1145 1605.7483 20.8986 1366 2 803.3778 ‐3.5318
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 502.2620 GSPNK 1726.8310 502.2637 17.1915 1230 1 502.2637 2.80
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1037.5262 TTIGYGSPNK 920.9521 1037.5262 17.6082 1108 1 1037.5262 1.65
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1332.6543 NSYSVHGAALGEK 462.7578 1332.6553 17.6506 876 2 666.8313 0.5000
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1627.7533 MFRPADGNETAGAYK 276.7630 1627.7445 16.6149 845 2 814.3759 ‐5.1291
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1175.5943 KYPEEASELK 185.9482 1175.5988 16.2379 2150 2 588.3031 3.01
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 1219.6317 VTTTIGYGSPNK 408.3919 1219.6336 18.6845 1836 2 610.3204 1.0375
NP_001190145.1 transketolase Arabidopsis thaliana 5870.3330 80295.5034 80 51.08 None 3468.7645 TPGHPENFETPGIEVTTGPLGQGIANAVGLA 342.6074 3468.7514 25.4276 869 3 1156.9220 ‐2.4916
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1575.7649 ALPTYTPESPGDATR 67844.8200 1575.7636 21.4627 61126 2 788.3854 ‐0.4861
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1237.6423 VTTTIGYGSPNK 59921.2300 1237.6424 17.6027 60322 2 619.3248 ‐0.3457
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 2017.9654 NNLGWPYEPFQVPDDVK 41855.2900 2017.9637 34.4067 44714 2 1009.4855 0.5895
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1400.7420 SIITGELPAGWEK 32420.7900 1400.7411 29.2960 37519 2 700.8742 ‐0.6776
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1005.5615 FLAIDAVEK 12782.5900 1005.5613 25.6515 35517 2 503.2843 ‐1.1748
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1403.6914 ANSYSVHGAALGEK 28186.2000 1403.6921 16.9982 21141 3 468.5689 ‐0.4895
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAA 4996.7980 3646.8347 40.3401 11586 3 1216.2831 ‐1.6134
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1115.6671 TVTDKPTLIK 6880.3970 1115.6687 17.4560 11054 2 558.3380 0.7536
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1810.0810 1359.7175 22.8720 37154 2 680.3624 9.1042
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1476.8057 LPHLPGTSIEGVEK 3747.0820 1476.8022 25.0591 13182 3 492.9389 ‐3.2680
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 Carbamidomethyl+C(6) 2280.0166 VVSFVCWELFDEQSDEYK 158.2843 2279.9795 31.0529 7751 3 760.6647 ‐16.4327
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1448.7631 EFGITVEAVVDAAK 612.0557 1448.7408 35.9038 4358 2 724.8740 ‐15.3183
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1902.9484 FAAYEKKYPEEASELK 420.9808 1902.9325 24.9908 6555 2 951.9699 ‐7.1742
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 568.8199 2604.3036 37.0768 3246 3 868.7727 1.36
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 4281.0061 NNLGWPYEPFQVPDDVKSHWSRHTPEGA 698.0037 4281.0029 38.6399 1194 4 1071.0062 0.3892
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1676.7955 GWPYEPFQVPDDVK 723.6354 1676.7945 33.8333 17907 2 838.9009 ‐0.0019
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 647.3399 ALPTYT 219.9844 647.3381 23.6123 9784 1 647.3381 ‐2.4460
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1036.4946 TLESDWSAK 883.3895 1036.4951 36.6503 3028 1 1036.4951 2.61
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 915.5510 TDKPTLIK 4097.9520 915.5517 17.4630 2380 2 458.2795 ‐0.3509
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1218.6113 SYSVHGAALGEK 15740.0400 1218.6101 16.9965 2253 2 609.8087 ‐1.4637
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1138.5739 TTTIGYGSPNK 266.8209 1138.5770 19.2031 1998 2 569.7921 2.0865
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1391.6437 PTYTPESPGDATR 936.0019 1391.6410 21.4665 1753 2 696.3241 ‐2.0499
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 858.4931 LAIDAVEK 285.5248 858.4923 25.6506 1119 1 858.4923 0.2471
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1037.5262 TTIGYGSPNK 1416.3640 1037.5262 17.6082 1108 1 1037.5262 1.07
NP_001190145.1 transketolase Arabidopsis thaliana 5018.4790 80295.5034 80 51.08 None 1172.6521 GITVEAVVDAAK 148.5701 1172.6523 39.1798 1060 2 586.8298 ‐0.4094
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 2077.0998 VVPGFLGGSADLASSNMTLLK 6789.9740 2077.0968 20.4967 53838 2 1039.0520 ‐0.7198
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1805.9796 SIGINSFGASAPAPLLYK 8261.2560 1805.9759 19.2696 50376 2 903.4916 ‐1.7634
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 3485.7911 TPGHPENFETPGIEVTTGPLGQGIANAVGLA 5187.1250 3485.7784 22.9988 37091 3 1162.5976 ‐1.9803
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 2255.0584 AMPNTLMFRPADGNETAGAYK 36445.1200 2255.0582 16.6962 36471 3 752.3576 0.1701
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 957.5728 TPSILALSR 8910.4430 957.5720 16.6368 18701 2 479.2896 ‐1.8646
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 Carbamidomethyl+C(10) 2539.1713 SGHPGLPMGCAPMAHILYDEVMR 815.8975 2539.1791 20.0567 8978 3 847.0646 3.69
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 372.1819 1359.7049 15.1314 1155 2 680.3561 ‐0.4450
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1352.6845 VSIEAASTFGWGK 803.7173 1352.6756 18.3954 7284 2 676.8414 ‐6.9692
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1448.7631 EFGITVEAVVDAAK 234.2345 1448.7669 22.4691 3430 2 724.8871 2.01
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAAQAA 221.8740 3646.7925 25.3892 2569 3 1216.2690 ‐12.4521
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1832.9124 AAAVETVEPTTDSSIVDK 248.3869 1832.8717 19.4181 2257 2 916.9395 ‐21.8630
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1159.5953 ESVLPSDVSAR 288.1768 1159.5670 15.3903 878 2 580.2871 ‐25.1694
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 402.3923 2604.3061 19.4476 10333 3 868.7736 3.33
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1085.6677 KTPSILALSR 4205.7860 1085.6660 15.4153 2813 2 543.3366 ‐2.3990
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1192.6242 DLASSNMTLLK 129.5946 1192.6215 19.2126 6279 2 596.8144 ‐2.8941
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 1053.5000 EAASTFGWGK 362.5006 1053.4995 18.3353 3194 2 527.2534 ‐1.3766
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 759.4723 SILALSR 1711.1440 759.4742 16.6469 1458 1 759.4742 2.00
NP_001190145.1 transketolase Arabidopsis thaliana 1852.6630 80295.5034 80 51.08 None 3468.7645 TPGHPENFETPGIEVTTGPLGQGIANAVGLA 172.2823 3468.7514 25.4276 869 3 1156.9220 ‐2.1285
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 None 1343.7140 HVVFGQVIEGMK 76579.7600 1343.7130 16.8069 73722 2 672.3601 ‐1.0173
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 None 1288.7334 IVMGLFGEVVPK 9423.9000 1288.7344 20.2289 69118 2 644.8708 0.4358
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 35275.9100 1221.5787 29.0558 59988 1 1221.5787 ‐0.4547
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 None 874.4741 SQLVSANR 878.5438 874.4636 26.5466 2828 1 874.4636 ‐11.0412
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 None 1107.5867 VFGQVIEGMK 200.2085 1107.5814 16.1414 4393 2 554.2943 ‐5.4372
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 5510.0670 28421.2958 9 27.41 None 1008.5183 FGQVIEGMK 179.8867 1008.5153 18.0207 995 2 504.7613 ‐3.7641
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1634.5710 28421.2958 9 27.41 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 36907.7500 1221.5787 29.0558 59988 1 1221.5787 ‐0.0834
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1634.5710 28421.2958 9 27.41 None 2435.1184 DFMIQGGDFTEGNGTGGISIYGAK 723.6943 2435.1135 34.8985 3923 2 1218.0604 0.3813
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 1634.5710 28421.2958 9 27.41 Carbamidomethyl+C(33) 3942.8790 FEDENFTLKHTGPGILSMANAGPNTNGSQ 509.8534 3942.8882 35.1175 5751 3 1314.9676 3.76
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 None 1040.6463 LVTPLTLQR 39950.0800 1040.6447 16.5810 11985 2 520.8260 ‐2.3100
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 2800.0630 1336.6257 18.7714 7507 2 668.8165 ‐4.5702
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 None 1608.7752 LSQEVSGDALGEEFK 7639.5570 1608.7779 25.0979 6657 2 804.8926 1.44
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 6891.8220 1826.0424 22.6035 4940 2 913.5249 ‐1.1035
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 None 1168.7412 LVTPLTLQRK 170.2948 1168.7147 19.8164 1124 2 584.8610 ‐23.2282
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 None 828.4938 TPLTLQR 207.5710 828.4899 16.5779 1249 1 828.4899 ‐3.8646
NP_001190274.1 40S ribosomal protein S6 2 Arabidopsis thaliana 3180.7550 22325.0810 7 26.90 Carbamidomethyl+C(10) 1318.6209 FNVANPTTGCQK 287.9728 1318.6214 17.0271 2899 2 659.8143 0.0933
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 6150.8710 2192.1247 35.2771 16704 2 1096.5660 ‐2.6278
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 1583.3460 2826.4165 19.9300 15716 3 942.8103 ‐4.5061
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 1334.7314 GSLFLGDVATQVK 5312.6130 1334.7304 29.2189 10698 2 667.8689 ‐1.0103
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 881.5819 VGIALALKP 11530.6800 881.5815 17.8122 7436 2 441.2944 ‐1.4449
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 1302.6212 SFFTVSGEVDSK 1329.6080 1302.6221 26.0299 6259 2 651.8147 0.3877
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 1182.5691 HFNAGFNFTK 1645.0030 1182.5685 15.4541 5168 2 591.7879 ‐1.0024



NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 1034.5517 GPGLYTEIGK 462.4005 1034.5627 18.1312 4762 2 517.7850 9.91
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 782.5135 GIALALKP 499.0379 782.5160 17.8079 1055 1 782.5160 3.47
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1387.6090 29210.8248 19 36.86 None 1215.5892 FFTVSGEVDSK 197.4546 1215.5946 27.4760 793 2 608.3009 3.08
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 2008.0709 ENAITVGTQHALDPLTTVK 8341.7910 2008.0729 28.2958 18306 3 670.0291 0.5374
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 5422.1700 2192.1246 35.2716 15834 2 1096.5659 ‐2.1283
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 1334.7314 GSLFLGDVATQVK 6180.7810 1334.7304 29.2131 10185 2 667.8688 ‐0.9678
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 1302.6212 SFFTVSGEVDSK 1366.3680 1302.6221 26.0299 6259 2 651.8147 0.4500
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 3195.6056 NNNFTADVKVSTDSSLLTTLTFDEPAPGLK 1939.7090 3195.6006 38.7713 1482 3 1065.8717 ‐0.8808
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 4355.2041 FSVTTYSSTGVAITTTGTNKGSLFLGDVATQ 236.2340 4355.1604 49.0563 1173 4 1089.5456 ‐8.8299
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 1215.5892 FFTVSGEVDSK 128.3041 1215.5833 27.4749 9362 2 608.2953 ‐5.3290
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 802.3941 VSGEVDSK 100.7077 802.3966 28.5712 3113 1 802.3966 3.49
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 903.4418 TVSGEVDSK 167.6912 903.4414 29.1132 1620 1 903.4414 0.8808
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 19 36.86 None 1580.8642 TVGTQHALDPLTTVK 605.3744 1580.8683 28.2892 774 2 790.9378 2.02
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1414.9460 43157.7852 3 9.28 None 1905.8501 ESDAWPAEPQDAYGLEK 14702.4600 1905.8515 26.7314 8216 2 953.4294 1.61
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1414.9460 43157.7852 3 9.28 None 1132.6208 QLETTNVSLK 3702.1780 1132.6203 19.6245 4613 2 566.8138 ‐1.1213
NP_001190417.1 GDP mannose 3 5 epimerase Arabidopsis thaliana 1414.9460 43157.7852 3 9.28 Carbamidomethyl+C(7) 963.4816 LATEELCK 30808.8700 963.4822 16.8079 4564 2 482.2447 ‐0.3013
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1256.6957 ADLVNNLGTIAR 8140.3990 1256.6948 26.2498 15326 2 628.8510 ‐1.1459
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 1653.8670 2302.1034 22.6953 13892 2 1151.5553 ‐2.8560
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1583.7911 SGDELTSLKDYVTR 1068.9170 1583.7935 26.9015 12627 2 792.4004 1.73
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1791.8252 TMEINPENSIMDELR 1640.5050 1791.8310 32.4569 7518 2 896.4192 3.75
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 2830.4219 GIEVLYMVDAIDEYAIGQLKEFEGK 473.2097 2830.4332 38.2307 891 4 708.3638 3.13
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 2240.1519 GIEVLYMVDAIDEYAIGQLK 475.8759 2240.1343 25.3580 4449 2 1120.5708 ‐6.4591
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 3342.4894 HNDDEQYVWESQAGGSFTVTRDTSGETLG 233.4987 3342.5195 37.3966 2436 3 1114.8447 10.1561
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1119.5640 ELISNSSDVR 871.2861 1119.5330 22.7214 2276 2 560.2701 ‐28.3833
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1848.9531 HSEFISYPISLWIEK 1947.6610 1848.9472 22.9830 2164 2 924.9772 ‐2.5169
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 3061.5517 ADAETFAFQAEINQLLSLIINTFYSNK 801.9745 3061.5132 32.4617 1134 3 1021.1759 ‐11.7248
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1662.7705 KDEEGKVEEVDEEK 1442.5420 1662.7853 34.4628 5018 2 831.8963 9.04
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1950.9026 TIEKEISDDEEEEEKK 461.0297 1950.9225 24.3355 1504 4 488.4861 8.98
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1348.7511 ISYPISLWIEK 454.9730 1348.7481 23.5463 5069 3 450.2542 ‐3.3188
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 1185.5568 PENSIMDELR 242.8206 1185.5490 34.3478 1117 1 1185.5490 ‐4.5097
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 720.3385 VFIMDN 70.6312 720.3357 22.7650 1018 1 720.3357 ‐3.4423
NP_001190553.1 heat shock protein 81 2 Arabidopsis thaliana 366.2209 83468.9423 16 13.74 None 629.3981 AIGQLK 79.0705 629.3997 24.5520 954 1 629.3997 2.13
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1364.7056 EPYTATIVSVER 1661.8350 1364.7075 20.4238 42518 2 682.8574 1.1687
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1712.8014 AIYYDPETGKEDPSK 9408.5940 1712.8029 18.9362 7536 3 571.6058 0.2497
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 Carbamidomethyl+C(4)
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1346.6919 GMMPGIQDTLKR 1599.0030 1346.6986 23.7959 5113 2 673.8529 4.23
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 910.4993 LYSIASTR 2661.1210 910.4980 18.8955 4801 2 455.7526 ‐2.4592
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1156.5521 AIYYDPETGK 476.6137 1156.5756 29.9350 1636 2 578.7915 19.7789
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 2560.3770 ETPLNLFRPKEPYTATIVSVER 515.3230 2560.3220 21.9116 882 3 854.1122 ‐21.1956
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 634.3519 SIASTR 1845.9650 634.3525 18.8752 2009 1 634.3525 1.1854
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1027.5895 PGIQDTLKR 1890.4390 1027.5915 23.8263 1592 2 514.2994 1.20
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1528.6802 YYDPETGKEDPSK 2133.1040 1528.6810 18.9343 1212 2 764.8441 0.6241
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 892.4887 LYSIASTR 111.5520 892.4923 19.1128 1185 2 446.7498 3.0055
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 716.0309 39608.9773 12 18.00 None 1138.5415 AIYYDPETGK 220.7878 1138.5388 29.8917 934 1 1138.5388 ‐0.4331
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1669.8796 LSNLGAEFNPPEGIVI 2583.9900 1669.8794 31.7006 14029 2 835.4433 0.2308
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1969.0171 MGLDDKDIVALSGAHTLGR 1911.9380 1969.0198 28.0256 12626 3 657.0114 0.9656
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 2832.0980 2559.2633 23.0838 9670 3 853.7593 1.0395
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1175.5368 YAADQDAFFK 5227.8460 1175.5382 23.9709 4382 2 588.2728 0.7009
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1309.7223 DIVALSGAHTLGR 815.3083 1309.7584 19.1306 29964 2 655.3828 27.2673
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1027.5055 SFNSTTAATK 358.6173 1027.4839 32.8263 2895 1 1027.4839 ‐19.4387
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1555.8326 STLTLSASSSLSFVR 947.9848 1555.8375 17.2823 2480 3 519.2840 2.01
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1032.6048 STTAASLLLR 242.4731 1032.5930 23.7084 2351 1 1032.5930 ‐9.8831
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 Carbamidomethyl+C(9) 2927.3589 VDASGPEDCPEEGRLPDAGPPSPATHLR 1625.5560 2927.3658 22.9065 6881 4 732.5969 1.93
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 2621.2671 VYAEKYAADQDAFFKDYAVAHAK 671.0056 2621.2867 23.0337 1767 3 874.4338 7.30
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1242.6365 GAEFNPPEGIVI 287.7912 1242.6335 32.6503 1936 2 621.8204 ‐2.8446
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 681.0731 37530.0682 16 32.66 None 1572.7904 FQLASATAIEEAGGPK 310.7409 1572.7865 22.9601 1377 2 786.8969 ‐2.2994
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 484.2086 37530.0682 16 32.66 None 1969.0171 MGLDDKDIVALSGAHTLGR 1852.7210 1969.0198 28.0256 12626 3 657.0114 0.8848
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 484.2086 37530.0682 16 32.66 None 1669.8796 LSNLGAEFNPPEGIVI 2616.5550 1669.8787 36.5863 10678 2 835.4430 0.0944
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 484.2086 37530.0682 16 32.66 None 1175.5368 YAADQDAFFK 8747.8920 1175.5382 23.9709 4382 2 588.2728 0.6978
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 484.2086 37530.0682 16 32.66 None 1032.6048 STTAASLLLR 299.0682 1032.5930 23.7084 2351 1 1032.5930 ‐9.5806
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1543.7540 LYATNSLFSAWDR 7006.4790 1543.7530 19.9005 5703 2 772.3801 ‐0.5291
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1454.7485 GSHIIQIDVDTEK 2283.9100 1454.7523 22.7381 5132 3 485.5889 1.49
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1343.6988 GGPQMIQLSLDGK 253.0749 1343.7082 27.1517 7369 2 672.3577 6.81
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1319.6954 IYAIDTKENPR 570.5191 1319.7110 19.4509 5279 2 660.3591 11.95
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 2379.1762 FLHDPSKDTGFVGSALSSNMIR 712.2982 2379.1948 17.7219 4424 4 595.5542 6.18
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1552.8006 GNGFLLLDSDFNIK 632.0190 1552.7892 18.9784 1673 3 518.2679 ‐8.1415
NP_001190723.1 selenium binding protein 1 Arabidopsis thaliana 316.0399 54456.4011 7 5.31 None 1535.7740 GNGFLLLDSDFNIK 415.7076 1535.7760 19.2490 1909 2 768.3917 1.26
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1707.8912 IDGFVSGIGTGGTITGAGK 19249.3300 1707.8923 17.0734 40044 2 854.4498 1.0674
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1449.7440 LIITMPASMSTER 19135.7500 1449.7453 17.8331 24872 2 725.3763 0.8479
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 2135.1495 LYGVEPVESAILSGGKPGPHK 3057.9550 2135.1513 17.3871 23922 4 534.5433 ‐0.3542
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1473.7373 IHYETTGPEIWK 5031.2480 1473.7387 23.9681 20261 2 737.3730 0.9469
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 4630.1340 2603.3241 22.9124 18837 3 868.4462 4.62
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 10238.8300 1310.5817 22.1963 16212 2 655.7945 1.41
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1382.7467 LFVAIFPSFGER 12323.2600 1382.7464 21.6832 13854 2 691.8768 ‐0.3841
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 998.4135 EAEAMTFEA 5517.6870 998.4119 24.4905 10149 1 998.4119 ‐0.1622
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1413.7736 YLSTVLFDATRK 3828.7550 1413.7749 17.3233 9171 3 471.9298 ‐0.0933
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1325.6770 IGFSMISDAEKK 3778.0980 1325.6749 16.1521 8674 2 663.3411 ‐1.8354
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDESIDM 8903.8310 3586.8287 48.3747 5858 3 1196.2811 0.7934
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1176.6219 SGIGTGGTITGAGK 217.9705 1176.6163 16.3698 1476 2 588.8118 ‐5.3222



NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 4827.3140 33919.2387 13 55.59 None 1455.7267 IHYETTGPEIWK 329.7581 1455.7221 23.5113 2156 2 728.3647 ‐3.1703
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1707.8912 IDGFVSGIGTGGTITGAGK 14091.9700 1707.8923 17.0734 40044 2 854.4498 0.7963
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1449.7440 LIITMPASMSTER 24896.5500 1449.7453 17.8331 24872 2 725.3763 0.6355
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2831.1680 2135.1513 17.3871 23922 4 534.5433 0.2936
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 2171.4280 2603.3241 22.9124 18837 3 868.4462 4.49
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1382.7467 LFVAIFPSFGER 11413.8400 1382.7464 21.6832 13854 2 691.8768 ‐0.5812
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1285.6787 YLSTVLFDATR 1553.3110 1285.6788 18.5756 12367 2 643.3431 ‐0.4003
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1413.7736 YLSTVLFDATRK 3283.8950 1413.7749 17.3233 9171 3 471.9298 0.1171
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1325.6770 IGFSMISDAEKK 3546.4370 1325.6749 16.1521 8674 2 663.3411 ‐2.0195
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 2798.5298 GLIKPGESVLIEPTSGNTGVGLAFTAAAK 476.5099 2798.5158 19.2944 1111 2 1399.7615 ‐3.1218
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1605.8451 LIITMPASMSTERR 250.4146 1605.8727 19.3336 3686 2 803.4400 17.1548
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 934.4781 IFPSFGER 156.5594 934.4728 21.5216 1753 1 934.4728 ‐4.7890
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1202.6528 NTGVGLAFTAAAK 147.7467 1202.6580 19.6051 1733 2 601.8327 3.71
NP_001190733.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thalian 2969.9150 33919.2387 13 44.41 None 1267.6681 YLSTVLFDATR 167.1954 1267.6662 17.2941 1322 2 634.3368 ‐2.0317
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 1146.6405 VSVFLPEEVK 22575.1000 1146.6412 27.4906 34865 2 573.8243 0.0387
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 6452.2700 2421.1943 37.8263 19848 2 1211.1008 0.4739
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 777.4141 IEFPGSK 1631.7510 777.4156 19.5956 7240 1 777.4156 2.96
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 1027.5531 EIPVEERR 302.5793 1027.5840 18.8296 2534 2 514.2956 29.2866
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 1009.5425 EIPVEERR 152.3969 1009.5402 18.2103 8798 2 505.2737 ‐3.1201
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2361.9660 18988.9907 9 29.34 None 2403.1867 AVSEASSSFGAGYVAGPVTFIFEK 188.5116 2403.1940 36.1481 1769 3 801.7362 3.1556
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2832.8460 18988.9907 9 29.34 None 1146.6405 VSVFLPEEVK 46555.7500 1146.6412 27.4906 34865 2 573.8243 0.0208
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2832.8460 18988.9907 9 29.34 None 777.4141 IEFPGSK 868.6064 777.4156 19.5956 7240 1 777.4156 2.91
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidop 2832.8460 18988.9907 9 29.34 None 1027.5531 EIPVEERR 180.9578 1027.5840 18.8296 2534 2 514.2956 29.2075
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1359.7591 VATIQGLSGTGSLR 9378.4070 1359.7586 24.0763 13432 2 680.3829 ‐0.5696
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 2119.0780 FEGITMAPPDPILGVSEAFK 4796.7080 2119.0749 21.8973 12747 2 1060.0411 ‐0.3038
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1523.8580 ATAELLFGAGHPVIK 1931.1300 1523.8575 17.4541 11826 3 508.6240 ‐1.2314
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1531.8366 TEELQPYVLNVVK 3727.2370 1531.8344 30.0958 11082 2 766.4208 ‐1.3792
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 972.6088 ISLAGLSLAK 9188.4110 972.6098 18.0168 6401 2 486.8085 0.0701
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 856.5251 LAAALIER 4102.1110 856.5246 21.0856 5058 2 428.7659 ‐1.6792
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1025.4213 AEMEMMAGR 11059.9300 1025.4208 19.0913 4249 2 513.2140 ‐1.2892
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 936.4574 VPWSEYR 1823.5770 936.4546 21.1186 4167 2 468.7309 ‐3.9898
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 2405.1561 NIFNDAKVPWSEYRYYDPK 681.0542 2405.1533 20.9038 3984 3 802.3893 ‐1.0343
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1738.8547 NIFNDAKVPWSEYR 513.5341 1738.8466 27.2673 1377 2 869.9269 ‐4.2325
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 694.3011 EMMAGR 117.0316 694.3046 20.5396 2662 1 694.3046 5.25
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1242.6801 ATIQGLSGTGSLR 125.7067 1242.6735 25.3747 1557 2 621.8404 ‐5.7113
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 1185.6474 VATIQGLSGTGSL 325.6046 1185.6487 23.5935 1294 2 593.3280 0.5930
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 1209.0590 49495.9061 34 24.11 None 918.4468 VPWSEYR 78.9191 918.4499 22.8336 2657 1 918.4499 4.87
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1359.7591 VATIQGLSGTGSLR 14028.6800 1359.7586 24.0763 13432 2 680.3829 ‐0.4779
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1531.8366 TEELQPYVLNVVK 6151.2070 1531.8344 30.0958 11082 2 766.4208 ‐1.1990
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1878.9596 GDNKEYLPIEGLAAFNK 1587.8930 1878.9626 32.1136 6673 3 626.9924 1.0652
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 936.4574 VPWSEYR 2480.1380 936.4546 21.1186 4167 2 468.7309 ‐4.1157
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1134.6153 LGTSASNPFLK 328.4985 1134.5924 23.4713 9430 2 567.7999 ‐20.8283
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1389.6791 AENLMLERGDNK 299.2974 1389.6878 26.6972 56102 2 695.3475 6.31
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1738.8547 NIFNDAKVPWSEYR 894.8249 1738.8466 27.2673 1377 2 869.9269 ‐3.9460
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1242.6801 ATIQGLSGTGSLR 271.1239 1242.6791 24.5986 908 2 621.8432 ‐1.1549
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 918.4468 VPWSEYR 131.7093 918.4499 22.8336 2657 1 918.4499 4.96
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 723.9638 49495.9061 34 24.11 None 1721.8282 NIFNDAKVPWSEYR 255.7529 1721.8195 26.2336 8392 2 861.4134 ‐4.3188
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 2119.0780 FEGITMAPPDPILGVSEAFK 5218.5090 2119.0749 21.8973 12747 2 1060.0411 ‐0.6684
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 1523.8580 ATAELLFGAGHPVIK 1623.9190 1523.8575 17.4541 11826 3 508.6240 ‐1.0128
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 972.6088 ISLAGLSLAK 8686.9670 972.6098 18.0168 6401 2 486.8085 ‐0.0337
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 1878.9596 GDNKEYLPIEGLAAFNK 1127.9290 1878.9646 20.4671 6014 2 939.9859 3.0805
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 1794.9095 IVANVVGDVTMFSEWK 537.0507 1794.9061 20.4230 1838 2 897.9567 ‐1.5673
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 975.4928 AENLMLER 113.4418 975.4877 23.5835 4934 1 975.4877 ‐4.1481
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 Carbamidomethyl+C(8) 1604.8061 IGAINVVCSSADAATR 233.1324 1604.8398 15.7363 852 3 535.6181 20.4601
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 1359.7591 VATIQGLSGTGSLR 189.7763 1359.7861 25.6858 766 2 680.3967 19.5077
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 1359.7419 ATAELLFGAGHPVI 431.9277 1359.7423 17.4618 6798 2 680.3748 ‐0.1254
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 559.5106 49495.9061 34 24.11 None 886.4451 ENLMLER 82.8882 886.4488 22.4730 4556 1 886.4488 4.85
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1252.7008 VINALANPIDGR 86741.5900 1252.7001 16.0475 164690 2 626.8537 ‐0.9418
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1252.7260 LIESPAPGIISR 23128.1300 1252.7247 24.4909 149683 2 626.8660 ‐1.3744
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1416.7845 IAQIPVSEAYLGR 33914.3800 1416.7829 26.9783 127764 2 708.8951 ‐1.2745
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 131478.5000 2273.2144 24.4852 103800 2 1137.1108 ‐1.4452
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1604.8642 TNKPQFQEIIASTK 16715.8700 1604.8661 23.4455 95904 3 535.6269 0.3579
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1474.7860 ASSVAQVVTSLQER 80619.3800 1474.7853 27.4279 93756 2 737.8963 ‐0.4709
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1209.6361 TLTAEAESFLK 22815.5500 1209.6360 29.7952 89775 2 605.3216 ‐0.6395
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1942.0604 EVTIVNTGTVLQVGDGIAR 95895.3100 1942.0582 31.1366 89720 2 971.5327 ‐0.2848
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1101.5535 EGIQEQLER 90462.0200 1101.5532 19.0886 89219 2 551.2802 ‐0.9593
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1553.7383 EAYPGDVFYLHSR 37267.8100 1553.7391 26.4063 87609 3 518.5846 ‐0.3097
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1030.5527 ADEISNIIR 46462.1700 1030.5555 24.0800 84448 2 515.7814 1.32
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1574.8061 EQHTLIIYDDLSK 28895.6200 1574.8052 26.6092 66066 3 525.6066 ‐1.3267
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 815.4621 ELIIGDR 17979.9300 815.4610 20.4519 23254 2 408.2342 ‐2.5544
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 2388.1605 LELAQFAELEAFSQFSSDLDK 5413.8650 2388.1569 41.9689 9058 2 1194.5821 0.1473
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 775.4825 FLVQLR 3258.5900 775.4814 16.6133 8275 1 775.4814 ‐0.8063
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLEIGQ 1134.3550 3611.7714 23.9658 7595 3 1204.5953 ‐3.6552
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 860.5022 QMSLLLR 17911.2000 860.5030 16.7814 4588 2 430.7552 ‐0.1963
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 2292.1718 TLTAEAESFLKEGIQEQLER 950.3068 2292.1750 33.4223 2967 3 764.7299 1.21
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 876.5189 FLLQEKV 12961.7400 876.5192 16.4548 17391 2 438.7632 ‐0.7849
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 498.3035 VQLR 71.5950 498.3032 17.4702 9928 1 498.3032 ‐0.8937
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1190.5953 PGDVFYLHSR 17046.8500 1190.5963 26.3867 9130 2 595.8018 0.3695
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1164.6259 QFQEIIASTK 193.4849 1164.6261 21.9886 6278 2 582.8167 ‐0.4119



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 740.3461 YDDLSK 5182.1390 740.3470 26.6114 6228 1 740.3470 1.67
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1026.5578 ESPAPGIISR 395.9222 1026.5537 24.4924 5876 1 1026.5537 ‐2.4765
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 628.4141 LVQLR 1013.3400 628.4134 16.6103 3804 1 628.4134 ‐0.9635
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 931.5207 VVTSLQER 295.9036 931.5230 27.0412 3663 2 466.2651 1.67
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 855.4683 LANPIDGR 2376.6120 855.4691 16.0501 2854 1 855.4691 1.79
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 888.4608 DSMIPIGR 264.3335 888.4610 25.2209 2164 1 888.4610 1.47
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 729.4505 LLQEKV 839.4990 729.4495 16.4509 1831 1 729.4495 ‐0.9072
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 926.5054 ALANPIDGR 2337.4980 926.5032 16.0505 1585 1 926.5032 ‐1.2381
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1059.5793 QVVTSLQER 1049.7960 1059.5780 27.4131 1324 1 1059.5780 0.4217
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1036.5211 DVFYLHSR 103.5204 1036.5152 28.2672 1229 1 1036.5152 ‐4.0746
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 743.4298 EIIASTK 132.2502 743.4308 21.0246 970 1 743.4308 1.70
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1535.7278 EAYPGDVFYLHSR 417.0660 1535.7292 26.4078 5803 3 512.5812 0.0897
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 797.4516 ELIIGDR 130.6057 797.4553 20.5433 4503 1 797.4553 5.51
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1083.5429 EGIQEQLER 196.7736 1083.5485 18.3390 3169 2 542.2779 4.57
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 20689.1700 55385.3855 81 47.53 None 1587.8377 TNKPQFQEIIASTK 174.7401 1587.8445 22.1507 933 2 794.4259 4.74
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1252.7260 LIESPAPGIISR 19888.4600 1252.7247 24.4909 149683 2 626.8660 ‐1.3378
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1416.7845 IAQIPVSEAYLGR 63663.1000 1416.7829 26.9772 127087 2 708.8951 ‐1.1586
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1604.8642 TNKPQFQEIIASTK 21434.0400 1604.8661 23.4455 95904 3 535.6269 0.3407
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1474.7860 ASSVAQVVTSLQER 42384.4300 1474.7853 27.4256 92683 2 737.8963 ‐0.3244
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1209.6361 TLTAEAESFLK 21995.3900 1209.6359 29.7930 88509 2 605.3216 ‐0.6321
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1553.7383 EAYPGDVFYLHSR 51657.1100 1553.7391 26.4063 87609 3 518.5846 ‐0.3180
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1030.5527 ADEISNIIR 36571.1100 1030.5555 24.0800 84448 2 515.7814 1.57
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1942.0604 EVTIVNTGTVLQVGDGIAR 88653.0900 1942.0579 31.1251 82328 2 971.5326 ‐0.0261
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1574.8061 EQHTLIIYDDLSK 22170.6000 1574.8052 26.6068 65345 3 525.6066 ‐1.3618
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 2292.1718 TLTAEAESFLKEGIQEQLER 1643.2320 2292.1727 36.1262 19776 3 764.7291 0.2541
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1252.7008 VINALANPIDGR 460.0039 1252.6967 25.5288 3683 2 626.8520 ‐3.6810
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 1485.4890 2273.2119 44.1013 1992 2 1137.1096 ‐1.9621
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 2292.1619 EQHTLIIYDDLSKQAQAYR 758.6819 2292.1750 33.4223 2967 3 764.7299 5.18
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 733.3839 TSLQER 45.2237 733.3860 25.7498 14433 1 733.3860 3.55
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1353.6586 YPGDVFYLHSR 349.2062 1353.6541 26.5662 7915 2 677.3307 ‐3.4340
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1164.6259 QFQEIIASTK 405.3430 1164.6261 21.9886 6278 2 582.8167 ‐0.4205
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 740.3461 YDDLSK 3396.9920 740.3470 26.6114 6228 1 740.3470 1.27
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 931.5207 VVTSLQER 178.1924 931.5230 27.0412 3663 2 466.2651 1.82
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1190.5953 PGDVFYLHSR 283.7708 1190.5991 26.0538 2545 2 595.8032 2.17
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1059.5793 QVVTSLQER 545.9529 1059.5780 27.4131 1324 1 1059.5780 0.7340
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1036.5211 DVFYLHSR 105.7574 1036.5152 28.2672 1229 1 1036.5152 ‐3.7708
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10344.3400 55385.3855 81 47.53 None 1232.6634 QIPVSEAYLGR 249.7598 1232.6670 26.9659 817 1 1232.6670 5.07
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1252.7008 VINALANPIDGR 100815.9000 1252.7001 16.0475 164690 2 626.8537 ‐1.1093
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 158580.5000 2273.2144 24.4852 103800 2 1137.1108 ‐1.8448
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 775.4825 FLVQLR 4214.8470 775.4814 16.6133 8275 1 775.4814 ‐1.1308
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 3611.7898 QSQSAPLTVEEQIMTIYTGTNGYLDGLEIGQ 2810.5420 3611.7714 23.9658 7595 3 1204.5953 ‐3.2815
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1604.8642 TNKPQFQEIIASTK 1743.7970 1604.8643 15.4365 6848 3 535.6263 ‐0.5121
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 860.5022 QMSLLLR 8249.8670 860.5030 16.7814 4588 2 430.7552 ‐0.2746
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1408.8271 LIESPAPGIISRR 360.6898 1408.8052 16.4773 5136 3 470.2732 ‐16.3284
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 Carbamidomethyl+C(18) 2804.4611 TAVATDTILNQQGQNVICVYVAIGQK 725.5995 2804.4285 21.9105 2078 3 935.4810 ‐10.7869
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1474.7860 ASSVAQVVTSLQER 118.2258 1474.8136 23.1518 1848 2 737.9104 18.4922
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 876.5189 FLLQEKV 18245.4200 876.5192 16.4548 17391 2 438.7632 ‐0.8668
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 3270.6277 LELAQFAELEAFSQFSSDLDKATQNQLAR 2181.4530 3270.6211 23.5441 10278 3 1090.8785 ‐0.6123
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 3112.6201 QVAGKLKLELAQFAELEAFSQFSSDLDK 1501.0480 3112.6241 24.6596 3546 3 1038.2129 2.97
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 515.3300 VQLR 2739.2060 515.3298 16.6138 5197 1 515.3298 ‐1.1010
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1153.6324 INALANPIDGR 379.6203 1153.6359 17.2378 4871 2 577.3216 2.96
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 742.3842 ANPIDGR 9727.0340 742.3835 16.0488 4171 1 742.3835 ‐0.7691
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 628.4141 LVQLR 1947.8720 628.4134 16.6103 3804 1 628.4134 ‐1.2816
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 888.4608 DSMIPIGR 172.2557 888.4610 25.2209 2164 1 888.4610 0.9452
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 729.4505 LLQEKV 651.0502 729.4495 16.4509 1831 1 729.4495 ‐1.2297
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1538.7445 TAVATDTILNQQGQN 405.4830 1538.7426 21.8801 1803 2 769.8749 ‐1.3629
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 926.5054 ALANPIDGR 1953.6760 926.5032 16.0505 1585 1 926.5032 ‐1.5692
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1587.8265 SVYEPLQTGLIAIDS 358.9064 1587.8246 24.6608 826 2 794.4159 ‐1.2179
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 11048.1000 55385.3855 81 47.53 None 1456.7754 ASSVAQVVTSLQER 224.4152 1456.7738 24.4458 1005 2 728.8905 ‐1.3861
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 1426.7649 LGANVGSAQGPTGLGK 7591.9780 1426.7649 19.9388 39303 2 713.8861 ‐0.0790
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 1480.7101 SPTGEVIFGGETMR 6309.7490 1480.7106 26.1533 13047 2 740.8589 0.3519
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 1803.8946 GIDRDFEPVLSMTPLN 3821.9130 1803.8927 34.4568 12592 2 902.4500 ‐0.4169
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 1362.6610 DFEPVLSMTPLN 1340.4830 1362.6619 35.4622 2428 2 681.8346 0.4404
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 3304.6267 SAEYMTHAPLGSLNSVGGVATEINAVNYVS 988.0043 3304.6243 33.5407 1659 3 1102.2130 0.3983
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 910.4451 IFGGETMR 255.8771 910.4466 24.3063 4238 2 455.7269 0.5751
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 905.4839 AVNYVSPR 550.9118 905.4803 34.8965 2045 1 905.4803 ‐2.9474
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 673.7011 52095.9769 14 16.49 None 1409.7383 LGANVGSAQGPTGLGK 179.2110 1409.7459 19.5485 1719 2 705.3766 5.64
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 1426.7649 LGANVGSAQGPTGLGK 16029.1800 1426.7649 19.9388 39303 2 713.8861 0.0471
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 1480.7101 SPTGEVIFGGETMR 7601.1290 1480.7106 26.1533 13047 2 740.8589 0.5057
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 1803.8946 GIDRDFEPVLSMTPLN 5703.4960 1803.8927 34.4568 12592 2 902.4500 ‐0.0969
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 1362.6610 DFEPVLSMTPLN 1514.1300 1362.6619 35.4622 2428 2 681.8346 0.5335
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 2263.1182 TLEESFPFFGYVWKDRNK 1270.9390 2263.1064 30.8805 4070 3 755.0403 ‐5.4246
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 1067.3750 52095.9769 14 16.49 None 910.4451 IFGGETMR 161.1229 910.4413 23.9838 2792 1 910.4413 ‐2.8391
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2061.0321 GIYPAVDPLDSTSTMLQPR 102110.9000 2061.0278 32.6932 218465 2 1031.0175 ‐1.0186
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1955.0233 IFNVLGEPVDNLGPVDTR 41401.3500 1955.0231 19.6705 218060 2 978.0152 0.8059
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1517.7442 ESGVINEQNLAESK 215407.1000 1517.7421 19.9679 217319 2 759.3747 ‐1.3255
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1415.7125 TNPTTSNPEVSIR 78806.3000 1415.7118 18.8163 212202 2 708.3595 ‐0.6062
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 35310.6100 2296.1006 29.3704 209273 3 766.0384 2.48
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1601.8104 VALVYGQMNEPPGAR 105103.3000 1601.8098 24.0526 186613 2 801.4086 ‐0.1416



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1433.7747 FVQAGSEVSALLGR 116660.1000 1433.7745 18.3383 172985 2 717.3909 ‐0.1899
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 975.5622 IGLFGGAGVGK 73798.0700 975.5618 16.8685 163634 2 488.2845 ‐1.3607
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1630.8071 IVGEEHYETAQQVK 154074.7000 1630.8064 16.9024 159821 3 544.2737 ‐1.1586
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 48088.5700 2142.0625 19.7959 143099 2 1071.5349 ‐1.4273
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1735.0153 IAQIIGPVLDVAFPPGK 71230.6400 1735.0149 21.1018 141776 2 868.0111 0.2881
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1007.5772 LSIFETGIK 71156.5600 1007.5773 17.7470 134184 2 504.2923 ‐0.6941
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1191.6256 SAPAFIELDTK 62968.5100 1191.6248 26.7579 130296 2 596.3160 ‐1.1809
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1261.6973 MPNIYNALVVK 69808.9900 1261.6982 18.7564 105404 2 631.3527 0.3109
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 58265.6800 2401.1785 37.8539 100374 2 1201.0929 2.0393
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1471.8553 TVLIMELINNIAK 167653.7000 1471.8553 24.0923 99095 2 736.4313 0.0277
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1045.6041 VVDLLAPYR 43471.2400 1045.6045 17.8909 92988 2 523.3059 ‐0.3433
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1077.5609 AVAMSATEGLK 49530.5700 1077.5614 19.3114 59870 2 539.2843 ‐0.2695
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1233.6620 AVAMSATEGLKR 27620.9000 1233.6615 17.5885 50695 2 617.3344 ‐0.8659
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1486.6665 TREGNDLYMEMK 23478.1700 1486.6663 21.0181 47188 3 496.2269 ‐1.0295
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1229.5177 EGNDLYMEMK 30984.8700 1229.5171 23.0556 42333 2 615.2622 ‐0.9367
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 3714.8861 GSITSIQAVYVPADDLTDPAPATTFAHLDAT 9655.3070 3714.8766 36.7729 38832 3 1238.9637 ‐1.0153
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1949.9967 DVNEQDVLLFIDNIFR 66040.2500 1949.9942 25.5708 32767 2 975.5008 ‐0.4117
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1471.7614 VGLTALTMAEYFR 24883.4900 1471.7625 35.9846 27434 2 736.3849 0.7503
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 13602.7300 2614.3002 20.4085 24668 3 872.1049 0.3440
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATAK 19198.5200 3258.6174 47.4166 24317 3 1086.8773 0.0942
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1201.7052 VVDLLAPYRR 7732.7530 1201.7053 16.4641 21211 2 601.3563 ‐0.3924
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1328.6706 AHGGVSVFGGVGER 17601.9600 1328.6721 14.6261 6200 2 664.8397 0.9023
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2728.2440 EGNDLYMEMKESGVINEQNLAESK 544.5226 2728.2363 36.1506 2364 3 910.0836 ‐2.3508
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2171.1078 ELQDIIAILGLDELSEEDR 384.0976 2171.0934 42.9622 1361 2 1086.0503 ‐5.3816
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDA 37421.9700 3842.9846 35.2788 34103 4 961.5016 1.53
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 8317.4570 3002.6050 41.7220 22719 3 1001.5399 0.9623
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 48620.1300 2711.4479 42.5615 22101 3 904.4875 1.0739
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2298.1693 RGMDVVDMGNPLSVPVGGATLGR 2442.8470 2298.1615 18.9694 3292 3 766.7254 ‐3.3796
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 3356.7123 AVAMSATEGLKRGMDVVDMGNPLSVPVG 776.7492 3356.6933 24.8589 1920 3 1119.5693 ‐4.5108
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1309.7515 IGPVLDVAFPPGK 433.6111 1309.7565 19.4544 131331 2 655.3819 3.69
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1063.5565 AMSATEGLKR 15965.7500 1063.5565 17.5830 16085 2 532.2819 ‐0.7343
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 585.3355 EVSIR 143.7166 585.3354 18.7763 11426 1 585.3354 ‐0.2095
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 942.5116 QQLLGNNR 213.7045 942.5144 19.1348 7423 2 471.7609 2.0980
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1102.6368 VDLLAPYRR 2285.3430 1102.6361 16.4609 5853 2 551.8217 ‐1.2706
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 865.4666 FIELDTK 3788.6910 865.4634 26.7492 4996 1 865.4634 ‐2.7425
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1810.8640 GYQPTLSTEMGTLQER 181.8990 1810.8543 28.6870 4582 2 905.9308 ‐4.7488
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 715.4137 VAFPPGK 97.4318 715.4095 17.8748 4416 1 715.4095 ‐5.4726
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 889.4448 AMSATEGLK 638.0922 889.4446 21.1099 4140 1 889.4446 0.8280
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 805.4567 LFGGAGVGK 1444.9080 805.4545 16.8710 3272 1 805.4545 ‐1.9719
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 857.3999 ESGVINEQ 232.6642 857.4015 20.7213 2935 1 857.4015 2.15
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1219.5524 YGQMNEPPGAR 650.3846 1219.5487 24.0511 2921 1 1219.5487 ‐0.7955
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1197.6409 AVAMSATEGLKR 479.1483 1197.6421 25.1279 2874 2 599.3247 0.5328
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1846.8714 MPSAVGYQPTLSTEMGTL 303.9828 1846.8813 29.0287 2872 3 616.2986 4.66
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 701.2997 YMEMK 565.9750 701.2993 21.0377 2729 1 701.2993 ‐0.2132
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1264.6202 LSTEMGTLQER 217.3141 1264.6240 30.0947 2599 2 632.8156 2.42
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 785.4880 LINNIAK 189.1291 785.4896 24.6545 2241 1 785.4896 2.49
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2085.0611 TDPAPATTFAHLDATTVLSR 335.3715 2085.0483 38.1576 2224 2 1043.0278 ‐5.0551
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1361.6332 EEHYETAQQVK 346.6443 1361.6292 17.9113 2168 2 681.3182 ‐3.1169
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1890.9266 YPAVDPLDSTSTMLQPR 333.4268 1890.9307 30.8432 2142 2 945.9690 2.81
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 732.4403 LLAPYR 128.6453 732.4433 17.9222 1995 1 732.4433 4.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 988.5422 GSEVSALLGR 348.8790 988.5394 17.5301 1792 2 494.7734 ‐3.6708
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 928.5251 VDLLAPYR 516.6584 928.5217 16.5153 1741 2 464.7645 ‐4.6478
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 786.3741 TREGNDL 951.3016 786.3740 21.0363 1702 1 786.3740 0.5980
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1033.6041 NIYNALVVK 209.6902 1033.6024 17.8843 1661 2 517.3048 ‐2.3840
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1045.5459 AMSATEGLKR 145.0967 1045.5408 18.7022 1511 2 523.2740 ‐5.6859
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1041.5687 AGSEVSALLGR 289.4957 1041.5732 17.6232 1470 2 521.2902 3.42
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1201.5419 YGQMNEPPGAR 218.8487 1201.5377 21.0524 1445 2 601.2725 ‐4.0014
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1026.5102 DVNEQDVLL 453.0492 1026.5081 24.5897 1379 1 1026.5081 ‐0.5592
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 574.2944 GGVGER 3994.1640 574.2947 14.6175 1370 1 574.2947 0.5752
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1388.7016 SGVINEQNLAESK 517.0906 1388.6964 20.0197 1357 1 1388.6964 ‐0.8922
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1158.6551 IMELINNIAK 1406.5520 1158.6518 24.0889 1191 1 1158.6518 ‐0.7780
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 929.4107 DLYMEMK 120.6390 929.4119 20.3482 1186 1 929.4119 2.91
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1030.5026 LTMAEYFR 238.5801 1030.5058 35.9961 1125 1 1030.5058 4.31
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1356.6616 VALVYGQMNEPPG 182.6911 1356.6557 26.7600 1035 2 678.8315 ‐4.5839
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1202.5874 TALTMAEYFR 131.2187 1202.5797 35.1820 1015 1 1202.5797 ‐4.2627
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 506.2722 APYR 100.1441 506.2705 17.1661 938 1 506.2705 ‐3.5813
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1717.0047 IAQIIGPVLDVAFPPGK 317.9647 1717.0002 20.3003 888 3 573.0049 ‐3.2800
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 1397.7019 TNPTTSNPEVSIR 242.2505 1397.6979 18.8215 784 2 699.3526 ‐2.9931
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 52687.4200 53990.9783 160 83.33 None 2044.0056 GIYPAVDPLDSTSTMLQPR 301.5892 2044.0139 31.5424 859 3 682.0095 3.87
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 2061.0321 GIYPAVDPLDSTSTMLQPR 143656.7000 2061.0279 32.6921 216306 2 1031.0176 ‐0.5491
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 51644.0100 2296.1006 29.3704 209273 3 766.0384 2.69
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1601.8104 VALVYGQMNEPPGAR 140212.2000 1601.8098 24.0526 186613 2 801.4086 0.0745
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1191.6256 SAPAFIELDTK 54355.1300 1191.6248 26.7579 130296 2 596.3160 ‐1.1756
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 41842.0500 2401.1785 37.8539 100374 2 1201.0929 2.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1077.5609 AVAMSATEGLK 41867.3200 1077.5614 19.3114 59870 2 539.2843 ‐0.3229
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1233.6620 AVAMSATEGLKR 51146.4800 1233.6615 17.5885 50695 2 617.3344 ‐0.8390
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1328.6706 AHGGVSVFGGVGER 7142.1590 1328.6675 21.4074 15308 2 664.8374 ‐2.5017
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATAK 4094.2380 3258.6141 47.4263 5413 3 1086.8762 ‐1.2329
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1955.0233 IFNVLGEPVDNLGPVDTR 688.1931 1955.0157 33.2742 3535 2 978.0115 ‐2.5846



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 2728.2440 EGNDLYMEMKESGVINEQNLAESK 289.7311 2728.2363 36.1506 2364 3 910.0836 ‐2.5642
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 Carbamidomethyl+C(11) 3714.8902 DTLGQEINVTCEVQQLLGNNRVRAVAMSA 181.8390 3714.8634 36.7316 7604 3 1238.9593 ‐6.0409
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 Oxidation+M(7) 2158.0631 GMDVVDMGNPLSVPVGGATLGR 4024.6320 2158.0582 30.6959 12544 2 1079.5328 ‐0.5035
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 721.3628 FGGVGER 70.7593 721.3630 22.7369 17207 1 721.3630 0.8913
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1063.5565 AMSATEGLKR 11159.5900 1063.5565 17.5830 16085 2 532.2819 ‐0.7949
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 861.4789 SATEGLKR 11799.9800 861.4778 17.5861 5988 1 861.4778 ‐0.0561
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 865.4666 FIELDTK 11591.1000 865.4634 26.7492 4996 1 865.4634 ‐2.5010
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 836.4182 MSATEGLK 4337.9370 836.4164 19.3194 3599 1 836.4164 ‐1.0525
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1727.8633 PAVDPLDSTSTMLQPR 4978.8850 1727.8594 32.7030 3149 2 864.4333 ‐1.4980
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1219.5524 YGQMNEPPGAR 972.4090 1219.5487 24.0511 2921 1 1219.5487 ‐0.4249
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1431.7049 LVYGQMNEPPGAR 178.7694 1431.7080 21.4242 2053 2 716.3576 2.00
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1246.6096 LSTEMGTLQER 194.2865 1246.6155 27.1349 1883 2 623.8114 4.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1890.9266 YPAVDPLDSTSTMLQPR 297.5336 1890.9321 32.6776 1666 2 945.9697 4.0340
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1020.5143 STSTMLQPR 471.1942 1020.5126 30.3537 1607 1 1020.5126 0.1932
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1045.5459 AMSATEGLKR 226.1174 1045.5408 18.7022 1511 2 523.2740 ‐5.7557
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 774.4468 ATEGLKR 365.7426 774.4466 17.5852 1510 1 774.4466 0.5469
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1135.5412 DSTSTMLQPR 317.6198 1135.5407 31.8930 1271 1 1135.5407 1.56
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1356.6616 VALVYGQMNEPPG 225.2652 1356.6557 26.7600 1035 2 678.8315 ‐4.4938
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1460.7050 DPLDSTSTMLQPR 486.5601 1460.7002 32.7019 950 1 1460.7002 0.3112
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 1310.6600 AHGGVSVFGGVGER 161.4817 1310.6671 20.7984 4866 2 655.8372 5.1758
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 17490.4200 53990.9783 160 83.33 None 2044.0056 GIYPAVDPLDSTSTMLQPR 507.1452 2044.0139 31.5424 859 3 682.0095 3.48
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1955.0233 IFNVLGEPVDNLGPVDTR 49144.5900 1955.0231 19.6705 218060 2 978.0152 0.4786
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1433.7747 FVQAGSEVSALLGR 159655.4000 1433.7745 18.3383 172985 2 717.3909 ‐0.3987
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 975.5622 IGLFGGAGVGK 77704.9200 975.5618 16.8685 163634 2 488.2845 ‐1.4652
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 62232.8500 2142.0625 19.7959 143099 2 1071.5349 ‐1.7972
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1735.0153 IAQIIGPVLDVAFPPGK 79402.2800 1735.0149 21.1018 141776 2 868.0111 0.0108
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1007.5772 LSIFETGIK 76163.1400 1007.5773 17.7470 134184 2 504.2923 ‐0.8059
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1261.6973 MPNIYNALVVK 63056.3200 1261.6982 18.7564 105404 2 631.3527 0.1413
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1471.8553 TVLIMELINNIAK 158583.9000 1471.8553 24.0923 99095 2 736.4313 ‐0.1897
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1045.6041 VVDLLAPYR 36081.7300 1045.6045 17.8909 92988 2 523.3059 ‐0.4637
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1949.9967 DVNEQDVLLFIDNIFR 95488.7900 1949.9942 25.5708 32767 2 975.5008 ‐0.7379
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 3694.1980 2614.3002 20.4085 24668 3 872.1049 0.6436
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2061.0321 GIYPAVDPLDSTSTMLQPR 2266.7320 2061.0287 19.3691 23252 2 1031.0180 ‐0.9261
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1201.7052 VVDLLAPYRR 9014.0590 1201.7053 16.4641 21211 2 601.3563 ‐0.5484
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATAK 883.1483 3258.6106 25.4872 20018 3 1086.8751 ‐1.6371
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1601.8104 VALVYGQMNEPPGAR 8887.3540 1601.8134 15.6761 9860 2 801.4103 1.94
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2171.1078 ELQDIIAILGLDELSEEDR 1126.0940 2171.0963 23.9461 7694 2 1086.0518 ‐4.4036
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2462.2661 YKELQDIIAILGLDELSEEDR 2400.2710 2462.2683 23.6611 6504 3 821.4276 1.82
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1328.6706 AHGGVSVFGGVGER 15313.7700 1328.6721 14.6261 6200 2 664.8397 0.7175
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1471.7614 VGLTALTMAEYFR 1474.9370 1471.7544 20.8990 2793 1 1471.7544 ‐1.9356
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1191.6256 SAPAFIELDTK 920.7428 1191.6269 17.0205 5659 2 596.3171 0.3984
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1077.5609 AVAMSATEGLK 73.5253 1077.5378 24.0641 1460 1 1077.5378 ‐20.0248
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAHLDA 10028.2600 3842.9812 20.2385 49541 4 961.5008 0.3798
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 2227.6200 3002.6036 23.6385 18475 4 751.4064 ‐0.3610
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2298.1693 RGMDVVDMGNPLSVPVGGATLGR 1629.3910 2298.1615 18.9694 3292 3 766.7254 ‐3.1035
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 3356.7123 AVAMSATEGLKRGMDVVDMGNPLSVPVG 289.7296 3356.6933 24.8589 1920 3 1119.5693 ‐4.1560
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1309.7515 IGPVLDVAFPPGK 320.4588 1309.7565 19.4544 131331 2 655.3819 3.64
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 894.4931 SIFETGIK 1552.4930 894.4904 17.7541 14077 1 894.4904 ‐2.3333
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 692.3726 FGGAGVGK 5835.4110 692.3740 16.8704 11056 1 692.3740 1.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 715.4461 VSALLGR 682.6219 715.4452 17.8045 10309 1 715.4452 ‐1.1618
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1102.6368 VDLLAPYRR 2660.7970 1102.6361 16.4609 5853 2 551.8217 ‐1.4041
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 545.3042 GGAGVGK 12469.3200 545.3031 16.8764 5315 1 545.3031 ‐2.5594
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1481.7594 LGEPVDNLGPVDTR 264.9477 1481.7650 18.5723 3926 2 741.3861 3.63
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 988.5422 GSEVSALLGR 2312.8290 988.5404 18.3406 3636 1 988.5404 ‐0.7422
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1270.6750 LSEEDRLTVAR 102.8616 1270.6681 21.8928 3604 1 1270.6681 ‐3.2884
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 805.4567 LFGGAGVGK 1007.5150 805.4545 16.8710 3272 1 805.4545 ‐2.2977
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1893.9085 GMDVVDMGNPLSVPVGGATL 147.3366 1893.9165 20.7185 2928 2 947.4619 4.97
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1315.6021 GMDVVDMGNPLSV 345.1559 1315.5995 18.2623 2055 1 1315.5995 0.3176
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 587.3148 PVDTR 268.5092 587.3182 19.6706 2038 1 587.3182 5.61
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 732.4403 LLAPYR 129.3906 732.4433 17.9222 1995 1 732.4433 4.85
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1196.6674 GPVLDVAFPPGK 1355.0140 1196.6652 21.1241 1820 1 1196.6652 ‐0.0299
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 590.3045 AHGGVSV 480.2332 590.3024 16.0139 1725 1 590.3024 ‐3.9460
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1033.6041 NIYNALVVK 227.2498 1033.6024 17.8843 1661 2 517.3048 ‐2.5017
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1026.5102 DVNEQDVLL 559.2835 1026.5081 24.5897 1379 1 1026.5081 ‐0.8948
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 574.2944 GGVGER 3250.0770 574.2947 14.6175 1370 1 574.2947 0.2596
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1459.7275 AILGLDELSEEDR 175.9077 1459.7184 25.5340 1334 1 1459.7184 ‐3.4164
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1271.7392 LIMELINNIAK 336.5924 1271.7298 24.0916 1205 1 1271.7298 ‐5.2499
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1158.6551 IMELINNIAK 1693.4660 1158.6518 24.0889 1191 1 1158.6518 ‐1.1193
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2271.1279 YKELQDIIAILGLDELSEED 283.9430 2271.1133 23.7139 870 2 1136.0603 ‐5.3654
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 Carbamidomethyl+C(13) 2596.2897 GRDTLGQEINVTCEVQQLLGNNR 479.1070 2596.2863 20.2714 9615 3 866.1003 ‐0.6551
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2124.0576 GMDVVDMGNPLSVPVGGATLGR 605.7518 2124.0570 20.3316 6286 2 1062.5321 0.5169
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1717.0047 IAQIIGPVLDVAFPPGK 313.4719 1717.0002 20.3003 888 3 573.0049 ‐3.0471
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2445.2395 YKELQDIIAILGLDELSEEDR 356.1705 2445.2498 22.4240 1803 3 815.7548 4.21
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 2985.5779 YKELQDIIAILGLDELSEEDRLTVAR 398.4500 2985.5683 25.3666 1672 3 995.8609 ‐2.1555
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 25463.8800 53990.9783 160 83.33 None 1416.7482 FVQAGSEVSALLGR 229.7266 1416.7473 17.3266 1589 2 708.8773 ‐0.9402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1228.6532 DLAVEGNEIIR 235777.3000 1228.6526 25.3851 2956780 2 614.8299 ‐0.9505
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1407.6678 LTYYTPEYETK 231771.9000 1407.6678 22.1653 2923901 2 704.3376 ‐0.1169
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1465.7546 TFQGPPHGIQVER 89515.9800 1465.7546 20.4259 2351337 3 489.2564 ‐0.9775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1021.5313 DTDILAAFR 142356.2000 1021.5315 31.1854 1802455 2 511.2694 ‐0.6148



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2169.9870 GGLDFTKDDENVNSQPFMR 268386.0000 2169.9835 27.0062 1765516 3 723.9993 ‐1.7477
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 252126.8000 1546.7341 31.3713 1459450 2 773.8707 ‐1.0341
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2270.1299 ESTLGFVDLLRDDYVEKDR 275954.2000 2270.1306 33.5648 1343265 3 757.3817 0.2534
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 441438.0000 3854.8599 39.5236 1212002 3 1285.6248 ‐1.4197
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(5) 910.4452 AVYECLR 67570.2500 910.4449 17.7977 871488 2 455.7261 ‐1.3251
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1447.7652 LSGGDHIHAGTVVGK 88275.0500 1447.7646 15.9646 802555 3 483.2597 ‐1.3869
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 141240.6000 1116.5827 19.7863 768323 2 558.7950 ‐0.9412
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1249.6787 ESTLGFVDLLR 247320.8000 1249.6800 20.5598 700102 2 625.3436 0.6335
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 144137.5000 1950.9142 20.1327 671708 3 650.9762 ‐1.3776
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 99243.0000 3038.4525 34.6831 440719 4 760.3686 0.4542
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 136287.8000 1261.6294 31.4310 435891 2 631.3183 0.2347
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1999.0019 ESTLGFVDLLRDDYVEK 61583.1900 1999.0002 35.0112 235813 3 667.0049 ‐1.1692
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 101021.8000 1502.8521 13.7663 202903 3 501.6222 ‐0.3276
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1187.6644 DNGLLLHIHR 62103.6800 1187.6665 22.4092 168223 3 396.5603 0.5351
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1451.6220 DDENVNSQPFMR 150483.6000 1451.6189 21.2921 167617 2 726.3131 ‐2.1249
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 152450.1000 1794.8168 21.5858 149119 3 598.9438 0.4851
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1819.9549 LEGDRESTLGFVDLLR 32057.3000 1819.9546 19.7966 94597 3 607.3231 ‐0.6587
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1324.6783 EITFNFPTIDK 28103.2300 1324.6818 19.2437 87355 2 662.8445 2.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 9429.0580 2840.4074 32.8309 83656 4 710.8573 ‐0.1242
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2410.1813 LTYYTPEYETKDTDILAAFR 2212.3350 2410.1828 19.6059 26886 3 804.0658 0.7584
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 3423.5730 2569.2826 34.0607 21000 4 643.0761 0.9757
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 912.4720 AMHAVIDR 13511.1500 912.4707 14.5845 6484 2 456.7390 ‐2.4271
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1684.8613 NEGRDLAVEGNEIIR 8078.1820 1684.8636 23.1357 6219 3 562.2927 0.6892
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYPLDLFEEGSVTN 1190.9760 5115.4067 25.7253 4251 3 1705.8071 ‐4.8017
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(18) 2173.0666 NEGRDLAVEGNEIIREACK 1131.7550 2173.0508 34.5609 7487 2 1087.0290 ‐6.0377
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1866.9120 EITFNFPTIDKLDGQE 376581.8000 1866.9080 35.1260 3474867 2 933.9577 ‐1.3972
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1827.8687 EYKLTYYTPEYETK 1672.3190 1827.8648 24.3375 4771 3 609.9598 ‐2.6641
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1787.9875 ALRLSGGDHIHAGTVVGK 180.2166 1787.9971 21.6677 1672 3 596.6706 4.24
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 577.3457 LAAFR 9419.3440 577.3456 31.1816 92183 1 577.3456 ‐0.2757
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 752.3614 EITFNF 124.7451 752.3566 20.1666 70459 1 752.3566 ‐5.8469
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 464.2616 AAFR 5218.1880 464.2614 31.1855 25151 1 464.2614 ‐0.9855
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(22) 2640.2334 PIVMHDYLTGGFTANTSLSHYCR 96794.5500 2640.2354 34.6818 24998 3 880.7500 1.1171
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 879.4141 NSQPFMR 3088.2380 879.4134 27.0113 23810 1 879.4134 0.1316
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 7354.3330 1001.4768 31.3890 23086 1 1001.4768 2.1101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 644.3726 IQVER 87.3418 644.3735 20.4931 16604 1 644.3735 1.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(2) 704.3509 ACVQAR 7900.3660 704.3510 19.7593 14914 1 704.3510 0.5142
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 31284.8300 1339.7889 13.7691 11049 3 447.2678 ‐0.3180
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 550.2806 PFMR 5584.2270 550.2806 27.0089 10870 1 550.2806 ‐0.2506
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1262.6263 FPTIDKLDGQE 249.8336 1262.6337 32.8098 8451 2 631.8205 5.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 675.4049 LHIHR 4305.0890 675.4046 23.2061 8287 1 675.4046 ‐0.1993
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 562.3208 HIHR 326.9475 562.3209 22.4032 8048 1 562.3209 ‐0.1024
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 788.4890 LLHIHR 107.5841 788.4892 23.2100 6481 1 788.4892 0.9583
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 422.6174 1404.5900 23.4114 6461 2 702.7986 3.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 613.3668 AGTVVGK 161.5779 613.3645 21.5507 4859 1 613.3645 ‐3.7458
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 528.2664 DLAVE 590.8728 528.2634 25.3855 4299 1 528.2634 ‐5.8681
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 587.3300 YGRPL 182.3293 587.3297 13.7680 4040 1 587.3297 ‐0.5170
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 229.6732 1123.5270 20.7433 4023 2 562.2671 2.04
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 560.3402 GTVVGK 1817.4990 560.3408 15.9562 3740 1 560.3408 0.8019
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 584.3058 1194.5626 20.7317 3615 2 597.7849 1.1406
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 586.3923 TIKPK 1361.6080 586.3930 13.7687 3583 1 586.3930 1.1671
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1063.5320 TFQGPPHGIQ 111.4632 1063.5383 21.4897 3508 2 532.2728 5.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 445.1929 DTDI 105.1687 445.1929 31.1847 3335 1 445.1929 ‐0.5568
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1334.6811 SGGDHIHAGTVVGK 401.0235 1334.6765 16.9348 3251 2 667.8419 ‐3.7666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1089.5800 GPPHGIQVER 274.9004 1089.5826 18.8760 2987 2 545.2949 1.44
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1018.5792 HIHAGTVVGK 269.2054 1018.5809 15.7691 2929 2 509.7941 0.8193
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 573.3355 AVIDR 5132.4850 573.3355 14.5779 2813 1 573.3355 ‐0.0228
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 978.4826 VNSQPFMR 280.8811 978.4808 22.6603 2777 1 978.4808 ‐0.4160
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 765.3678 TFQGPPH 91.3489 765.3700 21.3055 2710 1 765.3700 3.78
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(1) 746.4230 CTIKPK 1303.4000 746.4207 13.7681 2703 1 746.4207 ‐2.5582
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1120.6361 STLGFVDLLR 1531.2160 1120.6337 20.5597 2595 1 1120.6337 ‐0.2662
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 393.2245 AFR 66.8187 393.2248 31.1882 2503 1 393.2248 ‐0.0282
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1433.6114 DDENVNSQPFMR 290.9816 1433.6050 25.8180 2479 2 717.3062 ‐4.5135
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1451.6220 DDENVNSQPFMR 316.6699 1451.6239 28.6090 2390 2 726.3156 1.58
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 828.3734 DLAVEGNE 1013.4130 828.3763 25.3816 2365 1 828.3763 4.03
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 819.4723 GFVDLLR 310.5739 819.4704 19.8085 2353 1 819.4704 ‐1.5127
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 881.5203 IHAGTVVGK 5436.9790 881.5205 15.9582 2290 1 881.5205 1.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1192.5117 GGLDFTKDDEN 1050.0320 1192.5090 24.8673 2231 1 1192.5090 ‐0.0513
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 550.2806 PFMR 4827.8660 550.2792 21.2941 2228 1 550.2792 ‐2.6959
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 3347.6066 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 784.2161 3347.6025 39.3667 2225 3 1116.5390 ‐0.0731
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 62.9328 1066.5088 21.0260 2207 2 533.7580 5.68
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1627.8326 LEGDRESTLGFVDLL 492.6253 1627.8300 34.8823 2088 2 814.4186 ‐1.3144
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1262.6375 VWTDGLTSLDR 295.4339 1262.6315 41.5251 2030 2 631.8194 ‐5.2038
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 757.4355 YGRPLLG 128.8148 757.4354 13.7623 1990 1 757.4354 0.3953
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 885.4213 GHYLNATAG 213.8081 885.4166 20.1084 1898 1 885.4166 ‐4.3141
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 757.3628 GHYLNAT 121.8814 757.3660 18.8539 1855 1 757.3660 4.39
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 849.4141 EITFNFP 159.0342 849.4136 33.1037 1843 1 849.4136 0.2329
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1115.5956 DHIHAGTVVGK 249.7330 1115.5950 17.6393 1836 2 558.3011 ‐1.2415
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2724.3111 AGAAVAAESSTGTWTTVWTDGLTSLDR 853.7565 2724.3251 38.0764 1765 3 908.7799 5.23
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 901.5730 LLLHIHR 397.2342 901.5715 23.2070 1724 2 451.2894 ‐2.7453



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 787.4131 EEMIKR 2325.1570 787.4169 20.6995 1680 1 787.4169 5.57
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1033.6041 TLGFVDLLR 157.9718 1033.6045 18.7664 1643 1 1033.6045 1.02
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(7) 1023.4677 TSLSHYCR 126.6462 1023.4689 32.9637 1601 1 1023.4689 2.09
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 986.4690 GHYLNATAGT 358.6917 986.4659 20.1088 1541 1 986.4659 ‐1.7224
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(1) 633.3137 CVQAR 175.3858 633.3152 17.4870 1536 1 633.3152 2.91
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(4) 946.4775 LEACVQAR 211.2823 946.4748 22.0145 1484 1 946.4748 ‐1.6486
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 830.4367 EGNEIIR 250.7396 830.4353 23.9396 1482 1 830.4353 ‐0.8522
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1012.4622 YTPEYETK 138.0680 1012.4579 21.9413 1463 2 506.7326 ‐5.1264
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(4) 1176.5500 AGTCEEMIKR 189.9583 1176.5551 20.0740 1422 2 588.7812 3.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 768.4039 GNVFGFK 114.6992 768.4017 25.5601 1355 1 768.4017 ‐2.2248
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1199.6280 QGPPHGIQVER 287.6781 1199.6253 20.1138 1312 1 1199.6253 ‐0.0102
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 540.2664 DTDIL 88.4707 540.2685 31.1893 1302 1 540.2685 3.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1276.5732 TYYTPEYETK 214.1706 1276.5736 22.1659 1280 1 1276.5736 2.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2054.0553 TLGFVDLLRDDYVEKDR 351.6711 2054.0648 32.8198 1183 3 685.3598 4.35
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(5) 1000.4881 ALEACVQAR 703.2712 1000.4816 22.7979 1160 1 1000.4816 ‐4.9768
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 929.5051 VEGNEIIR 201.4458 929.5032 21.9881 1137 2 465.2553 ‐2.9741
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1001.4898 LEGDRESTL 301.3064 1001.4898 34.2237 1122 1 1001.4898 1.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1078.4687 GGLDFTKDDE 155.0923 1078.4707 24.8714 1105 1 1078.4707 3.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1620.7136 GGLDFTKDDENVNSQ 741.2997 1620.7053 28.1209 1098 1 1620.7053 ‐1.4193
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 902.3486 DDENVNSQ 1259.8850 902.3479 21.2873 1019 1 902.3479 0.2970
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(5) 999.5041 ALEACVQAR 164.3401 999.4981 23.3669 931 1 999.4981 ‐4.5408
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 2327.1514 GDRESTLGFVDLLRDDYVEK 659.2341 2327.1568 34.1044 911 3 776.3904 2.94
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(5) 1139.5072 TAGTCEEMIK 1557.3900 1139.5053 20.1631 885 2 570.2563 ‐2.1982
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1261.5623 LTYYTPEYET 194.4265 1261.5582 21.8454 866 2 631.2827 ‐3.6542
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1113.6262 LAVEGNEIIR 419.2943 1113.6266 25.3842 853 2 557.3170 ‐0.3010
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(8) 917.4662 YGRPLLGC 426.1645 917.4650 13.7654 815 1 917.4650 ‐0.1579
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 Carbamidomethyl+C(3) 916.5285 LGCTIKPK 160.9255 916.5250 13.7816 814 2 458.7661 ‐4.7945
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1032.5585 PPHGIQVER 119.5838 1032.5533 19.8562 810 1 1032.5533 ‐3.4560
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1127.5592 LSGGDHIHAGTV 352.4763 1127.5593 15.9642 788 2 564.2833 ‐0.5285
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 123390.5000 53468.3747 314 68.89 None 1170.6378 DNGLLLHIHR 241.0093 1170.6438 22.4077 4041 3 390.8861 3.54
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1407.6678 LTYYTPEYETK 245717.9000 1407.6678 22.1637 2907466 2 704.3376 ‐0.0001
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1465.7546 TFQGPPHGIQVER 154299.1000 1465.7546 20.4240 2337737 3 489.2564 ‐0.9701
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1021.5313 DTDILAAFR 87450.3500 1021.5315 31.1847 1796078 2 511.2694 ‐0.7006
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 2169.9870 GGLDFTKDDENVNSQPFMR 288603.4000 2169.9834 27.0047 1753673 3 723.9993 ‐1.8860
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 294942.1000 1546.7341 31.3701 1450856 2 773.8707 ‐0.8609
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 2270.1299 ESTLGFVDLLRDDYVEKDR 351051.8000 2270.1304 33.5631 1330963 3 757.3817 0.0625
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 417870.5000 3854.8591 39.5123 1026930 3 1285.6245 ‐2.0367
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(5) 910.4452 AVYECLR 104977.1000 910.4449 17.7955 866159 2 455.7261 ‐1.4654
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1447.7652 LSGGDHIHAGTVVGK 104135.3000 1447.7646 15.9629 798983 3 483.2597 ‐1.3585
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 166434.9000 1116.5826 19.7823 716648 2 558.7950 ‐1.0332
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 198226.9000 1950.9140 20.1161 645100 3 650.9762 ‐1.5333
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1999.0019 ESTLGFVDLLRDDYVEK 75342.3300 1999.0002 35.0101 233519 3 667.0049 ‐1.2786
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1187.6644 DNGLLLHIHR 117155.8000 1187.6665 22.4078 167652 3 396.5603 0.5924
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 52021.7200 3038.4497 34.6220 146029 4 760.3679 ‐0.3096
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 134192.2000 1794.8168 21.5699 140368 3 598.9438 0.3846
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 7458.4730 1261.6287 31.2748 99272 2 631.3180 ‐0.2347
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 29749.6400 1502.8510 19.9270 95359 3 501.6218 ‐1.0488
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1228.6532 DLAVEGNEIIR 29160.3200 1228.6525 25.2827 93380 2 614.8299 ‐1.0021
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 12131.2300 2840.4074 32.8309 83656 4 710.8573 ‐0.0057
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 1503.9740 2569.2826 34.0607 21000 4 643.0761 1.0256
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 912.4720 AMHAVIDR 9233.0430 912.4707 14.5845 6484 2 456.7390 ‐2.5653
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1249.6787 ESTLGFVDLLR 5028.4700 1249.6773 34.9795 4851 2 625.3423 ‐1.4689
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1866.9120 EITFNFPTIDKLDGQE 474250.2000 1866.9080 35.1255 3459183 2 933.9576 ‐1.0704
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1415.7893 LEDLRIPPAYTK 2978.5220 1415.7910 23.9849 17365 3 472.6019 0.2669
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(20) 2894.3772 SQAETGEIKGHYLNATAGTCEEMIKR 657.7189 2894.3706 22.1169 7123 4 724.3481 ‐2.6709
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 577.3457 LAAFR 7884.6740 577.3456 31.1816 92183 1 577.3456 ‐0.1392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 867.4108 GHYLNATAG 447.7458 867.4097 22.1595 35875 1 867.4097 0.0175
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 701.3941 GIQVER 11534.1400 701.3926 20.4282 25625 1 701.3926 ‐1.5904
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 690.4297 ILAAFR 2462.1380 690.4294 31.1835 24102 1 690.4294 0.0583
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 879.4141 NSQPFMR 1396.5010 879.4134 27.0113 23810 1 879.4134 0.3782
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 838.4530 HGIQVER 6034.8730 838.4531 20.4192 22414 1 838.4531 1.82
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(3) 833.3934 EACVQAR 7131.9990 833.3932 19.7725 22262 1 833.3932 0.7903
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1192.5117 GGLDFTKDDEN 7160.5750 1192.5084 27.0094 17753 1 1192.5084 ‐0.2470
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 958.5945 GLLLHIHR 18743.7500 958.5963 22.4076 17472 2 479.8018 0.8124
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 644.3726 IQVER 122.5473 644.3735 20.4931 16604 1 644.3735 1.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(2) 704.3509 ACVQAR 9625.8390 704.3510 19.7593 14914 1 704.3510 0.6970
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(4) 934.4452 AAACEVWK 8184.6410 934.4445 31.3713 12040 1 934.4445 0.8048
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 550.2806 PFMR 5177.9360 550.2806 27.0089 10870 1 550.2806 ‐0.1239
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1055.6109 NGLLLHIHR 1087.2860 1055.6125 22.4035 8964 2 528.3099 0.7532
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1620.7136 GGLDFTKDDENVNSQ 864.8422 1620.7138 27.0154 8840 2 810.8605 0.5874
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 656.3151 GHYLNA 88.0543 656.3127 20.1230 8647 1 656.3127 ‐3.3152
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 675.4049 LHIHR 6533.7350 675.4046 23.2061 8287 1 675.4046 ‐0.0270
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 562.3208 HIHR 558.5988 562.3209 22.4032 8048 1 562.3209 0.0287
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1163.5691 WTDGLTSLDR 1350.1590 1163.5640 39.5112 7685 1 1163.5640 ‐2.0042
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 580.4850 1404.5900 23.4114 6461 2 702.7986 3.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 788.4890 LLHIHR 1475.0730 788.4905 22.4040 6291 1 788.4905 2.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 768.4363 HAGTVVGK 11881.1100 768.4363 15.9593 5794 1 768.4363 0.9128
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1072.6374 NGLLLHIHR 2094.3980 1072.6379 22.4024 5600 2 536.8226 ‐0.3425
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 631.3774 AGTVVGK 5349.0180 631.3784 15.9635 5532 1 631.3784 1.12



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 14008.2100 1339.7899 19.9312 4882 3 447.2682 0.4697
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1492.6550 GGLDFTKDDENVNS 800.6585 1492.6573 27.0100 4828 2 746.8323 1.25
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 3227.7680 967.4219 21.5700 4810 1 967.4219 1.1710
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 586.3923 TIKPK 4250.7920 586.3923 19.9341 4667 1 586.3923 0.1906
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 585.2780 GHYLN 77.9936 585.2796 20.1199 4430 1 585.2796 2.11
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 916.3138 1123.5270 20.7433 4023 2 562.2671 2.06
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(4) 1176.5500 AGTCEEMIKR 630.4611 1176.5477 21.1558 3764 2 588.7775 ‐2.4797
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 560.3402 GTVVGK 1573.9120 560.3408 15.9562 3740 1 560.3408 0.9323
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 445.1929 DTDI 64.5957 445.1929 31.1847 3335 1 445.1929 ‐0.4684
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 463.2187 AVYE 503.4819 463.2193 17.8110 3128 1 463.2193 0.8769
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 847.4196 DTDILAAF 93.6215 847.4202 33.4804 3072 1 847.4202 1.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 684.3352 WSPELA 116.3745 684.3339 29.0799 2861 1 684.3339 ‐1.2881
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 573.3355 AVIDR 4525.3160 573.3355 14.5779 2813 1 573.3355 0.1123
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(4) 946.4775 LEACVQAR 629.4586 946.4816 25.2623 2793 1 946.4816 5.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(1) 854.4077 CAEAIYK 2806.9530 854.4113 31.2993 2706 1 854.4113 5.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1364.7056 VDLLRDDYVEK 277.4479 1364.7056 34.9937 2603 2 682.8565 ‐0.1016
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 393.2245 AFR 40.5769 393.2248 31.1882 2503 1 393.2248 0.0412
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1000.5422 AVEGNEIIR 148.9805 1000.5478 25.9151 2395 2 500.7775 4.89
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 881.5203 IHAGTVVGK 8246.9830 881.5205 15.9582 2290 1 881.5205 1.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(6) 854.4077 VALEACVQ 129.2791 854.4097 22.1327 2247 1 854.4097 3.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(6) 1210.5443 ATAGTCEEMIK 246.2535 1210.5409 21.7538 2246 2 605.7741 ‐3.2708
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 757.3628 GHYLNAT 533.1353 757.3614 21.5877 2101 1 757.3614 ‐1.0229
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 3158.4913 PPEEAGAAVAAESSTGTWTTVWTDGLTSL 434.7033 3158.4730 41.0180 2083 3 1053.4959 ‐5.1262
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 1929.8560 1066.5006 20.1182 2055 1 1066.5006 0.7045
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1461.7220 ESTLGFVDLLRDD 322.0152 1461.7253 31.5374 2042 2 731.3663 2.69
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1909.9290 TGTWTTVWTDGLTSLDR 1890.3820 1909.9194 42.0176 1983 2 955.4633 ‐3.8814
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1262.6375 VWTDGLTSLDR 725.1083 1262.6340 38.0020 1971 1 1262.6340 ‐0.0032
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(6) 1366.6454 ATAGTCEEMIKR 807.6932 1366.6427 20.0902 1965 2 683.8250 ‐2.0985
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 567.2522 LSGGDH 1909.8100 567.2519 15.9600 1909 1 567.2519 ‐0.4046
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 885.4213 GHYLNATAG 120.6310 885.4166 20.1084 1898 1 885.4166 ‐4.0653
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(8) 1593.7724 LNATAGTCEEMIKR 217.5509 1593.7678 23.2341 1893 2 797.3875 ‐2.4387
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 547.2835 EKDR 572.4738 547.2829 33.5635 1880 1 547.2829 ‐1.1766
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 748.3447 SQPFMR 73.2145 748.3480 25.2868 1839 1 748.3480 5.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 3264.5695 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 1563.1550 3264.5464 39.5209 1804 2 1632.7768 ‐2.7723
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 901.5730 LLLHIHR 380.3736 901.5715 23.2070 1724 2 451.2894 ‐2.8891
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 924.4421 DYVEKDR 112.9294 924.4459 32.0495 1715 1 924.4459 5.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 787.4131 EEMIKR 3294.3430 787.4169 20.6995 1680 1 787.4169 5.88
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(7) 1023.4677 TSLSHYCR 197.4668 1023.4689 32.9637 1601 1 1023.4689 3.0800
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 986.4690 GHYLNATAGT 403.8519 986.4659 20.1088 1541 1 986.4659 ‐1.4367
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(1) 633.3137 CVQAR 100.6992 633.3152 17.4870 1536 1 633.3152 2.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 876.4421 DGLTSLDR 306.6220 876.4418 39.5070 1533 1 876.4418 0.8421
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1160.5146 LTYYTPEYE 228.5969 1160.5105 22.1555 1497 1 1160.5105 ‐1.1772
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1262.6263 FPTIDKLDGQE 197.7260 1262.6342 36.5663 1489 2 631.8207 5.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1018.5792 HIHAGTVVGK 1571.6330 1018.5826 15.9558 1387 2 509.7949 2.64
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1624.7853 ESTLGFVDLLRDDY 341.4402 1624.7783 31.3254 1372 2 812.8928 ‐3.8349
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1060.4582 GGLDFTKDDE 196.6937 1060.4555 24.6907 1364 1 1060.4555 ‐0.5111
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 757.4355 YGRPLLG 215.1792 757.4356 19.9177 1318 1 757.4356 0.8395
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 540.2664 DTDIL 51.9108 540.2685 31.1893 1302 1 540.2685 3.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1276.5732 TYYTPEYETK 253.4941 1276.5736 22.1659 1280 1 1276.5736 3.1842
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 828.3999 GHYLNATA 116.6295 828.3962 20.1288 1228 1 828.3962 ‐3.3924
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(1) 965.4543 CEEMIKR 1504.1390 965.4500 22.8618 1215 1 965.4500 ‐2.8467
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 510.2493 AMHAV 1651.7980 510.2493 14.5797 1192 1 510.2493 ‐0.2838
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(5) 1000.4881 ALEACVQAR 571.1461 1000.4816 22.7979 1160 1 1000.4816 ‐4.6860
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1078.4687 GGLDFTKDDE 194.5233 1078.4707 24.8714 1105 1 1078.4707 3.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1942.8600 DFTKDDENVNSQPFMR 441.8174 1942.8604 29.1889 1075 2 971.9338 1.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1606.7748 TFNFPTIDKLDGQE 259.2221 1606.7659 36.6030 1074 2 803.8866 ‐5.0538
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1301.6597 LSGGDHIHAGTVVG 929.8296 1301.6572 15.9659 1021 2 651.3322 ‐2.1891
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(5) 736.3335 AVYECL 638.2352 736.3332 17.7850 991 1 736.3332 0.3484
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(5) 999.5041 ALEACVQAR 112.3054 999.4981 23.3669 931 1 999.4981 ‐4.2505
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1244.6157 FPTIDKLDGQE 224.6235 1244.6180 31.9715 903 2 622.8126 1.05
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1650.8122 WTTVWTDGLTSLDR 624.6138 1650.7999 39.5100 895 1 1650.7999 ‐3.1060
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1261.5623 LTYYTPEYET 211.5469 1261.5582 21.8454 866 2 631.2827 ‐3.6130
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 2391.1463 VTPQPGVPPEEAGAAVAAESSTGTW 590.5574 2391.1497 42.1912 837 3 797.7214 1.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1032.5585 PPHGIQVER 202.8780 1032.5533 19.8562 810 1 1032.5533 ‐3.1536
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1127.5592 LSGGDHIHAGTV 590.4174 1127.5593 15.9642 788 2 564.2833 ‐0.5562
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 613.3668 AGTVVGK 278.1131 613.3696 17.6145 776 1 613.3696 4.03
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(8) 1131.5980 YGRPLLGCTI 597.2576 1131.6011 19.9692 760 1 1131.6011 5.0148
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1003.5207 DTDILAAFR 160.1235 1003.5218 31.1881 8205 2 502.2645 0.0933
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 Carbamidomethyl+C(11) 1933.8895 GHYLNATAGTCEEMIKR 1869.6990 1933.8938 20.7456 4748 4 484.2289 0.7676
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 108420.1000 53468.3747 314 68.89 None 1170.6378 DNGLLLHIHR 418.6159 1170.6406 23.2140 1860 3 390.8851 1.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1249.6787 ESTLGFVDLLR 194962.2000 1249.6800 20.5598 700102 2 625.3436 0.4666
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 244781.4000 1261.6299 18.9234 555850 2 631.3186 0.4899
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 241065.7000 3038.4489 20.0464 452665 4 760.3677 ‐0.3903
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWTTVW 189240.1000 3854.8616 22.3034 225189 3 1285.6254 ‐0.5699
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 206020.0000 1502.8521 13.7663 202903 3 501.6222 ‐0.1106
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 192129.3000 1950.9167 13.6915 131293 3 650.9771 0.1911
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 88605.4500 1116.5827 13.6447 111403 2 558.7950 ‐1.1051
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1407.6678 LTYYTPEYETK 69294.4800 1407.6672 14.8122 95661 2 704.3372 ‐0.7965
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1819.9549 LEGDRESTLGFVDLLR 55029.8600 1819.9546 19.7966 94597 3 607.3231 ‐0.4181



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1324.6783 EITFNFPTIDK 32910.3400 1324.6818 19.2416 86888 2 662.8446 2.1746
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 2169.9870 GGLDFTKDDENVNSQPFMR 32820.8700 2169.9859 16.8685 52030 3 724.0001 ‐0.3875
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 18222.0900 1546.7357 18.8380 36757 2 773.8715 ‐0.2589
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1465.7546 TFQGPPHGIQVER 38886.9500 1465.7542 13.9650 36296 3 489.2562 ‐1.0121
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 113810.3000 1794.8152 14.4317 35997 3 598.9433 ‐0.1690
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1021.5313 DTDILAAFR 15640.5700 1021.5311 19.0031 29822 2 511.2692 ‐1.1286
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1187.6644 DNGLLLHIHR 60313.4800 1187.6649 15.0667 27479 3 396.5598 ‐0.5667
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 2410.1813 LTYYTPEYETKDTDILAAFR 3026.2190 2410.1828 19.6059 26886 3 804.0658 1.0429
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1228.6532 DLAVEGNEIIR 18723.6100 1228.6536 16.2438 20124 2 614.8304 ‐0.3061
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1447.7652 LSGGDHIHAGTVVGK 3290.7180 1447.7691 11.13 9577 3 483.2612 1.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1999.0019 ESTLGFVDLLRDDYVEK 2050.3420 1999.0037 20.4029 8122 3 667.0061 0.8246
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYPLDLFEEGSVTN 816.5402 5115.4067 25.7253 4251 3 1705.8071 ‐4.3163
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(5) 910.4452 AVYECLR 14494.4500 910.4463 13.0042 2156 2 455.7268 0.0997
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(14) 1716.8585 DLAVEGNEIIREACK 108.2424 1716.8380 19.3774 2609 2 858.9226 ‐11.7968
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1866.9120 EITFNFPTIDKLDGQE 31329.9800 1866.9120 20.4676 53246 2 933.9596 0.4067
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(6) 2476.2177 DRFLFCAEAIYKSQAETGEIK 655.0464 2476.2145 21.7962 1416 2 1238.6109 0.0857
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 65776.5300 1339.7889 13.7691 11049 3 447.2678 ‐0.1131
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(2) 803.4444 GCTIKPK 16143.8700 803.4447 13.7687 9657 1 803.4447 0.6981
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 958.5945 GLLLHIHR 6736.0080 958.5937 15.4717 8736 2 479.8005 ‐1.8531
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 762.4509 FVDLLR 456.2836 762.4510 20.5614 6844 1 762.4510 0.3897
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 812.4261 EGNEIIR 133.6767 812.4230 17.5228 5245 1 812.4230 ‐3.3527
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 5753.3420 1194.5617 13.6919 4501 2 597.7845 0.2633
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 858.4316 DGLTSLDR 715.0151 858.4266 22.2871 4420 1 858.4266 ‐5.1530
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1349.6922 ELGVPIVMHDYL 181.5073 1349.6893 18.3500 4123 2 675.3483 ‐2.5965
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 587.3300 YGRPL 336.4949 587.3297 13.7680 4040 1 587.3297 ‐0.8332
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1163.5691 WTDGLTSLDR 773.2222 1163.5640 22.3032 4037 1 1163.5640 ‐2.7234
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(3) 833.3934 EACVQAR 3481.2590 833.3938 13.6448 3666 1 833.3938 0.9353
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 586.3923 TIKPK 2658.1390 586.3930 13.7687 3583 1 586.3930 0.8510
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 788.4890 LLHIHR 2198.9510 788.4882 15.4615 3083 1 788.4882 ‐0.6317
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 981.5040 FNFPTIDK 225.5128 981.5018 19.2361 3074 1 981.5018 ‐1.2068
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 4329.0210 1017.5128 13.6860 2846 1 1017.5128 ‐0.6360
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1217.6385 QGPPHGIQVER 14408.1300 1217.6409 13.9625 2846 2 609.3241 1.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(1) 746.4230 CTIKPK 2420.7460 746.4207 13.7681 2703 1 746.4207 ‐2.8814
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1120.6361 STLGFVDLLR 863.3609 1120.6337 20.5597 2595 1 1120.6337 ‐0.6059
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(2) 704.3509 ACVQAR 7607.7630 704.3510 13.6423 2402 1 704.3510 0.2544
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1262.6263 FPTIDKLDGQE 303.6665 1262.6335 22.5389 2362 2 631.8204 5.1450
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 819.4723 GFVDLLR 326.2884 819.4704 19.8085 2353 1 819.4704 ‐1.8392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(4) 946.4775 LEACVQAR 2511.9730 946.4762 13.6473 2073 1 946.4762 ‐0.4550
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 757.4355 YGRPLLG 221.9782 757.4354 13.7623 1990 1 757.4354 0.0715
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1346.6951 ESTLGFVDLLRD 178.4672 1346.7003 19.3153 1804 2 673.8538 3.54
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 656.3151 GHYLNA 130.2924 656.3155 13.6942 1786 1 656.3155 0.5359
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1363.6852 TVWTDGLTSLDR 992.5890 1363.6759 22.0247 1777 1 1363.6759 ‐4.4009
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1055.6109 NGLLLHIHR 1457.5690 1055.6103 15.0576 1756 2 528.3088 ‐1.4148
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1193.5361 YYTPEYETK 793.3721 1193.5306 14.8096 1706 1 1193.5306 ‐2.8101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1030.4728 YTPEYETK 1799.0950 1030.4717 14.8117 1660 1 1030.4717 0.2400
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1033.6041 TLGFVDLLR 407.8443 1033.6045 18.7664 1643 1 1033.6045 1.43
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(24) 2796.3233 GVPIVMHDYLTGGFTANTSLSHYCR 168.3283 2796.3360 23.4436 1501 3 932.7835 5.85
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 3176.5018 PPEEAGAAVAAESSTGTWTTVWTDGLTSL 1363.5020 3176.4807 22.3064 1492 2 1588.7440 ‐4.1785
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 867.4108 GHYLNATAG 184.5053 867.4103 14.8131 1469 1 867.4103 0.1401
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1334.6811 SGGDHIHAGTVVGK 1708.9280 1334.6845 11.75 1468 2 667.8459 2.0538
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 528.2664 DLAVE 39.7126 528.2696 18.6483 1450 1 528.2696 5.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 3588.3100 1295.6096 13.6902 1409 2 648.3084 0.5319
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 675.4049 LHIHR 874.1789 675.4040 15.0611 1401 1 675.4040 ‐1.3818
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 768.4039 GNVFGFK 50.3361 768.4017 25.5601 1355 1 768.4017 ‐2.5490
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1265.6372 DLLRDDYVEK 131.2593 1265.6361 21.7690 1272 1 1265.6361 1.51
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1089.5800 GPPHGIQVER 2906.3230 1089.5781 13.9635 1232 2 545.2927 ‐2.5389
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(16) 1947.9018 YLTGGFTANTSLSHYCR 228.6017 1947.9014 16.0574 1206 3 649.9720 ‐0.3333
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 879.4141 NSQPFMR 252.4311 879.4123 16.8735 1147 1 879.4123 ‐1.3956
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1082.5517 TFNFPTIDK 246.2451 1082.5517 18.9381 1064 1 1082.5517 1.68
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(1) 965.4543 CEEMIKR 7695.1500 965.4550 13.6921 1046 1 965.4550 1.95
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(3) 740.3396 YECLR 2645.2280 740.3387 13.0006 1002 1 740.3387 ‐1.0770
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 3096.0430 967.4212 14.4313 977 1 967.4212 ‐0.2211
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 1573.4250 1756.8401 14.1057 926 3 586.2849 2.1423
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1294.5838 TYYTPEYETK 2539.3710 1294.5793 14.8143 880 1 1294.5793 ‐1.2494
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1200.6120 QGPPHGIQVER 1944.4860 1200.6155 13.9654 856 2 600.8114 2.35
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(8) 917.4662 YGRPLLGC 981.1655 917.4650 13.7654 815 1 917.4650 ‐0.4887
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(3) 916.5285 LGCTIKPK 201.3444 916.5250 13.7816 814 2 458.7661 ‐4.8856
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1231.6681 ESTLGFVDLLR 283.6270 1231.6693 20.5616 5309 2 616.3383 0.3862
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 638.4155 1932.9110 13.6920 3766 4 483.9832 2.22
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1980.9913 ESTLGFVDLLRDDYVEK 280.3521 1980.9942 21.6993 2544 2 991.0007 2.0305
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1210.6426 DLAVEGNEIIR 298.0533 1210.6424 17.2705 2041 2 605.8248 ‐0.8095
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 501.7476 1776.8050 14.4366 1278 3 592.9398 ‐0.0325
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit A 65864.1900 53468.3747 314 68.89 None 1170.6378 DNGLLLHIHR 316.2450 1170.6391 16.3107 904 3 390.8845 0.0275
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 1485.7373 LAFYDYIGNNPAK 16113.6500 1485.7375 17.9133 19826 2 743.3724 0.1601
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 1923.8660 YQWDQGYFQQEIYR 2249.4580 1923.8664 30.7413 13632 2 962.4368 1.0005
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 2282.0976 DVFAGIDPDLDAQVEFGAFQK 2486.3510 2282.0896 37.3076 5169 2 1141.5484 ‐2.0160
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 2239.1468 MPTFFETFPVVLVDGDGIVR 1534.7980 2239.1544 33.4940 2517 3 747.0563 3.28
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 4293.1698 LLAVHIMHTALVAGWAGSMALYELAVFDP 1068.2880 4293.2544 45.5620 1070 3 1431.7563 21.9151
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 1409.7423 FGAFQKLGDPTTK 273.1014 1409.7548 21.7639 4051 2 705.3811 8.38



NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 1154.5477 YDYIGNNPAK 398.0778 1154.5441 16.7890 17072 2 577.7757 ‐3.6403
NP_051084.1 photosystem II 47 kDa protein Arabidopsis thaliana 1188.6460 56208.3136 8 21.6 None 826.4094 EFGAFQK 402.8619 826.4039 34.7794 5319 1 826.4039 ‐5.8689
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 11735.8400 9551.7469 7 59.26 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 11735.8400 9551.7469 7 59.26 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 11735.8400 9551.7469 7 59.26 None 641.2963 SMGLAY 7026.2740 641.2983 23.1666 15137 1 641.2983 3.53
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 11735.8400 9551.7469 7 59.26 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10260.6700 9551.7469 7 59.26 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10260.6700 9551.7469 7 59.26 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 10260.6700 9551.7469 7 59.26 None 1204.6109 VYLWHETTR 139.8711 1204.6267 31.4366 2157 1 1204.6267 15.6828
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1200.6293 VVDAMGVPIDGK 15205.1600 1200.6303 23.6190 22584 2 600.8188 0.3395
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1043.5732 TGSIVDVPAGK 19577.7400 1043.5748 19.4568 18897 2 522.2910 0.7736
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1250.6375 AAELTNLFESR 6706.2630 1250.6376 29.0034 17777 2 625.8224 ‐0.3573
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 5654.4520 2308.1585 23.8782 16742 2 1154.5829 2.95
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1330.7577 TTIAIDTILNQK 4845.4780 1330.7556 18.2170 16572 2 665.8814 ‐1.8166
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1026.5942 AVDSLVPIGR 6007.9620 1026.5940 24.8443 13351 2 513.8006 ‐1.0730
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1283.6994 QPQYAPLPIEK 2402.9750 1283.6990 23.8470 9174 2 642.3531 ‐0.6692
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 860.5022 QMSLLLR 17911.2000 860.5030 16.7814 4588 2 430.7552 ‐0.1963
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1226.6198 SVHEPMQTGLK 1793.1270 1226.6218 16.5614 2895 3 409.5454 0.4328
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 3181.6277 LELAQYREVAAFAQFGSDLDAATQALLNR 631.1650 3181.5851 33.5493 16223 3 1061.1999 ‐12.4158
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 457.9490 2036.9831 23.7484 3388 3 679.6659 25.5764
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1929.0764 TTIAIDTILNQKQINSR 850.7781 1929.0729 20.0571 1412 2 965.0401 ‐0.9873
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 Carbamidomethyl+C(24) 3003.5761 QPQYAPLPIEKQILVIYAAVNGFCDR 572.5079 3003.5974 29.4545 841 3 1001.8706 7.23
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1444.7390 GSDLDAATQALLNR 278.2179 1444.7412 23.8016 2107 2 722.8742 1.93
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 860.4876 VYVAIGQK 189.6635 860.4928 23.6623 1062 2 430.7501 4.16
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1799.3920 55256.4040 28 29.98 None 1208.6092 SVHEPMQTGLK 151.5798 1208.6047 16.0712 1483 2 604.8060 ‐4.2036
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1200.6293 VVDAMGVPIDGK 17407.8100 1200.6303 23.6190 22584 2 600.8188 0.3494
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1043.5732 TGSIVDVPAGK 21225.8800 1043.5748 19.4568 18897 2 522.2910 0.7027
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1250.6375 AAELTNLFESR 5023.0100 1250.6376 29.0034 17777 2 625.8224 ‐0.3218
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1026.5942 AVDSLVPIGR 7357.4650 1026.5940 24.8443 13351 2 513.8006 ‐1.1526
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1283.6994 QPQYAPLPIEK 2585.5690 1283.6990 23.8470 9174 2 642.3531 ‐0.6166
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 892.4887 LELAQYR 5825.5760 892.4884 20.4728 5603 2 446.7478 ‐1.5483
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 1226.6198 SVHEPMQTGLK 2907.3610 1226.6218 16.5614 2895 3 409.5454 0.4817
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 Carbamidomethyl+C(10) 2036.9304 ATSESETMYCVYVAIGQK 327.3127 2036.9831 23.7484 3388 3 679.6659 25.4837
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 3181.6277 LELAQYREVAAFAQFGSDLDAATQALLNR 416.9514 3181.5589 34.5193 979 3 1061.1912 ‐20.9259
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 866.4367 TNLFESR 189.5652 866.4357 29.1527 7342 1 866.4357 0.1399
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 856.4887 DSLVPIGR 8342.6980 856.4866 24.8480 1815 1 856.4866 ‐1.2773
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 1361.7170 55256.4040 28 29.98 None 860.4876 VYVAIGQK 191.0049 860.4928 23.6623 1062 2 430.7501 4.66
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 1534.7999 FDIIDEQELVSVK 7010.2080 1534.7980 20.9397 9741 2 767.9027 ‐1.3472
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 2274.0455 ITNRENGNEDYYSLMGIER 285.3502 2274.0431 19.8931 1109 2 1137.5252 ‐0.0321
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 3653.7527 IDNEDVSSVFAASSELSSLMLLLPSGSPSHDS 146.3683 3653.8136 21.9233 964 4 914.2089 16.9099
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 Carbamidomethyl+C(8) 2805.4678 YLVLGQACYHLGLMDDAIILLQTGK 323.6596 2805.4420 23.8725 906 3 935.8188 ‐8.3379
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 2805.4894 TAALAALDAGLYSESIRHFSKIIDSR 1770.1410 2805.4973 19.0790 13574 4 702.1298 2.75
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 Oxidation+M(5) 1847.9354 IETPMDGNKAVAMTVVR 965.2548 1847.9381 18.2891 5400 3 616.6509 1.39
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 2057.0451 TAALAALDAGLYSESIRHFS 132.5971 2057.0423 17.3738 5613 3 686.3523 ‐1.3822
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 1159.6205 IDEQELVSVK 199.2018 1159.6166 20.1368 1085 2 580.3119 ‐4.0725
NP_171765.1 tetratricopeptide repeat domain containing protein Arabidopsis 213.9742 58815.6543 9 7.60 None 1516.7894 FDIIDEQELVSVK 251.2018 1516.7917 19.0388 5639 2 758.8995 1.87
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 2021.0776 LVWEQVLKPLYGMTTDK 52165.7000 2021.0786 21.2023 200696 3 674.3644 0.1593
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1124.5259 VPAFEDGDFK 94032.3800 1124.5263 23.6039 178251 2 562.7668 ‐0.2896
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1030.5316 VLDVYEHR 74051.7300 1030.5316 17.1865 76761 2 515.7694 ‐0.8319
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1503.7842 NLDFEFVHIELK 29072.8000 1503.7855 34.4494 55648 3 501.9333 ‐0.0516
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 43166.2200 2315.1266 37.4263 52797 3 772.3804 1.18
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1556.7744 AITQYIAHFYSDK 26956.3100 1556.7763 17.7129 47220 3 519.5970 0.4392
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 922.5720 VLIALHEK 28198.6600 922.5722 13.8730 9652 2 461.7897 ‐0.7951
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1002.5578 GNQLVSLGSK 13033.7400 1002.5571 19.8849 6081 1 1002.5571 0.7026
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1143.5905 VFGHPASTATR 7661.6480 1143.5928 13.5976 3873 2 572.3001 1.75
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 913.9968 2369.3343 24.8751 3129 3 790.4496 ‐5.6601
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1078.6731 RVLIALHEK 31369.9100 1078.6753 18.1315 12024 2 539.8413 1.59
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 3046.6863 YLASDKFTLVDLHTIPVIQYLLGTPTK 2978.3930 3046.6802 24.2034 6611 3 1016.2316 ‐1.1980
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 710.4196 IALHEK 199.3510 710.4184 19.7070 9488 1 710.4184 ‐1.2037
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1025.4972 PLYGMTTDK 150.4531 1025.4920 21.8555 5098 2 513.2496 ‐5.8934
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 823.5036 LIALHEK 234.4345 823.5033 19.7106 4833 2 412.2553 ‐1.6068
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 597.3355 ALHEK 21166.0500 597.3357 13.8695 4382 1 597.3357 0.3835
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 839.4258 GNQLVSLGS 104.6493 839.4272 20.5380 3332 1 839.4272 2.60
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 857.3676 FEDGDFK 836.5505 857.3681 23.5949 3030 1 857.3681 1.61
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1044.5221 FGHPASTATR 1639.3270 1044.5237 13.5931 2475 2 522.7655 0.7192
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 553.3820 RVLIA 2845.0780 553.3825 18.1323 1295 1 553.3825 0.6041
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 703.3733 PASTATR 1452.7640 703.3746 13.5908 1271 1 703.3746 2.12
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 672.3385 DIAGIAM 157.7979 672.3419 36.7134 1020 1 672.3419 5.42
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1161.6303 FEFVHIELK 605.9630 1161.6279 34.4803 850 2 581.3176 ‐2.5678
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 1012.5211 VLDVYEHR 156.0948 1012.5177 16.6233 1531 2 506.7625 ‐4.1398
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 21727.9000 23598.1604 58 66.51 None 985.5313 GNQLVSLGSK 148.8331 985.5312 19.9763 2411 2 493.2692 ‐1.0147
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1124.5259 VPAFEDGDFK 71853.3000 1124.5269 23.5159 105130 2 562.7671 0.2760
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1030.5316 VLDVYEHR 82358.5900 1030.5316 17.1865 76761 2 515.7694 ‐0.9095
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1503.7842 NLDFEFVHIELK 47076.1800 1503.7854 34.4493 53694 3 501.9333 ‐0.0824
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 36454.7300 2315.1264 37.4223 46184 3 772.3803 1.13
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 922.5720 VLIALHEK 16746.6400 922.5710 19.7114 25099 2 461.7891 ‐2.2515
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1002.5578 GNQLVSLGSK 16200.6100 1002.5571 19.8849 6081 1 1002.5571 0.9941
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1143.5905 VFGHPASTATR 2237.4120 1143.5928 13.5976 3873 2 572.3001 1.80
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1078.6731 RVLIALHEK 47766.3100 1078.6753 18.1315 12024 2 539.8413 1.30



NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 818.3791 DVYEHR 12672.0500 818.3792 17.1883 27119 1 818.3792 1.0969
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 604.2838 YEHR 2442.4520 604.2837 17.1897 16186 1 604.2837 ‐0.0417
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 597.3355 ALHEK 296.4185 597.3342 19.7057 13633 1 597.3342 ‐1.9576
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 710.4196 IALHEK 840.9277 710.4184 19.7070 9488 1 710.4184 ‐1.0187
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 703.3522 VYEHR 958.6152 703.3537 17.1684 6643 1 703.3537 2.02
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1025.4575 PAFEDGDFK 8526.0910 1025.4592 23.5114 5845 1 1025.4592 3.53
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 823.5036 LIALHEK 228.8378 823.5033 19.7106 4833 2 412.2553 ‐1.7908
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1044.5221 FGHPASTATR 3101.1390 1044.5237 13.5931 2475 2 522.7655 0.6488
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 857.3676 FEDGDFK 1154.3980 857.3684 23.5142 1921 1 857.3684 2.1216
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 553.3820 RVLIA 3945.1520 553.3825 18.1323 1295 1 553.3825 0.7319
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 703.3733 PASTATR 1339.9520 703.3746 13.5908 1271 1 703.3746 2.36
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 672.3385 DIAGIAM 138.9694 672.3419 36.7134 1020 1 672.3419 5.54
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1161.6303 FEFVHIELK 1136.0320 1161.6279 34.4803 850 2 581.3176 ‐2.5780
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 14699.9800 23598.1604 58 66.51 None 1012.5211 VLDVYEHR 129.8382 1012.5177 16.6233 1531 2 506.7625 ‐4.2266
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 2021.0776 LVWEQVLKPLYGMTTDK 82596.8400 2021.0786 21.2023 200696 3 674.3644 0.4148
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 1556.7744 AITQYIAHFYSDK 11202.4700 1556.7763 17.7129 47220 3 519.5970 0.6602
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 2385.1330 2315.1233 21.3930 11057 3 772.3793 0.6943
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 922.5720 VLIALHEK 16711.9900 922.5722 13.8730 9652 2 461.7897 ‐0.8875
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 830.3459 2369.3343 24.8751 3129 3 790.4496 ‐5.3787
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 3046.6863 YLASDKFTLVDLHTIPVIQYLLGTPTK 2994.1960 3046.6802 24.2034 6611 3 1016.2316 ‐0.8663
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 1372.6532 TQYIAHFYSDK 4293.3340 1372.6541 17.7034 4902 2 686.8307 0.2922
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 597.3355 ALHEK 14675.1000 597.3357 13.8695 4382 1 597.3357 0.0668
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 710.4196 IALHEK 2116.6650 710.4195 13.8712 3280 1 710.4195 ‐0.0624
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 1025.4972 PLYGMTTDK 135.5725 1025.4975 19.1686 2740 1 1025.4975 1.46
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 8425.1770 23598.1604 58 66.51 None 823.5036 LIALHEK 1164.6820 823.5052 13.8736 1075 2 412.2562 0.6152
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 2021.0776 LVWEQVLKPLYGMTTDK 52165.7000 2021.0786 21.2023 200696 3 674.3644 0.1593
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1124.5259 VPAFEDGDFK 94032.3800 1124.5263 23.6039 178251 2 562.7668 ‐0.2896
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1475.7529 NVDFEFVHVELK 40389.6400 1475.7537 31.2310 116920 3 492.5894 ‐0.3517
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1522.7536 AITQYIAHEFSDK 40304.8200 1522.7532 26.9134 89562 3 508.2559 ‐1.1225
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1030.5316 VLDVYEHR 74051.7300 1030.5316 17.1865 76761 2 515.7694 ‐0.8319
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 2610.3423 LFDERPHVSAWVADITSRPSAQK 9475.2990 2610.3415 18.0426 56053 4 653.3408 ‐1.0644
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 39777.0900 2389.1446 40.0816 54170 3 797.0530 1.84
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 3055.6503 YLASDHFTLVDLHTIPVIQYLLGTPTK 4051.6710 3055.6483 24.3337 21795 4 764.6675 ‐1.0337
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 922.5720 VLIALHEK 28198.6600 922.5722 13.8730 9652 2 461.7897 ‐0.7951
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1143.5905 VFGHPASTATR 7661.6480 1143.5928 13.5976 3873 2 572.3001 1.75
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 913.9968 2369.3343 24.8751 3129 3 790.4496 ‐5.6601
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1078.6731 RVLIALHEK 31369.9100 1078.6753 18.1315 12024 2 539.8413 1.59
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 710.4196 IALHEK 199.3510 710.4184 19.7070 9488 1 710.4184 ‐1.2037
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1025.4972 PLYGMTTDK 150.4531 1025.4920 21.8555 5098 2 513.2496 ‐5.8934
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 823.5036 LIALHEK 234.4345 823.5033 19.7106 4833 2 412.2553 ‐1.6068
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 597.3355 ALHEK 21166.0500 597.3357 13.8695 4382 1 597.3357 0.3835
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 857.3676 FEDGDFK 836.5505 857.3681 23.5949 3030 1 857.3681 1.61
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1044.5221 FGHPASTATR 1639.3270 1044.5237 13.5931 2475 2 522.7655 0.7192
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1081.5425 LFDERPHVS 288.0658 1081.5419 19.9271 1773 1 1081.5419 1.1832
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 553.3820 RVLIA 2845.0780 553.3825 18.1323 1295 1 553.3825 0.6041
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 703.3733 PASTATR 1452.7640 703.3746 13.5908 1271 1 703.3746 2.12
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1012.5211 VLDVYEHR 156.0948 1012.5177 16.6233 1531 2 506.7625 ‐4.1398
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 23844.6100 23485.9666 50 73.08 None 1457.7423 NVDFEFVHVELK 725.7264 1457.7408 33.0286 1057 2 729.3740 ‐1.0720
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1475.7529 NVDFEFVHVELK 48468.6800 1475.7537 31.2242 111489 3 492.5894 ‐0.3896
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1124.5259 VPAFEDGDFK 71853.3000 1124.5269 23.5159 105130 2 562.7671 0.2760
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1522.7536 AITQYIAHEFSDK 32605.3300 1522.7532 26.9134 89562 3 508.2559 ‐1.1253
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1030.5316 VLDVYEHR 82358.5900 1030.5316 17.1865 76761 2 515.7694 ‐0.9095
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 46464.4200 2389.1444 40.0820 44654 3 797.0530 1.52
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 922.5720 VLIALHEK 16746.6400 922.5710 19.7114 25099 2 461.7891 ‐2.2515
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1143.5905 VFGHPASTATR 2237.4120 1143.5928 13.5976 3873 2 572.3001 1.80
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1078.6731 RVLIALHEK 47766.3100 1078.6753 18.1315 12024 2 539.8413 1.30
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 818.3791 DVYEHR 12672.0500 818.3792 17.1883 27119 1 818.3792 1.0969
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 604.2838 YEHR 2442.4520 604.2837 17.1897 16186 1 604.2837 ‐0.0417
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 597.3355 ALHEK 296.4185 597.3342 19.7057 13633 1 597.3342 ‐1.9576
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 710.4196 IALHEK 840.9277 710.4184 19.7070 9488 1 710.4184 ‐1.0187
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 703.3522 VYEHR 958.6152 703.3537 17.1684 6643 1 703.3537 2.02
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1025.4575 PAFEDGDFK 8526.0910 1025.4592 23.5114 5845 1 1025.4592 3.53
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1147.6146 FEFVHVELK 169.1652 1147.6135 28.1575 5709 2 574.3104 ‐1.5873
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 823.5036 LIALHEK 228.8378 823.5033 19.7106 4833 2 412.2553 ‐1.7908
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1091.5156 YIAHEFSDK 101.5467 1091.5072 27.9344 3295 1 1091.5072 ‐5.6071
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1109.5262 YIAHEFSDK 1872.5950 1109.5207 26.9175 2986 1 1109.5207 ‐2.7972
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1044.5221 FGHPASTATR 3101.1390 1044.5237 13.5931 2475 2 522.7655 0.6488
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1958.9528 IAMGIEIESHEFDPVGSK 5309.2060 1958.9505 40.0799 2152 2 979.9789 0.0980
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 857.3676 FEDGDFK 1154.3980 857.3684 23.5142 1921 1 857.3684 2.1216
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1015.4843 HEFDPVGSK 310.6590 1015.4837 36.9534 1620 1 1015.4837 1.55
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 553.3820 RVLIA 3945.1520 553.3825 18.1323 1295 1 553.3825 0.7319
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 703.3733 PASTATR 1339.9520 703.3746 13.5908 1271 1 703.3746 2.36
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1219.5742 QYIAHEFSDK 191.9197 1219.5729 26.9471 959 1 1219.5729 1.45
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1012.5211 VLDVYEHR 129.8382 1012.5177 16.6233 1531 2 506.7625 ‐4.2266
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 17133.1600 23485.9666 50 73.08 None 1458.7264 NVDFEFVHVELK 342.1144 1458.7234 29.4573 1774 2 729.8654 ‐1.8874
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1650.7978 EQIFEMPTGGAAIMR 70812.8900 1650.7964 31.0872 123226 2 825.9018 ‐0.5606
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 37077.7400 2936.5171 21.0771 88253 3 979.5106 1.91
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 990.5043 ITYQFYR 20971.3200 990.5045 15.3136 38163 2 495.7559 ‐0.7172
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 875.4404 EGVGLNMR 7902.2190 875.4420 19.3052 15851 2 438.2247 0.8348



NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1810.9010 AQVEEFYVITWNSPK 1780.2290 1810.8954 19.5479 14233 2 905.9513 ‐2.4995
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 885.5040 NVSPIEVK 5926.3830 885.5044 18.5214 6233 2 443.2558 ‐0.6277
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 13057.3100 1047.5233 18.5329 4817 2 524.2653 ‐2.5600
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1370.6957 ANPGREGVGLNMR 600.3724 1370.6852 22.9057 2731 2 685.8462 ‐7.8680
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1938.9960 KAQVEEFYVITWNSPK 2731.1240 1939.0022 30.7945 13263 3 647.0056 2.71
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 746.3978 GVGLNMR 90.4904 746.3945 19.1402 4761 1 746.3945 ‐3.8184
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 776.3726 YQFYR 8306.7260 776.3726 15.3143 3078 1 776.3726 0.6165
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 845.4516 ITWNSPK 135.9433 845.4466 29.8247 1984 1 845.4466 ‐4.9846
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1684.9017 PNTPSPIFAGSTGGLLR 398.4212 1684.8969 22.7344 1796 2 842.9521 ‐2.4849
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1546.7536 EAPVGFTPPQLDPNT 578.8408 1546.7572 22.9928 777 2 773.8822 2.70
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 None 1632.7873 EQIFEMPTGGAAIMR 365.2195 1632.7901 31.4701 11635 2 816.8987 2.0374
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 12484.8000 22363.6807 33 49.02 Carbamidomethyl+C(3) 1029.5146 EQCLALGTR 154.9748 1029.5169 18.6273 1092 1 1029.5169 3.26
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 1650.7978 EQIFEMPTGGAAIMR 93360.0500 1650.7964 31.0872 123226 2 825.9018 ‐0.3193
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 875.4404 EGVGLNMR 10887.9300 875.4420 19.3052 15851 2 438.2247 0.6775
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 1810.9010 AQVEEFYVITWNSPK 433.2922 1810.8980 32.9059 4117 2 905.9526 ‐0.7443
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 885.5040 NVSPIEVK 3800.7730 885.5071 18.3014 2051 2 443.2572 2.62
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 3064.6102 EAPVGFTPPQLDPNTPSPIFAGSTGGLLRK 386.3921 3064.5379 40.2985 5025 3 1022.1842 ‐23.0260
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 873.4611 PTGGAAIMR 5216.8600 873.4588 31.0907 3598 1 873.4588 ‐1.4133
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 1133.5442 EMPTGGAAIMR 1296.0640 1133.5424 31.0781 2671 1 1133.5424 0.7479
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 7529.4190 22363.6807 33 49.02 None 746.3978 GVGLNMR 366.6713 746.3974 19.2883 1757 1 746.3974 0.2060
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLLR 24433.4600 2936.5171 21.0771 88253 3 979.5106 1.26
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 990.5043 ITYQFYR 35752.9700 990.5045 15.3136 38163 2 495.7559 ‐0.8251
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 1810.9010 AQVEEFYVITWNSPK 1921.2840 1810.8954 19.5479 14233 2 905.9513 ‐2.7940
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 1650.7978 EQIFEMPTGGAAIMR 189.4170 1650.8345 23.0530 1642 2 825.9209 22.3063
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 2067.0791 MATQAAGIFSPAITTTTSAVK 169.9543 2067.0538 17.1261 1289 3 689.6895 ‐12.2049
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 1527.7954 VFPNGEVQYLHPK 259.6375 1527.8195 15.7295 1139 2 764.4134 15.6040
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 1107.5833 YVITWNSPK 216.0780 1107.5887 18.6781 39014 2 554.2980 4.0280
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 877.4203 TYQFYR 5243.1660 877.4204 15.3164 4173 1 877.4204 0.8571
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 4889.4400 22363.6807 33 49.02 None 776.3726 YQFYR 7863.0680 776.3726 15.3143 3078 1 776.3726 0.2920
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 None 1527.8530 TPLVPASVVFDLGGR 11261.8800 1527.8534 20.6910 9868 2 764.4303 0.4018
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 3370.6750 1498.7727 15.3622 6963 3 500.2624 ‐0.6386
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 None 1899.9613 HNIGLPSQFAAAFSFHR 302.5578 1899.9693 34.8740 5536 2 950.4883 4.18
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 None 1095.6772 TVPINPTLLK 2859.3240 1095.6768 26.1520 4423 2 548.3420 ‐1.0796
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 None 2695.3501 ISSVNPYTVLESSIYNAFTSEFVK 622.7465 2695.3330 38.7833 9413 3 899.1158 ‐5.9345
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 Carbamidomethyl+C(12)
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 Carbamidomethyl+C(6) 2290.0445 ELWVDCDKGYVSSTYQSPR 864.8456 2290.0464 25.4506 3524 3 764.0203 0.7898
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 611.5482 46401.7410 15 15.47 None 2081.0114 YTVLESSIYNAFTSEFVK 232.2655 2081.0011 39.7718 8186 3 694.3386 ‐5.1659
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 None 1527.8530 TPLVPASVVFDLGGR 8434.1070 1527.8534 20.6910 9868 2 764.4303 0.1717
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 Carbamidomethyl+C(10) 1498.7723 VASVKPFGACFSTK 6585.5960 1498.7727 15.3622 6963 3 500.2624 ‐0.4219
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 Carbamidomethyl+C(8) 1721.9295 IPNLIFDCGATFLLK 1183.5820 1721.9313 22.3728 4460 2 861.4693 1.1862
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 None 2509.2821 TSVVIGGFQLEDNLIEFDLASNK 952.7217 2509.2214 22.2344 3729 2 1255.1144 ‐22.7354
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 None 2028.0562 HNIGLPSQFAAAFSFHRK 340.6570 2028.0586 19.3551 1742 2 1014.5329 1.62
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 None 1493.7648 PSQFAAAFSFHRK 136.1772 1493.7631 18.2562 2199 2 747.3852 ‐1.3173
NP_171821.1 aspartyl protease like protein Arabidopsis thaliana 610.8732 46401.7410 15 15.47 None 2011.0297 HNIGLPSQFAAAFSFHRK 316.3331 2011.0356 19.2860 3509 3 671.0167 2.19
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 Carbamidomethyl+C(5) 1043.5554 LLDACINPK 2721.8960 1043.5587 21.1370 5433 2 522.2830 2.12
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 None 1525.6612 DSDDVTPSSSSSSVR 8881.0800 1525.6651 14.3842 3997 2 763.3362 2.92
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 Carbamidomethyl+C(7) 1830.8539 AAQDSVCDAIEAIEGGPK 3515.6820 1830.8738 32.1819 6901 2 915.9405 11.29
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 None 2480.2932 GSASDQKPGPVPFFAAGVSSVLHPK 263.9369 2480.2419 15.7418 1473 4 620.8159 ‐21.5906
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 None 2659.3223 EDVWSRPGGGGGISRVLQDGNVFEK 977.1002 2659.3295 21.7090 1603 3 887.1147 3.0826
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 Oxidation+M(22) 3053.5401 VLQDGNVFEKAGVNVSVVYGVMPPEAYR 559.1342 3053.5427 32.4035 5885 4 764.1411 0.4783
NP_171847.4 Coproporphyrinogen III oxidase Arabidopsis thaliana 589.6216 44138.4418 7 10.88 Carbamidomethyl+C(1) 631.3232 CINPK 77.9027 631.3200 22.4287 4947 1 631.3200 ‐5.0248
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1649.9949 VLVVANPANTNALILK 104882.0000 1649.9945 18.3306 168001 2 825.5009 0.0935
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 943.5459 LSVPVSDVK 28408.8800 943.5450 21.0491 66204 2 472.2761 ‐1.8983
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1360.7545 MELIDAAFPLLK 58937.4200 1360.7556 22.1842 60365 2 680.8814 0.5858
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1017.5251 EFAPSIPEK 41616.2500 1017.5245 21.7052 57727 2 509.2659 ‐1.4563
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 2349.1721 ELVKDDAWLDGEFISTVQQR 15639.0400 2349.1707 32.8218 39455 3 783.7284 ‐0.5476
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 5173.8960 2266.1012 23.0993 35785 3 756.0386 0.4932
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 6896.9680 928.4078 23.7490 30142 1 928.4078 0.8445
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1884.9450 NGDWSIVQGLPIDEVSR 21488.2900 1884.9459 34.3235 24618 2 942.9766 1.57
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 2000.1361 VLVTGAAGQIGYALVPMIAR 29617.6900 2000.1359 37.1975 22721 2 1000.5716 0.8556
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1435.6985 MDLTAEELKEEK 25471.9000 1435.6976 20.9353 22014 3 479.2374 ‐1.5626
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 17351.6500 1645.7966 14.4576 5848 3 549.2704 ‐0.5524
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 817.4414 SQAAALEK 966.4000 817.4399 15.7331 992 1 817.4399 ‐1.1125
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 2082.0900 DVMSKNVSIYKSQAAALEK 1033.9880 2082.1031 20.2943 123413 3 694.7059 6.0646
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 Carbamidomethyl+C(13) 1773.8912 KLSSALSAASSACDHIR 2378.6660 1773.8917 21.2465 13799 3 591.9688 ‐0.3237
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1563.7935 KMDLTAEELKEEK 2726.8100 1563.7930 19.4662 10709 3 521.9358 ‐1.1294
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 830.4618 SVPVSDVK 1189.9870 830.4624 21.0417 4454 1 830.4624 1.75
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 741.4141 APSIPEK 1407.5070 741.4132 21.6987 2593 1 741.4132 ‐0.7054
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1239.7056 ANPANTNALILK 2180.6370 1239.7063 18.3272 1452 1 1239.7063 2.03
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 987.5873 IDAAFPLLK 480.0487 987.5904 22.1885 1300 1 987.5904 4.82
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 1100.6714 LIDAAFPLLK 239.6917 1100.6742 22.1914 1089 1 1100.6742 4.10
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 15167.7600 35913.2053 40 54.22 None 799.4308 SQAAALEK 457.0978 799.4270 16.4278 1284 1 799.4270 ‐4.1028
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 943.5459 LSVPVSDVK 22530.3900 943.5450 21.0463 64144 2 472.2761 ‐2.0282
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 2349.1721 ELVKDDAWLDGEFISTVQQR 7409.7250 2349.1697 32.8105 35812 3 783.7281 ‐1.1281
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 6382.2610 2266.1012 23.0993 35785 3 756.0386 0.3605
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 4176.3760 928.4086 23.7513 26143 1 928.4086 2.0071
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 1884.9450 NGDWSIVQGLPIDEVSR 23029.0400 1884.9459 34.3235 24618 2 942.9766 1.74
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 2000.1361 VLVTGAAGQIGYALVPMIAR 5618.0920 2000.1300 37.1577 4075 2 1000.5687 ‐1.6664
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 465.3742 1645.7877 31.8576 3073 2 823.3975 ‐4.6861



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 830.4618 SVPVSDVK 2477.3440 830.4624 21.0417 4454 1 830.4624 1.63
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 3082.3070 35913.2053 40 54.22 None 1867.9185 NGDWSIVQGLPIDEVSR 339.8863 1867.9128 32.1379 4217 2 934.4601 ‐1.9489
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 1649.9949 VLVVANPANTNALILK 52649.1300 1649.9945 18.3306 168001 2 825.5009 ‐0.1644
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 1360.7545 MELIDAAFPLLK 77262.2500 1360.7556 22.1842 60365 2 680.8814 0.3937
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 4063.5400 2266.1006 15.1845 8147 3 756.0384 0.4965
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 2349.1721 ELVKDDAWLDGEFISTVQQR 1183.7410 2349.1742 19.3418 6281 3 783.7296 1.55
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 18280.0700 1645.7966 14.4576 5848 3 549.2704 ‐0.3247
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 2052.9886 IIWGNHSSSQYPDVNHAK 216.8732 2052.9816 16.6910 3668 2 1026.9944 ‐2.7124
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 1168.6684 NPANTNALILK 889.8988 1168.6628 18.3321 1483 1 1168.6628 ‐3.0730
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 1239.7056 ANPANTNALILK 1117.9270 1239.7063 18.3272 1452 1 1239.7063 2.53
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 987.5873 IDAAFPLLK 590.1083 987.5904 22.1885 1300 1 987.5904 4.1844
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 6526.9870 35913.2053 40 54.22 None 1100.6714 LIDAAFPLLK 318.3518 1100.6742 22.1914 1089 1 1100.6742 4.0622
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 None 1701.9058 AVFVDLEPTVIDEVR 8189.6460 1701.9070 33.9872 12759 2 851.4571 1.04
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 None 987.5469 DVNAAVGTIK 10945.7300 987.5466 18.8103 8459 2 494.2769 ‐1.3352
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 None 1977.8825 TVGGGDDAFNTFFSETGAGK 1520.7020 1977.8797 32.0414 4099 2 989.4435 ‐0.0667
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 Carbamidomethyl+C(3) 1857.8834 AVCMISNSTSVAEVFSR 545.6397 1857.9163 39.6443 904 2 929.4618 18.7755
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 None 773.4516 NAAVGTIK 7542.9500 773.4502 18.7980 877 1 773.4502 ‐0.9386
NP_171974.1 tubulin alpha 4 chain Arabidopsis thaliana 604.4264 50225.2812 6 13.78 None 1683.8952 AVFVDLEPTVIDEVR 350.2386 1683.8949 33.1130 12779 2 842.4511 0.4685
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 2069.9774 HLPVSNISDVPDLDDDYR 13041.3100 2069.9788 27.7567 25965 3 690.6645 0.4100
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 2540.2741 MSIASFYNPGSDSVIFPAPELIGK 9418.8620 2540.2723 22.2732 22618 2 1270.6398 1.64
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 Carbamidomethyl+C(7) 1599.7836 VSNYPPCPNPDLVK 2612.9720 1599.7843 22.2296 22579 2 800.3958 0.6908
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 Carbamidomethyl+C(10) 1988.0257 LSEELLDLLCENLGLEK 4775.4570 1988.0219 23.2704 21652 2 994.5146 ‐0.9583
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1078.4914 FVFEDYMK 19825.9000 1078.4931 18.0153 18946 2 539.7502 0.8540
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1559.7734 AMETTVANNVGPLATA 3547.4040 1559.7736 26.5850 17985 2 780.3905 0.3091
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1831.8385 SEVNDVDWESTFYLK 7921.0080 1831.8368 32.7092 10152 2 916.4220 ‐0.2972
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1713.8806 AHTDAGGIILLFQDDK 2063.9220 1713.8868 32.1534 6837 3 571.9671 2.76
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1240.6208 DGEWVDVPPVK 9783.4000 1240.6204 26.2453 5271 2 620.8138 ‐0.7954
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 Carbamidomethyl+C(18) 2876.4962 DFAGKIEKLSEELLDLLCENLGLEK 562.1500 2876.4680 36.2412 5223 3 959.4942 ‐9.1768
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 2552.4083 AHTDAGGIILLFQDDKVSGLQLLK 2771.3410 2552.4187 37.3220 4141 4 638.8601 3.21
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 2548.2534 EPRFEAMKAMETTVANNVGPLATA 671.3795 2548.2495 37.8418 2094 3 850.0880 ‐1.2826
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1380.7555 TLMKDFAGKIEK 1923.9380 1380.7548 22.6492 1704 2 690.8810 ‐0.7270
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1309.5543 SDVPDLDDDYR 321.4776 1309.5601 30.1453 2841 2 655.2837 4.1710
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 Carbamidomethyl+C(10) 1599.7935 LSEELLDLLCENLG 207.0925 1599.7846 21.5071 2196 2 800.3959 ‐5.3516
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 Carbamidomethyl+C(4) 1303.6563 DLLCENLGLEK 459.2874 1303.6480 23.6800 1577 1 1303.6480 ‐3.7670
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 3261.2430 36962.1083 33 51.70 None 1062.5578 HLPVSNISDV 240.5438 1062.5530 27.7626 805 1 1062.5530 ‐2.9139
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 2069.9774 HLPVSNISDVPDLDDDYR 9757.4470 2069.9788 27.7567 25965 3 690.6645 0.3116
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 Carbamidomethyl+C(7) 1599.7836 VSNYPPCPNPDLVK 4400.5230 1599.7843 22.2296 22579 2 800.3958 0.9059
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1559.7734 AMETTVANNVGPLATA 3913.2640 1559.7736 26.5850 17985 2 780.3905 0.5036
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1831.8385 SEVNDVDWESTFYLK 7903.4540 1831.8358 32.6975 9119 2 916.4215 ‐0.5028
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1713.8806 AHTDAGGIILLFQDDK 2529.5260 1713.8870 32.1428 6396 3 571.9672 3.0188
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1078.4914 FVFEDYMK 2387.4970 1078.4652 27.0047 8786 1 1078.4652 ‐22.2306
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 2166.0570 FEAMKAMETTVANNVGPLATA 277.5957 2166.0374 30.6416 1350 2 1083.5223 ‐7.2783
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1298.6409 AMETTVANNVGPL 214.9286 1298.6344 25.6424 7878 2 649.8208 ‐5.2603
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1309.5543 SDVPDLDDDYR 335.4244 1309.5601 30.1453 2841 2 655.2837 4.69
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1073.5302 WESTFYLK 333.3445 1073.5284 34.4518 1273 1 1073.5284 0.3075
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 None 1062.5578 HLPVSNISDV 194.9524 1062.5530 27.7626 805 1 1062.5530 ‐2.6006
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1480.9820 36962.1083 33 51.70 Carbamidomethyl+C(7) 1581.7730 VSNYPPCPNPDLVK 101.6313 1581.7641 26.4100 2962 2 791.3857 ‐5.2472
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1291.4810 36962.1083 33 51.70 None 2540.2741 MSIASFYNPGSDSVIFPAPELIGK 8017.8670 2540.2723 22.2732 22618 2 1270.6398 0.7460
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1291.4810 36962.1083 33 51.70 Carbamidomethyl+C(10) 1988.0257 LSEELLDLLCENLGLEK 7282.4560 1988.0219 23.2704 21652 2 994.5146 ‐1.2931
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1291.4810 36962.1083 33 51.70 None 1078.4914 FVFEDYMK 12614.7400 1078.4931 18.0153 18946 2 539.7502 0.7261
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1291.4810 36962.1083 33 51.70 None 832.3546 FEDYMK 2478.0720 832.3567 18.0091 1830 1 832.3567 3.1149
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1611.9105 ALLDDPVFRPLVEK 35585.1000 1611.9112 19.0634 103100 3 537.9753 ‐0.2920
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 922.4516 LSELGFADA 50171.1800 922.4510 27.8612 82087 1 922.4510 0.4309
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 2069.0808 QMGLSDKDIVALSGAHTLGR 30526.1500 2069.0832 17.0406 74646 4 518.0262 ‐0.0772
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 78710.5800 2280.0559 21.7734 68975 2 1140.5316 ‐0.6700
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 2064.8644 YAADEDAFFADYAEAHMK 19138.6600 2064.8637 30.2993 67658 3 688.9594 ‐0.6099
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1906.9518 FDAEQAHGANSGIHIALR 7063.4790 1906.9537 22.8242 52624 4 477.4939 ‐0.3987
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1858.0168 ELLSGEKEGLLQLVSDK 16145.2500 1858.0192 31.8463 52574 3 620.0112 0.7959
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1101.6150 EGLLQLVSDK 13189.5400 1101.6156 29.9591 47100 2 551.3114 ‐0.1782
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 31878.9300 960.4757 18.3734 44421 2 480.7415 ‐0.6491
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 923.4404 TGGPFGTMR 10449.3300 923.4401 20.1491 36189 2 462.2237 ‐1.2875
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1343.6478 NYPTVSEDYKK 12011.1600 1343.6476 16.8411 27153 3 448.5540 ‐1.2037
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 55433.8500 1635.7348 14.5756 17318 3 545.9164 0.1654
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1309.7223 DIVALSGAHTLGR 815.3083 1309.7584 19.1306 29964 2 655.3828 27.2673
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1249.6171 EDKPQPPPEGR 110.8203 1249.6234 19.2715 2103 2 625.3153 4.56
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1066.5415 PTVSEDYKK 9720.4210 1066.5409 16.8387 4451 2 533.7741 ‐1.2997
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 615.3647 PIMVR 3750.2940 615.3652 18.3856 4189 1 615.3652 0.8991
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 798.4217 SGAHTLGR 166.3322 798.4173 18.0272 4170 1 798.4173 ‐4.7042
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 611.2970 FGTMR 53.6172 611.2987 20.1430 3132 1 611.2987 2.91
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 686.4018 APIMVR 952.7794 686.4026 18.3822 2614 1 686.4026 1.26
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 888.5302 FRPLVEK 147.1404 888.5327 19.8676 2596 1 888.5327 3.62
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1427.7893 LDDPVFRPLVEK 355.1819 1427.7916 20.0304 1640 2 714.3994 1.44
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1830.7639 ADEDAFFADYAEAHMK 3234.8720 1830.7630 30.2864 1463 2 915.8851 0.1164
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 904.4411 LSELGFADA 323.5652 904.4424 28.5662 12787 1 904.4424 2.41
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 21126.2400 27846.3943 41 67.60 None 1325.6372 NYPTVSEDYKK 201.9004 1325.6408 16.3364 798 3 442.5518 1.63
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 922.4516 LSELGFADA 50730.7300 922.4510 27.8612 82087 1 922.4510 0.6932
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 2064.8644 YAADEDAFFADYAEAHMK 20265.6400 2064.8635 30.2932 65173 3 688.9593 ‐0.8044
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 1858.0168 ELLSGEKEGLLQLVSDK 20084.8200 1858.0192 31.8463 52574 3 620.0112 0.7345
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 1906.9518 FDAEQAHGANSGIHIALR 7369.2290 1906.9537 22.8199 51996 4 477.4939 ‐0.5248



NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 1101.6150 EGLLQLVSDK 10678.6600 1101.6156 29.9591 47100 2 551.3114 ‐0.2192
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 50352.8900 960.4757 18.3866 41465 2 480.7415 ‐0.7748
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 923.4404 TGGPFGTMR 5484.4130 923.4401 20.1491 36189 2 462.2237 ‐1.4202
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 3213.4840 1635.7332 21.7017 29379 3 545.9159 ‐0.7974
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 615.3647 PIMVR 9014.8340 615.3652 18.3856 4189 1 615.3652 1.0495
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 718.3770 LSELGFA 159.1429 718.3788 27.9276 3414 1 718.3788 3.1218
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 611.2970 FGTMR 54.2810 611.2987 20.1430 3132 1 611.2987 3.0180
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 686.4018 APIMVR 1331.5310 686.4026 18.3822 2614 1 686.4026 1.89
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 1644.8565 AEQAHGANSGIHIALR 562.2818 1644.8643 22.8297 2322 3 548.9596 3.81
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 1830.7639 ADEDAFFADYAEAHMK 6227.2700 1830.7630 30.2864 1463 2 915.8851 0.4502
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 972.5724 GLLQLVSDK 118.6041 972.5788 29.8967 926 2 486.7930 5.77
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 904.4411 LSELGFADA 357.6457 904.4424 28.5662 12787 1 904.4424 2.99
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 7597.6180 27846.3943 41 67.60 None 905.4298 TGGPFGTMR 48.6543 905.4266 23.0874 866 1 905.4266 ‐2.1218
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1654.8224 AGGFPEPEIVHYNPK 8721.5720 1654.8246 25.5746 35274 3 552.2797 0.5970
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1566.8261 EAEEVEPILEALPK 29052.2700 1566.8259 32.3114 35054 2 783.9166 ‐0.0110
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 18592.9200 1724.7799 21.3712 31501 3 575.5982 ‐0.4689
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1036.5310 EIFNISGEK 4896.0710 1036.5340 23.4976 26861 2 518.7707 2.1808
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1485.6778 EADFTTDDMILSK 25960.0200 1485.6793 27.2761 23950 2 743.3433 1.0538
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1504.8006 DLATAFLNVLGNEK 27992.3200 1504.8001 22.5892 23933 2 752.9037 ‐0.2934
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1770.7817 QLPGESDQDFADFSSK 29622.4100 1770.7823 26.0331 22133 2 885.8948 0.8795
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1013.5302 YVTFDGLAK 6063.3790 1013.5300 24.7438 19704 2 507.2686 ‐1.1022
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 8388.2360 2168.2279 16.5692 16860 4 542.8124 ‐2.0443
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1207.5742 DQHFFASVEK 4550.5000 1207.5746 21.7450 9097 2 604.2909 ‐0.1866
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 4249.3650 1793.8762 17.3363 8289 2 897.4417 ‐0.3860
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1187.6167 EGHQVTLFTR 1817.6450 1187.6188 20.4839 7736 2 594.3130 1.50
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 786.3668 DYDFVK 17298.1100 786.3650 20.7669 5937 1 786.3650 ‐1.6943
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 742.3406 EFDFGK 15029.9300 742.3390 20.6670 5167 1 742.3390 ‐1.6690
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1350.7012 ASREIFNISGEK 519.1116 1350.6738 23.7140 1211 1 1350.6738 ‐17.5670
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1239.6579 GALYVSASSEKK 185.4760 1239.6230 17.1203 876 2 620.3151 ‐28.6415
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 Carbamidomethyl+C(1) 1062.4409 CEEDAVDPK 1034.1610 1062.4416 20.2741 28945 2 531.7244 ‐0.0875
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 889.4778 IFNISGEK 175.8139 889.4779 23.6080 21842 2 445.2426 ‐0.9725
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 647.3359 NISGEK 129.9842 647.3381 23.6123 9784 1 647.3381 3.71
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 827.4298 FFASVEK 236.6641 827.4277 22.7041 4140 1 827.4277 ‐1.7072
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1023.5027 TTDDMILSK 298.7118 1023.5058 25.1225 3410 2 512.2565 2.1784
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 751.3985 TFDGLAK 143.6603 751.3968 25.0515 3135 1 751.3968 ‐1.6991
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1276.6896 ATAFLNVLGNEK 1161.9530 1276.6895 20.5524 2575 2 638.8484 ‐0.3900
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 Carbamidomethyl+C(3) 1296.5525 PHCEEDAVDPK 307.8701 1296.5539 22.2889 1651 2 648.7806 0.7645
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 964.4887 HFFASVEK 106.6770 964.4818 23.2107 1636 1 964.4818 ‐5.7818
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1179.6844 GIQISQLGHVK 144.4400 1179.6817 17.3650 1504 2 590.3445 ‐2.8400
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1548.8156 EAEEVEPILEALPK 449.8683 1548.8112 32.3083 3141 2 774.9093 ‐2.6558
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1189.5636 DQHFFASVEK 148.5162 1189.5579 19.8243 1755 2 595.2826 ‐5.3821
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1019.5044 EIFNISGEK 1347.1110 1019.5072 24.4626 2889 2 510.2573 1.91
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 6942.8940 42790.9320 48 49.74 None 1170.5902 EGHQVTLFTR 167.6819 1170.5903 21.0687 2468 1 1170.5903 2.1511
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1654.8224 AGGFPEPEIVHYNPK 12816.6500 1654.8246 25.5746 35274 3 552.2797 0.5710
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1566.8261 EAEEVEPILEALPK 26532.9900 1566.8258 32.3063 33837 2 783.9165 0.1446
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1036.5310 EIFNISGEK 2894.3940 1036.5340 23.4976 26861 2 518.7707 2.1063
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1013.5302 YVTFDGLAK 10704.5100 1013.5300 24.7438 19704 2 507.2686 ‐1.1885
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1187.6167 EGHQVTLFTR 4006.2620 1187.6188 20.4839 7736 2 594.3130 1.82
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 2798.3310 MMMLQQHQPSFSLLTSSLSDFNGAK 289.5472 2798.3444 34.4819 19273 3 933.4530 5.0851
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1770.7817 QLPGESDQDFADFSSK 547.0651 1770.7815 30.8467 2050 2 885.8944 0.7468
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1332.7369 GKLETESLLQSK 5778.5930 1332.7369 20.6020 9366 2 666.8721 ‐0.2003
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 751.3985 TFDGLAK 167.5059 751.3968 25.0515 3135 1 751.3968 ‐1.4991
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1963.3760 42790.9320 48 49.74 None 1305.6474 PEPEIVHYNPK 129.6387 1305.6515 28.0391 2436 2 653.3294 2.83
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 1504.8006 DLATAFLNVLGNEK 17572.5700 1504.8001 22.5892 23933 2 752.9037 ‐0.5183
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 10378.3300 2168.2279 16.5692 16860 4 542.8124 ‐1.4076
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 3301.1410 1793.8762 17.3363 8289 2 897.4417 ‐0.6767
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 1825.9020 AFPFRDQHFFASVEK 780.8702 1825.9296 17.5123 3193 2 913.4684 15.4469
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 1036.5310 EIFNISGEK 1109.1850 1036.5002 23.5697 3123 1 1036.5002 ‐28.4090
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 1179.6844 GIQISQLGHVK 99.2183 1179.6817 17.3650 1504 2 590.3445 ‐2.9909
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 776.3937 FNISGEK 65.1831 776.3953 24.4840 1141 1 776.3953 2.43
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 1415.8030 42790.9320 48 49.74 None 1019.5044 EIFNISGEK 78.2286 1019.5005 22.2325 3096 1 1019.5005 ‐2.6326
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 None 1522.8264 SLPFANTQSLFGLK 2177.9420 1522.8193 23.1300 11156 3 508.2779 ‐5.5518
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAY 914.9092 5122.3328 38.0711 11066 4 1281.3386 0.3869
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 Carbamidomethyl+C(27) 4549.0909 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAY 544.2952 4549.0812 35.9912 3834 4 1138.0258 ‐1.2537
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 None 1610.8748 ASTALSSAIVSTSFLR 262.0377 1610.8345 25.9792 1295 3 537.6163 ‐25.8120
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 None 855.4207 VVSGSIDQS 179.0027 855.4186 38.0088 1601 1 855.4186 ‐1.4529
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 12905.8000 16181.9493 9 74.32 None 1263.6368 SLPFANTQSLFG 249.2505 1263.6346 24.7601 890 2 632.3209 ‐2.1168
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 17111.5100 16181.9493 9 74.32 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 17111.5100 16181.9493 9 74.32 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTCVAY 1428.3770 5122.3328 38.0711 11066 4 1281.3386 1.0827
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 1643.7984 TVNEAVAAAPENSNTR 7038.1800 1643.8005 16.4077 3567 2 822.4039 1.12
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 1102.5851 VSADQTVINR 3503.8580 1102.5867 16.5225 2689 2 551.7970 0.7292
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 2908.5084 NLMLVGDGKDATIITGSLNVIDGSTTFR 473.0541 2908.4758 25.4335 6789 3 970.1635 ‐10.5439
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 1333.7263 FPSWLTALDRK 154.8618 1333.6988 19.3239 5065 2 667.3530 ‐20.8948
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 1709.8493 IDAYQDTLYTHTLR 1074.0520 1709.8508 24.2653 4737 3 570.6218 0.2012
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 1354.6341 LESTMTMVSEAR 897.5132 1354.6412 23.9306 894 2 677.8243 5.0497
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 Carbamidomethyl+C(11) 1418.7169 VSADQTVINRCR 679.5501 1418.7090 16.1397 992 3 473.5745 ‐6.5749
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 888.4170 APENSNTR 186.5853 888.4229 17.7862 1950 2 444.7151 5.19
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 338.2502 62143.7425 9 4.67 None 462.2307 SEAR 109.7299 462.2317 24.6324 1114 1 462.2317 1.40



NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1422.7515 VFDLAPEEYVLK 14002.2400 1422.7515 32.5855 22012 2 711.8794 ‐0.0682
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 2260.0153 NADEEEGGELVFGGVDPNHFK 7156.5980 2260.0188 28.7110 14178 3 754.0111 1.80
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 2361.2548 TVVDQYGQTILDLLLSETQPK 3702.0350 2361.2519 24.8130 13601 2 1181.1296 0.3941
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1432.7657 GPLWILGDVFMGK 6057.4110 1432.7711 23.8606 8262 2 716.8892 3.13
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1970.9858 FTVVFDTGSSNLWVPSSK 1434.4020 1970.9846 20.0653 7883 2 985.9960 0.3080
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 Carbamidomethyl+C(9) 2253.1697 VGEGPVAQCISGFIALDVAPPR 2147.6930 2253.1803 37.3682 3989 3 751.7316 4.37
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 2764.4305 AAAIHYGTGAIAGFFSNDAVTVGDLVVK 1469.1770 2764.4325 37.8991 2593 3 922.1490 1.15
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 2001.8977 YHTVFDFGNEQVGFAEAA 1758.2090 2001.8963 33.7800 7949 2 1001.4518 0.2576
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1294.6579 EPVFSFWLNR 442.1468 1294.6538 33.7677 2144 2 647.8306 ‐3.4432
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 Carbamidomethyl+C(12) 2847.3937 LPSPMGESAVDCAQLSTMPTVSLTIGGK 334.1918 2847.3861 36.6917 1064 3 949.8002 ‐2.0614
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 Carbamidomethyl+C(10)
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 2429.3147 QEKPLRAYRLGDSGDADVVVLK 512.3638 2429.3187 23.1483 2401 3 810.4444 1.65
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 3535.6553 EPVFSFWLNRNADEEEGGELVFGGVDPNH 727.7920 3535.6547 38.8513 1673 3 1179.2231 1.1855
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 834.4509 GPLWILGD 191.1216 834.4482 21.9494 11871 2 417.7278 ‐4.3058
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1712.7703 YHTVFDFGNEQVGFA 422.8196 1712.7654 35.5691 4439 2 856.8863 ‐2.4667
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 802.4305 LSETQPK 161.5184 802.4293 23.2851 4402 1 802.4293 ‐0.7235
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1266.4270 55354.9454 22 36.56 None 1277.6313 EPVFSFWLNR 101.1589 1277.6260 31.2789 847 2 639.3166 ‐4.5428
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 816.1149 55354.9454 22 36.56 None 1422.7515 VFDLAPEEYVLK 15127.7400 1422.7515 32.5855 22012 2 711.8794 0.0559
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 816.1149 55354.9454 22 36.56 None 2260.0153 NADEEEGGELVFGGVDPNHFK 8779.2560 2260.0188 28.7110 14178 3 754.0111 1.64
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 816.1149 55354.9454 22 36.56 None 2001.8977 YHTVFDFGNEQVGFAEAA 2081.5590 2001.8949 33.7666 6457 2 1001.4511 ‐0.0315
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 816.1149 55354.9454 22 36.56 None 1287.6791 LGDSGDADVVVLK 737.6055 1287.6518 26.9378 5040 2 644.3295 ‐21.4583
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 816.1149 55354.9454 22 36.56 None 3535.6553 EPVFSFWLNRNADEEEGGELVFGGVDPNH 1108.4150 3535.6547 38.8513 1673 3 1179.2231 0.8312
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1434.7587 AASFNIIPSSTGAAK 70810.5000 1434.7559 16.6093 310218 2 717.8816 ‐2.0382
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 2172.0091 GILGYTEDDVVSTDFVGDNR 142641.4000 2172.0043 31.7602 241308 2 1086.5058 ‐0.9419
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1676.9734 TLLFGEKPVTVFGIR 51302.2200 1676.9738 19.8708 176758 3 559.6628 ‐0.4720
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1498.8475 VPTVDVSVVDLTVR 44129.0800 1498.8482 31.6046 139423 2 749.9277 0.4598
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1734.8156 DAPMFVVGVNEHEYK 68534.9700 1734.8148 26.5380 116371 3 578.9431 ‐1.0978
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1761.7867 LVSWYDNEWGYSSR 99622.8100 1761.7863 18.3686 107248 2 881.3968 0.2997
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 2033.0736 FGIVEGLMTTVHSITATQK 46556.3600 2033.0733 22.0063 105049 3 678.3626 ‐0.4241
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 19576.4900 2923.3638 38.0189 87010 3 975.1261 0.8638
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1140.6445 VVDLIVHMSK 37351.4100 1140.6443 15.9963 68650 2 570.8258 ‐0.8279
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 18910.9300 2741.2712 23.9142 32745 2 1371.1392 1.49
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 811.4131 LTGMSFR 12621.8400 811.4137 20.9292 17460 2 406.2105 ‐0.4665
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 714.3967 IVHMSK 6515.4180 714.3972 16.0135 4486 1 714.3972 1.1554
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1113.4596 DNEWGYSSR 327.0455 1113.4596 17.5686 2334 1 1113.4596 1.03
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 955.4731 DDVELVAVN 77.7499 955.4680 22.1986 2077 1 955.4680 ‐4.0614
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1063.4942 GILGYTEDDV 164.5895 1063.4979 30.1009 1884 1 1063.4979 5.0986
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 827.4808 LIVHMSK 289.6552 827.4806 16.0009 1801 1 827.4806 0.6001
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 671.3246 DDVELV 58.8032 671.3213 24.9356 1452 1 671.3213 ‐4.7515
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1885.9178 AGADFVVESTGVFTDKDK 565.8580 1885.9150 36.7845 1044 2 943.4612 ‐0.7113
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1186.6426 TTVHSITATQK 485.6729 1186.6402 21.7421 1017 2 593.8237 ‐2.5651
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 680.3614 VPTVDVS 137.9410 680.3643 31.7603 970 1 680.3643 4.49
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1276.5229 YDNEWGYSSR 386.4629 1276.5187 18.3695 869 1 1276.5187 ‐0.8184
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 793.4025 LTGMSFR 215.5344 793.4003 21.0959 5543 1 793.4003 ‐2.1104
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 31859.4400 37027.3918 58 61.54 None 1716.8050 DAPMFVVGVNEHEYK 515.7867 1716.8070 25.5438 1142 3 572.9405 0.5191
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 2172.0091 GILGYTEDDVVSTDFVGDNR 118460.6000 2172.0042 31.7562 232472 2 1086.5058 ‐0.4761
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1498.8475 VPTVDVSVVDLTVR 47326.2400 1498.8482 31.6040 132282 2 749.9277 0.6238
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1734.8156 DAPMFVVGVNEHEYK 97545.2300 1734.8148 26.5380 116371 3 578.9431 ‐1.1376
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 16728.5600 2923.3635 38.0121 77376 3 975.1260 0.5409
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 811.4131 LTGMSFR 12724.1200 811.4137 20.9292 17460 2 406.2105 ‐0.6567
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 2516.2854 VVISAPSKDAPMFVVGVNEHEYK 567.5449 2516.2427 35.8698 2426 3 839.4191 ‐16.9149
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 Oxidation+M(*) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 745.8286 2757.2721 38.8446 6610 3 919.7622 1.11
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 698.3290 TGMSFR 2889.9790 698.3301 20.9255 7711 1 698.3301 2.0682
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1063.4942 GILGYTEDDV 107.6360 1063.4979 30.1009 1884 1 1063.4979 5.23
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 957.4425 GVNEHEYK 115.2935 957.4428 35.7081 1399 1 957.4428 1.43
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1173.5899 VVGVNEHEYK 369.7281 1173.5824 26.5652 1399 1 1173.5824 ‐3.9025
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 975.4530 GVNEHEYK 94.2207 975.4545 36.2677 1129 1 975.4545 3.47
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1885.9178 AGADFVVESTGVFTDKDK 621.2704 1885.9150 36.7845 1044 2 943.4612 ‐0.3492
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 17112.6500 37027.3918 58 61.54 None 1109.5222 VSTDFVGDNR 250.3508 1109.5243 34.5664 796 1 1109.5243 4.0685
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1434.7587 AASFNIIPSSTGAAK 82071.7600 1434.7559 16.6093 310218 2 717.8816 ‐2.2472
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1676.9734 TLLFGEKPVTVFGIR 55500.0100 1676.9738 19.8708 176758 3 559.6628 ‐0.2421
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1761.7867 LVSWYDNEWGYSSR 83690.7300 1761.7863 18.3686 107248 2 881.3968 0.0164
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 2033.0736 FGIVEGLMTTVHSITATQK 34115.5600 2033.0733 22.0063 105049 3 678.3626 ‐0.1677
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1140.6445 VVDLIVHMSK 12918.1100 1140.6443 15.9963 68650 2 570.8258 ‐0.9700
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 38793.6600 2741.2712 23.9142 32745 2 1371.1392 1.87
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 2172.0091 GILGYTEDDVVSTDFVGDNR 16197.7600 2172.0058 18.9038 17837 2 1086.5065 ‐0.6347
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1498.8475 VPTVDVSVVDLTVR 2787.9880 1498.8467 18.8903 14563 2 749.9270 ‐0.7650
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKDK 8307.5260 2923.3636 21.6176 10503 3 975.1261 1.1377
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1619.8938 VLPSLNGKLTGMSFR 547.6291 1619.8893 19.9099 5135 2 810.4483 ‐2.7401
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1349.7576 FGEKPVTVFGIR 6503.7830 1349.7581 19.8702 7726 2 675.3827 ‐0.0308
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1002.4738 SDLDIVSNAS 220.8130 1002.4732 17.9682 6056 2 501.7403 ‐1.5637
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 955.4731 DDVELVAVN 82.5968 955.4680 22.1986 2077 1 955.4680 ‐4.3939
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 827.4808 LIVHMSK 234.7212 827.4806 16.0009 1801 1 827.4806 0.2733
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1331.7470 FGEKPVTVFGIR 202.5377 1331.7449 19.4600 1129 2 666.3761 ‐2.0511



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thalian 16294.8300 37027.3918 58 61.54 None 1276.5229 YDNEWGYSSR 266.6426 1276.5187 18.3695 869 1 1276.5187 ‐1.1649
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 1523.7588 DFGEETTALSIVNK 2908.0730 1523.7592 28.3988 10218 2 762.3832 0.3708
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 13858.8800 2061.0301 28.7666 6964 2 1031.0187 0.0814
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 Carbamidomethyl+C(3) 1880.0059 ALCADHEVRLLTVPSAK 686.5591 1879.9905 17.8982 1741 2 940.4989 ‐7.4647
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 621.3243 PDYVK 90.6331 621.3212 28.9424 1768 1 621.3212 ‐4.8429
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 560.3402 SIVNK 183.7011 560.3415 26.1092 1521 1 560.3415 2.0331
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 None 1523.7588 DFGEETTALSIVNK 2460.4860 1523.7592 28.3988 10218 2 762.3832 0.5468
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 4247.9670 1134.5613 26.3090 7586 2 567.7843 ‐0.5796
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 13909.2000 2061.0301 28.7666 6964 2 1031.0187 0.5336
NP_173045.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 None 621.3243 PDYVK 62.5025 621.3212 28.9424 1768 1 621.3212 ‐4.6903
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1675.7307 ATAGDTHLGGEDFDNR 19240.5200 1675.7306 18.4499 53636 3 559.2484 ‐0.7412
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1680.8340 NAVVTVPAYFNDSQR 24927.5700 1680.8345 27.1256 52430 2 840.9209 0.6540
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 Carbamidomethyl+C(8) 2588.2661 GVPQINVCFDIDANGILNVSAEDK 4257.6070 2588.2800 36.1439 1619 3 863.4315 5.30
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 2642.2733 EQVFSTYADNQPGVLIQVYEGER 668.9973 2642.2665 37.1157 956 3 881.4270 ‐2.1956
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 Carbamidomethyl+C(8) 1613.8931 LKELEGICNPIISK 354.6026 1613.8605 23.4247 3197 2 807.4339 ‐19.9558
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1658.8497 NQVALNPQNTVFDAK 420.0676 1658.8195 28.8670 2557 2 829.9134 ‐17.8171
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1613.8969 QATKDAGAISGLNVLR 220.9606 1613.8553 28.3809 1532 3 538.6233 ‐26.5749
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1902.9385 FSDPSVQSDILHWPFK 254.1046 1902.8989 24.4660 1274 3 634.9711 ‐21.2475
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 2156.0870 TTPSYVAFTDTERLIGDAAK 306.0362 2156.0689 17.9995 4417 3 719.3612 ‐8.5367
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 Carbamidomethyl+C(15) 3807.8429 SEKAIGIDLGTTYSCVGVWMNDRVEIIPND 1326.3040 3807.8579 42.1786 854 5 762.3774 3.78
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 922.4629 QNTVFDAK 166.8772 922.4588 28.5148 4908 1 922.4588 ‐3.2667
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1432.6088 GDTHLGGEDFDNR 4950.5270 1432.6090 18.4501 1671 2 716.8081 0.0869
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1228.6321 LNPQNTVFDAK 153.0065 1228.6285 28.4795 1090 2 614.8179 ‐3.3701
NP_173055.1 heat shock protein 70B Arabidopsis thaliana 3557.7130 71313.8321 18 32.51 None 1663.8075 NAVVTVPAYFNDSQR 342.0162 1663.8056 28.7347 1488 2 832.4064 ‐0.7609
NP_173153.1 SOUL heme binding protein Arabidopsis thaliana 1201.7700 25559.4355 5 31.47 None 2855.2755 SKEDGGVGSDSAYTVAQYNSPFEFSGR 4888.8710 2855.2696 28.8632 13849 3 952.4280 ‐1.4630
NP_173153.1 SOUL heme binding protein Arabidopsis thaliana 1201.7700 25559.4355 5 31.47 None 2372.1252 QFSGFVSDDSIGEQAAALDSSLK 5240.4140 2372.1172 33.4819 13161 2 1186.5623 ‐1.7329
NP_173153.1 SOUL heme binding protein Arabidopsis thaliana 1201.7700 25559.4355 5 31.47 None 2490.2511 YNNTVWVSTEPIPDISLVDATR 1194.6140 2490.2544 32.8210 3212 2 1245.6308 3.1657
NP_173153.1 SOUL heme binding protein Arabidopsis thaliana 1201.7700 25559.4355 5 31.47 None 2646.3522 RYNNTVWVSTEPIPDISLVDATR 761.5729 2646.3633 18.7622 2968 4 662.3463 3.49
NP_173153.1 SOUL heme binding protein Arabidopsis thaliana 1201.7700 25559.4355 5 31.47 None 761.4152 SLVDATR 102.5768 761.4114 19.9127 3194 1 761.4114 ‐4.3382
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 1259.7106 ATGIVVVPGSGFR 18417.2800 1259.7107 16.9198 15534 2 630.3590 ‐0.3475
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 1743.7795 LTAFHQSFMDEFRD 3560.6230 1743.7818 17.9383 8682 3 581.9321 0.6767
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 1030.5164 DAIADGIEAR 5052.8110 1030.5145 19.7491 8275 2 515.7609 ‐2.6596
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 Carbamidomethyl+C(10) 1874.9292 AEGAMYLFPCLHLPQK 342.7497 1874.9317 19.9620 4792 3 625.6488 0.8618
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 2207.1415 ALAVINPGNPTGQVLSEENQR 1000.1110 2207.1363 27.3815 14007 2 1104.0718 ‐1.0010
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 1628.7526 LTAFHQSFMDEFR 630.4528 1628.7239 21.6684 3022 3 543.5795 ‐18.3599
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 2549.3134 QEGLVLLADEVYQENVYVPDKK 293.6214 2549.2811 39.0387 2103 3 850.4319 ‐12.3795
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 971.5520 GEIVNIAQK 892.5897 971.5597 29.3754 869 2 486.2835 7.0257
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 Carbamidomethyl+C(14) 1846.9328 TLEEALNKLEGVTCNR 417.1736 1846.9293 25.2376 1858 2 923.9683 ‐1.1776
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 2497.3310 AWKILDQIPGRATGAYSHSQGIK 418.9706 2497.3254 25.5062 1769 2 1249.1663 ‐0.4103
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 844.4523 IADGIEAR 137.5069 844.4511 19.2200 2071 1 844.4511 ‐0.5357
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 917.5203 VVVPGSGFR 148.8667 917.5262 16.3407 918 2 459.2667 5.30
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 954.5255 GEIVNIAQK 297.0677 954.5284 28.0822 3028 1 954.5284 4.82
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 716.3473 60448.4559 22 17.86 None 2190.1149 ALAVINPGNPTGQVLSEENQR 295.4910 2190.1024 26.8444 881 3 730.7056 ‐5.8598
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 1259.7106 ATGIVVVPGSGFR 20517.7200 1259.7107 16.9198 15534 2 630.3590 ‐0.5167
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 1743.7795 LTAFHQSFMDEFRD 3147.4750 1743.7818 17.9383 8682 3 581.9321 0.9117
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 1293.7049 DLALVSFQSVSK 557.4570 1293.6933 17.9589 16848 2 647.3503 ‐9.4805
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 2549.3134 QEGLVLLADEVYQENVYVPDKK 253.9186 2549.3247 20.8577 6712 3 850.4464 4.50
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 Carbamidomethyl+C(14) 3646.7635 TNKDAYPFDEIIYCNIGNPQSLGQQPITFFR 479.2453 3646.8286 22.6309 4902 3 1216.2810 19.6901
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 3195.6361 QEGLVLLADEVYQENVYVPDKKFHSFK 548.3101 3195.6103 21.9243 9931 3 1065.8749 ‐6.7475
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 2063.0332 QEGLVLLADEVYQENVYV 244.3514 2063.0358 21.8949 1356 2 1032.0215 1.51
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 622.3339 60448.4559 22 17.86 None 1313.6624 QEGLVLLADEVY 486.0642 1313.6544 21.1260 950 1 1313.6544 ‐3.7727
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 1099.6358 VSAVDLSLAPK 49376.4700 1099.6348 24.9177 37770 2 550.3211 ‐1.5117
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 1186.5990 TLFSLDSFEK 2650.8580 1186.6007 19.2287 26857 2 593.8040 0.8779
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 1944.9061 SWSVPESFPHVHNYMK 7701.8160 1944.9113 17.0021 19070 4 486.9833 1.62
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 2274.1401 TPAEFASVGSNIFEALENHLK 1562.7910 2274.1471 23.1340 11661 2 1137.5772 4.75
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 1185.5647 SHDGPFIAGER 24744.5400 1185.5659 17.3211 2480 3 395.8601 ‐0.2431
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 842.4982 VDLSLAPK 185.5263 842.4967 26.1037 6228 1 842.4967 ‐0.8749
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 545.3042 IAGER 364.5636 545.3031 16.8764 5315 1 545.3031 ‐2.2432
NP_173386.1 Glutathione S transferase like protein Arabidopsis thaliana 6522.1400 17175.5727 8 45.10 None 1167.5541 SHDGPFIAGER 200.0005 1167.5581 18.9981 839 2 584.2827 2.81
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 34091.7700 1797.8356 22.4885 39334 3 599.9501 0.4829
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 1099.6358 VSAVDLSLAPK 49376.4700 1099.6348 24.9177 37770 2 550.3211 ‐1.5117
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 9596.0980 2191.1015 23.8000 33467 2 1096.0544 ‐1.2061
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 1186.5990 TLFSLDSFEK 2650.8580 1186.6007 19.2287 26857 2 593.8040 0.8779
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 1944.9061 SWSVPESFPHVHNYMK 7701.8160 1944.9113 17.0021 19070 4 486.9833 1.62
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 916.5350 ALLTLEEK 7437.4170 916.5351 23.4056 15252 2 458.7712 ‐0.8582
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 2007.9640 2648.3187 35.9428 12969 4 662.8351 0.1995
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 2449.3238 IHLINLSDKPQWFLDISPQGK 1170.9790 2449.3134 20.2493 5949 3 817.1093 ‐4.0748
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 1185.5647 SHDGPFIAGER 24744.5400 1185.5659 17.3211 2480 3 395.8601 ‐0.2431
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 5640.5000 2984.5554 38.5503 14073 4 746.8943 1.48
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 2174.1227 IDDKWVTDSDVIVGILEEK 2031.5300 2174.1257 37.6744 7540 3 725.3801 1.79
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(12) 2695.3509 AAVGAPDHLGDCPFSQRALLTLEEK 769.0494 2695.3728 23.0543 7089 3 899.1291 8.38
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 842.4982 VDLSLAPK 185.5263 842.4967 26.1037 6228 1 842.4967 ‐0.8749
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 545.3042 IAGER 364.5636 545.3031 16.8764 5315 1 545.3031 ‐2.2432
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 1595.3300 1556.6970 22.4834 3622 2 778.8521 3.89
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(3) 966.4098 GDCPFSQR 236.8088 966.4072 20.4392 1244 1 966.4072 ‐1.3890



NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(4) 1977.0110 LGDCPFSQRALLTLEEK 361.1288 1977.0042 21.2948 1225 3 659.6729 ‐3.8322
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 Carbamidomethyl+C(7) 1428.6325 PDHLGDCPFSQR 667.3813 1428.6396 22.4779 1012 2 714.8234 4.02
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 10595.7100 23755.1097 29 77.46 None 1167.5541 SHDGPFIAGER 200.0005 1167.5581 18.9981 839 2 584.2827 2.81
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 12686.2400 2191.1015 23.8000 33467 2 1096.0544 ‐1.5871
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 1186.5990 TLFSLDSFEK 2730.9150 1186.6007 19.2287 26857 2 593.8040 0.7254
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 1944.9061 SWSVPESFPHVHNYMK 5053.2850 1944.9113 17.0021 19070 4 486.9833 2.0488
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 2449.3238 IHLINLSDKPQWFLDISPQGK 1003.1420 2449.3134 20.2493 5949 3 817.1093 ‐3.7875
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 1702.8898 WVTDSDVIVGILEEK 454.0228 1702.8784 16.9003 4626 3 568.2976 ‐7.1406
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 1508.8570 ALLTLEEKSLTYK 5856.5500 1508.8556 20.4081 29635 3 503.6234 ‐1.5841
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 2513.3174 WVTDSDVIVGILEEKYPDPPLK 1504.3290 2513.3111 21.5595 5616 3 838.4419 ‐1.9665
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 3001.5346 YPDPPLKTPAEFASVGSNIFGTFGTFLK 289.6630 3001.5192 24.2943 3364 3 1001.1779 ‐4.0438
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 516.2776 SPQGK 35.6075 516.2796 18.2890 3838 1 516.2796 3.1504
NP_173387.1 dehydroascorbate reductase Arabidopsis thaliana 1889.4320 23755.1097 29 77.46 None 825.3989 SLDSFEK 330.0896 825.3994 19.2391 1976 1 825.3994 1.0900
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 8439.8710 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 58727.4400 2586.2104 28.3863 76368 3 862.7417 0.2139
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 11708.1000 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 79226.3200 2586.2104 28.3857 75918 3 862.7416 ‐0.0069
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 11708.1000 17041.3670 5 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYSFYCA 1312.7050 4406.9732 36.3162 13007 3 1469.6626 ‐1.7819
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 11708.1000 17041.3670 5 38.92 None 2048.9924 PHNVVFDEDEIPSGVDVAK 523.8336 2048.9959 27.8913 5904 2 1025.0016 3.84
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 11708.1000 17041.3670 5 38.92 None 2568.2001 NNAGYPHNVVFDEDEIPSGVDVAK 232.5427 2568.1785 30.0345 1137 2 1284.5929 ‐5.7091
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 3399.6438 TAEDDVPVSTTIPVPVSESVVEHDHPEEEKK 6076.7800 3399.6578 26.7891 5880 4 850.6699 4.0153
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 2151.0564 AQISEPELAAEHEEVKENK 5413.2450 2151.0582 19.7454 2889 3 717.6909 0.6390
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 2825.3072 NNVPEHETPTVATEESPATTTEVTDR 609.1102 2825.3324 41.4826 1049 3 942.4490 9.24
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 1060.5534 EKLPGHHDK 1667.2520 1060.5462 25.4778 2535 1 1060.5462 ‐5.1268
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 3925.9553 TAEDDVPVSTTIPVPVSESVVEHDHPEEEKK 664.4199 3925.9687 36.7843 1180 3 1309.3277 5.12
NP_173468.1 dehydrin COR47 Arabidopsis thaliana 1158.7500 29896.8514 6 33.96 None 690.3318 PGHHDK 70.0903 690.3328 24.5376 5836 1 690.3328 1.85
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1631.7622 LSGSEFDSFMAIAEK 2857.9420 1631.7623 33.8186 15181 2 816.3848 0.3788
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1352.6441 SASGNVVVYEGDR 33078.0200 1352.6440 18.3135 14148 2 676.8256 ‐0.2816
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1659.8800 VVVSDSLDDIVLNSGK 15082.3100 1659.8777 30.2600 11431 2 830.4425 ‐1.0483
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1578.7381 KEEETTEEVKDEL 2133.8140 1578.7388 19.7151 10868 3 526.9178 ‐0.3316
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1422.7223 SQPIPAENNEPVK 8989.6800 1422.7219 17.4503 8722 2 711.8646 ‐0.4281
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1523.8792 AASALSSNVPPVVLAK 4390.7510 1523.8826 26.4426 7813 2 762.4449 2.23
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1757.8745 EFATQYEVQGFPTIK 2600.3980 1757.8747 30.2250 6787 2 879.4410 0.6612
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 957.6132 VVVVGIFPK 5953.5240 957.6140 17.8551 6701 2 479.3107 ‐0.0191
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 2008.0022 EFVLTLDHTNFTDTINK 2070.8490 2008.0014 35.6724 4169 3 670.0053 ‐0.7404
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1099.5306 EDFISFVDK 2575.1070 1099.5317 29.6241 2636 2 550.2695 0.3025
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1936.9651 TNVEVDQIESWVKDFK 2080.5600 1936.9628 28.5550 1417 3 646.3258 ‐1.5830
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 987.5106 QSGPASAEIK 185.8244 987.5103 25.4399 8501 2 494.2588 ‐1.1853
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1328.6733 TKEDFISFVDK 461.7905 1328.6662 26.5258 5923 2 664.8367 ‐5.5961
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1087.5742 GESSVTGPVVR 11809.3500 1087.5837 16.6505 5510 2 544.2955 7.46
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 3234.2800 2773.3279 29.6124 4688 3 925.1141 ‐0.8045
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1519.7387 TLDHTNFTDTINK 311.8788 1519.7345 37.2896 3873 2 760.3709 ‐2.6747
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 843.4094 EEVKDEL 257.8775 843.4119 20.3949 2973 1 843.4119 3.56
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1452.8421 ASALSSNVPPVVLAK 385.4496 1452.8420 27.3456 2108 2 726.9246 ‐0.1002
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 759.4763 VVGIFPK 159.9197 759.4742 16.6469 1458 1 759.4742 ‐2.2746
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1050.5215 NVVVYEGDR 229.0403 1050.5220 19.6268 833 1 1050.5220 2.1734
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 2650.2560 55886.7726 37 34.73 None 1404.7118 SQPIPAENNEPVK 251.4479 1404.7076 19.4245 1065 2 702.8574 ‐3.1267
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1631.7622 LSGSEFDSFMAIAEK 3410.2380 1631.7623 33.8186 15181 2 816.3848 0.6103
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1659.8800 VVVSDSLDDIVLNSGK 11433.8600 1659.8777 30.2600 11431 2 830.4425 ‐0.8023
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1523.8792 AASALSSNVPPVVLAK 7141.3320 1523.8826 26.4426 7813 2 762.4449 2.84
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1757.8745 EFATQYEVQGFPTIK 3558.0390 1757.8747 30.2250 6787 2 879.4410 0.9576
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1099.5306 EDFISFVDK 2996.9730 1099.5317 29.6241 2636 2 550.2695 0.2604
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1422.7223 SQPIPAENNEPVK 214.5424 1422.7186 23.2709 1426 2 711.8629 ‐2.6062
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1936.9651 TNVEVDQIESWVKDFK 1004.3750 1936.9628 28.5550 1417 3 646.3258 ‐1.6582
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1328.6733 TKEDFISFVDK 504.6382 1328.6662 26.5258 5923 2 664.8367 ‐5.5204
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 2237.1085 TNVEVDQIESWVKDFKDGK 533.4534 2237.1005 30.3944 4918 2 1119.0539 ‐1.6147
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 2268.8760 2773.3279 29.6124 4688 3 925.1141 ‐1.0257
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1599.8053 LFKPFDEQFVDSK 603.4258 1599.8153 30.6117 922 2 800.4113 6.08
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 3063.5844 SQPIPAENNEPVKVVVSDSLDDIVLNSGK 521.2643 3063.5736 34.5275 4081 3 1021.8627 ‐2.9906
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1942.9943 AMLFINFTGEGAESLKSK 311.8380 1942.9760 40.0298 2669 2 971.9916 ‐8.1636
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 523.2875 SQPIP 43.0094 523.2850 23.4737 5290 1 523.2850 ‐4.8161
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1643.7911 TNVEVDQIESWVKD 3067.4840 1643.7901 29.7838 2516 2 822.3987 ‐0.0772
NP_173594.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1048.9880 55886.7726 37 34.73 None 1452.8421 ASALSSNVPPVVLAK 2319.5650 1452.8483 26.3925 1555 2 726.9278 4.88
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 4875.5420 2516.1642 26.8903 7836 3 839.3929 ‐1.0592
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1612.8792 ESQEALSPLVDLALK 1895.0460 1612.8768 34.5682 7140 2 806.9420 ‐1.2698
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1148.5906 LSGTGSEGATIR 14310.4300 1148.5915 15.2580 7021 2 574.7994 0.2295
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1114.6103 LQSSIPEVNK 2660.0360 1114.6107 19.1266 5938 2 557.8090 ‐0.2190
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1029.5939 LVSVEDIVR 6310.9590 1029.5926 27.2008 5634 2 515.2999 ‐2.0648
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1031.5480 GATLVVSGDGR 2325.2380 1031.5465 17.3905 3174 2 516.2769 ‐2.2531
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1486.7424 LYIEQYEKDASK 428.6266 1486.7495 33.7452 1631 2 743.8784 4.21
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 572.4358 2832.3784 35.9026 981 3 944.7976 ‐4.8598
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 3188.5607 ERSGADGSKATGAFILTASHNPGGPTEDFG 1234.7320 3188.5678 23.1303 2191 3 1063.5274 3.1894
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 766.2774 63398.7992 17 26.7 None 1097.5837 LQSSIPEVNK 233.2534 1097.5835 18.1454 2507 2 549.2954 ‐0.8854
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 1612.8792 ESQEALSPLVDLALK 3008.4260 1612.8768 34.5682 7140 2 806.9420 ‐1.0480
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 1987.0455 VSTVSTSPIDGQKPGTSGLR 1226.7950 1987.0468 20.0216 6609 3 663.0204 0.2183
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 1114.6103 LQSSIPEVNK 7605.0490 1114.6107 19.1266 5938 2 557.8090 ‐0.2534
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 1029.5939 LVSVEDIVR 4792.7640 1029.5926 27.2008 5634 2 515.2999 ‐2.1429
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 544.6802 2832.3784 35.9026 981 3 944.7976 ‐5.0914
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 2298.1401 QPNYLENFVQATFNALTAEK 1186.0040 2298.0841 37.2600 982 2 1149.5457 ‐22.2994
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 389.8354 63398.7992 17 26.7 None 2471.1395 YNMENGGPAPESITDKIYENTK 619.3179 2471.1373 26.9959 2461 3 824.3840 ‐0.8718
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 1985.0590 ATDSPLPTVPGYDVAGVVVK 5002.9280 1985.0580 31.5923 19869 2 993.0326 0.4286



NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 1723.8286 VADAFSYLETNHATGK 4108.4540 1723.8298 25.6999 18487 3 575.2815 0.0894
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 1384.7947 VVALTGAVTPPGFR 6816.4730 1384.7928 17.5883 17350 2 692.9001 ‐1.5176
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 2384.2456 NIDFAQAAGLPLAIETADEGLVR 16599.3400 2384.2549 39.3099 13560 3 795.4231 3.84
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 786.4760 VVVYPIP 9177.0060 786.4776 28.9394 8759 1 786.4776 2.39
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 1178.6416 FVVTSNGDVLK 844.0942 1178.6763 24.5172 979 2 589.8418 28.9208
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 2629.4923 TEFSAGKSILVLNGAGGVGSLVIQLAK 650.7473 2629.4706 18.3126 28862 4 658.1231 ‐9.0129
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 Carbamidomethyl+C(20) 2586.1739 ENIEDLPDKYDVVFDAIGMCDK 962.9597 2586.1847 35.3514 9344 3 862.7331 4.67
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 Carbamidomethyl+C(32) 3833.8136 SLGADLAIDYTKENIEDLPDKYDVVFDAIGM 1496.0010 3833.8058 39.4162 2762 4 959.2069 ‐1.7578
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1856.3040 41157.3827 10 39.38 None 1553.8533 GLPLAIETADEGLVR 455.4811 1553.8536 39.3125 1713 2 777.4304 0.2764
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 Carbamidomethyl+C(23) 2828.3515 LGFDEGKDIVVSVMSSMGEEQICAVK 2928.8260 2828.3518 22.0707 19654 3 943.4554 0.6637
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 1106.5589 TYPQSAGNIR 9475.5910 1106.5577 15.7973 17990 2 553.7825 ‐1.7246
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 2586.2821 VDYQLIDITEDGFVSLLTDSGGTK 1437.6880 2586.2765 43.9908 946 2 1293.6419 ‐0.1377
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 Carbamidomethyl+C(16) 2081.9916 DIVVSVMSSMGEEQICAVK 352.1790 2081.9586 16.9122 16086 3 694.6577 ‐16.1210
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 3057.5150 VDYQLIDITEDGFVSLLTDSGGTKDDLK 431.5817 3057.4338 20.4369 933 4 765.1139 ‐26.9386
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 Carbamidomethyl+C(12) 2216.0877 KLEDIVPSSHNCDVPHVNR 3726.5470 2216.0907 21.3759 15437 4 554.7781 0.2636
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 4356.1439 VDYQLIDITEDGFVSLLTDSGGTKDDLKLPTD 3215.9100 4356.1377 43.0754 5248 4 1089.7899 ‐0.7001
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 836.4373 DVPHVNR 110.8238 836.4346 21.9615 2400 1 836.4346 ‐2.3935
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 842.4479 PQSAGNIR 645.1060 842.4493 15.8004 1359 1 842.4493 2.21
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 Carbamidomethyl+C(11) 2087.9927 LEDIVPSSHNCDVPHVNR 383.4614 2087.9946 21.4011 1037 4 522.7541 ‐0.3230
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 1409.9720 17368.3981 11 59.75 None 960.5037 VDYQLIDI 128.9247 960.4990 41.2472 916 1 960.4990 ‐3.5098
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 None 1073.6136 IADVLQMKR 4069.8690 1073.6160 23.2085 26455 2 537.3117 1.55
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 Carbamidomethyl+C(14) 3080.4340 HFSSIAIDTEFPGCLKETPMDASEEIR 522.2057 3080.4367 37.0708 1493 3 1027.4837 1.76
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 None 2018.0018 ITWVNFQGSYDNAYLVK 407.9623 2018.0296 33.1452 2486 2 1009.5184 15.1701
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 Carbamidomethyl+C(13) 1922.9099 WNKEVEMDSIRDCLK 520.6257 1922.9526 26.9781 1903 2 961.9799 23.3956
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 None 1558.7748 EEFHETVEQLLGK 182.0403 1558.7995 33.5673 1503 2 779.9034 16.2137
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 Carbamidomethyl+C(14) 1821.8840 HFSSIAIDTEFPGCLK 650.7216 1821.8963 31.3413 1296 2 911.4518 7.79
NP_174110.1 putative CCR4 associated factor 1 4 Arabidopsis thaliana 259.1099 35204.1458 7 11.92 None 1072.5310 SYDNAYLVK 131.7368 1072.5314 31.4321 3836 1 1072.5314 2.97
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1265.5545 GPSGSPWYGSDR 48578.2900 1265.5546 19.4557 106943 2 633.2809 ‐0.3512
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 983.4985 FGEAVWFK 76228.7500 983.4994 18.1125 69850 2 492.2533 ‐0.0559
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 51081.7300 1903.9909 24.8705 42570 2 952.4991 0.1115
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSA 8098.1690 3957.7672 22.2955 42080 3 1319.9272 ‐0.5700
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPE 1752.5930 3630.7635 24.7755 24325 3 1210.9260 ‐4.4620
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 982.5316 ELEVIHSR 33155.0700 982.5305 16.7278 14249 2 491.7689 ‐2.0561
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 4518.3126 AGSQIFSDGGLDYLGNPSLVHAQSILAIWAT 1367.2790 4518.3106 50.5672 1659 4 1130.3331 0.4177
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1252.6757 NRELEVIHSR 410.8666 1252.6731 16.1649 3923 3 418.2292 ‐3.2209
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1243.6641 LSPAASEVLGSGR 324.3893 1243.6325 21.8006 1149 1 1243.6325 ‐23.0852
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 779.4087 EAVWFK 120.5970 779.4063 18.1029 2947 1 779.4063 ‐2.3104
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1111.4803 SGSPWYGSDR 987.2620 1111.4769 19.4472 2751 1 1111.4769 ‐1.2152
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1336.6743 VAGNGPLGEAEDLL 146.3569 1336.6690 26.8044 1929 2 668.8382 ‐4.2023
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 512.2940 IHSR 2331.1210 512.2937 16.7292 1887 1 512.2937 ‐0.8032
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1191.5892 ATDPEAFAELK 230.2418 1191.5913 25.4101 1084 1 1191.5913 3.39
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1024.4483 GSPWYGSDR 917.8724 1024.4473 19.4585 1057 1 1024.4473 0.6186
NP_174286.1 chlorophyll a b binding protein 1 Arabidopsis thaliana 11147.7900 28298.2374 16 65.92 None 1235.6491 NRELEVIHSR 171.2515 1235.6534 14.8656 787 2 618.3304 3.0791
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1343.6664 FYGEVTQQMLK 56468.6100 1343.6677 16.3340 76317 2 672.3375 0.7431
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1668.8778 ILVIEGLHPMFDER 13540.8000 1668.8778 19.3728 52049 3 556.9641 ‐0.7163
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1475.8217 IRDLYEQLIANK 32932.4200 1475.8197 17.2938 51487 2 738.4135 ‐1.2957
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1472.6726 ANDFDLMYEQVK 39875.1000 1472.6744 28.5587 40159 2 736.8408 1.00
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 13705.2900 2979.3588 33.2091 36475 3 993.7911 ‐0.8860
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 25296.8000 2401.2054 36.4657 34456 2 1201.1063 ‐1.6201
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1420.7107 KPDFDAFIDPQK 16774.1300 1420.7100 26.5402 32145 2 710.8587 ‐0.5750
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 6712.2040 2494.1693 23.2556 21442 2 1247.5883 ‐0.3461
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1206.6365 DLYEQLIANK 1099.3340 1206.6321 28.8768 8866 2 603.8197 ‐4.1065
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 1982.2710 2939.2391 36.0002 5137 3 980.4179 ‐1.8266
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 2048.0447 ASIEARKPDFDAFIDPQK 2964.1180 2048.0450 18.3113 3831 2 1024.5261 1.1727
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1272.7310 LTSVFGGAAKPPK 4266.7630 1272.7327 14.1902 2109 3 424.9157 0.1394
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 661.3668 IRDLY 119.0966 661.3642 17.1545 1485 1 661.3642 ‐3.7453
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1000.4946 LIPDDNEGK 285.1195 1000.4875 36.4981 1039 1 1000.4875 ‐5.6239
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1402.7001 KPDFDAFIDPQK 264.4896 1402.6982 28.0686 920 2 701.8527 ‐1.5436
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 7900.3150 44748.8005 27 44.05 None 1326.6399 FYGEVTQQMLK 183.7139 1326.6487 15.1537 951 3 442.8877 5.29
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 1472.6726 ANDFDLMYEQVK 40270.1600 1472.6743 28.5544 38721 2 736.8408 1.01
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 13381.5600 2979.3583 33.2066 35384 3 993.7910 ‐1.3057
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 20282.9300 2401.2054 36.4657 34456 2 1201.1063 ‐0.9930
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 1961.0226 LDELIYVESHLSNLSTK 1381.1530 1961.0229 33.0090 9920 3 654.3458 ‐0.3175
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 1206.6365 DLYEQLIANK 2545.9480 1206.6321 28.8768 8866 2 603.8197 ‐4.0936
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 2939.2465 FNYEPDSYFDHEVSVLEMDGQFDR 1493.7730 2939.2391 36.0002 5137 3 980.4179 ‐2.0769
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 562.3432 2494.1588 41.4469 1015 2 1247.5830 ‐3.8823
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 917.5489 LIMKEGVK 823.2913 917.5310 17.1362 2551 2 459.2692 ‐20.5654
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 Carbamidomethyl+C(4) 1166.6238 KLTCSYPGIK 10712.5900 1166.6258 18.0443 14353 2 583.8165 1.1179
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 154.2770 1038.5335 18.8224 4391 2 519.7704 3.64
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3528.9970 44748.8005 27 44.05 None 1188.6259 DLYEQLIANK 184.3208 1188.6294 28.0833 5428 2 594.8183 2.60
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 5661.7460 18011.2367 9 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 34149.0500 2237.0720 32.8505 133183 2 1119.0396 ‐1.9509
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 5661.7460 18011.2367 9 21.69 None 1653.8880 VKPSSPAELEALMGPK 15795.5900 1653.8886 27.3335 70824 3 551.9677 ‐0.3524
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 5661.7460 18011.2367 9 21.69 None 1058.5551 AELEALMGPK 105.9757 1058.5531 28.8599 1857 2 529.7802 ‐2.5796
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 5661.7460 18011.2367 9 21.69 None 1846.8494 LTESPGLINSSPYEDGW 424.8615 1846.8528 33.4311 1341 2 923.9301 2.53
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 4684.1150 18011.2367 9 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 26000.0400 2237.0719 32.8499 132549 2 1119.0396 ‐1.4360
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 4684.1150 18011.2367 9 21.69 None 1653.8880 VKPSSPAELEALMGPK 15088.3100 1653.8886 27.3335 70824 3 551.9677 ‐0.3782
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 4684.1150 18011.2367 9 21.69 None 1138.5238 PYEDGWMIK 385.9022 1138.5176 32.8897 2527 1 1138.5176 ‐3.1053
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 4684.1150 18011.2367 9 21.69 None 1058.5551 AELEALMGPK 93.0898 1058.5531 28.8599 1857 2 529.7802 ‐2.6428
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thalia 4684.1150 18011.2367 9 21.69 None 1709.8203 GLINSSPYEDGWMIK 168.5850 1709.8224 30.1484 1079 2 855.4149 1.10



NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 311.0229 24209.5968 2 10.45 None 2393.1871 ITGITGYEEYPASPNVAVGEVNL 2975.0020 2393.1814 33.9878 7278 2 1197.0943 ‐0.1001
NP_174808.1 50S ribosomal protein L21 Arabidopsis thaliana 311.0229 24209.5968 2 10.45 None 2376.1605 ITGITGYEEYPASPNVAVGEVNL 390.8514 2376.1464 35.1287 979 2 1188.5768 ‐3.7220
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1685.7977 VSDSVPAPSDDAEQLR 24212.8600 1685.7982 21.1131 38486 2 843.4027 0.6727
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1369.6304 YEGDEVNMTLAK 25350.9900 1369.6300 22.1981 21830 2 685.3187 ‐0.4579
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1146.5711 MLVALLGEDDA 8975.2480 1146.5679 33.5598 18728 1 1146.5679 ‐0.8439
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1034.5378 AQINATFNR 14901.5800 1034.5381 18.2234 18047 2 517.7727 ‐0.4852
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1397.7787 AILLWTLEPGER 14760.4200 1397.7806 20.4039 17444 2 699.3939 1.1811
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1466.7122 TLDKELSNDFER 31486.2500 1466.7132 22.7848 15053 3 489.5759 ‐0.2116
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 2243.1455 TAFEGWGTNEDLIISILAHR 2528.5260 2243.1433 22.4709 15002 3 748.3860 ‐1.0357
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1201.6535 DALLANEATKR 4181.4580 1201.6512 17.1831 10681 2 601.3293 ‐2.4049
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 993.5000 VIGEEYQR 27380.7500 993.5001 15.4175 10323 2 497.2537 ‐0.7228
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1346.6223 YQDDHGEEILK 5901.4190 1346.6229 17.4705 8301 3 449.5458 ‐0.5647
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1566.7435 QAYHETYGEDLLK 2859.1270 1566.7474 22.4626 7318 3 522.9206 1.22
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1045.5524 DALLANEATK 797.3350 1045.5447 21.6896 1243 2 523.2760 ‐8.1481
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1835.9021 SLEEGDDDDKFLALLR 9825.8060 1835.9018 32.6965 26402 3 612.6388 ‐0.7058
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 Carbamidomethyl+C(13) 2789.3822 WTSSNQVLMEVACTRTSTQLLHAR 943.3740 2789.3941 20.4829 1272 3 930.4695 4.26
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 825.4465 HGEEILK 129.3595 825.4505 18.0114 4261 1 825.4505 5.53
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1029.4822 WTSSNQVLM 240.4295 1029.4847 20.8389 3089 2 515.2460 1.01
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1252.5804 DKELSNDFER 317.6890 1252.5771 21.1401 1434 2 626.7922 ‐3.0599
NP_174810.1 annexin 1 Arabidopsis thaliana 6009.7480 36317.7340 27 55.21 None 1667.7871 VSDSVPAPSDDAEQLR 284.5164 1667.7977 22.6024 7749 3 556.6041 5.30
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1146.5711 MLVALLGEDDA 8782.2090 1146.5679 33.5598 18728 1 1146.5679 ‐0.5000
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1034.5378 AQINATFNR 25193.1800 1034.5381 18.2234 18047 2 517.7727 ‐0.5607
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1566.7435 QAYHETYGEDLLK 2542.3640 1566.7474 22.4626 7318 3 522.9206 1.17
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1685.7977 VSDSVPAPSDDAEQLR 365.7136 1685.7867 25.6907 2878 2 843.3970 ‐5.9003
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1466.7122 TLDKELSNDFER 317.9108 1466.7467 30.2908 1511 3 489.5871 22.6058
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1835.9021 SLEEGDDDDKFLALLR 6038.2150 1835.9018 32.6965 26402 3 612.6388 ‐0.7633
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 722.3580 NATFNR 228.1117 722.3574 17.2277 2081 1 722.3574 ‐0.2452
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1016.5272 AQINATFNR 323.4311 1016.5299 17.3457 6830 2 508.7686 1.54
NP_174810.1 annexin 1 Arabidopsis thaliana 1154.7630 36317.7340 27 55.21 None 1668.7711 VSDSVPAPSDDAEQLR 360.7936 1668.7775 25.2767 2551 2 834.8924 4.62
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1384.7795 AAALNIVPTSTGAAK 142500.3000 1384.7800 23.2737 262668 2 692.8936 0.1960
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1148.6198 VLDEEFGIVK 35390.7700 1148.6195 26.7754 73492 2 574.8134 ‐0.8136
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 7842.9820 1934.8567 31.9370 67463 2 967.9320 ‐0.3397
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1555.6805 GTMTTTHSYTGDQR 76519.2900 1555.6805 13.4155 64426 3 519.2317 ‐0.8414
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1627.8537 DSPLEVVVLNDSGGVK 30485.4900 1627.8519 30.9223 55037 2 814.4296 ‐0.8358
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1289.6583 IVDNETISVDGK 15050.7600 1289.6578 19.7303 54673 2 645.3325 ‐0.7850
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1067.6823 AVSLVLPQLK 30611.2100 1067.6828 18.4807 50951 2 534.3451 ‐0.2343
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 3225.6160 1775.9017 20.8019 43038 2 888.4545 1.83
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1151.6783 VVDLAHLVASK 79678.5400 1151.6781 16.7061 42604 2 576.3427 ‐0.7637
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1061.4972 YDSMLGTFK 12641.3900 1061.4980 25.4743 40516 2 531.2527 0.0184
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1449.7332 GLTAEDVNEAFRK 4524.9860 1449.7354 23.1453 36946 2 725.3713 1.72
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1321.6383 GLTAEDVNEAFR 3465.5260 1321.6392 25.2883 24735 2 661.3232 0.3995
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 812.5240 VIITAPAK 25948.8600 812.5237 17.6166 24403 2 406.7655 ‐1.6302
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1822.0320 VPTPNVSVVDLVINVEK 6788.1100 1822.0341 36.6403 20805 2 911.5207 1.02
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1950.1270 VPTPNVSVVDLVINVEKK 3045.7660 1950.1288 20.2422 16619 3 650.7144 0.5171
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1772.8027 VVAWYDNEWGYSQR 24099.5200 1772.8058 29.6218 15100 2 886.9066 2.41
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(10) 1419.6686 SAIHSFPAQCSSK 819.1072 1419.6710 23.6529 6421 2 710.3391 1.66
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 47525.7000 1440.5961 17.2639 39634 2 720.8017 0.8577
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 2252.1744 NASHLLKYDSMLGTFKAEVK 1099.2820 2252.1716 18.3972 3595 3 751.3954 ‐1.2723
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 796.3737 WGYSQR 104.0252 796.3755 32.0262 5776 1 796.3755 3.0017
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(7) 1148.5154 HSFPAQCSSK 183.2026 1148.5151 23.6272 5453 2 574.7612 ‐0.7695
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1397.6114 MTTTHSYTGDQR 20932.8000 1397.6128 13.4155 4909 2 699.3100 0.8548
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 897.5768 SLVLPQLK 1364.1300 897.5780 18.4803 4223 1 897.5780 2.14
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1266.5709 TTTHSYTGDQR 9024.9080 1266.5729 13.4162 3579 2 633.7901 1.33
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1049.5514 LDEEFGIVK 5560.9170 1049.5517 26.7867 3169 1 1049.5517 1.04
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 730.4458 INVEKK 246.9193 730.4456 19.3427 2942 1 730.4456 0.2738
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 898.4339 DSMLGTFK 4839.8330 898.4317 25.4600 2889 1 898.4317 ‐1.3215
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 713.4556 IITAPAK 3339.7710 713.4554 17.6145 2543 1 713.4554 0.0876
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 676.3260 NDSGGVK 1870.3200 676.3291 30.9246 2101 1 676.3291 4.53
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 838.5145 LAHLVASK 242.8947 838.5135 16.6709 1780 1 838.5135 ‐0.4058
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(6) 1225.5042 PADEECKVYD 152.2296 1225.5118 17.9391 1445 2 613.2595 5.73
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 697.4607 VLPQLK 173.7944 697.4607 18.4819 1377 1 697.4607 0.2967
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 725.4305 AHLVASK 4266.1090 725.4336 16.7002 1022 1 725.4336 4.09
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 826.3690 SYTGDQR 1391.8760 826.3684 13.4063 909 1 826.3684 0.1510
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1086.5313 IVDNETISVD 140.6200 1086.5266 18.1544 899 2 543.7669 ‐5.0874
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1171.6681 LNIVPTSTGAAK 177.7104 1171.6605 23.2675 828 1 1171.6605 ‐4.3827
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1271.6478 IVDNETISVDGK 485.6170 1271.6469 20.5412 22697 2 636.3271 ‐1.0595
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1537.6700 GTMTTTHSYTGDQR 958.6669 1537.6711 13.4162 1691 3 513.2286 ‐0.0989
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 Carbamidomethyl+C(10) 1401.6580 SAIHSFPAQCSSK 210.7750 1401.6612 22.3800 1409 2 701.3343 2.1889
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 17131.8800 48115.8491 77 57.94 None 1043.4866 YDSMLGTFK 106.3835 1043.4907 25.8410 1117 1 1043.4907 5.76
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1384.7795 AAALNIVPTSTGAAK 176109.7000 1384.7800 23.2727 261761 2 692.8936 0.3037
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1148.6198 VLDEEFGIVK 26702.1000 1148.6196 26.7741 72885 2 574.8134 ‐0.7850
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 10384.0800 1934.8567 31.9370 67463 2 967.9320 0.0477
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1627.8537 DSPLEVVVLNDSGGVK 36453.0200 1627.8519 30.9223 55037 2 814.4296 ‐0.6062
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1061.4972 YDSMLGTFK 13581.1500 1061.4980 25.4743 40516 2 531.2527 ‐0.0433
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1449.7332 GLTAEDVNEAFRK 2728.7350 1449.7354 23.1453 36946 2 725.3713 1.51
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1289.6583 IVDNETISVDGK 6252.1400 1289.6574 19.6578 34441 2 645.3323 ‐1.0070
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1321.6383 GLTAEDVNEAFR 3696.9640 1321.6392 25.2883 24735 2 661.3232 0.4716
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 812.5240 VIITAPAK 34111.6900 812.5237 17.6166 24403 2 406.7655 ‐1.8199



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1127.5990 MATHAALAVSR 301.3745 1127.5842 30.2400 6268 2 564.2957 ‐13.8019
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 600.3715 ITAPAK 22266.9900 600.3717 17.6143 10065 1 600.3717 0.4727
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1058.5840 NIVPTSTGAAK 3033.0570 1058.5824 23.2737 5100 1 1058.5824 0.4175
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 944.5411 IVPTSTGAAK 458.4726 944.5406 21.7743 3828 2 472.7740 ‐1.6064
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1049.5514 LDEEFGIVK 4718.2980 1049.5517 26.7867 3169 1 1049.5517 2.90
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 898.4339 DSMLGTFK 6115.6450 898.4317 25.4600 2889 1 898.4317 ‐1.0679
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 713.4556 IITAPAK 4785.8400 713.4554 17.6145 2543 1 713.4554 0.2738
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 676.3260 NDSGGVK 1019.0230 676.3291 30.9246 2101 1 676.3291 4.79
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 487.2875 TAPAK 532.7488 487.2884 17.6132 1547 1 487.2884 1.28
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1086.5313 IVDNETISVD 78.1073 1086.5266 18.1544 899 2 543.7669 ‐5.1362
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1171.6681 LNIVPTSTGAAK 397.6132 1171.6605 23.2675 828 1 1171.6605 ‐4.0296
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 11105.6900 48115.8491 77 57.94 None 1043.4866 YDSMLGTFK 118.4667 1043.4907 25.8410 1117 1 1043.4907 5.40
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1067.6823 AVSLVLPQLK 34532.9500 1067.6828 18.4807 50951 2 534.3451 ‐0.3598
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 7327.9980 1775.9017 20.8019 43038 2 888.4545 1.17
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1151.6783 VVDLAHLVASK 74136.0700 1151.6781 16.7061 42604 2 576.3427 ‐0.9082
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1772.8027 VVAWYDNEWGYSQR 30430.2900 1772.8047 18.0437 30111 2 886.9060 1.72
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1950.1270 VPTPNVSVVDLVINVEKK 1462.4180 1950.1288 20.2422 16619 3 650.7144 0.7673
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1384.7795 AAALNIVPTSTGAAK 21245.1800 1384.7788 15.4438 8561 2 692.8930 ‐0.8370
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1822.0320 VPTPNVSVVDLVINVEK 3251.4050 1822.0373 21.1506 5461 3 608.0173 2.82
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 1061.4972 YDSMLGTFK 77.3551 1061.5247 17.4438 3483 1 1061.5247 27.2689
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 Carbamidomethyl+C(13) 2445.2265 AANGPMKGILDVCDAPLVSVDFR 1113.0230 2445.2244 20.2334 8290 3 815.7463 ‐0.4414
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 2252.1744 NASHLLKYDSMLGTFKAEVK 987.7769 2252.1716 18.3972 3595 3 751.3954 ‐0.9997
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 Carbamidomethyl+C(5) 1718.8782 ILDVCDAPLVSVDFR 426.3071 1718.8801 20.4594 4520 2 859.9437 1.78
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 897.5768 SLVLPQLK 1335.3250 897.5780 18.4803 4223 1 897.5780 2.1515
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 697.4607 VLPQLK 195.3171 697.4607 18.4819 1377 1 697.4607 ‐0.0244
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thalia 5496.8530 48115.8491 77 57.94 None 725.4305 AHLVASK 13154.0500 725.4336 16.7002 1022 1 725.4336 4.85
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2119.0917 FISPNEVSVETIDGGNTIVK 8481.4470 2119.0854 30.3205 33836 2 1060.0463 ‐1.8242
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1586.8458 VSSVEVDLPAMLAQK 5514.2290 1586.8446 19.1765 28330 2 793.9259 ‐0.5538
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 4259.4510 2395.2798 21.1977 16822 3 799.0981 ‐1.7546
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1178.5899 VVSVDSSSDGVK 50894.0800 1178.5909 15.5823 15769 2 589.7991 0.2883
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1029.5575 AIDNAEGLVK 31877.2500 1029.5557 20.3238 14527 2 515.2815 ‐2.5358
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1139.6419 HIIVATGSDVK 53845.8700 1139.6430 16.2417 14499 2 570.3251 0.3379
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 4425.0120 2539.3148 36.1343 12395 3 847.1098 ‐3.7508
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 11835.2100 2548.2998 36.2382 10738 3 850.1048 1.03
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8516.3830 2420.1955 38.3252 10328 2 1210.6014 ‐0.6929
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1487.8315 IVSSTGALSLSEVPK 3911.0030 1487.8295 16.6032 10106 2 744.4184 ‐1.3398
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1615.9265 IVSSTGALSLSEVPKK 8838.9080 1615.9262 15.1538 6135 3 539.3136 ‐0.9640
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2537.2518 GFASSGSDENDVVIIGGGPGGYVAAIK 2670.5350 2537.2517 32.6362 1837 3 846.4221 0.2079
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 Carbamidomethyl+C(3)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 980.4531 SVDSSSDGVK 4497.3380 980.4510 15.5843 1410 1 980.4510 ‐0.7198
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 958.5204 IDNAEGLVK 1621.8190 958.5201 20.3280 1090 2 479.7637 ‐1.2063
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1002.5830 IIVATGSDVK 154.2569 1002.5793 16.7614 803 2 501.7933 ‐4.5167
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1568.8353 VSSVEVDLPAMLAQK 302.4362 1568.8425 18.0174 3955 3 523.6190 3.21
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2119.0917 FISPNEVSVETIDGGNTIVK 4072.7230 2119.0854 30.3205 33836 2 1060.0463 ‐1.3421
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1207.6205 TPFTSGLDLEK 2496.0190 1207.6199 26.3070 32866 2 604.3136 ‐0.9362
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1139.6419 HIIVATGSDVK 29952.3100 1139.6430 16.2417 14499 2 570.3251 0.3164
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 4334.2730 2539.3148 36.1343 12395 3 847.1098 ‐3.9311
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 11287.7700 2548.2998 36.2382 10738 3 850.1048 1.83
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8013.6230 2420.1955 38.3252 10328 2 1210.6014 ‐0.0560
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2537.2518 GFASSGSDENDVVIIGGGPGGYVAAIK 2936.1160 2537.2517 32.6362 1837 3 846.4221 0.0278
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1638.8850 VPGVVYTHPEVASVGK 223.2280 1638.9076 25.7832 4104 3 546.9741 13.0615
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 761.4040 IGVETDK 132.0304 761.4114 19.9127 3194 1 761.4114 10.84
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(3)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 1450.3250 1448.7650 19.2784 2845 3 483.5932 ‐9.7700
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1030.5640 DNAVKNLTR 296.4244 1030.5740 18.4286 1263 2 515.7906 8.67
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1043.5190 ASQLGLKTTC 388.1700 1043.5179 20.4052 796 1 1043.5179 0.8162
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1430.7672 ASQLGLKTTCIEK 412.7222 1430.7671 17.7219 806 3 477.5939 ‐1.0498
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1147.6027 EITALAPSSMK 1979.4950 1147.6073 22.1826 40312 2 574.3073 3.55
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1774.8970 NYELPDGQVITIGAER 18712.0500 1774.8971 29.9577 32310 2 887.9522 0.6190
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1968.0801 IAPEEHPVLLTEAPLNPK 5338.9070 1968.0791 26.9992 18763 3 656.6979 ‐0.8564
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1176.5354 GYMFTTTAER 9450.1330 1176.5367 22.0345 18511 2 588.7720 0.6001
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1918.8640 YPIEHGVVSNWDDMEK 1423.4040 1918.8613 26.1852 8846 3 640.2919 ‐1.8465
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1413.6757 AEYDEAGPGIVHR 8837.2910 1413.6786 18.6038 7942 3 471.8977 1.0224
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1184.6899 AVFPSVVGRPR 1773.3050 1184.6923 14.9636 2880 2 592.8498 1.23
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1129.6575 EIVRDIKEK 279.5098 1129.6330 18.7767 3431 1 1129.6330 ‐19.8482
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1255.6641 PDGQVITIGAER 676.6676 1255.6562 29.9592 967 1 1255.6562 ‐3.9129
NP_175350.1 actin 8 Arabidopsis thaliana 1781.0350 42091.0902 10 25.20 None 1129.5922 EITALAPSSMK 197.1574 1129.5857 22.8280 1337 1 1129.5857 ‐3.7898
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 2219.0761 SFTTILHQDQVNGLEMETR 3850.0300 2219.0771 31.4704 4308 2 1110.0422 1.35
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 1643.7734 YAEFAAELDQMVTR 623.5161 1643.7289 23.8976 831 3 548.5811 ‐27.8107
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 2946.5823 DKTPLDLLDRVFGSLVDLFDLPTQTK 522.1065 2946.5939 31.1651 1222 4 737.4039 3.48
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 1625.7628 YAEFAAELDQMVTR 247.9003 1625.7539 23.6277 1668 2 813.3806 ‐5.2419
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 2201.0655 SFTTILHQDQVNGLEMETR 362.0230 2201.0709 33.2870 783 3 734.3618 2.88
NP_175688.1 oxidoreductase 2OG Fe II oxygenase family protein Arabidopsis  264.1284 35932.6508 6 6.13 None 1626.7468 YAEFAAELDQMVTR 248.3091 1626.7538 23.0674 1074 2 813.8805 4.87
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 1278.6325 DITFQNTAGPSK 8668.6870 1278.6295 19.6258 18268 2 639.8184 ‐2.6832
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 2017.9938 NVVDGSTTFHSATVAAVGER 4074.9450 2017.9955 23.4603 9077 3 673.3367 0.5647
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(13) 4157.0496 GLTPREVTALHDCLETIDETLDELHVAVEDL 1246.9410 4157.0559 39.4986 1488 3 1386.3568 3.32



NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 1553.7264 NMTETDIANFELR 826.0826 1553.7286 36.0396 1115 2 777.3679 1.78
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(3)
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(1)
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 786.4217 RPNSGQK 572.0718 786.4209 25.6101 1932 1 786.4209 ‐0.3034
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(9) 1924.9191 GQVHVEHMCSNALAMIK 167.6192 1924.9412 40.4102 1601 2 962.9743 12.83
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(1)
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 1741.9807 NQKITTLSSTSHAILK 271.3256 1741.9697 22.1007 5168 3 581.3281 ‐6.9444
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 Carbamidomethyl+C(16)
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 516.3028 ITTLS 108.9888 516.3010 21.6458 41637 1 516.3010 ‐3.7474
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 563.3788 64686.1056 27 18.23 None 1261.6059 DITFQNTAGPSK 265.2030 1261.6008 18.6677 4422 2 631.3040 ‐4.4735
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1278.6325 DITFQNTAGPSK 13064.2800 1278.6295 19.6258 18268 2 639.8184 ‐2.6332
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 2017.9938 NVVDGSTTFHSATVAAVGER 3183.5210 2017.9954 23.4442 8307 3 673.3366 0.4020
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1123.5565 TNIMFLGDGR 1904.2160 1123.5563 27.4317 2576 2 562.2818 ‐0.7908
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 Carbamidomethyl+C(13) 4157.0496 GLTPREVTALHDCLETIDETLDELHVAVEDL 1296.5350 4157.0559 39.4986 1488 3 1386.3568 3.1003
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1553.7264 NMTETDIANFELR 443.3172 1553.7286 36.0396 1115 2 777.3679 1.93
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 Carbamidomethyl+C(9) 1924.9191 GQVHVEHMCSNALAMIK 178.8609 1924.9708 26.0997 13723 3 642.3285 26.3908
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1603.8115 EFISKFSDFKNNK 447.2320 1603.7972 27.7175 7315 3 535.2706 ‐9.6967
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1741.9807 NQKITTLSSTSHAILK 327.2021 1741.9697 22.1007 5168 3 581.3281 ‐6.9856
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 2388.1579 EVTGDLDSDGWPKWLSVGDRR 412.3750 2388.1503 30.9024 882 3 796.7216 ‐3.2397
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1061.5262 TDIANFELR 421.0977 1061.5267 34.1533 2971 1 1061.5267 2.66
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1705.8140 DGSTTFHSATVAAVGER 341.1275 1705.8171 25.6421 1262 2 853.4122 2.34
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1440.6794 EFISKFSDFKNN 65.1999 1440.6850 28.9244 1259 2 720.8461 3.69
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1585.8009 EFISKFSDFKNNK 138.8535 1585.8051 28.1904 1447 2 793.4062 3.0546
NP_175786.1 pectin methylesterase 2 Arabidopsis thaliana 502.4922 64686.1056 27 18.23 None 1261.6059 DITFQNTAGPSK 253.3688 1261.6008 18.6677 4422 2 631.3040 ‐4.4323
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 24372.3000 1797.0477 22.1879 26267 2 899.0275 1.18
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 988.4887 SFLFFDGR 2823.9080 988.4890 19.7419 6263 1 988.4890 1.57
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 1423.7468 FSDGLITPDFLAK 2048.1970 1423.7468 19.8154 5313 2 712.3771 ‐0.0449
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 1995.9885 SVFMIYIGANDYLNFTK 1099.2910 1995.9834 21.0921 3558 2 998.4954 ‐1.5719
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 888.4170 SRDDPNGK 71.4424 888.4231 15.9584 1720 1 888.4231 7.53
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 2063.9992 NNPTADASAQQAFVTSVTNK 436.3207 2064.0097 29.7809 1339 2 1032.5085 6.1630
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1208.3410 43650.3196 17 16.88 None 754.3883 LFFDGR 117.4062 754.3891 21.4253 1518 1 754.3891 1.90
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 19879.3300 1797.0477 22.1879 26267 2 899.0275 1.04
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1366.7154 TLVAQGFWPYGK 1007.9460 1366.7126 18.7895 7468 2 683.8599 ‐2.4610
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 988.4887 SFLFFDGR 2874.3380 988.4890 19.7419 6263 1 988.4890 1.18
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1423.7468 FSDGLITPDFLAK 2214.9640 1423.7468 19.8154 5313 2 712.3771 ‐0.2514
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1995.9885 SVFMIYIGANDYLNFTK 1984.6980 1995.9834 21.0921 3558 2 998.4954 ‐1.9085
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 2063.9992 NNPTADASAQQAFVTSVTNK 231.5274 2064.0560 18.0740 1255 3 688.6902 27.4758
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1053.5152 AQGFWPYGK 94.0787 1053.5149 21.0843 3114 1 1053.5149 1.0223
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 754.3883 LFFDGR 76.1683 754.3891 21.4253 1518 1 754.3891 1.54
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1531.7791 IYIGANDYLNFTK 99.5667 1531.7840 19.5830 1512 2 766.3956 3.0623
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 1086.6530 43650.3196 17 16.88 None 1348.7048 TLVAQGFWPYGK 316.4887 1348.7002 17.5689 9427 2 674.8537 ‐3.8695
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1109.5950 LGEEGAPAIPR 129832.0000 1109.5944 20.6754 109536 2 555.3008 ‐1.1804
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1194.6001 TIEAYNIADGK 47074.7700 1194.6000 21.1457 96109 2 597.8036 ‐0.5967
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 40400.2000 1231.6097 21.7769 70427 2 616.3085 ‐0.6869
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1325.6736 LYSFGGELTPNK 14563.9400 1325.6724 16.5536 67023 2 663.3399 ‐1.1422
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1141.6364 APTLQGQWIK 9761.9980 1141.6353 24.7921 57956 2 571.3213 ‐1.5621
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1516.7067 WAQLPDPGDNFEK 39302.7800 1516.7061 27.3907 57759 2 758.8567 ‐0.2785
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1042.5164 LDEVGGPEAR 85896.5200 1042.5163 15.3666 56994 2 521.7618 ‐0.8056
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1532.7703 WTEVETTGAKPSAR 61234.5900 1532.7693 16.7968 53390 3 511.5946 ‐1.5424
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1014.5731 SVFAHAVVGK 20656.0400 1014.5729 18.7336 36408 2 507.7901 ‐0.9803
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 2212.0128 TFHSMASDENHVYVFGGVSK 3290.5760 2212.0165 24.9138 33911 4 553.7596 0.5741
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1677.8006 SYDTVTSEWTFLTK 16592.5300 1677.8014 19.7397 32008 2 839.4043 0.7973
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1340.6481 GWTAYTAATVDGK 9829.5000 1340.6497 23.6674 29908 2 670.8285 0.9276
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 990.5367 GGAGFAVVQGK 36747.0100 990.5367 19.1000 27022 2 495.7720 ‐0.8657
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1672.8078 WAQLPDPGDNFEKR 8021.4350 1672.8110 25.8138 21566 3 558.2752 1.76
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 826.3842 NFENFR 9705.2500 826.3851 18.9166 16996 2 413.6962 ‐0.1082
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1848.7923 DDYESNAVQFYDPASK 3893.1540 1848.7947 26.1704 8532 2 924.9010 2.0171
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1378.6161 TDDLYFYAVNSA 1529.5940 1378.6150 31.5068 22520 2 689.8111 ‐0.9874
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1146.6378 RGGAGFAVVQGK 4423.8850 1146.6397 17.1846 10500 2 573.8235 1.0181
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 3027.5283 GGTGPGPRSSHGIAAVGDKLYSFGGELTPN 163.7540 3027.5420 20.4950 5439 4 757.6410 4.1399
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 2431.2252 LGEEGAPAIPRGWTAYTAATVDGK 621.9940 2431.2275 40.6390 3837 2 1216.1174 2.63
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 2413.1929 GGTMNTPTRFRTIEAYNIADGK 825.1891 2413.1912 29.7226 1640 4 604.0532 ‐1.6408
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 874.6232 2348.1852 33.5459 1354 2 1174.5962 0.3486
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 530.3297 VVQGK 172.3736 530.3296 18.2064 10697 1 530.3296 ‐0.4089
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 828.4727 FAHAVVGK 5123.8710 828.4733 18.7836 4950 2 414.7403 ‐0.3292
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 996.5109 GEEGAPAIPR 1751.8930 996.5099 20.6742 3659 1 996.5099 0.4791
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1116.6008 VETTGAKPSAR 976.9421 1116.6003 15.8274 3589 2 558.8038 ‐1.0342
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 586.2944 GGPEAR 8901.2370 586.2944 15.3674 3536 1 586.2944 ‐0.0168
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 978.5003 GEEGAPAIPR 266.9984 978.5002 19.3516 3391 1 978.5002 1.68
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 836.4009 GGTGPGPRSS 83.9114 836.3963 20.6267 3216 1 836.3963 ‐4.6604
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 929.4323 DEVGGPEAR 1301.3780 929.4317 15.3754 2541 1 929.4317 0.5774
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 553.3457 PAIPR 10549.4400 553.3450 20.6718 2506 1 553.3450 ‐1.3319
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 617.3154 RGGAGFA 105.9894 617.3148 16.6720 2333 1 617.3148 ‐1.0017
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 601.3668 AVVQGK 61.8706 601.3689 20.6226 2278 1 601.3689 3.29
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1018.4476 PDPGDNFEK 393.6800 1018.4499 27.3896 2154 1 1018.4499 3.72
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 681.4042 GAPAIPR 4545.1080 681.4053 20.6720 1978 1 681.4053 1.81
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 814.4054 EVGGPEAR 459.4376 814.4033 15.3635 1480 1 814.4033 ‐1.7168
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 805.4567 GFAVVQGK 7820.9010 805.4561 19.0933 1353 1 805.4561 0.0982
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 796.3948 EVGGPEAR 226.9251 796.3963 16.8690 1052 1 796.3963 2.46



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1427.7053 DTVTSEWTFLTK 258.2010 1427.7106 20.2236 981 2 714.3590 3.59
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 927.5411 VFAHAVVGK 730.0779 927.5441 18.7227 884 2 464.2757 2.50
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1498.6961 WAQLPDPGDNFEK 466.0779 1498.6963 26.7762 2883 2 749.8518 0.1512
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1654.7972 WAQLPDPGDNFEKR 345.9975 1654.7968 26.1198 1191 3 552.2704 ‐0.9959
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1659.7901 SYDTVTSEWTFLTK 231.0438 1659.7997 18.3823 911 3 553.9381 5.1057
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 1177.5735 TIEAYNIADGK 480.0519 1177.5742 20.2427 10221 2 589.2907 0.0256
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 23143.8900 37065.3696 81 66.28 None 973.5102 GGAGFAVVQGK 119.8721 973.5033 18.1155 1320 1 973.5033 ‐5.7393
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1194.6001 TIEAYNIADGK 39871.1100 1194.6001 21.1390 93018 2 597.8037 ‐0.5033
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 45556.5700 1231.6097 21.7769 70427 2 616.3085 ‐0.6611
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1141.6364 APTLQGQWIK 16788.6800 1141.6353 24.7921 57956 2 571.3213 ‐1.5825
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1516.7067 WAQLPDPGDNFEK 35139.1200 1516.7061 27.3907 57759 2 758.8567 ‐0.1061
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1532.7703 WTEVETTGAKPSAR 33917.3600 1532.7695 16.7885 52254 3 511.5947 ‐1.4046
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1014.5731 SVFAHAVVGK 43416.2500 1014.5729 18.7336 36408 2 507.7901 ‐1.0661
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1325.6736 LYSFGGELTPNK 18314.7600 1325.6738 25.9191 31165 2 663.3405 ‐0.0576
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2212.0128 TFHSMASDENHVYVFGGVSK 6121.7350 2212.0160 24.8873 30269 4 553.7595 0.3193
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1340.6481 GWTAYTAATVDGK 10250.5400 1340.6497 23.6674 29908 2 670.8285 1.0094
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 990.5367 GGAGFAVVQGK 9280.2960 990.5367 19.1000 27022 2 495.7720 ‐0.9638
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1677.8006 SYDTVTSEWTFLTK 30621.0400 1677.8007 33.3526 24139 2 839.4040 0.6303
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1672.8078 WAQLPDPGDNFEKR 11857.8000 1672.8110 25.8138 21566 3 558.2752 1.1786
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 826.3842 NFENFR 18778.1700 826.3851 18.9166 16996 2 413.6962 ‐0.2907
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1378.6161 TDDLYFYAVNSA 1606.5310 1378.6149 31.5037 21796 2 689.8111 ‐0.9559
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2431.2252 LGEEGAPAIPRGWTAYTAATVDGK 411.8164 2431.2275 40.6390 3837 2 1216.1174 3.88
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2644.3267 WAQLPDPGDNFEKRGGAGFAVVQGK 481.4564 2644.3155 32.3364 2616 3 882.1100 ‐4.0526
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2692.2889 TIEAYNIADGKWAQLPDPGDNFEK 170.9732 2692.2669 30.4231 1882 3 898.0938 ‐7.9701
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2413.1929 GGTMNTPTRFRTIEAYNIADGK 579.9448 2413.1912 29.7226 1640 4 604.0532 ‐1.6304
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 761.9385 2348.1852 33.5459 1354 2 1174.5962 0.9485
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 2147.0417 IYIFGGRDENRNFENFR 591.1791 2147.0385 36.0561 911 2 1074.0229 0.2032
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 980.4684 EAYNIADGK 4966.0970 980.4674 21.1371 7816 1 980.4674 0.6759
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1116.6008 VETTGAKPSAR 409.8069 1116.6003 15.8274 3589 2 558.8038 ‐1.0676
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 711.3461 WAQLPD 59.5742 711.3415 25.0019 2929 1 711.3415 ‐5.8598
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1346.6910 TEVETTGAKPSAR 3804.7030 1346.6905 16.7884 2346 2 673.8489 ‐0.5458
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1018.4476 PDPGDNFEK 518.3884 1018.4499 27.3896 2154 1 1018.4499 4.0445
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1049.5262 SFGGELTPNK 1750.1560 1049.5193 25.9138 1714 1 1049.5193 ‐4.5903
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 851.4258 AYNIADGK 173.7210 851.4260 19.3481 1365 1 851.4260 1.59
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 927.5411 VFAHAVVGK 1144.4860 927.5441 18.7227 884 2 464.2757 2.1545
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 11211.6300 37065.3696 81 66.28 None 1654.7972 WAQLPDPGDNFEKR 511.9492 1654.7968 26.1198 1191 3 552.2704 ‐1.0219
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 1325.6736 LYSFGGELTPNK 32978.2900 1325.6724 16.5536 67023 2 663.3399 ‐1.3263
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 1677.8006 SYDTVTSEWTFLTK 29299.7200 1677.8014 19.7397 32008 2 839.4043 0.5331
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 1340.6481 GWTAYTAATVDGK 4262.9880 1340.6486 15.4896 10506 2 670.8279 ‐0.0495
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 3523.7056 IWVVYGFATSIVPGGKDDYESNAVQFYDPA 732.6962 3523.7153 21.7286 2959 3 1175.2433 4.83
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 924.4825 EWTFLTK 136.4078 924.4853 19.3081 8089 1 924.4853 3.50
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 1112.5623 TSEWTFLTK 167.1916 1112.5627 18.6687 2106 1 1112.5627 1.16
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3034.3240 37065.3696 81 66.28 None 1433.7828 IWVVYGFATSIVP 159.5203 1433.7757 23.4717 1784 2 717.3915 ‐5.1992
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1280.7685 VVAAGANPVLITR 97692.4300 1280.7676 15.3614 42476 2 640.8874 ‐1.0849
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1541.7693 EVELEDPVENIGAK 40150.1100 1541.7712 26.7549 40956 2 771.3892 1.79
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1736.8337 NLIEQAEQDYEKEK 39090.5800 1736.8368 27.5527 35245 3 579.6171 1.1190
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1199.6630 DLVGVLEDAIR 78457.8800 1199.6634 38.1531 30922 2 600.3353 ‐0.1734
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1505.7159 GYISPYFVTDSEK 9204.1520 1505.7180 27.4589 28490 2 753.3626 1.00
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1182.7093 LADLVGVTLGPK 49850.7100 1182.7100 17.8811 25926 2 591.8586 0.0827
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1043.5844 IVNDGVTVAR 35542.7500 1043.5837 16.8182 24601 2 522.2955 ‐1.4606
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1607.7759 ETSTIVGDGSTQDAVK 13349.0300 1607.7767 18.3938 23985 2 804.3920 0.7502
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1536.7614 YEDLMAAGIIDPTK 46848.8800 1536.7619 30.2364 23879 2 768.8846 0.4490
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4730.9780 2464.2591 34.0052 21519 3 822.0912 1.40
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 989.5150 EEVGLSLDK 26673.2900 989.5161 21.4869 19184 2 495.2617 0.2969
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1871.8592 SAENNLYVVEGMQFDR 4255.0080 1871.8575 29.8862 17878 2 936.4324 ‐0.1945
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAEAM 15809.4400 3179.4324 39.9507 17863 3 1060.4823 0.0090
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2264.4360 1700.8995 28.7338 14692 2 850.9534 0.0951
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 791.4662 ALSYPLK 1505.5650 791.4664 20.6869 7541 1 791.4664 0.9673
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 931.5095 GVVTLEEGK 2854.3370 931.5095 17.9529 6772 2 466.2584 ‐0.9333
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1479.6962 NLIEQAEQDYEK 12378.5600 1479.6954 26.8624 3831 2 740.3513 ‐0.5299
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 390.8257 2569.4193 50.7344 3098 2 1285.2133 4.61
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 928.4523 FGYNAATGK 148.7314 928.4374 26.5544 1109 1 928.4374 ‐14.8688
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1229.6848 LRVEDALNATK 283.6747 1229.6740 23.8837 2507 2 615.3406 ‐9.2375
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 942.4891 DPVENIGAK 223.3079 942.4862 25.3145 4826 1 942.4862 ‐1.7722
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1509.7067 IEQAEQDYEKEK 12999.6000 1509.7148 27.5680 2766 2 755.3610 5.71
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 676.3512 TLEEGK 74.3798 676.3480 17.0830 2617 1 676.3480 ‐4.5071
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 872.4836 GVLEDAIR 4861.0960 872.4841 38.1527 2580 1 872.4841 1.89
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 716.3937 LEDAIR 10412.7200 716.3934 38.1434 1719 1 716.3934 ‐0.0926
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1082.6317 AAGANPVLITR 2449.9500 1082.6283 15.3646 1471 1 1082.6283 ‐1.3531
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1172.5470 SPYFVTDSEK 1062.0530 1172.5469 27.4444 1134 1 1172.5469 2.0207
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 998.5881 DLVGVTLGPK 394.2836 998.5845 17.8797 966 1 998.5845 ‐2.1546
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 930.5003 VNDGVTVAR 4591.5000 930.4993 16.8158 945 1 930.4993 0.0588
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 731.4298 VGLSLDK 264.1382 731.4269 21.4190 934 1 731.4269 ‐3.5351
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1487.7053 GYISPYFVTDSEK 200.8141 1487.7136 26.7760 3290 3 496.5760 4.06
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1853.8487 SAENNLYVVEGMQFDR 248.1620 1853.8571 31.6304 2242 2 927.4322 5.72
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 913.4989 GVVTLEEGK 767.1229 913.4972 18.4591 965 1 913.4972 ‐0.7165
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 10898.5100 64208.4146 56 45.83 None 1719.8072 NLIEQAEQDYEKEK 227.1363 1719.8150 27.7473 1525 2 860.4111 4.24
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1199.6630 DLVGVLEDAIR 44438.0900 1199.6634 38.1531 30922 2 600.3353 ‐0.1640
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1505.7159 GYISPYFVTDSEK 13300.7100 1505.7180 27.4589 28490 2 753.3626 1.68



NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1043.5844 IVNDGVTVAR 18705.4900 1043.5837 16.8182 24601 2 522.2955 ‐1.5315
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1536.7614 YEDLMAAGIIDPTK 38640.6100 1536.7619 30.2364 23879 2 768.8846 0.6316
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 7641.8560 2464.2573 34.0004 19033 3 822.0906 0.3140
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 3179.4355 EVEDSELADVAAVSAGNNDEIGNMIAEAM 22245.8800 3179.4324 39.9507 17863 3 1060.4823 ‐0.2832
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1871.8592 SAENNLYVVEGMQFDR 5116.4810 1871.8572 29.8772 16726 2 936.4322 0.0001
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 1560.2840 1700.8991 28.7216 13021 2 850.9532 0.1598
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1280.7685 VVAAGANPVLITR 19237.9900 1280.7695 23.0968 12639 2 640.8884 0.4926
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 791.4662 ALSYPLK 1997.5590 791.4664 20.6869 7541 1 791.4664 1.1819
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1541.7693 EVELEDPVENIGAK 439.5334 1541.7671 32.9757 2838 2 771.3872 ‐1.1581
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1607.7759 ETSTIVGDGSTQDAVK 1241.4060 1607.7789 18.2560 939 2 804.3931 2.73
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 2819.5037 SQYLDDIAILTGATVIREEVGLSLDK 702.7096 2819.4670 42.8683 2388 3 940.4938 ‐12.6821
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1229.6848 LRVEDALNATK 491.9321 1229.6740 23.8837 2507 2 615.3406 ‐9.2127
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 812.4989 NPVLITR 115.3161 812.4989 22.2022 5830 1 812.4989 1.0959
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 831.4319 NDGVTVAR 12137.9900 831.4312 16.8159 3022 1 831.4312 0.2119
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1249.5947 EVELEDPVENI 219.4002 1249.5937 31.8508 1783 1 1249.5937 1.51
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 716.3937 LEDAIR 8349.6330 716.3934 38.1434 1719 1 716.3934 0.0946
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1172.5470 SPYFVTDSEK 1108.8870 1172.5469 27.4444 1134 1 1172.5469 2.42
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 930.5003 VNDGVTVAR 921.0986 930.4993 16.8158 945 1 930.4993 0.3241
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1487.7053 GYISPYFVTDSEK 264.9940 1487.7136 26.7760 3290 3 496.5760 4.39
NP_175945.1 chaperonin 60 subunit beta 1 Arabidopsis thaliana 4478.6200 64208.4146 56 45.83 None 1853.8487 SAENNLYVVEGMQFDR 260.4564 1853.8571 31.6304 2242 2 927.4322 5.29
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 266.3307 46628.5595 4 12.11 None 2192.0427 VSQMIEDAEPFEGEALLDAK 3955.3550 2192.0354 32.5590 15550 2 1096.5213 ‐2.0426
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 266.3307 46628.5595 4 12.11 None 2039.0808 VPVLETPEGPIFESNAIAR 1021.2140 2039.0737 32.0199 10685 2 1020.0405 ‐2.4303
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 266.3307 46628.5595 4 12.11 None 1166.6416 QTEAVPPVPTK 1044.0400 1166.6422 18.3061 1950 2 583.8247 ‐0.0014
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 266.3307 46628.5595 4 12.11 None 919.4884 QTEAVPPVP 82.3115 919.4844 19.2630 2060 2 460.2459 ‐5.2786
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 10103.9700 15824.4513 10 66.22 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 10103.9700 15824.4513 10 66.22 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAY 3804.7100 5030.3087 36.8798 56460 4 1258.3326 ‐2.1371
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 10103.9700 15824.4513 10 66.22 None 869.4403 FITPEGEL 116.7453 869.4401 39.8618 1211 1 869.4401 0.7260
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAY 6591.9620 5030.3092 36.8748 51983 4 1258.3328 ‐1.3742
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 Carbamidomethyl+C(27) 4445.0613 VVSGSVDQSDQSFLDDEQIGEGFVLTCAAY 326.1808 4445.0399 35.5508 1237 4 1112.0154 ‐3.5136
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 None 1868.0058 MASTALSSAIVGTSFIRR 747.9478 1867.9941 27.8661 5037 3 623.3362 ‐6.8379
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 Carbamidomethyl+C(8) 2981.4085 GEGFVLTCAAYPTSDVTIETHKEEDIV 200.8641 2981.3987 37.0354 6151 3 994.4711 ‐2.7989
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 None 1016.4935 FITPEGELE 88.0754 1016.4885 37.5402 1335 1 1016.4885 ‐3.1392
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 14204.1500 15824.4513 10 66.22 None 869.4403 FITPEGEL 147.3047 869.4401 39.8618 1211 1 869.4401 0.9689
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 8752.1590 2500.1856 32.4765 13453 2 1250.5964 0.3059
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 None 1742.7254 DSEYPSFVFDDYMK 8502.5290 1742.7247 33.8311 8973 2 871.8660 0.3508
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 None 2516.1464 GLDNLETEVEDVDWESTFYVR 943.0704 2516.1454 38.4644 7479 2 1258.5764 2.77
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 None 1713.8806 AHTDAGGIILLFQDDK 2529.5260 1713.8870 32.1428 6396 3 571.9672 3.0188
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 Carbamidomethyl+C(7) 1659.8233 VSNYPPCPKPEMIK 305.4350 1659.8198 26.1358 1430 2 830.4136 ‐1.5335
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 Carbamidomethyl+C(2) 1756.8357 TCQEQKFNDMLKSK 336.9546 1756.8349 20.1180 3396 2 878.9211 0.3590
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 None 2980.4105 HLPQSNLNDISDVSDEYRTAMKDFGK 857.9148 2980.4101 35.7970 905 3 994.1416 0.3609
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thalia 1230.1260 36411.2031 8 40.31 Carbamidomethyl+C(7) 1641.8128 VSNYPPCPKPEMIK 211.9772 1641.8100 27.1159 6923 2 821.4086 ‐1.1725
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 5445.5730 1190.5834 17.5913 26448 2 595.7954 ‐0.5065
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1444.7464 VLQAQDDIVNAMK 6693.7100 1444.7454 26.0516 26314 2 722.8763 ‐0.7647
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 26260.7200 1129.6413 19.7084 14655 2 565.3243 0.6658
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1973.0008 VLQAQDDIVNAMKEEAAK 990.4966 1972.9973 38.4817 3727 3 658.3373 ‐2.1487
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1588.7748 NDADASIQIQQMVR 377.8282 1588.7409 28.4747 1451 2 794.8741 ‐21.1369
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1838.8654 ANEISISSEEEFNIEK 569.6243 1838.8494 27.8480 1406 2 919.9283 ‐8.0609
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1553.8104 KKIDYSMQLNASR 197.8524 1553.8096 23.3892 5322 2 777.4085 ‐0.3764
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 1001.5738 KEKQVDVR 617.6055 1001.5746 17.8792 2481 2 501.2909 ‐0.0727
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 873.4789 EKQVDVR 66.9223 873.4760 16.1215 2578 2 437.2417 ‐4.3238
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 Carbamidomethyl+C(1) 978.4310 CENTLDAR 382.4502 978.4296 17.5971 1577 1 978.4296 ‐0.0310
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 514.2984 KEKQ 75.8001 514.2988 19.2362 1534 1 514.2988 0.5386
NP_176602.1 V type proton ATPase subunit E3 Arabidopsis thaliana 1778.7000 27370.2789 12 31.65 None 859.4342 AMKEEAAK 400.7128 859.4320 39.2633 1047 1 859.4320 ‐1.6230
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1676.7618 VANPIVEMDGDEMTR 28941.2800 1676.7614 26.7793 45023 2 838.8843 0.1023
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 2041.9964 DTYLNTEEFIDAVAAELK 227421.7000 2041.9939 43.4581 38139 2 1021.5006 ‐0.2337
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1355.6914 TIEAEAAHGTVTR 47943.2400 1355.6902 15.9940 33247 3 452.5682 ‐1.9238
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 62391.1400 1320.6457 18.6260 28099 2 660.8265 ‐0.8195
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1418.6257 AFADASMNTAYEK 27705.2000 1418.6252 20.8116 23635 2 709.8162 ‐0.4494
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1287.7559 LITPFVELDIK 14026.8100 1287.7584 20.7922 21304 2 644.3828 1.58
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(10) 1496.8407 LVPGWTKPICIGR 7913.7320 1496.8411 17.0015 20296 3 499.6185 ‐0.5950
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1797.8766 GGETSTNSIASIFAWTR 10107.6700 1797.8775 21.0734 18628 2 899.4424 1.0836
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1117.5789 YFDLGLPHR 5694.0410 1117.5837 16.9286 18212 2 559.2955 3.74
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 11483.2300 1156.5096 21.0234 17622 2 578.7584 ‐0.2450
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1789.8796 FKDIFQEVYEASWK 3191.6980 1789.8845 20.5170 17453 2 895.4459 3.96
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 2327.1401 DTYLNTEEFIDAVAAELKER 19088.2800 2327.1482 41.2284 11263 3 776.3876 3.99
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1546.7206 AFADASMNTAYEKK 2916.8650 1546.7198 19.0391 6327 3 516.2448 ‐1.3784
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLVCPD 1279.5420 3290.5372 44.9193 4820 3 1097.5173 1.22
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(14) 1773.9680 NILNGTVFREPIICK 371.0536 1773.9916 20.9164 1342 2 887.4994 13.8111
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1821.9076 DATDDKVTIESAEATKK 6809.4700 1821.9100 17.1901 17873 3 607.9748 0.7664
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1595.7601 SKYDAAGIWYEHR 2398.6670 1595.7630 21.9726 11919 3 532.5925 0.9994
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1693.8127 DATDDKVTIESAEATK 3763.9830 1693.8146 18.7269 10158 3 565.2764 0.4867
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 1507.7486 TDDKVTIESAEATK 150.1716 1507.7413 19.4796 3610 2 754.3743 ‐4.7944
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 Carbamidomethyl+C(7) 940.4346 GGYVWACK 335.1324 940.4325 21.0394 1347 1 940.4325 ‐1.0257
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 18121.5200 46088.4641 36 54.88 None 790.3631 WYEHR 97.0358 790.3640 21.9558 920 1 790.3640 1.52
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1676.7618 VANPIVEMDGDEMTR 27481.8300 1676.7614 26.7793 45023 2 838.8843 0.3570
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 2041.9964 DTYLNTEEFIDAVAAELK 158593.5000 2041.9939 43.4581 38139 2 1021.5006 0.2087
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1418.6257 AFADASMNTAYEK 17177.0500 1418.6253 20.7973 21710 2 709.8163 ‐0.2630
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 16851.3300 1156.5096 21.0234 17622 2 578.7584 ‐0.2578



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 2327.1401 DTYLNTEEFIDAVAAELKER 12800.2700 2327.1482 41.2284 11263 3 776.3876 3.66
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1380.6331 YDAAGIWYEHR 3946.7260 1380.6388 23.7832 6499 2 690.8231 4.0625
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1546.7206 AFADASMNTAYEKK 3855.9540 1546.7198 19.0391 6327 3 516.2448 ‐1.3854
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLVCPD 3335.7870 3290.5369 44.9058 1592 3 1097.5171 1.83
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1226.6086 LTMTFEGKDGK 123.4420 1226.5814 28.6584 2427 2 613.7943 ‐22.5727
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1762.8395 YFDLGLPHRDATDDK 522.0948 1762.8617 25.9736 1235 3 588.2921 11.37
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1595.7601 SKYDAAGIWYEHR 2367.5930 1595.7634 21.9653 11185 3 532.5927 1.21
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 1080.5030 LTMTFEGKDG 73.3539 1080.5045 29.1068 1354 1 1080.5045 3.68
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 Carbamidomethyl+C(7) 940.4346 GGYVWACK 262.4667 940.4325 21.0394 1347 1 940.4325 ‐0.7569
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 960.4686 GIWYEHR 114.4530 960.4643 25.2692 1016 2 480.7358 ‐5.5602
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 10060.3100 46088.4641 36 54.88 None 790.3631 WYEHR 121.2755 790.3640 21.9558 920 1 790.3640 1.93
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2754.8380 17542.0704 7 51.23 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 17124.9500 1824.9385 20.6576 23804 2 912.9729 0.5436
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2754.8380 17542.0704 7 51.23 None 1047.6085 FALLLDDLK 13739.0400 1047.6102 20.2466 10716 2 524.3087 0.8648
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2754.8380 17542.0704 7 51.23 None 3569.7758 APIAVGDVVPDGTISFFDENDQLQTASVHS 479.9344 3569.7716 21.5157 1979 3 1190.5954 0.2024
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2754.8380 17542.0704 7 51.23 None 2238.1136 VTVANVESGGEFTVSSADDILK 668.6650 2238.1104 33.9939 958 3 746.7083 ‐1.5030
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2754.8380 17542.0704 7 51.23 None 1547.7224 VTVANVESGGEFTVSS 917.7068 1547.7230 32.6196 22331 2 774.3651 0.5387
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2339.9040 17542.0704 7 51.23 Carbamidomethyl+C(14) 1824.9387 VILFGVPGAFTPTCSMK 15318.9700 1824.9385 20.6576 23804 2 912.9729 0.2459
NP_176773.1 thioredoxin dependent peroxidase 1 Arabidopsis thaliana 2339.9040 17542.0704 7 51.23 None 1047.6085 FALLLDDLK 13182.4400 1047.6102 20.2466 10716 2 524.3087 0.7439
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 Carbamidomethyl+C(8) 2531.2381 GNNILVMCDAYTPAGEPIPTNKR 1322.9210 2531.2435 27.8929 14132 3 844.4193 2.12
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLLQK 3296.2570 3415.7160 23.5870 11907 3 1139.2435 ‐0.1916
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 1111.5994 TLPGPVTDPSK 6752.3460 1111.5992 18.7379 6959 2 556.3033 ‐0.7718
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 1361.6080 EHISAYGEGNER 52909.5100 1361.6122 14.0186 6668 3 454.5423 2.0317
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 960.4785 DIVDAHYK 5293.4020 960.4781 16.4198 4795 2 480.7427 ‐1.3452
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 2252.1207 LTGHHETADINTFLWGVANR 1751.6240 2252.1102 24.2009 2362 2 1126.5588 ‐3.2245
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 1118.5800 VGRDTEKEGK 166.3595 1118.5672 17.9087 7634 2 559.7873 ‐12.0709
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 2706.3266 RPASNMDPYVVTSMIAETTLLWNP 1318.4090 2706.3063 33.5895 2571 3 902.7736 ‐7.0590
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 Carbamidomethyl+C(9) 2531.2381 RGNNILVMCDAYTPAGEPIPTNK 234.1610 2531.2243 37.8367 873 2 1266.1158 ‐3.5393
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 1745.8857 HAAAEIFANPDVIAEVP 170.1786 1745.8901 21.8311 2972 2 873.4487 3.0099
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 633.2991 DIVDAH 512.4581 633.3008 16.4251 1394 1 633.3008 2.13
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 1963.9661 LTGHHETADINTFLWGVA 527.7061 1963.9617 25.6653 1246 2 982.4845 ‐1.3295
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 Carbamidomethyl+C(9) 1058.5234 RGNNILVMC 132.6249 1058.5201 38.8935 1099 1 1058.5201 ‐1.5112
NP_176794.1 glutamine synthetase Arabidopsis thaliana 2667.3140 39321.2500 14 35.96 None 897.4676 PGPVTDPSK 119.4251 897.4623 18.6840 908 1 897.4623 ‐4.8508
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 950.4690 NLNTDAFR 24247.0400 950.4694 19.5919 42355 2 475.7383 ‐0.5825
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 Carbamidomethyl+C(9) 1206.5976 GPALWDIFCK 3267.6390 1206.6017 23.0263 6886 2 603.8045 2.01
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 876.4495 EDIQLMK 2505.1060 876.4520 20.4218 1276 1 876.4520 3.42
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 2152.1397 NVDHSAIGSQPLTAALPVYAK 967.6066 2152.1633 17.3571 7867 3 718.0593 10.01
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 2351.1244 NWITFNEPWVFAHAGYDVGK 1303.9480 2351.1223 26.3117 6874 4 588.5360 ‐1.8546
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 2099.0590 YKEDIQLMKNLNTDAFR 479.6200 2099.0666 32.2411 2798 3 700.3604 3.14
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 2132.1386 GVSQAGVKFYHDLIDELLK 1682.4860 2132.1540 24.1422 2123 3 711.3895 7.0375
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 723.3420 NTDAFR 3927.7870 723.3431 19.6227 6128 1 723.3431 1.53
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 706.3155 NTDAFR 445.1452 706.3164 18.5032 3958 1 706.3164 1.36
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 Carbamidomethyl+C(6) 981.4863 LWDIFCK 148.4792 981.4911 21.1364 1590 2 491.2492 3.93
NP_176802.1 beta glucosidase 22 Arabidopsis thaliana 559.1290 60180.0062 11 12.21 None 1046.6245 LTAALPVYAK 298.5255 1046.6195 17.3905 1021 2 523.8134 ‐5.5178
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 444013.0000 1548.8083 18.4577 3755009 2 774.9078 ‐0.3412
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 935.4945 IIGFDNTR 93932.9100 935.4946 21.5668 1599213 2 468.2509 ‐0.8941
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 178453.1000 2080.9958 20.7404 917858 3 694.3368 0.1703
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 907.4884 EVDYLIR 36699.5900 907.4887 23.6104 567363 2 454.2480 ‐0.6476
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1009.5102 EYPNAFIR 71456.8100 1009.5106 23.1706 451413 2 505.2589 ‐0.3915
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 914.4229 YWTMWK 34510.1700 914.4230 17.8393 414287 2 457.7151 ‐0.9347
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 68390.6500 1942.9699 19.3844 338215 2 971.9886 ‐0.8296
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1941.9692 FETLSYLPDLTDSELAK 192209.5000 1941.9670 34.7147 314019 2 971.4871 ‐0.2877
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1351.5662 EHGNSPGYYDGR 30046.7900 1351.5665 13.2704 22366 3 451.1937 ‐0.8162
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 924.5666 VWPPIGKK 10310.7400 924.5665 15.9834 7308 1 924.5665 1.1672
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 796.4716 VWPPIGK 1397.7000 796.4701 15.4257 2800 2 398.7387 ‐3.1439
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 921.4445 2830.4324 40.4188 3134 3 944.1490 ‐1.9820
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 2070.0641 KFETLSYLPDLTDSELAK 208188.5000 2070.0617 32.8074 547149 3 690.6921 ‐1.4330
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 2198.1591 KKFETLSYLPDLTDSELAK 35621.9800 2198.1595 30.6505 79266 3 733.3914 0.0830
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 2436.2226 SSAAFPATRKANNDITSITSNGGR 798.6669 2436.2186 20.7307 3054 3 812.7444 ‐1.5057
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(17) 2829.3771 ANNDITSITSNGGRVNCMQVWPPIGK 640.3774 2829.3879 25.0146 2693 3 943.8008 4.55
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 717.4042 PNAFIR 4715.7900 717.4039 23.1692 56134 1 717.4039 ‐0.0832
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 565.2803 TMWK 2755.1570 565.2805 17.8348 20411 1 565.2805 0.2018
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 556.6546 1781.8305 17.8258 11000 2 891.4189 ‐0.0819
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 730.3155 GYYDGR 159.6306 730.3152 13.8264 8713 1 730.3152 0.1116
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 510.2307 YDGR 83.7504 510.2297 13.8289 7913 1 510.2297 ‐2.3240
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1088.5470 PDLTDSELAK 553.6198 1088.5410 34.7085 7248 1 1088.5410 ‐3.7348
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 854.4294 FETLSYL 2220.5650 854.4270 34.7115 3659 1 854.4270 ‐1.9055
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 778.3995 HGFVYR 159.3026 778.4002 20.4956 2904 1 778.4002 1.96
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 709.3264 GFDNTR 182.6760 709.3261 22.9549 2729 1 709.3261 0.0136
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 982.5244 KFETLSYL 504.5716 982.5190 34.5891 2499 1 982.5190 ‐4.1505
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1020.5261 LEHGFVYR 136.3530 1020.5289 22.9992 2430 1 1020.5289 4.59
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 538.7911 1402.7002 18.4547 2422 1 1402.7002 0.5486
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1149.5687 ELEHGFVYR 214.9046 1149.5699 22.0602 1892 1 1149.5699 2.36
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 751.3596 WTMWK 72.4081 751.3625 16.9328 1637 1 751.3625 4.82
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 836.4189 FETLSYL 132.6920 836.4132 36.9610 1490 1 836.4132 ‐5.8961
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 679.2794 EHGNSPG 2397.6340 679.2800 13.2547 1427 1 679.2800 1.1869
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1080.5724 IAYKPPSFTG 323.2388 1080.5730 19.0316 1407 2 540.7901 ‐0.2251
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1407.6692 EFELEHGFVYR 351.2711 1407.6771 21.8715 1399 2 704.3422 5.35
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 210.2918 1338.6649 17.2131 1325 2 669.8361 ‐5.7524
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1427.7569 ISFIAYKPPSFTG 209.3024 1427.7498 20.5255 841 2 714.3785 ‐5.0662



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 1333.5556 EHGNSPGYYDGR 955.3091 1333.5567 14.9943 8027 2 667.2820 0.5935
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 991.4996 EYPNAFIR 69.4871 991.5029 22.4826 2741 1 991.5029 4.67
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 87575.8700 20501.3116 83 79.44 None 896.4124 YWTMWK 94.5946 896.4103 17.8338 1202 2 448.7088 ‐3.3096
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 935.4945 IIGFDNTR 143643.2000 935.4946 21.5654 1590253 2 468.2509 ‐1.0205
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 1009.5102 EYPNAFIR 82782.6800 1009.5106 23.1686 448904 2 505.2589 ‐0.4938
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 1941.9692 FETLSYLPDLTDSELAK 127133.2000 1941.9669 34.7141 311395 2 971.4871 0.0715
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 36700.9600 2080.9950 35.9817 70990 3 694.3365 ‐0.3564
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 553.8007 2830.4324 40.4188 3134 3 944.1490 ‐2.2132
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 2070.0641 KFETLSYLPDLTDSELAK 183637.0000 2070.0617 32.8074 547149 3 690.6921 ‐1.5314
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 2198.1591 KKFETLSYLPDLTDSELAK 41340.7700 2198.1592 30.6267 72641 3 733.3913 ‐0.1826
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 663.5356 2444.1921 40.2919 3828 2 1222.5997 ‐6.6278
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 822.4104 IGFDNTR 6196.4190 822.4091 21.5710 128545 1 822.4091 ‐0.5743
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 652.3049 FDNTR 7785.2250 652.3040 21.5856 19052 1 652.3040 ‐1.0911
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 1088.5470 PDLTDSELAK 590.1820 1088.5410 34.7085 7248 1 1088.5410 ‐3.4120
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 763.3832 TDSELAK 75.6173 763.3844 32.8173 6140 1 763.3844 2.48
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 1088.5470 PDLTDSELAK 2090.6050 1088.5422 30.6268 3380 1 1088.5422 ‐2.2946
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 1201.6311 LPDLTDSELAK 188.5800 1201.6248 34.7162 1815 1 1201.6248 ‐2.6252
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 880.4676 YPNAFIR 157.3252 880.4671 23.1848 1749 1 880.4671 0.7855
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 25406.5500 20501.3116 83 79.44 None 991.4996 EYPNAFIR 182.2266 991.5013 23.1661 21527 2 496.2543 0.7153
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 349650.3000 1548.8083 18.4577 3755009 2 774.9078 ‐0.5761
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 256599.0000 2080.9958 20.7404 917858 3 694.3368 0.4303
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 914.4229 YWTMWK 53201.1400 914.4230 17.8393 414287 2 457.7151 ‐1.0253
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 129515.2000 1942.9699 19.3844 338215 2 971.9886 ‐1.1542
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 935.4945 IIGFDNTR 38717.0500 935.4940 14.8610 26829 2 468.2506 ‐1.6026
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 1619.0470 2830.4374 23.9844 12319 3 944.1506 0.0875
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 924.5666 VWPPIGKK 10322.6600 924.5665 15.9834 7308 1 924.5665 0.8362
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1009.5102 EYPNAFIR 22896.9800 1009.5105 15.5062 4581 2 505.2589 ‐0.5974
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 796.4716 VWPPIGK 2683.7100 796.4701 15.4257 2800 2 398.7387 ‐3.2077
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 2198.1591 KKFETLSYLPDLTDSELAK 15153.1700 2198.1622 18.3283 57947 3 733.3923 1.16
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 2070.0641 KFETLSYLPDLTDSELAK 5882.7220 2070.0650 19.3268 28915 3 690.6932 0.4346
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1925.9868 EYPNAFIRIIGFDNTR 917.7606 1925.9971 18.8114 14956 3 642.6706 5.1788
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 2958.5346 KFETLSYLPDLTDSELAKEVDYLIR 3483.7830 2958.5403 23.3296 13539 4 740.3905 1.82
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 467.2593 2323.1439 19.7112 4283 2 1162.0756 5.07
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 751.3596 WTMWK 11933.2700 751.3594 17.8435 39204 1 751.3594 ‐0.0985
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 15235.5100 1225.5856 18.4574 21694 1 1225.5856 ‐0.1824
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 565.2803 TMWK 2759.0200 565.2805 17.8348 20411 1 565.2805 ‐0.1134
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 709.3264 GFDNTR 1452.7320 709.3255 14.8600 6375 1 709.3255 ‐1.1729
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 588.6572 1062.4910 18.4452 4463 1 1062.4910 ‐0.1013
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 602.9590 1190.5479 18.4562 4146 1 1190.5479 ‐0.8562
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1110.6194 KKFETLSYL 341.4931 1110.6164 19.1285 3378 1 1110.6164 ‐1.1897
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(4) 1030.5027 QVQCISFIA 111.7797 1030.5032 20.8988 3020 1 1030.5032 1.01
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1020.5261 LEHGFVYR 179.7020 1020.5289 22.9992 2430 1 1020.5289 3.06
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1227.6408 FIAYKPPSFTG 259.0552 1227.6486 19.1466 2336 2 614.3279 5.09
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 822.4104 IGFDNTR 1976.4540 822.4101 14.8612 2241 1 822.4101 0.0206
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 1425.6797 EFELEHGFVYR 210.5349 1425.6720 22.2952 1264 1 1425.6720 ‐2.7903
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 311.8273 1338.6725 19.3590 1020 1 1338.6725 2.59
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis th 67526.6200 20501.3116 83 79.44 None 896.4124 YWTMWK 85.1810 896.4103 17.8338 1202 2 448.7088 ‐3.3961
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 2222.1049 VGLDVFEEEPFMKPGLADTK 14401.6200 2222.1055 34.1107 30982 3 741.3733 0.1503
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1109.5296 IVEADEFMR 5303.3090 1109.5308 24.1862 17598 2 555.2690 0.4294
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1490.8213 GPVIDEAALVEHLK 5146.4880 1490.8216 29.0846 17376 3 497.6121 ‐0.7065
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1449.7948 EADLISLHPVLDK 13819.8200 1449.7951 28.0456 15048 3 483.9365 ‐0.7300
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1415.7675 EGMATLAALNVLGR 13111.0400 1415.7732 20.0281 14116 2 708.3902 3.05
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1021.4983 ASSMEEVLR 10018.9200 1021.4989 20.9288 13211 2 511.2531 ‐0.1656
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 11969.1600 2817.4990 43.8828 11753 3 939.8378 0.4643
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 2013.9335 AFSNMAVGYNNVDVEAANK 6820.0030 2013.9296 25.7381 11636 2 1007.4684 ‐0.9303
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 1557.9290 1373.7001 18.9001 9314 2 687.3537 0.2967
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1306.7478 NAIVVPHIASASK 3850.9780 1306.7471 21.8681 8299 2 653.8772 ‐0.8477
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1014.5691 GQTVGVIGAGR 19490.6400 1014.5694 17.3110 7803 2 507.7883 ‐0.5137
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 Carbamidomethyl+C(1) 2426.1545 CDGVIGQLTEDWGETLFSALSK 220.6333 2426.2192 22.2182 1983 3 809.4113 26.8225
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 810.4468 PHIASASK 119.2864 810.4504 19.3776 2214 1 810.4504 5.20
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 897.3771 EADEFMR 2522.4690 897.3779 24.1728 1994 1 897.3779 1.66
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1293.6070 GYNNVDVEAANK 541.5746 1293.6002 26.6016 899 2 647.3037 ‐5.5804
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 1288.7372 NAIVVPHIASASK 433.6485 1288.7345 21.3489 1228 2 644.8709 ‐2.4097
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4208.1150 42476.0530 35 47.67 None 997.5425 GQTVGVIGAGR 145.3900 997.5366 17.9705 4363 1 997.5366 ‐4.5375
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 2222.1049 VGLDVFEEEPFMKPGLADTK 10370.2300 2222.1055 34.1107 30982 3 741.3733 0.0253
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1109.5296 IVEADEFMR 2670.5830 1109.5308 24.1862 17598 2 555.2690 0.3924
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1490.8213 GPVIDEAALVEHLK 6250.5900 1490.8216 29.0846 17376 3 497.6121 ‐0.7037
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1449.7948 EADLISLHPVLDK 6015.6580 1449.7951 28.0456 15048 3 483.9365 ‐0.7201
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1021.4983 ASSMEEVLR 9593.6230 1021.4989 20.9288 13211 2 511.2531 ‐0.2478
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 2013.9335 AFSNMAVGYNNVDVEAANK 4770.5470 2013.9296 25.7381 11636 2 1007.4684 ‐0.5023
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1306.7478 NAIVVPHIASASK 3148.9650 1306.7471 21.8681 8299 2 653.8772 ‐0.7833
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1014.5691 GQTVGVIGAGR 22731.8900 1014.5694 17.3110 7803 2 507.7883 ‐0.5995
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 3111.8900 2817.5029 43.8643 2671 3 939.8392 1.39
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1858.9956 WTREGMATLAALNVLGR 357.0830 1858.9548 27.0699 10457 3 620.3231 ‐22.5036
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 841.3947 MMVEGFK 702.0905 841.4111 24.2019 3859 1 841.4111 20.6963
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 1663.8149 MNLIYFDLYQSTR 345.3661 1663.8340 35.6549 1597 2 832.4206 12.0968
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 897.3771 EADEFMR 1797.8640 897.3779 24.1728 1994 1 897.3779 2.1798
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 2515.1340 42476.0530 35 47.67 None 950.4612 SSMEEVLR 95.8290 950.4643 22.1159 1785 1 950.4643 4.72
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 687.1611 42476.0530 35 47.67 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAAR 3361.3170 2817.5033 24.3335 14123 3 939.8393 2.72



NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 687.1611 42476.0530 35 47.67 None 1415.7675 EGMATLAALNVLGR 8600.2590 1415.7732 20.0281 14116 2 708.3902 3.59
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 687.1611 42476.0530 35 47.67 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 1907.3000 1373.7001 18.9001 9314 2 687.3537 0.1017
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 687.1611 42476.0530 35 47.67 None 1663.8149 MNLIYFDLYQSTR 2029.3910 1663.8137 20.6733 8262 2 832.4105 ‐0.5861
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1648.7377 FDVEVFDSADDYVK 4529.4720 1648.7401 31.6332 7600 2 824.8737 1.58
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1148.5906 LSGTGSEGATIR 14310.4300 1148.5915 15.2580 7021 2 574.7994 0.2295
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1540.8217 DSQDALGPLVDVALK 988.5673 1540.8178 33.5533 5267 2 770.9125 ‐2.4236
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1043.6095 LVTVEDIVR 3059.7230 1043.6049 27.4217 3879 2 522.3061 ‐5.2466
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1359.6063 YDYENVDATAAK 1651.9260 1359.6080 19.0175 3648 2 680.3076 1.0410
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1031.5480 GATLVVSGDGR 2325.2380 1031.5465 17.3905 3174 2 516.2769 ‐2.2531
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1486.7424 LYIEQYEKDASK 428.6266 1486.7495 33.7452 1631 2 743.8784 4.21
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 1749.8905 VDISTIGITSFEGPEGK 1345.7010 1749.8781 32.2234 2068 2 875.4427 ‐6.5800
NP_177230.1 phosphoglucomutase Arabidopsis thaliana 601.4307 63710.1934 9 17.95 None 2020.9572 FDVEVFDSADDYVKLMK 1345.1550 2020.9571 35.9758 2583 2 1010.9822 0.9337
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 None 1310.6297 VLEGDLMNEYK 3975.1050 1310.6296 24.9012 24856 2 655.8185 ‐0.3321
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 None 1197.5634 EIDEHLLAEE 21689.8200 1197.5627 24.0727 21212 2 599.2850 ‐1.0966
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 None 960.5248 LETEVEIK 20084.7900 960.5242 19.9156 11061 2 480.7657 ‐1.5616
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 None 1238.6779 SFAFTLQVTPK 730.4601 1238.6836 30.6133 3052 2 619.8455 4.1616
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 Carbamidomethyl+C(15) 3507.7200 ISEEVAHPETLLQFCVEISKEIDEHLLAEE 299.3336 3507.6222 30.6965 1215 3 1169.8789 ‐26.5428
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 Carbamidomethyl+C(9) 2049.9447 ATPDKIHGCELHEGDWGK 1141.6030 2049.9441 18.8604 3430 4 513.2415 ‐1.5404
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 2774.1630 18003.4241 7 49.37 Oxidation+M(7) 2546.2847 VLEGDLMNEYKSFAFTLQVTPK 364.6035 2546.2801 23.0702 1124 3 849.4316 ‐1.5286
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 670.0193 23520.9996 10 33.80 None 1374.7012 NWSVPESLTSVR 4396.2900 1374.7043 28.7018 8743 2 687.8558 2.0925
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 670.0193 23520.9996 10 33.80 None 1593.8483 ALVDELEALENHLK 1406.9030 1593.8507 36.5878 8055 3 531.9551 0.7469
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 670.0193 23520.9996 10 33.80 Carbamidomethyl+C(12) 1787.8745 VAVGAPDVLGDCPFSQR 3139.4520 1787.8738 29.0173 11086 2 894.4405 0.1527
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 670.0193 23520.9996 10 33.80 None 1142.6608 IFGAFVTFLK 1689.1290 1142.6334 22.3595 1804 2 571.8203 ‐24.6170
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 670.0193 23520.9996 10 33.80 None 3520.7190 DANDGSEKALVDELEALENHLKTHSGPFVA 1172.6390 3520.7396 40.0610 5007 3 1174.2514 7.1675
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 778.8894 23520.9996 10 33.80 None 1593.8483 ALVDELEALENHLK 1616.5140 1593.8507 36.5878 8055 3 531.9551 0.7316
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 778.8894 23520.9996 10 33.80 None 1127.6671 ITAVDLSLAPK 2857.5230 1127.6679 26.5531 5457 2 564.3376 0.0745
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 778.8894 23520.9996 10 33.80 None 1374.7012 NWSVPESLTSVR 3782.7610 1374.6979 20.4144 2316 2 687.8526 ‐2.5146
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 778.8894 23520.9996 10 33.80 Carbamidomethyl+C(12) 1787.8745 VAVGAPDVLGDCPFSQR 3908.6090 1787.8738 29.0173 11086 2 894.4405 0.4645
NP_177662.1 glutathione S transferase DHAR2 Arabidopsis thaliana 778.8894 23520.9996 10 33.80 None 1357.6747 NWSVPESLTSVR 145.6855 1357.6727 19.1411 1404 2 679.3400 ‐1.5754
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1563.8013 AVVQVFEGTSGIDNK 17757.7100 1563.8008 25.5859 24869 2 782.4040 ‐0.1754
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 4884.8060 2178.1468 19.0263 24368 3 726.7204 ‐1.1026
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2535.6690 2469.1990 22.7195 18707 2 1235.1031 1.00
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1912.8786 GYPGYMYTDLATIYER 7652.0290 1912.8735 33.3448 17669 2 956.9404 ‐1.8497
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1088.5769 TPVSLDMLGR 5878.1950 1088.5775 27.1311 16265 2 544.7924 ‐0.0785
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1034.5629 YQEIVNIR 6443.3670 1034.5627 22.2112 15952 2 517.7850 ‐1.0214
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1073.5473 GQVLEVDGEK 16376.7000 1073.5476 17.8493 10522 2 537.2774 ‐0.4756
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1187.5514 FVMQGAYDTR 6214.7940 1187.5517 21.1235 6334 2 594.2795 ‐0.2737
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1368.8097 TVSGVAGPLVILDK 6965.6730 1368.8089 31.3272 5429 2 684.9081 ‐0.8036
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1689.9323 NIFQSLDLAWTLLR 1865.8150 1689.9332 25.5498 4669 2 845.4702 0.9436
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 1240.5580 1702.8393 17.4844 4418 2 851.9233 2.41
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1715.9327 VTLFLNLANDPTIER 1181.7120 1715.9358 34.0394 3129 2 858.4715 2.22
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1369.7362 FTTVQFTGEVLK 1692.1990 1369.7386 29.1924 3073 2 685.3729 1.51
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 5680.6520 2772.4014 40.7899 13329 3 924.8053 1.00
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1229.6484 RGQVLEVDGEK 1813.6250 1229.6450 16.1306 5449 2 615.3261 ‐3.2355
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 Carbamidomethyl+C(13) 4201.1308 IALTTAEYLAYECGKHVLVILTDMSSYADALR 1461.2360 4201.0950 38.6872 1964 4 1051.0292 ‐7.9519
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 2782.3750 TYPEEMIQTGISTIDVMNSIARGQK 1088.5030 2782.3902 24.6181 1221 3 928.1349 5.16
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 2774.4319 RGQVLEVDGEKAVVQVFEGTSGIDNK 817.2548 2774.4486 23.9422 1088 3 925.4877 6.82
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 743.4410 EIVNIR 268.4015 743.4416 20.2760 21702 1 743.4416 1.16
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1067.5004 FEGTSGIDNK 365.5769 1067.5014 26.7535 16848 1 1067.5014 2.37
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 898.4265 ANDPTIER 216.3735 898.4239 32.4580 2571 1 898.4239 ‐1.8386
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 860.4512 YQEIVNI 108.1958 860.4540 22.8455 1651 1 860.4540 4.0942
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1070.5663 TPVSLDMLGR 165.2485 1070.5694 28.2530 3302 2 535.7883 2.1255
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1055.5368 GQVLEVDGEK 221.2672 1055.5300 17.2875 1927 1 1055.5300 ‐4.7936
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2178.6090 54221.7466 54 47.74 None 1016.5524 YQEIVNIR 134.6537 1016.5582 20.4420 1131 2 508.7827 4.65
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1563.8013 AVVQVFEGTSGIDNK 20149.3600 1563.8008 25.5859 24869 2 782.4040 0.0212
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1912.8786 GYPGYMYTDLATIYER 8989.0550 1912.8735 33.3448 17669 2 956.9404 ‐1.4736
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1088.5769 TPVSLDMLGR 4682.6170 1088.5775 27.1311 16265 2 544.7924 ‐0.1263
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1034.5629 YQEIVNIR 12020.0300 1034.5627 22.2112 15952 2 517.7850 ‐1.0969
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 1942.5110 1702.8363 28.4678 12181 2 851.9218 1.0301
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1187.5514 FVMQGAYDTR 8796.4160 1187.5517 21.1235 6334 2 594.2795 ‐0.2705
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1368.8097 TVSGVAGPLVILDK 9743.1660 1368.8089 31.3272 5429 2 684.9081 ‐0.7073
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 2340.1857 AVVGEEALSSEDLLYLEFLDK 1064.7380 2340.1777 39.5216 3862 2 1170.5925 ‐1.2463
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1419.6387 TLDQFYSRDSTS 175.3523 1419.6710 23.6529 6421 2 710.3391 22.7687
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 2695.3144 KDHSDVSNQLYANYAIGKDVQAMK 226.4119 2695.3555 30.1668 4638 3 899.1233 15.4430
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 3999.0056 GSITQIPILTMPNDDITHPTPDLTGYITEGQI 378.1561 3998.9035 36.4316 2777 3 1333.6393 ‐24.0976
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 2765.8740 2772.4012 40.7880 12187 3 924.8053 1.21
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1229.6484 RGQVLEVDGEK 1062.0970 1229.6408 15.9704 2362 2 615.3240 ‐6.6660
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 Carbamidomethyl+C(13) 4201.1308 IALTTAEYLAYECGKHVLVILTDMSSYADALR 1090.1650 4201.0950 38.6872 1964 4 1051.0292 ‐7.4892
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1067.5004 FEGTSGIDNK 500.8878 1067.5014 26.7535 16848 1 1067.5014 2.88
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 Carbamidomethyl+C(13) 1684.8251 IALTTAEYLAYECGK 489.8569 1684.8191 30.4814 1272 2 842.9132 ‐2.9179
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1016.5524 YQEIVNIR 167.1383 1016.5582 20.4420 1131 2 508.7827 4.17
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1823.1880 54221.7466 54 47.74 None 1017.5364 YQEIVNIR 168.3750 1017.5325 21.5068 6550 2 509.2699 ‐4.6717
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 5135.7110 2178.1468 19.0263 24368 3 726.7204 ‐0.8354
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2633.1280 2469.1990 22.7195 18707 2 1235.1031 0.9558
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 1715.9327 VTLFLNLANDPTIER 2704.2940 1715.9338 20.0434 12767 2 858.4706 0.8583
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 1689.9323 NIFQSLDLAWTLLR 2767.2990 1689.9332 25.5498 4669 2 845.4702 0.6766
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 1516.9970 1702.8393 17.4844 4418 2 851.9233 2.42
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 1563.8013 AVVQVFEGTSGIDNK 1878.0800 1563.8046 18.7436 4320 3 521.9397 1.85
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 3999.0056 GSITQIPILTMPNDDITHPTPDLTGYITEGQI 460.7683 3998.9886 22.0177 3091 3 1333.6677 ‐1.9859



NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 2022.9879 KDHSDVSNQLYANYAIGK 265.5190 2023.0381 17.2605 2953 3 675.0175 24.7310
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 2618.3308 GQVLEVDGEKAVVQVFEGTSGIDNK 664.7629 2618.3382 21.4108 7677 3 873.4509 3.95
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 4127.1005 KGSITQIPILTMPNDDITHPTPDLTGYITEGQ 826.9802 4127.0831 21.2794 6525 4 1032.5262 ‐3.7371
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 642.4749 54221.7466 54 47.74 None 1623.8377 LTGYITEGQIYIDR 115.2067 1623.8354 21.2797 10659 2 812.4213 ‐1.3829
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1352.6441 SASGNVVVYEGDR 33078.0200 1352.6440 18.3135 14148 2 676.8256 ‐0.2816
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1422.7223 SQPIPAENNEPVK 8989.6800 1422.7219 17.4503 8722 2 711.8646 ‐0.4281
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1192.5692 SADSATEVVGEK 4274.0320 1192.5698 15.4796 4196 2 596.7886 0.0327
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1701.8339 AMMFVNFTGATAEALK 1694.0830 1701.8297 27.0082 2430 2 851.4185 ‐2.0409
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 2353.3013 LAPILDEVALSFQNDPSVIIAK 547.7874 2353.2990 23.1248 4786 3 785.1045 ‐0.9449
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 976.4582 IDASEEANK 479.7320 976.4806 18.6759 4397 1 976.4806 24.3042
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1029.6091 NVVAVGVFPK 1790.8190 1029.6063 25.4828 4082 2 515.3068 ‐3.5290
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1980.9913 EFVLTLDHSNFTETISK 1047.7250 1980.9901 35.0093 3765 3 661.0015 ‐0.9703
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1605.8595 AASELSSHNPPLALAK 763.4081 1605.8727 19.3336 3686 2 803.4400 8.29
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 903.5298 IQGFPTLK 137.5867 903.5462 26.8614 1113 2 452.2767 17.0492
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1773.9355 ILRNGGKSVQDYNGPR 161.2778 1773.9231 24.4091 974 2 887.4652 ‐6.4423
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1163.5804 KSVQDYNGPR 90.5346 1163.5773 22.9606 4132 2 582.2923 ‐3.1728
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1050.5215 NVVVYEGDR 229.0403 1050.5220 19.6268 833 1 1050.5220 2.1734
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 1374.6430 56649.6896 14 25.20 None 1404.7118 SQPIPAENNEPVK 251.4479 1404.7076 19.4245 1065 2 702.8574 ‐3.1267
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1341.6321 FGNFSIESESPK 1335.7830 1341.6309 24.7175 12845 2 671.3191 ‐1.1468
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1346.7791 SPLLLQSNPIHK 3937.9680 1346.7780 15.6629 7036 2 673.8927 ‐0.9840
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 835.4560 EFIEAVK 8221.0470 835.4544 20.5114 3668 2 418.2309 ‐3.0167
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1748.7762 GVEFEYREEDFSNK 2462.2950 1748.7803 23.4253 3658 3 583.5983 1.44
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1811.9174 SLPDSEKIVAYAAEYR 966.2229 1811.9020 22.4583 6382 2 906.4546 ‐7.8936
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 2024.0488 FGNFSIESESPKLIAWAK 1058.2980 2024.0611 19.9565 3790 2 1012.5342 7.0937
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1156.5633 EKGVEFEYR 533.5966 1156.5640 18.7913 977 2 578.7856 0.0065
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 715.6888 25120.5464 8 30.88 None 1323.6216 FGNFSIESESPK 946.3627 1323.6195 22.9536 1723 2 662.3134 ‐1.8532
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 951.5258 GTVTFAVTR 18317.4700 951.5256 20.9574 29791 2 476.2664 ‐1.1978
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 960.4686 WIWDANR 21054.9500 960.4680 17.4830 19880 2 480.7376 ‐1.5930
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 2397.5350 2690.2540 16.2260 11149 3 897.4229 1.11
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 9930.9200 1311.8079 22.8805 6625 2 656.4076 0.4505
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 1477.7030 NNPVGDNSTLSFGR 127.4323 1477.6845 22.5599 7279 2 739.3459 ‐12.4944
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 1313.6848 INYNGTISYLR 272.0912 1313.6554 24.2630 3642 2 657.3313 ‐22.7201
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 3960.8796 LGSDGSLKAFSYFPAATYLEWEETFAFFSNY 1873.2950 3960.8873 24.6933 1111 3 1320.9673 3.94
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 694.3883 TFAVTR 8416.7220 694.3874 20.9467 3545 1 694.3874 ‐0.8322
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 1135.5378 VGDNSTLSFGR 124.3989 1135.5349 21.6126 973 2 568.2711 ‐3.1599
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 793.4567 VTFAVTR 495.5784 793.4584 20.9477 966 1 793.4584 2.69
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 1296.6583 INYNGTISYLR 137.2349 1296.6641 22.2131 3413 2 648.8357 4.1751
NP_178003.1 D mannose binding lectin protein with Apple like carbohydrate b 1090.3920 51278.9025 12 19.12 None 1460.6764 NNPVGDNSTLSFGR 331.6571 1460.6781 23.1605 1698 2 730.8427 1.1396
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 2287.0513 VVNEGGYTDYSPIEYNPDVR 7920.1390 2287.0421 26.9889 28770 2 1144.0247 ‐2.5739
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1098.5136 IEGADSFMTK 13319.8000 1098.5143 21.2162 25868 2 549.7608 ‐0.0071
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1185.5687 GFVPFSDNFR 5320.9670 1185.5711 18.4042 16576 2 593.2892 1.07
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 Carbamidomethyl+C(9) 1178.5511 GLLGWDETCK 2653.3400 1178.5519 26.8275 10116 2 589.7796 0.1974
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 Carbamidomethyl+C(5)
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1114.6143 LVLYYTTNK 1114.4880 1114.6222 15.5415 3702 2 557.8147 6.19
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1876.9473 LSPSVNANGPYSLVMEAK 212.8940 1876.9328 21.7921 3623 3 626.3158 ‐8.2309
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1882.9262 TPKPIGYYEYEFFTK 154.0089 1882.9620 29.2655 3438 3 628.3255 18.5339
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1745.8718 AQESTLRWVWEANR 894.8145 1745.8655 15.9899 4584 3 582.6267 ‐4.1932
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 Carbamidomethyl+C(22) 2627.1236 IEGADSFMTKYNGGSTTTESACGDK 848.5317 2627.1012 21.0012 3818 4 657.5308 ‐9.2666
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 Carbamidomethyl+C(5) 681.3389 GFGLCK 81.0203 681.3415 24.6929 5005 1 681.3415 4.1133
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 985.4295 EGADSFMTK 612.0026 985.4271 21.2383 1471 1 985.4271 ‐1.0789
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1167.5582 GFVPFSDNFR 132.1494 1167.5612 20.4766 1664 1 1167.5612 4.29
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1168.5422 GFVPFSDNFR 109.1510 1168.5386 19.1440 3823 2 584.7729 ‐3.6558
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1097.5877 LVLYYTTNK 529.5181 1097.5930 15.8175 996 2 549.3001 4.1081
NP_178007.1 curculin like mannose binding lectin family protein Arabidopsis t 918.7697 49935.8041 16 22.57 None 1859.9208 LSPSVNANGPYSLVMEAK 382.7098 1859.9186 22.4304 759 3 620.6444 ‐1.6380
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 1801.9344 NIIHFYNLANQAVER 3033.4380 1801.9367 17.6714 12275 3 601.3171 0.9629
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVALPP 3586.6200 3736.8226 24.0397 9975 3 1246.2790 1.30
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 883.4672 LGDLFYR 8537.1410 883.4670 16.5637 5459 2 442.2372 ‐1.3710
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 770.3832 GDLFYR 305.8264 770.3807 16.5610 1732 1 770.3807 ‐2.8536
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 998.5339 VALPPDAMGK 441.1556 998.5304 25.4172 1554 1 998.5304 ‐2.4393
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 560.5559 69154.7867 7 13.00 None 1821.9350 NTLMNHLVALPPDAMGK 302.8480 1821.9256 24.7537 1245 2 911.4664 ‐4.8288
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1573.8432 GVTTIIGGGDSVAAVEK 50820.6100 1573.8432 16.2688 32344 2 787.4252 ‐0.0401
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 14292.7400 2266.1741 21.6959 27846 2 1133.5907 ‐1.0271
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1749.0269 LVAGLPEGGVLLLENVR 19369.6400 1749.0280 21.2046 27490 2 875.0176 0.8596
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1539.8992 GVSLLLPTDVVIADK 4640.4920 1539.9025 20.3300 18303 2 770.4549 1.82
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1753.8618 TIIWNGPMGVFEFDK 5292.4410 1753.8634 21.9238 8217 2 877.4353 1.1376
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1074.6306 KPFAAIVGGSK 2963.2440 1074.6321 13.8537 5327 2 537.8197 0.5109
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 10627.6600 2370.2939 20.6598 11887 3 790.7695 1.76
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 751.3365 2157.1686 16.9757 1575 3 719.7277 ‐3.4085
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 844.4411 DIGPDSIK 984.2137 844.4430 21.9016 1379 1 844.4430 2.41
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 2352.2809 GVSLLLPTDVVIADKFAPDANSK 252.5094 2352.2887 20.2645 2676 2 1176.6480 4.61
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 11 27.68 None 1555.8326 GVTTIIGGGDSVAAVEK 380.9528 1555.8375 17.2823 2480 3 519.2840 2.89
NP_178093.1 NADP malic enzyme 4 Arabidopsis thaliana 461.6663 71502.8696 4 8.36 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 11831.5000 1784.9394 19.9795 24707 2 892.9733 0.3617
NP_178093.1 NADP malic enzyme 4 Arabidopsis thaliana 461.6663 71502.8696 4 8.36 None 2191.1182 VVIQFEDFANHNAFDLLAK 836.9626 2191.1053 42.6432 9892 2 1096.0563 ‐4.5972
NP_178093.1 NADP malic enzyme 4 Arabidopsis thaliana 461.6663 71502.8696 4 8.36 None 1769.8745 AIFASGSPFAPVEYEGK 2624.7820 1769.8831 18.3148 4326 2 885.4452 5.41
NP_178093.1 NADP malic enzyme 4 Arabidopsis thaliana 461.6663 71502.8696 4 8.36 None 1051.5531 SHIPLEEAR 415.4201 1051.5205 23.0964 3316 1 1051.5205 ‐29.3328
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 None 873.4577 EAAWGLAR 17096.9800 873.4584 21.4676 43275 2 437.2328 ‐0.3304
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 10691.4600 1484.8150 26.0564 12743 2 742.9111 0.5982
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3400.2820 2404.1149 32.4111 11163 2 1202.5611 ‐0.3654



NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 1577.8870 3073.5811 37.0812 8372 3 1025.1986 ‐0.1118
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 Carbamidomethyl+C(5) 910.4451 TFVDCLR 6805.5350 910.4467 22.4708 7935 2 455.7270 0.6250
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 Carbamidomethyl+C(12) 1604.8061 GILAIDESNATCGKR 2908.1860 1604.8090 21.3510 4070 3 535.6078 1.0220
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 None 2177.1172 MASASFVKPNTLSSPWIGQR 783.2870 2177.1159 35.4381 3485 3 726.3768 ‐0.7441
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 None 2094.9938 ANSLAQLGKYSAEGENEDAK 1464.3040 2094.9947 32.4716 7758 2 1048.0010 1.04
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1436.4350 42555.2237 19 34.78 None 673.3780 AWGLAR 125.7519 673.3764 21.4728 5546 1 673.3764 ‐2.0850
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 873.4577 EAAWGLAR 23291.9300 873.4584 21.4676 43275 2 437.2328 ‐0.4888
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 10643.2000 1484.8150 26.0564 12743 2 742.9111 0.7542
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 3560.6180 2404.1149 32.4111 11163 2 1202.5611 0.2632
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 1021.4570 3073.5811 37.0812 8372 3 1025.1986 ‐0.3855
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 Carbamidomethyl+C(12) 1604.8061 GILAIDESNATCGKR 3005.1050 1604.8090 21.3510 4070 3 535.6078 1.0048
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 1052.5259 AGAYSDELVK 668.0742 1052.5543 23.0739 2620 2 526.7808 26.1904
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 673.3780 AWGLAR 166.3948 673.3764 21.4728 5546 1 673.3764 ‐1.9135
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 926.4578 GLSPLAGSNE 231.9160 926.4526 33.1121 4298 1 926.4526 ‐4.1713
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 1034.5153 AGAYSDELVK 427.9004 1034.5168 21.3118 74754 2 517.7620 0.5494
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1422.4240 42555.2237 19 34.78 None 855.4472 EAAWGLAR 254.0524 855.4474 21.4638 1589 2 428.2273 ‐1.0339
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 983.4985 FGEAVWFK 76228.7500 983.4994 18.1125 69850 2 492.2533 ‐0.0559
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 1631.8176 STPQSIWYGPDRPK 13487.6600 1631.8186 22.3153 25930 3 544.6111 ‐0.1429
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 10179.2000 1893.9614 22.8984 14824 2 947.4843 1.43
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 982.5316 ELEVIHSR 33155.0700 982.5305 16.7278 14249 2 491.7689 ‐2.0561
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAGLSA 2681.3350 4016.7993 21.5500 12411 3 1339.6046 1.0908
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 2649.3665 MATSAIQQSSFAGQTALKPSNELLR 3641.3220 2649.3598 20.7299 12060 3 883.7915 ‐2.1250
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDPEA 3022.9470 3555.7464 44.0391 6266 3 1185.9203 ‐0.4681
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 1252.6757 NRELEVIHSR 410.8666 1252.6731 16.1649 3923 3 418.2292 ‐3.2209
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 779.4087 EAVWFK 120.5970 779.4063 18.1029 2947 1 779.4063 ‐2.3104
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 1443.7379 PQSIWYGPDRPK 143.1441 1443.7411 23.1895 2773 2 722.3742 2.1302
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 512.2940 IHSR 2331.1210 512.2937 16.7292 1887 1 512.2937 ‐0.8032
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 6071.2010 28706.5844 24 55.09 None 1235.6491 NRELEVIHSR 171.2515 1235.6534 14.8656 787 2 618.3304 3.0791
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 1264.2540 28706.5844 24 55.09 None 1631.8176 STPQSIWYGPDRPK 19146.7900 1631.8186 22.3153 25930 3 544.6111 ‐0.1648
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 1264.2540 28706.5844 24 55.09 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDPEA 1450.6180 3555.7461 44.0267 4799 3 1185.9202 ‐0.9178
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 1264.2540 28706.5844 24 55.09 None 1252.6757 NRELEVIHSR 1497.7810 1252.6681 15.8435 1300 3 418.2276 ‐7.1490
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 983.4985 FGEAVWFK 67848.0600 983.4994 18.1125 69850 2 492.2533 ‐0.1622
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 9674.3190 1893.9614 22.8984 14824 2 947.4843 1.1009
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAEDPEA 5691.5000 3555.7336 24.3330 14055 3 1185.9161 ‐3.6961
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAGLSA 3775.5290 4016.7993 21.5500 12411 3 1339.6046 1.46
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 2649.3665 MATSAIQQSSFAGQTALKPSNELLR 5403.7080 2649.3598 20.7299 12060 3 883.7915 ‐1.8228
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 1631.8176 STPQSIWYGPDRPK 534.7848 1631.8211 14.9510 1522 3 544.6119 1.59
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 2188.1721 IQQSSFAGQTALKPSNELLR 1193.4110 2188.1718 20.0384 20744 2 1094.5895 0.7904
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 779.4087 EAVWFK 116.7564 779.4063 18.1029 2947 1 779.4063 ‐2.6351
NP_178585.1 photosystem II light harvesting complex protein 2 1 Arabidopsis 4652.9570 28706.5844 24 55.09 None 800.3937 STPQSIW 78.4623 800.3899 15.0054 887 1 800.3899 ‐4.3899
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 1600.5710 2104.0864 22.3548 17476 2 1052.5469 ‐1.9720
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1116.6259 TSLAPGSGVVTK 20206.6200 1116.6264 18.2606 16862 2 558.8168 ‐0.2273
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8466.6420 1548.8254 21.4018 14768 2 774.9163 ‐1.3805
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 914.5669 ILLESAIR 30471.4700 914.5676 16.2711 12667 2 457.7874 ‐0.2833
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEYLGR 9453.6710 3169.6169 21.6917 12237 3 1057.2105 ‐1.6380
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1557.7140 SGEDADTLGLTGHER 5027.3560 1557.7160 19.2051 10556 3 519.9102 0.4765
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 5187.5930 2398.1412 34.5389 10023 2 1199.5743 ‐1.2702
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1009.5135 LSVFDAAMR 7490.5350 1009.5186 17.2072 9639 2 505.2629 4.1817
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1497.7254 SDETVAMIEAYLR 7044.9930 1497.7315 35.4544 9408 2 749.3694 4.1560
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 4644.2040 2997.4230 19.8972 8699 3 999.8125 ‐1.7330
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1438.6453 DMTMDPPGPHNVK 2391.5440 1438.6455 18.9637 5548 3 480.2200 ‐0.8722
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1956.9145 SSGEDTIILAGAEYGSGSSR 1843.1700 1956.9091 26.1451 5456 2 978.9582 ‐1.8973
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 3658.6530 2298.2884 37.3353 5432 3 766.7677 2.43
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 2056.3110 2168.0715 35.2677 3408 2 1084.5394 5.45
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1238.6640 SFGTISPAFRR 136.1689 1238.6440 20.3361 1998 2 619.8257 ‐16.5626
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1217.6525 GFAIPKEAQEK 384.7834 1217.6668 17.0648 1750 2 609.3370 11.46
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(12) 2855.4754 HGSVVIAAITSCTNTSNPSVMLGAGLVAK 462.8170 2855.4062 20.6438 1104 3 952.4736 ‐23.6153
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1402.7074 AASSRSSSLFSFR 595.0364 1402.7045 16.1620 7550 2 701.8559 ‐2.1306
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1664.8173 GNDEIMARGTFANIR 1399.6340 1664.8214 19.1197 2999 2 832.9143 2.01
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 2136.0608 EAQEKVVNFSFDGQPAELK 294.8262 2136.0438 36.3559 931 2 1068.5255 ‐6.7377
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(1) 454.2119 CFK 79.7259 454.2137 22.3146 18042 1 454.2137 3.71
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1045.6074 SVMLGAGLVAK 244.4638 1045.6000 19.1972 3152 1 1045.6000 ‐5.5328
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 988.5323 ARGTFANIR 99.7679 988.5275 20.3878 2434 2 494.7674 ‐5.7592
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 801.4829 LLESAIR 451.4552 801.4836 16.2685 1778 1 801.4836 1.86
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 912.4574 SSSLFSFR 122.1824 912.4569 17.9700 1462 1 912.4569 0.6128
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(9) 1234.6687 VGMGIIPLCFK 177.3704 1234.6656 21.8392 1236 2 617.8364 ‐2.9607
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1175.5884 YIHEPPYFK 204.3204 1175.5831 18.9719 1169 2 588.2952 ‐5.0422
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 None 1200.6259 GFAIPKEAQEK 168.6604 1200.6210 17.8077 2278 2 600.8142 ‐4.5509
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 1675.8750 108828.8021 71 29.49 Carbamidomethyl+C(12) 1531.8012 SNLVGMGIIPLCFK 252.6094 1531.7930 21.4492 1122 2 766.4002 ‐5.1921
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1116.6259 TSLAPGSGVVTK 36111.4500 1116.6264 18.2606 16862 2 558.8168 ‐0.2607
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 8126.0960 2398.1412 34.5389 10023 2 1199.5743 ‐0.6447
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1497.7254 SDETVAMIEAYLR 5126.9370 1497.7315 35.4544 9408 2 749.3694 4.87
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1438.6453 DMTMDPPGPHNVK 1995.7610 1438.6455 18.9637 5548 3 480.2200 ‐0.8604
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1956.9145 SSGEDTIILAGAEYGSGSSR 2886.4150 1956.9091 26.1451 5456 2 978.9582 ‐1.4986
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 1403.8510 2168.0715 35.2677 3408 2 1084.5394 6.17
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1217.6525 GFAIPKEAQEK 118.1249 1217.6195 27.0252 3112 2 609.3134 ‐27.4864
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 Carbamidomethyl+C(2) 1725.7749 NCDNFQVTKEDVEK 180.6187 1725.8146 27.8321 1773 2 863.4109 23.7447
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 930.4680 SSSLFSFR 611.2128 930.4499 34.0156 1595 1 930.4499 ‐17.9239
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1831.9946 NGVTATDLVLTVTQMLR 184.7471 1831.9637 50.5828 1378 2 916.4855 ‐15.8933



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 Carbamidomethyl+C(13) 2047.9940 VTLKEMKADWHSCLDSK 277.0537 2047.9863 32.2166 2292 2 1024.4968 ‐2.2502
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 744.4250 PGSGVVTK 3953.2590 744.4222 18.2505 1711 1 744.4222 ‐3.1177
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 1317.6321 DTIILAGAEYGSGS 156.3384 1317.6227 37.9169 1020 1 1317.6227 ‐4.1237
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 815.4621 APGSGVVTK 795.4053 815.4618 18.2544 818 1 815.4618 0.6100
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 Carbamidomethyl+C(16) 2380.1377 VYSSYLELNLDDVEPCISGPK 421.8018 2380.1438 33.7769 1797 3 794.0528 2.72
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 918.3532 108828.8021 71 29.49 None 912.4574 SSSLFSFR 64.0162 912.4563 33.1912 1645 1 912.4563 0.2053
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 1689.1060 2104.0864 22.3548 17476 2 1052.5469 ‐2.3332
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 9639.4750 1548.8254 21.4018 14768 2 774.9163 ‐1.6154
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1292.6634 FYSLPALNDPR 3348.3720 1292.6650 17.6915 14124 2 646.8361 0.7737
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 914.5669 ILLESAIR 14608.3400 914.5676 16.2711 12667 2 457.7874 ‐0.3740
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEYLGR 2780.5500 3169.6169 21.6917 12237 3 1057.2105 ‐1.2971
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1009.5135 LSVFDAAMR 6281.3580 1009.5186 17.2072 9639 2 505.2629 4.0694
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 5269.0120 2997.4230 19.8972 8699 3 999.8125 ‐1.4050
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2662.3069 DIWPTTEEIAEVVQSSVLPDMFR 1139.1870 2662.3170 25.5514 6299 3 888.1105 4.03
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(4) 2750.3091 DAYCLLNFGDSITTDHISPAGNIQK 1219.9540 2750.3158 19.7831 4422 3 917.4435 3.47
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2528.1900 SSGEDTIILAGAEYGSGSSRDWAAK 155.7563 2528.2094 22.4283 3564 2 1264.6083 9.1539
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1831.9946 NGVTATDLVLTVTQMLR 337.3238 1831.9567 24.4899 2739 2 916.4820 ‐20.3377
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1956.9145 SSGEDTIILAGAEYGSGSSR 1027.2610 1956.9114 16.5991 1789 2 978.9593 ‐1.0628
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 3292.6558 DVFLRDIWPTTEEIAEVVQSSVLPDMFR 261.4792 3292.5991 22.4120 1470 3 1098.2045 ‐15.8053
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(16) 2398.1483 VYSSYLELNLDDVEPCISGPK 241.0931 2398.1111 23.7348 889 3 800.0419 ‐15.1365
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2136.0608 EAQEKVVNFSFDGQPAELK 197.9211 2136.0387 20.9730 2376 2 1068.5230 ‐9.4941
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 3338.6321 SSGEDTIILAGAEYGSGSSRDWAAKGPMLQ 160.7478 3338.6024 21.8476 1780 3 1113.5390 ‐7.4158
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2537.4232 NGVTATDLVLTVTQMLRKHGVVGK 283.5172 2537.4015 20.4092 1764 3 846.4720 ‐7.9843
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 2749.4196 GFAIPKEAQEKVVNFSFDGQPAELK 279.1062 2749.4383 22.5844 985 3 917.1509 7.87
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(13)
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(1) 454.2119 CFK 72.5800 454.2137 22.3146 18042 1 454.2137 3.0467
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1073.5738 QVNLEYLGR 176.4287 1073.5703 19.1964 1808 1 1073.5703 ‐1.8664
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 801.4829 LLESAIR 142.0849 801.4836 16.2685 1778 1 801.4836 1.29
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 3234.5736 SGEDTIILAGAEYGSGSSRDWAAKGPMLQG 192.7476 3234.5579 21.8575 1556 3 1078.8575 ‐3.4720
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 830.4553 TVTQMLR 80.8605 830.4522 24.8468 1363 1 830.4522 ‐3.1940
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 Carbamidomethyl+C(9) 1234.6687 VGMGIIPLCFK 310.5148 1234.6656 21.8392 1236 2 617.8364 ‐3.1241
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 695.8546 108828.8021 71 29.49 None 1489.7355 EVVQSSVLPDMFR 336.4169 1489.7335 25.5626 1020 1 1489.7335 1.89
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1276.5838 LQADDMDELAR 5188.5250 1276.5848 22.6694 9323 2 638.7961 0.4578
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1181.5797 LADTYGSGELR 5134.9410 1181.5795 19.2367 8637 2 591.2934 ‐0.7039
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1536.9611 VTELVPLVAEILIK 5498.5060 1536.9629 24.0837 6835 2 768.9851 1.88
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1278.7668 GVVLPDVPEILK 5014.9670 1278.7687 20.0771 5143 2 639.8880 1.1619
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1393.7032 LFMENGIEELAK 1953.2580 1393.7073 30.6969 1781 2 697.3573 2.59
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 Carbamidomethyl+C(1)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1288.7147 TEALLQEPFLK 1631.6850 1288.7133 30.5104 7688 2 644.8603 ‐1.4258
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1529.8151 FGFNLLVGGFFSPK 301.4463 1529.8134 22.2933 3116 2 765.4104 ‐0.9894
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1223.6167 RDYFGVNPQK 163.1925 1223.6515 19.6134 2365 2 612.3294 27.9377
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 Carbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 Carbamidomethyl+C(5)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 777.4505 GVVLPDVP 472.8586 777.4514 21.0047 8745 1 777.4514 1.41
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 Carbamidomethyl+C(2) 1341.6256 RCEEAIPLDAW 1647.4190 1341.6152 36.8422 876 1 1341.6152 ‐5.0528
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1163.5691 LADTYGSGELR 251.3969 1163.5622 18.6624 1001 1 1163.5622 ‐3.8807
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 533.3756 66018.3175 23 15.87 None 1271.6882 TEALLQEPFLK 274.0780 1271.6925 30.3514 1617 2 636.3499 3.0470
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 1536.9611 VTELVPLVAEILIK 7405.1810 1536.9629 24.0837 6835 2 768.9851 1.0666
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 1278.7668 GVVLPDVPEILK 3420.0070 1278.7687 20.0771 5143 2 639.8880 0.9884
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 2413.2796 MTSFSLTFTSPLLPSSSTKPKR 201.7950 2413.3281 22.1397 3969 3 805.1142 20.5052
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 1529.8151 FGFNLLVGGFFSPK 1057.6970 1529.8134 22.2933 3116 2 765.4104 ‐1.2199
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 Carbamidomethyl+C(5)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 2007.0289 EPMKLFMENGIEELAKK 1267.3830 2007.0295 17.9160 2936 2 1004.0184 0.9100
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 2282.1196 MMWLIDELGVEGFRTEVEK 685.8756 2282.1315 23.8090 1388 2 1141.5694 6.09
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 279.7950 66018.3175 23 15.87 None 1989.0184 EPMKLFMENGIEELAKK 517.2890 1989.0196 18.6984 756 3 663.6781 0.5251
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1201.7038 LSELLEELKK 26039.5400 1201.7051 29.4900 28929 2 601.3562 0.5737
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1987.9819 DPETGETVLESGALVLSDR 1967.4710 1987.9806 31.7921 16251 3 663.3317 ‐0.9866
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1233.5957 LSDEAAEELTR 507.8775 1233.5994 33.3116 2223 2 617.3034 2.95
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 759.4359 LSEALAR 842.4097 759.4234 23.6467 4443 1 759.4234 ‐15.9407
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1073.6089 LSELLEELK 1000.1220 1073.6224 25.3851 3776 2 537.3148 11.96
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1791.8521 HFREARENSDDLFR 404.0862 1791.8857 19.4609 3467 2 896.4465 19.3007
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1046.5775 LSEALARMR 1022.5810 1046.5877 26.1832 5841 2 523.7975 8.86
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 Carbamidomethyl+C(7)
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1839.9573 KHGGNINTEIHLHDVR 918.4807 1839.9601 17.6889 2337 2 920.4837 2.09
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 2540.3103 NIHPKLSDEAAEELTRGYVELR 1997.9070 2540.3114 25.5122 1186 2 1270.6593 2.88
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 872.5451 LLEELKK 190.0508 872.5439 30.2838 17195 2 436.7756 ‐2.5477
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 Carbamidomethyl+C(7) 1154.5875 ISEPPTCLKQ 158.7766 1154.5785 22.3327 2645 1 1154.5785 ‐5.7742
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 590.3045 KHGGNI 78.8648 590.3024 16.0139 1725 1 590.3024 ‐3.6290
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1314.6913 KHGGNINTEIHL 199.9403 1314.6893 16.3969 939 2 657.8483 ‐1.7800
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1088.6198 SELLEELKK 115.5998 1088.6145 29.5038 793 1 1088.6145 ‐3.0823
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 None 1183.6933 LSELLEELKK 202.9599 1183.6959 27.5687 2535 2 592.3516 1.68
NP_179236.3 minichromosome maintenance protein 4 Arabidopsis thaliana 382.4311 94226.6585 17 6.2 Carbamidomethyl+C(7)
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 2002.9465 ASGDYAIVIAHNPDSDTTR 1757.5850 2002.9518 22.3661 11002 3 668.3221 2.76
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 1016.5306 AMIGQVAGGGR 5769.8670 1016.5299 17.3457 6830 2 508.7686 ‐1.4587
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 1251.7783 ATLVVGNVLPLR 7352.8640 1251.7790 18.9868 4682 2 626.3931 0.1042
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 2852.3982 GVAMNPVEHPHGGGNHQHIGHASTVRR 406.1599 2852.3426 33.1496 2846 3 951.4524 ‐18.8909
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 Carbamidomethyl+C(19) 2568.2626 QKELFVAAEGMYTGQFLYCGKK 917.7410 2568.2663 30.9754 3395 3 856.7603 1.87
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 1229.6597 LRGQAAASAAKAD 490.8434 1229.6592 35.4344 1465 2 615.3333 ‐0.8041
NP_179393.1 ribosomal protein L2 family protein Arabidopsis thaliana 759.9355 28030.2598 7 24.81 None 1509.7656 AIVIAHNPDSDTTR 670.8693 1509.7662 22.3461 1161 2 755.3868 0.4855



NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1389.6744 LITADDLDDAAEK 11613.7100 1389.6729 23.3272 25614 2 695.3401 ‐1.2154
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1660.8428 VPIDVFAGITDEDAAK 22564.0900 1660.8426 32.4132 22275 2 830.9249 0.1860
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1687.8901 AIQDVFPNESELVVK 8650.5010 1687.8874 30.6964 22013 2 844.4474 ‐1.2123
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1182.5538 LNFDDNAAFR 3110.9810 1182.5599 25.0145 19026 2 591.7836 4.06
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1217.6736 GVAASSLEEVKK 9631.4000 1217.6740 17.4414 4720 2 609.3406 ‐0.1733
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1230.6437 LEGTNVEQGKR 457.6837 1230.6268 20.7345 1449 2 615.8170 ‐14.1720
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 2172.0655 LNFDDNAAFRQKEVFAMR 944.3251 2172.0535 19.6481 2962 2 1086.5304 ‐4.2367
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1213.5372 AIQDVFPNESE 387.4302 1213.5347 32.6247 2072 1 1213.5347 0.1710
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1795.8762 LNFDDNAAFRQKEVF 371.7818 1795.8827 20.8336 1984 3 599.2991 3.0623
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1236.6107 VFAGITDEDAAK 213.9940 1236.6177 31.9833 1585 2 618.8125 5.44
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1165.5273 LNFDDNAAFR 281.4102 1165.5343 24.0322 3075 2 583.2708 5.55
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1884.7560 45630.7876 20 20.19 None 1213.6171 LEGTNVEQGKR 119.3372 1213.6080 20.7287 1173 1 1213.6080 ‐5.2586
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1660.8428 VPIDVFAGITDEDAAK 37102.9900 1660.8426 32.4132 22275 2 830.9249 0.4325
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1687.8901 AIQDVFPNESELVVK 9260.5620 1687.8874 30.6964 22013 2 844.4474 ‐0.9519
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1182.5538 LNFDDNAAFR 1667.3980 1182.5599 25.0145 19026 2 591.7836 4.12
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 Carbamidomethyl+C(9) 1029.5762 SAGPLIIACK 678.1931 1029.5767 22.3604 8412 2 515.2920 ‐0.4075
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1119.5528 GGTSIEDLAEK 383.1351 1119.5389 35.7468 2818 1 1119.5389 ‐10.1758
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1644.8816 SLSISGKWQNQQLR 336.3741 1644.8910 27.7940 2809 2 822.9492 6.30
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 1236.6107 VFAGITDEDAAK 848.2372 1236.6177 31.9833 1585 2 618.8125 5.28
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thalia 1805.7640 45630.7876 20 20.19 None 919.4367 GITDEDAAK 141.5081 919.4376 30.4727 1561 1 919.4376 2.19
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1618.8660 VASPQQAQEVHVAVR 8799.3340 1618.8736 18.5369 59972 3 540.2960 3.85
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 954.4832 FFVGGNWK 7426.2730 954.4837 17.0020 38050 2 477.7455 ‐0.4250
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1449.7584 GPEFATIVNSVTSK 3614.3740 1449.7578 18.3127 31349 2 725.3825 ‐0.4746
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 4428.9410 2776.3991 23.5603 24103 2 1388.7032 2.00
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1303.6641 IDISGQNSWVGK 8696.1160 1303.6649 23.8363 23975 2 652.3361 0.3060
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1435.7427 GGAFTGEISVEQLK 8297.9300 1435.7435 27.3147 21753 2 718.3754 0.4818
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 3607.7090 1228.6041 18.1993 20807 2 614.8057 0.3321
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1371.7267 HVIGEKDEFIGK 1042.9550 1371.7302 18.4127 3533 3 457.9149 1.52
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1096.5898 WVILGHSER 4533.4410 1096.5893 15.3913 2507 2 548.7983 ‐1.1271
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1606.8258 MAATSLTAPPSFSGLR 3088.4030 1606.8216 22.5289 1938 2 803.9145 ‐2.3253
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 2889.9560 1821.9346 50.5530 1608 2 911.4709 ‐3.1774
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1475.7853 AATSLTAPPSFSGLR 139.6630 1475.8157 30.4016 1640 2 738.4115 20.5995
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 Carbamidomethyl+C(14) 2349.2119 AAYALSEGLGVIACIGEKLEER 585.6437 2349.2315 23.1336 3888 2 1175.1194 9.81
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 Carbamidomethyl+C(9) 1514.7209 FFVGGNWKCNGTK 1092.2510 1514.7300 21.9922 2755 3 505.5815 5.0971
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1906.9981 TRIIYGGSVNGGNSAELAK 1656.1510 1906.9998 19.2507 1141 2 954.0035 1.74
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 2103.1458 VASPQQAQEVHVAVRGWLK 186.2514 2103.1274 30.1348 828 3 701.7140 ‐8.9707
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1423.6812 YGGSVNGGNSAELAK 639.9803 1423.6810 18.5440 4871 2 712.3441 ‐0.2176
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 Carbamidomethyl+C(9) 1210.5463 FFVGGNWKCN 73.5264 1210.5409 21.7538 2246 2 605.7741 ‐4.9290
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1139.5480 IDISGQNSWVG 234.6210 1139.5459 22.5324 1987 2 570.2766 ‐2.4320
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 858.4356 AAYALSEGL 143.8540 858.4393 24.3265 1940 1 858.4393 5.54
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 1136.6171 QAQEVHVAVR 197.9746 1136.6167 18.9647 1468 2 568.8120 ‐0.9342
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2528.3660 33573.8825 33 57.78 None 2541.2660 ADAVPSWDNIVVAYEPVWAIGTGK 268.3507 2541.2601 23.4434 1083 3 847.7582 ‐2.0502
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 954.4832 FFVGGNWK 15723.7200 954.4837 17.0020 38050 2 477.7455 ‐0.5247
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 1449.7584 GPEFATIVNSVTSK 1668.6000 1449.7578 18.3127 31349 2 725.3825 ‐0.6870
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 8176.5280 2776.3991 23.5603 24103 2 1388.7032 2.59
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 4116.0740 1228.6041 18.1993 20807 2 614.8057 0.1700
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 1096.5898 WVILGHSER 5217.0680 1096.5893 15.3913 2507 2 548.7983 ‐1.2591
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 1618.8660 VASPQQAQEVHVAVR 129.4023 1618.9041 18.4750 15649 2 809.9557 23.5770
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 3146.6507 LISDLNSATLEADVDVVVSPPFVYIDQVK 460.4203 3146.6250 23.7051 2268 3 1049.5465 ‐6.9016
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 1303.6641 IDISGQNSWVGK 132.8578 1303.6480 23.6800 1577 1 1303.6480 ‐10.1178
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 561.2780 GGNWK 4292.1830 561.2799 17.0063 2409 1 561.2799 2.24
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 2541.2660 ADAVPSWDNIVVAYEPVWAIGTGK 517.9131 2541.2630 23.6418 1084 3 847.7592 ‐0.6339
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 1614.1080 33573.8825 33 57.78 None 1286.6375 IDISGQNSWVGK 83.5704 1286.6279 24.3447 1946 1 1286.6279 ‐5.3227
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 2150.1703 ELINSPANVLTPAVLAEEAAK 11727.9300 2150.1609 34.8618 27016 2 1075.5841 ‐3.1596
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1271.6266 GLTFDSGGYNIK 4978.5480 1271.6266 25.4695 20372 2 636.3169 ‐0.4113
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1318.6233 TIEVNNTDAEGR 24668.9000 1318.6254 15.5244 15047 2 659.8163 1.07
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 3983.3340 1850.9329 19.6644 13323 2 925.9701 1.29
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1163.5473 SGVADMVNTGGR 24212.2000 1163.5480 19.4403 11043 2 582.2776 ‐0.0338
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1294.6460 FDMGGSAAVLGAAK 5049.3820 1294.6456 26.1154 10743 2 647.8264 ‐0.6340
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 3041.5538 VDAHLSGLLAQVSSEEDFTGKPGQSTVLR 2030.9990 3041.5517 19.1510 10714 4 761.1434 ‐1.0894
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1475.7165 YAEDVSYGVIFGR 2028.9900 1475.7238 29.8824 9360 2 738.3656 4.53
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1031.5408 EIDVIEWK 8092.4150 1031.5427 28.1849 8075 2 516.2750 1.0742
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1991.0808 LSSVSALASGIVLGLFEDGR 2749.1520 1991.0734 24.9158 7199 2 996.0403 ‐2.7857
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1505.7846 AVDIIGFGTGAEVEK 7455.2730 1505.7837 29.1369 7086 2 753.3955 ‐0.5556
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1678.8799 SGTGFGVATLVEWVQK 428.9250 1678.8769 28.0654 3680 3 560.2972 ‐2.4719
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 2069.0095 VQWMHIDMAGPVWNEKK 999.2100 2069.0038 21.2662 91579 2 1035.0055 ‐1.6922
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 Carbamidomethyl+C(3) 1054.4623 YACNQGVDK 174.2101 1054.4691 20.8696 4983 2 527.7382 5.34
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1005.5364 VLGLFEDGR 371.2487 1005.5389 22.3355 3502 2 503.2731 1.04
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 857.4839 PGQSTVLR 212.2193 857.4845 18.7633 786 1 857.4845 1.17
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 2779.0670 54794.5679 17 39.62 None 1253.6161 GLTFDSGGYNIK 160.7956 1253.6093 23.6224 1486 2 627.3083 ‐5.7729
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 1646.7756 NEEDVSPSLEGLTEK 36432.6400 1646.7778 24.9569 14868 2 823.8926 1.01
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 1573.6628 SFYGSGGDYSMFAGK 3483.5710 1573.6593 27.6020 9625 2 787.3333 ‐2.0098
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 1362.6536 EINTLNDWETK 6023.9450 1362.6515 24.2688 5032 2 681.8294 ‐1.7385
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 866.4618 VFDVTTGK 10209.8200 866.4633 18.0050 3244 2 433.7353 0.5708
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 2990.4113 NEEDVSPSLEGLTEKEINTLNDWETK 574.9419 2990.3743 43.6827 1982 2 1495.6908 ‐9.6082
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 1992.9430 MSKNEEDVSPSLEGLTEK 3659.1680 1992.9317 23.6190 8051 3 664.9821 ‐6.0460
NP_180066.1 membrane associated progesterone binding protein 2 Arabidop 7616.3370 11031.2792 7 54.00 None 2634.2293 GRVFDVTTGKSFYGSGGDYSMFAGK 308.0281 2634.2207 27.8351 771 3 878.7451 ‐2.9251
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1133.6313 SNAGGFLGGLIK 1759.4850 1133.6377 19.1579 14333 2 567.3225 4.96
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1749.9058 VDVNGPSTAPIYEFLK 429.2740 1749.9126 20.1060 7278 2 875.4599 4.1257



NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1903.9549 FSTGISNFANLSNGFSLK 924.6841 1903.9466 20.7363 2743 2 952.4769 ‐3.8693
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1891.9800 YPPTTSPFQIEKDIQK 229.1902 1891.9358 24.2887 2759 2 946.4716 ‐22.8978
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1407.7155 YPPTTSPFQIEK 85.6057 1407.7252 23.1986 1620 2 704.3662 6.99
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 2972.5444 FKAEFPIFDKVDVNGPSTAPIYEFLK 1078.9530 2972.5620 22.9259 4219 3 991.5255 6.52
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1749.9058 VDVNGPSTAPIYEFLK 509.2279 1749.9064 24.3165 7523 2 875.4568 0.5781
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1380.6906 SNFANLSNGFSLK 260.8878 1380.6971 22.0108 788 2 690.8522 4.24
NP_180080.1 phospholipid hydroperoxide glutathione peroxidase 1 Arabidops 208.9865 26186.8645 9 19.49 None 1732.8792 VDVNGPSTAPIYEFLK 182.4751 1732.8877 18.8284 2582 2 866.9475 5.0928
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 2800.2190 9036.3375 3 27.50 Carbamidomethyl+C(3) 1146.5572 NQCINLEGAK 18142.2300 1146.5562 17.9917 20874 2 573.7817 ‐1.4931
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 2800.2190 9036.3375 3 27.50 Carbamidomethyl+C(4) 1416.6478 HGSCNYVFPAHK 3549.6000 1416.6491 16.6394 5625 3 472.8879 ‐0.0438
NP_180171.1 plant defensin 1 3 Arabidopsis thaliana 2800.2190 9036.3375 3 27.50 None 744.4250 INLEGAK 129.0252 744.4222 18.2505 1711 1 744.4222 ‐3.3151
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1479.7478 GYISPQFVTNPEK 10119.2500 1479.7472 25.0808 32559 2 740.3772 ‐0.3981
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1204.6208 NVVLDEFGSPK 7477.3480 1204.6239 25.6829 29708 2 602.8156 2.0900
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 44193.8600 2247.1106 39.8707 28109 2 1124.0589 ‐1.5964
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1290.6172 VGAATETELEDR 14387.2500 1290.6165 17.6816 27617 2 645.8119 ‐0.8591
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1561.6904 ELFETDSVYDSEK 52429.1100 1561.6915 25.0561 25169 2 781.3494 0.8390
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1904.9560 DSTTLIADAASKDELQAR 15041.7100 1904.9569 25.1748 24144 3 635.6572 0.0504
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 2250.2955 APLLIIAEDVTGEALATLVVNK 15540.6600 2250.2940 50.4850 22759 2 1125.6506 0.7161
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1753.9265 AIELPNAMENAGAALIR 9452.0380 1753.9268 19.7547 22674 2 877.4670 0.6367
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1650.7929 TNDSAGDGTTTASILAR 4395.2610 1650.7931 21.0897 20564 2 825.9002 0.4480
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1043.5844 VVNDGVTIAR 12118.5800 1043.5844 17.7779 19252 2 522.2958 ‐0.7661
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 26748.3500 1271.6778 16.6618 18467 2 636.3426 ‐0.2263
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1257.7049 TVQGLIEELQK 6705.1890 1257.7054 30.5459 13997 2 629.3563 0.0204
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 5742.8520 2916.6177 22.7066 13433 3 972.8774 0.1115
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1097.5660 APAAAAPEGLMV 2563.2830 1097.5666 27.6193 13423 2 549.2869 ‐0.1421
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 843.5298 LSGGVAVIK 1918.4730 843.5299 19.3454 7670 2 422.2686 ‐1.0109
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 1050.1390 1711.8096 25.6431 7283 2 856.4084 0.0658
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 843.4934 LGADIVQK 6762.3120 843.4933 17.4049 5978 2 422.2503 ‐1.3515
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 Carbamidomethyl+C(1) 2810.5267 CALQNAASVAGMVLTTQAIVVDKPKPK 950.6885 2810.5267 20.0275 5832 4 703.3871 ‐0.5954
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1735.9813 HGLLSVTSGANPVSLKR 536.5727 1735.9790 24.1512 5618 3 579.3312 ‐1.9476
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 2268.2016 AIELPNAMENAGAALIREVASK 398.0344 2268.2093 19.8160 1057 2 1134.6083 4.45
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1062.5578 LLAEFENAR 2818.3730 1062.5575 23.1881 22740 2 531.7824 ‐1.0710
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1102.5276 EIAFDQHSR 1539.3950 1102.5393 20.7618 10365 2 551.7733 9.05
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1514.7710 ANVKEIAFDQHSR 199.8263 1514.7392 21.3362 3532 2 757.8733 ‐20.9082
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1418.7122 VGAATETELEDRK 1571.1130 1418.7110 22.0087 3336 3 473.5752 ‐1.7649
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1192.6056 DSTTLIADAASK 333.5821 1192.5830 15.3576 3210 2 596.7952 ‐19.4034
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 Carbamidomethyl+C(13) 1580.7697 ASANALSSASVLCSSR 359.8288 1580.8124 28.8496 1042 2 790.9099 27.2167
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 817.4090 LLAEFEN 182.2060 817.4102 22.0147 3171 1 817.4102 2.1837
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 836.3897 AEFENAR 126.1311 836.3933 23.1858 2748 1 836.3933 5.1640
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1415.7641 HGLLSVTSGANPVSL 109.6910 1415.7559 22.8826 2518 2 708.3816 ‐5.9240
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 730.4094 GADIVQK 1605.4640 730.4099 17.4028 2380 1 730.4099 1.1882
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 852.4574 HGLLSVTSG 76.7211 852.4616 25.3902 2252 1 852.4616 5.91
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1134.5273 AATETELEDR 184.2435 1134.5233 17.3514 2236 2 567.7653 ‐4.1249
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 892.4411 LDEFGSPK 160.4074 892.4423 24.6181 1771 1 892.4423 2.54
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 892.4563 GYISPQFV 382.7356 892.4592 25.5945 1544 1 892.4592 4.94
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1020.5030 GSMIADAIDK 532.4432 1020.4983 40.2945 1244 1 1020.4983 ‐3.1094
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 6580.6650 62243.1879 77 55.80 None 1259.6630 ISPQFVTNPEK 144.8126 1259.6694 22.9086 827 2 630.3383 4.72
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1479.7478 GYISPQFVTNPEK 12749.8100 1479.7469 25.0663 31458 2 740.3771 ‐0.4356
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1204.6208 NVVLDEFGSPK 7707.8930 1204.6239 25.6829 29708 2 602.8156 2.1019
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 46803.5400 2247.1106 39.8707 28109 2 1124.0589 ‐1.0485
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1043.5844 VVNDGVTIAR 7476.9210 1043.5844 17.7779 19252 2 522.2958 ‐0.8369
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1650.7929 TNDSAGDGTTTASILAR 3780.4360 1650.7927 21.0613 17844 2 825.9000 0.4416
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1257.7049 TVQGLIEELQK 4923.4040 1257.7054 30.5459 13997 2 629.3563 0.0596
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1097.5660 APAAAAPEGLMV 1799.7800 1097.5666 27.6193 13423 2 549.2869 ‐0.1852
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 843.5298 LSGGVAVIK 3256.9040 843.5299 19.3454 7670 2 422.2686 ‐1.1846
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 Carbamidomethyl+C(14) 1711.8102 MASANALSSASVLCSSR 1077.4160 1711.8096 25.6431 7283 2 856.4084 0.3385
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 843.4934 LGADIVQK 9770.8280 843.4933 17.4049 5978 2 422.2503 ‐1.5252
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1735.9813 HGLLSVTSGANPVSLKR 583.9896 1735.9770 24.0340 3691 3 579.3305 ‐3.1484
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1904.9560 DSTTLIADAASKDELQAR 1556.7180 1904.9579 25.0643 3554 3 635.6575 0.4785
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1062.5578 LLAEFENAR 4532.6650 1062.5575 23.1881 22740 2 531.7824 ‐1.1321
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1514.7710 ANVKEIAFDQHSR 92.4660 1514.7517 25.6362 1915 2 757.8795 ‐12.5142
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1259.6630 ISPQFVTNPEK 292.0223 1259.6602 26.0716 10058 2 630.3337 ‐2.6272
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 Carbamidomethyl+C(11) 1405.6740 ANALSSASVLCSSR 1130.0930 1405.6726 23.0148 5497 2 703.3400 ‐0.9986
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 817.4090 LLAEFEN 100.3279 817.4102 22.0147 3171 1 817.4102 2.77
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 836.3897 AEFENAR 97.4488 836.3933 23.1858 2748 1 836.3933 5.49
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1415.7641 HGLLSVTSGANPVSL 192.0213 1415.7559 22.8826 2518 2 708.3816 ‐5.8035
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 730.4094 GADIVQK 2122.9770 730.4099 17.4028 2380 1 730.4099 1.06
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 845.4476 NDGVTIAR 106.3947 845.4491 17.1610 1668 1 845.4491 2.19
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 730.4458 SGGVAVIK 283.0731 730.4473 20.2359 1666 1 730.4473 2.59
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1020.5030 GSMIADAIDK 731.5880 1020.4983 40.2945 1244 1 1020.4983 ‐2.8114
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1146.5790 SPQFVTNPEK 953.0044 1146.5721 25.0678 1171 1 1146.5721 ‐3.6889
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 991.5095 VLDEFGSPK 155.6422 991.5063 26.2139 1017 2 496.2568 ‐4.1540
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 980.4870 APAAAAPEGLM 522.2442 980.4927 27.6378 868 2 490.7500 4.67
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 None 1079.5554 APAAAAPEGLMV 260.3824 1079.5618 26.2165 1257 2 540.2846 5.1890
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 2982.1620 62243.1879 77 55.80 Carbamidomethyl+C(14) 1694.7837 MASANALSSASVLCSSR 166.3010 1694.7755 28.0016 2759 2 847.8914 ‐4.1516
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1753.9265 AIELPNAMENAGAALIR 18435.3700 1753.9268 19.7547 22674 2 877.4670 0.3551
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 17203.0900 1271.6778 16.6618 18467 2 636.3426 ‐0.3982
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPAIK 5776.3350 2916.6177 22.7066 13433 3 972.8774 0.4336
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 2250.2955 APLLIIAEDVTGEALATLVVNK 3241.2070 2250.2911 25.6796 12798 2 1125.6492 ‐0.9699
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 Carbamidomethyl+C(1) 2810.5267 CALQNAASVAGMVLTTQAIVVDKPKPK 434.8312 2810.5267 20.0275 5832 4 703.3871 ‐0.1772



NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1735.9813 HGLLSVTSGANPVSLKR 2560.5450 1735.9811 15.5475 5649 3 579.3319 ‐0.5520
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 2268.2016 AIELPNAMENAGAALIREVASK 680.3095 2268.2093 19.8160 1057 2 1134.6083 4.60
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1579.8802 HGLLSVTSGANPVSLK 811.9372 1579.8637 16.4797 11524 3 527.2928 ‐11.0309
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 843.4934 LGADIVQK 670.7401 843.5102 17.7482 6871 2 422.2587 18.6456
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1192.6056 DSTTLIADAASK 315.0643 1192.5861 20.7205 2402 1 1192.5861 ‐14.5258
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 2229.1874 NVVLDEFGSPKVVNDGVTIAR 253.0682 2229.1727 18.1410 4510 3 743.7291 ‐6.3933
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1116.5830 AMENAGAALIR 221.0850 1116.5882 19.6271 3102 2 558.7977 3.57
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1462.1320 62243.1879 77 55.80 None 1998.0655 VLDEFGSPKVVNDGVTIAR 317.4450 1998.0685 18.1396 814 2 999.5379 2.1160
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 604.8078 15538.8405 4 31.76 None 1601.8680 NAMLAGAATGAVLSAVGK 2881.1540 1601.8694 18.8522 8924 2 801.4383 0.9007
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 604.8078 15538.8405 4 31.76 None 1729.9629 NAMLAGAATGAVLSAVGKK 1154.0350 1729.9641 17.9128 5665 3 577.3262 0.3058
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 604.8078 15538.8405 4 31.76 None 926.4466 SLAEDTYK 350.4776 926.4258 17.4003 3518 2 463.7166 ‐23.4630
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 604.8078 15538.8405 4 31.76 None 2998.5309 GKDTIVIDAILGGALATASQFVNNHYFY 461.4391 2998.5388 25.6165 2341 3 1000.1845 3.99
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1514.8213 LAGVLDVYEAHLSK 99435.9800 1514.8204 17.4423 135394 3 505.6116 ‐1.4985
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1419.7552 GVAFETIPVDLMK 31581.3900 1419.7489 20.0058 109983 2 710.3781 ‐4.5493
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 43552.4500 2892.5175 25.1720 96369 3 964.8440 0.4101
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 584.2715 YSFPA 5047.6370 584.2720 22.8008 55092 1 584.2720 0.7796
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 12553.5000 2349.2079 20.8767 49561 2 1175.1076 ‐0.3685
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 886.5608 ALVTLIEK 31091.3600 886.5604 25.2232 38599 2 443.7838 ‐1.5210
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1102.5680 VYGPHFASPK 15924.7600 1102.5691 18.5966 29338 2 551.7882 0.3324
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1940.9402 HVSAWWDDISSRPAWK 1228.3510 1940.9438 18.1957 5629 3 647.6528 1.79
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1042.6619 RALVTLIEK 5567.2230 1042.6637 22.9034 20527 2 521.8355 0.9794
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 702.4396 VTLIEK 7452.3860 702.4392 25.2217 9065 1 702.4392 ‐0.2285
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1061.5262 DVYEAHLSK 3324.6350 1061.5247 17.4438 3483 1 1061.5247 0.2936
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1174.6103 LDVYEAHLSK 2777.3200 1174.6010 17.4308 2365 1 1174.6010 ‐5.7532
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 549.3031 FASPK 55.0267 549.3045 18.5069 2246 1 549.3045 2.64
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 815.5237 LVTLIEK 621.9074 815.5245 25.2207 1363 1 815.5245 1.44
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 603.3712 TLIEK 96.3412 603.3738 25.7179 1230 1 603.3738 4.27
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17244.7700 24145.9233 26 53.95 None 1084.5574 VYGPHFASPK 140.9679 1084.5547 19.6951 1068 1 1084.5547 ‐0.7313
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1514.8213 LAGVLDVYEAHLSK 114848.5000 1514.8204 17.4423 135394 3 505.6116 ‐1.2806
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1419.7552 GVAFETIPVDLMK 41754.0500 1419.7489 20.0058 109983 2 710.3781 ‐4.7548
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 50598.3200 2892.5175 25.1720 96369 3 964.8440 0.7304
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 12160.0300 2349.2079 20.8767 49561 2 1175.1076 ‐0.7854
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1102.5680 VYGPHFASPK 596.1546 1102.5690 16.2716 886 1 1102.5690 2.00
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1401.7373 AGVLDVYEAHLSK 6928.9470 1401.7372 17.4436 7430 2 701.3722 ‐0.3618
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1045.5598 ETIPVDLMK 271.6079 1045.5536 20.0077 2984 1 1045.5536 ‐4.6556
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 847.4308 YEAHLSK 7296.6050 847.4287 17.4423 2265 1 847.4287 ‐1.9863
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 1245.6548 AFETIPVDLMK 239.5514 1245.6493 19.1828 2136 1 1245.6493 ‐2.3678
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 17629.3900 24145.9233 26 53.95 None 916.5172 TIPVDLMK 279.4243 916.5200 20.0115 1852 1 916.5200 3.01
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1118.6092 IPVLVDGDYK 36583.3900 1118.6081 24.7183 103406 2 559.8077 ‐1.6165
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1577.8421 LAEVLDVYEAQLSK 80411.6700 1577.8407 30.9217 62974 2 789.4240 ‐0.6942
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1438.7246 GVSFETVNVDLMK 23688.9200 1438.7251 30.7682 49921 2 719.8662 0.2873
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1409.8039 VLTIYAPLFASSK 37223.3000 1409.8043 20.2343 49559 2 705.4058 0.1593
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 9346.4580 3149.6137 25.3866 42549 3 1050.5428 ‐0.8650
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1390.7365 QPEYLAIQPFGK 4473.1040 1390.7357 29.4934 20398 2 695.8715 ‐0.7156
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 858.5295 AVVTLVEK 10487.7500 858.5294 19.8513 19692 2 429.7684 ‐1.1793
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1028.4948 HVSAWWDK 1061.7180 1028.4958 22.1068 11007 2 514.7515 0.1331
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1014.6306 RAVVTLVEK 6727.2410 1014.6327 18.1011 11571 2 507.8200 1.35
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 688.4240 VTLVEK 2531.0470 688.4251 19.8475 6319 1 688.4251 2.0071
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 684.3352 QPEYLA 103.2235 684.3339 29.0799 2861 1 684.3339 ‐1.4641
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1165.6099 LDVYEAQLSK 727.2554 1165.6088 30.9246 1192 1 1165.6088 1.0953
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1096.6037 IYAPLFASSK 130.9979 1096.6014 21.1624 1154 2 548.8043 ‐2.7883
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1282.6348 SFETVNVDLMK 365.0120 1282.6254 30.7714 1033 1 1282.6254 ‐4.7889
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1100.5986 IPVLVDGDYK 184.7539 1100.5991 25.7024 2390 2 550.8032 ‐0.3032
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1372.7260 QPEYLAIQPFGK 525.7143 1372.7247 31.5791 1444 2 686.8660 ‐1.0916
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 12560.8200 24230.0320 35 50.23 None 1420.7141 GVSFETVNVDLMK 248.7543 1420.7101 30.7741 920 2 710.8587 ‐2.9007
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1118.6092 IPVLVDGDYK 58451.4000 1118.6081 24.7183 103406 2 559.8077 ‐1.6488
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1577.8421 LAEVLDVYEAQLSK 78428.3300 1577.8406 30.9173 61396 2 789.4239 ‐0.5906
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1438.7246 GVSFETVNVDLMK 25435.6300 1438.7252 30.7659 48941 2 719.8662 0.4351
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1390.7365 QPEYLAIQPFGK 5083.9920 1390.7357 29.4934 20398 2 695.8715 ‐0.6080
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 858.5295 AVVTLVEK 14397.9900 858.5294 19.8513 19692 2 429.7684 ‐1.3453
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1028.4948 HVSAWWDK 1632.5730 1028.4958 22.1068 11007 2 514.7515 0.0545
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 688.4240 VTLVEK 3554.7940 688.4251 19.8475 6319 1 688.4251 2.1841
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 589.3556 TLVEK 3095.6130 589.3535 19.8594 3551 1 589.3535 ‐3.4702
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1165.6099 LDVYEAQLSK 649.3262 1165.6088 30.9246 1192 1 1165.6088 1.62
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1282.6348 SFETVNVDLMK 312.6882 1282.6254 30.7714 1033 1 1282.6254 ‐4.3954
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 10243.8400 24230.0320 35 50.23 None 1372.7260 QPEYLAIQPFGK 398.3675 1372.7247 31.5791 1444 2 686.8660 ‐0.9932
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 1409.8039 VLTIYAPLFASSK 46701.6400 1409.8043 20.2343 49559 2 705.4058 ‐0.0440
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIGK 12249.3900 3149.6137 25.3866 42549 3 1050.5428 ‐0.5257
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 1577.8421 LAEVLDVYEAQLSK 325.2506 1577.8339 17.9908 5314 2 789.4206 ‐5.2878
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 2520.3443 VIKESEEKLAEVLDVYEAQLSK 873.2097 2520.3619 20.8839 6768 3 840.7921 7.76
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 1446.7475 AEVLDVYEAQLSK 268.2430 1446.7446 20.3625 9592 2 723.8759 ‐2.2534
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 1197.6514 TIYAPLFASSK 1697.4450 1197.6471 20.2366 1524 1 1197.6471 ‐1.7585
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 4497.2420 24230.0320 35 50.23 None 1096.6037 IYAPLFASSK 672.4869 1096.6014 21.1624 1154 2 548.8043 ‐2.9203
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 11513.3900 2607.3558 36.3830 20314 3 869.7901 0.5496
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1256.6157 LAYGDNSEFIK 6039.3960 1256.6187 23.2082 14189 2 628.8130 1.03
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1759.8394 LAGSTFMEYLPMGGSAK 9638.7900 1759.8408 19.7822 13790 2 880.4241 1.38
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 2522.4220 1404.7246 20.2643 13733 2 702.8659 ‐1.4057
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1914.9708 IFLEDGHHIGISQSYAK 4566.8990 1914.9684 15.8016 12843 3 638.9943 ‐1.6874
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 Carbamidomethyl+C(3)



NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 934.5105 VNVGVGAYR 5251.4780 934.5104 18.7388 7676 2 467.7588 ‐1.0932
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1898.9746 DPILGVTEAFLADPSPEK 1873.9060 1898.9723 36.0429 7548 2 949.9898 ‐0.4087
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1353.7161 LGSPLSWEHVTK 6863.1250 1353.7147 16.1108 7286 3 451.9098 ‐2.0713
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 819.4645 MVDLTLK 5664.5210 819.4647 23.8733 2137 2 410.2360 ‐0.9430
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1413.6831 LTSEYHIYMTR 326.4142 1413.6895 39.5096 914 1 1413.6895 7.67
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1007.4833 LTSEYHIY 122.4924 1007.4821 39.6047 1010 1 1007.4821 0.3154
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 2053.4380 48099.9890 24 31.40 None 1239.5892 LAYGDNSEFIK 359.8309 1239.5832 22.6999 1259 2 620.2952 ‐5.2721
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 1310.6297 GLDFSALMDDVK 1670.3150 1310.6296 24.9012 24856 2 655.8185 ‐0.2656
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 12255.7900 2607.3558 36.3830 20314 3 869.7901 0.3573
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 1256.6157 LAYGDNSEFIK 4151.9420 1256.6187 23.2082 14189 2 628.8130 1.89
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 1896.4490 1404.7246 20.2643 13733 2 702.8659 ‐1.2909
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 Carbamidomethyl+C(3)
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 934.5105 VNVGVGAYR 5501.7550 934.5104 18.7388 7676 2 467.7588 ‐1.2201
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 1898.9746 DPILGVTEAFLADPSPEK 2451.8090 1898.9723 36.0429 7548 2 949.9898 ‐0.0398
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 819.4645 MVDLTLK 5647.5620 819.4647 23.8733 2137 2 410.2360 ‐1.1291
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 1413.6831 LTSEYHIYMTR 981.8797 1413.7000 25.0184 2540 2 707.3537 11.27
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 Carbamidomethyl+C(6) 3395.5858 QIGMFCYSGLTPEQVDRLTSEYHIYMTR 1036.0160 3395.5854 37.8864 3927 3 1132.5333 0.7692
NP_180654.1 aspartate aminotransferase Arabidopsis thaliana 1374.5150 48099.9890 24 31.40 None 965.4662 YHIYMTR 152.4647 965.4630 37.0800 1635 1 965.4630 ‐1.6759
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 None 1335.6097 DLSEMEAVDAQK 5163.0010 1335.6102 22.2138 7248 2 668.3087 0.1235
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 None 1580.7452 EDLASYAAHPDHVR 717.5538 1580.7380 26.7224 4735 2 790.8726 ‐4.3799
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 Carbamidomethyl+C(7) 2218.0519 ESVLPICDDIMAVDWIADR 1556.2880 2218.0515 40.8456 3176 2 1109.5294 1.1860
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 None 1847.9286 FPGIDQITVGENFSPAR 346.6379 1847.9287 37.6020 2991 2 924.4680 0.7082
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 None 1526.8074 ISSATAFTHVLHSR 2787.1540 1526.8100 14.9848 2861 3 509.6082 0.8685
NP_180725.1 Stress responsive alpha beta barrel domain protein Arabidopsis  630.5129 28979.1835 6 31.56 None 2134.0332 DLSEMEAVDAQKELVNSQK 1017.9290 2134.0086 30.1188 4140 2 1067.5079 ‐10.3390
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 322.4282 35619.1145 3 11.38 None 1639.7697 LGELDSYEIEGGETK 5515.0050 1639.7710 24.7176 4738 2 820.3892 1.0963
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 322.4282 35619.1145 3 11.38 None 2413.3377 FHSVVAFLPTVSTVLSPEIIEK 1002.9140 2413.3281 22.1397 3969 3 805.1142 ‐3.8831
NP_180863.1 ATP synthase subunit gamma Arabidopsis thaliana 322.4282 35619.1145 3 11.38 Carbamidomethyl+C(3) 1546.8370 GLCGGINSTVVKVSR 663.8698 1546.8496 16.1822 2798 3 516.2881 7.66
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 10891.3000 2323.2278 21.0557 28126 3 775.0808 1.1198
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 2671.4149 TGDEKPITVSVDDGIRPTTTLASLGK 5873.0710 2671.4182 28.3577 25806 4 668.6100 0.5503
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1629.8094 MAAFYAGFPETVAVR 16682.1800 1629.8125 19.2310 24021 2 815.4099 2.14
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 15471.3000 2336.3014 21.5532 21864 2 1168.6544 0.1935
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 18347.3000 2334.1280 17.7492 15430 2 1167.5677 ‐0.5385
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1487.7740 DTYPDDLLAPVLR 23909.8600 1487.7768 34.2274 14195 2 744.3921 1.21
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1934.0018 GNFKDTYPDDLLAPVLR 3582.6970 1934.0000 32.6594 11604 3 645.3382 ‐1.3183
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSVNPA 3935.4990 3183.5108 22.4830 7181 3 1061.8418 0.4338
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 761.3828 TFAAVGVD 161.1958 761.3848 20.8125 8331 1 761.3848 3.19
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 771.4359 GSVNPAVK 156.7678 771.4360 21.0942 2927 1 771.4360 0.6645
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 3038.4274 FYDIGIGAGLESMTTNPMAWEGSVNPAVK 280.1877 3038.4414 23.3315 2279 3 1013.4853 5.52
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1356.6947 FYAGFPETVAVR 419.2679 1356.6881 21.0812 1665 2 678.8477 ‐5.0689
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1155.5867 TFAAVGVDPAIM 195.4658 1155.5822 22.8055 1261 1 1155.5822 ‐1.8421
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 4154.2050 49091.9856 26 34.20 None 1611.7988 MAAFYAGFPETVAVR 333.6854 1611.8067 19.3075 4791 2 806.4070 5.1526
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 6625.3360 2323.2278 21.0557 28126 3 775.0808 1.77
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 1629.8094 MAAFYAGFPETVAVR 20280.2100 1629.8125 19.2310 24021 2 815.4099 1.80
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 25199.4100 2336.3014 21.5532 21864 2 1168.6544 ‐0.2205
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 Carbamidomethyl+C(7) 2334.1329 FAQAQNCLLPMGVTSENVAQR 10618.0200 2334.1280 17.7492 15430 2 1167.5677 ‐0.9520
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 3183.5125 AGFYDIGIGAGLESMTTNPMAWEGSVNPA 9485.6080 3183.5108 22.4830 7181 3 1061.8418 0.7757
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 1286.7063 VEAQGLLSKDAR 409.1353 1286.7093 15.4013 1033 2 643.8583 1.02
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 Carbamidomethyl+C(8) 2462.2279 KFAQAQNCLLPMGVTSENVAQR 212.9648 2462.2452 22.9706 1485 2 1231.6262 8.30
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 761.3828 TFAAVGVD 221.8058 761.3848 20.8125 8331 1 761.3848 2.80
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 1068.5473 WEGSVNPAVK 1489.8100 1068.5447 22.9603 3341 1 1068.5447 ‐0.9945
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 1356.6947 FYAGFPETVAVR 267.8585 1356.6881 21.0812 1665 2 678.8477 ‐5.2601
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 904.4483 TSENVAQR 88.4338 904.4426 17.9373 1608 1 904.4426 ‐5.4577
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 3481.6300 49091.9856 26 34.20 None 1611.7988 MAAFYAGFPETVAVR 153.8512 1611.7937 17.5343 758 3 537.9361 ‐3.7061
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1809.0164 VMLRPASPGTGVIAGGAVR 12728.7400 1809.0180 15.4772 10930 3 603.6775 0.3534
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1102.5601 GIPMEELWK 2378.7200 1102.5637 31.0204 3674 2 551.7855 2.96
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 958.5680 SSGIGGKPKK 514.3111 958.5942 25.1834 13354 2 479.8007 26.4077
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1021.5061 IRDGFEER 419.5082 1021.5230 19.6300 866 2 511.2651 15.6530
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1264.6280 DKIRDGFEER 1873.1180 1264.6275 28.6179 8016 2 632.8174 ‐0.8428
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 961.4738 DKIRDGFE 119.6354 961.4764 27.8526 4426 1 961.4764 4.0502
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1389.7671 VMLRPASPGTGVIAG 933.9609 1389.7731 15.4772 1362 2 695.3902 4.1287
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 896.8767 32702.2169 17 25.8 None 1166.6350 VMLRPASPGTGV 339.2892 1166.6306 14.9274 1267 2 583.8189 ‐4.3593
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 1809.0164 VMLRPASPGTGVIAGGAVR 11122.8100 1809.0180 15.4772 10930 3 603.6775 0.5932
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 1701.9130 ATASALSSLSSLSLHTR 524.5209 1701.8904 20.3563 2943 2 851.4488 ‐13.1363
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 2232.1230 QFRDVAQERGIPMEELWK 608.2401 2232.0998 19.5093 4580 2 1116.5535 ‐9.4070
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 2335.2140 TSSLISSSSTKSIVSFSSFLNR 806.4586 2335.2131 19.9384 1820 3 779.0759 ‐0.0482
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 Oxidation+M(7) 1933.9953 NIVQVPMTKYSTFPHR 314.2151 1933.9847 23.9200 1480 3 645.3331 ‐5.6264
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 618.3358 SFLNR 47.2972 618.3326 19.3296 2220 1 618.3326 ‐5.5441
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 914.4441 PMEELWK 117.0456 914.4411 19.4902 1634 1 914.4411 ‐2.3701
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 1389.7671 VMLRPASPGTGVIAG 791.5994 1389.7731 15.4772 1362 2 695.3902 3.00
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 726.8984 32702.2169 17 25.8 None 595.3311 SLHTR 330.1217 595.3314 19.8744 1311 1 595.3314 0.2597
NP_181080.1 glycine decarboxylase complex protein H Arabidopsis thaliana 5392.6660 18061.2967 4 21.82 None 2237.0795 LTESPGLINSSPYEDGWMIK 34149.0500 2237.0720 32.8505 133183 2 1119.0396 ‐1.9509
NP_181080.1 glycine decarboxylase complex protein H Arabidopsis thaliana 5392.6660 18061.2967 4 21.82 None 1669.8829 VKPSSPAELESLMGPK 12925.5500 1669.8825 26.5541 65953 3 557.2990 ‐0.9818
NP_181080.1 glycine decarboxylase complex protein H Arabidopsis thaliana 5392.6660 18061.2967 4 21.82 None 874.4703 LESLMGPK 144.9077 874.4701 27.1902 17864 1 874.4701 0.8220
NP_181080.1 glycine decarboxylase complex protein H Arabidopsis thaliana 5392.6660 18061.2967 4 21.82 None 1846.8494 LTESPGLINSSPYEDGW 424.8615 1846.8528 33.4311 1341 2 923.9301 2.53
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 21200.4700 2329.1980 20.6575 63638 2 1165.1026 ‐0.7826
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1750.9010 FADELIANAAYIGTPGK 21659.2900 1750.8989 18.6448 45406 2 875.9531 ‐0.7379
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1332.7005 GILAADESTGTIGK 18034.3000 1332.7003 21.8715 29865 2 666.8538 ‐0.4561
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1488.8016 GILAADESTGTIGKR 6762.1140 1488.8002 20.1139 25049 3 496.9383 ‐1.8618
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 2152.1145 IGVNEPSQLAIHENAYGLAR 9836.8910 2152.1154 26.4249 19288 3 718.0433 0.2394



NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1600.8402 LASINVENVESNRR 1377.9750 1600.8392 20.9461 16645 3 534.2846 ‐1.3678
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1320.7270 VAPEVIAEHTVR 3984.7690 1320.7262 20.2989 11536 3 440.9136 ‐1.6808
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1296.6140 SSDGTPFVDMLK 9123.7240 1296.6133 30.2882 11289 2 648.8103 ‐0.9156
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 3654.5570 3135.5979 35.8927 8699 3 1045.8708 ‐0.7382
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1210.6426 LGEGAAESLHVK 5320.0560 1210.6443 18.8910 8622 2 605.8258 0.8960
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 2844.4924 ALSDHHVLLEGTLLKPNMVTPGSESAK 4261.5820 2844.4984 17.3479 7643 4 711.8800 1.92
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 841.5142 SAGVLPGIK 414.4290 841.5133 24.0458 2383 1 841.5133 ‐0.1392
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 933.5152 AQEAFLVR 2385.9130 933.5140 21.3869 1751 1 933.5140 ‐0.1034
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1124.5582 ANSEATLGAYK 149.5106 1124.5264 22.8122 4506 2 562.7668 ‐28.9622
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1616.8279 LGEGAAESLHVKDYK 1179.1690 1616.8152 20.0780 2664 2 808.9112 ‐7.5633
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1061.6102 KAQEAFLVR 556.1500 1061.6027 17.7924 1476 2 531.3050 ‐7.7782
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1292.6521 FADELIANAAYI 244.5963 1292.6588 19.3651 5178 2 646.8330 4.13
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 576.2664 FADEL 60.1734 576.2643 16.6370 2367 1 576.2643 ‐3.6683
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 732.4363 TGTIGKR 241.8146 732.4399 19.5285 2333 1 732.4399 5.83
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 752.4011 FVDMLK 63.7336 752.3984 31.8333 2250 1 752.3984 ‐3.0107
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1062.5578 ANAAYIGTPGK 319.4254 1062.5583 16.9095 2088 2 531.7828 ‐0.2958
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1205.6121 AADESTGTIGKR 277.5754 1205.6144 20.2604 1500 1 1205.6144 4.1156
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 783.4359 AESLHVK 159.2627 783.4322 18.3681 1382 1 783.4322 ‐4.1481
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 5325.2570 38729.0214 39 59.22 None 1107.5317 ANSEATLGAYK 202.5853 1107.5298 22.1074 1479 2 554.2686 ‐2.3201
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1332.7005 GILAADESTGTIGK 12774.7700 1332.7003 21.8715 29865 2 666.8538 ‐0.3783
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1488.8016 GILAADESTGTIGKR 4756.0570 1488.8002 20.1139 25049 3 496.9383 ‐1.8587
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 2152.1145 IGVNEPSQLAIHENAYGLAR 7704.6190 2152.1154 26.4249 19288 3 718.0433 0.1267
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1600.8402 LASINVENVESNRR 2483.9930 1600.8392 20.9410 15931 3 534.2846 ‐1.3598
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1320.7270 VAPEVIAEHTVR 3249.8150 1320.7262 20.2989 11536 3 440.9136 ‐1.6484
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1296.6140 SSDGTPFVDMLK 8025.5350 1296.6133 30.2882 11289 2 648.8103 ‐0.8563
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1210.6426 LGEGAAESLHVK 4898.1370 1210.6443 18.8910 8622 2 605.8258 0.9110
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1124.5582 ANSEATLGAYK 88.4441 1124.5276 22.7799 3643 2 562.7674 ‐27.9228
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 856.4384 NVESNRR 92.6361 856.4328 20.9592 4102 1 856.4328 ‐5.3723
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 732.4363 TGTIGKR 114.6171 732.4399 19.5285 2333 1 732.4399 5.13
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 752.4011 FVDMLK 48.5857 752.3984 31.8333 2250 1 752.3984 ‐2.8104
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1205.6121 AADESTGTIGKR 204.7391 1205.6144 20.2604 1500 1 1205.6144 4.11
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 783.4359 AESLHVK 156.6834 783.4322 18.3681 1382 1 783.4322 ‐3.9364
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1129.5735 GILAADESTGTI 205.3104 1129.5676 22.8467 1258 2 565.2875 ‐5.8914
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1771.2590 38729.0214 39 59.22 None 1106.5477 ANSEATLGAYK 424.4355 1106.5535 24.3974 3274 2 553.7804 4.76
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2005.0600 VTAAVPSGASTGIYEALELR 22937.4400 2005.0562 32.8472 81778 2 1003.0318 ‐0.9350
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1573.8432 VNQIGSVTESIEAVK 45950.3700 1573.8410 26.9486 70365 2 787.4241 ‐1.2283
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 61014.8400 3000.3541 37.8669 65977 3 1000.7896 ‐0.3340
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1852.9700 LAMQEFMILPVGAASFK 26241.7100 1852.9680 22.3852 48031 2 926.9877 ‐0.3635
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1174.6830 AGAVVSGIPLYK 20588.4200 1174.6816 26.2326 46021 2 587.8444 ‐1.7732
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1896.9338 IEEELGSEAIYAGVNFR 5842.9140 1896.9312 30.9868 34932 2 948.9693 ‐0.5758
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 25857.4100 2324.0342 23.7874 31332 2 1162.5207 ‐2.0511
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 3870.4570 3220.3989 37.1844 24445 3 1074.1378 ‐2.4093
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 12393.0300 2420.1587 31.3022 22051 2 1210.5830 ‐2.2687
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 Carbamidomethyl+C(2) 918.5077 SCNALLLK 12987.1300 918.5067 21.0147 21287 2 459.7570 ‐2.1725
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 15318.9100 2252.1241 40.0248 20066 2 1126.5657 ‐0.8897
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 3106.4964 YGQDATNVGDEGGFAPNIQENKEGLELLK 1558.5030 3106.4867 30.2269 18567 3 1036.1671 ‐2.2154
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1212.6194 MGVEVYHHLK 15078.6800 1212.6215 18.0127 14468 3 404.8787 0.5149
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1101.5258 AGWGVMTSHR 3993.0030 1101.5295 19.5843 4149 2 551.2684 2.86
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 801.4716 EGLELLK 4314.0980 801.4722 24.8151 3913 2 401.2398 ‐0.5007
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2741.3015 VVIGMDVAASEFYSEDKTYDLNFK 770.7385 2741.2742 42.9872 17990 3 914.4296 ‐9.4748
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2452.1375 KYGQDATNVGDEGGFAPNIQENK 4120.8040 2452.1397 22.4147 4826 3 818.0514 1.0436
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 781.4203 VNQIGSVT 108.4265 781.4196 28.3760 7083 2 391.2134 ‐2.1305
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1066.5139 MGVEVYHHL 104.9329 1066.5203 17.2428 4025 2 533.7638 5.70
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 2304.0455 PIVSIEDPFDQDDWEHYAK 14680.5500 2304.0547 37.8677 2910 2 1152.5310 5.75
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1475.7377 VTAAVPSGASTGIYEA 339.6451 1475.7328 32.9307 2770 2 738.3700 ‐3.3143
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 631.2981 MTSHR 1328.3340 631.2947 19.5773 2124 1 631.2947 ‐5.2341
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1174.5851 GGFAPNIQENK 273.3829 1174.5856 23.4277 1597 1 1174.5856 2.42
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 1251.6579 STGIYEALELR 216.9915 1251.6648 32.1093 1340 2 626.3360 5.0834
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 671.4087 LVTNPK 122.1256 671.4120 33.1147 1257 1 671.4120 5.78
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 11529.0800 48004.5112 48 58.33 None 876.5189 VSGIPLYK 130.3898 876.5176 25.4129 796 2 438.7624 ‐2.6189
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 2005.0600 VTAAVPSGASTGIYEALELR 25283.4200 2005.0559 32.8412 78002 2 1003.0316 ‐0.6645
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1573.8432 VNQIGSVTESIEAVK 22947.7500 1573.8410 26.9451 69133 2 787.4241 ‐1.0190
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 63965.7700 3000.3541 37.8669 65977 3 1000.7896 ‐0.5949
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1174.6830 AGAVVSGIPLYK 23498.2500 1174.6816 26.2326 46021 2 587.8444 ‐1.7767
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1896.9338 IEEELGSEAIYAGVNFR 3078.2930 1896.9307 30.9745 31521 2 948.9690 ‐0.4818
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGWCK 2982.8560 3220.3989 37.1844 24445 3 1074.1378 ‐2.7086
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 3594.5280 2420.1587 31.3022 22051 2 1210.5830 ‐1.6319
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 Carbamidomethyl+C(2) 918.5077 SCNALLLK 24189.0800 918.5067 21.0147 21287 2 459.7570 ‐2.3076
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 3106.4964 YGQDATNVGDEGGFAPNIQENKEGLELLK 1019.8060 3106.4867 30.2269 18567 3 1036.1671 ‐2.4948
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1212.6194 MGVEVYHHLK 59919.4900 1212.6215 18.0127 14468 3 404.8787 0.5662
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1101.5258 AGWGVMTSHR 6289.6980 1101.5295 19.5843 4149 2 551.2684 2.75
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 801.4716 EGLELLK 3603.6580 801.4722 24.8151 3913 2 401.2398 ‐0.6961
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 2357.1983 VGDEGGFAPNIQENKEGLELLK 1156.3040 2357.1905 30.2221 5096 2 1179.0989 ‐1.1001
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 1081.5789 GVEVYHHLK 13726.8400 1081.5838 17.9894 4808 2 541.2955 3.33
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 8678.7390 48004.5112 48 58.33 None 876.5189 VSGIPLYK 135.1262 876.5176 25.4129 796 2 438.7624 ‐2.7756
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 1852.9700 LAMQEFMILPVGAASFK 22664.2500 1852.9680 22.3852 48031 2 926.9877 ‐0.6676
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 1174.6830 AGAVVSGIPLYK 15739.3900 1174.6832 16.7126 15816 2 587.8453 ‐0.5183
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 1896.9338 IEEELGSEAIYAGVNFR 1258.5260 1896.9355 18.5545 8023 2 948.9714 1.80
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 1680.8551 GNPTVEVDIHTSNGIK 183.5630 1680.8362 17.0307 1537 2 840.9217 ‐11.1736



NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 2312.1851 LAMQEFMILPVGAASFKEAMK 328.8185 2312.1625 23.2911 1096 3 771.3924 ‐9.4998
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 735.3858 FKEAMK 184.2244 735.3854 22.7825 1549 1 735.3854 ‐0.3832
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thali 1363.5180 48004.5112 48 58.33 None 876.5189 VSGIPLYK 239.4536 876.5185 16.7249 1350 1 876.5185 0.1730
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 254.7581 50633.9739 2 5.2 None 1432.7795 ILVGQGNDGVSFVK 5303.4680 1432.7776 16.5627 10725 2 716.8924 ‐1.4003
NP_181463.1 jacalin related lectin 22 Arabidopsis thaliana 254.7581 50633.9739 2 5.2 None 1063.5531 VYVGQDLNR 4714.5160 1063.5550 17.9561 5800 2 532.2811 1.0756
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 None 1495.7639 LLSENFSQLDTTK 2323.2600 1495.7580 26.0080 11173 2 748.3826 ‐3.7196
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 None 1663.8762 AASTHGIALVAPDTSPR 7865.7200 1663.8756 21.9164 8601 3 555.2967 ‐1.1094
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 Carbamidomethyl+C(14) 2061.0223 SVSAFAPITNPINCAWGQK 645.7008 2061.0270 37.6771 1624 2 1031.0171 3.51
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 None 2035.9463 MASGLSEIGSTKMFDGYNK 159.8058 2035.9345 39.0030 983 2 1018.4709 ‐4.3503
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 None 992.5524 AASTHGIALVA 294.7936 992.5522 23.6363 1140 2 496.7798 ‐1.1061
NP_181684.1 S formylglutathione hydrolase Arabidopsis thaliana 620.3800 31940.7517 6 17.25 Carbamidomethyl+C(14) 1786.8582 SVSAFAPITNPINCAWG 368.1848 1786.8604 35.9737 791 2 893.9338 2.1339
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 118.8234 42402.4191 6 7.94 None 1918.8640 YPIEHGVVSNWDDMEK 1423.4040 1918.8613 26.1852 8846 3 640.2919 ‐1.8465
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 118.8234 42402.4191 6 7.94 None 1184.6899 AVFPSVVGRPR 1773.3050 1184.6923 14.9636 2880 2 592.8498 1.23
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 118.8234 42402.4191 6 7.94 None 1129.6575 EIVRDIKEK 279.5098 1129.6330 18.7767 3431 1 1129.6330 ‐19.8482
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 160.0841 42402.4191 6 7.94 None 3151.6422 TTGIVLDSGDGVSHTVPIYEGYALPHAILR 1853.2930 3151.6403 20.4194 10322 4 788.6655 ‐0.6178
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 160.0841 42402.4191 6 7.94 None 2197.0958 DLYGNIVLSGGTTMFPGIADR 233.9530 2197.0755 19.7039 5540 2 1099.0414 ‐8.3206
NP_181740.1 Actin like ATPase superfamily protein Arabidopsis thaliana 160.0841 42402.4191 6 7.94 None 2967.5170 ATTSSAIDRTYELPDGQVITIGAERFR 263.2065 2967.5268 21.1764 29084 3 989.8471 4.29
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 368.0444 29363.6009 3 9.59 None 1374.7111 EGDLVDVAGTTIGK 3694.3180 1374.7097 34.8327 19737 2 687.8585 ‐1.2307
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 368.0444 29363.6009 3 9.59 None 1389.7009 LTNIEGFEPNQK 4001.6310 1389.6977 22.9101 9050 2 695.3525 ‐2.4045
NP_181831.1 50S ribosomal protein L3 1 Arabidopsis thaliana 368.0444 29363.6009 3 9.59 None 1175.5691 NIEGFEPNQK 209.6377 1175.5694 24.2767 2072 1 1175.5694 2.39
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 None 1514.7962 QPELVGSNPTVAFR 15710.2000 1514.7939 26.1499 48639 2 757.9006 ‐1.2464
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 Carbamidomethyl+C(3)
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 None 948.4898 GSNPTVAFR 100.4839 948.4866 26.8651 2837 2 474.7470 ‐4.3713
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 None 931.4632 GSNPTVAFR 280.2985 931.4655 24.3049 1102 2 466.2364 1.57
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 None 1047.5582 VGSNPTVAFR 283.2066 1047.5568 26.6915 946 2 524.2820 ‐2.1943
NP_181887.1 Chitinase family protein Arabidopsis thaliana 2822.1350 29322.4332 6 11.36 None 1497.7696 QPELVGSNPTVAFR 169.9756 1497.7608 27.9761 13244 2 749.3840 ‐5.6975
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 10545.3200 1979.9445 23.8701 14214 3 660.6530 0.6029
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1778.9575 VDVSTFEEVLVPIGFK 7921.2350 1778.9550 22.5788 13623 2 889.9811 ‐0.8410
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 990.4931 AEYFSFVK 4710.3200 990.4933 27.4331 10417 2 495.7503 ‐0.6400
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1889.0855 ATPLIVHLVDTSSLPLGR 4216.5050 1889.0916 20.3178 9506 3 630.3687 2.54
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1519.7863 AVSVEENPHAIPTR 3573.8390 1519.7899 18.5488 7066 3 507.2681 1.56
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1647.8813 AVSVEENPHAIPTRK 3190.0500 1647.8839 16.7038 2533 3 549.9661 0.8367
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 Carbamidomethyl+C(3) 1696.7530 PGCGGGHDVVAMASPER 615.1890 1696.7613 23.8704 2784 2 848.8843 5.64
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1390.7437 VEENPHAIPTRK 3380.1550 1390.7435 16.6457 1492 3 464.2527 ‐1.2058
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 2418.9890 25459.8123 15 33.92 None 1250.5946 GHDVVAMASPER 266.3733 1250.6000 21.8353 1311 2 625.8036 3.67
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1444.3970 25459.8123 15 33.92 Carbamidomethyl+C(6) 1979.9426 ALVPGCGGGHDVVAMASPER 11499.8700 1979.9445 23.8701 14214 3 660.6530 0.5202
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1444.3970 25459.8123 15 33.92 None 990.4931 AEYFSFVK 4916.8690 990.4933 27.4331 10417 2 495.7503 ‐0.7382
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1444.3970 25459.8123 15 33.92 None 1647.8813 AVSVEENPHAIPTRK 3903.0560 1647.8837 16.6181 2069 3 549.9661 0.6853
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 1444.3970 25459.8123 15 33.92 None 1390.7437 VEENPHAIPTRK 3490.2300 1390.7435 16.6457 1492 3 464.2527 ‐1.1856
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 943.6648 25459.8123 15 33.92 None 1778.9575 VDVSTFEEVLVPIGFK 12193.8600 1778.9550 22.5788 13623 2 889.9811 ‐1.1282
NP_181919.1 thiocyanate methyltransferase 1 Arabidopsis thaliana 943.6648 25459.8123 15 33.92 None 1889.0855 ATPLIVHLVDTSSLPLGR 1061.6720 1889.0916 20.3178 9506 3 630.3687 3.0511
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1092.5684 IGYDNAAAVAK 17186.5400 1092.5702 18.2773 13495 2 546.7888 0.9931
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1345.6780 AIMQAAQEVAEGK 3912.8320 1345.6807 24.0469 11165 2 673.3440 1.68
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1791.9599 LYQLAQGGTAVGTGLNTK 3151.7960 1791.9589 15.8596 8458 2 896.4831 0.0222
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1436.7090 VNMEYGLDPTIGK 2964.4780 1436.7147 26.2164 6093 2 718.8610 3.70
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 3212.5542 LNDHFPLVVWQTGSGTQSNMNANEVIAN 1110.1860 3212.5415 19.2751 3470 3 1071.5187 ‐2.9265
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 944.4908 GIEANRER 194.8402 944.4871 16.9481 1369 2 472.7472 ‐4.8700
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 Carbamidomethyl+C(1) 1866.9089 CAAKVNMEYGLDPTIGK 644.1558 1866.9100 33.1625 2249 2 933.9586 1.54
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 2789.4217 IGRTHTQDATPLTLGQEFGGYATQVK 589.6290 2789.4363 22.9859 777 3 930.4836 5.07
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 860.4836 AVGTGLNTK 227.4678 860.4872 16.4873 7229 1 860.4872 5.1383
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1186.6062 QGGTAVGTGLNTK 1520.0380 1186.6066 15.7109 2215 2 593.8070 ‐0.2002
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 1223.5977 MEYGLDPTIGK 167.6273 1223.5999 25.4890 1784 1 1223.5999 4.1292
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 749.8849 53512.8464 12 18.70 None 927.4643 GIEANRER 96.2679 927.4585 16.7166 879 1 927.4585 ‐4.9951
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1999.0342 DSTITVGTQHSLDPLTSVK 7680.1880 1999.0340 26.8669 24156 3 667.0162 ‐0.4462
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1885.9906 FSITTFSPAGVAITSTGTK 8817.7600 1885.9908 19.2685 23112 2 943.4990 0.8720
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1949.0603 VNSAGIASALIQHEWKPK 3597.7530 1949.0624 17.5524 15905 4 488.0211 ‐0.2598
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1390.7325 GDLLLGDVAFQSR 2758.1410 1390.7362 18.1052 10914 2 695.8717 2.70
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1034.5517 GPGLYTEIGK 462.4005 1034.5627 18.1312 4762 2 517.7850 9.91
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1518.8275 KGDLLLGDVAFQSR 2559.8040 1518.8301 28.7112 13377 3 506.9482 0.8666
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 992.5160 LGDVAFQSR 311.0694 992.5157 17.5801 3535 2 496.7615 ‐1.1776
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1517.1530 29482.4114 26 31.88 None 1407.7743 ASALIQHEWKPK 202.8754 1407.7671 18.6257 2402 2 704.3872 ‐5.2181
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 746.2546 29482.4114 26 31.88 None 1999.0342 DSTITVGTQHSLDPLTSVK 10559.3800 1999.0340 26.8669 24156 3 667.0162 ‐0.5322
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 746.2546 29482.4114 26 31.88 None 1317.6896 EDLIASLTVNDK 444.8349 1317.6792 24.3897 7040 2 659.3432 ‐8.1191
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 746.2546 29482.4114 26 31.88 None 1518.8275 KGDLLLGDVAFQSR 4308.5090 1518.8301 28.7112 13377 3 506.9482 0.8644
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 746.2546 29482.4114 26 31.88 None 812.4512 KGDLLLGD 338.3100 812.4484 30.1001 14839 1 812.4484 ‐2.4574
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1885.9906 FSITTFSPAGVAITSTGTK 8583.0550 1885.9908 19.2685 23112 2 943.4990 0.5604
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1949.0603 VNSAGIASALIQHEWKPK 1965.4650 1949.0624 17.5524 15905 4 488.0211 0.4514
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1390.7325 GDLLLGDVAFQSR 2466.3410 1390.7362 18.1052 10914 2 695.8717 2.81
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 881.5819 VGLALALKP 10270.3300 881.5815 17.8122 7436 2 441.2944 ‐1.5280
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 2929.4843 GDLLNASYYHIVNPLFNTAVGAEVSHK 1017.7970 2929.4783 20.6464 1085 3 977.1643 ‐1.0447
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 2014.0855 FSITTFSPAGVAITSTGTKK 1274.4090 2014.0648 18.3348 4197 3 672.0264 ‐10.3614
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1674.9286 KGDLLLGDVAFQSRR 474.1094 1674.9318 18.4171 8067 3 558.9821 1.88
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 766.3770 FSITTFS 123.7857 766.3746 17.9296 9611 1 766.3746 ‐2.8554
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 906.5255 AITSTGTKK 169.5302 906.5290 17.9425 3945 1 906.5290 4.69
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1407.7743 ASALIQHEWKPK 132.8428 1407.7677 18.5697 1994 2 704.3875 ‐4.9935
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 1489.8122 DLLLGDVAFQSRR 150.6712 1489.8152 18.7297 1601 3 497.2766 1.67
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 974.5054 LGDVAFQSR 213.1527 974.5063 17.1380 1584 1 974.5063 1.12
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 652.3413 AEVSHK 211.6013 652.3426 22.0276 1486 1 652.3426 1.13
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 1362.0310 29482.4114 26 31.88 None 782.5135 GLALALKP 903.2191 782.5160 17.8079 1055 1 782.5160 3.99



NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 3352.9600 2594.2538 27.1077 14390 2 1297.6306 0.4146
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2117.0146 ALEEEIEDIGGHLNAYTSR 4537.2520 2117.0161 32.0151 13026 3 706.3436 0.5337
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 1040.6099 TILGPAQNVK 9273.7390 1040.6120 19.3885 9773 2 520.8096 1.76
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2012.0117 SSLLLHMDGTSPIAEDIGR 8995.9600 2012.0089 30.6788 6998 3 671.3412 ‐1.7080
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2311.1942 YASPHPILASHNHILSAPETR 1171.8320 2311.1991 14.8878 6859 4 578.5552 1.0948
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 3739.7030 2006.9111 39.5104 6698 2 1003.9592 2.21
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2269.2034 VLDSNVNQALDVLADILQNSK 2099.2050 2269.2009 24.8163 5854 3 757.0718 ‐1.1663
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2028.0107 VAINEIAESIMAFNTNYK 745.2863 2028.0127 35.0536 2846 3 676.6758 0.7194
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 1174.6426 IDAVDASTVKR 9529.0970 1174.6431 15.9524 1665 3 392.2192 ‐0.8306
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 871.4632 LENPDKR 737.9283 871.4878 21.1555 7931 1 871.4878 29.2341
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 930.5441 MVIAAAGAVK 515.6994 930.5506 18.9478 3841 1 930.5506 8.1677
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 786.4832 NLLSLAR 91.4273 786.5054 19.9264 2647 1 786.5054 28.8646
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 1173.6739 RIPTAELFAR 8136.7920 1173.6737 16.0039 10278 2 587.3405 ‐0.6693
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 1365.7121 LAYRVSDADVTR 1458.1090 1365.7139 17.9386 6224 2 683.3606 1.1349
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2958.5167 VLDSNVNQALDVLADILQNSKFEEQR 1105.7420 2958.5238 23.0845 5425 3 986.8461 3.1039
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2402.2827 DIAISAIGPIQDLPDYNKFRR 308.8603 2402.2791 36.7999 3253 3 801.4312 ‐1.3592
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 2071.0818 ALDVLADILQNSKFEEQR 294.9791 2071.0848 23.0806 4293 2 1036.0461 2.01
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 1309.1460 59217.0685 32 38.61 None 853.4526 LENPDKR 125.2942 853.4502 21.4352 3443 1 853.4502 ‐1.9599
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2594.2580 LSSDPTTTSQLVANEPASFTGSEVR 2321.2300 2594.2538 27.1077 14390 2 1297.6306 1.1410
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2892.4640 2117.0161 32.0151 13026 3 706.3436 0.4270
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 1040.6099 TILGPAQNVK 15106.7300 1040.6120 19.3885 9773 2 520.8096 1.1852
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2012.0117 SSLLLHMDGTSPIAEDIGR 6461.6320 2012.0089 30.6788 6998 3 671.3412 ‐1.7963
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 1259.1670 2006.9111 39.5104 6698 2 1003.9592 2.65
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2028.0107 VAINEIAESIMAFNTNYK 873.6724 2028.0127 35.0536 2846 3 676.6758 0.6284
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 1018.5415 IDAVDASTVK 527.4584 1018.5584 21.3264 4476 2 509.7829 15.7111
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 786.4832 NLLSLAR 203.4509 786.5054 19.9264 2647 1 786.5054 29.0774
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2402.2827 DIAISAIGPIQDLPDYNKFRR 341.7318 2402.2791 36.7999 3253 3 801.4312 ‐1.5157
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 3995.8981 TATVGVWIDAGSRFESDETNGTAHFLEHM 382.5671 3995.8527 34.5912 3223 3 1332.6224 ‐9.9200
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2965.3533 GSRFESDETNGTAHFLEHMIFKGTDR 502.7328 2965.3460 34.5857 1733 3 989.1202 ‐1.9889
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 1142.5510 SSLLLHMDGTS 271.0911 1142.5506 30.0989 1351 2 571.7789 ‐0.9854
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 826.4781 LGPAQNVK 1328.9040 826.4779 19.3902 1089 1 826.4779 0.7668
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arab 811.0294 59217.0685 32 38.61 None 2010.0001 VAINEIAESIMAFNTNYK 527.5129 2010.0099 33.2335 2978 3 670.6748 4.79
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 None 1996.1260 IGLAGLAVMGQNLALNIAEK 4696.0480 1996.1238 22.9593 8881 2 998.5655 ‐0.4934
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 None 1643.8639 NAELANLLVDPEFAK 1229.6600 1643.8650 20.9643 1320 2 822.4361 0.7128
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 Carbamidomethyl+C(3) 2779.3430 VVCLAINSGISTPGMSASLAYFDSYR 708.0688 2779.3244 22.7227 1241 2 1390.1658 ‐4.8288
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 None 2339.2017 GELESFLVEITADIFGIKDDK 643.6006 2339.1849 24.8248 3042 2 1170.0961 ‐6.0260
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 None 1563.8013 AGGFGDILTDQKVDK 240.7637 1563.8105 18.4100 14760 2 782.4089 5.95
NP_186885.1 6 phosphogluconate dehydrogenase decarboxylating 3 Arabidop 296.8956 53862.4089 6 12.55 None 1185.5899 AGGFGDILTDQK 121.1183 1185.5858 20.0309 933 1 1185.5858 ‐1.6504
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 2172.0091 GILGYTEDDVVSTDFVGDNR 118460.6000 2172.0042 31.7562 232472 2 1086.5058 ‐0.4761
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1498.8475 VPTVDVSVVDLTVR 47326.2400 1498.8482 31.6040 132282 2 749.9277 0.6238
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1734.8156 DAPMFVVGVNEHEYK 97545.2300 1734.8148 26.5380 116371 3 578.9431 ‐1.1376
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKDK 16362.2900 2953.3750 37.6965 81155 3 985.1299 0.8739
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 811.4131 LTGMSFR 12724.1200 811.4137 20.9292 17460 2 406.2105 ‐0.6567
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 2516.2854 VVISAPSKDAPMFVVGVNEHEYK 567.5449 2516.2427 35.8698 2426 3 839.4191 ‐16.9149
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 Oxidation+M(*) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 745.8286 2757.2721 38.8446 6610 3 919.7622 1.11
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 698.3290 TGMSFR 2889.9790 698.3301 20.9255 7711 1 698.3301 2.0682
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1063.4942 GILGYTEDDV 107.6360 1063.4979 30.1009 1884 1 1063.4979 5.23
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1097.5473 STGVFTDKDK 251.6081 1097.5429 38.0210 1586 1 1097.5429 ‐1.9139
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 957.4425 GVNEHEYK 115.2935 957.4428 35.7081 1399 1 957.4428 1.43
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1173.5899 VVGVNEHEYK 369.7281 1173.5824 26.5652 1399 1 1173.5824 ‐3.9025
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 975.4530 GVNEHEYK 94.2207 975.4545 36.2677 1129 1 975.4545 3.47
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabido 17083.3900 37028.3960 15 39.94 None 1109.5222 VSTDFVGDNR 250.3508 1109.5243 34.5664 796 1 1109.5243 4.0685
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 2009.9253 ATYHFYNPAQNNWDLR 115526.6000 2009.9251 17.3844 226919 3 670.6465 ‐0.4215
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 48852.2400 1439.6512 17.3121 133729 2 720.3292 ‐0.9963
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 36296.3800 2146.9646 27.0626 122343 3 716.3264 ‐0.4023
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 1660.8170 1654.7812 16.1677 15628 3 552.2652 0.2993
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 703.3522 NWDLR 118.1817 703.3537 17.2096 8221 1 703.3537 2.92
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(4) 1976.8596 SAYCSTWDADKPYAWR 7008.5390 1976.8609 27.0568 7340 2 988.9341 1.73
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(3) 932.4407 AFCGPAGPR 579.8671 932.4366 17.3092 3204 1 932.4366 ‐3.2485
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 Carbamidomethyl+C(3) 1889.8276 AYCSTWDADKPYAWR 709.0513 1889.8315 27.0708 2681 2 945.4194 2.26
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 1537.7183 FYNPAQNNWDLR 286.5043 1537.7219 17.2509 2298 2 769.3646 2.76
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 994.4417 ATYHFYNP 290.2204 994.4438 16.1394 1105 2 497.7255 1.89
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 1121.5374 DADKPYAWR 91.5760 1121.5301 27.0195 994 1 1121.5301 ‐4.6315
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 14796.4200 23735.0415 28 23.11 None 1193.5374 ATYHFYNPAQ 179.3388 1193.5330 18.6756 926 2 597.2701 ‐4.2235
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3148.4440 23735.0415 28 23.11 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 37081.6700 2146.9646 27.0614 121680 3 716.3264 ‐0.5329
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3148.4440 23735.0415 28 23.11 Carbamidomethyl+C(4) 1976.8596 SAYCSTWDADKPYAWR 7414.6570 1976.8609 27.0568 7340 2 988.9341 1.63
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3148.4440 23735.0415 28 23.11 Carbamidomethyl+C(3) 1889.8276 AYCSTWDADKPYAWR 462.9286 1889.8315 27.0708 2681 2 945.4194 3.68
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3148.4440 23735.0415 28 23.11 None 1121.5374 DADKPYAWR 157.6797 1121.5301 27.0195 994 1 1121.5301 ‐4.2967
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 2009.9253 ATYHFYNPAQNNWDLR 142604.7000 2009.9251 17.3844 226919 3 670.6465 ‐0.1668
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 32343.4400 1439.6512 17.3121 133729 2 720.3292 ‐1.2064
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 3280.1280 2146.9659 16.8776 10361 3 716.3268 0.4474
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 1577.9690 1654.7812 16.1677 15628 3 552.2652 0.5276
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 945.4537 QNNWDLR 5028.6010 945.4578 17.3962 6577 1 945.4578 5.61
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 817.3951 NNWDLR 13509.5400 817.3956 17.3833 5445 1 817.3956 1.0653
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 897.3890 ATYHFYN 1311.1300 897.3918 17.3840 4845 1 897.3918 3.58
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(4) 1033.4884 TAFCGPAGPR 492.7580 1033.4867 17.3066 3218 1 1033.4867 ‐0.4458
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(3) 932.4407 AFCGPAGPR 284.5950 932.4366 17.3092 3204 1 932.4366 ‐3.5799
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 1537.7183 FYNPAQNNWDLR 402.6368 1537.7219 17.2509 2298 2 769.3646 2.52



NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 Carbamidomethyl+C(9) 1636.7689 SKYGWTAFCGPAGPR 115.1973 1636.7761 17.7684 2245 2 818.8917 4.41
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 13024.4500 23735.0415 28 23.11 None 1992.8987 ATYHFYNPAQNNWDLR 304.7954 1992.9048 17.3868 2941 3 664.9731 2.22
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 1791.9739 LLSSGELYDIVGIPTSK 10466.3800 1791.9727 20.0851 21399 2 896.4900 ‐0.0913
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 2025.0386 IDLAIDGADEVDPNLDLVK 6056.8100 2025.0361 33.4122 19750 2 1013.0217 ‐0.2518
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 2701.4593 AVEAIKPGMVLGLGTGSTAAFAVDQIGK 2104.2390 2701.4673 34.8077 4956 3 901.1606 3.38
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 1106.5841 DGFAAAKEIGK 1032.0900 1106.5750 19.6795 1807 2 553.7911 ‐8.8682
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 843.5047 GGALLREK 349.4657 843.4886 19.5682 1602 1 843.4886 ‐18.2199
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 1367.6689 GADEVDPNLDLVK 186.4094 1367.6658 32.5039 2797 2 684.3365 ‐2.4791
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 786.4832 GALLREK 85.3620 786.4844 19.4417 2225 1 786.4844 2.1411
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 1326.3590 29419.8729 8 27.17 None 1384.6955 GADEVDPNLDLVK 217.1906 1384.7007 34.8958 1275 2 692.8540 3.76
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 82.2211 47765.2844 2 2.83 None 1158.6517 GVLLYGPPGTGK 2726.9990 1158.6517 15.8570 13110 2 579.8295 ‐0.6340
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 82.2211 47765.2844 2 2.83 None 1002.5619 LLYGPPGTGK 133.6389 1002.5563 16.9753 1364 1 1002.5563 ‐4.0585
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 1407.7015 GWDAQVLGEAPHK 1123.7820 1407.7035 25.5616 22611 2 704.3554 1.51
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 2251.1129 LEEYVEIPSDSGISFNVQPK 9427.6230 2251.1077 31.8148 15149 2 1126.0575 ‐0.3467
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 2277.1609 DVLDGSSVGFVETLEADLAALR 8003.6110 2277.1540 47.7649 8434 2 1139.0806 ‐1.0029
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 1985.9749 APTPAMDSLKDGKPDTWR 1003.8360 1985.9749 22.7812 1752 2 993.4911 1.84
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 1124.5371 GWDAQVLGEAP 238.3419 1124.5317 29.0377 3336 2 562.7695 ‐5.4419
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 1164.6008 DAQVLGEAPHK 726.2562 1164.6014 23.5012 1825 2 582.8044 0.0171
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 634.3083 LEEYV 260.7156 634.3068 29.8696 1658 1 634.3068 ‐2.0917
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 709.4823 60934.9776 8 13.4 None 960.5261 QVLGEAPHK 87.0360 960.5298 27.4725 904 1 960.5298 5.97
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 822.5770 34190.1525 4 24.6 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLN 5661.2820 3550.9002 23.6357 16630 3 1184.3049 ‐2.5850
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 822.5770 34190.1525 4 24.6 Carbamidomethyl+C(2) 3174.6464 LCQLIDEYTQILVVAADNVGSTQLQNIR 1736.0280 3174.6375 24.6288 10112 3 1058.8840 ‐1.4793
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 822.5770 34190.1525 4 24.6 None 1510.7426 GDSVVLMGKNTMMK 1024.6820 1510.7439 16.9885 994 2 755.8756 0.6637
NP_187531.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 822.5770 34190.1525 4 24.6 Oxidation+M(7) 1682.8386 GDSVVLMGKNTMMKR 707.5623 1682.8313 24.0073 5076 2 841.9193 ‐4.2154
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 14519.6400 2779.3092 28.3767 74420 4 695.5827 0.1397
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 15926.7800 2251.1833 17.6914 53027 3 751.0660 0.0977
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1552.6955 EYADFVFQEYGGK 11945.4400 1552.6969 29.7047 42892 2 776.8521 1.0569
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 950.4690 NLNTDAFR 24247.0400 950.4694 19.5919 42355 2 475.7383 ‐0.5825
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 40656.6100 1250.5998 18.4864 42009 2 625.8035 0.4648
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 2132.1022 GVSQAGVQFYHDLIDELIK 15276.5800 2132.1052 22.8809 37413 3 711.3733 1.51
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1523.7199 WMQDSLITWESK 5896.4250 1523.7217 18.9876 30995 2 762.3645 1.75
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1417.7798 DFLSQGVRPSALK 6688.6760 1417.7803 25.0752 30660 3 473.2650 ‐0.5826
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 2311.2370 3169.5643 19.2918 19077 4 793.1465 1.52
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 860.4447 MSIAWPR 4678.4560 860.4470 16.9142 11644 2 430.7271 1.95
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 2682.3272 ALDFILGWHLDTTTFGDYPQIMK 2457.2670 2682.3293 41.2843 11490 3 894.7813 1.13
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 3369.5699 NGITPFVTVFHWDTPQDLEDEYGGFLSER 649.8143 3369.5592 23.2508 3219 3 1123.8579 ‐1.9968
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 876.4495 EDIQLMK 2505.1060 876.4520 20.4218 1276 1 876.4520 3.42
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 Carbamidomethyl+C(1) 1779.7504 CNNDNGDVAVDFFHR 2461.1960 1779.7516 26.6002 5983 3 593.9220 0.0750
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 2099.0590 YKEDIQLMKNLNTDAFR 479.6200 2099.0666 32.2411 2798 3 700.3604 3.14
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 723.3420 NTDAFR 3927.7870 723.3431 19.6227 6128 1 723.3431 1.53
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 706.3155 NTDAFR 445.1452 706.3164 18.5032 3958 1 706.3164 1.36
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 893.4839 AALNVYSR 168.6243 893.4846 17.4518 3213 1 893.4846 1.46
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1337.6406 MQDSLITWESK 265.0148 1337.6432 18.7853 2150 2 669.3252 1.41
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 994.5316 TAALNVYSR 129.4899 994.5279 18.6080 2049 2 497.7676 ‐4.6420
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 579.3249 IGIAHS 195.2743 579.3266 30.6283 1993 1 579.3266 2.37
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 Carbamidomethyl+C(5) 912.4033 WDIYCR 2865.1650 912.3985 18.4842 1358 1 912.3985 ‐4.0588
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1362.6132 DLADSQDGASIDR 229.3509 1362.6182 28.3173 1336 2 681.8128 3.30
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1206.6001 QDSLITWESK 262.1478 1206.5954 19.8528 1281 1 1206.5954 ‐1.6619
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4094.3640 60233.8928 52 44.47 None 1399.7692 DFLSQGVRPSALK 165.6176 1399.7736 26.2811 1683 2 700.3904 2.65
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 7204.2120 2779.3092 28.3767 74420 4 695.5827 0.2427
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 950.4690 NLNTDAFR 33767.2400 950.4694 19.5919 42355 2 475.7383 ‐0.7012
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1552.6955 EYADFVFQEYGGK 12678.0500 1552.6964 29.6915 38961 2 776.8518 0.9236
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1417.7798 DFLSQGVRPSALK 8770.2620 1417.7803 25.0752 30660 3 473.2650 ‐0.5672
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 2682.3272 ALDFILGWHLDTTTFGDYPQIMK 1776.4330 2682.3264 41.2713 4245 3 894.7803 ‐0.1087
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1421.7212 NRFGLYYVDFK 495.2562 1421.7072 28.3507 2315 2 711.3573 ‐9.8107
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 4116.0760 WMQDSLITWESKNAQNYAIGSKPLTAALN 1472.4560 4116.0576 39.5186 861 3 1372.6907 ‐2.9187
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 723.3420 NTDAFR 9025.0670 723.3431 19.6227 6128 1 723.3431 2.1450
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 706.3155 NTDAFR 629.2440 706.3164 18.5032 3958 1 706.3164 1.71
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1831.8762 IGIAHSPAWFEAHDLAD 145.4187 1831.8832 27.1728 2147 3 611.2993 3.10
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 579.3249 IGIAHS 107.2238 579.3266 30.6283 1993 1 579.3266 2.10
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1280.6422 IGIAHSPAWFEA 187.7307 1280.6432 28.6436 1893 2 640.8252 0.4170
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1362.6132 DLADSQDGASIDR 128.2903 1362.6182 28.3173 1336 2 681.8128 3.61
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1483.0790 60233.8928 52 44.47 None 1260.5895 ADFVFQEYGGK 517.8951 1260.5847 29.7007 834 1 1260.5847 ‐1.0594
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 17580.5100 2251.1833 17.6914 53027 3 751.0660 0.3703
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 22580.1700 1250.5998 18.4864 42009 2 625.8035 0.2977
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 2132.1022 GVSQAGVQFYHDLIDELIK 11674.4600 2132.1052 22.8809 37413 3 711.3733 1.89
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 1523.7199 WMQDSLITWESK 3807.4140 1523.7217 18.9876 30995 2 762.3645 1.0483
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 3169.5589 ASTDFVGLNYYTSVFSNHLEKPDPSKPR 2644.0700 3169.5643 19.2918 19077 4 793.1465 1.13
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 860.4447 MSIAWPR 1067.8000 860.4470 16.9142 11644 2 430.7271 1.12
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 3369.5699 NGITPFVTVFHWDTPQDLEDEYGGFLSER 1620.4520 3369.5592 23.2508 3219 3 1123.8579 ‐1.6411
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 2682.3272 ALDFILGWHLDTTTFGDYPQIMK 680.1987 2682.3190 23.0520 2426 3 894.7778 ‐2.3606
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 2518.2302 HWITFNEPWVFSHAGYDVGKK 313.5134 2518.2667 23.0556 1034 3 840.0937 14.9869
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 2311.1394 IVKDFREYADFVFQEYGGK 210.0054 2311.1672 24.4850 840 3 771.0606 12.08
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 893.4839 AALNVYSR 180.4243 893.4846 17.4518 3213 1 893.4846 1.49
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 None 1237.6212 IVKDFREYAD 126.5018 1237.6190 25.6301 1584 1 1237.6190 0.2616
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 1941.2530 60233.8928 52 44.47 Carbamidomethyl+C(5) 912.4033 WDIYCR 432.2093 912.3985 18.4842 1358 1 912.3985 ‐4.3893
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 1862.0681 HAIVSAIAATAVPALVMAR 3051.2850 1862.0667 19.9442 4929 3 621.3604 ‐0.9459
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 793.4607 FVIWTK 4548.0040 793.4575 16.6023 2513 1 793.4575 ‐3.6199
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 1355.7358 FVIWTKSAFEK 1591.4890 1355.7292 18.6825 11204 2 678.3682 ‐5.2661



NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 1921.0906 GPLVVYGTEGSKIVKAFR 268.3561 1921.0822 18.3492 2618 3 641.0323 ‐4.5162
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 2214.2182 LAPGGHLGRFVIWTKSAFEK 291.5233 2214.2240 24.0210 1413 2 1107.6157 3.96
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 1283.7504 IAATAVPALVMAR 127.6149 1283.7575 17.8203 7998 2 642.3824 5.0202
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 1170.6154 GPLVVYGTEGSK 86.9415 1170.6217 19.6566 5177 2 585.8145 4.44
NP_187574.1 60S ribosomal protein L4 1 Arabidopsis thaliana 210.0060 44816.2873 8 7.39 None 978.5043 WTKSAFEK 280.3448 978.5002 19.3516 3391 1 978.5002 ‐3.1860
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 819.4723 GDLFLVR 2503.3490 819.4722 20.5592 40051 1 819.4722 0.6642
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1842.9848 NAPSIIFIDEIDSIAPK 14226.9100 1842.9862 39.1601 11145 2 921.9967 1.74
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 1309.7270 2496.2303 28.4990 9053 3 832.7483 0.8788
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1312.6743 EIDIGVPDEIGR 4147.9380 1312.6768 27.7266 7946 2 656.8420 1.87
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1158.6517 GILLYGPPGSGK 8662.2470 1158.6504 16.5435 7211 2 579.8289 ‐1.6930
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1786.9222 LDQLIYIPLPDEDSR 5716.6430 1786.9197 34.6602 7204 2 893.9635 ‐0.8230
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1059.5317 LAEDVDLER 5228.3660 1059.5336 20.1102 7107 2 530.2705 1.0861
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 990.5214 SVSDADIRK 1814.5180 990.5183 25.4844 4822 1 990.5183 ‐1.7380
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1051.5419 DFSTAILER 342.9383 1051.5442 26.9114 4109 2 526.2757 1.14
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 968.5775 ELVELPLR 1478.2630 968.5784 28.2339 3355 2 484.7928 0.0092
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1075.5378 LAGESESNLR 14652.7200 1075.5386 15.0142 3110 2 538.2729 ‐0.0386
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1430.8287 IVSQLLTLMDGLK 2368.0690 1430.8273 22.4744 2743 2 715.9173 ‐1.0990
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1676.8346 VLNQLLTEMDGMNAK 1393.5400 1676.8299 29.2011 2452 2 838.9186 ‐2.4111
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 1550.1500 2197.0631 23.3782 1476 3 733.0259 1.83
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3097.8440 1845.8376 26.1541 4257 2 923.4224 ‐2.5895
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 3078.5524 KSPNRLVVDEAINDDNSVVSLHPATMEK 2472.7520 3078.5705 22.9441 4984 3 1026.8617 6.60
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 4261.1412 ETVVEVPNVSWNDIGGLENVKRELQETVQ 4547.2580 4261.1167 23.7716 3858 4 1066.0346 ‐5.1111
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(26)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Oxidation+M(10) 1236.6517 GDLFLVRGGMR 525.6559 1236.6541 21.5551 10049 2 618.8307 1.13
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 844.4159 SVSDADIR 106.5775 844.4190 25.8371 11261 1 844.4190 4.40
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 790.4054 DSIATQR 181.8691 790.4036 24.2856 1054 1 790.4036 ‐1.5864
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 None 1294.6638 EIDIGVPDEIGR 452.4904 1294.6647 27.0955 4202 2 647.8360 0.3742
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(5) 2179.0489 QSAPCVLFFDELDSIATQR 555.9337 2179.0491 24.4456 1452 3 727.0212 ‐0.0255
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 1145.9750 90134.8774 55 32.39 Carbamidomethyl+C(26)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1842.9848 NAPSIIFIDEIDSIAPK 16068.3200 1842.9862 39.1601 11145 2 921.9967 1.75
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 938.7222 2496.2303 28.4990 9053 3 832.7483 0.7059
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1312.6743 EIDIGVPDEIGR 4196.7900 1312.6768 27.7266 7946 2 656.8420 1.62
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1786.9222 LDQLIYIPLPDEDSR 5010.2650 1786.9197 34.6602 7204 2 893.9635 ‐0.5117
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 Carbamidomethyl+C(14)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1051.5419 DFSTAILER 2468.1020 1051.5442 26.9114 4109 2 526.2757 1.46
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 968.5775 ELVELPLR 1547.5470 968.5784 28.2339 3355 2 484.7928 ‐0.1002
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1676.8346 VLNQLLTEMDGMNAK 854.5896 1676.8299 29.2011 2452 2 838.9186 ‐2.1564
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 2674.7580 1845.8376 26.1541 4257 2 923.4224 ‐2.2479
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 2298.1612 ETVVEVPNVSWNDIGGLENVK 383.1698 2298.1384 35.7340 2442 3 766.7176 ‐10.0785
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1397.7999 SPIAKDVDIGALAK 295.0607 1397.8023 18.3945 1127 3 466.6056 0.7857
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 Oxidation+M(10) 1236.6517 GDLFLVRGGMR 496.8195 1236.6541 21.5551 10049 2 618.8307 1.97
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 Carbamidomethyl+C(12)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 Oxidation+M(21) 2980.4397 ELQETVQYPVEHPEKFEKFGMSPSK 359.7759 2980.4347 39.5217 953 2 1490.7210 1.94
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1442.6654 VLNQLLTEMDGMN 376.2622 1442.6638 30.5399 10179 2 721.8355 ‐1.0564
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 433.2082 GDLF 39.9045 433.2094 19.6124 2398 1 433.2094 2.55
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1294.6638 EIDIGVPDEIGR 527.5410 1294.6647 27.0955 4202 2 647.8360 0.4324
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 698.2845 90134.8774 55 32.39 None 1033.5313 DFSTAILER 126.2896 1033.5367 27.4175 759 2 517.2720 4.12
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 1158.6517 GILLYGPPGSGK 7846.3850 1158.6504 16.5435 7211 2 579.8289 ‐1.8391
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 1430.8287 IVSQLLTLMDGLK 1552.9630 1430.8273 22.4744 2743 2 715.9173 ‐1.3070
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 2496.2286 LVVDEAINDDNSVVSLHPATMEK 1064.2660 2496.2257 21.1876 2363 3 832.7467 ‐0.6889
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 836.4308 2197.0631 23.3782 1476 3 733.0259 1.68
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 1397.7999 SPIAKDVDIGALAK 152.8534 1397.8096 19.8125 68826 2 699.4084 6.99
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 819.4723 GDLFLVR 541.0659 819.4722 20.5592 40051 1 819.4722 0.3378
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 Carbamidomethyl+C(6) 1564.7788 AIANECQANFISVK 493.5706 1564.8161 16.7688 3039 3 522.2769 23.1972
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 2132.1393 AHVIVMGATNRPNSIDPALR 305.3177 2132.1540 24.1422 2123 3 711.3895 6.00
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 2454.2623 ETVVEVPNVSWNDIGGLENVKR 286.4554 2454.3000 22.3816 1652 2 1227.6537 16.7020
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 2256.2234 NAPSIIFIDEIDSIAPKREK 924.2584 2256.2176 21.8912 10793 2 1128.6124 ‐1.5610
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 Oxidation+M(8) 2391.2674 SRAHVIVMGATNRPNSIDPALR 499.2605 2391.2599 25.5557 1251 3 797.7581 ‐2.7565
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 222.4490 90134.8774 55 32.39 None 790.4054 DSIATQR 113.2825 790.4036 24.2856 1054 1 790.4036 ‐1.9115
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 1411.8407 GTVEIITPVELIK 38762.1700 1411.8412 34.1644 24213 2 706.4243 0.2943
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQVLN 6704.6450 3550.9002 23.6357 16630 3 1184.3049 ‐2.9542
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 1922.9858 NALAIAVATDYTFPQAEK 1168.9530 1922.9793 34.1135 3218 2 961.9933 ‐2.5656
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 2018.0301 FVVAAAAVSADAGGGSAQAGAAAK 2016.5740 2018.0296 33.1452 2486 2 1009.5184 0.6949
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 2445.2368 DPSKFVVAAAAVSADAGGGSAQAGAAAK 1878.3160 2445.2498 22.4240 1803 3 815.7548 5.23
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 1510.7426 GDSVVLMGKNTMMK 480.8719 1510.7490 41.1014 1008 2 755.8781 4.32
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 813.4213 GSAQAGAAAK 169.0428 813.4245 36.0334 3772 1 813.4245 4.71
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 1130.5841 FVVAAAAVSADAG 424.9400 1130.5807 32.2472 852 1 1130.5807 ‐1.0747
NP_187734.1 60S acidic ribosomal protein P0 3 Arabidopsis thaliana 2765.0380 34447.4453 9 33.13 None 2001.0036 FVVAAAAVSADAGGGSAQAGAAAK 482.4627 2000.9923 34.2424 1223 2 1000.9998 ‐4.6691
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 None 1443.7326 IEDVTPIPTDSTR 32669.2700 1443.7356 21.9661 19962 2 722.3714 2.0233
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 None 1157.6525 VETVTLGPSVR 6579.0720 1157.6514 21.7643 14204 2 579.3293 ‐1.5291
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 None 1054.5640 TPGPGAQSALR 8055.6600 1054.5638 15.7142 10768 2 527.7855 ‐0.9492
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 6482.8710 2265.0575 27.6769 10181 3 755.6907 0.4174
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 Carbamidomethyl+C(19) 2211.0169 DESSPYAAMLAAQDVAQRCK 228.1529 2211.0014 33.0797 1538 2 1106.0044 ‐5.6665
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4812.1520 16329.8395 9 38.67 None 1891.8491 ADRDESSPYAAMLAAQDV 411.0319 1891.8405 27.6481 3879 2 946.4239 ‐3.7564
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1302.8320 16329.8395 9 38.67 None 1157.6525 VETVTLGPSVR 10959.0800 1157.6514 21.7643 14204 2 579.3293 ‐1.5414
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1302.8320 16329.8395 9 38.67 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 3565.4750 2265.0575 27.6769 10181 3 755.6907 0.2849
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1302.8320 16329.8395 9 38.67 None 858.4428 AAQDVAQR 240.3921 858.4373 25.7053 2979 1 858.4373 ‐5.2891
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1748.9065 SGGLGDLNYPLISDVTK 5624.9370 1748.9069 33.1547 41975 2 874.9571 0.7389



NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1525.8485 SFGVLIHDQGIALR 12922.5900 1525.8487 17.8101 30631 3 509.2877 ‐0.7700
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1855.8749 APDFEAEAVFDQEFIK 3039.3950 1855.8773 34.8556 27821 2 928.4423 1.89
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1240.6532 AQADDLPLVGNK 3098.5800 1240.6589 23.2370 21854 2 620.8331 4.1647
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1707.9137 EGVIQHSTINNLGIGR 2803.9800 1707.9131 23.8594 18317 3 569.9759 ‐0.9898
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 2932.6940 2494.3768 18.9267 17457 3 832.1304 ‐0.1363
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 4613.9210 2672.3719 41.1441 11646 3 891.4622 1.46
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 805.4818 GLFIIDK 3760.2140 805.4821 17.4597 4974 1 805.4821 1.1127
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 2800.4628 LNTEVLGVSVDSVFSHLAWVQTDRK 868.8647 2800.4685 22.1868 4436 4 700.8726 1.03
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1877.0015 KSGGLGDLNYPLISDVTK 3989.7460 1877.0027 18.5787 9121 3 626.3391 0.1741
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1044.5796 STINNLGIGR 117.4075 1044.5744 24.5634 2965 2 522.7908 ‐5.7864
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2381.3770 29206.0989 20 40.23 None 1417.7209 GDLNYPLISDVTK 333.7710 1417.7267 15.8375 1550 2 709.3670 3.83
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 1525.8485 SFGVLIHDQGIALR 7608.1790 1525.8487 17.8101 30631 3 509.2877 ‐0.5512
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 1685.7170 2494.3768 18.9267 17457 3 832.1304 0.1544
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 805.4818 GLFIIDK 4486.4190 805.4821 17.4597 4974 1 805.4821 0.7868
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 831.2227 2871.4093 18.2490 929 3 957.8079 4.21
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 2938.3280 2672.3865 23.5624 26020 3 891.4670 7.94
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 1877.0015 KSGGLGDLNYPLISDVTK 2943.1940 1877.0027 18.5787 9121 3 626.3391 0.4190
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 1359.6804 FSHLAWVQTDR 101.9361 1359.6701 21.2670 1198 1 1359.6701 ‐5.1931
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1007.4860 29206.0989 20 40.23 None 1859.9749 KSGGLGDLNYPLISDVTK 189.1091 1859.9668 19.2163 5723 2 930.4871 ‐3.9478
NP_187800.1 40S ribosomal protein S5A Arabidopsis thaliana 676.7325 23035.5542 1 7.25 Carbamidomethyl+C(5) 1631.8309 TIAECLADELINAAK 9338.9080 1631.8321 37.9137 17931 2 816.4197 1.09
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1473.6856 TTPSYVAFTDSER 47271.6300 1473.6870 23.5119 55019 2 737.3471 0.9189
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1675.7307 ATAGDTHLGGEDFDNR 19240.5200 1675.7306 18.4499 53636 3 559.2484 ‐0.7412
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1680.8340 NAVVTVPAYFNDSQR 24927.5700 1680.8345 27.1256 52430 2 840.9209 0.6540
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1358.6158 NALENYAYNMR 34893.8400 1358.6152 24.6879 40819 2 679.8112 ‐0.6592
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1278.6300 MVNHFVQEFK 39781.6300 1278.6289 15.1843 30779 2 639.8181 ‐1.1616
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 2892.0910 2574.2698 20.9116 23277 3 858.7615 0.9373
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1313.6194 FEELNMDLFR 6897.2760 1313.6211 33.5897 10059 2 657.3142 0.9992
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1649.7952 NQVAMNPTNTVFDAK 1901.6890 1649.7963 24.7416 9870 2 825.4018 1.0017
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1436.7532 VQQLLQDFFNGK 1573.4000 1436.7511 21.9803 2784 2 718.8792 ‐1.5558
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 774.4356 NTTIPTK 607.3353 774.4466 17.5852 1510 1 774.4466 14.8459
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1112.6171 DITGNPRALR 565.7314 1112.6205 15.2538 18698 2 556.8139 2.82
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1540.7577 ARFEELNMDLFR 2106.1180 1540.7585 18.9517 17815 2 770.8829 0.6644
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1868.9609 QFSAEEISSMVLIKMR 853.8112 1868.9462 22.8426 11408 4 467.9920 ‐9.2440
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1462.7094 EEIEKMVQEAEK 694.0064 1462.7124 17.5272 7798 2 731.8598 2.0264
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 2142.0713 TTPSYVAFTDSERLIGDAAK 456.7008 2142.0727 39.2974 1091 2 1071.5400 1.76
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1313.6194 FEELNMDLFR 401.0866 1313.6265 19.7051 2412 2 657.3169 5.1047
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1432.6088 GDTHLGGEDFDNR 4950.5270 1432.6090 18.4501 1671 2 716.8081 0.0869
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1060.4517 ENYAYNMR 405.2688 1060.4555 24.6907 1364 1 1060.4555 5.91
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1091.5401 EKMVQEAEK 145.6116 1091.5349 19.2921 1007 2 546.2711 ‐5.4594
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1174.5375 SYVAFTDSER 301.7737 1174.5362 23.5208 801 1 1174.5362 1.0324
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 2556.2576 SINPDEAVAYGAAVQAAILSGEGNEK 312.5673 2556.2643 21.4834 3791 2 1278.6358 4.61
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1631.7846 NQVAMNPTNTVFDAK 902.5991 1631.7767 24.7393 2357 2 816.3920 ‐4.5846
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 7740.5470 71500.7772 28 32.31 None 1663.8075 NAVVTVPAYFNDSQR 342.0162 1663.8056 28.7347 1488 2 832.4064 ‐0.7609
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2015.9516 ADLNVPLDDNQTITDDTR 140251.4000 2015.9482 26.1090 262157 2 1008.4777 ‐0.7067
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1573.8432 GVTTIIGGGDSVAAVEK 176674.7000 1573.8435 25.4819 174704 2 787.4254 0.3861
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1092.5684 FAAGTEAIANK 45353.4300 1092.5687 17.7876 159171 2 546.7880 ‐0.4078
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 39419.0500 2270.1334 21.1550 148857 2 1135.5703 ‐0.2879
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1404.7369 ELDYLVGAVSNPK 56834.4600 1404.7363 27.3385 146122 2 702.8718 ‐0.5595
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1605.9462 VLPGVIALDEAIPVTV 48572.4600 1605.9460 23.1582 132375 2 803.4766 0.1230
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1933.9767 LASLADLYVNDAFGTAHR 36887.5200 1933.9769 19.2366 102596 3 645.3305 ‐0.2590
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 999.5986 FSLAPLVPR 50346.0700 999.5983 18.8018 102491 2 500.3028 ‐1.1794
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1100.6562 IGVIESLLEK 109236.0000 1100.6559 19.4085 91978 2 550.8316 ‐0.9008
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1447.8671 FLKPSVAGFLLQK 8115.2830 1447.8669 18.7251 83245 3 483.2938 ‐1.1250
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 28645.2600 2951.5007 25.4446 76411 3 984.5051 ‐0.0842
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1525.8836 GVSLLLPTDVVVADK 29563.2700 1525.8829 19.8272 73059 2 763.4451 ‐0.3382
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1201.7038 LSELLGIEVTK 74096.5900 1201.7038 18.1116 67951 2 601.3556 ‐0.4913
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1105.5735 SVGDLTSADLK 55561.6000 1105.5729 21.5480 61109 2 553.2901 ‐1.2305
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 65802.8600 2269.1911 33.2517 60917 3 757.0685 2.78
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 16467.8500 2858.3362 22.7209 52802 3 953.4503 0.1481
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1102.6368 RPFAAIVGGSK 18643.7000 1102.6380 14.1145 12843 2 551.8226 0.4188
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 713.4556 AAIPTIK 8763.5700 713.4560 19.2152 10742 1 713.4560 0.9478
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1220.7474 VILSTHLGRPK 16109.2600 1220.7497 13.1573 5630 3 407.5881 0.6763
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 14472.9700 2356.2732 20.1361 63652 3 786.0959 ‐1.0478
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 6426.6980 2600.4032 36.0523 50782 3 867.4726 0.4376
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1773.8330 FYKEEEKNDPEFAK 18278.4500 1773.8338 17.2289 25543 3 591.9495 ‐0.1355
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2062.0716 KLASLADLYVNDAFGTAHR 7359.3400 2062.0712 18.5133 7905 3 688.0286 ‐0.4589
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2400.2187 MASAAASSAFSLLKSTGAVASSAGTR 2071.5360 2400.2161 22.7375 1372 2 1200.6117 0.5630
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1282.7617 LLLPTDVVVADK 147.9689 1282.7578 19.2588 214466 2 641.8825 ‐3.4016
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 652.4141 APLVPR 196.0900 652.4115 16.8993 31876 1 652.4115 ‐3.7484
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 616.3301 GPDSIK 103.0564 616.3300 19.7956 17948 1 616.3300 ‐0.1197
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1191.6984 VLPGVIALDEAI 6100.0350 1191.6953 23.1583 10856 1 1191.6953 ‐0.3705
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 715.3661 ELDYLV 113.0433 715.3630 25.7955 9088 1 715.3630 ‐3.8955
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 581.3770 PLVPR 242.8787 581.3772 18.8018 8335 1 581.3772 0.4042
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1626.7646 YKEEEKNDPEFAK 376.7488 1626.7619 19.1865 4977 2 813.8846 ‐1.3537



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1676.8490 TDVVVADKFAPDANSK 248.8112 1676.8488 20.7390 4874 2 838.9280 0.2329
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 432.2453 VADK 59.7571 432.2438 19.9110 3811 1 432.2438 ‐3.9651
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 458.2973 PTIK 76.1035 458.2967 19.2198 3718 1 458.2967 ‐1.8208
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1519.7072 IWNGPMGVFEMEK 272.5668 1519.7087 20.8303 3204 2 760.3580 1.0638
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1620.7904 TFNEALDTTQTVIW 195.9919 1620.7925 24.6677 3192 3 540.9357 0.5224
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 852.5302 SLAPLVPR 240.2464 852.5293 18.7972 2571 1 852.5293 ‐0.1297
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 543.3038 RPFAA 494.8034 543.3040 14.1174 2547 1 543.3040 0.2516
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1008.5949 LSTHLGRPK 7398.8110 1008.5968 13.1540 2412 2 504.8020 1.0386
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1409.6907 ADLNVPLDDNQTI 261.3255 1409.6903 27.5983 2383 2 705.3488 ‐0.3778
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1298.6951 GVTTIIGGGDSVAAV 510.7307 1298.6924 24.7458 2303 2 649.8498 ‐2.3999
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1644.8129 LADLYVNDAFGTAHR 705.9146 1644.8140 21.5305 2247 2 822.9106 0.9872
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 688.3525 FGTAHR 101.8226 688.3544 17.6100 2222 1 688.3544 2.67
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 765.4981 LAPLVPR 211.2588 765.4981 18.8001 2127 1 765.4981 0.5251
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1056.5936 LPTDVVVADK 1004.5400 1056.5919 19.8254 2093 1 1056.5919 0.0963
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 484.3242 LVPR 59.8557 484.3229 17.1328 1948 1 484.3229 ‐3.1175
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1187.7147 KPSVAGFLLQK 238.2679 1187.7118 19.8029 1813 2 594.3595 ‐2.9514
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 729.4141 IGPDSIK 73.8002 729.4120 19.8114 1778 1 729.4120 ‐2.5138
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 872.5451 LLGIEVTK 184.0020 872.5459 18.5753 1719 2 436.7766 ‐0.2285
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1238.5544 NGPMGVFEMEK 157.5384 1238.5525 20.9211 1710 2 619.7799 ‐1.9792
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1125.5575 IVPASGIEDGW 136.3036 1125.5597 23.2144 1660 1 1125.5597 3.28
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1387.8195 VLPGVIALDEAIPV 304.7923 1387.8119 23.1645 1505 1 1387.8119 ‐2.6384
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 656.3879 RPFAAI 724.1688 656.3865 14.1142 1504 1 656.3865 ‐1.9208
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 874.4166 DAFGTAHR 124.4739 874.4140 18.1877 1325 2 437.7106 ‐4.0493
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1121.6790 ILSTHLGRPK 8082.9370 1121.6805 13.1506 990 2 561.3439 0.7791
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1698.7929 NVPLDDNQTITDDTR 246.5655 1698.7880 26.8583 896 2 849.8976 ‐2.5065
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 718.3981 ESLLEK 235.2508 718.3974 19.9112 874 1 718.3974 ‐0.6245
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1318.6849 STGGGASLELLEGK 207.1847 1318.6896 36.0207 825 2 659.8484 3.49
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1007.5772 VLPGVIALDE 211.8092 1007.5777 22.1297 806 2 504.2925 ‐0.3688
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1215.6579 IIGGGDSVAAVEK 411.6141 1215.6528 25.4696 754 1 1215.6528 ‐2.0036
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1386.7264 ELDYLVGAVSNPK 128.1260 1386.7309 28.5610 2484 2 693.8691 3.1001
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2252.1267 IVPASGIEDGWMGLDIGPDSIK 129.5194 2252.1218 19.6824 2449 3 751.3788 ‐2.2323
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 2044.0611 KLASLADLYVNDAFGTAHR 402.3936 2044.0552 17.7647 2175 3 682.0233 ‐3.1258
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 36139.8500 50225.9048 120 75.68 None 1429.8566 FLKPSVAGFLLQK 224.4715 1429.8557 19.5799 1229 3 477.2901 ‐1.6084
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1573.8432 GVTTIIGGGDSVAAVEK 167969.2000 1573.8435 25.4759 166634 2 787.4254 0.5581
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1092.5684 FAAGTEAIANK 31826.7600 1092.5687 17.7876 159171 2 546.7880 ‐0.4535
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1404.7369 ELDYLVGAVSNPK 75344.2700 1404.7363 27.3385 146122 2 702.8718 ‐0.4447
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1105.5735 SVGDLTSADLK 9040.9410 1105.5718 21.4134 22433 2 553.2896 ‐2.2493
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 3956.7860 2269.1848 33.1541 11009 3 757.0664 ‐0.5527
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 713.4556 AAIPTIK 6894.6530 713.4560 19.2152 10742 1 713.4560 1.1339
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1933.9767 LASLADLYVNDAFGTAHR 3727.4200 1933.9741 32.3529 2700 3 645.3296 ‐1.8006
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 2015.9516 ADLNVPLDDNQTITDDTR 529.2974 2015.9522 25.9819 5187 2 1008.4797 1.90
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 849.4101 FAPDANSK 1138.0570 849.4148 17.8081 4024 1 849.4148 6.98
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 3230.9040 2600.4018 36.0479 39773 3 867.4721 ‐0.3050
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 715.3661 ELDYLV 136.2830 715.3630 25.7955 9088 1 715.3630 ‐3.7086
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 989.4898 GGGDSVAAVEK 34286.7700 989.4867 25.4718 6081 1 989.4867 ‐1.4783
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 571.3814 IPTIK 2163.1380 571.3820 19.2120 4400 1 571.3820 1.0615
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 458.2973 PTIK 49.3439 458.2967 19.2198 3718 1 458.2967 ‐1.7276
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1298.6951 GVTTIIGGGDSVAAV 436.7543 1298.6924 24.7458 2303 2 649.8498 ‐2.3396
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 688.3525 FGTAHR 211.4482 688.3516 32.0749 1675 1 688.3516 ‐0.8444
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 11035.7700 50225.9048 120 75.68 None 1215.6579 IIGGGDSVAAVEK 407.0801 1215.6528 25.4696 754 1 1215.6528 ‐1.6344
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 63599.2500 2270.1334 21.1550 148857 2 1135.5703 ‐0.6869
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1605.9462 VLPGVIALDEAIPVTV 99926.5500 1605.9460 23.1582 132375 2 803.4766 ‐0.1249
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1933.9767 LASLADLYVNDAFGTAHR 64456.1000 1933.9769 19.2366 102596 3 645.3305 ‐0.0100
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 999.5986 FSLAPLVPR 40553.7100 999.5983 18.8018 102491 2 500.3028 ‐1.2893
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1100.6562 IGVIESLLEK 73057.1300 1100.6559 19.4085 91978 2 550.8316 ‐1.0338
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1447.8671 FLKPSVAGFLLQK 11793.0100 1447.8669 18.7251 83245 3 483.2938 ‐0.9121
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 28741.6500 2269.1856 19.4128 77993 3 757.0667 0.2313
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 58309.2800 2951.5007 25.4446 76411 3 984.5051 0.2404
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1525.8836 GVSLLLPTDVVVADK 43820.5100 1525.8829 19.8272 73059 2 763.4451 ‐0.5678
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1201.7038 LSELLGIEVTK 77472.3400 1201.7038 18.1116 67951 2 601.3556 ‐0.6473
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 18603.1200 2858.3362 22.7209 52802 3 953.4503 0.4658
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1573.8432 GVTTIIGGGDSVAAVEK 50820.6100 1573.8432 16.2688 32344 2 787.4252 ‐0.0401
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1102.6368 RPFAAIVGGSK 35826.1100 1102.6380 14.1145 12843 2 551.8226 0.2854
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1404.7369 ELDYLVGAVSNPK 3075.3600 1404.7375 17.1864 6225 2 702.8724 0.1144
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1220.7474 VILSTHLGRPK 23511.5500 1220.7497 13.1573 5630 3 407.5881 0.8724
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1105.5735 SVGDLTSADLK 471.8873 1105.6001 16.3331 5327 2 553.3037 23.2601
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1614.9074 RFSLHVASKVESVR 612.6851 1614.9087 15.8284 5858 3 538.9744 0.2575
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 2400.2187 MASAAASSAFSLLKSTGAVASSAGTR 1057.1680 2400.2161 22.7375 1372 2 1200.6117 0.1344
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1282.7617 LLLPTDVVVADK 1008.0960 1282.7578 19.2588 214466 2 641.8825 ‐3.5759
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 652.4141 APLVPR 327.3315 652.4115 16.8993 31876 1 652.4115 ‐4.0675
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1191.6984 VLPGVIALDEAI 8922.7630 1191.6953 23.1583 10856 1 1191.6953 ‐0.7133
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 581.3770 PLVPR 211.6808 581.3772 18.8018 8335 1 581.3772 0.0882
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 930.5506 VIESLLEK 247.6926 930.5506 18.9478 3841 1 930.5506 0.8264
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 852.5302 SLAPLVPR 471.9761 852.5293 18.7972 2571 1 852.5293 ‐0.4576
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 543.3038 RPFAA 2869.0690 543.3040 14.1174 2547 1 543.3040 ‐0.0627
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1008.5949 LSTHLGRPK 8971.8870 1008.5968 13.1540 2412 2 504.8020 0.9266
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 688.3525 FGTAHR 80.1942 688.3544 17.6100 2222 1 688.3544 2.61
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 765.4981 LAPLVPR 193.6098 765.4981 18.8001 2127 1 765.4981 0.2010
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1056.5936 LPTDVVVADK 1265.1930 1056.5919 19.8254 2093 1 1056.5919 ‐0.2406



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1295.7318 PEGGVLLLENVR 7931.3900 1295.7291 25.4430 1874 1 1295.7291 0.1539
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1187.7147 KPSVAGFLLQK 231.6922 1187.7118 19.8029 1813 2 594.3595 ‐3.1042
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 872.5451 LLGIEVTK 160.0111 872.5459 18.5753 1719 2 436.7766 ‐0.3096
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1387.8195 VLPGVIALDEAIPV 1102.3980 1387.8119 23.1645 1505 1 1387.8119 ‐2.9898
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 656.3879 RPFAAI 1754.5010 656.3865 14.1142 1504 1 656.3865 ‐2.2401
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1121.6790 ILSTHLGRPK 9572.2000 1121.6805 13.1506 990 2 561.3439 0.6414
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1111.6218 HVASKVESVR 143.7421 1111.6200 16.6582 806 2 556.3136 ‐2.4732
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1321.6270 TFNEALDTTQTV 245.7540 1321.6266 22.7300 771 1 1321.6266 1.76
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1555.8326 GVTTIIGGGDSVAAVEK 380.9528 1555.8375 17.2823 2480 3 519.2840 2.89
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 25259.5000 50225.9048 120 75.68 None 1386.7264 ELDYLVGAVSNPK 311.2286 1386.7306 16.5908 1680 2 693.8689 2.53
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1280.7685 VVAAGANPVLITR 97692.4300 1280.7676 15.3614 42476 2 640.8874 ‐1.0849
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1541.7693 EVELEDPVENIGAK 40150.1100 1541.7712 26.7549 40956 2 771.3892 1.79
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1736.8337 NLIEQAEQDYEKEK 39090.5800 1736.8368 27.5527 35245 3 579.6171 1.1190
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1199.6630 DLVGVLEDAIR 78457.8800 1199.6634 38.1531 30922 2 600.3353 ‐0.1734
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1505.7159 GYISPYFVTDSEK 9204.1520 1505.7180 27.4589 28490 2 753.3626 1.00
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1182.7093 LADLVGVTLGPK 49850.7100 1182.7100 17.8811 25926 2 591.8586 0.0827
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1043.5844 IVNDGVTVAR 35542.7500 1043.5837 16.8182 24601 2 522.2955 ‐1.4606
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1536.7614 YEDLMAAGIIDPTK 46848.8800 1536.7619 30.2364 23879 2 768.8846 0.4490
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 4730.9780 2464.2591 34.0052 21519 3 822.0912 1.40
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 989.5150 EEVGLSLDK 26673.2900 989.5161 21.4869 19184 2 495.2617 0.2969
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1871.8592 SAENNLYVVEGMQFDR 4255.0080 1871.8575 29.8862 17878 2 936.4324 ‐0.1945
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 2264.4360 1700.8995 28.7338 14692 2 850.9534 0.0951
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 791.4662 ALSYPLK 1505.5650 791.4664 20.6869 7541 1 791.4664 0.9673
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 931.5095 GVVTLEEGK 2854.3370 931.5095 17.9529 6772 2 466.2584 ‐0.9333
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIAEAM 1560.5770 3160.4387 35.2992 6158 3 1054.1511 0.2436
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1479.6962 NLIEQAEQDYEK 12378.5600 1479.6954 26.8624 3831 2 740.3513 ‐0.5299
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 390.8257 2569.4193 50.7344 3098 2 1285.2133 4.61
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1793.8586 EMTTIVGDGTTQEAVNK 944.3586 1793.9072 18.2174 3373 2 897.4572 27.6975
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 Carbamidomethyl+C(8) 1145.4602 MSVEYDNCK 5460.9670 1145.4613 16.3349 2513 2 573.2343 0.3358
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 928.4523 FGYNAATGK 148.7314 928.4374 26.5544 1109 1 928.4374 ‐14.8688
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1229.6848 LRVEDALNATK 283.6747 1229.6740 23.8837 2507 2 615.3406 ‐9.2375
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 942.4891 DPVENIGAK 223.3079 942.4862 25.3145 4826 1 942.4862 ‐1.7722
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1509.7067 IEQAEQDYEKEK 12999.6000 1509.7148 27.5680 2766 2 755.3610 5.71
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1313.6696 IVGDGTTQEAVNK 292.0873 1313.6652 19.4362 2755 1 1313.6652 ‐0.7046
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 676.3512 TLEEGK 74.3798 676.3480 17.0830 2617 1 676.3480 ‐4.5071
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 872.4836 GVLEDAIR 4861.0960 872.4841 38.1527 2580 1 872.4841 1.89
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1218.5961 VGDGTTQEAVNK 157.6115 1218.5897 17.3246 2224 2 609.7985 ‐5.7003
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 716.3937 LEDAIR 10412.7200 716.3934 38.1434 1719 1 716.3934 ‐0.0926
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1082.6317 AAGANPVLITR 2449.9500 1082.6283 15.3646 1471 1 1082.6283 ‐1.3531
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1172.5470 SPYFVTDSEK 1062.0530 1172.5469 27.4444 1134 1 1172.5469 2.0207
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 998.5881 DLVGVTLGPK 394.2836 998.5845 17.8797 966 1 998.5845 ‐2.1546
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 930.5003 VNDGVTVAR 4591.5000 930.4993 16.8158 945 1 930.4993 0.0588
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 731.4298 VGLSLDK 264.1382 731.4269 21.4190 934 1 731.4269 ‐3.5351
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1487.7053 GYISPYFVTDSEK 200.8141 1487.7136 26.7760 3290 3 496.5760 4.06
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1853.8487 SAENNLYVVEGMQFDR 248.1620 1853.8571 31.6304 2242 2 927.4322 5.72
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1775.8480 EMTTIVGDGTTQEAVNK 143.7280 1775.8366 18.4012 1717 2 888.4219 ‐5.8688
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 913.4989 GVVTLEEGK 767.1229 913.4972 18.4591 965 1 913.4972 ‐0.7165
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 9916.2810 63740.8883 52 47.82 None 1719.8072 NLIEQAEQDYEKEK 227.1363 1719.8150 27.7473 1525 2 860.4111 4.24
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1280.7685 VVAAGANPVLITR 50249.4300 1280.7676 15.3614 42476 2 640.8874 ‐1.2588
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1182.7093 LADLVGVTLGPK 42240.7700 1182.7100 17.8811 25926 2 591.8586 ‐0.0689
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 1823.4770 2569.4114 25.7602 9846 3 857.1420 0.2065
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 2566.3359 IVNDGVTVAREVELEDPVENIGAK 548.6805 2566.3390 19.9339 1362 3 856.1178 1.92
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 786.4720 ALVNELK 440.8835 786.4844 19.4417 2225 1 786.4844 16.1002
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1949.9597 EMTTIVGDGTTQEAVNKR 355.4984 1949.9236 21.1146 1758 2 975.4654 ‐17.9621
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1245.7235 ALVNELKLMSK 1142.7970 1245.7225 17.3338 5541 2 623.3649 ‐1.4067
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 2446.1959 FGYNAATGKYEDLMAAGIIDPTK 2225.6620 2446.1936 18.9527 5505 3 816.0694 ‐0.5058
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 713.3828 VENIGAK 89.7996 713.3796 18.0458 3078 1 713.3796 ‐4.3825
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1082.6317 AAGANPVLITR 1577.1940 1082.6283 15.3646 1471 1 1082.6283 ‐1.6911
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 1157.6599 LVNELKLMSK 243.6402 1157.6577 17.3214 1381 2 579.3325 ‐2.5920
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 998.5881 DLVGVTLGPK 355.4236 998.5845 17.8797 966 1 998.5845 ‐2.4889
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 940.5574 GANPVLITR 902.3991 940.5562 15.3663 916 1 940.5562 ‐0.4018
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2057.9680 63740.8883 52 47.82 None 2549.3093 IVNDGVTVAREVELEDPVENIGAK 252.7950 2549.2938 18.3116 915 3 850.4361 ‐5.5288
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 14740.0800 2638.1933 30.2579 43195 3 880.0693 0.2167
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1118.6052 IGATSDLQSVK 33827.2900 1118.6062 18.5078 29645 2 559.8067 0.2865
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(9) 1938.9347 GQIHVEHMCSNALAMIK 5951.2880 1938.9367 16.3362 26061 3 646.9838 0.6269
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1427.7489 TDPNQNTGIVIQK 43458.4200 1427.7468 18.6693 23962 2 714.3770 ‐1.5385
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1569.8343 TVAAAVAAAPENSNKR 18175.2200 1569.8344 15.9420 20718 3 523.9497 ‐0.7475
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1278.6325 DITFQNTAGPSK 8668.6870 1278.6295 19.6258 18268 2 639.8184 ‐2.6832
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETVEDLHLYPTKK 5417.3530 3678.7916 41.9402 15726 5 736.5641 1.17
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETVEDLHLYPTK 4121.0220 3550.6911 43.4598 12384 4 888.4282 0.4957
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 2017.9938 NVVDGSTTFHSATVAAVGER 4074.9450 2017.9955 23.4603 9077 3 673.3367 0.5647
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1310.6223 ADATVAADGSGTFK 5550.5420 1310.6207 17.9592 4053 2 655.8140 ‐1.5090
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 786.4217 RPNSGQK 572.0718 786.4209 25.6101 1932 1 786.4209 ‐0.3034
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1001.5626 VITAAAEAQK 235.3355 1001.5760 35.5100 935 2 501.2916 12.34
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTDIA 2543.4540 3871.8878 22.3040 70145 3 1291.3008 ‐0.4434
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDDADKQVR 3138.2360 3021.4252 29.3821 27071 4 756.1118 0.6871
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 4342.1222 EENQETTVAVDIAGAGELDSEGWPTWLSA 193.8111 4342.0691 21.9693 4043 3 1448.0279 ‐9.9772
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(8) 3935.9219 EKTALHDCLETIDETLDELHETVEDLHLYPTK 602.2439 3935.9252 25.4983 1959 3 1312.6466 2.37
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(9) 1161.4928 GQIHVEHMCS 276.4844 1161.4973 16.3708 5853 2 581.2523 3.27



NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 689.3828 DLQSVK 170.8493 689.3823 19.1895 3031 1 689.3823 ‐0.4311
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 Carbamidomethyl+C(10) 2310.9779 SSAITNQETCLDGFSHDDADK 517.3437 2310.9784 30.2654 813 2 1155.9929 1.52
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 3793.1900 64769.2416 36 40.20 None 1261.6059 DITFQNTAGPSK 265.2030 1261.6008 18.6677 4422 2 631.3040 ‐4.4735
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 17733.7500 2638.1933 30.2579 43195 3 880.0693 0.0190
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1118.6052 IGATSDLQSVK 43675.5400 1118.6062 18.5078 29645 2 559.8067 0.2542
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1569.8343 TVAAAVAAAPENSNKR 24218.5700 1569.8344 15.9420 20718 3 523.9497 ‐0.7586
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1278.6325 DITFQNTAGPSK 13064.2800 1278.6295 19.6258 18268 2 639.8184 ‐2.6332
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETVEDLHLYPTKK 3839.3140 3678.7916 41.9402 15726 5 736.5641 1.17
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETVEDLHLYPTK 4553.2110 3550.6911 43.4598 12384 4 888.4282 0.7938
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 2017.9938 NVVDGSTTFHSATVAAVGER 3183.5210 2017.9954 23.4442 8307 3 673.3366 0.4020
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1772.8710 MAPSMKEIFSKDNFK 168.4178 1772.8304 34.9996 2415 2 886.9188 ‐22.0588
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDDADKQVR 2471.0770 3021.4252 29.3821 27071 4 756.1118 0.8513
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDTDIA 428.1128 3871.8953 41.2037 12969 3 1291.3033 1.0903
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1705.8140 DGSTTFHSATVAAVGER 341.1275 1705.8171 25.6421 1262 2 853.4122 2.34
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 948.4997 ATSDLQSVK 3987.3190 948.4984 18.4837 1113 1 948.4984 0.2181
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 Carbamidomethyl+C(10) 2310.9779 SSAITNQETCLDGFSHDDADK 577.3725 2310.9784 30.2654 813 2 1155.9929 2.60
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1100.5946 IGATSDLQSVK 203.7609 1100.5889 18.5615 903 2 550.7981 ‐5.8877
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1261.6059 DITFQNTAGPSK 253.3688 1261.6008 18.6677 4422 2 631.3040 ‐4.4323
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2996.6200 64769.2416 36 40.20 None 1755.8444 MAPSMKEIFSKDNFK 139.2344 1755.8486 34.8332 813 2 878.4279 3.1557
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 1158.6477 VVVDGNVITSR 9647.3450 1158.6517 20.6840 35249 2 579.8295 2.77
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 1427.7992 LVAEVLLDEVAEK 61628.0000 1427.8001 34.1257 26407 2 714.4037 0.5704
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 23344.9400 1249.6179 16.9046 18531 2 625.3126 ‐2.5160
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 2444.3945 TVLIPIAHGTEPLEAVAMITVLR 1660.1590 2444.3956 23.0090 11064 3 815.4700 0.5778
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 1784.9501 ANVVIAAVGNSLEVEGSR 869.8040 1784.9471 30.1052 8866 2 892.9772 ‐1.0921
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 778.3955 SHIEHR 338.0172 778.4132 20.7123 7300 1 778.4132 23.4630
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 1142.5551 ATGYPVFMEK 472.2909 1142.5540 22.0669 5592 2 571.7807 ‐1.4902
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 2051.1059 GPGTTIEFSITLIEQLFGK 834.9954 2051.0521 32.8370 3040 3 684.3555 ‐26.5444
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 475.4286 2270.1288 39.1196 2744 3 757.3811 9.0601
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 687.3784 VQIDGR 669.5212 687.3923 17.0185 2238 1 687.3923 20.4655
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 Carbamidomethyl+C(15)
NP_188117.1 protein DJ 1 like A Arabidopsis thaliana 3262.3270 42256.5744 12 35.97 None 732.4437 MITVLR 233.1838 732.4427 21.2635 4469 1 732.4427 ‐0.8898
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1434.7587 VYVGQAQDGISAVK 33380.4200 1434.7540 21.2101 88763 2 717.8807 ‐3.3399
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1686.7718 GANLWDDGSTHDAVTK 35242.4400 1686.7717 20.9682 69747 3 562.9288 ‐0.7416
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQG 8753.5840 3655.8822 21.6229 64855 4 914.7260 0.8711
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1395.7301 IFGSDGSVITMLR 9641.1370 1395.7297 19.4329 46955 2 698.3685 ‐0.3828
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 8396.3740 3187.6738 21.3822 41223 3 1063.2295 ‐0.5242
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1933.9502 TSDVIGSDEGTHFTLQVK 12598.9200 1933.9494 26.0761 41090 3 645.3213 ‐0.8035
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1091.6320 IGVHVRPLSN 3968.2080 1091.6315 19.7600 28564 2 546.3194 ‐1.1950
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 3218.0710 3072.4488 25.3641 14790 2 1536.7280 ‐1.1340
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1820.9429 QTSPPFGLEAGTVFELK 2144.0920 1820.9485 35.2282 13056 2 910.9779 3.33
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1950.9080 FVYDKSPEEVTGEEHGK 17058.3900 1950.9080 19.0969 42412 4 488.4825 ‐1.2907
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1562.8537 KVYVGQAQDGISAVK 3782.8540 1562.8549 19.5450 15222 3 521.6231 ‐0.0688
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 929.5302 TTTPLTPAK 569.8912 929.5308 22.0413 7591 2 465.2690 ‐0.3578
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1331.5862 WDDGSTHDAVTK 5990.5540 1331.5889 20.9672 3441 2 666.2981 1.65
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1204.6572 YSPEGIIQGIK 174.4468 1204.6555 20.2160 2665 2 602.8314 ‐1.9536
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 7060.0410 32158.1143 23 66.44 None 1932.8974 FVYDKSPEEVTGEEHGK 414.6406 1932.8873 20.9040 2788 3 644.9673 ‐5.6339
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1434.7587 VYVGQAQDGISAVK 27180.7700 1434.7540 21.2101 88763 2 717.8807 ‐3.2097
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1686.7718 GANLWDDGSTHDAVTK 22842.0700 1686.7717 20.9682 69747 3 562.9288 ‐0.7731
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1933.9502 TSDVIGSDEGTHFTLQVK 9436.8820 1933.9490 26.0517 35041 3 645.3212 ‐1.1034
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1091.6320 IGVHVRPLSN 7819.3510 1091.6315 19.7600 28564 2 546.3194 ‐1.2412
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 3379.0940 3187.6712 37.5475 2458 3 1063.2286 ‐1.6464
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 685.3991 VRPLSN 64.3400 685.3983 21.3030 19004 1 685.3983 ‐0.6927
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1418.6910 GSDEGTHFTLQVK 207.1060 1418.6981 25.2569 18520 2 709.8527 5.0256
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 3698.6320 32158.1143 23 66.44 None 1335.6903 YVGQAQDGISAVK 441.8005 1335.6895 22.7834 2162 2 668.3484 ‐0.7616
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1390.7325 VYVGQGQDGVAAVK 11625.4300 1390.7327 19.2725 10341 2 695.8700 ‐0.0436
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1214.6627 SSTTPVPSTPLK 5744.1720 1214.6621 19.7030 8299 2 607.8347 ‐0.9410
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1624.6060 2122.9646 31.3029 4492 2 1061.9859 ‐0.2405
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 670.0898 2806.4189 20.5479 1258 3 936.1445 ‐1.8930
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1939.9760 VSVGQAQDGIGAVSFVYDK 616.3992 1939.9890 36.4736 58076 2 970.4981 7.84
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2147.0543 SAEFTLAPDEYITALSAYGK 287.0418 2147.0126 20.9370 5003 2 1074.0099 ‐18.1997
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 208.3521 2251.0802 35.0368 3473 2 1126.0437 9.51
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1889.6560 2068.0873 24.9963 5584 3 690.0340 7.44
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1833.0017 FDYVKGGVTKQGVLHGK 631.0249 1832.9873 25.2622 1663 2 916.9973 ‐7.2319
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2708.3890 VSVGQAQDGIGAVSFVYDKAGQVVEGK 1227.8380 2708.4080 24.0037 1401 2 1354.7077 9.31
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 Oxidation+M(30) 4353.1397 QQSRQNPREFVINHPDEYLVSVEGWYETV 944.5934 4353.1335 25.5091 1364 3 1451.7160 0.8349
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1127.6307 STTPVPSTPLK 120.9818 1127.6332 20.9154 827 2 564.3203 1.53
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 Oxidation+M(6) 1530.7661 WYETVMLGIQFK 272.9435 1530.7625 26.4179 777 2 765.8849 ‐2.2337
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 2287.0473 LTAEGGETGAVWDDGSHDDVKK 2385.8380 2287.0421 26.9889 28770 2 1144.0247 ‐0.2465
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1106.6204 FTLQVQDKK 843.7885 1106.6213 21.6653 13071 2 553.8143 0.0878
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1390.7325 VYVGQGQDGVAAVK 10951.0200 1390.7327 19.2725 10341 2 695.8700 0.0640
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1214.6627 SSTTPVPSTPLK 7923.7910 1214.6621 19.7030 8299 2 607.8347 ‐0.9239
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 920.2139 2068.0732 26.8360 2149 3 690.0292 0.7180
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1127.6307 STTPVPSTPLK 5689.1480 1127.6270 19.6929 4088 2 564.3171 ‐3.9048
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1301.5757 WDDGSHDDVKK 281.0499 1301.5688 26.3121 3197 1 1301.5688 ‐2.3244
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1373.7060 VYVGQGQDGVAAVK 1502.1090 1373.7025 19.9527 1649 2 687.3549 ‐2.6111
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1729.9331 NKDSTITVTLAPENVK 41329.2000 1729.9351 23.2102 120249 3 577.3166 0.5514
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 150052.0000 2170.0765 21.8410 113983 2 1085.5419 0.3895
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 55436.8900 2963.3665 22.9286 97234 2 1482.1869 1.28
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1156.5997 TSFTFSITPR 38429.1400 1156.6014 17.7005 92583 2 578.8043 0.8633



NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 980.4948 AGYWVQTR 32804.5300 980.4952 19.9501 76195 2 490.7512 ‐0.5189
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1590.7336 HDIWSWSFENAAK 92807.0500 1590.7330 18.8008 69813 2 795.8701 ‐0.1405
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1487.7952 DSTITVTLAPENVK 49776.4800 1487.7945 25.8286 44177 2 744.4009 ‐0.3929
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 5880.6540 2574.2920 35.0109 25691 3 858.7688 2.94
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 769.4567 ALIEAPR 9653.9390 769.4568 18.7731 10694 1 769.4568 0.7561
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1623.8125 VWSFKDVNLSSGER 2466.5970 1623.8125 17.1569 2886 3 541.9424 ‐0.7520
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 2431.1888 TNDGKPENHILAIEFDTFQNK 936.8034 2431.1832 29.9132 1892 3 811.0659 ‐2.1731
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 925.5578 RALIEAPR 1479.9420 925.5581 17.0900 3656 2 463.2827 ‐0.6920
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 586.3195 PENVK 132.4929 586.3191 23.0161 19620 1 586.3191 ‐0.7654
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 630.3398 VWSFK 574.7039 630.3385 15.9823 14649 1 630.3385 ‐1.9608
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 679.3410 FENAAK 126.4128 679.3439 17.9275 6035 1 679.3439 4.22
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 586.3195 PENVK 1614.5620 586.3218 25.8852 4295 1 586.3218 3.48
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 760.3836 NKDSTIT 120.8131 760.3876 24.2336 4047 1 760.3876 5.57
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1989.8865 FNFDSFDGSNLLFLGDAE 237.9919 1989.8757 23.2197 3845 2 995.4415 ‐4.4760
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 871.4884 TLAPENVK 232.4232 871.4876 27.5071 1554 1 871.4876 0.1512
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1956.9807 SGNHVGVNINSMTSLVAEK 473.7926 1956.9838 33.7798 801 3 652.9995 1.1776
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1572.7230 HDIWSWSFENAAK 336.2727 1572.7264 17.1757 2641 2 786.8668 2.06
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29217.0800 30566.4136 54 58.70 None 1470.7686 DSTITVTLAPENVK 358.5498 1470.7691 25.4677 1804 1 1470.7691 3.38
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 1729.9331 NKDSTITVTLAPENVK 48639.6900 1729.9351 23.2087 119702 3 577.3166 0.5153
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 980.4948 AGYWVQTR 54963.1800 980.4951 19.9529 75411 2 490.7512 ‐0.6897
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 1487.7952 DSTITVTLAPENVK 58241.0300 1487.7945 25.8271 43641 2 744.4009 ‐0.2497
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 769.4567 ALIEAPR 9807.8940 769.4568 18.7731 10694 1 769.4568 0.9627
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 5046.3300 2170.0715 38.3199 8512 2 1085.5394 ‐1.3968
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1565.8740 2963.3796 40.8200 7076 3 988.4647 3.82
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 1590.7336 HDIWSWSFENAAK 226.7792 1590.7712 26.9974 2854 2 795.8893 24.1032
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 925.5578 RALIEAPR 1975.1160 925.5581 17.0900 3656 2 463.2827 ‐0.8235
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 577.2769 AGYWV 153.2725 577.2770 17.7905 47177 1 577.2770 0.1516
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 585.3355 IEAPR 11645.4200 585.3354 18.7763 11426 1 585.3354 ‐0.0712
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 871.4884 TLAPENVK 121.7752 871.4878 21.1555 7931 1 871.4878 0.6160
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 689.3729 WVQTR 2567.3860 689.3730 19.9495 7764 1 689.3730 0.5782
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 472.2514 EAPR 3931.6970 472.2513 18.7807 5243 1 472.2513 ‐0.5919
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 586.3195 PENVK 1296.6790 586.3218 25.8852 4295 1 586.3218 4.0446
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 770.4407 LAPENVK 386.1871 770.4411 23.2088 2403 1 770.4411 1.34
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 1071.6045 TVTLAPENVK 402.3418 1071.6016 26.1010 2138 1 1071.6016 ‐0.6562
NP_188274.1 legume lectin like protein Arabidopsis thaliana 8153.9800 30566.4136 54 58.70 None 962.4843 AGYWVQTR 124.8100 962.4853 21.3407 3685 1 962.4853 2.38
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 162992.2000 2170.0765 21.8410 113983 2 1085.5419 0.0133
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 51144.3600 2963.3665 22.9286 97234 2 1482.1869 1.1862
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1156.5997 TSFTFSITPR 60517.6100 1156.6014 17.7005 92583 2 578.8043 0.7177
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1590.7336 HDIWSWSFENAAK 66913.7400 1590.7330 18.8008 69813 2 795.8701 ‐0.3850
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 8417.8250 2574.2866 20.2052 53163 3 858.7671 0.5179
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1729.9331 NKDSTITVTLAPENVK 2261.8110 1729.9342 15.3442 8519 3 577.3163 0.2824
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 2431.1888 TNDGKPENHILAIEFDTFQNK 1092.2410 2431.1913 18.0053 3722 4 608.5533 0.6500
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1487.7952 DSTITVTLAPENVK 257.0381 1487.7693 20.3575 2700 2 744.3883 ‐17.5616
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 679.3410 FENAAK 123.4862 679.3439 17.9275 6035 1 679.3439 4.19
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 968.5200 FTFSITPR 323.0893 968.5220 17.6895 3953 1 968.5220 3.0403
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 974.4901 LGPSSDGVSR 120.2045 974.4914 22.4598 2525 1 974.4914 2.16
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 861.4061 GPSSDGVSR 480.7290 861.4080 22.9215 1372 1 861.4080 2.97
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1055.5520 SFTFSITPR 186.7733 1055.5448 17.6842 1115 1 1055.5448 ‐5.4878
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1674.7798 FNFDSFDGSNLLFLG 443.6953 1674.7863 24.0521 956 2 837.8968 3.58
NP_188274.1 legume lectin like protein Arabidopsis thaliana 23439.4200 30566.4136 54 58.70 None 1242.6212 DSTITVTLAPEN 162.0926 1242.6176 20.0528 933 1 1242.6176 ‐0.9303
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1063.5782 VVDIVDTFR 47855.9800 1063.5778 28.2202 39243 2 532.2925 ‐1.1825
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1781.8857 EGSTNPTFLYFAHGLK 10426.0000 1781.8862 18.5916 29675 3 594.6336 ‐0.3176
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 2655.9050 2447.1956 23.0873 25628 2 1224.1014 ‐2.1123
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1293.6685 LSEEDQAVFKK 19561.2300 1293.6696 17.9273 12543 2 647.3384 0.4997
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 811.4713 GFIAYIK 14824.6100 811.4725 16.6754 5052 1 811.4725 2.37
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 2816.2912 LSDFQFFVGEGMHDDSTLVFAYYK 605.3539 2816.3051 38.5584 2019 3 939.4399 5.06
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1165.5735 LSEEDQAVFK 1075.5690 1165.5855 19.9388 1084 2 583.2964 9.37
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 865.4414 DIVDTFR 14312.8400 865.4418 28.2252 6721 1 865.4418 1.37
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 964.5098 VDIVDTFR 510.5696 964.5113 26.6998 4863 2 482.7593 0.6189
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1180.5844 SEEDQAVFKK 12480.9700 1180.5869 17.9211 2113 2 590.7971 1.06
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 756.3563 DSFPYK 123.9567 756.3517 23.7348 1483 1 756.3517 ‐5.5598
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 835.4461 YFAHGLK 123.7669 835.4423 18.2334 1444 1 835.4423 ‐3.6721
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 790.4134 VFAYYK 97.6720 790.4085 38.9324 1129 1 790.4085 ‐5.5257
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 5937.6420 18967.3870 21 52.38 None 1093.5524 EEDQAVFKK 234.5430 1093.5498 16.7085 1071 2 547.2785 ‐3.1032
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 2307.9490 18967.3870 21 52.38 None 1063.5782 VVDIVDTFR 43081.7200 1063.5778 28.2202 39243 2 532.2925 ‐1.2431
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 2307.9490 18967.3870 21 52.38 None 889.4666 VVDIVDTF 222.2361 889.4694 29.9406 14269 1 889.4694 4.86
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 2307.9490 18967.3870 21 52.38 None 865.4414 DIVDTFR 13026.6000 865.4418 28.2252 6721 1 865.4418 1.52
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 1432.4410 18967.3870 21 52.38 None 1781.8857 EGSTNPTFLYFAHGLK 7807.4440 1781.8862 18.5916 29675 3 594.6336 ‐0.0799
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 1432.4410 18967.3870 21 52.38 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 2981.8040 2447.1956 23.0873 25628 2 1224.1014 ‐2.5515
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 1432.4410 18967.3870 21 52.38 None 811.4713 GFIAYIK 5326.4350 811.4725 16.6754 5052 1 811.4725 1.76
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis 1432.4410 18967.3870 21 52.38 None 2316.1646 LVYQDLLTGDELLSDSFPYK 791.4006 2316.1825 24.9032 2450 2 1158.5949 8.06
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1206.6113 ANVDYEQIVR 7624.9700 1206.6134 22.4651 20020 2 603.8103 1.33
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 12850.7000 2383.2746 25.3967 15887 4 596.5741 ‐0.1937
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1296.7773 IPDKEILEIVK 6482.7500 1296.7804 27.5449 10868 2 648.8938 2.0967
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 873.5152 SIVASGLAR 16852.6700 873.5157 18.8908 9842 2 437.2615 ‐0.6757
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 2007.0216 TQVTIEYINESGAMVPVR 1807.6520 2007.0167 29.5161 7732 2 1004.0120 ‐1.0185
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1581.8496 FVIGGPHGDAGLTGRK 1119.7180 1581.8334 20.1258 6557 3 527.9493 ‐11.0816
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 843.5186 EILEIVK 3646.0360 843.4928 21.3782 3756 1 843.4928 ‐29.4759



NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1183.6933 PDKEILEIVK 689.2429 1183.6959 27.5687 2535 2 592.3516 1.74
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 673.3992 VASGLAR 439.2800 673.3998 18.8945 2472 1 673.3998 1.62
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 574.3307 ASGLAR 310.1157 574.3294 18.8891 2051 1 574.3294 ‐2.3153
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1086.6405 DKEILEIVK 468.5853 1086.6371 28.7945 1995 2 543.8222 ‐3.8590
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 959.5057 QGVHGHLTK 221.1690 959.5056 24.0964 1885 1 959.5056 1.58
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1279.6430 FVIGGPHGDAGLTG 366.9768 1279.6392 20.5274 1878 2 640.3232 ‐3.2291
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 922.4629 DYEQIVR 875.5501 922.4627 22.4665 1252 1 922.4627 1.86
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1763.0650 43194.8578 16 27.23 None 1021.5313 VDYEQIVR 114.7593 1021.5262 23.0498 1109 2 511.2667 ‐5.8750
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 2586.4930 38822.7429 4 15.25 None 1817.8565 HETADINTFSWGVANR 44716.7600 1817.8564 26.9649 62097 3 606.6236 ‐0.6854
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 2586.4930 38822.7429 4 15.25 None 1111.5994 TLPGPVTDPSK 12531.2100 1111.5992 18.7379 6959 2 556.3033 ‐0.8077
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 2586.4930 38822.7429 4 15.25 None 2366.1730 RPASNMDPYVVTSMIAETTILG 943.2443 2366.1527 40.7120 2383 2 1183.5800 ‐6.3582
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 2586.4930 38822.7429 4 15.25 None 2373.2058 RLTGKHETADINTFSWGVANR 312.7031 2373.1973 32.7161 6793 3 791.7373 ‐3.6501
NP_188597.1 radical SAM domain containing protein Arabidopsis thaliana 243.0572 41578.1521 4 6.99 None 995.5044 SVFDASEIK 9741.2540 995.5036 21.3914 15872 2 498.2554 ‐1.8082
NP_188597.1 radical SAM domain containing protein Arabidopsis thaliana 243.0572 41578.1521 4 6.99 Carbamidomethyl+C(4)
NP_188597.1 radical SAM domain containing protein Arabidopsis thaliana 243.0572 41578.1521 4 6.99 None 1968.9960 LQNGAFVEAVVMRYDTR 1527.8180 1968.9953 26.1383 12714 2 985.0013 0.9560
NP_188597.1 radical SAM domain containing protein Arabidopsis thaliana 243.0572 41578.1521 4 6.99 None 809.4040 FDASEIK 380.7660 809.4045 21.4093 7572 1 809.4045 1.43
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1737.8541 FVSESVEDQTEQVLK 4979.3790 1737.8534 26.0366 19944 2 869.4303 0.0398
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1375.7580 STYQVAALPLNAK 14614.0700 1375.7573 25.5599 13574 2 688.3823 ‐0.7086
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1005.5152 YFPAPSPAR 5024.3250 1005.5144 19.5899 12363 2 503.2609 ‐1.6612
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1083.5317 ASGADYSSVVK 11240.2100 1083.5328 17.2466 10717 2 542.2700 0.3043
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1942.1008 ANNLVFLSGVLGLIPETGK 6055.8220 1942.1016 23.8082 8278 2 971.5544 1.31
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1338.6974 TTIMLADLADFK 1059.8900 1338.7003 20.4170 6720 2 669.8538 1.85
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1012.4946 SGADYSSVVK 170.9196 1012.5005 15.2840 9507 2 506.7539 5.0470
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 892.4775 LADLADFK 166.6536 892.4768 20.8823 1507 2 446.7420 ‐1.8442
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 677.3729 PAPSPAR 214.7496 677.3712 19.5846 1276 1 677.3712 ‐2.2384
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 925.4625 GADYSSVVK 176.5563 925.4640 18.0099 1067 1 925.4640 2.51
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 682.3770 YSSVVK 126.2787 682.3752 16.7593 969 1 682.3752 ‐2.3889
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1065.5211 ASGADYSSVVK 516.1466 1065.5212 15.6409 5659 2 533.2642 ‐0.6827
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 3001.6800 19929.9347 19 42.25 None 1358.7314 STYQVAALPLNAK 234.2634 1358.7296 25.3110 3435 2 679.8685 ‐1.5352
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 1737.8541 FVSESVEDQTEQVLK 3605.7650 1737.8534 26.0366 19944 2 869.4303 0.3259
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 1375.7580 STYQVAALPLNAK 25529.8300 1375.7573 25.5599 13574 2 688.3823 ‐0.6087
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 1005.5152 YFPAPSPAR 10968.8300 1005.5144 19.5899 12363 2 503.2609 ‐1.7516
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 1501.8220 SINTPTLDLSTALR 360.2058 1501.8297 24.7065 4763 2 751.4185 5.56
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 727.3985 SINTPTL 124.8817 727.3966 25.9256 2369 1 727.3966 ‐2.0008
NP_188674.1 endoribonuclease L PSP family protein Arabidopsis thaliana 2618.9120 19929.9347 19 42.25 None 677.3729 PAPSPAR 786.9550 677.3712 19.5846 1276 1 677.3712 ‐2.0654
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 403.0598 51516.1234 4 3.46 None 1086.5215 ADDVPLDWR 16804.3900 1086.5218 26.1013 5919 2 543.7645 ‐0.4254
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 403.0598 51516.1234 4 3.46 None 752.4553 LPEVVPV 4039.9720 752.4577 28.1952 5072 1 752.4577 3.90
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 403.0598 51516.1234 4 3.46 None 1519.8995 NPILLLHPLGGFTK 506.9558 1519.8882 19.4597 7241 2 760.4477 ‐7.3824
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 403.0598 51516.1234 4 3.46 None 1502.8730 NPILLLHPLGGFTK 169.4205 1502.8830 19.8430 15191 3 501.6325 5.01
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1196.7361 IGVQIIQNALK 6548.9230 1196.7390 18.1694 11304 2 598.8731 1.85
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1016.5259 GVEDLADAVK 5420.5910 1016.5276 23.2404 9687 2 508.7674 0.8651
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1585.7592 SAIELSTSDYDKEK 8734.2810 1585.7578 20.2589 8609 3 529.2574 ‐1.6817
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1418.6951 GYTSPYFITNQK 1818.4670 1418.6948 24.6073 7639 2 709.8510 ‐0.2932
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 3176.9900 2615.3258 40.1376 5770 2 1308.1665 3.0208
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 2288.7600 1123.5500 16.3785 4682 2 562.2786 0.5442
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1146.5637 IGGASEAEVGEK 3871.7890 1146.5656 14.7783 3481 2 573.7865 1.0926
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 826.5033 AGIIDPLK 2783.1020 826.5037 24.3842 2086 2 413.7555 ‐0.6372
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 2093.0179 MISTSEEIAQVGTISANGER 2844.4560 2093.0010 21.0970 12496 3 698.3385 ‐8.3414
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1655.9115 NVVIEQSWGAPKVTK 195.5369 1655.8984 20.4964 5337 2 828.4529 ‐7.5856
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 1261.6310 2743.4253 37.6594 3595 3 915.1466 3.0598
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 2320.1561 ARMISTSEEIAQVGTISANGER 783.7896 2320.1423 23.7090 3251 2 1160.5748 ‐4.4357
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1203.6328 DRVTDALNATK 150.3410 1203.6399 34.4232 1511 2 602.3236 5.08
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 863.5587 61622.8664 39 21.66 None 1186.6062 DRVTDALNATK 123.8612 1186.6017 32.1496 1359 2 593.8045 ‐4.3635
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1016.5259 GVEDLADAVK 1776.0040 1016.5276 23.2404 9687 2 508.7674 0.7803
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1418.6951 GYTSPYFITNQK 3070.9690 1418.6948 24.6073 7639 2 709.8510 ‐0.1712
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1235.5871 SVAAGMNAMDLR 1105.7600 1235.5855 23.8488 6371 2 618.2964 ‐1.6948
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 2891.2430 2615.3258 40.1376 5770 2 1308.1665 3.80
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 866.4618 SIEFKDK 573.8063 866.4633 18.0050 3244 2 433.7353 0.4089
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 826.5033 AGIIDPLK 1905.4870 826.5037 24.3842 2086 2 413.7555 ‐0.8197
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 Carbamidomethyl+C(16) 2235.0670 QVANATNDVAGDGTTCATVLTR 362.4264 2235.0533 23.2859 1976 2 1118.0303 ‐4.2195
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1033.5313 LPTANFDQK 607.3459 1033.5386 19.6695 10037 2 517.2729 6.1867
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1508.7665 TLFNELEVVEGMK 763.9189 1508.7791 32.4200 8081 2 754.8932 8.70
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1146.5637 IGGASEAEVGEK 201.1477 1146.5927 23.3509 3050 2 573.8000 24.7091
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 932.5047 VTDALNATK 325.5911 932.4958 19.2509 2046 2 466.7515 ‐10.6918
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1661.8017 LLEQDNPDLGYDAAK 326.7143 1661.7876 24.7091 1986 2 831.3974 ‐7.8954
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1218.5848 DDTVILDGAGDK 322.2700 1218.5989 25.6960 1659 2 609.8031 11.0940
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1629.8516 GVEDLADAVKVTMGPK 961.6744 1629.8363 26.3022 8821 2 815.4218 ‐8.8862
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 974.5988 2743.4253 37.6594 3595 3 915.1466 2.37
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1023.4854 QVANATNDVAG 402.7788 1023.4850 21.8477 1927 2 512.2462 ‐1.2450
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 919.4367 ASEAEVGEK 93.5527 919.4354 23.8779 1070 2 460.2213 ‐2.5988
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 341.2563 61622.8664 39 21.66 None 1491.7400 TLFNELEVVEGMK 267.6441 1491.7449 31.5731 1676 2 746.3761 3.31
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 None 1196.7361 IGVQIIQNALK 7003.1820 1196.7390 18.1694 11304 2 598.8731 1.37
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 2442.4320 1123.5500 16.3785 4682 2 562.2786 0.4060
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 None 2093.0179 MISTSEEIAQVGTISANGER 1077.0420 2093.0010 21.0970 12496 3 698.3385 ‐8.0805
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 Carbamidomethyl+C(9) 1251.6436 VDLSMLGTCKK 614.0286 1251.6203 16.4570 4970 2 626.3138 ‐19.1922
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 None 1391.6882 SVAAGMNAMDLRR 279.1946 1391.7038 16.7480 2934 2 696.3555 10.66
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 None 1346.6798 DDTVILDGAGDKK 269.4275 1346.6796 18.3124 1697 2 673.8435 ‐0.5521
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 237.2384 61622.8664 39 21.66 None 1629.8516 GVEDLADAVKVTMGPK 315.9486 1629.8586 16.3063 814 2 815.4329 4.36
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 1089.6303 LQQLVYPTK 4645.3430 1089.6291 21.1296 26932 2 545.3182 ‐1.7734



NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 1692.8439 VQELSVYEINDLDR 4931.5430 1692.8432 29.1839 13309 2 846.9252 ‐0.0068
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 1307.6994 FGLGDLVPFTNK 6614.6120 1307.6996 20.9093 8889 2 654.3534 ‐0.1662
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 2459.1837 SFQNFGISSNGPGSSSPTSFTPKK 474.2247 2459.2167 35.4281 11795 2 1230.1120 15.2064
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 2030.0494 NAFSFRFGLGDLVPFTNK 406.0019 2030.0390 24.0594 1065 2 1015.5231 ‐4.1443
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 959.5197 QQLVYPTK 101.6520 959.5135 22.2905 3940 1 959.5135 ‐5.0791
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 795.6119 27858.5953 7 13.78 None 1071.6197 LQQLVYPTK 100.7493 1071.6144 19.5439 1594 2 536.3108 ‐5.6893
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1613.7766 AGAEVIGISGDDSASHK 62908.1700 1613.7772 19.0835 40546 3 538.5973 ‐0.3414
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1047.5469 GQAAPDFTLK 12812.3900 1047.5478 22.3518 28656 2 524.2775 0.0235
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1684.8806 KDWGVPGDLFGALPGR 2417.8830 1684.8842 19.7236 18930 3 562.2996 1.24
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 4618.2900 2142.0661 17.8661 13356 3 714.6935 3.44
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 907.4884 TQFSVPTK 339.1168 907.4879 29.0287 10041 1 907.4879 0.6353
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1890.9708 NGVVQLIYNNQFQPEK 320.7619 1890.9452 26.8956 806 2 945.9762 ‐12.7912
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1896.0225 YKLPYTLLSDEGNKVR 561.1070 1896.0253 16.8645 10772 4 474.7618 0.0899
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1640.8530 YKLPYTLLSDEGNK 3543.7100 1640.8522 17.3181 6104 3 547.6222 ‐1.2453
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 2532.3245 KDWGVPGDLFGALPGRQTYVLDK 771.1953 2532.3017 18.8818 1776 3 844.7721 ‐8.7827
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1449.8312 TLVTKTQFSVPTK 427.1399 1449.8338 14.9698 1636 3 483.9495 0.9038
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 415.2551 TLVT 104.8003 415.2533 14.2982 1874 1 415.2533 ‐4.9393
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 904.4483 SDEGNKVR 98.2550 904.4426 17.9373 1608 1 904.4426 ‐5.1287
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1073.4858 GISGDDSASHK 200.4415 1073.4897 18.9816 1020 1 1073.4897 5.12
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 6165.9330 23849.1166 21 52.78 None 1873.9443 NGVVQLIYNNQFQPEK 188.0101 1873.9346 27.2421 1079 3 625.3164 ‐5.6269
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 None 1047.5469 GQAAPDFTLK 10904.0700 1047.5478 22.3518 28656 2 524.2775 ‐0.0453
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 Carbamidomethyl+C(11) 1883.8739 MAASSSSFTLCNHTTLR 286.3968 1883.8727 29.3538 4620 2 942.4400 0.4920
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 None 1613.7766 AGAEVIGISGDDSASHK 1660.7630 1613.7773 18.9421 2721 3 538.5973 ‐0.3322
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 None 1556.7856 DWGVPGDLFGALPGR 668.5597 1556.8152 32.4791 1200 2 778.9112 19.3678
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 None 1890.9708 NGVVQLIYNNQFQPEK 604.2476 1890.9452 26.8956 806 2 945.9762 ‐12.4264
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 Carbamidomethyl+C(11) 1866.8473 MAASSSSFTLCNHTTLR 206.5522 1866.8553 27.3944 1779 2 933.9313 5.08
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 749.2534 23849.1166 21 52.78 None 1873.9443 NGVVQLIYNNQFQPEK 352.5566 1873.9346 27.2421 1079 3 625.3164 ‐5.6911
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 1595.8275 SITNYQSINVDTLK 1881.3320 1595.8293 26.1380 7778 2 798.4183 1.30
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 1565.7693 GELEITYVDEELR 18329.6400 1565.7734 29.9465 7554 2 783.3903 2.03
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 1130.5436 GATASPDDQLR 1357.1300 1130.5406 38.8555 868 1 1130.5406 ‐0.7712
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 843.5047 IDQLARK 170.6089 843.5106 21.2923 3310 1 843.5106 7.06
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 Oxidation+M(5) 1932.9194 TGALMSPATGFNFSGSLMK 203.6029 1932.9110 13.6920 3766 4 483.9832 ‐5.6490
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 1294.6638 NYQSINVDTLK 259.9537 1294.6667 24.3199 5952 2 647.8370 1.72
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1193.9420 27220.5619 7 15.70 None 546.2882 EELR 94.3890 546.2858 27.8221 1573 1 546.2858 ‐4.5594
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 Carbamidomethyl+C(7) 1700.7983 SLTNYQCINMDTLK 824.8809 1700.8063 18.7104 56606 2 850.9068 5.1434
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 1565.7693 GELEITYVDEELR 18329.6400 1565.7734 29.9465 7554 2 783.3903 2.03
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 843.5047 IDQLARK 170.6089 843.5106 21.2923 3310 1 843.5106 7.06
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 1161.6415 IQAVFSFPPR 234.7788 1161.6153 33.0808 2903 2 581.3113 ‐23.1166
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 1430.8267 LRIQAVFSFPPR 410.2958 1430.8348 20.7780 2629 2 715.9210 5.33
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 546.2882 EELR 94.3890 546.2858 27.8221 1573 1 546.2858 ‐4.5594
NP_189237.2 putative plastid lipid associated protein 5 Arabidopsis thaliana 1082.8020 26362.6613 7 11.54 None 831.4512 VFSFPPR 81.4205 831.4470 20.1917 1159 1 831.4470 ‐4.1803
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 920.4910 ITMIWEK 93790.4300 920.4910 16.9980 104788 2 460.7492 ‐0.9607
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 1798.9010 IWNYTLGDGKEEVFK 4590.6390 1798.9025 17.4589 23119 3 600.3057 0.2529
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 1472.7566 VVGLEGHVMEQFK 2480.3670 1472.7575 16.4590 12846 3 491.5907 ‐0.3009
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 1487.7233 SMVIDMEDHVLKA 3476.7580 1487.7227 28.8811 18078 2 744.3650 ‐0.3436
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 706.3593 MIWEK 10072.1400 706.3589 16.9950 7971 1 706.3589 ‐0.1452
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis th 5013.0610 17905.2175 6 31.58 None 789.3964 TMIWEK 1189.1860 789.3979 17.8279 1900 1 789.3979 2.72
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 15554.6100 1481.6949 23.1087 17075 2 741.3511 0.5226
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 5511.9880 2164.0308 31.0228 16457 2 1082.5191 ‐2.0418
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 2022.0390 ATIVQASTVYNDTPATLEK 5723.5170 2022.0375 26.0311 13358 2 1011.5224 0.2756
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 1837.9483 GSELVVFPEAFIGGYPR 4913.7220 1837.9460 21.5951 10548 2 919.4766 ‐0.5977
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 864.4825 FIVEAASK 7560.5990 864.4818 18.5481 3600 2 432.7445 ‐1.9698
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 1997.9597 MSTSENTPFNGVASSTIVR 708.2464 1997.9788 22.3832 3308 2 999.4931 10.67
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 2335.2140 ATIVQASTVYNDTPATLEKANK 1160.4720 2335.2131 19.9384 1820 3 779.0759 ‐0.3284
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 1351.6740 TVYNDTPATLEK 295.7574 1351.6785 25.3904 3690 2 676.3429 3.1435
NP_190016.1 nitrilase 2 Arabidopsis thaliana 1752.8780 37552.3507 14 29.50 None 717.4141 IVEAASK 72.0125 717.4101 20.0883 1325 1 717.4101 ‐5.1408
NP_190016.1 nitrilase 2 Arabidopsis thaliana 401.8861 37552.3507 14 29.50 None 2022.0390 ATIVQASTVYNDTPATLEK 4359.9200 2022.0375 26.0311 13358 2 1011.5224 0.7078
NP_190016.1 nitrilase 2 Arabidopsis thaliana 401.8861 37552.3507 14 29.50 None 864.4825 FIVEAASK 6675.1140 864.4818 18.5481 3600 2 432.7445 ‐2.1328
NP_190016.1 nitrilase 2 Arabidopsis thaliana 401.8861 37552.3507 14 29.50 None 1351.6740 TVYNDTPATLEK 228.9354 1351.6785 25.3904 3690 2 676.3429 3.10
NP_190016.1 nitrilase 2 Arabidopsis thaliana 401.8861 37552.3507 14 29.50 None 1438.7060 STVYNDTPATLEK 249.3784 1438.7137 26.8610 2271 2 719.8605 5.18
NP_190016.1 nitrilase 2 Arabidopsis thaliana 401.8861 37552.3507 14 29.50 None 717.4141 IVEAASK 147.5133 717.4101 20.0883 1325 1 717.4101 ‐4.9532
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 2052.0495 VTIVQSSTVYNDTPATLDK 5483.5460 2052.0451 25.0553 22473 2 1026.5262 ‐1.1318
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 5511.9880 2164.0308 31.0228 16457 2 1082.5191 ‐2.0418
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 Carbamidomethyl+C(6) 1189.5783 IGAAICWENR 16348.2200 1189.5800 24.0231 8519 2 595.2936 0.8985
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 2235.0717 REFPEHPDYLFNDIVDTK 1666.0070 2235.0705 22.4430 4493 2 1118.0389 0.8654
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 864.4825 FIVEAASK 7560.5990 864.4818 18.5481 3600 2 432.7445 ‐1.9698
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 2488.2566 VLAGPNYESEGLVTADLDLGDIAR 976.6032 2488.2348 35.2508 1074 2 1244.6210 ‐6.9288
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 2380.2242 VTIVQSSTVYNDTPATLDKAEK 1859.0150 2380.2254 24.2088 14400 3 794.0800 0.5977
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 1511.7224 SSTVYNDTPATLDK 369.0751 1511.7263 24.3696 1636 2 756.3668 2.36
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 717.4141 IVEAASK 72.0125 717.4101 20.0883 1325 1 717.4101 ‐5.1408
NP_190018.1 nitrilase 3 Arabidopsis thaliana 1431.6360 38364.4292 10 29.48 None 2296.1343 VLAGPNYESEGLVTADLDLGDIA 369.6375 2296.1412 35.5570 862 3 766.0519 2.30
NP_190089.2 40S ribosomal protein S20 1 Arabidopsis thaliana 954.1721 13992.3615 3 9.68 None 1318.7253 VIDLFSSPDVVK 9212.6350 1318.7225 18.7938 30852 2 659.8649 ‐2.4008
NP_190089.2 40S ribosomal protein S20 1 Arabidopsis thaliana 954.1721 13992.3615 3 9.68 None 2101.0911 QITSITIEPGVEVEVTIADS 388.2859 2101.1517 33.5475 1025 3 701.0554 28.6309
NP_190089.2 40S ribosomal protein S20 1 Arabidopsis thaliana 954.1721 13992.3615 3 9.68 None 1300.7147 VIDLFSSPDVVK 715.3356 1300.7136 19.2289 965 2 650.8604 ‐1.2139
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1219.7045 LFGVTTLDVVR 9539.1840 1219.7045 19.2734 15063 2 610.3559 ‐0.4961
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1244.6481 IQNAGTEVVDAK 3918.0380 1244.6472 16.7937 8984 2 622.8273 ‐1.1187
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1272.6695 GVAFANKPAAAAAN 5064.5920 1272.6697 17.7482 8213 2 636.8385 ‐0.2555
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 2450.6090 1711.8211 18.5510 7546 3 571.2786 1.1271
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1777.0946 VAVLGAAGGIGQPLSLLIK 6390.1410 1777.0957 21.9473 7103 2 889.0515 1.1846



NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 2236.0979 NGLEAVIESDLQGLTEYEQK 1780.8670 2236.0944 40.2165 3973 2 1118.5509 ‐0.1905
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1369.7110 AQTSDKKPYGFK 93.1568 1369.7005 23.6912 2917 1 1369.7005 ‐4.8993
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1347.7995 KLFGVTTLDVVR 1471.3610 1347.8003 17.7729 7170 2 674.4038 0.3895
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1121.5797 GSVTKAQTSDK 948.5121 1121.5816 21.1154 1987 2 561.2944 1.0346
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1116.5796 AFANKPAAAAAN 617.5179 1116.5869 16.2667 4407 2 558.7971 5.07
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 959.5520 GVTTLDVVR 811.5912 959.5535 18.6978 1143 2 480.2804 0.5762
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1201.6939 LFGVTTLDVVR 243.6266 1201.6878 19.8488 3109 2 601.3475 ‐5.6143
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 1114.3890 42633.7482 22 25.81 None 1104.5531 GSVTKAQTSDK 261.0735 1104.5527 22.1715 2193 1 1104.5527 1.11
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 362.4665 42633.7482 22 25.81 None 1272.6695 GVAFANKPAAAAAN 5742.4770 1272.6697 17.7482 8213 2 636.8385 ‐0.2085
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 362.4665 42633.7482 22 25.81 Carbamidomethyl+C(9) 1711.8181 GVAADLSHCNTPSQVR 1455.0240 1711.8211 18.5510 7546 3 571.2786 1.0912
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 362.4665 42633.7482 22 25.81 None 2236.0979 NGLEAVIESDLQGLTEYEQK 1720.6500 2236.0944 40.2165 3973 2 1118.5509 0.3517
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 362.4665 42633.7482 22 25.81 None 1244.6481 IQNAGTEVVDAK 665.4966 1244.6602 19.9396 11315 2 622.8338 9.09
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 362.4665 42633.7482 22 25.81 None 1786.9446 ASIDKGVAFANKPAAAAAN 128.8813 1786.9364 28.1447 1492 3 596.3170 ‐5.2226
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 570.9406 42633.7482 22 25.81 None 1219.7045 LFGVTTLDVVR 9178.0020 1219.7045 19.2734 15063 2 610.3559 ‐0.6561
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 570.9406 42633.7482 22 25.81 None 1777.0946 VAVLGAAGGIGQPLSLLIK 5713.6820 1777.0957 21.9473 7103 2 889.0515 0.8978
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 570.9406 42633.7482 22 25.81 None 2106.0713 TKPSVNFTDEEIQELTVR 123.0585 2106.0983 21.1513 1633 3 702.7043 12.23
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 570.9406 42633.7482 22 25.81 None 2694.3516 IQNAGTEVVDAKAGAGSATLSMAYAAAR 2359.5070 2694.3310 17.9853 13019 3 898.7819 ‐6.8788
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 1895.9094 TGEVIAHVAEGDAEDINR 5107.8400 1895.9116 22.9963 14161 3 632.6420 0.7082
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 1497.7584 TAEQTPLTAFYAGK 2491.6080 1497.7608 27.9761 13244 2 749.3840 1.97
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 1026.5619 YGLAAGVFTK 3500.8000 1026.5602 16.5521 10884 2 513.7837 ‐2.4586
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 1425.7736 GIYSLNNYLQIK 452.8177 1425.7727 19.0320 4114 2 713.3900 ‐0.7379
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 1207.6317 FSDVDEVIKR 497.7368 1207.6302 22.1375 11411 2 604.3187 ‐1.7766
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 821.4403 FADLVEK 544.1069 821.4342 22.6384 1598 1 821.4342 ‐6.7366
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 327.2334 58988.1952 7 10.4 None 516.2817 GIYSL 81.6363 516.2796 18.2890 3838 1 516.2796 ‐4.3300
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 255.4532 35795.4815 3 11.42 None 2012.9793 VFLSGDSAGANIVHHMAMR 1720.1480 2012.9841 16.9750 6426 4 504.0015 1.1142
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 255.4532 35795.4815 3 11.42 None 2009.9967 APEHPISVPFDDSWTALK 2116.1790 2009.9957 31.6714 2389 3 670.6701 ‐0.8137
NP_190438.1 probable carboxylesterase 12 Arabidopsis thaliana 255.4532 35795.4815 3 11.42 None 1451.7125 DVVYSADNNLSVR 922.5226 1451.7124 22.1219 3796 2 726.3598 ‐0.1051
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1286.7215 IIGGGLPVGAYGGR 20875.2800 1286.7213 16.3130 19178 2 643.8643 ‐0.5659
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1622.8748 AGSGVATLGLPDSPGVPK 987.8377 1622.8733 26.9895 14993 2 811.9403 ‐0.6900
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1240.6467 NLMPGGVNSPVR 4742.4600 1240.6476 22.8318 11431 2 620.8274 0.2986
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1950.9655 AATSDTLTAPYNDIAAVEK 1495.7230 1950.9637 27.9913 7981 2 975.9855 ‐0.0516
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAG 2225.3420 3386.6536 21.5680 6178 3 1129.5560 ‐1.1560
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1274.6409 SVGGQPVVMDSAK 3939.4010 1274.6391 18.3102 5588 2 637.8232 ‐1.8197
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3342.2750 2215.1287 34.8766 1568 2 1108.0680 1.15
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1144.6208 ELTNGILEAGK 476.8223 1144.5978 18.2744 3384 2 572.8025 ‐20.7372
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1797.8840 DNGALLIFDEVMTGFR 1251.0490 1797.8714 34.1308 2924 2 899.4393 ‐6.4251
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1272.7158 ELTNGILEAGKK 196.5351 1272.6816 21.9103 1755 2 636.8445 ‐27.2039
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 Carbamidomethyl+C(2) 1465.7502 RCIKMSVSVEEK 1088.5200 1465.7589 22.5500 7254 3 489.2578 5.0375
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 504.2664 VEEK 127.8185 504.2646 23.1898 59282 1 504.2646 ‐3.8530
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1173.6375 IGGGLPVGAYGGR 369.1189 1173.6406 15.6073 3325 2 587.3239 2.0840
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 852.4462 ELTNGILE 162.6518 852.4438 23.2521 1838 1 852.4438 ‐1.8788
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 Carbamidomethyl+C(1) 1309.6491 CIKMSVSVEEK 200.6511 1309.6448 24.7376 1796 1 1309.6448 ‐0.6375
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 882.4792 PGGVNSPVR 102.0905 882.4813 22.8328 1540 1 882.4813 3.29
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1003.5320 GGLPVGAYGGR 330.4848 1003.5303 17.6290 1274 1 1003.5303 ‐0.1380
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1852.9949 AGTLSGNPLAMTAGIHTLK 350.5763 1852.9913 22.0648 857 3 618.3353 ‐2.4397
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thalia 1308.9400 50483.8266 19 33.47 None 1126.6103 ELTNGILEAGK 202.4268 1126.6171 18.1857 2578 2 563.8122 5.08
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1426.8264 GVPLTQLNLASSVK 11600.7600 1426.8276 17.7405 25160 2 713.9174 0.7263
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1221.5845 EGTTVTEEDIK 19216.7600 1221.5844 16.8128 16039 2 611.2958 ‐0.5771
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 14234.7900 1420.6887 24.0611 15269 2 710.8480 ‐0.2858
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1181.6677 IVAQHFLEKP 15227.8600 1181.6683 14.7577 8312 2 591.3378 ‐0.0590
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1046.5881 VFITDNLPK 3760.7400 1046.5889 16.4979 3982 2 523.7981 0.0111
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 858.4581 FNLTHAR 284.0307 858.4482 23.5283 2856 1 858.4482 ‐10.5337
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1202.6892 RVFITDNLPK 1811.4200 1202.6825 23.0944 9497 2 601.8449 ‐6.0527
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 Carbamidomethyl+C(13) 1742.8490 GEIQEPNNKGEVCIR 4256.3210 1742.8506 18.6402 8641 3 581.6217 0.2735
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 Carbamidomethyl+C(9) 1297.6318 EPNNKGEVCIR 196.4716 1297.6374 17.9060 3541 2 649.3223 4.0015
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 942.5255 QLNLASSVK 431.1431 942.5255 17.3682 2816 1 942.5255 1.12
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1068.5837 VAQHFLEKP 4353.1970 1068.5873 14.7561 1407 2 534.7973 2.40
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1035.5204 TTVTEEDIK 126.2826 1035.5150 17.6509 851 1 1035.5150 ‐3.6814
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 1425.5370 55772.4915 19 14.1 None 1028.5775 VFITDNLPK 1304.1850 1028.5844 18.3471 1626 2 514.7958 5.99
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 None 1426.8264 GVPLTQLNLASSVK 12920.0700 1426.8276 17.7405 25160 2 713.9174 0.5192
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 None 1181.6677 IVAQHFLEKP 11152.3600 1181.6683 14.7577 8312 2 591.3378 ‐0.2104
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 None 1330.6136 FSATTFWPDMK 610.8928 1330.6144 19.2613 6931 2 665.8108 0.0941
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 62.9997 1420.7022 20.7866 2871 2 710.8547 8.97
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 None 942.5255 QLNLASSVK 223.7345 942.5255 17.3682 2816 1 942.5255 0.9493
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 583.4250 55772.4915 19 14.1 None 1068.5837 VAQHFLEKP 4200.9440 1068.5873 14.7561 1407 2 534.7973 2.83
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 1574.7955 MGNITPTTGTQGQIR 21640.0200 1574.7938 19.6675 45142 2 787.9005 ‐0.9117
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 2152.9757 AYADGTQTFFNAFVEAMNR 11889.6200 2152.9709 23.1219 32418 2 1076.9891 ‐0.9656
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 959.5156 DTIVNELR 25219.5500 959.5150 22.8558 4427 2 480.2611 ‐1.6203
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 2642.3461 LYNFSNTGLPDPTLNTTYLQTLR 1020.8020 2642.3467 32.5878 1423 3 881.4538 0.6345
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 1345.6358 FFNAFVEAMNR 386.9722 1345.6495 29.9043 2676 2 673.3284 9.43
NP_190480.1 peroxidase 33 Arabidopsis thaliana 2211.4630 39511.6046 11 20.34 None 2625.3195 LYNFSNTGLPDPTLNTTYLQTLR 316.4579 2625.3090 32.3204 1251 3 875.7745 ‐3.6580
NP_190480.1 peroxidase 33 Arabidopsis thaliana 1592.2420 39511.6046 11 20.34 None 1574.7955 MGNITPTTGTQGQIR 34638.1800 1574.7938 19.6675 45142 2 787.9005 ‐0.7094
NP_190480.1 peroxidase 33 Arabidopsis thaliana 1592.2420 39511.6046 11 20.34 None 1476.7441 NGNQSVLVDFDLR 1319.2730 1476.7394 28.3480 3774 2 738.8734 ‐3.0295
NP_190480.1 peroxidase 33 Arabidopsis thaliana 1592.2420 39511.6046 11 20.34 None 2154.1302 NVGLDRPSDLVALSGAHTFGK 468.6818 2154.1371 41.8796 1724 2 1077.5722 4.11
NP_190480.1 peroxidase 33 Arabidopsis thaliana 1592.2420 39511.6046 11 20.34 None 2642.3461 LYNFSNTGLPDPTLNTTYLQTLR 657.6493 2642.3467 32.5878 1423 3 881.4538 0.4361
NP_190480.1 peroxidase 33 Arabidopsis thaliana 1592.2420 39511.6046 11 20.34 None 2625.3195 LYNFSNTGLPDPTLNTTYLQTLR 192.9281 2625.3090 32.3204 1251 3 875.7745 ‐3.8534
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 20794.3100 2140.1135 17.1406 99544 3 714.0427 ‐0.6614
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 973.5313 ETIVNELR 46768.3800 973.5301 22.1790 53580 2 487.2687 ‐2.1174
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 1574.7955 MGNITPTTGTQGQIR 21640.0200 1574.7938 19.6675 45142 2 787.9005 ‐0.9117



NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 2152.9757 AYADGTQTFFNAFVEAMNR 11889.6200 2152.9709 23.1219 32418 2 1076.9891 ‐0.9656
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 1035.5469 SALVDFDLR 49763.5900 1035.5488 28.9453 31208 2 518.2780 1.0019
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 6906.9520 2758.4830 25.5404 15134 3 920.1658 1.0559
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 2642.3461 LYNFSNTGLPDPTLNTTYLQTLR 1020.8020 2642.3467 32.5878 1423 3 881.4538 0.6345
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 1345.6358 FFNAFVEAMNR 386.9722 1345.6495 29.9043 2676 2 673.3284 9.43
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 1937.9967 SALVDFDLRTPTVFDNK 510.0403 1937.9920 35.0354 1007 2 969.4996 ‐1.6076
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 764.3937 VDFDLR 216.2491 764.3914 28.3565 115668 1 764.3914 ‐2.4411
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 743.4410 IVNELR 277.8464 743.4409 20.6102 11436 1 743.4409 0.4116
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 1500.7693 DSLQAFLELANANL 467.0616 1500.7705 26.1192 2802 2 750.8889 0.8755
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 974.5054 ALSGGHTFGK 2107.5230 974.5063 17.1380 1584 1 974.5063 2.38
NP_190481.1 peroxidase 34 Arabidopsis thaliana 5718.2020 39345.4223 27 36.26 None 2625.3195 LYNFSNTGLPDPTLNTTYLQTLR 316.4579 2625.3090 32.3204 1251 3 875.7745 ‐3.6580
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 47658.3800 1193.5746 22.9684 49166 2 597.2909 0.6763
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 None 1574.7955 MGNITPTTGTQGQIR 34638.1800 1574.7938 19.6675 45142 2 787.9005 ‐0.7094
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 None 1035.5469 SALVDFDLR 50033.0900 1035.5488 28.9453 31208 2 518.2780 0.9269
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 None 2642.3461 LYNFSNTGLPDPTLNTTYLQTLR 657.6493 2642.3467 32.5878 1423 3 881.4538 0.4361
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 None 791.4410 QFILDR 113.7354 791.4380 23.9821 2513 1 791.4380 ‐2.8827
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4005.4440 39345.4223 27 36.26 None 2625.3195 LYNFSNTGLPDPTLNTTYLQTLR 192.9281 2625.3090 32.3204 1251 3 875.7745 ‐3.8534
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 29883.0900 2140.1135 17.1406 99544 3 714.0427 ‐0.3970
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 None 2152.9757 AYADGTQTFFNAFVEAMNR 8124.6460 2152.9709 23.1219 32418 2 1076.9891 ‐1.3379
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 5824.1630 2758.4830 25.5404 15134 3 920.1658 1.62
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 811.7914 1193.5710 15.0705 6621 2 597.2891 ‐2.5140
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 Carbamidomethyl+C(2) 2114.1023 SCPNVTNIVRETIVNELR 325.7031 2114.1170 20.1112 1652 2 1057.5621 7.73
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 None 1937.9967 SALVDFDLRTPTVFDNK 280.1166 1937.9769 24.4246 1416 2 969.4921 ‐9.6892
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2664.8330 39345.4223 27 36.26 None 885.4577 LSGGHTFGK 113.4633 885.4529 17.6765 1268 1 885.4529 ‐4.6934
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 79323.5100 2604.3036 33.0786 284062 3 868.7727 0.2144
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1203.6579 NTAASVGEITLK 86191.7200 1203.6580 22.6673 240274 2 602.3327 ‐0.4049
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 950.5710 VPFLFTVK 49586.7100 950.5708 19.3927 121061 2 475.7890 ‐1.1303
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 881.4880 FLVPSYR 39557.4800 881.4881 15.9431 97911 2 441.2477 ‐0.9564
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 83077.8100 1362.6402 18.4877 92892 2 681.8237 0.0260
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 22596.2800 2256.0846 34.1050 63829 2 1128.5459 ‐1.7868
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1192.5997 IQGVWYGQIE 33780.6200 1192.6000 30.4346 56060 2 596.8036 ‐0.2905
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 14386.0500 2174.9590 26.0707 55730 2 1087.9831 ‐1.9124
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1562.7558 GGSTGYDNAVALPAGGR 36602.8500 1562.7542 21.3844 42425 2 781.8807 ‐0.8295
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 8216.1350 2294.1295 29.2869 35326 3 765.3813 ‐0.2041
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1096.5521 LTYDEIQSK 3644.0640 1096.5560 18.9263 29666 2 548.7816 2.57
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1464.7329 QLEASGKPESFSGK 13690.5700 1464.7328 16.3673 24139 3 488.9158 ‐1.0029
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1131.5429 NAPPDFQNTK 22793.5100 1131.5438 15.5133 22921 2 566.2756 0.1965
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1376.6540 GDEEELSKENVK 2604.2570 1376.6560 14.4772 4807 3 459.5568 0.4346
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1252.6532 RLTYDEIQSK 57153.8500 1252.6534 17.4492 78984 2 626.8303 ‐0.2342
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 5911.0790 1490.7340 17.4223 45319 2 745.8707 ‐0.5062
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKENVK 5891.2250 2920.3966 22.7612 14097 4 730.8546 1.0959
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 2450.1430 GGSTGYDNAVALPAGGRGDEEELSK 2612.7610 2450.1493 22.8648 4348 3 817.3879 2.98
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 Carbamidomethyl+C(14) 2926.3234 TYMEVKGTGTANQCPTIDGGSETFSFK 226.7180 2926.3119 33.6768 1918 3 976.1088 ‐3.2217
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 908.4724 EPTSFTVK 339.0604 908.4714 17.7944 27123 2 454.7393 ‐2.1357
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 621.3355 VPSYR 1786.1800 621.3356 15.9514 18493 1 621.3356 0.2241
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 891.4571 RLTYDEI 129.0656 891.4524 16.3154 5425 1 891.4524 ‐4.1613
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 959.4469 GGSETFSFK 140.3997 959.4505 27.4665 5168 1 959.4505 5.0393
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 607.3814 LFTVK 289.8404 607.3801 19.3971 2830 1 607.3801 ‐2.0431
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1663.8174 GVFESLQPSDTDLGAK 266.6118 1663.8121 35.4852 2345 2 832.4097 ‐2.8297
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 474.3286 ITLK 120.0086 474.3286 22.5769 2161 1 474.3286 ‐0.5895
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 828.4098 SKPETGEV 245.8597 828.4082 32.5775 1660 1 828.4082 ‐1.1188
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 759.4611 VGEITLK 464.4992 759.4633 22.6590 1506 1 759.4633 3.22
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 604.3301 EIQSK 131.6649 604.3304 19.2194 1477 1 604.3304 0.4895
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 917.5302 ASVGEITLK 153.7340 917.5336 23.7348 1017 1 917.5336 4.29
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 21141.1300 35247.4575 56 62.24 None 1078.5415 LTYDEIQSK 187.4333 1078.5393 16.8022 846 2 539.7733 ‐2.7875
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 52745.1700 2604.3035 33.0770 279933 3 868.7727 ‐0.0179
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1203.6579 NTAASVGEITLK 88596.8300 1203.6580 22.6673 240274 2 602.3327 ‐0.3934
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 18133.5700 2256.0845 34.1043 62082 2 1128.5459 ‐1.2835
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 15419.6200 2174.9590 26.0707 55730 2 1087.9831 ‐1.4017
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1562.7558 GGSTGYDNAVALPAGGR 42697.6900 1562.7542 21.3844 42425 2 781.8807 ‐0.6335
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 5865.1360 2294.1287 29.2639 28031 3 765.3811 ‐0.6820
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1192.5997 IQGVWYGQIE 3682.1980 1192.6013 29.8145 25841 1 1192.6013 3.33
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1252.6532 RLTYDEIQSK 63446.4300 1252.6537 17.4025 63160 2 626.8305 0.0551
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1847.9095 LTYDEIQSKTYMEVK 520.1086 1847.8999 27.3203 4352 2 924.4536 ‐4.1798
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 Carbamidomethyl+C(14) 2926.3234 TYMEVKGTGTANQCPTIDGGSETFSFK 187.9529 2926.3119 33.6768 1918 3 976.1088 ‐3.4697
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 Oxidation+M(18) 2236.1026 ADSVSKNAPPDFQNTKLMTR 468.2532 2236.0863 36.2329 2301 2 1118.5468 ‐5.3850
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 917.5302 ASVGEITLK 1780.7100 917.5308 22.6676 7550 1 917.5308 2.0460
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 959.4469 GGSETFSFK 294.6343 959.4505 27.4665 5168 1 959.4505 5.51
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1050.4925 TYMEVKGTGT 152.4537 1050.4912 32.9466 3219 1 1050.4912 0.7900
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 778.3730 RLTYDE 3341.0400 778.3735 17.4036 3062 1 778.3735 1.26
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 719.3570 DEIQSK 14746.9900 719.3562 17.4033 2930 1 719.3562 ‐0.4663
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 649.3304 RLTYD 4704.4380 649.3303 17.3961 2913 1 649.3303 0.2060
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 604.3301 EIQSK 110.0045 604.3288 18.5842 2115 1 604.3288 ‐1.9653
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 949.4738 ADSVSKNAPP 80.7987 949.4669 35.4935 1782 1 949.4669 ‐5.7247
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 828.4098 SKPETGEV 243.2288 828.4082 32.5775 1660 1 828.4082 ‐0.8907
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 759.4611 VGEITLK 425.5568 759.4633 22.6590 1506 1 759.4633 3.51
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 885.4312 PSDTDLGAK 126.1092 885.4263 34.9104 1383 1 885.4263 ‐4.2584
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1078.5303 LTYTLDEIE 203.5191 1078.5232 36.1700 1359 1 1078.5232 ‐4.4704
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 475.2875 IQSK 3781.3590 475.2858 17.4047 1266 1 475.2858 ‐3.8859



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 12000.7800 35247.4575 56 62.24 None 1185.6474 NTAASVGEITLK 341.3003 1185.6487 23.5935 1294 2 593.3280 0.5951
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 Carbamidomethyl+C(10) 3022.4860 TSPMVAFISCDVSVEADVENLVNVTVAR 981.8134 3022.4657 20.4919 6169 3 1008.1601 ‐5.6095
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 None 1924.0134 HGATVVIADVDNVAGSSLAK 708.1437 1924.0053 17.0398 1561 3 642.0066 ‐4.4022
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 None 1616.8642 LDILFNNAGVLGDQK 555.7272 1616.8649 22.6064 3853 2 808.9361 0.4405
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 Carbamidomethyl+C(7) 2611.3272 YGIRVNCISPFGVATSMLVNAWR 312.8958 2611.3023 22.7813 1522 3 871.1056 ‐8.9099
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 None 1433.7358 FGVATSMLVNAWR 333.4042 1433.7347 22.0979 2173 2 717.3710 ‐1.0535
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 None 813.4141 LDILFNN 131.4988 813.4162 21.7273 1117 1 813.4162 3.0459
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 None 1906.9869 HGATVVIADVDNVAGSSLAK 494.0786 1906.9831 18.5036 3275 2 953.9952 ‐1.5038
NP_190736.1 short chain dehydrogenase reductase 2a Arabidopsis thaliana 164.9820 32435.9257 8 15.84 Carbamidomethyl+C(7) 2594.3007 YGIRVNCISPFGVATSMLVNAWR 469.1277 2594.2837 23.3585 1183 2 1297.6455 ‐4.9943
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1393.6958 AFDEVNTQLQTK 5864.3760 1393.6964 21.3133 10782 2 697.3518 0.2668
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1047.6085 FDALLVELK 3005.1770 1047.6078 19.0863 6832 2 524.3076 ‐1.3887
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1455.7366 YKEAYDSIEIPK 1568.8300 1455.7418 23.3216 5363 3 485.9188 2.47
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1036.4768 TIDWDGMAK 2048.6040 1036.4816 24.2115 4900 2 518.7444 3.61
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 763.4349 IADVAFK 1463.2740 763.4362 16.7822 4747 1 763.4362 2.17
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1501.8108 LEKEIADVQEISK 832.6615 1501.8121 24.7019 801 2 751.4097 0.8939
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 917.4186 IDWDGMAK 255.4982 917.4193 22.0705 2997 1 917.4193 1.69
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1212.5783 YKEAYDSIEI 184.0706 1212.5706 23.3109 1898 1 1212.5706 ‐4.1342
NP_190798.1 ATP synthase subunit d Arabidopsis thaliana 1191.6440 19586.0783 9 36.90 None 1035.5357 AYDSIEIPK 180.8716 1035.5373 24.1099 1728 1 1035.5373 3.1058
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1786.9334 EFANQGVQPGELAVISK 8830.9470 1786.9342 27.1873 17719 2 893.9708 1.0349
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1878.9848 TSVPDVYAVGDVATFPLK 4061.2850 1878.9866 19.8596 17637 2 939.9970 1.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 13261.9200 2255.0210 36.6981 16272 2 1128.0141 ‐2.2064
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1496.6686 VVGAFMEGGSGDENK 17077.6700 1496.6685 20.7630 16016 2 748.8379 ‐0.0341
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1430.7638 EAVAPYERPALSK 19885.3700 1430.7638 18.8364 14387 3 477.5928 ‐0.9546
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1414.7536 ARPSAESLDELVK 3100.2280 1414.7534 23.6674 12711 3 472.2560 ‐1.1169
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1112.5524 FGAYWVQGGK 7985.4240 1112.5549 16.0624 11077 2 556.7811 1.72
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 849.4716 LLPESYK 9062.7240 849.4724 18.4058 6994 2 425.2398 ‐0.2266
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1562.7809 GTVASGFTAQPNGEVK 502.1153 1562.7827 20.1567 2436 2 781.8950 1.16
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1535.8792 YQTLIIATGSTVLR 1599.8500 1535.8853 30.2969 1993 2 768.4463 4.1220
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1123.5994 SLVSATGDVFK 1074.5230 1123.5969 16.6774 1669 2 562.3021 ‐2.8650
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1080.5473 GYLFPEGAAR 115.9640 1080.5734 23.7813 155221 2 540.7903 23.4380
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 732.3886 SAEQAVK 101.9821 732.3898 18.4210 1301 1 732.3898 2.0163
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1458.7686 EIDDADKLVEAIK 3850.4150 1458.7705 26.9897 13766 2 729.8889 1.58
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 699.3420 ARPSAES 132.9084 699.3450 21.9850 2591 1 699.3450 4.62
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 620.3039 GTVASGF 136.6757 620.3056 20.7186 1551 1 620.3056 2.03
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1298.5318 GAFMEGGSGDENK 298.6063 1298.5397 20.6449 1274 2 649.7735 5.65
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 872.4876 DVATFPLK 117.2447 872.4843 19.3842 959 2 436.7458 ‐4.8681
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1230.6841 VAPYERPALSK 952.7147 1230.6830 18.8348 782 2 615.8452 ‐1.3104
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1860.9742 TSVPDVYAVGDVATFPLK 359.3333 1860.9742 18.5060 2914 2 930.9907 0.6904
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2960.5810 46658.2958 46 41.71 None 1544.7703 GTVASGFTAQPNGEVK 310.4571 1544.7697 18.4946 2572 3 515.5947 ‐1.2717
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1786.9334 EFANQGVQPGELAVISK 8305.9780 1786.9342 27.1873 17719 2 893.9708 1.62
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 18193.7900 2255.0210 36.6981 16272 2 1128.0141 ‐1.6545
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1496.6686 VVGAFMEGGSGDENK 8965.5440 1496.6685 20.7630 16016 2 748.8379 0.1280
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1430.7638 EAVAPYERPALSK 26945.4200 1430.7638 18.8364 14387 3 477.5928 ‐0.9414
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1414.7536 ARPSAESLDELVK 3406.3490 1414.7534 23.6674 12711 3 472.2560 ‐1.1009
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 849.4716 LLPESYK 19431.9800 849.4724 18.4058 6994 2 425.2398 ‐0.3972
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1562.7809 GTVASGFTAQPNGEVK 618.3574 1562.7827 20.1567 2436 2 781.8950 1.76
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1123.5994 SLVSATGDVFK 3005.9890 1123.5924 24.6934 10998 2 562.2998 ‐6.8463
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 821.4516 QGISFAAK 65.1770 821.4404 19.8824 4340 2 411.2238 ‐15.0021
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1458.7686 EIDDADKLVEAIK 3119.4420 1458.7705 26.9897 13766 2 729.8889 1.84
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 620.3039 GTVASGF 701.6254 620.3056 20.7186 1551 1 620.3056 2.25
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1056.4956 ARPSAESLDE 171.5868 1056.4877 24.0397 1352 1 1056.4877 ‐5.4923
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 913.5353 PGELAVISK 707.9451 913.5352 24.9198 1322 1 913.5352 1.75
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 436.2554 FAAK 81.7797 436.2555 19.6489 1190 1 436.2555 ‐0.4181
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1230.6841 VAPYERPALSK 1011.7670 1230.6830 18.8348 782 2 615.8452 ‐1.2851
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 803.4410 QGISFAAK 79.6520 803.4429 19.9176 6648 1 803.4429 3.25
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 3029.0430 46658.2958 46 41.71 None 1412.7532 EAVAPYERPALSK 495.6740 1412.7520 19.8594 5572 3 471.5889 ‐1.8427
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 1878.9848 TSVPDVYAVGDVATFPLK 7056.3500 1878.9866 19.8596 17637 2 939.9970 1.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 1112.5524 FGAYWVQGGK 12148.0200 1112.5549 16.0624 11077 2 556.7811 1.15
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 1535.8792 YQTLIIATGSTVLR 1608.2460 1535.8790 18.3464 4626 2 768.4431 ‐0.2392
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 304.9153 2255.0548 21.1794 1361 2 1128.0310 12.74
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 1577.8170 NILYLREIDDADK 122.7205 1577.8463 24.5042 787 2 789.4268 18.5321
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 642.1742 46658.2958 46 41.71 None 1860.9742 TSVPDVYAVGDVATFPLK 409.2951 1860.9742 18.5060 2914 2 930.9907 0.3845
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 21200.4700 2329.1980 20.6575 63638 2 1165.1026 ‐0.7826
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1750.9010 FADELIANAAYIGTPGK 21659.2900 1750.8989 18.6448 45406 2 875.9531 ‐0.7379
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 8448.8650 2263.0630 26.1795 33152 2 1132.0352 ‐0.9603
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2223.0425 IGENEPSEHSIHENAYGLAR 20531.0100 2223.0449 19.9794 30820 4 556.5167 ‐0.0212
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1332.7005 GILAADESTGTIGK 18034.3000 1332.7003 21.8715 29865 2 666.8538 ‐0.4561
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1488.8016 GILAADESTGTIGKR 6762.1140 1488.8002 20.1139 25049 3 496.9383 ‐1.8618
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1614.8558 LASINVENVETNRR 8312.1540 1614.8555 21.1544 24614 3 538.9567 ‐0.9429
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1336.7219 VSPEVIAEHTVR 6342.1360 1336.7212 21.4469 22747 3 446.2452 ‐1.6408
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1020.5473 AAQEALYVR 16352.6700 1020.5479 18.3860 19125 2 510.7776 ‐0.2076
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1602.8122 LGDGAAESLHVKDYK 622.3021 1602.8121 24.7209 17492 2 801.9097 0.1641
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1196.6270 LGDGAAESLHVK 28844.7400 1196.6290 18.3532 15015 2 598.8181 1.1643
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 Carbamidomethyl+C(5) 3135.6031 YAVICQENGLVPIVEPEILVDGSHDIQK 3654.5570 3135.5979 35.8927 8699 3 1045.8708 ‐0.7382
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 847.5288 LFVDILK 13196.1400 847.5298 18.9091 8141 2 424.2686 0.1288
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 869.5091 EGGVLPGIK 7010.0820 869.5098 22.0112 7831 2 435.2585 ‐0.3246
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1458.7547 LASINVENVETNR 1924.5310 1458.7564 22.8328 4677 2 729.8818 1.1261



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 Carbamidomethyl+C(12) 2909.5369 ELLFTAPGALPCLSGVILFEETLYQK 1553.5130 2909.5413 46.8782 4620 3 970.5186 2.1623
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 6098.6270 2856.4954 17.4200 12121 4 714.8793 0.4765
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1161.5899 TWAGKEENVK 1373.3190 1161.5806 26.4432 3496 2 581.2939 ‐8.5717
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 2507.7470 2605.2604 25.0975 16492 3 869.0917 0.9782
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1614.8558 RLASINVENVETNR 1468.1550 1614.8536 21.5162 8949 3 538.9560 ‐2.1330
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1525.7493 ANSEATLGTYKGDAK 4473.9210 1525.7502 15.7019 6984 3 509.2549 ‐0.2246
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1998.0839 LASINVENVETNRRNLR 402.4641 1998.0685 18.1396 814 2 999.5379 ‐6.7767
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1292.6521 FADELIANAAYI 244.5963 1292.6588 19.3651 5178 2 646.8330 4.13
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1692.7671 GTDGETTTQGLDGLGDR 922.0681 1692.7594 24.5966 4195 2 846.8833 ‐4.1686
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1763.8042 AGTDGETTTQGLDGLGDR 305.8752 1763.8020 24.8117 4172 3 588.6055 ‐1.8754
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1132.6109 PEVIAEHTVR 457.7054 1132.6152 19.9791 3741 2 566.8112 3.1174
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 576.2664 FADEL 60.1734 576.2643 16.6370 2367 1 576.2643 ‐3.6683
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 732.4363 TGTIGKR 241.8146 732.4399 19.5285 2333 1 732.4399 5.83
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1062.5578 ANAAYIGTPGK 319.4254 1062.5583 16.9095 2088 2 531.7828 ‐0.2958
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1113.5059 GTVELAGTDGET 269.4898 1113.5018 27.5652 1959 1 1113.5018 ‐1.7525
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1205.6121 AADESTGTIGKR 277.5754 1205.6144 20.2604 1500 1 1205.6144 4.1156
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 712.3737 AEHTVR 113.0401 712.3771 21.8979 1440 1 712.3771 5.36
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 550.3348 LYVR 143.6481 550.3352 17.5025 1440 1 550.3352 0.6550
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2109.9584 GENEPSEHSIHENAYGLAR 377.3830 2109.9633 20.3856 1292 2 1055.4853 3.72
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 922.4993 LASINVENV 191.0356 922.4937 22.8297 1245 1 922.4937 ‐4.8154
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 750.4145 EALYVR 1122.1580 750.4131 18.3893 1142 1 750.4131 ‐1.2317
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1680.8089 PSEHSIHENAYGLAR 973.3184 1680.8036 19.9950 841 2 840.9055 ‐2.7342
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1507.7387 ANSEATLGTYKGDAK 228.8924 1507.7335 16.1362 4985 3 503.2494 ‐4.3096
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1318.7114 VSPEVIAEHTVR 341.7345 1318.7137 22.2960 1787 2 659.8605 1.12
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 1597.8293 RLASINVENVETNR 408.0456 1597.8362 21.8984 2462 3 533.2836 3.35
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 8411.7140 38882.0050 66 77.09 None 2246.0419 GTVELAGTDGETTTQGLDGLGDR 237.4652 2246.0302 25.4337 888 3 749.3483 ‐5.2473
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 2223.0425 IGENEPSEHSIHENAYGLAR 17308.8000 2223.0449 19.9794 30820 4 556.5167 ‐0.0589
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1332.7005 GILAADESTGTIGK 12774.7700 1332.7003 21.8715 29865 2 666.8538 ‐0.3783
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1488.8016 GILAADESTGTIGKR 4756.0570 1488.8002 20.1139 25049 3 496.9383 ‐1.8587
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1614.8558 LASINVENVETNRR 5768.9740 1614.8555 21.1544 24614 3 538.9567 ‐0.9619
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1336.7219 VSPEVIAEHTVR 5784.9030 1336.7212 21.4469 22747 3 446.2452 ‐1.6112
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1020.5473 AAQEALYVR 24903.1300 1020.5479 18.3860 19125 2 510.7776 ‐0.2903
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1196.6270 LGDGAAESLHVK 21682.9600 1196.6290 18.3532 15015 2 598.8181 1.1721
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 869.5091 EGGVLPGIK 5882.1120 869.5098 22.0112 7831 2 435.2585 ‐0.4849
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1458.7547 LASINVENVETNR 3095.9490 1458.7564 22.8328 4677 2 729.8818 1.87
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1161.5899 TWAGKEENVK 270.4412 1161.5806 26.4432 3496 2 581.2939 ‐8.5819
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 914.0936 2263.0635 26.0324 1676 2 1132.0354 ‐0.2108
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 2308.6560 2605.2604 25.0975 16492 3 869.0917 0.7863
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1614.8558 RLASINVENVETNR 1773.2320 1614.8536 21.5162 8949 3 538.9560 ‐2.1520
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1017.5072 ENVETNRR 146.9281 1017.5108 20.5308 3533 1 1017.5108 5.67
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 861.4465 QEALYVR 198.4196 861.4522 19.4124 2689 2 431.2297 5.12
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 732.4363 TGTIGKR 114.6171 732.4399 19.5285 2333 1 732.4399 5.13
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1205.6121 AADESTGTIGKR 204.7391 1205.6144 20.2604 1500 1 1205.6144 4.11
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 550.3348 LYVR 120.5249 550.3352 17.5025 1440 1 550.3352 0.7817
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1129.5735 GILAADESTGTI 205.3104 1129.5676 22.8467 1258 2 565.2875 ‐5.8914
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 750.4145 EALYVR 2662.4150 750.4131 18.3893 1142 1 750.4131 ‐1.0320
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1680.8089 PSEHSIHENAYGLAR 687.7961 1680.8036 19.9950 841 2 840.9055 ‐2.4774
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1050.5215 LGDGAAESLHV 302.9702 1050.5220 19.6268 833 1 1050.5220 2.20
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1318.7114 VSPEVIAEHTVR 292.2744 1318.7137 22.2960 1787 2 659.8605 1.18
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1597.8293 RLASINVENVETNR 348.9406 1597.8362 21.8984 2462 3 533.2836 3.75
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 3764.7670 38882.0050 66 77.09 None 1144.5633 TWAGKEENVK 92.6198 1144.5604 24.3347 2019 2 572.7838 ‐3.2023
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 1343.7165 VTGGEVGAASSLAPK 15887.1600 1343.7182 20.2134 33844 2 672.3628 1.0364
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 1267.7984 VTVVPSAAALVIK 22457.1000 1267.7990 18.2479 32151 2 634.4031 0.0695
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 1883.8869 DLQQEIQEGEIEIPEN 25853.1600 1883.8867 31.6818 18511 2 942.4470 0.6268
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 865.5506 IGPLGLAPK 4221.7490 865.5522 15.8930 4305 2 433.2797 0.7245
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 Carbamidomethyl+C(6)
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 869.5455 PSAAALVIK 1352.1340 869.5470 18.2455 3577 1 869.5470 2.75
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 710.3355 DLQQEI 100.8419 710.3371 29.4363 3179 1 710.3371 2.96
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 1100.5582 VTGGEVGAASSLA 438.2957 1100.5574 18.8767 1168 2 550.7824 ‐1.4052
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 6004.8930 18083.9248 9 41.57 None 1143.6004 GGEVGAASSLAPK 501.0865 1143.5947 20.2189 873 1 1143.5947 ‐3.0670
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1942.9909 FVADGVFYAELNEVLTR 1112.2730 1942.9798 32.8784 34403 2 971.9935 ‐4.8842
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 1681.2700 1288.6715 25.6980 12341 2 644.8394 2.61
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1423.6700 ELAEDGYSGVEVR 17949.8300 1423.6704 21.5911 11227 2 712.3388 0.2067
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 952.4734 EYIDSAVR 3108.1670 952.4740 17.8650 2947 2 476.7407 ‐0.3286
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 2203.0336 DGYMVSSGQPTKEYIDSAVR 708.9759 2203.0884 17.9573 3702 3 735.0343 24.7669
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 3347.6430 FVADGVFYAELNEVLTRELAEDGYSGVEVR 408.8352 3347.6135 22.1560 3201 3 1116.5427 ‐7.6753
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1230.6551 VKVMLDWDPK 1451.5670 1230.6654 24.7149 15080 2 615.8363 7.06
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 2227.1870 RKFVADGVFYAELNEVLTR 2031.4310 2227.1846 18.6237 9375 3 743.0664 ‐1.1690
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 2007.9804 ELAEDGYSGVEVRVTPMR 746.5839 2007.9821 18.1479 8081 3 669.9989 0.5094
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1879.9549 FPVDSVELYAEKVNNR 1431.5310 1879.9527 24.9612 945 2 940.4800 ‐0.4308
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 773.3828 LDWDPK 140.6855 773.3811 25.1308 4047 1 773.3811 ‐1.5853
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 969.4863 VKVMLDWD 186.4315 969.4862 25.9905 1591 1 969.4862 1.34
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1383.7056 RKFVADGVFYAE 270.7614 1383.7133 19.7498 1013 2 692.3603 5.21
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 1194.5830 FVADGVFYAEL 125.6327 1194.5858 20.8762 754 2 597.7965 1.41
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 None 2209.1764 RKFVADGVFYAELNEVLTR 623.6998 2209.1767 17.5453 1695 3 737.0638 0.0256
NP_190955.1 40S ribosomal protein S3 2 Arabidopsis thaliana 1300.1670 27520.1473 16 38.15 Carbamidomethyl+C(3) 1271.6413 GLCAIAQAESLR 259.8421 1271.6369 24.3876 1086 2 636.3221 ‐3.7871
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1407.6784 EAGSTMDVVAAQTK 109290.9000 1407.6767 19.5550 74094 2 704.3420 ‐1.3430
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1408.6955 AILNESSEFVGDK 32100.9100 1408.6942 24.1875 61434 2 704.8507 ‐0.9942
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1104.5644 NVSADVAATTR 68795.0500 1104.5638 16.3066 52343 2 552.7855 ‐1.2016



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1777.9191 VASPAQAQEVHDELRK 86600.0900 1777.9203 17.7336 49426 3 593.3116 0.0870
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 19151.5200 2304.1940 21.9572 45104 2 1152.6006 ‐2.0981
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 10150.3800 3392.8650 23.9808 44246 3 1131.6265 ‐0.7492
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 16321.1000 1375.6916 23.1595 41290 2 688.3494 1.95
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 954.4832 FFVGGNWK 7426.2730 954.4837 17.0020 38050 2 477.7455 ‐0.4250
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 26448.5900 1571.7327 18.6732 25627 2 786.3700 1.1258
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 7818.5660 2788.4773 38.8184 19608 3 930.1639 0.7272
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1033.6041 VAYALAQGLK 9548.9540 1033.6028 15.4593 8140 2 517.3050 ‐2.0123
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1649.8242 VASPAQAQEVHDELR 3295.4350 1649.8260 19.1718 3948 3 550.6135 0.4087
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1096.5898 WVILGHSER 4533.4410 1096.5893 15.3913 2507 2 548.7983 ‐1.1271
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 3626.4360 2423.2901 20.9509 14370 3 808.4349 3.90
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 715.3621 AILNESS 161.6122 715.3639 22.5348 3910 1 715.3639 2.34
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1224.6331 AQEVHDELRK 9190.2380 1224.6361 17.7197 2451 2 612.8217 1.42
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 2221.1499 LNESSEFVGDKVAYALAQGLK 517.6378 2221.1487 21.6729 2302 3 741.0544 ‐0.6557
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1111.4902 NESSEFVGDK 228.7214 1111.4934 24.1856 1300 1 1111.4934 4.32
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1057.5677 EPVWAIGTGK 159.6298 1057.5728 20.6907 1272 2 529.2901 4.1290
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1202.6204 YEPVWAIGTGK 278.4253 1202.6198 20.8372 1215 2 601.8135 ‐1.0551
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 863.4985 YALAQGLK 171.1648 863.4953 16.5553 1207 1 863.4953 ‐2.8143
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 934.5356 AYALAQGLK 218.0473 934.5346 16.2093 1089 2 467.7709 ‐2.0859
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1423.7288 AQAQEVHDELRK 388.6917 1423.7323 17.4945 762 3 475.2490 1.96
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 22844.4600 27397.2140 58 72.83 None 1086.5538 NVSADVAATTR 444.9537 1086.5529 15.3651 762 2 543.7801 ‐1.5067
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1408.6955 AILNESSEFVGDK 15481.6400 1408.6942 24.1875 61434 2 704.8507 ‐0.8774
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1777.9191 VASPAQAQEVHDELRK 81464.4100 1777.9202 17.7193 46634 3 593.3116 ‐0.0100
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 9000.0240 1375.6919 23.1417 38166 2 688.3496 2.30
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1502.8910 2788.4743 38.8029 7968 3 930.1629 ‐0.5713
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1407.6784 EAGSTMDVVAAQTK 643.9500 1407.6830 19.3817 3089 2 704.3452 3.21
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1649.8242 VASPAQAQEVHDELR 108.5262 1649.7914 36.2141 3823 2 825.3994 ‐19.2910
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1564.7966 RAILNESSEFVGDK 865.8989 1564.8005 21.8986 6900 3 522.2717 1.85
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1136.5695 QEVHDELRK 279.7119 1136.5728 17.6360 12300 2 568.7900 2.13
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 781.3727 SEFVGDK 82.9477 781.3674 22.8397 8077 1 781.3674 ‐5.8971
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 833.3999 GETLEER 142.6763 833.3944 23.1117 3471 1 833.3944 ‐5.5585
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1334.6811 QAQEVHDELRK 234.4227 1334.6884 16.6658 2662 3 445.5677 4.59
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1224.6331 AQEVHDELRK 10245.2200 1224.6361 17.7197 2451 2 612.8217 1.64
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1153.5960 QEVHDELRK 1159.2030 1153.5964 16.7673 2159 2 577.3018 ‐0.2408
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1224.5743 LNESSEFVGDK 152.2784 1224.5734 22.1103 1362 2 612.7904 ‐1.1098
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 545.3406 ELRK 62.9356 545.3429 19.1016 1314 1 545.3429 4.1363
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1111.4902 NESSEFVGDK 123.3593 1111.4934 24.1856 1300 1 1111.4934 5.0644
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1352.6917 QAQEVHDELRK 2356.3730 1352.6938 17.7376 1283 2 676.8505 1.91
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 698.4196 VVAAQTK 138.2823 698.4184 18.7767 1184 1 698.4184 ‐1.0785
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6550.8410 27397.2140 58 72.83 None 1423.7288 AQAQEVHDELRK 274.9738 1423.7369 17.6853 877 2 712.3721 5.40
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 15868.7300 2304.1940 21.9572 45104 2 1152.6006 ‐2.5048
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFLPLVK 10196.6900 3392.8650 23.9808 44246 3 1131.6265 ‐0.3918
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 954.4832 FFVGGNWK 15723.7200 954.4837 17.0020 38050 2 477.7455 ‐0.5247
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 26078.9500 1571.7327 18.6732 25627 2 786.3700 0.8856
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 1185.3200 2788.4711 21.9498 16737 3 930.1619 ‐1.1611
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 1033.6041 VAYALAQGLK 11106.6800 1033.6028 15.4593 8140 2 517.3050 ‐2.1300
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 1408.6955 AILNESSEFVGDK 2006.4280 1408.6924 15.7347 3216 2 704.8498 ‐2.5170
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 1096.5898 WVILGHSER 5217.0680 1096.5893 15.3913 2507 2 548.7983 ‐1.2591
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 2294.9240 2423.2901 20.9509 14370 3 808.4349 3.44
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 561.2780 GGNWK 4292.1830 561.2799 17.0063 2409 1 561.2799 2.24
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 863.4985 YALAQGLK 143.3012 863.4953 16.5553 1207 1 863.4953 ‐3.1427
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 1283.6266 ELGGQADVDGFLV 377.5449 1283.6266 21.9589 1174 1 1283.6266 2.1007
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 934.5356 AYALAQGLK 212.9783 934.5346 16.2093 1089 2 467.7709 ‐2.1811
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 2221.1499 LNESSEFVGDKVAYALAQGLK 895.0744 2221.1457 20.1869 825 3 741.0534 ‐1.7043
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 5237.2620 27397.2140 58 72.83 None 2287.1757 VTNWSNVVIAYEPVWAIGTGK 137.8047 2287.1647 21.1545 3110 3 763.0598 ‐4.5525
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1633.8618 YTGGMVPDVNQIIVK 16513.0800 1633.8531 18.1928 53748 2 817.4302 ‐5.0185
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1202.5688 FEETLYGTSR 31109.5300 1202.5706 20.9093 39946 2 601.7889 0.9822
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1235.6630 GIFTNVTSPTAK 38813.5400 1235.6620 15.7405 32474 2 618.3347 ‐1.2269
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 16296.6800 2484.3151 24.1240 31724 3 828.7765 0.9071
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 770.4407 NVPIGVTA 6872.1560 770.4405 22.0492 20237 1 770.4405 0.3257
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 894.5295 TTYVLAVK 6939.6570 894.5290 21.4841 18439 2 447.7682 ‐1.5656
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 6400.9080 1607.8274 17.9780 18194 3 536.6140 0.7046
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1161.5059 ATFDNSEYSK 10679.5800 1161.5119 15.4252 13717 2 581.2596 4.61
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 921.4611 MFSPGNLR 2410.9650 921.4639 22.2319 13077 2 461.2356 2.0249
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 4208.4050 1294.6336 31.6385 2610 2 647.8204 1.1760
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 Carbamidomethyl+C(1) 2035.9641 CEIGQSLEEFLAQATPDK 746.3871 2035.9802 28.5066 6303 2 1018.4938 8.35
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 790.4206 FSPGNLR 68.1268 790.4232 19.8650 8206 1 790.4232 3.48
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 926.4578 ETLYGTSR 1467.0770 926.4598 18.7417 3240 2 463.7335 1.1545
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 Carbamidomethyl+C(9) 1234.5885 EALQYSHVCK 308.0804 1234.5833 17.7235 3208 2 617.7953 ‐4.6621
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 692.4341 YVLAVK 3002.1100 692.4342 21.4801 2258 1 692.4342 0.3809
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1312.7293 GMVPDVNQIIVK 350.7625 1312.7342 18.3766 1709 2 656.8707 3.96
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 420.2201 GTSR 69.6020 420.2222 20.0533 1471 1 420.2222 4.92
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 676.3447 MGEALR 112.7136 676.3428 30.3996 1345 1 676.3428 ‐2.4566
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1865.9392 APLGLLIENAGGFSSDGHK 656.4077 1865.9483 24.7501 1164 3 622.6543 4.46
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 489.1980 FEET 65.0547 489.1963 22.8884 1143 1 489.1963 ‐3.8259
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 793.4818 TYVLAVK 2416.6270 793.4815 21.4880 1019 1 793.4815 0.2559
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 1025.5990 PDVNQIIVK 1380.0800 1025.5994 18.1892 987 1 1025.5994 1.42
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4818.3710 42813.6359 34 41.48 None 752.4301 NVPIGVTA 157.6088 752.4311 22.4171 1277 1 752.4311 1.99



NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1633.8618 YTGGMVPDVNQIIVK 21457.3800 1633.8531 18.1928 53748 2 817.4302 ‐5.2728
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1235.6630 GIFTNVTSPTAK 37567.0600 1235.6620 15.7405 32474 2 618.3347 ‐1.3906
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 18396.4100 2484.3151 24.1240 31724 3 828.7765 1.70
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 4303.7350 1294.6304 18.9898 21026 2 647.8188 ‐1.4780
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 11041.3300 1607.8262 18.0297 14790 3 536.6136 0.1593
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1761.8541 SSTLVSPPSYSTSSSFK 555.3276 1761.8071 23.5237 1591 2 881.4072 ‐26.4761
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1312.7293 GMVPDVNQIIVK 271.9666 1312.7342 18.3766 1709 2 656.8707 3.84
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1811.9286 PLGLLIENAGGFSSDGHK 329.1594 1811.9226 25.5418 1352 2 906.4649 ‐3.0260
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 817.4414 NVTSPTAK 1665.3120 817.4399 15.7331 992 1 817.4399 ‐1.4377
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 3599.2320 42813.6359 34 41.48 None 1025.5990 PDVNQIIVK 808.7150 1025.5994 18.1892 987 1 1025.5994 1.87
NP_191183.1 copper chaperone Arabidopsis thaliana 1492.5280 13084.7737 6 36.36 None 1506.7111 TSYWPVEAEAEPK 11648.7100 1506.7121 25.9825 16930 2 753.8597 0.6913
NP_191183.1 copper chaperone Arabidopsis thaliana 1492.5280 13084.7737 6 36.36 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 1492.5280 13084.7737 6 36.36 None 1769.8916 ADVEPKAAEAETKPSQV 657.8981 1769.8825 29.0209 1156 3 590.6324 ‐5.7158
NP_191183.1 copper chaperone Arabidopsis thaliana 2288.3130 13084.7737 6 36.36 None 1506.7111 TSYWPVEAEAEPK 14950.9500 1506.7121 25.9825 16930 2 753.8597 0.8585
NP_191183.1 copper chaperone Arabidopsis thaliana 2288.3130 13084.7737 6 36.36 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2288.3130 13084.7737 6 36.36 None 1504.7642 GNVEPEAVFQTVSK 1213.3510 1504.7740 26.7138 55611 2 752.8906 6.85
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1541.7702 IIMTMPSYTSLER 60057.9200 1541.7713 18.2722 101242 2 771.3893 0.7987
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 931.5611 TPLVFLNK 39380.4500 931.5612 17.0321 64675 2 466.2842 ‐0.9528
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1347.7155 SFGAELVLTDPAK 55196.1900 1347.7144 28.9198 63094 2 674.3608 ‐1.0254
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1233.5667 EAEEMKPVSVD 57522.5100 1233.5677 18.8031 54155 2 617.2875 0.3209
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 102601.2000 1297.6098 16.4947 50997 2 649.3085 0.0167
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1400.7202 DRPAIAMIADAEK 19184.3700 1400.7199 24.6539 40919 2 700.8636 ‐0.3950
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1469.7999 YLSSVLFDELRK 18090.0900 1469.7997 18.8362 40219 3 490.6048 ‐0.9984
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1528.8152 DRPAIAMIADAEKK 6973.6200 1528.8142 22.7530 21089 3 510.2763 ‐1.4863
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 Carbamidomethyl+C(8) 1374.6471 QEHFQPTCSIK 4605.5610 1374.6478 17.2692 20101 3 458.8874 ‐0.5321
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 816.4825 DASLLIGK 11776.6600 816.4825 21.8681 18949 1 816.4825 0.6797
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 2284.1386 TTLIEPTSGNMGISLAFMAAMK 1425.9900 2284.1226 22.2643 10280 2 1142.5649 ‐5.5323
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1332.6794 DLPKDFPSTNAK 3451.6210 1332.6777 20.3424 8123 2 666.8425 ‐1.5450
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1104.5684 PKDFPSTNAK 222.6106 1104.5626 21.0231 6690 1 1104.5626 ‐3.4583
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 630.4185 SLLIGK 3159.0760 630.4185 21.8714 3541 1 630.4185 0.0726
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 733.4607 LVFLNK 697.2160 733.4611 17.0330 2138 1 733.4611 0.9763
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 Carbamidomethyl+C(3) 705.3600 PTCSIK 176.5975 705.3636 17.8126 2106 1 705.3636 5.65
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 830.5135 PLVFLNK 471.0247 830.5143 17.0356 1898 1 830.5143 1.62
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1100.5292 EAEEMKPVSV 1080.6600 1100.5335 19.7546 1752 2 550.7704 3.42
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1428.6861 IMTMPSYTSLER 322.9191 1428.6864 19.8464 1445 1 1428.6864 3.26
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 Carbamidomethyl+C(3) 1097.4932 EGCEAYVAAK 15738.1400 1097.4919 16.5150 1109 1 1097.4919 0.5819
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1315.6021 MTMPSYTSLER 370.7293 1315.6008 19.7987 1028 1 1315.6008 1.72
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 Carbamidomethyl+C(8) 1356.6365 QEHFQPTCSIK 395.4688 1356.6381 16.7671 1311 2 678.8227 0.9276
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1215.5562 EAEEMKPVSVD 164.0835 1215.5632 17.7337 1260 2 608.2852 5.72
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 12117.0700 40155.4964 33 36.96 None 1315.6529 DLPKDFPSTNAK 172.6478 1315.6480 19.5812 3224 2 658.3276 ‐3.9890
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1541.7702 IIMTMPSYTSLER 51740.3000 1541.7715 18.2619 97311 2 771.3894 0.7542
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 931.5611 TPLVFLNK 51074.1900 931.5612 17.0321 64675 2 466.2842 ‐1.0473
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1469.7999 YLSSVLFDELRK 21475.5300 1469.7997 18.8362 40219 3 490.6048 ‐0.7838
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1347.7155 SFGAELVLTDPAK 3030.8020 1347.7299 17.8532 5290 2 674.3686 10.94
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1528.8152 DRPAIAMIADAEKK 421.4452 1528.7902 15.8532 4793 3 510.2683 ‐16.9780
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1697.8713 IIMTMPSYTSLERR 320.1228 1697.8931 21.2615 2711 2 849.4502 12.84
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 733.4607 LVFLNK 1900.3860 733.4611 17.0330 2138 1 733.4611 0.6537
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 830.5135 PLVFLNK 3197.6970 830.5143 17.0356 1898 1 830.5143 1.93
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 3773.6580 40155.4964 33 36.96 None 1083.5139 MPSYTSLER 316.7421 1083.5113 18.2348 1839 1 1083.5113 ‐1.0261
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1859.0498 AVPIPGSGLQLTNISHVR 31431.8100 1859.0504 17.8036 43323 3 620.3550 ‐0.1647
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 905.4761 AVTLDGMAK 6160.0930 905.4745 19.6471 16554 2 453.2409 ‐2.8040
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1493.7231 STEQPPHVEGDAVK 35652.5500 1493.7241 15.8883 16176 3 498.5795 ‐0.2158
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1200.6259 TVEIVHYDPK 1523.6910 1200.6306 19.6497 12862 2 600.8189 3.44
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 980.5047 FSEIVSGGGK 2800.3250 980.5047 17.3646 10840 2 490.7560 ‐0.9210
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1214.6375 TNLPEDLKER 14750.9600 1214.6374 18.2459 9392 2 607.8224 ‐0.5511
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1373.7464 QFLFISSAGIYK 1858.8880 1373.7475 33.3996 5772 2 687.3774 0.6778
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 2751.2984 YLAETFGNWASFRPQYMIGSGNNK 354.9977 2751.2981 32.1449 1147 3 917.7709 0.3741
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1217.6525 AAKDLLGWESK 2299.3130 1217.6543 16.3431 1120 2 609.3308 1.0736
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 2143.1030 DLLGWESKTNLPEDLKER 1119.3540 2143.1079 33.9136 5633 3 715.0408 2.1160
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 545.3406 LKER 68.7402 545.3433 18.0237 10914 1 545.3433 4.77
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 735.3706 TLDGMAK 3101.1140 735.3701 19.6253 3892 1 735.3701 ‐0.0670
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 725.3505 YLAETF 70.4705 725.3520 32.5818 3588 1 725.3520 2.58
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 894.4567 TNLPEDLK 245.1488 894.4569 17.7672 3333 2 447.7321 ‐0.8604
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 611.3624 ISHVR 556.1450 611.3625 16.7281 1051 1 611.3625 0.2319
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 725.3828 SSAGIYK 70.2347 725.3794 34.0067 856 1 725.3794 ‐4.2730
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 1475.7125 STEQPPHVEGDAVK 560.2862 1475.7132 14.6869 1205 3 492.5759 ‐0.4182
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 3367.5320 44100.9590 24 29.6 None 962.4942 FSEIVSGGGK 142.8636 962.4985 17.3192 928 2 481.7529 3.34
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 None 1859.0498 AVPIPGSGLQLTNISHVR 42137.8900 1859.0504 17.8036 43323 3 620.3550 0.0788
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 None 2156.1081 ELLSAGHAVTILTVGDESSEK 348.4565 2156.0960 19.0783 7501 3 719.3702 ‐5.5139
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 None 1217.6525 AAKDLLGWESK 1702.6850 1217.6543 16.3431 1120 2 609.3308 0.9140
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 None 1462.7246 MAALSSSSLFFSSK 672.5612 1462.7071 18.8758 8016 2 731.8572 ‐12.2507
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 None 1331.6842 AALSSSSLFFSSK 210.4294 1331.7000 17.0679 1724 2 666.3536 11.86
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1962.2670 44100.9590 24 29.6 Oxidation+M(7) 2085.0487 AFLFRNMHFYAEPRAAK 432.0913 2085.0523 21.7435 13315 2 1043.0298 2.38
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 1296.7886 DIALITGQKPIK 5559.5320 1296.7900 15.6607 7043 2 648.8986 0.5902
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 1148.6319 LLALMGMPFR 3043.1710 1148.6370 20.9287 3906 2 574.8221 3.22
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 909.5880 LINLALPR 7907.8250 909.5896 17.6538 2248 2 455.2984 0.6109
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 3473.6720 TRDFQGVSPSSFDGNGNYSIGVKDQGVFPE 463.2380 3473.7335 18.0796 6267 4 869.1888 17.8416
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 1529.8897 NVVKVSASGTVLVEK 186.4440 1529.8906 19.9943 10464 3 510.6351 ‐0.0635
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 2764.4451 IREDQPLGIAVTLRGDVMYSFLDR 1228.5980 2764.4233 21.5166 3063 3 922.1460 ‐7.0414



NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 668.8256 28457.9123 7 32.82 None 1276.6896 IREDQPLGIAVT 326.8644 1276.6895 20.5524 2575 2 638.8484 ‐0.5632
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 2267.1230 VDIPENFTEYTDFPITPIR 3763.9010 2267.1149 36.7459 16154 2 1134.0611 ‐2.1444
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1443.7074 IQISGPEGSEEAAR 6352.9000 1443.7080 19.3241 8717 2 722.3576 0.3538
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1475.7278 LYFISAHEQPDR 6542.8580 1475.7289 15.3528 5828 3 492.5812 ‐0.1289
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1064.6099 GTIIFTTVGR 4498.1820 1064.6102 16.6381 4672 2 532.8087 ‐0.4495
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 2370.1949 HNPENTAVFGAYVVRPDGTGLR 1840.5520 2370.1932 16.7439 2083 3 790.7359 ‐0.6695
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1458.6648 TAFYNSWSPTER 337.8730 1458.6760 17.5008 20206 2 729.8416 7.50
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1847.9246 NLYIVDAVNGESNGGGIR 711.2310 1847.9381 18.2891 5400 3 616.6509 6.85
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1595.8064 NWSALYTVELNSAK 214.5891 1595.7613 30.4679 2197 2 798.3843 ‐28.0149
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 Carbamidomethyl+C(15) 2737.3614 ILTLENTGNNAFPSCSPDGKSIVFR 3362.3350 2737.3353 19.7352 3060 3 913.1166 ‐9.0584
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1637.7878 SDDVVFVSERNGSAR 1623.8240 1637.8035 20.6530 2379 2 819.4054 9.60
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 2093.0114 VDIPENFTEYTDFPITPI 373.8147 2093.0005 36.8360 10416 3 698.3383 ‐5.4293
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1137.5000 TAFYNSWSPT 177.1496 1137.5040 16.3667 1946 2 569.2556 2.97
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1202.5648 ISGPEGSEEAAR 248.1863 1202.5707 18.1619 1439 2 601.7890 4.10
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1362.6437 YFISAHEQPDR 3129.9720 1362.6511 15.3317 960 2 681.8292 5.57
NP_192096.1 tolB related protein Arabidopsis thaliana 528.0734 73157.2259 15 17.94 None 1440.6543 TAFYNSWSPTER 203.0404 1440.6463 17.8497 3207 2 720.8268 ‐5.5705
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1924.9386 SIYGLTTDEAVVAEEEAK 308148.4000 1924.9381 28.8085 803745 2 962.9727 0.5454
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1633.7857 NPFGQVPAFEDGDLK 222919.5000 1633.7849 29.9813 665986 2 817.3961 ‐0.2059
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1610.7657 YENQGTNLLQTDSK 244846.8000 1610.7647 20.3119 562384 2 805.8860 ‐0.3312
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 964.5098 VLDVYEAR 59430.7400 964.5088 20.1736 432406 2 482.7580 ‐1.9931
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 995.5560 LAFEQIFK 89461.6700 995.5561 19.0538 337254 2 498.2817 ‐0.8444
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1188.6259 VNEWVAEITK 126643.3000 1188.6261 27.0993 285994 2 594.8167 ‐0.3316
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1455.7842 NLDFELVHVELK 74508.4400 1455.7846 32.2096 255465 3 485.9330 ‐0.6692
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 152071.7000 2792.3389 37.1506 120068 3 931.4512 0.8017
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1072.5898 AITQYIAHR 46481.0500 1072.5906 18.5833 89243 2 536.7989 0.0134
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 10377.3500 3013.6060 22.4856 67924 4 754.1569 0.4484
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 3141.6983 YLAGETFTLTDLHHIPAIQYLLGTPTKK 20110.5000 3141.6984 21.7304 61234 4 786.1800 ‐0.2956
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1155.6269 VFGHPASIATR 19272.8600 1155.6272 12.21 11785 2 578.3172 ‐0.3256
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 922.5720 VLIALHEK 28198.6600 922.5722 13.8730 9652 2 461.7897 ‐0.7951
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 748.3988 EPFLSR 2420.5960 748.3991 19.0244 8639 1 748.3991 0.8875
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 2266.1139 NPFGQVPAFEDGDLKLFESR 15722.6500 2266.1137 20.1949 28946 3 756.0427 ‐0.1273
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1078.6731 RVLIALHEK 31369.9100 1078.6753 18.1315 12024 2 539.8413 1.59
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 2664.3376 AITQYIAHRYENQGTNLLQTDSK 2624.8540 2664.3387 16.1731 5903 4 666.8401 ‐0.3088
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1046.6105 KLFTERPR 2030.1620 1046.6111 14.6692 2492 2 523.8092 ‐0.2593
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 865.4414 LDVYEAR 4568.8360 865.4400 20.1707 31662 1 865.4400 ‐0.6873
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 787.4209 QYIAHR 84.8748 787.4239 18.3318 17244 1 787.4239 4.26
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 659.3624 YIAHR 4933.5160 659.3626 18.5835 15404 1 659.3626 0.5782
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 710.4196 IALHEK 199.3510 710.4184 19.7070 9488 1 710.4184 ‐1.2037
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1056.5585 FGHPASIATR 6274.7340 1056.5583 12.24 5892 2 528.7828 ‐0.9295
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1051.4942 SIYGLTTDEA 153.9391 1051.4962 26.8562 5315 1 1051.4962 3.92
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1228.6572 DFELVHVELK 376.0107 1228.6555 34.1042 5084 2 614.8314 ‐1.8607
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 823.5036 LIALHEK 234.4345 823.5033 19.7106 4833 2 412.2553 ‐1.6068
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 597.3355 ALHEK 21166.0500 597.3357 13.8695 4382 1 597.3357 0.3835
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 718.3770 SIYGLTT 123.4986 718.3788 27.9276 3414 1 718.3788 2.48
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 710.4196 IALHEK 3082.1640 710.4195 13.8712 3280 1 710.4195 0.2592
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 660.3927 VAEITK 3480.1910 660.3922 27.1040 3199 1 660.3922 ‐0.4230
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1707.7960 SIYGLTTDEAVVAEEE 351.7032 1707.7938 26.7261 3094 2 854.4006 ‐0.8205
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 715.4097 PASIATR 1924.2260 715.4093 12.32 3008 1 715.4093 ‐0.1109
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 918.5156 LFTERPR 1447.6620 918.5152 15.2389 2734 2 459.7613 ‐1.3771
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 643.3198 NPFGQV 130.5700 643.3212 29.9214 2300 1 643.3212 2.01
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 851.4145 SIYGLTTD 255.9188 851.4138 30.7581 1599 1 851.4138 0.0260
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 975.4604 NISQYAIMA 390.3933 975.4635 38.7800 1506 1 975.4635 4.35
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 805.4315 FTERPR 1220.9170 805.4330 15.2376 1391 2 403.2201 0.6601
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1204.6168 QGTNLLQTDSK 163.2123 1204.6114 19.6429 1364 2 602.8093 ‐4.9851
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 553.3820 RVLIA 2845.0780 553.3825 18.1323 1295 1 553.3825 0.6041
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 903.3843 YENQGTNL 215.3954 903.3815 19.0994 1283 1 903.3815 ‐2.0100
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1397.8039 IPAIQYLLGTPTK 272.5449 1397.8023 18.3945 1127 3 466.6056 ‐2.1106
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 837.5193 LVHVELK 1803.6140 837.5225 32.2077 1119 1 837.5225 4.04
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 823.5036 LIALHEK 1644.3670 823.5052 13.8736 1075 2 412.2562 0.6851
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1072.5310 NEWVAEITK 300.0605 1072.5236 27.0720 1021 1 1072.5236 ‐5.1795
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1320.6682 SIYGLTTDEAVVA 493.1538 1320.6648 28.9639 1020 2 660.8361 ‐2.8119
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1161.5535 YENQGTNLLQ 613.2162 1161.5493 20.3187 974 1 1161.5493 ‐1.5521
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1054.5792 AITQYIAHR 234.8730 1054.5777 18.0123 4373 2 527.7925 ‐2.2198
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 2646.3271 AITQYIAHRYENQGTNLLQTDSK 359.0392 2646.3148 15.2219 3742 4 662.3342 ‐5.3642
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1028.6000 KLFTERPR 143.0096 1028.5998 15.8493 3377 2 514.8035 ‐0.9807
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 99952.1200 24128.6155 107 87.26 None 1171.5994 VNEWVAEITK 236.1813 1171.5958 25.9313 2263 2 586.3015 ‐3.6299
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1633.7857 NPFGQVPAFEDGDLK 299099.7000 1633.7849 29.9813 665986 2 817.3961 0.0266
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1610.7657 YENQGTNLLQTDSK 287581.5000 1610.7647 20.3089 554947 2 805.8860 ‐0.1108
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 964.5098 VLDVYEAR 60684.5400 964.5088 20.1723 430439 2 482.7580 ‐2.1089
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1188.6259 VNEWVAEITK 115724.1000 1188.6261 27.0993 285994 2 594.8167 ‐0.3279
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1455.7842 NLDFELVHVELK 128122.3000 1455.7845 32.2062 247339 3 485.9330 ‐0.7197
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1072.5898 AITQYIAHR 45071.7900 1072.5906 18.5833 89243 2 536.7989 ‐0.0425
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1924.9386 SIYGLTTDEAVVAEEEAK 59917.6700 1924.9369 28.7165 74591 2 962.9721 0.2995
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 922.5720 VLIALHEK 16746.6400 922.5710 19.7114 25099 2 461.7891 ‐2.2515
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 20549.8900 2792.3372 37.1173 20404 3 931.4506 ‐0.0636
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1155.6269 VFGHPASIATR 2607.7050 1155.6275 17.8733 11771 2 578.3174 ‐0.0750
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1078.6731 RVLIALHEK 47766.3100 1078.6753 18.1315 12024 2 539.8413 1.30
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1046.6105 KLFTERPR 5769.3600 1046.6111 14.6692 2492 2 523.8092 ‐0.3286
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 2491.2616 KEPFLSRNPFGQVPAFEDGDLK 414.0205 2491.2512 37.7485 1305 3 831.0886 ‐4.1335



NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 865.4414 LDVYEAR 4697.0710 865.4400 20.1707 31662 1 865.4400 ‐0.4458
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 888.4686 TQYIAHR 4894.2290 888.4696 18.5881 23156 2 444.7384 ‐0.1278
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 659.3624 YIAHR 3465.9090 659.3626 18.5835 15404 1 659.3626 0.7447
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 597.3355 ALHEK 296.4185 597.3342 19.7057 13633 1 597.3342 ‐1.9576
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 538.2620 YEAR 4779.5760 538.2615 20.1751 10436 1 538.2615 ‐0.9428
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 710.4196 IALHEK 840.9277 710.4184 19.7070 9488 1 710.4184 ‐1.0187
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1391.6536 TTDEAVVAEEEAK 189.4606 1391.6580 26.3719 7707 2 696.3326 3.0972
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 823.5036 LIALHEK 228.8378 823.5033 19.7106 4833 2 412.2553 ‐1.7908
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 920.4108 YENQGTNL 401.5236 920.4142 21.3322 4797 2 460.7107 2.05
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 715.4097 PASIATR 546.3682 715.4095 17.8748 4416 1 715.4095 0.3390
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1113.6303 FELVHVELK 2160.5910 1113.6300 32.2039 2975 2 557.3186 ‐0.9408
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1076.5582 GTNLLQTDSK 1020.1070 1076.5592 20.3106 2765 1 1076.5592 2.78
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 918.5156 LFTERPR 7178.7920 918.5152 15.2389 2734 2 459.7613 ‐1.5123
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 941.4727 VNEWVAEI 760.4268 941.4698 26.4973 2430 1 941.4698 ‐1.5855
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1201.5735 QVPAFEDGDLK 208.8927 1201.5690 31.4430 1800 2 601.2881 ‐4.2821
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 805.4315 FTERPR 257.8071 805.4330 15.2376 1391 2 403.2201 0.4668
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 966.5619 ELVHVELK 1872.3580 966.5611 32.1995 1352 1 966.5611 0.8401
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 553.3820 RVLIA 3945.1520 553.3825 18.1323 1295 1 553.3825 0.7319
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 837.5193 LVHVELK 2132.5680 837.5225 32.2077 1119 1 837.5225 4.18
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1231.6205 SIYGLTTDEAVV 257.5889 1231.6246 28.9659 962 2 616.3159 2.42
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 65358.3300 24128.6155 107 87.26 None 1210.6467 DFELVHVELK 750.8439 1210.6426 32.1486 908 2 605.8249 ‐3.7931
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 995.5560 LAFEQIFK 103198.6000 995.5561 19.0538 337254 2 498.2817 ‐0.9535
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 40896.3000 2792.3383 21.1729 222869 3 931.4510 0.8855
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 8507.0690 3013.6060 22.4856 67924 4 754.1569 0.7975
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 3141.6983 YLAGETFTLTDLHHIPAIQYLLGTPTKK 25801.7000 3141.6984 21.7304 61234 4 786.1800 0.0099
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1924.9386 SIYGLTTDEAVVAEEEAK 10378.7500 1924.9370 17.5576 28528 2 962.9721 ‐0.3191
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1455.7842 NLDFELVHVELK 23367.5300 1455.7861 19.1444 20514 2 728.3967 1.0664
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1155.6269 VFGHPASIATR 20550.7200 1155.6272 12.21 11785 2 578.3172 ‐0.4711
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 922.5720 VLIALHEK 16711.9900 922.5722 13.8730 9652 2 461.7897 ‐0.8875
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1856.9865 VNEWVAEITKRPASEK 126.8697 1856.9576 17.7807 1003 2 928.9824 ‐15.1545
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 2664.3376 AITQYIAHRYENQGTNLLQTDSK 2432.9790 2664.3387 16.1731 5903 4 666.8401 0.1591
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 811.4349 FEQIFK 21671.3800 811.4342 19.0519 25025 1 811.4342 ‐0.3301
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1994.0382 YLAGETFTLTDLHHIPAI 122.1576 1994.0285 18.3858 5999 2 997.5179 ‐4.2508
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1056.5585 FGHPASIATR 4492.2530 1056.5583 12.24 5892 2 528.7828 ‐1.0524
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1778.8331 SIYGLTTDEAVVAEEEA 1104.9820 1778.8304 17.5784 4964 3 593.6150 ‐1.8316
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 597.3355 ALHEK 14675.1000 597.3357 13.8695 4382 1 597.3357 0.0668
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1391.6536 TTDEAVVAEEEAK 135.3339 1391.6576 16.1708 4237 2 696.3324 2.49
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 710.4196 IALHEK 2116.6650 710.4195 13.8712 3280 1 710.4195 ‐0.0624
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 715.4097 PASIATR 1265.5860 715.4093 12.32 3008 1 715.4093 ‐0.4328
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 823.5036 LIALHEK 1164.6820 823.5052 13.8736 1075 2 412.2562 0.6152
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1113.6303 FELVHVELK 235.8764 1113.6312 20.4426 811 2 557.3193 0.0655
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1397.8039 IPAIQYLLGTPTK 201.1207 1397.8102 25.2246 797 2 699.4088 4.18
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 1838.9759 VNEWVAEITKRPASEK 152.6288 1838.9790 18.5168 17842 2 919.9931 2.0420
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 17130.7400 24128.6155 107 87.26 None 2646.3271 AITQYIAHRYENQGTNLLQTDSK 304.9189 2646.3148 15.2219 3742 4 662.3342 ‐4.8901
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 1747.8246 LNTDESPNTPGQYGVR 42972.3500 1747.8230 19.3391 32533 2 874.4151 ‐0.4246
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 965.5150 TTLTSSLDK 46086.8900 965.5158 17.9035 12544 2 483.2615 ‐0.0668
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 Carbamidomethyl+C(14)
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 1391.7603 SIPTIMIFVGGEK 3324.8340 1391.7635 35.6625 2438 2 696.3854 2.1766
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 Carbamidomethyl+C(6) 2181.0904 MAAFTCTSRPPISLRSETR 746.3527 2181.0849 35.8228 5231 3 727.6998 ‐2.6232
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 679.3522 GQYGVR 127.5753 679.3501 21.7834 4861 1 679.3501 ‐2.7903
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 763.4196 LTSSLDK 1925.9490 763.4214 17.9054 934 1 763.4214 2.57
NP_192261.1 thioredoxin M2 Arabidopsis thaliana 16439.4300 20540.5676 8 40.32 None 947.5044 TTLTSSLDK 314.5321 947.5036 18.4919 4042 2 474.2555 ‐1.7762
NP_192311.1 fibrillin Arabidopsis thaliana 24.5196 35005.5075 10 21.7 None 1197.5746 SLADSLYGTDR 691.0062 1197.5720 22.8062 8714 2 599.2896 ‐2.6630
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1504.7966 GLLTSVQDTASSVAR 6783.1880 1504.7959 28.3339 27749 2 752.9016 ‐0.2028
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1562.7485 FAGPFSTTSFSTNAK 184.9200 1562.7539 40.4776 11739 2 781.8806 3.56
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1460.7843 AEISELITQLESK 752.4466 1460.7829 34.4321 6385 2 730.8951 ‐0.8004
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1297.6634 VFASSSTVSVADK 2430.0370 1297.6646 19.3898 6373 2 649.3359 0.6091
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1197.5746 SLADSLYGTDR 1624.0960 1197.5720 22.8062 8714 2 599.2896 ‐2.6547
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 Carbamidomethyl+C(12) 1539.7699 MATVPLFTQFPCK 288.7173 1539.7811 23.9093 3177 2 770.3942 7.13
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1221.6070 TSVQDTASSVAR 454.2084 1221.6120 26.2271 6651 2 611.3096 3.82
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1051.5266 ASSSTVSVADK 392.8708 1051.5280 19.9708 4628 2 526.2676 0.4956
NP_192311.1 fibrillin Arabidopsis thaliana 536.4750 35005.5075 10 21.7 None 1443.7577 AEISELITQLESK 249.6260 1443.7533 33.4241 1813 2 722.3803 ‐2.9512
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1539.7802 LFQTIDNLDYAAR 9203.1620 1539.7811 17.7887 32544 2 770.3942 0.7372
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1563.8166 FYIQPLSPTEAAAR 10122.1700 1563.8135 17.3932 30839 2 782.4104 ‐1.7910
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 6697.4580 1991.9773 24.3337 21864 2 996.4923 0.5167
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1687.8537 YYSETVSSLNNVLAK 19507.4700 1687.8532 17.2593 20682 2 844.4302 0.0587
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1800.9199 GASQAVLEGSLQINGSNR 1283.3400 1800.9194 19.7608 1089 2 900.9634 0.3595
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1457.7455 AQQNVSVPESSRR 180.5782 1457.7644 33.3385 12969 2 729.3858 12.37
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1261.6324 AWPYVQNDLR 206.1897 1261.6370 32.1676 10530 2 631.3222 3.18
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 2469.2256 LFQTIDNLDYAARSKSSPDAEK 154.0405 2469.2041 40.4410 868 3 823.7396 ‐8.5207
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 937.4374 DNLDYAAR 114.0800 937.4430 18.9426 3113 2 469.2251 4.36
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 802.4054 SPTEAAAR 165.9982 802.4003 16.8114 2399 1 802.4003 ‐5.6175
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 849.4505 FYIQPLS 232.8733 849.4510 17.1334 1855 1 849.4510 1.17
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3139.9320 24643.0476 18 39.57 None 1440.7190 AQQNVSVPESSRR 135.2287 1440.7227 32.9995 1023 2 720.8650 2.86
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 1563.8166 FYIQPLSPTEAAAR 9686.7540 1563.8135 17.3932 30839 2 782.4104 ‐2.0293
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 1539.7802 LFQTIDNLDYAAR 7233.4490 1539.7804 17.7682 29293 2 770.3938 0.0216
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 1687.8537 YYSETVSSLNNVLAK 19032.2200 1687.8532 17.2593 20682 2 844.4302 ‐0.2078
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 1800.9199 GASQAVLEGSLQINGSNR 310.8896 1800.9194 19.7608 1089 2 900.9634 0.0672
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 1301.6444 AQQNVSVPESSR 147.6763 1301.6224 16.6528 2287 2 651.3148 ‐17.3930



NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2271.7430 24643.0476 18 39.57 None 849.4505 FYIQPLS 184.5656 849.4510 17.1334 1855 1 849.4510 1.1639
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 935.4833 TPTLFDNK 5324.2400 935.4842 20.7600 28738 2 468.2457 0.0074
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 2488.2566 GLIQSDQELFSSPDASDTLPLVR 27354.6600 2488.2546 34.8704 24862 3 830.0897 ‐0.5918
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 Carbamidomethyl+C(2) 2020.0532 TCPQVFDIATTTIVNALR 3282.3450 2020.0547 23.0568 15484 3 674.0231 0.4091
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 1020.5394 MSSLSPLTGK 2517.4260 1020.5410 21.6267 13460 2 510.7741 0.7414
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 2366.1849 GFMDLANDNLPAPFFTLNQLK 4855.0090 2366.1764 23.3130 13180 2 1183.5918 ‐1.9952
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 1459.7540 ASDLVALSGGHTFGK 1204.1330 1459.7624 17.9120 10478 3 487.2590 4.76
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 Carbamidomethyl+C(4) 2571.3236 TVSCADLLAIAAQESVVLAGGPSWR 2100.9520 2571.3267 42.1280 3508 3 857.7804 1.25
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 Carbamidomethyl+C(2)
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 737.3828 TLFDNK 79.9259 737.3853 22.4864 1548 1 737.3853 3.70
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 Carbamidomethyl+C(4) 931.4554 TVSCADLLA 76.2483 931.4514 42.1584 1001 1 931.4514 ‐3.1058
NP_192617.1 putative apoplastic peroxidase Prx37 Arabidopsis thaliana 2683.6670 38658.8892 11 35.84 None 1270.6638 SPDASDTLPLVR 395.9435 1270.6592 36.1775 987 1 1270.6592 ‐1.1624
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 935.4833 TPTLFDNK 5324.2400 935.4842 20.7600 28738 2 468.2457 0.0074
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 1020.5394 MSSLSPLTGK 2517.4260 1020.5410 21.6267 13460 2 510.7741 0.7414
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 2472.2617 GLIQSDQELFSSPDAADTLPLVR 1972.6800 2472.2539 35.5141 1972 2 1236.6306 ‐1.3233
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 2843.4421 ENKGLIQSDQELFSSPDAADTLPLVR 2749.4960 2843.4453 31.3415 11199 4 711.6168 0.5541
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 Carbamidomethyl+C(3) 2945.3808 SQCQFIMDRLYNFGETGLPDPTLDK 1492.9800 2945.3801 21.4741 8355 3 982.4649 0.4645
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 2130.0938 NVGLDRSSDLVALSGGHTFGK 206.7769 2130.1088 20.5576 4770 3 710.7078 6.77
NP_192618.1 peroxidase 38 Arabidopsis thaliana 326.9937 38541.8899 22 25.43 None 737.3828 TLFDNK 79.9259 737.3853 22.4864 1548 1 737.3853 3.70
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 935.4833 TPTLFDNK 9487.1010 935.4845 20.7460 24836 2 468.2459 0.2351
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1020.5394 MSSLSPLTGK 4250.1400 1020.5410 21.6267 13460 2 510.7741 0.6587
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 2472.2617 GLIQSDQELFSSPDAADTLPLVR 519.2010 2472.2680 42.8098 6498 3 824.7609 2.49
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1476.7441 NGNQSVLVDFDLR 1319.2730 1476.7394 28.3480 3774 2 738.8734 ‐3.0295
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1170.6154 YYVNLKENK 163.9120 1170.6302 21.2673 3532 2 585.8187 12.1006
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 Carbamidomethyl+C(4) 1350.6756 TVSCADMLAIAAK 591.0060 1350.6916 27.5188 2572 2 675.8494 11.24
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1475.7489 SSDLVALSGGHTFGK 158.5209 1475.7582 38.4489 1188 2 738.3827 6.51
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1769.9003 ESIVLAGGPSWMVPNGR 257.5371 1769.8535 38.2517 997 2 885.4304 ‐25.6289
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 2584.3293 LYNFGETGLPDPTLDKSYLATLR 225.4038 2584.3450 34.9182 18137 3 862.1199 6.40
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 1796.8562 DAFGNANSARGFDVIDK 2589.5660 1796.8733 25.9549 10735 3 599.6293 8.44
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 Carbamidomethyl+C(2)
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 844.4887 VNLKENK 112.3420 844.4887 20.1426 17809 1 844.4887 1.1850
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 560.3079 TPTLF 79.3701 560.3060 21.6049 8350 1 560.3060 ‐3.2958
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 737.3828 TLFDNK 73.4194 737.3853 22.4864 1548 1 737.3853 4.0619
NP_192618.1 peroxidase 38 Arabidopsis thaliana 473.4155 38541.8899 22 25.43 None 989.5415 YVNLKENK 110.4270 989.5470 20.3299 1481 2 495.2771 4.12
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 1539.8377 VLSDVGDIPVQEIR 9145.8410 1539.8385 27.9139 14920 2 770.4229 0.6658
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 2791.4373 DVLNILHNLQGDLVGADVVEYNPQR 2160.0240 2791.4297 23.1390 12491 3 931.1481 ‐2.2118
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 1339.5868 DTADDMTAMVAAK 8852.4210 1339.5873 23.8034 9080 2 670.2973 0.1416
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 1100.6674 VIDASLTLIR 7922.1980 1100.6668 17.6755 7917 2 550.8370 ‐1.2002
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 803.4370 SINKEGR 381.2477 803.4390 15.6718 1751 1 803.4390 3.18
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 1158.5248 FGVEQYEMR 3922.6340 1158.5273 23.4526 8264 2 579.7673 1.87
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 Carbamidomethyl+C(5) 1769.7647 EAIWCGSTNSTTEEGK 779.4786 1769.7660 20.6346 4098 2 885.3866 1.20
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 1245.6546 SINKEGREQGK 84.0184 1245.6668 23.5982 2760 2 623.3370 9.92
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 806.3791 EYNPQR 315.0884 806.3794 22.2561 992 1 806.3794 1.1247
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 1245.3020 38094.5677 10 27.33 None 677.3365 YNPQR 101.8682 677.3370 21.2566 945 1 677.3370 0.8843
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 None 2805.4968 LVMEEEPLRPLVLGGDHSISYPVVR 1351.4250 2805.4973 19.0790 13574 4 702.1298 ‐0.4183
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 None 1100.6674 VIDASLTLIR 7922.1980 1100.6668 17.6755 7917 2 550.8370 ‐1.2002
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 None 1539.8377 VLTDVGDVPVQEIR 1432.1150 1539.8372 26.7708 2160 2 770.4223 ‐0.1857
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 None 1158.5248 FGVEQYEMR 3922.6340 1158.5273 23.4526 8264 2 579.7673 1.87
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 Carbamidomethyl+C(10) 3188.5721 GVYISIDVDCLDPAFAPGVSHIEPGGLSFR 761.8882 3188.6473 22.1618 1337 3 1063.5539 24.5392
NP_192629.1 arginase Arabidopsis thaliana 559.1157 37572.8478 6 16.96 None 733.3992 PGGLSFR 90.4536 733.4017 21.8207 1970 1 733.4017 4.0210
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 1888.0175 GGPISYADIIQLAGQSAVK 3955.5330 1888.0193 20.4121 10732 2 944.5133 1.60
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 1254.6035 LALNDAMTYDK 1002.2430 1254.6062 24.1589 7272 2 627.8067 1.56
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 929.5567 FIAVGLGPR 2204.8850 929.5592 16.3828 2334 2 465.2832 1.36
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 1049.5296 ATVQEMKDK 156.8791 1049.5177 23.0912 2199 2 525.2625 ‐12.1135
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 Carbamidomethyl+C(3) 2288.1016 LSCLGQQINFEAYTYPVER 771.1342 2288.1031 32.3498 838 2 1144.5552 2.1142
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 2716.4338 DVLKLAGTAVGMELIGNGFINNVGDAK 872.4240 2716.4218 36.6225 2343 3 906.1454 ‐3.9890
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 2563.2477 GNLLYTAYGSAGQWGLFDRNFGR 1105.9760 2563.2501 28.1068 1047 3 855.0882 1.95
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 349.8201 38105.1038 15 11.17 None 830.4367 INNVGDAK 471.3789 830.4348 35.0927 961 1 830.4348 ‐1.3509
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 None 929.5567 FIAVGLGPR 3756.0720 929.5592 16.3828 2334 2 465.2832 1.96
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 None 3423.7617 QLAVMSAFLGPDQAATEQLLATDPQVAPW 304.0356 3423.7669 23.0550 2453 3 1141.9272 3.1116
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 None 1569.8020 IEPQVSGESLAFHR 509.4812 1569.8071 17.3849 1383 2 785.4072 3.30
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 None 1888.0175 GGPISYADIIQLAGQSAVK 125.8590 1888.0308 23.4876 1017 3 630.0151 6.72
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 Carbamidomethyl+C(3) 2843.4397 LSCLGQQINFEAYTYPVERINLSK 874.9208 2843.4397 19.9607 2695 3 948.4847 0.9160
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 Oxidation+M(12) 3500.8166 DVLKLAGTAVGMELIGNGFINNVGDAKAA 589.3674 3500.8142 21.4610 2082 4 875.9590 ‐0.5160
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 152.0282 38105.1038 15 11.17 None 1093.5524 IEPQVSGESLA 177.9141 1093.5498 16.7085 1071 2 547.2785 ‐3.2342
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1145.6161 LTDTQLAEVR 4857.4670 1145.6172 20.3443 26733 2 573.3123 0.4256
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1028.6350 INIVTEIVK 7706.0850 1028.6356 17.8191 13851 2 514.8214 ‐0.2540
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1041.5251 EFELVYNK 9041.9340 1041.5252 24.4397 13013 2 521.2663 ‐0.7034
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 1505.1230 2636.3645 22.5298 11744 3 879.4597 1.22
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 2189.0945 SSSLQSHTSNFLNVLVDANR 2527.0420 2189.0932 19.2470 8213 3 730.3693 ‐0.7318
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1971.0281 QLEDIASQLELGEIQLAT 2528.6600 1971.0169 38.2324 6094 2 986.0121 ‐4.7736
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1664.8160 RNDTMELTVTDIEK 12516.5600 1664.8181 25.1830 6467 3 555.6109 0.5916
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 816.4574 TQLAEVR 491.2815 816.4541 21.2445 6115 1 816.4541 ‐3.2945
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 523.2875 VYNK 60.5787 523.2850 23.4737 5290 1 523.2850 ‐4.9343
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 636.3715 LVYNK 323.3803 636.3701 24.0631 1231 1 636.3701 ‐2.2085
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1127.6055 LTDTQLAEVR 316.8218 1127.6056 21.3213 1736 2 564.3064 ‐0.5656
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 1954.0015 QLEDIASQLELGEIQLAT 842.9081 1954.0040 36.9326 8316 2 977.5056 2.1372
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1371.5360 25668.6132 25 43.59 None 2619.3341 LEQVFSDPQVLNFFANPTITVEK 252.0542 2619.3447 21.8456 1187 3 873.7864 4.45
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 1145.6161 LTDTQLAEVR 3371.1930 1145.6172 20.3443 26733 2 573.3123 0.4072



NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 1041.5251 EFELVYNK 12569.1000 1041.5252 24.4397 13013 2 521.2663 ‐0.7754
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 1971.0281 QLEDIASQLELGEIQLAT 1498.6870 1971.0169 38.2324 6094 2 986.0121 ‐4.3676
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 1181.6888 LEAPQLAQIAK 197.4691 1181.7030 25.4680 39547 2 591.3551 11.24
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 816.4574 TQLAEVR 354.8706 816.4541 21.2445 6115 1 816.4541 ‐3.0708
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 698.3474 25668.6132 25 43.59 None 1127.6055 LTDTQLAEVR 213.5215 1127.6056 21.3213 1736 2 564.3064 ‐0.5932
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 1028.6350 INIVTEIVK 8122.9200 1028.6356 17.8191 13851 2 514.8214 ‐0.3706
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 842.3517 2636.3645 22.5298 11744 3 879.4597 2.1434
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 2189.0945 SSSLQSHTSNFLNVLVDANR 3332.2640 2189.0932 19.2470 8213 3 730.3693 ‐0.4638
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 2051.1423 INIVTEIVKEFELVYNK 951.6968 2051.1391 25.4287 2419 3 684.3845 ‐1.5931
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 1664.8319 LEQVFSDPQVLNFF 254.6711 1664.8267 21.7864 5994 2 832.9170 ‐3.0438
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 749.1646 25668.6132 25 43.59 None 2619.3341 LEQVFSDPQVLNFFANPTITVEK 151.9725 2619.3447 21.8456 1187 3 873.7864 4.45
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1158.6517 IFLPDGLLDR 16872.3300 1158.6536 19.6507 16940 2 579.8304 0.8666
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1696.8905 TGALLLDGNTLNYFGK 6945.7020 1696.8907 19.8203 14999 2 848.9490 0.2900
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 2125.1036 HLSDPFGNNLLTVIAGTAER 1968.7040 2125.1066 21.5105 12831 3 709.0404 1.15
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1418.7791 LHPGGPFDPLGLAK 487.8648 1418.7799 18.1698 6578 2 709.8936 0.2697
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1247.6531 YQAFELIHAR 8931.8880 1247.6524 16.3452 5720 2 624.3299 ‐1.1402
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1801.9669 WAMLGAAGFIIPEALNK 3966.4980 1801.9660 22.5936 10413 2 901.4866 ‐0.2073
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1691.8785 ASLGVSEMLGTPLNFR 401.3424 1691.8737 16.6417 4708 3 564.6294 ‐3.2776
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 2236.1577 MASLGVSEMLGTPLNFRAVSR 563.8959 2236.1495 22.9093 2183 3 746.0547 ‐3.4433
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 785.4152 PDGLLDR 213.0059 785.4136 19.6878 6538 1 785.4136 ‐1.7181
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1291.6430 HLSDPFGNNLLT 150.9614 1291.6352 21.5683 1341 1 1291.6352 ‐3.8569
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1747.2480 30213.7516 11 38.57 None 1190.5953 HLSDPFGNNLL 179.7090 1190.5917 18.8506 1159 2 595.7995 ‐3.6620
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2315.7180 25848.5057 5 21.43 None 1344.7634 TFIAIKPDGVQR 21324.2400 1344.7653 22.4789 22526 3 448.9266 0.3510
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2315.7180 25848.5057 5 21.43 None 987.5833 GLISEIISR 11884.1900 987.5844 18.5730 22431 2 494.2958 0.2187
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2315.7180 25848.5057 5 21.43 None 887.4945 GDLAVTVGR 19866.7500 887.4929 18.9740 14501 2 444.2501 ‐2.8725
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2315.7180 25848.5057 5 21.43 None 2500.2242 DEISLWFKPQELVSYTSNSEK 400.5587 2500.1534 26.9842 1965 3 834.0560 ‐28.1034
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2315.7180 25848.5057 5 21.43 None 715.4461 LAVTVGR 201.7590 715.4452 17.8045 10309 1 715.4452 ‐0.8399
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 5445.5730 1190.5834 17.5913 26448 2 595.7954 ‐0.5065
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1444.7464 VLQAQDDIVNAMK 6693.7100 1444.7454 26.0516 26314 2 722.8763 ‐0.7647
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 26260.7200 1129.6413 19.7084 14655 2 565.3243 0.6658
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1958.0012 VLQAQDDIVNAMKDQAAK 1710.0550 1957.9996 26.4345 9589 3 653.3380 ‐1.1963
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 4749.0650 1862.8981 18.1901 8955 4 466.4800 1.62
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1165.6212 VHAPEVAVDTK 33056.0900 1165.6228 17.2999 7438 2 583.3150 0.8013
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1054.6619 LKEPSVLLR 1901.5450 1054.6634 22.0660 4170 2 527.8354 0.6903
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 2293.1082 EEDLGLVEAVLDDAKEEYAGK 969.4998 2293.1168 38.0321 3848 3 765.0438 3.17
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1553.2760 2609.2460 36.2418 2231 4 653.0669 1.26
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1553.8104 KKIDYSMQLNASR 197.8524 1553.8096 23.3892 5322 2 777.4085 ‐0.3764
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(9)
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 401.2871 LLR 64.4568 401.2871 22.8922 3072 1 401.2871 ‐0.5849
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 None 1078.5527 VLQAQDDIVN 430.8765 1078.5537 26.8220 2623 2 539.7805 0.1339
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(1) 978.4310 CENTLDAR 382.4502 978.4296 17.5971 1577 1 978.4296 ‐0.0310
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(9) 1318.5593 SNDPHGLHCSGGV 208.4653 1318.5667 18.1747 767 2 659.7870 5.31
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 4047.3930 26288.1451 31 49.57 Carbamidomethyl+C(9) 1845.8661 SNDPHGLHCSGGVVLASR 288.9782 1845.8653 18.5341 1919 3 615.9599 ‐0.9369
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 3803.2400 1190.5834 17.5913 26448 2 595.7954 ‐0.5018
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1444.7464 VLQAQDDIVNAMK 4069.2140 1444.7454 26.0516 26314 2 722.8763 ‐0.6294
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(9) 1862.8926 SNDPHGLHCSGGVVLASR 8360.0540 1862.8981 18.1901 8955 4 466.4800 1.74
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 1548.9920 1129.6445 25.3085 4883 2 565.3259 3.37
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1054.6619 LKEPSVLLR 4817.5210 1054.6634 22.0660 4170 2 527.8354 0.6251
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 2293.1082 EEDLGLVEAVLDDAKEEYAGK 887.6307 2293.1168 38.0321 3848 3 765.0438 3.44
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1297.6205 IDYSMQLNASR 1172.8710 1297.6219 22.7218 3539 2 649.3146 0.8462
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 757.7891 2609.2460 36.2418 2231 4 653.0669 1.25
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(1) 1931.9379 CREEDLGLVEAVLDDAK 216.1194 1931.9089 24.1527 4488 3 644.6412 ‐15.4859
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1615.8061 EEDLGLVEAVLDDAK 1092.0120 1615.7836 34.0740 959 2 808.3954 ‐13.4463
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1808.8549 ANEISVSAEEEFNIEK 463.9816 1808.8958 36.9815 809 2 904.9515 23.5470
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 401.2871 LLR 125.8598 401.2871 22.8922 3072 1 401.2871 ‐0.5125
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(1) 978.4310 CENTLDAR 182.2358 978.4296 17.5971 1577 1 978.4296 0.2517
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 Carbamidomethyl+C(9) 1318.5593 SNDPHGLHCSGGV 358.2803 1318.5667 18.1747 767 2 659.7870 5.36
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 1631.1330 26288.1451 31 49.57 None 1279.6099 IDYSMQLNASR 210.9917 1279.6177 23.1523 3238 2 640.3125 5.36
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 1517.7707 NAVFGDSSALAPGGVR 5621.3420 1517.7663 25.3072 23907 2 759.3868 ‐2.8028
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 1351.7038 ANAVALGNYLMSK 6331.5520 1351.7081 17.6875 12170 2 676.3577 2.49
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 6436.3220 1206.6296 15.3372 9747 2 603.8185 ‐0.7845
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 992.4796 YSEGIPGNR 3275.8590 992.4812 15.9609 3617 2 496.7442 0.7342
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 903.4717 IGAPAMTSR 5732.9850 903.4743 16.5610 2644 2 452.2408 1.99
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 846.4832 ALDFRPK 292.8688 846.4930 22.6650 5525 1 846.4930 12.59
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 1866.9596 GLVEKDFEQIGEFLSR 345.8225 1866.9093 43.5963 4634 2 933.9583 ‐26.2153
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 2695.4189 GIELIASENFTSFAVIEALGSALTNK 728.4941 2695.3679 41.1738 1136 3 899.1275 ‐18.4980
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 3668.8806 GIELIASENFTSFAVIEALGSALTNKYSEGIPG 1130.7790 3668.8459 23.5097 2111 3 1223.6202 ‐7.9488
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 669.4042 LAPGGVR 202.2298 669.4041 24.4477 11691 1 669.4041 ‐0.0041
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 565.2763 AMTSR 86.6951 565.2777 16.9915 1296 1 565.2777 2.76
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 744.4902 52174.2496 12 17.83 None 1500.7441 NAVFGDSSALAPGGVR 336.6178 1500.7418 25.5414 1190 1 1500.7418 1.91
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1458.7700 LYDPNQAALNALR 26193.7100 1458.7686 26.5159 66536 2 729.8879 ‐0.9433
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1042.5316 AFYTNLASR 10934.2200 1042.5323 22.2769 52164 2 521.7698 ‐0.1067
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 2043.0334 SWLQNNVLNYYPAVSFK 20229.0400 2043.0305 20.9836 34754 2 1022.0189 ‐0.3981
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1710.9385 NTGIEVIIGVPNTDLR 4868.5210 1710.9388 19.2531 15751 2 855.9730 0.6014
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 2245.1281 YIAVGNEVSPSNGGDVVLPAMR 2768.9110 2245.1211 29.7601 10479 2 1123.0642 ‐1.7276
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 2299.1605 DISLSYALFTSPSVVVWDGSR 1279.2950 2299.1534 40.3477 9886 2 1150.0803 ‐1.6022
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1791.8258 GVETYLFAMFDENQK 1966.8650 1791.8280 22.1059 8491 2 896.4176 1.80
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 2172.0972 GYQNLFDALLDVVYSAVER 1763.7960 2172.0940 25.7780 5163 2 1086.5507 ‐0.1685
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1436.7685 NFGLFFPNKQPK 4033.4980 1436.7693 17.7594 39911 2 718.8883 0.4864



NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 2475.1748 GVETYLFAMFDENQKSPEIEK 844.0373 2475.1811 36.9731 2561 3 825.7319 2.42
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 715.3733 PNTDLR 97.4261 715.3700 20.4903 2259 1 715.3700 ‐4.2615
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1645.8009 SWLQNNVLNYYPAV 316.9298 1645.8027 21.8853 1660 2 823.4050 1.27
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1213.5848 YIAVGNEVSPSN 194.8019 1213.5919 31.5552 1646 2 607.2996 5.84
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 982.4299 AMFDENQK 229.3239 982.4289 22.5535 823 2 491.7181 ‐1.8523
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2940.4430 37768.5905 30 43.60 None 1025.5051 AFYTNLASR 122.6408 1025.5105 20.8009 6813 2 513.2589 4.22
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1458.7700 LYDPNQAALNALR 31377.3000 1458.7686 26.5159 66536 2 729.8879 ‐0.8007
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1042.5316 AFYTNLASR 8226.2710 1042.5323 22.2769 52164 2 521.7698 ‐0.1781
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1710.9385 NTGIEVIIGVPNTDLR 13993.7500 1710.9408 32.2995 16662 2 855.9740 2.0674
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 2245.1281 YIAVGNEVSPSNGGDVVLPAMR 3141.4020 2245.1211 29.7601 10479 2 1123.0642 ‐1.1807
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1791.8258 GVETYLFAMFDENQK 953.5599 1791.8310 32.4569 7518 2 896.4192 3.68
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 2776.2921 SGGGSLPVVVSESGWPSNGGNAASFDNAR 1350.2560 2776.2959 30.2829 5591 3 926.1035 1.36
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 661.3628 TNLASR 1002.1900 661.3619 22.2708 2886 1 661.3619 ‐0.8812
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1440.7594 LYDPNQAALNALR 352.6950 1440.7555 26.9773 1193 3 480.9233 ‐3.6420
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2408.1770 37768.5905 30 43.60 None 1025.5051 AFYTNLASR 512.6057 1025.5117 20.8297 4441 2 513.2595 5.18
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 2043.0334 SWLQNNVLNYYPAVSFK 28827.9900 2043.0305 20.9836 34754 2 1022.0189 ‐0.7454
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 1710.9385 NTGIEVIIGVPNTDLR 8850.5270 1710.9388 19.2531 15751 2 855.9730 0.3296
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 1791.8258 GVETYLFAMFDENQK 1720.4190 1791.8280 22.1059 8491 2 896.4176 1.78
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 2172.0972 GYQNLFDALLDVVYSAVER 1273.3720 2172.0940 25.7780 5163 2 1086.5507 ‐0.5452
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 1458.7700 LYDPNQAALNALR 954.9001 1458.7698 16.7453 3028 2 729.8885 ‐0.3683
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 c 2056.3830 37768.5905 30 43.60 None 1009.5465 FPITFSAAR 1477.4840 1009.5402 18.2103 8798 2 505.2737 ‐7.2170
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1810.8817 GITINTATVEYETENR 27885.3100 1810.8808 25.6440 63696 2 905.9441 0.1040
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1157.6525 VGETVDLVGLR 75924.3500 1157.6517 26.6302 62550 2 579.3295 ‐1.1973
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1681.9483 ILDEALAGDNVGLLLR 17557.4400 1681.9501 20.2616 61670 2 841.4787 1.11
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1129.6463 TVGAGVIGTILE 20561.8000 1129.6433 33.9460 57338 1 1129.6433 ‐0.7083
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 2051.0154 IYELMDAVDDYIPIPQR 27426.6200 2051.0144 21.4712 46686 2 1026.0108 0.5412
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1907.0518 TTLTAALTMALASIGSSVAK 11911.9700 1907.0558 25.3381 35665 3 636.3568 1.52
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 19604.5700 1812.9711 19.9103 34206 2 906.9892 0.6210
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 2674.9510 3435.7267 25.3486 32015 3 1145.9138 ‐3.1193
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 2135.1383 QTELPFLLAVEDVFSITGR 3710.5780 2135.1295 25.6393 15412 2 1068.0684 ‐2.9181
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1095.6449 FEAIIYVLK 24929.3100 1095.6444 19.7035 13669 2 548.3259 ‐1.0805
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 2114.0499 EDQVDDAELLELVELEVR 9522.8670 2114.0500 40.0566 11394 2 1057.5286 1.79
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEV 2143.2250 3540.8053 45.1064 10240 3 1180.9400 ‐1.1401
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1536.8567 GMVLAKPGSITPHTK 647.1740 1536.8567 19.6483 5499 3 512.9571 ‐0.8317
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1307.5750 YDEIDAAPEER 2447.6070 1307.5761 18.3937 2229 2 654.2917 0.5674
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 2536.2777 TLTLSSSFLPSYSLTTTSASQSTR 341.3135 2536.2294 34.4537 1612 3 846.0813 ‐18.7788
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1194.6841 ALAGDNVGLLLR 5365.3610 1194.6889 20.2560 5073 2 597.8481 3.11
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 530.2569 PEER 5479.5590 530.2548 17.3011 4433 1 530.2548 ‐4.3229
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 840.4574 GSITPHTK 81.9284 840.4535 21.1776 4046 1 840.4535 ‐3.7164
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 765.3488 IYELMD 66.1113 765.3438 23.2994 2997 1 765.3438 ‐5.8650
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1116.5684 DDYIPIPQR 124.6961 1116.5716 22.8043 2720 2 558.7894 2.31
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 872.5200 TVDLVGLR 164.5616 872.5161 26.6187 1596 1 872.5161 ‐3.5114
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1027.5895 AGDNVGLLLR 144.4325 1027.5920 20.1873 1458 2 514.2996 1.61
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 920.4432 TTSASQSTR 160.7307 920.4431 35.7084 1303 1 920.4431 1.0565
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1030.5415 VETLTENPK 200.0491 1030.5443 25.5675 1057 2 515.7758 1.32
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 771.4723 VDLVGLR 185.8358 771.4725 26.6302 1039 1 771.4725 0.8086
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 1040.5735 GETVDLVGLR 270.8994 1040.5754 28.3814 844 2 520.7913 1.0414
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 7332.5550 51915.3932 53 52.31 None 2118.1117 QTELPFLLAVEDVFSITGR 399.9796 2118.1127 25.8465 2433 2 1059.5600 1.34
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1157.6525 VGETVDLVGLR 90241.4800 1157.6517 26.6302 62550 2 579.3295 ‐1.2095
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1810.8817 GITINTATVEYETENR 29633.3100 1810.8807 25.6404 62272 2 905.9440 0.3797
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1129.6463 TVGAGVIGTILE 15650.7900 1129.6433 33.9447 56513 1 1129.6433 ‐0.4101
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELVELEV 2242.4270 3540.8053 45.1064 10240 3 1180.9400 ‐1.4954
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1536.8567 GMVLAKPGSITPHTK 1054.2170 1536.8567 19.6483 5499 3 512.9571 ‐0.8370
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1543.8438 VGETVDLVGLRETR 402.6438 1543.8345 29.2461 4510 2 772.4209 ‐5.7196
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1907.0518 TTLTAALTMALASIGSSVAK 1354.5180 1907.0516 45.7094 3748 3 636.3554 ‐0.6087
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 840.4574 GSITPHTK 105.6040 840.4535 21.1776 4046 1 840.4535 ‐3.4840
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 872.5200 TVDLVGLR 199.7565 872.5161 26.6187 1596 1 872.5161 ‐3.2674
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 3724.0640 51915.3932 53 52.31 None 1040.5735 GETVDLVGLR 263.3147 1040.5754 28.3814 844 2 520.7913 0.9689
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1681.9483 ILDEALAGDNVGLLLR 15427.0800 1681.9501 20.2616 61670 2 841.4787 1.1859
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 2051.0154 IYELMDAVDDYIPIPQR 58524.3900 2051.0144 21.4712 46686 2 1026.0108 0.1921
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1907.0518 TTLTAALTMALASIGSSVAK 8795.6850 1907.0558 25.3381 35665 3 636.3568 1.23
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 31042.6200 1812.9711 19.9103 34206 2 906.9892 0.3260
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTENPK 4220.5300 3435.7267 25.3486 32015 3 1145.9138 ‐2.7587
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 2135.1383 QTELPFLLAVEDVFSITGR 4089.6350 2135.1295 25.6393 15412 2 1068.0684 ‐3.2864
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1095.6449 FEAIIYVLK 25701.9700 1095.6444 19.7035 13669 2 548.3259 ‐1.2123
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1445.7821 QVGVPDMVVFLNK 1960.2210 1445.7850 19.9057 10200 2 723.3961 1.88
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1810.8817 GITINTATVEYETENR 6602.1190 1810.8815 16.2590 7951 2 905.9444 0.1636
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQTK 3418.3510 2673.3072 20.1988 7002 3 891.7739 1.87
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1157.6525 VGETVDLVGLR 1540.0730 1157.6485 16.9435 3443 2 579.3279 ‐4.1474
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 2536.2777 TLTLSSSFLPSYSLTTTSASQSTR 409.8311 2536.2200 20.0750 3122 3 846.0782 ‐22.2137
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 2579.2850 WVDKIYELMDAVDDYIPIPQR 1121.1180 2579.2982 23.6138 6354 3 860.4376 5.90
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1376.7420 ILDEALAGDNVGLL 339.6780 1376.7498 20.9980 6100 2 688.8785 5.04
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1194.6841 ALAGDNVGLLLR 2793.3810 1194.6889 20.2560 5073 2 597.8481 3.67
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5480.2730 51915.3932 53 52.31 None 1428.7555 QVGVPDMVVFLNK 480.9368 1428.7481 18.7329 4023 2 714.8777 ‐5.5136
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1573.8373 FYLQPLPPTEAAAR 48725.3900 1573.8355 17.5126 196783 2 787.4214 ‐0.9920
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1670.8636 YYAETVSALNEVLAK 102759.4000 1670.8614 18.8226 151651 2 835.9343 ‐0.9749
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1498.7424 LFDTIDNLDYAAK 76778.4000 1498.7411 29.5252 144397 2 749.8742 ‐0.8070
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 41680.3600 1989.9594 21.0395 108688 2 995.4833 ‐0.6106
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1378.7577 YDLNTIISSKPK 47583.7900 1378.7574 16.0519 71863 2 689.8823 ‐0.3956



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1295.7682 DIINVKPLIDR 27409.5200 1295.7687 27.9313 45555 2 648.3880 0.0828
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 777.4505 DFALALK 9687.9230 777.4499 26.7200 24534 1 777.4499 ‐0.1667
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1423.8631 DIINVKPLIDRK 8944.6920 1423.8628 16.3217 15856 3 475.2925 ‐1.1692
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1710.9749 ESAKDIINVKPLIDR 4040.8410 1710.9756 26.3354 15164 3 570.9967 ‐0.2007
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1750.9222 YDLNTIISSKPKDEK 1185.0780 1750.9276 23.1200 15063 3 584.3140 2.43
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1048.5786 DFALALKDR 7094.7890 1048.5787 23.5312 9521 2 524.7930 ‐0.6801
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1261.6324 AWPYVQNDLR 206.1897 1261.6370 32.1676 10530 2 631.3222 3.18
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1879.0171 YDLNTIISSKPKDEKK 3956.6670 1879.0175 14.6591 5972 4 470.5098 ‐1.1776
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 780.4614 DIINVKP 490.5175 780.4574 27.9089 30265 1 780.4574 ‐4.4726
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 616.3301 PKDEK 94.6557 616.3312 25.3591 15011 1 616.3312 1.24
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1322.6263 YYAETVSALNEV 154.0633 1322.6341 17.9889 5240 2 661.8207 5.08
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 515.3552 ALALK 4851.3770 515.3548 26.7193 4893 1 515.3548 ‐0.9505
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1238.5899 DTIDNLDYAAK 3592.0120 1238.5834 29.5298 3602 1 1238.5834 ‐2.9047
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1472.8319 LNTIISSKPKDEK 429.8452 1472.8314 21.5293 3051 3 491.6153 ‐1.2655
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1215.6943 DLNTIISSKPK 3803.8230 1215.6931 16.0588 2520 2 608.3502 ‐1.4679
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 659.4087 ISSKPK 939.9197 659.4087 16.0509 2502 1 659.4087 0.2191
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1195.7521 INVKPLIDRK 2500.0330 1195.7542 16.3207 2410 2 598.3807 1.81
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 613.3668 PLIDR 565.5787 613.3655 27.9336 2399 1 613.3655 ‐2.0174
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 907.4996 LPPTEAAAR 380.0346 907.5005 17.4746 2386 1 907.5005 2.1172
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 715.4461 LALKDR 151.1104 715.4452 24.0918 2384 1 715.4452 ‐0.8782
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1156.5229 LPGTDNSDQAR 294.9044 1156.5259 18.6618 2155 2 578.7666 2.0109
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1273.6998 ETVSALNEVLAK 216.1433 1273.7049 17.8977 1662 2 637.3561 3.95
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1082.6681 NVKPLIDRK 768.7960 1082.6657 16.3179 1228 2 541.8365 ‐2.9031
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1344.7369 AETVSALNEVLAK 406.4126 1344.7297 18.8237 1195 1 1344.7297 ‐2.6263
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1144.6572 TVSALNEVLAK 412.2681 1144.6615 18.8207 1195 1 1144.6615 5.42
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 23717.1300 23795.1646 69 51.12 None 1385.6583 FDTIDNLDYAAK 1184.0960 1385.6525 29.5170 950 1 1385.6525 ‐1.3819
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1498.7424 LFDTIDNLDYAAK 34072.5400 1498.7412 29.5235 142349 2 749.8743 ‐0.5757
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 50525.0500 1989.9594 21.0395 108688 2 995.4833 ‐0.1949
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1295.7682 DIINVKPLIDR 22901.4900 1295.7687 27.9313 45555 2 648.3880 0.1416
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 777.4505 DFALALK 7022.3680 777.4499 26.7200 24534 1 777.4499 0.0428
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1710.9749 ESAKDIINVKPLIDR 5281.8230 1710.9756 26.3354 15164 3 570.9967 ‐0.2365
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1750.9222 YDLNTIISSKPKDEK 2343.1320 1750.9276 23.1200 15063 3 584.3140 2.16
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1048.5786 DFALALKDR 7067.1670 1048.5787 23.5312 9521 2 524.7930 ‐0.7484
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1670.8636 YYAETVSALNEVLAK 779.4930 1670.8602 35.8887 2781 2 835.9337 ‐1.4010
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1261.6324 AWPYVQNDLR 1381.9210 1261.6320 36.2004 2154 2 631.3197 ‐0.6270
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1389.7274 KAWPYVQNDLR 3897.7600 1389.7262 23.1275 23975 2 695.3668 ‐0.8630
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 780.4614 DIINVKP 515.5042 780.4574 27.9089 30265 1 780.4574 ‐4.2620
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 616.3301 PKDEK 64.5816 616.3312 25.3591 15011 1 616.3312 1.32
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 744.3999 VQNDLR 2405.0110 744.4006 23.0938 11502 1 744.4006 1.77
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1067.6572 INVKPLIDR 5820.7670 1067.6562 27.9377 6199 2 534.3317 ‐1.6831
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 515.3552 ALALK 4060.9120 515.3548 26.7193 4893 1 515.3548 ‐0.8365
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1238.5899 DTIDNLDYAAK 2696.7400 1238.5834 29.5298 3602 1 1238.5834 ‐2.5273
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 715.4461 LALKDR 201.7876 715.4452 24.0918 2384 1 715.4452 ‐0.6913
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1156.5229 LPGTDNSDQAR 321.0268 1156.5259 18.6618 2155 2 578.7666 1.81
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 954.5731 NVKPLIDR 1036.4940 954.5746 27.9313 1331 2 477.7910 0.5496
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1385.6583 FDTIDNLDYAAK 932.2003 1385.6525 29.5170 950 1 1385.6525 ‐0.9508
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 9006.8720 23795.1646 69 51.12 None 1371.7168 KAWPYVQNDLR 177.3078 1371.7220 25.2443 4280 2 686.3646 3.54
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1573.8373 FYLQPLPPTEAAAR 52695.9300 1573.8354 17.5119 195379 2 787.4213 ‐1.2702
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1670.8636 YYAETVSALNEVLAK 145421.6000 1670.8614 18.8226 151651 2 835.9343 ‐1.2376
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1378.7577 YDLNTIISSKPK 48431.4300 1378.7574 16.0519 71863 2 689.8823 ‐0.5918
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1423.8631 DIINVKPLIDRK 10550.5600 1423.8628 16.3217 15856 3 475.2925 ‐0.9580
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1498.7424 LFDTIDNLDYAAK 3318.4930 1498.7447 18.0575 7924 2 749.8760 1.53
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 2748.3951 VGPPPAPSGGLPGTDNSDQARDFALALK 207.1995 2748.3371 23.0884 2328 3 916.7839 ‐20.3070
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1879.0171 YDLNTIISSKPKDEKK 3264.2890 1879.0175 14.6591 5972 4 470.5098 ‐0.4426
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1322.6263 YYAETVSALNEV 139.6402 1322.6341 17.9889 5240 2 661.8207 5.74
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1238.5899 DTIDNLDYAAK 173.5080 1238.5920 16.6178 5055 2 619.7996 1.1017
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1144.6572 TVSALNEVLAK 139.5781 1144.6518 19.8674 3182 2 572.8295 ‐5.4569
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1273.6998 ETVSALNEVLAK 221.0448 1273.6961 19.8272 2765 2 637.3517 ‐3.4256
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 659.4087 ISSKPK 1172.4240 659.4087 16.0509 2502 1 659.4087 ‐0.1003
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1195.7521 INVKPLIDRK 2536.3540 1195.7542 16.3207 2410 2 598.3807 1.0536
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1082.6681 NVKPLIDRK 621.7682 1082.6657 16.3179 1228 2 541.8365 ‐3.0320
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1344.7369 AETVSALNEVLAK 543.7686 1344.7297 18.8237 1195 1 1344.7297 ‐2.9758
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1546.7496 DNSDQARDFALALK 98.6126 1546.7572 22.9928 777 2 773.8822 4.33
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabid 16483.3700 23795.1646 69 51.12 None 1556.8108 FYLQPLPPTEAAAR 258.3525 1556.8078 19.1326 3831 2 778.9075 ‐2.0082
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 1477.7645 FAGPLGTNSISTNAK 13451.5700 1477.7641 15.5303 20408 2 739.3857 ‐0.2613
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 21868.2300 2719.2855 44.6522 19610 3 907.1000 2.24
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 21294.8800 2989.5403 38.5091 18201 3 997.1849 0.6924
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 1225.6059 SLVDSLYGTDR 8132.5180 1225.6068 25.6473 15898 2 613.3070 0.2683
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 1416.7581 AEIGDLITQLESK 9098.0550 1416.7595 33.9266 15555 2 708.8834 0.9461
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 2267.0786 VDEISQTIDSDNFTVQNSVR 4070.0450 2267.0746 27.8578 10340 2 1134.0410 ‐0.3136
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 1091.6095 GDGGSVFVLIK 4828.9810 1091.6089 18.4091 8957 2 546.3081 ‐1.2378
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 840.4938 IDLNPIR 2149.4460 840.4938 23.2704 2902 2 420.7506 ‐1.0777
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 5492.2820 33712.4766 24 45.48 None 2648.2421 TDTGEIGSALLAAEEAIEDVEETER 5925.8630 2648.2444 44.6378 4688 2 1324.6258 2.61
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 1504.7966 GLLTSVQDTASSVAR 6783.1880 1504.7959 28.3339 27749 2 752.9016 ‐0.2028
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 17177.0200 2989.5403 38.5091 18201 3 997.1849 0.4334
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 1416.7581 AEIGDLITQLESK 5458.6780 1416.7595 33.9266 15555 2 708.8834 1.0671
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 1225.6059 SLVDSLYGTDR 9187.5910 1225.6062 25.6595 14397 2 613.3068 ‐0.1538
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 2267.0786 VDEISQTIDSDNFTVQNSVR 3225.8660 2267.0746 27.8578 10340 2 1134.0410 0.2446
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 840.4938 IDLNPIR 877.8300 840.4938 23.2704 2902 2 420.7506 ‐1.2530



NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 2567.3140 FSLPADNAQSWLLTTYLDKDIR 462.7374 2567.2633 36.7117 3771 3 856.4260 ‐19.6389
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 1865.6750 2719.3025 35.7901 2619 3 907.1057 8.95
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 1221.6070 TSVQDTASSVAR 454.2084 1221.6120 26.2271 6651 2 611.3096 3.82
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 553.2980 IDLNP 57.7751 553.2956 23.4069 4482 1 553.2956 ‐4.4406
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 2796.4630 33712.4766 24 45.48 None 1399.7315 AEIGDLITQLESK 637.1289 1399.7263 34.5360 2639 2 700.3668 ‐3.7701
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 924.1252 33712.4766 24 45.48 None 1477.7645 FAGPLGTNSISTNAK 15771.3800 1477.7641 15.5303 20408 2 739.3857 ‐0.4800
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 924.1252 33712.4766 24 45.48 None 1091.6095 GDGGSVFVLIK 2931.3780 1091.6089 18.4091 8957 2 546.3081 ‐1.3687
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 924.1252 33712.4766 24 45.48 None 2183.1019 FSLPADNAQSWLLTTYLDK 703.7751 2183.0956 22.0685 4549 2 1092.0514 ‐2.0027
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabid 924.1252 33712.4766 24 45.48 None 2267.0786 VDEISQTIDSDNFTVQNSVR 214.5589 2267.1001 23.5099 955 2 1134.0537 10.19
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 36621.5300 1894.0072 17.7282 49756 2 947.5073 0.9450
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1348.6591 NEILETSNTAEK 58232.8600 1348.6584 17.3578 32569 2 674.8328 ‐0.7566
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1194.6187 IMVVSDEVFR 36733.7700 1194.6194 27.9691 30528 2 597.8133 0.0326
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1533.8887 FSSIVPVVTLGSISK 24914.9900 1533.8888 19.9732 28702 2 767.4480 0.1917
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 3769.8590 3173.7045 22.7651 26362 3 1058.5730 ‐4.0873
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1643.9003 EENLVVLPGIAFSQK 20348.3900 1643.8962 19.9926 23570 2 822.4518 ‐2.1617
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1241.5797 NFEIDFDSVR 8699.1900 1241.5806 29.8279 19327 2 621.2939 0.2741
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1580.7930 WTLFGSNPFVPMGK 4847.7280 1580.7920 22.0531 17202 2 790.8996 ‐0.4565
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1167.5793 TPQEFFDKR 3195.4500 1167.5792 19.7043 13635 2 584.2932 ‐0.6684
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 Carbamidomethyl+C(18) 3012.5248 DAAAASLGSYTSALYALCDPHGKPILPPR 3827.8510 3012.5245 19.7799 13241 4 753.8866 ‐0.5242
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1854.8902 HSIDMETPVLEDALER 11401.6600 1854.8916 29.8551 13209 3 618.9687 0.2375
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1956.1164 LAKEENLVVLPGIAFSQK 10320.5600 1956.1177 19.0963 11204 3 652.7108 0.2861
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 2665.3766 NWLRHSIDMETPVLEDALERLK 902.0197 2665.3620 20.3397 3209 3 889.1255 ‐5.0866
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1299.7882 SIVPVVTLGSISK 347.8139 1299.7838 19.2590 220807 2 650.3956 ‐3.6894
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 847.4672 PGIAFSQK 227.3154 847.4649 17.8826 13275 1 847.4649 ‐1.8123
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1364.6845 AVLYGSGNAYAPSL 376.6740 1364.6802 17.1859 5454 2 682.8437 ‐3.3359
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1245.7201 LAKEENLVVLPG 398.9710 1245.7187 19.4690 2442 2 623.3630 ‐1.5754
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 950.4942 VVSDEVFR 378.7904 950.4941 27.9641 2245 1 950.4941 1.07
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1000.6037 PVVTLGSISK 308.5176 1000.6000 19.9703 1968 1 1000.6000 ‐2.2569
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 714.4032 PDILEK 148.6026 714.4047 22.2956 1458 1 714.4047 2.38
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1212.7562 IVPVVTLGSISK 223.5188 1212.7503 20.1378 1007 2 606.8788 ‐5.3412
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 969.4789 QEFFDKR 625.0552 969.4780 19.6958 911 1 969.4780 0.4472
NP_194091.1 cystine lyase Arabidopsis thaliana 7700.6230 47438.3211 41 44.55 None 1563.7664 WTLFGSNPFVPMGK 296.6093 1563.7636 20.9681 1842 2 782.3854 ‐1.6737
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 20830.5700 1894.0072 17.7282 49756 2 947.5073 0.6315
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1533.8887 FSSIVPVVTLGSISK 30025.2100 1533.8888 19.9732 28702 2 767.4480 ‐0.0398
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILEK 3306.8480 3173.7045 22.7651 26362 3 1058.5730 ‐3.7462
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1643.9003 EENLVVLPGIAFSQK 21794.7800 1643.8962 19.9926 23570 2 822.4518 ‐2.4182
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1580.7930 WTLFGSNPFVPMGK 4668.1270 1580.7920 22.0531 17202 2 790.8996 ‐0.6986
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 Carbamidomethyl+C(18) 3012.5248 DAAAASLGSYTSALYALCDPHGKPILPPR 1373.9370 3012.5245 19.7799 13241 4 753.8866 ‐0.1747
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1956.1164 LAKEENLVVLPGIAFSQK 4893.0840 1956.1177 19.0963 11204 3 652.7108 0.5367
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1854.8902 HSIDMETPVLEDALER 658.1384 1854.8750 17.3529 2243 2 927.9411 ‐7.8318
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 2665.3766 NWLRHSIDMETPVLEDALERLK 1026.1630 2665.3620 20.3397 3209 3 889.1255 ‐4.7833
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1770.9173 TPQEFFDKRQSFLK 298.5907 1770.9068 18.0958 2109 2 885.9570 ‐5.7224
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1299.7882 SIVPVVTLGSISK 239.0365 1299.7838 19.2590 220807 2 650.3956 ‐3.8676
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 847.4672 PGIAFSQK 77.3356 847.4649 17.8826 13275 1 847.4649 ‐2.1399
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1364.6845 AVLYGSGNAYAPSL 186.8465 1364.6802 17.1859 5454 2 682.8437 ‐3.5289
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1245.7201 LAKEENLVVLPG 224.9519 1245.7187 19.4690 2442 2 623.3630 ‐1.7414
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1000.6037 PVVTLGSISK 227.8208 1000.6000 19.9703 1968 1 1000.6000 ‐2.5913
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1511.7278 TPQEFFDKRQSF 154.1130 1511.7222 17.7442 1684 2 756.3647 ‐3.8322
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1212.7562 IVPVVTLGSISK 230.9303 1212.7503 20.1378 1007 2 606.8788 ‐5.4996
NP_194091.1 cystine lyase Arabidopsis thaliana 3539.3690 47438.3211 41 44.55 None 1447.7540 GSGNAYAPSLGLAAAK 272.9940 1447.7587 17.6114 795 2 724.3830 2.17
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1383.7559 VFDIIYEFIPK 93362.3800 1383.7541 23.2892 169514 2 692.3807 ‐1.4300
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 920.4910 ITMIWEK 93790.4300 920.4910 16.9980 104788 2 460.7492 ‐0.9607
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1399.5835 NDDFPEPSGYMK 105715.6000 1399.5826 24.0395 103302 2 700.2950 ‐0.7171
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1235.6201 GLDGHVMEHLK 18870.5600 1235.6185 19.6686 55888 2 618.3129 ‐1.7832
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1262.5688 SWDYTYDGKK 16845.5400 1262.5683 19.1057 45692 2 631.7878 ‐0.7728
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1134.4738 SWDYTYDGK 14283.0700 1134.4756 21.5848 18167 2 567.7415 0.9669
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1555.6846 RNDDFPEPSGYMK 18891.7900 1555.6862 21.9671 76361 3 519.2336 0.2551
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1305.6533 EIDDENKTLTK 4207.6480 1305.6529 19.4757 26762 2 653.3301 ‐0.6076
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1439.7311 QMVVDIEGHVNKA 15786.0600 1439.7308 14.7857 16147 3 480.5818 ‐1.2088
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1461.7544 EIDDENKTLTKR 5831.9170 1461.7553 13.5986 6282 3 487.9233 ‐0.3123
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 711.3672 TYDGKK 146.9034 711.3710 18.8273 35606 1 711.3710 5.26
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 706.3593 MIWEK 10072.1400 706.3589 16.9950 7971 1 706.3589 ‐0.1452
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 682.3229 PSGYMK 117.6935 682.3260 21.9868 6256 1 682.3260 4.15
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 948.4997 DENKTLTK 145.8181 948.4933 17.9412 5427 1 948.4933 ‐5.4235
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 648.2736 RNDDF 501.0273 648.2760 21.9851 5271 1 648.2760 3.44
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 811.3655 EPSGYMK 114.5406 811.3634 25.6359 3118 1 811.3634 ‐1.8439
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 756.4073 VMEHLK 632.1955 756.4066 19.6894 2113 1 756.4066 ‐0.3058
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 789.3964 TMIWEK 1189.1860 789.3979 17.8279 1900 1 789.3979 2.72
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 874.3690 RNDDFPE 174.7188 874.3675 21.9794 1529 1 874.3675 ‐0.7412
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 861.3625 DYTYDGK 13978.7900 861.3619 21.5730 1522 1 861.3619 0.2643
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1047.5040 DGHVMEHLK 129.1399 1047.5095 19.4548 1351 2 524.2584 4.52
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1065.5146 DGHVMEHLK 682.9290 1065.5128 20.0124 992 1 1065.5128 ‐0.0293
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 880.4451 VFDIIYE 151.7841 880.4478 22.7844 942 1 880.4478 4.0765
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1159.5477 EIDDENKTLT 635.6946 1159.5541 20.2661 928 2 580.2807 4.97
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 22891.9600 17631.8509 40 50.99 None 1422.7046 QMVVDIEGHVNKA 249.3869 1422.7120 16.1683 894 2 711.8596 5.1027
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 1235.6201 GLDGHVMEHLK 31713.6600 1235.6185 19.6686 55888 2 618.3129 ‐1.7554
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 1262.5688 SWDYTYDGKK 30739.3100 1262.5683 19.1057 45692 2 631.7878 ‐0.7311
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 1399.5835 NDDFPEPSGYMK 14062.9600 1399.5838 23.9103 27759 2 700.2956 0.2404
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 1134.4738 SWDYTYDGK 18285.2700 1134.4756 21.5744 17359 2 567.7415 0.9404



NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 1496.7665 MATSGTYVTEVPLK 147.2982 1496.7291 27.0838 13107 2 748.8682 ‐24.8105
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 Oxidation+M(3) 2473.1526 ITMIWEKRNDDFPEPSGYMK 385.8300 2473.1434 42.1362 3248 2 1237.0754 ‐1.2401
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 682.3229 PSGYMK 2803.8420 682.3260 21.9868 6256 1 682.3260 5.0163
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 811.3655 EPSGYMK 132.2788 811.3634 25.6359 3118 1 811.3634 ‐1.6221
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 756.4073 VMEHLK 694.5704 756.4066 19.6894 2113 1 756.4066 ‐0.1041
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 6567.0770 17631.8509 40 50.99 None 861.3625 DYTYDGK 12646.7600 861.3619 21.5730 1522 1 861.3619 0.5044
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 9209.7760 17631.8509 40 50.99 None 1383.7559 VFDIIYEFIPK 73224.2900 1383.7541 23.2892 169514 2 692.3807 ‐1.6274
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 9209.7760 17631.8509 40 50.99 None 920.4910 ITMIWEK 83601.3000 920.4910 16.9980 104788 2 460.7492 ‐1.0527
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 9209.7760 17631.8509 40 50.99 None 1439.7311 QMVVDIEGHVNKA 28889.2200 1439.7308 14.7857 16147 3 480.5818 ‐0.9965
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 9209.7760 17631.8509 40 50.99 None 706.3593 MIWEK 14083.9600 706.3589 16.9950 7971 1 706.3589 ‐0.4667
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily pro 9209.7760 17631.8509 40 50.99 None 1422.7046 QMVVDIEGHVNKA 196.6963 1422.7120 16.1683 894 2 711.8596 4.65
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1240.6354 GLEGHVMEQLK 18765.5800 1240.6354 21.7386 47161 2 620.8213 ‐0.4650
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1788.8228 SWNYTWDGKEEVFK 11001.9000 1788.8247 28.2518 42741 3 596.9464 0.4996
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1257.6256 SLVADMGNHVSK 5146.3280 1257.6253 19.4314 32070 2 629.3163 ‐0.6128
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1339.5471 NDDSPEPSGYMK 64181.0800 1339.5469 17.4621 28341 2 670.2771 ‐0.3367
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 902.5346 ITLIWEK 71197.1600 902.5349 17.7923 25309 2 451.7711 ‐0.6875
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1495.6482 RNDDSPEPSGYMK 10689.4500 1495.6479 16.0424 7849 3 499.2208 ‐1.0609
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 688.4028 LIWEK 1460.0180 688.4035 17.7877 2441 1 688.4035 1.03
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 887.4040 DMGNHVSK 3238.7610 887.4031 19.4348 1505 1 887.4031 ‐0.0007
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1240.5990 SLVADMGNHVSK 213.5229 1240.5990 19.8287 1096 1 1240.5990 2.23
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 11197.0700 17530.6210 16 37.75 None 1223.6089 GLEGHVMEQLK 245.3952 1223.6044 22.4061 984 1 1223.6044 ‐1.3994
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 1240.6354 GLEGHVMEQLK 25176.6800 1240.6354 21.7386 47161 2 620.8213 ‐0.4345
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 1788.8228 SWNYTWDGKEEVFK 11985.6200 1788.8247 28.2518 42741 3 596.9464 0.4503
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 1257.6256 SLVADMGNHVSK 7562.1080 1257.6253 19.4314 32070 2 629.3163 ‐0.5736
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 1496.7665 MATSGTYVTEVPLK 147.2982 1496.7291 27.0838 13107 2 748.8682 ‐24.8105
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 887.4040 DMGNHVSK 4357.6880 887.4031 19.4348 1505 1 887.4031 0.2488
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily pro 3559.9320 17530.6210 16 37.75 None 1183.6140 LEGHVMEQLK 444.6693 1183.6104 21.7176 1082 2 592.3088 ‐3.5748
NP_194119.1 uncharacterized protein Arabidopsis thaliana 239.6227 23587.9685 4 10.55 Carbamidomethyl+C(5) 1291.5736 QGNGCWLSQLE 2394.6930 1291.5767 27.0077 10569 1 1291.5767 5.29
NP_194119.1 uncharacterized protein Arabidopsis thaliana 239.6227 23587.9685 4 10.55 None 1175.6089 MVEGKEEVVR 1385.1260 1175.6095 17.8537 3156 2 588.3084 ‐0.0500
NP_194119.1 uncharacterized protein Arabidopsis thaliana 239.6227 23587.9685 4 10.55 None 1480.7795 YDNVLEAKPIYR 385.8388 1480.8157 24.4247 874 2 740.9115 24.6585
NP_194119.1 uncharacterized protein Arabidopsis thaliana 239.6227 23587.9685 4 10.55 None 1472.7479 DDLDITLPLNESK 220.1515 1472.7198 34.5904 814 2 736.8635 ‐18.9351
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 846.4866 ALDMIRK 730.0780 846.4924 21.1648 26825 2 423.7498 5.13
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1485.7907 GLVDSDTLPLNVSR 5376.2850 1485.7930 28.1483 8639 2 743.4001 1.82
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 2843.3065 SDDLAGGLNIEAEPVEQQEENTKDEL 1609.4330 2843.3138 30.3301 6038 3 948.4428 3.1583
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1260.6066 GNLASENVDDVK 2759.9830 1260.6023 18.1914 5430 2 630.8048 ‐3.8458
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1097.4833 FGWSANMER 942.1490 1097.4861 24.1305 4988 2 549.2467 1.12
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1637.8057 ETVYEWELLNDVK 1062.4800 1637.8101 32.4549 2360 2 819.4087 2.30
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1004.4895 DVLGEGDTAK 1445.1820 1004.4888 15.9651 1958 1 1004.4888 0.7827
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1620.7653 FAVSEDTWNEPLGR 6019.8840 1620.7658 28.1468 7436 2 810.8866 0.6170
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 336.4124 94261.1615 19 12.76 None 1653.9395 LGIIEDAANRNRLAK 390.5222 1653.9275 33.0224 22624 2 827.4674 ‐6.9306
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 846.4866 ALDMIRK 1085.6080 846.4924 21.1648 26825 2 423.7498 5.91
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1485.7907 GLVDSDTLPLNVSR 6618.7360 1485.7930 28.1483 8639 2 743.4001 1.47
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1097.4833 FGWSANMER 1350.3820 1097.4861 24.1305 4988 2 549.2467 1.81
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1473.7584 SQKDIFYITGSSK 854.4523 1473.7536 21.7789 2842 2 737.3804 ‐3.0840
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1637.8057 ETVYEWELLNDVK 489.1877 1637.8101 32.4549 2360 2 819.4087 3.77
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 2843.3065 SDDLAGGLNIEAEPVEQQEENTKDEL 406.4383 2843.3177 33.3395 2040 3 948.4441 4.14
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1620.7653 FAVSEDTWNEPLGR 2260.7400 1620.7658 28.1468 7436 2 810.8866 0.8429
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1335.6573 IMQSQTLSDANK 551.7242 1335.6476 20.7661 1962 3 445.8874 ‐8.2758
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 1864.9691 VKETVYEWELLNDVK 683.3504 1864.9604 27.9449 1849 3 622.3250 ‐5.2081
NP_194150.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94261.1615 19 12.76 None 461.2354 TGSSK 68.1906 461.2380 22.8622 1707 1 461.2380 5.48
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1580.8067 AVITVPAYFNDSQR 46331.4400 1580.8076 17.6961 38837 2 790.9074 0.7538
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1381.6594 NQADSVVYQTEK 61855.8100 1381.6591 17.1451 32545 2 691.3332 ‐0.3905
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1066.5779 TTPSVVAYTK 22953.8600 1066.5776 18.7356 27973 2 533.7925 ‐0.9894
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1579.8115 QAVVNPENTFFSVK 18198.1200 1579.8116 29.5904 23928 2 790.4094 0.2480
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1024.6150 IPAVQELVR 13497.3800 1024.6153 25.5573 20849 2 512.8113 ‐0.5096
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 5584.1010 2535.3054 21.4957 16850 3 845.7733 1.00
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1737.8806 IINEPTAASLAYGFDR 10095.1800 1737.8809 29.6957 16822 2 869.4441 0.6564
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1373.7271 DIDEVILVGGSTR 6838.4340 1373.7299 28.4719 16332 2 687.3686 1.18
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1461.7696 QFAAEEISAQVLR 11555.0200 1461.7692 29.6040 13535 2 731.3882 ‐0.3073
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1145.6048 DEGIDLLKDK 14444.5400 1145.6045 23.3614 12392 2 573.3059 ‐0.8829
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 870.5407 IAGLEVLR 12725.8500 870.5405 16.7490 12201 2 435.7739 ‐1.3997
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1626.6402 GGDGDDVIDADFTDSQ 10360.5200 1626.6431 26.6115 10726 2 813.8252 2.0787
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 869.5091 GVPQIEVK 9565.3430 869.5094 20.2259 7724 2 435.2583 ‐0.7347
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1865.9756 IINEPTAASLAYGFDRK 3044.2480 1865.9776 17.1150 6907 3 622.6641 0.6068
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1849.0066 LSFKDIDEVILVGGSTR 2868.0120 1849.0079 34.9226 1294 3 617.0075 0.2388
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1663.8537 FDIDANGILSVSAVDK 287.4271 1663.8790 33.8674 12435 2 832.4431 15.5362
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1305.7202 VVDWLAAEFKK 1052.9060 1305.6854 15.3668 1066 2 653.3464 ‐26.9004
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 3325.6295 SEVFSTAADGQTSVEINVLQGEREFVRDNK 585.0449 3325.6048 37.4867 903 3 1109.2065 ‐6.2891
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 2431.8000 1595.7707 27.9001 17199 2 798.3890 ‐1.4749
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 2902.4462 KQDITITGASTLPKDEVDQMVQEAER 3569.9810 2902.4486 30.6711 13933 4 726.3676 0.3139
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1794.8327 DEVDQMVQEAERFAK 431.7191 1794.8178 54.4927 2123 2 897.9126 ‐7.6859
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1841.8698 KMNEVDEESKQVSYR 598.9410 1841.8574 19.5326 1524 2 921.4323 ‐6.0894
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 3120.5518 QDITITGASTLPKDEVDQMVQEAERFAK 1110.5180 3120.5331 35.1636 1482 3 1040.8492 ‐5.0943
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 812.4876 VPQIEVK 193.2991 812.4861 19.6701 15271 2 406.7467 ‐3.0576
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 690.1601 1396.6430 28.2727 4211 2 698.8251 1.0399
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 743.4410 VQELVR 162.4053 743.4408 23.4654 4021 1 743.4408 0.2445
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 488.3079 IEVK 69.7813 488.3085 18.5032 3527 1 488.3085 0.8762
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 757.4567 AGLEVLR 415.3827 757.4573 16.7422 3273 1 757.4573 1.10
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1139.5579 ADSVVYQTEK 2239.8240 1139.5564 17.1494 852 1 1139.5564 0.6399



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 851.4985 GVPQIEVK 62.2582 851.5011 19.3921 10547 1 851.5011 3.57
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1645.8432 FDIDANGILSVSAVDK 430.0865 1645.8389 34.8584 5774 2 823.4231 ‐2.2905
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4419.7250 76622.1668 53 39.83 None 1444.7431 QFAAEEISAQVLR 274.8288 1444.7455 29.6467 967 2 722.8764 1.28
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1580.8067 AVITVPAYFNDSQR 52992.7500 1580.8076 17.6961 38837 2 790.9074 0.5116
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 5674.2490 2535.3054 21.4957 16850 3 845.7733 2.37
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 870.5407 IAGLEVLR 14276.1200 870.5405 16.7490 12201 2 435.7739 ‐1.4803
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1865.9756 IINEPTAASLAYGFDRK 1892.4070 1865.9776 17.1150 6907 3 622.6641 0.8508
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 3056.5681 VVGIDLGTTNSAVAAMEGGKPTIVTNAEGQ 1043.7060 3056.5776 18.4521 6621 3 1019.5307 4.20
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1849.0066 LSFKDIDEVILVGGSTR 1020.9090 1849.0091 20.2820 3434 3 617.0079 1.0913
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 2774.3513 QDITITGASTLPKDEVDQMVQEAER 296.3705 2774.3907 22.0360 14411 3 925.4684 15.0307
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1737.8806 IINEPTAASLAYGFDR 247.9878 1737.8429 23.8135 1757 2 869.4251 ‐21.5105
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1579.8115 QAVVNPENTFFSVK 178.7490 1579.7975 22.8161 1700 2 790.4024 ‐8.9269
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1305.7202 VVDWLAAEFKK 365.0426 1305.6854 15.3668 1066 2 653.3464 ‐27.0800
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 2988.5901 DAGRIAGLEVLRIINEPTAASLAYGFDR 577.4785 2988.5777 23.4602 40723 3 996.8641 ‐3.0887
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1826.9218 TGPFSTPTSAFLRMGTR 132.1356 1826.9143 21.3406 3843 2 913.9608 ‐3.7456
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 Oxidation+M(10) 2074.0287 NLNGKGGTFMPRSAFFGTR 473.3849 2074.0246 20.0506 8232 2 1037.5159 ‐1.2426
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 Oxidation+M(10) 1781.8428 NLNGKGGTFMPRSAFFG 185.6441 1781.8339 20.7399 101894 2 891.4206 ‐4.7341
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 889.4526 NLNGKGGTF 121.4721 889.4569 20.0127 7615 1 889.4569 5.48
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1624.7966 INEPTAASLAYGFDR 138.7142 1624.7921 22.9853 4459 2 812.8997 ‐2.7071
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 757.4567 AGLEVLR 329.9542 757.4573 16.7422 3273 1 757.4573 1.0373
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 988.4946 QDITITGAST 81.5436 988.4986 21.2998 2083 1 988.4986 5.1208
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 Oxidation+M(10) 1272.6154 NLNGKGGTFMPR 156.0289 1272.6130 20.0114 852 1 1272.6130 0.2786
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1830.9960 LSFKDIDEVILVGGSTR 1365.5890 1830.9951 19.7974 3133 2 916.0012 ‐0.1588
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1531.1840 76622.1668 53 39.83 None 1847.9650 IINEPTAASLAYGFDRK 350.0409 1847.9600 17.8813 1350 3 616.6582 ‐2.9750
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23218.4400 14601.4680 7 45.99 None 1655.8850 EQLALAADVPLTAESK 28532.5200 1655.8857 28.8389 45438 2 828.4465 0.7370
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23218.4400 14601.4680 7 45.99 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 93671.8000 3233.5980 47.3699 29934 3 1078.5375 ‐1.4389
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23218.4400 14601.4680 7 45.99 None 1272.6504 MASLSTTSLSFK 316.2586 1272.6771 23.7774 10452 2 636.8422 20.5711
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23218.4400 14601.4680 7 45.99 None 2297.2599 VSDIVKEQLALAADVPLTAESK 187.6830 2297.2260 19.1273 2235 3 766.4135 ‐14.7715
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23218.4400 14601.4680 7 45.99 None 1052.5622 SLSTTSLSFK 217.9752 1052.5548 25.6251 1444 1 1052.5548 ‐5.4260
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23005.7600 14601.4680 7 45.99 None 1655.8850 EQLALAADVPLTAESK 24092.3800 1655.8857 28.8373 44677 2 828.4465 0.9590
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 23005.7600 14601.4680 7 45.99 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 95390.0500 3233.5972 47.3704 28231 3 1078.5372 ‐1.9955
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1332.7005 GILAADESTGTIGK 18034.3000 1332.7003 21.8715 29865 2 666.8538 ‐0.4561
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1488.8016 GILAADESTGTIGKR 6762.1140 1488.8002 20.1139 25049 3 496.9383 ‐1.8618
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1686.8545 IGATEPSELSIQENAK 4030.4360 1686.8538 22.4669 11216 2 843.9305 ‐0.0180
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1492.7390 FASINVENIESNR 1938.2920 1492.7416 25.9070 7056 2 746.8744 1.07
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 Carbamidomethyl+C(5) 3009.5238 YAIICQENGLVPIVEPEVLTDGSHDIK 1267.5730 3009.5131 34.0212 4394 3 1003.8425 ‐2.7853
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 749.4192 YIATPGK 953.9998 749.4184 21.0168 3355 1 749.4184 ‐0.5851
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 3083.5718 TVPPAVPGIVFLSGGQSEEEATLNLNAMNK 863.6687 3083.5391 25.4463 2754 3 1028.5179 ‐9.7273
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 2232.1102 GVVDLAGTNGETTTQGLDSLGAR 384.4053 2232.1248 27.9145 1217 2 1116.5660 7.02
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 2600.4004 TTDGKPFVELLMENGVIPGIKVDK 336.6678 2600.4031 47.3532 977 3 867.4725 1.67
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 732.4363 TGTIGKR 241.8146 732.4399 19.5285 2333 1 732.4399 5.83
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 1205.6121 AADESTGTIGKR 277.5754 1205.6144 20.2604 1500 1 1205.6144 4.1156
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 1450.4210 38578.8257 12 30.17 None 975.4782 TTDGKPFVE 124.3004 975.4780 47.7606 910 1 975.4780 1.1249
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 1116.5354 ALVDAPDMER 16591.2500 1116.5420 21.7313 29760 2 558.7746 5.75
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 1301.6484 VALVNYGEDHGK 19792.7100 1301.6508 18.3395 12253 3 434.5551 0.7159
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 904.4808 ALIEAMEK 9824.3470 904.4816 21.1888 9436 2 452.7444 ‐0.2324
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 1371.7842 LSLTDIVIDINR 686.8951 1371.7858 21.1057 5590 2 686.3966 1.0102
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 964.4483 ANLNDFDR 6123.3420 964.4495 18.7575 5282 2 482.7284 0.2865
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 1202.5800 ALVNYGEDHGK 213.4209 1202.5860 17.3450 3360 2 601.7966 4.43
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4024.2480 15505.4234 11 37.31 None 919.3904 NYGEDHGK 427.8010 919.3875 18.3372 786 1 919.3875 ‐1.9857
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3202.0550 15505.4234 11 37.31 None 1301.6484 VALVNYGEDHGK 29714.6800 1301.6508 18.3395 12253 3 434.5551 0.7517
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3202.0550 15505.4234 11 37.31 None 904.4808 ALIEAMEK 9062.4030 904.4816 21.1888 9436 2 452.7444 ‐0.3748
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3202.0550 15505.4234 11 37.31 None 720.3597 IEAMEK 3079.9370 720.3625 21.1598 3359 1 720.3625 4.89
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 3202.0550 15505.4234 11 37.31 None 919.3904 NYGEDHGK 365.9850 919.3875 18.3372 786 1 919.3875 ‐1.7246
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfam 82.2211 44486.9531 2 3.2 None 1158.6517 GVLLYGPPGTGK 2726.9990 1158.6517 15.8570 13110 2 579.8295 ‐0.6340
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfam 82.2211 44486.9531 2 3.2 None 1002.5619 LLYGPPGTGK 133.6389 1002.5563 16.9753 1364 1 1002.5563 ‐4.0585
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 None 1040.6463 LVTPLTLQR 39950.0800 1040.6447 16.5810 11985 2 520.8260 ‐2.3100
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 2800.0630 1336.6257 18.7714 7507 2 668.8165 ‐4.5702
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 None 1608.7752 ISQEVSGDALGEEFK 1246.4520 1608.7749 25.3442 5524 2 804.8911 0.0782
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 Carbamidomethyl+C(2) 1826.0456 GCIVSPDLSVLNLVIVK 6891.8220 1826.0424 22.6035 4940 2 913.5249 ‐1.1035
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 None 1168.7412 LVTPLTLQRK 170.2948 1168.7147 19.8164 1124 2 584.8610 ‐23.2282
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 None 2359.1929 RISQEVSGDALGEEFKGYVFK 667.0206 2359.1768 25.5255 2001 2 1180.0921 ‐5.1810
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 None 828.4938 TPLTLQR 207.5710 828.4899 16.5779 1249 1 828.4899 ‐3.8646
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 2673.8500 28595.2031 8 23.60 Carbamidomethyl+C(10) 1318.6209 FNVANPTTGCQK 287.9728 1318.6214 17.0271 2899 2 659.8143 0.0933
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1700.9429 ALDSQIAALSEDIVKK 6453.9240 1700.9442 31.4388 23368 3 567.6529 0.1117
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1232.5940 ELDEQAAAVMR 26210.0700 1232.5947 21.6288 18280 2 616.8010 0.1513
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1675.8749 EALASLESQKEETIK 3514.5320 1675.8707 21.2916 13102 3 559.2951 ‐3.1895
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1572.8479 ALDSQIAALSEDIVK 6745.1980 1572.8454 33.7689 10565 2 786.9263 ‐1.4305
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1992.9543 DTSTEVKELDEQAAAVMR 3626.7340 1992.9584 30.4545 5145 3 664.9910 1.83
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 1090.5263 ETQVEVEEK 825.3987 1090.5221 39.3151 1105 1 1090.5221 ‐2.0300
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 900.5149 AEIAAALNK 2137.5110 900.5235 18.1397 4155 2 450.7654 8.57
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 2403.2501 VEEELKEALASLESQKEETIK 209.5949 2403.2603 20.6031 3050 3 801.7583 4.38
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 2291.1296 DTSTEVKELDEQAAAVMRAAR 973.0738 2291.1098 36.0109 5139 3 764.3748 ‐8.6365
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 945.4888 SQKEETIK 400.3003 945.4905 20.7915 6944 1 945.4905 3.1387
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 761.3676 DTSTEVK 259.2773 761.3697 36.2353 1441 1 761.3697 3.15
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 2930.6780 23917.8178 12 31.96 None 990.4673 DEQAAAVMR 247.2731 990.4690 19.5994 1057 2 495.7381 0.8023
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 1791.9527 LGVAEVQELPFFDTVK 3803.9080 1791.9548 21.3694 19112 2 896.4810 1.36
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 1221.6660 IAILNANYMAK 14928.0400 1221.6666 17.0062 19054 2 611.3369 ‐0.1292
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 2221.0628 FDAGLTESQMIQHMVDLASK 1685.8480 2221.0677 20.9572 16607 3 741.0274 2.12



NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 Carbamidomethyl+C(3) 1838.9041 TFCIPHGGGGPGMGPIGVK 3358.1140 1838.9053 16.8237 13458 3 613.6400 0.4169
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 1320.6735 EYAAFPAPWLR 4129.2600 1320.6754 19.9146 11258 2 660.8413 0.9349
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 327.7047 2484.2119 17.5108 11001 4 621.8084 ‐0.7270
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 4851.4660 1094.5687 17.5478 10962 2 547.7880 1.78
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 6811.7060 3029.5885 19.4141 8418 3 1010.5344 ‐0.7515
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 2068.0684 SFIGMGYYNTHVPTVILR 4380.4010 2068.0705 19.3393 6743 3 690.0284 0.9941
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 3237.4941 LMDYGFHGPTMSWPVPGTLMIEPTESESK 3373.1050 3237.4859 21.4944 6712 3 1079.8335 ‐1.1560
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 1453.7686 YVSSLSPFISTPR 116.6112 1453.7566 20.9739 2808 2 727.3819 ‐8.4918
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 Carbamidomethyl+C(4) 2028.0682 KLVCTLLPEEEQVAAAVSA 277.7214 2028.0506 24.7099 1551 2 1014.5289 ‐8.0334
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 1602.8526 VFASGKPVPFTAESLA 386.9087 1602.8516 19.6842 2334 2 801.9294 ‐0.6572
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1256.8510 113894.9909 16 23.53 None 853.4454 PFFDTVK 159.1588 853.4426 22.5472 2195 1 853.4426 ‐2.7678
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1198.7154 LAVQLVAGGSGVK 90139.2800 1198.7133 15.7678 56891 2 599.8603 ‐2.2454
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 3636.8230 2555.3488 22.1746 42113 2 1278.1780 3.73
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1143.6004 GGVIDEDALVR 64822.9800 1143.5998 24.0320 39089 2 572.3035 ‐1.1898
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 11235.2300 2567.1940 31.7470 33190 2 1284.1007 ‐0.4968
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 2278.1965 GIIEPISDVYVNLVNADFTAK 3305.7070 2278.1904 22.5504 29261 2 1139.5988 ‐1.2472
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1050.5466 ILNDETFAK 12524.3200 1050.5473 20.4354 24694 2 525.7773 ‐0.1506
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 12000.2900 1159.6506 18.6253 21415 2 580.3289 ‐0.4300
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1324.6644 VIAHDPYAPADR 71744.3800 1324.6639 16.8728 18888 3 442.2261 ‐1.4966
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 905.5455 TLAVLGFGK 9883.8140 905.5460 17.7993 18037 2 453.2767 ‐0.4186
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLTPTT 7541.7520 3468.7764 44.2536 12955 4 867.9495 1.12
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1240.6056 FASSLSESGEVK 4499.0920 1240.6063 19.0157 11515 2 620.8068 0.1350
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMSVGR 2695.0440 3005.4765 22.0589 8878 3 1002.4970 ‐1.0390
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 Carbamidomethyl+C(18) 4354.1629 AGVGIDNVDLSAATEFGCLVVNAPTANTIA 3171.7210 4354.1714 49.0287 6867 4 1089.2983 2.73
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1702.9374 ALDAGIVAQAALDVFTK 2652.0870 1702.9368 22.9180 6189 2 851.9720 0.0363
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1590.8778 IGEIPAVEEFVFLK 4836.0800 1590.8772 22.2314 7132 2 795.9422 ‐0.1487
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1703.9618 IGEIPAVEEFVFLKL 2513.7460 1703.9444 24.3673 11931 2 852.4758 ‐9.8210
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1585.8618 KQAIMAIGVDDIPSK 3018.0940 1585.8623 25.8025 10874 3 529.2923 ‐0.4791
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 864.4825 AALDVFTK 111.6657 864.4797 24.0360 11378 1 864.4797 ‐2.3610
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1433.7522 VLLDGSPESPLETI 196.0866 1433.7564 21.6596 4264 2 717.3818 2.63
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 691.4137 AVLGFGK 5131.2410 691.4129 17.7979 3006 1 691.4129 ‐0.9555
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 686.4196 DALIVR 180.7551 686.4189 16.7480 2382 1 686.4189 ‐0.5859
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 904.4159 DPYAPADR 274.4709 904.4156 15.8501 2018 1 904.4156 0.7412
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1186.6354 GIIEPISDVYV 186.3116 1186.6331 23.9989 1732 2 593.8202 ‐2.5063
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 867.4359 VIAHDPYA 655.4325 867.4343 16.8628 1165 1 867.4343 ‐0.9469
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 842.4618 PEELNIK 157.9310 842.4640 33.8227 1107 1 842.4640 3.13
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 2203.1645 IIEPISDVYVNLVNADFTAK 527.8100 2203.1512 22.5360 850 2 1102.0793 ‐4.7014
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 6815.2460 63610.2070 57 49.09 None 1684.9268 ALDAGIVAQAALDVFTK 304.1579 1684.9236 22.7411 1335 2 842.9654 ‐1.5365
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 10677.2600 2567.1940 31.7470 33190 2 1284.1007 0.2156
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 1050.5466 ILNDETFAK 6418.9580 1050.5473 20.4354 24694 2 525.7773 ‐0.2179
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 1324.6644 VIAHDPYAPADR 37834.6900 1324.6639 16.8728 18888 3 442.2261 ‐1.4649
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 1143.6004 GGVIDEDALVR 238.4310 1143.5926 21.7135 4198 2 572.2999 ‐7.4917
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 1585.8618 KQAIMAIGVDDIPSK 3129.9060 1585.8623 25.8025 10874 3 529.2923 ‐0.4929
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 867.4359 VIAHDPYA 374.6431 867.4343 16.8628 1165 1 867.4343 ‐0.7047
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 842.4618 PEELNIK 99.6174 842.4640 33.8227 1107 1 842.4640 3.44
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 796.3988 VIAHDPY 309.4047 796.3963 16.8690 1052 1 796.3963 ‐2.2605
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1243.8940 63610.2070 57 49.09 None 1225.5960 IAHDPYAPADR 1173.9500 1225.5986 16.8659 971 2 613.3029 1.73
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1198.7154 LAVQLVAGGSGVK 63314.7500 1198.7133 15.7678 56891 2 599.8603 ‐2.4007
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 7363.3910 2555.3488 22.1746 42113 2 1278.1780 2.34
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 2278.1965 GIIEPISDVYVNLVNADFTAK 3986.2160 2278.1904 22.5504 29261 2 1139.5988 ‐1.6480
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 6783.5900 1159.6506 18.6253 21415 2 580.3289 ‐0.5763
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 905.5455 TLAVLGFGK 14900.7300 905.5460 17.7993 18037 2 453.2767 ‐0.5071
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLTPTT 5034.9710 3468.7757 24.4984 11529 4 867.9494 1.62
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMSVGR 3169.8110 3005.4765 22.0589 8878 3 1002.4970 ‐0.7103
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1702.9374 ALDAGIVAQAALDVFTK 3282.3110 1702.9368 22.9180 6189 2 851.9720 ‐0.2336
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1457.7668 QAIMAIGVDDIPSK 636.1261 1457.7990 18.8066 35824 2 729.4031 21.8154
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1050.5466 ILNDETFAK 341.5102 1050.5281 21.2062 2710 1 1050.5281 ‐16.3386
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1428.7845 SPLPSAISVAFPSR 123.6002 1428.7533 22.4558 1382 2 714.8803 ‐22.1443
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 Carbamidomethyl+C(17) 1994.0263 VGSFEVDVTLEGSIILCR 224.3891 1993.9805 21.1966 1330 3 665.3317 ‐23.0603
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1929.0361 QAIMAIGVDDIPSKETLK 338.9007 1929.0851 19.3542 1147 2 965.0462 25.9029
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1433.7522 VLLDGSPESPLETI 249.8616 1433.7564 21.6596 4264 2 717.3818 2.76
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 691.4137 AVLGFGK 4391.0340 691.4129 17.7979 3006 1 691.4129 ‐1.2763
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 686.4196 DALIVR 102.6681 686.4189 16.7480 2382 1 686.4189 ‐0.9065
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 915.5258 QLVAGGSGVK 877.8218 915.5255 15.7483 1269 1 915.5255 0.4418
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1186.6354 GIIEPISDVYV 176.0300 1186.6402 21.7421 1017 2 593.8237 3.64
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 787.4672 LVAGGSGVK 522.1461 787.4674 15.7604 972 1 787.4674 0.5703
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1684.9268 ALDAGIVAQAALDVFTK 339.4773 1684.9236 22.7411 1335 2 842.9654 ‐1.8023
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2691.8620 63610.2070 57 49.09 None 1033.5201 ILNDETFAK 314.1002 1033.5236 19.4865 4435 1 1033.5236 4.16
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5598.2920 18606.1756 5 23.84 None 2098.9750 IEMELFADTTPNTAENFR 52204.4700 2098.9719 32.3831 30800 2 1049.9896 ‐0.3401
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5598.2920 18606.1756 5 23.84 None 1526.7672 VFFDMSLSGTPIGR 1658.9850 1526.7706 34.1880 6325 2 763.8889 2.40
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 5598.2920 18606.1756 5 23.84 None 1168.6361 FKDENFIKK 5706.1270 1168.6375 16.8663 10432 3 390.2173 ‐0.0689
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3648.1330 18606.1756 5 23.84 None 2098.9750 IEMELFADTTPNTAENFR 34114.0200 2098.9719 32.3831 30800 2 1049.9896 0.1316
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 3648.1330 18606.1756 5 23.84 Carbamidomethyl+C(7) 1192.5878 VVTITDCGQLS 1220.5940 1192.5901 23.3707 18452 2 596.7987 1.71
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1136.6786 APGVQTPVIVR 61523.3100 1136.6794 22.2055 252732 2 568.8433 0.0291
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 798.4832 LNVRPSI 10183.4300 798.4830 21.3063 49273 2 399.7451 ‐1.6760
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1072.5422 WIDALSDPR 10668.7800 1072.5421 25.1456 28748 2 536.7747 ‐0.8677
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1679.7880 HMDGSGVNTYMLINK 12903.4300 1679.7904 24.6339 24237 3 560.6017 0.7236



NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 5639.7020 2831.3005 29.0699 20162 4 708.5806 ‐0.9899
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 Carbamidomethyl+C(8) 1176.5718 YPTPPAVCSGK 3132.1750 1176.5727 19.0017 16346 2 588.7900 0.2211
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1483.7216 SIWISYWSQADK 421.1300 1483.6878 30.3726 5095 2 742.3475 ‐22.6256
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1493.7933 FPDMVHALKPNPK 618.7427 1493.7623 24.3166 1819 2 747.3848 ‐20.6016
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 Carbamidomethyl+C(12) 1641.8054 HAEKYPTPPAVCSGK 715.5220 1641.8067 16.9272 5615 3 547.9404 0.0322
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 2273.0218 VGGTNHSHATQDLYDSIAAGNY 258.3652 2273.0306 30.5822 35725 2 1137.0189 5.85
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 472.2878 RPSI 81.9942 472.2873 20.2524 16722 1 472.2873 ‐1.3798
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 571.3562 VRPSI 79.9673 571.3557 20.2796 8480 1 571.3557 ‐0.9773
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 968.5887 GVQTPVIVR 671.8146 968.5895 22.2042 7139 1 968.5895 2.27
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1065.6415 PGVQTPVIVR 1050.5600 1065.6422 22.2043 3927 2 533.3248 ‐0.1221
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 583.3926 PVIVR 3130.4390 583.3906 22.2062 2140 1 583.3906 ‐3.3869
NP_195235.1 catalase 2 Arabidopsis thaliana 2715.1270 57273.5396 16 21.95 None 1465.7110 SIWISYWSQADK 147.5756 1465.7191 28.8519 4065 2 733.3632 5.82
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1589.7693 VPSFEELEQTPDAK 5654.2270 1589.7710 26.4537 25000 2 795.3891 1.37
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1901.0531 VFNFAAGPATLPENVLLK 7901.0640 1901.0536 21.0158 23124 2 951.0304 1.0261
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1905.9626 DLIGNAQDITPVMLDYK 12188.8000 1905.9616 33.9033 21213 2 953.4845 0.2513
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1463.7563 ASIYNAMPLAGVEK 4330.9790 1463.7558 28.3846 21050 2 732.3816 ‐0.3163
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1278.6762 SLMNVPFTLEK 4520.6160 1278.6793 19.1135 14361 2 639.8433 2.0800
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1065.5463 SELEAEFIK 30551.2100 1065.5469 25.3811 12855 2 533.2771 ‐0.1085
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1136.5483 AQADLYNWR 2876.9470 1136.5517 23.8136 11304 2 568.7795 2.89
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1324.7947 NVGPSGVTIVIIR 10574.2300 1324.7955 18.0513 10363 2 662.9014 0.3201
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1308.5493 GSGMSVMEMSHR 3114.3310 1308.5473 19.6466 6819 2 654.7773 ‐1.8828
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 Carbamidomethyl+C(30) 3462.8342 QLLEIPQEYSVLFLQGGATTQFAALPLNLCK 1749.1060 3462.8223 43.8734 1513 3 1154.9456 ‐2.1510
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 1194.7093 PATLPENVLLK 165.6167 1194.7040 19.8244 3099 2 597.8556 ‐4.9160
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 2485.7230 47815.6348 29 34.42 None 736.3876 EAEFIK 8422.6580 736.3890 25.3909 1034 1 736.3890 2.14
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1589.7693 VPSFEELEQTPDAK 9989.0230 1589.7706 26.4348 22216 2 795.3889 1.18
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1905.9626 DLIGNAQDITPVMLDYK 11811.8500 1905.9616 33.9033 21213 2 953.4845 0.6238
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1463.7563 ASIYNAMPLAGVEK 7006.9310 1463.7558 28.3846 21050 2 732.3816 ‐0.1712
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1136.5483 AQADLYNWR 1894.5730 1136.5517 23.8136 11304 2 568.7795 2.58
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1308.5493 GSGMSVMEMSHR 3056.7010 1308.5473 19.6466 6819 2 654.7773 ‐1.8175
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1464.7581 SELEAEFIKEAAK 147.4831 1464.7286 35.0711 2287 2 732.8679 ‐19.9979
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 923.4469 DLIGNAQDI 512.4929 923.4423 32.8827 1800 1 923.4423 ‐3.4940
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1149.7530 47815.6348 29 34.42 None 1119.5218 AQADLYNWR 360.9666 1119.5230 23.5828 1338 2 560.2651 0.4225
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1901.0531 VFNFAAGPATLPENVLLK 6105.1790 1901.0536 21.0158 23124 2 951.0304 0.7110
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1278.6762 SLMNVPFTLEK 6492.9030 1278.6793 19.1135 14361 2 639.8433 1.66
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1324.7947 NVGPSGVTIVIIR 8296.0190 1324.7955 18.0513 10363 2 662.9014 0.1362
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1039.5571 FGVIYGGAQK 3446.3450 1039.5543 14.7737 1160 2 520.2808 ‐3.6528
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 Carbamidomethyl+C(13) 2302.0843 NGFLVADMSSNFCSKPVDVSK 112.9236 2302.1034 22.6953 13892 2 1151.5553 9.19
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1162.6830 GKEFLSIIQK 2197.9510 1162.6841 16.4167 6760 2 581.8457 0.1969
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 Oxidation+M(14) 2050.0525 KDLIGNAQDITPVMLDYK 735.6354 2050.0524 20.2868 3708 2 1025.5299 0.6597
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 None 1194.7093 PATLPENVLLK 93.2047 1194.7040 19.8244 3099 2 597.8556 ‐5.0704
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 809.2505 47815.6348 29 34.42 Carbamidomethyl+C(13) 2285.0577 NGFLVADMSSNFCSKPVDVSK 136.3788 2285.0646 23.9705 9725 2 1143.0359 4.0784
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 1600.5710 2104.0864 22.3548 17476 2 1052.5469 ‐1.9720
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1116.6259 TSLAPGSGVVTK 20206.6200 1116.6264 18.2606 16862 2 558.8168 ‐0.2273
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8466.6420 1548.8254 21.4018 14768 2 774.9163 ‐1.3805
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 914.5669 ILLESAIR 30471.4700 914.5676 16.2711 12667 2 457.7874 ‐0.2833
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1202.6052 ILDWENTSPK 1071.4070 1202.6051 18.9523 8374 2 601.8062 ‐0.5565
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 2298.2816 INPLVPVDLVIDHSVQVDVAR 3658.6530 2298.2884 37.3353 5432 3 766.7677 2.43
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1331.5824 MFVDYSEPESK 893.7566 1331.5852 22.1686 3642 2 666.2962 1.97
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 2056.3110 2168.0715 35.2677 3408 2 1084.5394 5.45
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 981.5074 LSVFDAAMK 2276.4650 981.5159 16.9351 5602 2 491.2616 7.56
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(4) 2732.2985 DAYCLLNFGDSITTDHISPAGSIHK 202.7405 2732.3213 19.2553 4651 3 911.4453 8.71
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 2052.9945 NEGRDTIILAGAEYGSGSSR 623.0797 2052.9816 16.6910 3668 2 1026.9944 ‐5.2240
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1295.6235 GMTMSPPGPHGVK 386.9082 1295.6282 23.2053 3219 1 1295.6282 6.1676
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(10) 2150.1274 ILLESAIRNCDEFQVKSK 4002.2230 2150.1244 25.3918 12491 2 1075.5659 ‐0.1739
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1664.8173 GNDEIMARGTFANIR 1399.6340 1664.8214 19.1197 2999 2 832.9143 2.01
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 2710.3947 GFAVPKEAQSKAVEFNFNGTTAQLR 450.9209 2710.3894 30.4329 1337 3 904.1347 ‐1.5132
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 4295.2711 VHPLTRANYLASPPLVVAYALAGTVDIDFET 186.3371 4295.2963 18.3024 800 6 716.7221 5.25
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(1) 454.2119 CFK 79.7259 454.2137 22.3146 18042 1 454.2137 3.71
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1360.6743 FETQPIGTGKDGK 158.7645 1360.6825 17.3066 2503 3 454.2323 4.40
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 988.5323 ARGTFANIR 99.7679 988.5275 20.3878 2434 2 494.7674 ‐5.7592
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 801.4829 LLESAIR 451.4552 801.4836 16.2685 1778 1 801.4836 1.86
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(9) 1234.6687 VGMGIIPLCFK 177.3704 1234.6656 21.8392 1236 2 617.8364 ‐2.9607
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1397.6808 EFNFNGTTAQLR 249.1651 1397.6810 29.1747 785 2 699.3442 0.0254
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 None 1184.5946 ILDWENTSPK 230.2525 1184.6004 17.5974 3254 2 592.8038 4.13
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 911.8071 98836.5880 24 16.70 Carbamidomethyl+C(12) 1531.8012 SNLVGMGIIPLCFK 252.6094 1531.7930 21.4492 1122 2 766.4002 ‐5.1921
NP_195336.1 60S ribosomal protein L8 3 Arabidopsis thaliana 630.5009 28176.4885 4 8.91 None 1016.5306 AMIGQVAGGGR 5769.8670 1016.5299 17.3457 6830 2 508.7686 ‐1.4587
NP_195336.1 60S ribosomal protein L8 3 Arabidopsis thaliana 630.5009 28176.4885 4 8.91 None 1251.7783 ATLVVGNVLPLR 7352.8640 1251.7790 18.9868 4682 2 626.3931 0.1042
NP_195336.1 60S ribosomal protein L8 3 Arabidopsis thaliana 630.5009 28176.4885 4 8.91 None 2852.3982 GVAMNPVEHPHGGGNHQHIGHASTVRR 406.1599 2852.3426 33.1496 2846 3 951.4524 ‐18.8909
NP_195336.1 60S ribosomal protein L8 3 Arabidopsis thaliana 630.5009 28176.4885 4 8.91 Carbamidomethyl+C(19) 2568.2626 QKELFVAAEGMYTGQFLYCGKK 917.7410 2568.2663 30.9754 3395 3 856.7603 1.87
NP_195447.1 protein maternal effect embryo arrest 59 Arabidopsis thaliana 551.7786 18815.1596 4 19.8 None 1388.6540 SDEISDPEQQIK 6032.3340 1388.6525 19.4495 7919 2 694.8299 ‐1.2426
NP_195447.1 protein maternal effect embryo arrest 59 Arabidopsis thaliana 551.7786 18815.1596 4 19.8 None 2048.8891 EDNGEESEAVTAAAIGDGGEK 1098.5570 2048.8950 25.9239 1036 2 1024.9511 3.19
NP_195447.1 protein maternal effect embryo arrest 59 Arabidopsis thaliana 551.7786 18815.1596 4 19.8 None 2085.0207 SDEISDPEQQIKNANQIR 819.5748 2085.0292 18.4072 3547 3 695.6812 3.77
NP_195447.1 protein maternal effect embryo arrest 59 Arabidopsis thaliana 551.7786 18815.1596 4 19.8 None 1371.6274 SDEISDPEQQIK 944.1720 1371.6355 18.8584 992 2 686.3214 5.02
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1550.7962 AVVTVPAYFNDAQR 12657.4400 1550.7957 27.3581 15686 2 775.9015 ‐0.1787
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1806.9055 IINEPTAAALSYGMNNK 3313.3950 1806.9050 16.5845 8145 2 903.9561 0.3427
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1417.7355 EVDEVLLVGGMTR 9276.4800 1417.7355 29.4027 6189 2 709.3714 ‐0.1481
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1813.9542 IPAEIASEIETAVSDLR 2956.9380 1813.9542 40.1649 5177 2 907.4807 0.5979
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 981.4888 ETAEAYLGK 7825.3970 981.4888 18.0423 4337 2 491.2480 ‐0.8568
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1140.6735 GELLVGTPAKR 2714.7640 1140.6746 18.2912 2458 2 570.8409 0.2943



NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1579.8843 VLGEFDLVGIPPAPR 1397.2330 1579.8905 21.8794 2445 2 790.4489 4.1260
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1260.6616 MVKEAELNAQK 632.1426 1260.6553 15.0873 2048 2 630.8313 ‐5.4205
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1230.6801 ATGKEQNITIR 837.6335 1230.6598 27.0772 2727 2 615.8336 ‐16.8768
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1760.8847 MVKEAELNAQKDQEK 1053.9020 1760.8856 22.8289 2725 3 587.6334 ‐0.0772
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1402.6809 EAELNAQKDQEK 1505.5500 1402.7188 20.3972 2021 3 468.2445 26.0786
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 774.4356 NTTIPTK 607.3353 774.4466 17.5852 1510 1 774.4466 14.8459
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1352.6991 REVQMASVSAFK 566.9327 1352.6849 15.4617 1489 2 676.8461 ‐10.6913
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1633.8656 RQAVTNPTNTIFGSK 272.8748 1633.8667 19.9510 6114 2 817.4370 0.9492
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1996.0280 REVQMASVSAFKSVSANGK 136.9045 1996.0142 29.9991 4116 2 998.5107 ‐5.9970
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 2504.2272 EVQMASVSAFKSVSANGKNSMFGK 329.2523 2504.2104 18.3961 1363 3 835.4083 ‐6.4974
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1013.5262 KEAELNAQK 265.0410 1013.5267 15.1263 2934 2 507.2670 ‐0.3029
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 842.4367 ATGKEQNI 156.7392 842.4409 25.2182 2755 1 842.4409 5.14
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 901.5114 73360.1934 29 17.89 None 1081.5061 PAYFNDAQR 144.5616 1081.5093 28.3380 1203 1 1081.5093 4.17
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1550.7962 AVVTVPAYFNDAQR 12128.9900 1550.7957 27.3581 15686 2 775.9015 0.0112
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1417.7355 EVDEVLLVGGMTR 8292.1230 1417.7355 29.4027 6189 2 709.3714 ‐0.0266
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1813.9542 IPAEIASEIETAVSDLR 1867.9190 1813.9542 40.1649 5177 2 907.4807 0.9231
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1140.6735 GELLVGTPAKR 3996.5760 1140.6746 18.2912 2458 2 570.8409 0.2733
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 2507.2875 IELSSTTQTEINLPFITADASGAK 520.3527 2507.2781 39.7159 993 3 836.4309 ‐3.6982
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1278.5882 TAMAGEDVEDIK 348.4413 1278.6241 22.6219 7254 2 639.8157 27.7950
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1327.6376 NSADTTIYSVEK 424.1570 1327.6579 22.9666 5017 2 664.3326 15.1143
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1760.8847 MVKEAELNAQKDQEK 633.9848 1760.8856 22.8289 2725 3 587.6334 ‐0.1216
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 3078.4691 ATNGDTFLGGEDFDNTLLEYLVNEFKR 306.6375 3078.5491 38.8928 1138 3 1026.8546 26.5744
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 604.0801 73360.1934 29 17.89 None 1081.5061 PAYFNDAQR 704.2269 1081.5055 27.3836 2124 1 1081.5055 1.76
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1569.8054 NTVPGDVSAMVPGGIR 23680.1900 1569.8015 28.2169 66634 2 785.4044 ‐2.2884
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1806.7738 LDESTGYIDYDQMEK 141037.6000 1806.7732 24.7014 63818 2 903.8902 0.2513
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 63612.9600 2402.2104 35.7605 62730 3 801.4083 0.8769
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2171.0900 LKDFVSAMESSSTIQSEIAK 27651.4500 2171.0905 18.0904 53302 3 724.3683 0.0543
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 16104.3300 2253.2248 17.4132 51162 4 564.0617 ‐0.6155
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1041.4888 GFVEEDFAK 30237.3000 1041.4886 23.2397 43833 2 521.2479 ‐0.9683
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1180.6684 VLEAVHIASNK 58152.7300 1180.6683 19.0260 41868 2 590.8378 ‐0.6499
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 933.4822 MGTPALTSR 24566.5500 933.4816 17.4528 37963 2 467.2445 ‐1.6070
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 995.4979 FAQTLMER 12237.8100 995.4986 20.5387 36523 2 498.2529 ‐0.1403
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 20877.1000 2738.3745 23.1912 34087 3 913.4630 0.6736
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1337.6696 AYQEQVLSNSAK 63513.3700 1337.6695 17.5989 32729 2 669.3384 ‐0.3304
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1660.8403 ISAVSIFFETMPYR 18740.6500 1660.8451 22.2988 25148 2 830.9262 3.1793
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1066.5568 QFPTIGFEK 9976.2230 1066.5581 27.4863 24966 2 533.7827 0.5043
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 999.4530 YSEGYPGAR 10147.3000 999.4534 14.6904 15795 2 500.2303 ‐0.5489
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 841.4389 GAMIFFR 21543.5800 841.4384 18.0486 14826 1 841.4384 0.3055
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1091.6208 LIVAGASAYAR 47352.5200 1091.6218 14.4755 13245 2 546.3146 0.2809
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVV 4938.9120 3655.8556 41.7151 12486 4 914.7194 1.00
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1157.5361 EVLYDFEDK 34563.7900 1157.5371 25.1120 12099 2 579.2722 0.3312
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 9712.4720 2291.1277 15.4897 11931 4 573.5374 0.7140
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 715.4713 AVTIALK 9245.1360 715.4709 20.2151 5853 1 715.4709 ‐0.1293
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2808.3549 MGTPALTSRGFVEEDFAKVAEYFDK 1030.1000 2808.3334 20.3263 24582 3 936.7827 ‐7.0925
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1257.6586 LRHEVEEFAK 1804.5660 1257.6595 17.5024 5555 3 419.8913 ‐0.4682
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1788.9353 KISAVSIFFETMPYR 1938.2180 1788.9325 20.7189 3639 3 596.9823 ‐2.1407
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 818.3791 SEGYPGAR 224.8402 818.3792 17.1883 27119 1 818.3792 0.8721
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 837.3989 VEEDFAK 8205.5310 837.3987 23.2349 4794 1 837.3987 0.6155
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 545.3657 TIALK 3344.4800 545.3659 20.2162 4156 1 545.3659 0.0924
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 738.3305 EEDFAK 16749.0600 738.3315 23.2423 3530 1 738.3315 1.46
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 644.3726 PALTSR 648.2783 644.3734 17.4363 3180 1 644.3734 1.92
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1261.6270 ESSSTIQSEIAK 211.8806 1261.6330 16.7892 3139 2 631.3202 4.95
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 713.3803 MIFFR 115.1320 713.3796 18.0458 3078 1 713.3796 ‐0.5536
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 802.4417 GTPALTSR 352.1617 802.4425 17.4401 1942 1 802.4425 1.66
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2213.0577 PSENFTSVSVMQAVGSVMTNK 923.7033 2213.0614 23.1830 1497 2 1107.0343 3.0183
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 836.3897 SEGYPGAR 3524.5610 836.3886 14.6954 1402 1 836.3886 ‐0.4744
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 943.4342 FETMPYR 195.5245 943.4326 20.2111 1376 2 472.2200 ‐2.6300
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 813.3447 YDQMEK 102.6015 813.3400 25.3411 1292 1 813.3400 ‐5.0003
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 766.3842 AGASAYAR 2987.5050 766.3826 14.4722 1119 1 766.3826 ‐1.5484
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1103.5691 QEQVLSNSAK 164.5156 1103.5763 16.3639 989 2 552.2918 5.75
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 865.4526 VAGASAYAR 2725.9730 865.4517 14.4734 931 1 865.4517 ‐0.1374
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 839.4734 AVHIASNK 4599.2970 839.4725 19.0390 904 1 839.4725 ‐0.2245
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 816.3410 YDFEDK 3424.7450 816.3421 25.1061 827 1 816.3421 2.1203
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 2046.9992 ALDLPHGGHLSHGYQTDTK 1578.5530 2047.0089 15.4920 792 3 683.0078 4.72
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1023.4782 GFVEEDFAK 181.2593 1023.4850 21.8477 1927 2 512.2462 5.01
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 17650.0900 57571.8807 80 59.57 None 1320.6430 AYQEQVLSNSAK 266.6062 1320.6474 17.3473 5733 2 660.8274 3.0680
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1569.8054 NTVPGDVSAMVPGGIR 20182.8900 1569.8015 28.2169 66634 2 785.4044 ‐2.0887
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 84007.2300 2402.2103 35.7594 61791 3 801.4083 0.6895
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1180.6684 VLEAVHIASNK 61297.4000 1180.6683 19.0260 41868 2 590.8378 ‐0.6502
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 933.4822 MGTPALTSR 39942.7800 933.4816 17.4528 37963 2 467.2445 ‐1.7345
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 995.4979 FAQTLMER 10620.8500 995.4985 20.5449 35401 2 498.2529 ‐0.3657
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1066.5568 QFPTIGFEK 11666.0900 1066.5581 27.4863 24966 2 533.7827 0.4453
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1337.6696 AYQEQVLSNSAK 19800.3800 1337.6704 17.4813 13040 2 669.3389 0.4824
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 715.4713 AVTIALK 9728.9240 715.4709 20.2151 5853 1 715.4709 0.0575
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVV 3510.2130 3655.8607 41.7183 2511 4 914.7206 3.28
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 545.3657 TIALK 2936.3540 545.3659 20.2162 4156 1 545.3659 0.2173
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1255.6463 PGDVSAMVPGGIR 1686.4390 1255.6408 28.2128 4055 1 1255.6408 ‐1.6441
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 644.3726 PALTSR 1562.2470 644.3734 17.4363 3180 1 644.3734 1.02
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1354.7147 VPGDVSAMVPGGIR 321.9613 1354.7153 26.1601 2081 2 677.8613 0.2588



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 802.4417 GTPALTSR 467.1424 802.4425 17.4401 1942 1 802.4425 1.51
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 839.4734 AVHIASNK 8087.7180 839.4725 19.0390 904 1 839.4725 0.0075
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1320.6430 AYQEQVLSNSAK 323.7035 1320.6474 17.3473 5733 2 660.8274 3.1395
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 7232.8060 57571.8807 80 59.57 None 1163.6419 VLEAVHIASNK 325.3484 1163.6416 18.9653 1115 2 582.3244 ‐0.8438
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2171.0900 LKDFVSAMESSSTIQSEIAK 17148.4800 2171.0905 18.0904 53302 3 724.3683 0.3209
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 22085.8300 2253.2248 17.4132 51162 4 564.0617 ‐0.0078
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 23636.2000 2738.3745 23.1912 34087 3 913.4630 0.9824
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1660.8403 ISAVSIFFETMPYR 11428.3900 1660.8451 22.2988 25148 2 830.9262 2.89
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 841.4389 GAMIFFR 16289.5900 841.4384 18.0486 14826 1 841.4384 ‐0.0219
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1091.6208 LIVAGASAYAR 29921.1200 1091.6218 14.4755 13245 2 546.3146 0.1500
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 6438.9720 2291.1277 15.4897 11931 4 573.5374 1.89
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYADVV 1259.2610 3655.8692 23.4182 6482 4 914.7228 5.70
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1929.9110 DFVSAMESSSTIQSEIAK 1033.3980 1929.9161 18.7965 1755 2 965.4617 3.1317
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2808.3549 MGTPALTSRGFVEEDFAKVAEYFDK 2331.2090 2808.3394 20.6960 31834 3 936.7847 ‐4.6351
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1788.9353 KISAVSIFFETMPYR 1490.4090 1788.9325 20.7189 3639 3 596.9823 ‐1.9024
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1393.6515 MESSSTIQSEIAK 814.6797 1393.6510 17.8707 5604 2 697.3291 ‐0.7488
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1021.5023 LKDFVSAME 185.5047 1021.5018 18.4543 4342 1 1021.5018 0.7352
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1261.6270 ESSSTIQSEIAK 97.3968 1261.6330 16.7892 3139 2 631.3202 4.99
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1034.5299 QAVGSVMTNK 372.3505 1034.5281 23.4898 1353 1 1034.5281 ‐0.5417
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 766.3842 AGASAYAR 1362.3830 766.3826 14.4722 1119 1 766.3826 ‐1.8725
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 865.4526 VAGASAYAR 1247.7000 865.4517 14.4734 931 1 865.4517 ‐0.4658
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2046.9992 ALDLPHGGHLSHGYQTDTK 1394.5150 2047.0089 15.4920 792 3 683.0078 4.46
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 1911.9004 DFVSAMESSSTIQSEIAK 631.5034 1911.9016 19.6747 2458 2 956.4544 1.0861
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 4298.5770 57571.8807 80 59.57 None 2153.0795 LKDFVSAMESSSTIQSEIAK 397.8111 2153.0767 19.4046 1158 2 1077.0420 ‐0.4286
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 2398.2780 2073.0652 19.5157 25405 3 691.6933 0.0994
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 1085.4534 FEDENFER 26206.7600 1085.4532 18.6564 22440 2 543.2303 ‐0.8726
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 1624.9057 HVVFGQVVEGLDVVK 3304.0130 1624.9102 31.0840 9507 3 542.3083 2.0300
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 834.3992 TDWLDGK 2773.0360 834.3983 21.3338 8758 1 834.3983 ‐0.1980
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 1465.7719 IVMELYTDKTPR 4098.0370 1465.7712 15.4393 12850 3 489.2619 ‐1.4499
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 809.3424 DENFER 273.5558 809.3398 18.6145 2276 1 809.3398 ‐2.5119
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 733.3515 DWLDGK 262.6869 733.3525 21.2860 1735 1 733.3525 1.95
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 1253.6194 MELYTDKTPR 3910.4770 1253.6209 15.4377 1587 2 627.3141 0.7514
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 696.0536 1854.9403 19.5196 1414 2 927.9738 2.0020
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1912.7290 18601.0075 17 36.63 None 938.3850 EDENFER 4565.3070 938.3854 18.6593 1269 1 938.3854 1.80
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 None 1111.5704 IVMELYTDK 3352.8320 1111.5701 24.6496 25427 2 556.2887 ‐0.9381
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 4858.5870 2073.0652 19.5157 25405 3 691.6933 0.0004
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 None 1197.6739 GVGGTGKPLHFK 4470.6370 1197.6750 16.0531 3512 3 399.8965 ‐0.2311
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 None 1041.5840 GGTGKPLHFK 3152.5030 1041.5849 16.0465 2064 2 521.2961 0.0545
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 1210.3440 1854.9403 19.5196 1414 2 927.9738 2.82
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 None 641.3770 PLHFK 120.0111 641.3753 16.0682 978 1 641.3753 ‐2.2489
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1080.5430 18601.0075 17 36.63 None 1093.5598 IVMELYTDK 68.7390 1093.5548 21.4074 6142 2 547.2810 ‐5.3118
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 700.5532 20420.9192 7 22.10 None 1399.7104 IYDKDGDYIGIK 4863.6960 1399.7157 21.4176 25874 3 467.2434 2.37
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 700.5532 20420.9192 7 22.10 None 990.5214 AGTDSIISAR 6800.2710 990.5208 18.0181 16404 2 495.7640 ‐1.5576
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 700.5532 20420.9192 7 22.10 None 832.4635 LRDSVSR 61.8646 832.4525 27.4225 3016 1 832.4525 ‐12.4748
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 785.3630 20420.9192 7 22.10 None 1399.7104 IYDKDGDYIGIK 3212.7200 1399.7157 21.4176 25874 3 467.2434 2.23
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 785.3630 20420.9192 7 22.10 None 990.5214 AGTDSIISAR 7647.6760 990.5215 17.9332 12395 2 495.7644 ‐0.8838
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 785.3630 20420.9192 7 22.10 None 2144.9858 NLQAWAGLMGPDYNYFER 1386.6430 2144.9876 35.7042 2905 2 1072.9974 2.40
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thalia 785.3630 20420.9192 7 22.10 None 978.5003 GNLDIFSGR 240.1931 978.4778 18.5401 2370 2 489.7426 ‐23.9929
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1473.6856 TTPSYVAFTDSER 47271.6300 1473.6870 23.5119 55019 2 737.3471 0.9189
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1675.7307 ATAGDTHLGGEDFDNR 19240.5200 1675.7306 18.4499 53636 3 559.2484 ‐0.7412
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1680.8340 NAVVTVPAYFNDSQR 24927.5700 1680.8345 27.1256 52430 2 840.9209 0.6540
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1647.8159 NQVAMNPVNTVFDAK 11524.5500 1647.8167 28.4575 49907 2 824.4120 0.7917
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1358.6158 NALENYAYNMR 34893.8400 1358.6152 24.6879 40819 2 679.8112 ‐0.6592
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 30481.8400 2560.2547 34.0599 39666 3 854.0898 1.1213
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 22599.6700 1386.7268 26.0607 33500 2 693.8671 ‐2.2660
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16640.9900 2658.2679 32.7593 31680 3 886.7608 0.2604
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1215.6514 DAGVIAGLNVMR 25335.1700 1215.6502 28.9248 31407 2 608.3288 ‐1.4372
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1278.6300 MVNHFVQEFK 39781.6300 1278.6289 15.1843 30779 2 639.8181 ‐1.1616
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1230.5307 FSDSSVQSDMK 26154.1900 1230.5304 18.2110 19270 2 615.7688 ‐0.6637
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1822.9408 IQAGPADKPMIYVEYK 1896.6650 1822.9443 25.0200 14069 3 608.3196 1.75
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1313.6194 FEELNMDLFR 6897.2760 1313.6211 33.5897 10059 2 657.3142 0.9992
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 3035.7061 VQDLLLLDVTPLSLGLETAGGVMTTLIPR 3025.6790 3035.7061 50.6899 5854 3 1012.5735 0.7973
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1686.9090 3020.3980 43.4497 2751 3 1007.4708 ‐0.1186
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1436.7532 VQQLLQDFFNGK 1573.4000 1436.7511 21.9803 2784 2 718.8792 ‐1.5558
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 774.4356 NTTIPTK 607.3353 774.4466 17.5852 1510 1 774.4466 14.8459
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1112.6171 DITGNPRALR 565.7314 1112.6205 15.2538 18698 2 556.8139 2.82
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1540.7577 ARFEELNMDLFR 2106.1180 1540.7585 18.9517 17815 2 770.8829 0.6644
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 6955.3000 3148.4871 42.9880 12756 3 1050.1672 ‐1.7996
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 Carbamidomethyl+C(3) 3090.5049 ELCKSINPDEAVAYGAAVQGAILSGEGNEK 910.6756 3090.4734 39.6634 11292 3 1030.8293 ‐9.3238
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 2142.0713 TTPSYVAFTDSERLIGDAAK 456.7008 2142.0727 39.2974 1091 2 1071.5400 1.76
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 615.3283 LNVMR 87.0438 615.3300 29.9888 2603 1 615.3300 2.33
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 897.4312 SINPDEAVA 211.3758 897.4341 33.8113 2418 1 897.4341 4.08
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1313.6194 FEELNMDLFR 401.0866 1313.6265 19.7051 2412 2 657.3169 5.1047
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1432.6088 GDTHLGGEDFDNR 4950.5270 1432.6090 18.4501 1671 2 716.8081 0.0869



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1060.4517 ENYAYNMR 405.2688 1060.4555 24.6907 1364 1 1060.4555 5.91
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1174.5375 SYVAFTDSER 301.7737 1174.5362 23.5208 801 1 1174.5362 1.0324
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1629.8054 NQVAMNPVNTVFDAK 242.2151 1629.8126 26.4973 3370 2 815.4099 4.38
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1805.9142 IQAGPADKPMIYVEYK 133.9482 1805.9073 25.4379 7400 3 602.6406 ‐4.3852
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 11956.9900 71757.0669 57 48.54 None 1663.8075 NAVVTVPAYFNDSQR 342.0162 1663.8056 28.7347 1488 2 832.4064 ‐0.7609
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1473.6856 TTPSYVAFTDSER 59150.0400 1473.6869 23.5091 53890 2 737.3471 1.0518
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1680.8340 NAVVTVPAYFNDSQR 18377.9600 1680.8345 27.1256 52430 2 840.9209 0.9108
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1647.8159 NQVAMNPVNTVFDAK 9315.2390 1647.8167 28.4575 49907 2 824.4120 1.0315
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1358.6158 NALENYAYNMR 32770.1500 1358.6152 24.6879 40819 2 679.8112 ‐0.5681
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 17150.6100 2560.2547 34.0599 39666 3 854.0898 0.9372
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 17681.5900 1386.7268 26.0607 33500 2 693.8671 ‐2.1605
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 16270.6700 2658.2674 32.7555 30784 3 886.7606 ‐0.1174
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1215.6514 DAGVIAGLNVMR 33537.1600 1215.6502 28.9226 30771 2 608.3287 ‐1.4551
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1659.8952 IINEPTAAAIAYGLDK 9076.1610 1659.8933 29.5175 22928 2 830.4503 ‐0.5867
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1822.9408 IQAGPADKPMIYVEYK 2147.0100 1822.9443 25.0200 14069 3 608.3196 1.22
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1313.6194 FEELNMDLFR 7231.9150 1313.6211 33.5897 10059 2 657.3142 1.0672
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 1961.6950 3020.3980 43.4497 2751 3 1007.4708 ‐0.3830
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 3025.4888 TLSSTAQTTIEIDSLYEGIDFYSTITR 769.9180 3025.4732 38.0784 1964 3 1009.1626 ‐4.6208
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 9993.8220 3148.4871 42.9880 12756 3 1050.1672 ‐2.0863
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 Carbamidomethyl+C(19) 3739.9000 FELSGIPPAPRGVPQITVCFDIDANGILNVSA 372.8389 3739.8805 40.5482 758 3 1247.2984 ‐4.0210
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 873.4975 IAGLNVMR 209.4385 873.5009 30.8433 3283 2 437.2541 2.44
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 897.4312 SINPDEAVA 116.7779 897.4341 33.8113 2418 1 897.4341 4.40
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1174.5375 SYVAFTDSER 319.3625 1174.5362 23.5208 801 1 1174.5362 1.66
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1641.8846 IINEPTAAAIAYGLDK 553.5139 1641.8854 28.7168 18202 2 821.4463 0.9683
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1629.8054 NQVAMNPVNTVFDAK 298.8028 1629.8126 26.4973 3370 2 815.4099 4.43
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6198.5820 71757.0669 57 48.54 None 1663.8075 NAVVTVPAYFNDSQR 299.1409 1663.8056 28.7347 1488 2 832.4064 ‐0.5129
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 9466.1950 1527.8205 26.6511 14051 2 764.4139 0.4588
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 2481.2330 VPNQLYLTMDDLADEFGIGTLR 1168.0620 2481.2387 24.6468 13647 2 1241.1230 4.1126
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1195.6358 YLISSWGIEK 9355.0690 1195.6362 18.0869 10638 2 598.3217 ‐0.1414
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1142.6568 NVLAPAAPYVK 4222.9690 1142.6588 23.7010 9764 2 571.8330 1.1195
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 903.4393 SYSFMLR 2471.5280 903.4390 16.7099 2398 2 452.2231 ‐1.3559
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1713.7728 FHGSYQQYNREER 101.3087 1713.7476 32.4001 6281 2 857.3775 ‐14.2515
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1265.7073 AIVVTQREHGR 790.7809 1265.7391 24.9245 2099 2 633.3732 24.7423
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1252.6420 ELIDTYKGVSQ 1134.2540 1252.6443 35.8509 3345 2 626.8258 1.33
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 653.3439 SFMLR 90.8425 653.3467 17.0866 2914 1 653.3467 4.22
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 929.5455 LAPAAPYVK 121.5669 929.5406 22.9973 1164 1 929.5406 ‐4.0294
NP_196079.1 sulfite reductase Arabidopsis thaliana 492.3326 72406.4715 18 9.81 None 1695.7622 FHGSYQQYNREER 231.8077 1695.7595 31.9610 837 2 848.3834 ‐1.2384
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 8095.8470 1527.8205 26.6511 14051 2 764.4139 0.6369
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 None 1142.6568 NVLAPAAPYVK 5840.4030 1142.6588 23.7010 9764 2 571.8330 1.0995
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 None 1347.6903 APAGAATVFTADQK 608.9286 1347.6795 27.0693 7722 2 674.3434 ‐8.1562
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 None 1122.6405 LKELIDTYK 453.3472 1122.6339 20.5824 4776 2 561.8206 ‐6.5073
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 None 1077.5251 ELPEWEFK 78.7089 1077.5036 19.6776 1460 1 1077.5036 ‐17.9626
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 Carbamidomethyl+C(17) 2325.1360 TVMSSIIKNMGSTLGACGDLNR 544.5376 2325.1247 35.2208 960 2 1163.0660 ‐2.7026
NP_196079.1 sulfite reductase Arabidopsis thaliana 284.6188 72406.4715 18 9.81 None 929.5455 LAPAAPYVK 170.8343 929.5406 22.9973 1164 1 929.5406 ‐3.7646
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 1200.6947 VVAVSDITGAIR 12888.8700 1200.6961 16.9647 30518 2 600.8517 0.6808
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 2182.0663 FIVEAANHPTDPDADEILSK 4337.9970 2182.0651 26.4201 16292 3 728.0266 ‐0.6574
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 1061.5473 DLSLSELER 22501.0200 1061.5478 27.1605 10746 2 531.2775 ‐0.3011
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 1296.7158 NPEGIDINALIK 4846.3020 1296.7152 30.8318 10204 2 648.8612 ‐0.7947
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 863.4808 SLMIPFR 2996.7020 863.4817 18.1508 4800 1 863.4817 2.0366
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 961.4884 MNALAATNR 1601.8430 961.4922 19.0995 1248 2 481.2497 3.0221
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 2163.0578 DDGTLVSYIGFRVQHDNAR 1757.3940 2163.0615 25.4682 1703 2 1082.0344 2.98
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 532.3242 IPFR 45.4899 532.3272 17.2902 5775 1 532.3272 5.48
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 832.4523 SDITGAIR 144.4286 832.4488 16.9666 1383 1 832.4488 ‐3.3711
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 833.4363 SLSELER 702.2332 833.4380 27.1605 957 1 833.4380 2.43
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1669.7510 45041.2796 19 21.41 None 943.4778 MNALAATNR 136.2240 943.4794 20.5340 788 1 943.4794 2.66
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 3552.7138 IHDLIGIHTDVPAPDMGTNAQTMAWILDE 377.6247 3552.7156 22.7579 57929 3 1184.9101 2.78
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 1200.6947 VVAVSDITGAIR 20809.2300 1200.6961 16.9647 30518 2 600.8517 0.5251
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 1065.5510 MGAFTLGVNR 3026.0170 1065.5506 16.4468 12194 2 533.2790 ‐1.1929
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 863.4808 SLMIPFR 2163.3330 863.4817 18.1508 4800 1 863.4817 1.83
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 532.3242 IPFR 55.1049 532.3272 17.2902 5775 1 532.3272 5.1410
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 1461.7849 IHDLIGIHTDVPAP 313.9750 1461.7879 22.7055 4821 2 731.3976 1.83
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 832.4523 SDITGAIR 181.0403 832.4488 16.9666 1383 1 832.4488 ‐3.6982
NP_196361.1 glutamate dehydrogenase 2 Arabidopsis thaliana 747.4412 45041.2796 19 21.41 None 659.3835 TLGVNR 166.3770 659.3848 16.4188 1249 1 659.3848 1.15
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 1443.6937 IGSAMYELFQER 6727.0390 1443.6928 18.9603 11196 2 722.3500 ‐0.6577
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 3003.5561 FFVDPQTEGIVLIGEIGGTAEEDAAALIK 5321.7180 3003.5550 48.8168 7146 3 1001.8565 0.4142
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 1954.0393 KGGTEHLGLPVFNSVAEAK 5062.2110 1954.0351 17.1621 13496 3 652.0165 ‐2.5266
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 2938.4979 SLNDAGVKVVESPAKIGSAMYELFQER 943.9546 2938.4908 19.8938 2893 3 980.1685 ‐1.7114
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 2241.1510 GGTEHLGLPVFNSVAEAKADTK 489.5531 2241.1318 25.8174 2454 3 747.7155 ‐8.6137
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 1061.5626 PVFNSVAEAK 87.3471 1061.5688 17.4670 1930 2 531.2881 5.1427
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1472.1980 36607.8299 16 27.38 None 2921.4713 SLNDAGVKVVESPAKIGSAMYELFQER 914.3577 2921.4670 20.4892 2921 3 974.4939 ‐0.7997
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 1443.6937 IGSAMYELFQER 2651.0740 1443.6928 18.9603 11196 2 722.3500 ‐0.8687
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 3003.5561 FFVDPQTEGIVLIGEIGGTAEEDAAALIK 5206.0910 3003.5511 25.5731 10756 3 1001.8552 ‐0.5607
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 1954.0393 KGGTEHLGLPVFNSVAEAK 3938.3590 1954.0351 17.1621 13496 3 652.0165 ‐2.2760
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 2938.4979 SLNDAGVKVVESPAKIGSAMYELFQER 693.8503 2938.4908 19.8938 2893 3 980.1685 ‐1.3877
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 984.4785 YELFQER 501.8763 984.4735 17.7496 1233 1 984.4735 ‐4.0608
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 1825.9443 GGTEHLGLPVFNSVAEAK 697.1667 1825.9366 16.1087 805 3 609.3171 ‐4.4723
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis tha 1355.8970 36607.8299 16 27.38 None 2921.4713 SLNDAGVKVVESPAKIGSAMYELFQER 453.9835 2921.4670 20.4892 2921 3 974.4939 ‐0.4773



NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Carbamidomethyl+C(2) 2575.3219 NCLKDAGISAKEVDEVLLVGGMTR 1220.8240 2575.3202 20.6369 17818 3 859.1116 ‐0.0617
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 None 1793.9102 IINEPTAAALSYGMTNK 4885.4450 1793.9102 16.8599 12179 2 897.4587 0.2754
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Carbamidomethyl+C(22) 2938.4285 AFSSKPAGNDVIGIDLGTTNSCVAVMEGK 2179.9040 2938.3631 21.7689 8151 3 980.1259 ‐21.2473
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 None 2273.2024 GVPQIEVTFDIDANGIVTVSAK 220.7616 2273.1802 25.6293 3347 2 1137.0937 ‐8.6950
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 None 2516.3243 GVPQIEVTFDIDANGIVTVSAKDK 631.4570 2516.2828 22.2516 2752 3 839.4324 ‐15.9690
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Carbamidomethyl+C(2) 1176.6042 NCLKDAGISAK 185.5851 1176.6163 16.3698 1476 2 588.8118 9.03
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 None 1241.6161 EVVSSPFSAYR 232.6998 1241.6455 23.7292 1233 1 1241.6455 25.7078
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Oxidation+M(18) 2076.0641 DAGISAKEVDEVLLVGGMTR 369.7409 2076.0541 17.6838 1471 2 1038.5307 ‐4.0899
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Carbamidomethyl+C(22) 2792.3230 AFSSKPAGNDVIGIDLGTTNSCVAVMEG 262.1206 2792.3350 22.4539 4384 3 931.4498 5.1430
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 None 1223.6055 EVVSSPFSAYR 48.7400 1223.5999 25.4890 1784 1 1223.5999 ‐2.6398
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 293.5226 73218.7294 11 10.26 Carbamidomethyl+C(2) 1159.5776 NCLKDAGISAK 325.9456 1159.5819 16.2419 1026 2 580.2946 2.13
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1492.6914 VQEEGPAESLDYR 19527.3000 1492.6908 20.9747 30950 2 746.8490 ‐0.3801
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1318.6638 IIQETNESWAK 10600.7900 1318.6623 19.7090 24004 2 659.8348 ‐1.3867
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1039.4942 SVDAGDLSLY 2495.9800 1039.4923 28.1550 14957 1 1039.4923 ‐0.2890
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1367.6801 AHLVNDVEDVEK 20429.3000 1367.6789 19.6529 14443 2 684.3431 ‐1.0651
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 969.5040 VFFLDGSGK 1574.4290 969.5037 17.2666 10593 2 485.2555 ‐1.2356
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1495.6985 MEVATDEDFTPIK 5181.8320 1495.6998 25.9965 7282 2 748.3535 0.9237
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 2013.0725 IKPLAALAMIDEGELDWK 1777.5030 2013.0747 21.5414 6591 3 671.6964 0.7538
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1967.9266 MEVATDEDFTPIKQDTK 9837.1820 1967.9257 23.7460 16432 3 656.6468 ‐0.8464
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 829.4778 PIKQDTK 247.6114 829.4779 22.3026 9503 1 829.4779 0.9171
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1419.6824 LAMIDEGELDWK 178.8991 1419.6749 22.3333 1426 1 1419.6749 ‐2.2929
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 840.4098 SVDAGDLSL 154.9667 840.4052 29.7303 1328 1 840.4052 ‐4.5946
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2513.6790 33665.2145 12 30.00 None 1349.6696 AHLVNDVEDVEK 168.3459 1349.6778 17.9016 965 2 675.3425 5.94
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1147.6027 EITALAPSSMK 1979.4950 1147.6073 22.1826 40312 2 574.3073 3.55
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1774.8970 NYELPDGQVITIGAER 18712.0500 1774.8971 29.9577 32310 2 887.9522 0.6190
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1932.8796 YPIEHGIVSNWDDMEK 2345.3810 1932.8818 27.8278 19209 3 644.9655 0.7275
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1176.5354 GYMFTTTAER 9450.1330 1176.5367 22.0345 18511 2 588.7720 0.6001
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1475.6761 SEYDESGPSIVHR 7670.0350 1475.6755 18.2077 11795 3 492.5634 ‐1.3052
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 922.4550 DLTDSLMK 5399.4200 922.4553 23.9894 7695 1 922.4553 1.87
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1954.0644 VAPEEHPVLLTEAPLNPK 1846.2770 1954.0612 26.4613 4813 2 977.5343 ‐0.7530
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 2183.0801 DLYGNIVLSGGSTMFPGIADR 1267.1860 2183.0765 36.7401 3757 2 1092.0419 ‐0.3911
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1129.6575 EIVRDIKEK 279.5098 1129.6330 18.7767 3431 1 1129.6330 ‐19.8482
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1547.8098 LDLAGRDLTDSLMK 1369.2580 1547.8226 18.1112 2224 2 774.4150 8.62
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 2552.3831 VAPEEHPVLLTEAPLNPKANREK 385.8144 2552.4018 21.2318 6975 3 851.4721 7.05
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 2529.2476 DLYGNIVLSGGSTMFPGIADRMSK 409.9998 2529.2708 36.2553 5125 3 843.7618 9.02
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 694.3440 TDSLMK 2061.9270 694.3409 24.0503 4033 1 694.3409 ‐4.1384
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1255.6641 PDGQVITIGAER 676.6676 1255.6562 29.9592 967 1 1255.6562 ‐3.9129
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1408.6777 DLYGNIVLSGGSTM 304.0357 1408.6756 37.1899 789 2 704.8414 ‐1.6057
NP_196543.1 actin 7 Arabidopsis thaliana 1810.2870 41964.0047 29 33.69 None 1129.5922 EITALAPSSMK 197.1574 1129.5857 22.8280 1337 1 1129.5857 ‐3.7898
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1147.6027 EITALAPSSMK 9240.6990 1147.6073 22.1826 40312 2 574.3073 3.81
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1774.8970 NYELPDGQVITIGAER 16192.5900 1774.8971 29.9577 32310 2 887.9522 0.9241
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1932.8796 YPIEHGIVSNWDDMEK 2454.1150 1932.8818 27.8278 19209 3 644.9655 0.6530
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1176.5354 GYMFTTTAER 24633.6100 1176.5367 22.0345 18511 2 588.7720 0.5976
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 922.4550 DLTDSLMK 5260.7690 922.4553 23.9894 7695 1 922.4553 1.10
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1954.0644 VAPEEHPVLLTEAPLNPK 935.3055 1954.0612 26.4613 4813 2 977.5343 ‐0.3557
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 2529.2476 DLYGNIVLSGGSTMFPGIADRMSK 901.1964 2529.2708 36.2553 5125 3 843.7618 9.16
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 549.2701 PSSMK 178.1427 549.2706 21.6759 25320 1 549.2706 0.8212
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 905.4761 TALAPSSMK 7225.2500 905.4733 22.1768 7472 1 905.4733 ‐1.7513
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 694.3440 TDSLMK 752.1804 694.3409 24.0503 4033 1 694.3409 ‐3.9592
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1186.6467 VAPEEHPVLLT 123.8622 1186.6496 25.2228 2927 2 593.8284 1.88
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1343.6842 NYELPDGQVITI 352.6003 1343.6867 29.7971 1451 2 672.3470 1.09
NP_196543.1 actin 7 Arabidopsis thaliana 1896.7390 41964.0047 29 33.69 None 1158.5248 GYMFTTTAER 383.5835 1158.5273 23.4526 8264 2 579.7673 1.75
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 287.0870 22843.2794 3 14.8 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 951.2676 2289.9877 34.6206 7033 2 1145.4975 ‐1.9418
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 287.0870 22843.2794 3 14.8 None 1079.4972 AMQLMTDNR 4457.1750 1079.4977 19.1531 6168 2 540.2525 ‐0.3475
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 287.0870 22843.2794 3 14.8 Carbamidomethyl+C(2) 1573.6839 WCTTDDTVYDAVK 160.2221 1573.6742 32.4857 8309 2 787.3407 ‐5.7985
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1755.8588 AIFGSGSPFDPVVYDGK 26355.4300 1755.8576 19.5607 34201 2 878.4325 ‐0.1622
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1319.6954 TYDLGLASNLPR 35441.2900 1319.6960 27.8279 33311 2 660.3517 0.2054
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 11272.2100 2700.4159 22.9810 27467 3 900.8101 0.2066
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1436.6515 FAESSMYSPVYR 20740.3200 1436.6514 24.2071 27142 2 718.8294 ‐0.0985
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 11831.5000 1784.9394 19.9795 24707 2 892.9733 0.3617
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 2364.2558 DAHYLTGLLPPVILSQDVQER 10981.9600 2364.2579 21.2758 23694 3 788.7575 0.9478
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 3985.2920 2600.4672 21.0443 20448 3 867.4939 0.8803
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1269.5966 YMALMDLQER 10044.7200 1269.5976 28.3891 20266 2 635.3025 0.4461
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1285.7110 GIQVIVVTDGER 14401.7100 1285.7091 25.0760 12882 2 643.3582 ‐1.8565
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVA 8394.6430 3788.8189 24.7733 11610 3 1263.6111 ‐1.9206
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQK 5166.6650 2932.5049 41.1843 9927 3 978.1731 0.6261
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 Carbamidomethyl+C(10) 2896.4849 TYLPGQANNCYIFPGLGLGLIMSGAIR 990.6371 2896.4720 24.6428 5818 3 966.1622 ‐3.7839
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 3874.9433 VRDDMLLAASEALAAQVTEEHYANGLIYPP 5823.5520 3874.9401 42.1663 3527 4 969.4905 ‐0.5123
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 3811.9290 2130.9632 21.7480 13347 3 710.9926 0.2239
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1324.7147 LLNDEFYIGLK 653.8145 1324.6880 32.2640 11028 2 662.8477 ‐20.4266
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 Carbamidomethyl+C(9) 2817.4928 EISANIAACVAAKTYDLGLASNLPRAK 738.5032 2817.5033 24.3335 14123 3 939.8393 4.56
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1668.7832 YMALMDLQERNER 996.0502 1668.7822 29.7842 2582 2 834.8947 ‐0.2810
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1668.8414 TPWVTSVASGYTLMR 153.2627 1668.8340 26.0469 2096 2 834.9206 ‐4.0867
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1042.4912 DLQERNER 183.3396 1042.4956 29.6341 1990 1 1042.4956 5.90
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1185.5932 TSVASGYTLMR 206.1849 1185.5885 25.3579 1646 1 1185.5885 ‐1.8319
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 660.3352 TYLPGQ 116.7255 660.3314 25.5671 1264 1 660.3314 ‐5.5152
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1804.0215 DLIGAVNAIKPTVLIGTSG 496.4077 1804.0233 20.0217 1151 3 602.0126 0.4558
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1267.7005 GIQVIVVTDGER 343.4413 1267.6986 23.0588 2010 2 634.3530 ‐1.8350
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 5059.3120 64812.0598 53 55.44 None 1268.6845 GIQVIVVTDGER 274.5646 1268.6807 27.6556 2516 2 634.8440 ‐3.3300



NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1319.6954 TYDLGLASNLPR 47413.9700 1319.6960 27.8279 33311 2 660.3517 0.2765
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1436.6515 FAESSMYSPVYR 22966.3000 1436.6514 24.2071 27142 2 718.8294 0.0327
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1269.5966 YMALMDLQER 8827.3480 1269.5976 28.3891 20266 2 635.3025 0.4915
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1285.7110 GIQVIVVTDGER 7827.7270 1285.7091 25.0760 12882 2 643.3582 ‐1.8029
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 2113.1441 YGSIFRKPQGLYISLNEK 698.5463 2113.1500 31.7303 7125 3 705.0549 2.96
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQK 796.1869 2932.4948 41.1765 2623 3 978.1698 ‐3.0755
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1968.9814 GRAIFGSGSPFDPVVYDGK 335.2133 1968.9648 29.6898 831 2 984.9860 ‐7.1218
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 2926.4370 QNYGEKVLVQFEDFANHNAFDLLSK 441.3499 2926.4510 44.6114 753 3 976.1552 5.68
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1267.7005 GIQVIVVTDGER 242.9793 1267.6986 23.0588 2010 2 634.3530 ‐1.7906
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1805.5040 64812.0598 53 55.44 None 1268.6845 GIQVIVVTDGER 275.2450 1268.6897 25.5695 1656 2 634.8485 3.26
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 1755.8588 AIFGSGSPFDPVVYDGK 14042.2700 1755.8576 19.5607 34201 2 878.4325 ‐0.4442
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 15441.7400 2700.4159 22.9810 27467 3 900.8101 0.5125
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 12615.2500 1784.9394 19.9795 24707 2 892.9733 0.0731
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 2364.2558 DAHYLTGLLPPVILSQDVQER 11172.4700 2364.2579 21.2758 23694 3 788.7575 1.88
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 3310.3020 2600.4672 21.0443 20448 3 867.4939 1.1788
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 Carbamidomethyl+C(27) 4108.9842 EVVEAMATNNEKPLILALSNPTSQAECTAEQ 1351.4640 4108.9863 20.6569 12970 4 1028.0020 0.9910
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVTSVA 13612.3900 3788.8189 24.7733 11610 3 1263.6111 ‐1.5338
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQK 5804.6280 2932.5017 23.0260 9018 3 978.1721 ‐0.1258
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 Carbamidomethyl+C(10) 2896.4849 TYLPGQANNCYIFPGLGLGLIMSGAIR 1169.3640 2896.4720 24.6428 5818 3 966.1622 ‐3.4633
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 958.3632 2130.9632 21.7480 13347 3 710.9926 0.4876
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 860.4876 IWLVDSK 150.0303 860.4840 20.1147 3383 1 860.4840 ‐3.6167
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 897.4465 QAYTWTK 164.4361 897.4453 20.6055 3829 1 897.4453 ‐0.5475
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 624.3352 QTFTK 84.8867 624.3368 20.0718 2859 1 624.3368 2.98
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 731.3723 TYLPGQA 66.8200 731.3754 23.1943 2423 1 731.3754 4.08
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 1380.7482 PPVILSQDVQER 142.6151 1380.7548 22.6492 1704 2 690.8810 4.22
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 1185.5932 TSVASGYTLMR 245.4132 1185.5885 25.3579 1646 1 1185.5885 ‐2.1744
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 1084.5456 SVASGYTLMR 286.7487 1084.5452 23.7207 1247 1 1084.5452 1.1265
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 1804.0215 DLIGAVNAIKPTVLIGTSG 332.1002 1804.0233 20.0217 1151 3 602.0126 0.6952
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3270.6640 64812.0598 53 55.44 None 2534.2807 EVVEAMATNNEKPLILALSNPTSQ 401.5800 2534.2930 20.6398 853 3 845.4358 5.58
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 894.5097 24788.5721 4 13.60 None 1539.7537 TYISGDQLSVDDVK 10314.8200 1539.7485 24.2901 35880 2 770.3779 ‐3.0996
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 894.5097 24788.5721 4 13.60 None 1991.9630 SSVLLEVKPWDDETDMK 3110.5830 1991.9611 31.0857 20257 3 664.6585 ‐1.4070
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 894.5097 24788.5721 4 13.60 None 1848.9127 VYAAVLENPGDGFPNASK 226.7880 1848.8953 38.5690 1093 2 924.9513 ‐8.3512
NP_196772.1 elongation factor 1 beta 1 Arabidopsis thaliana 894.5097 24788.5721 4 13.60 None 662.3355 SVDDVK 123.2207 662.3381 24.9163 3733 1 662.3381 4.04
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 11483.2300 1156.5096 21.0234 17622 2 578.7584 ‐0.2450
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 1691.8421 GPGVALAMYNVDESIR 1221.1920 1691.8356 30.3830 5259 2 846.4214 ‐3.4923
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 1811.9062 DLFLNTEEFIDAVASK 1832.8480 1811.9093 42.4844 4238 2 906.4583 2.91
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 1371.6863 TLESEAAHGTVTR 4408.9870 1371.6868 16.4260 2032 3 457.9004 ‐0.6831
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 1133.6387 VIWSMIKEK 171.5913 1133.6531 24.2079 1272 2 567.3302 12.0529
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 1585.8081 FLSSGIFSSGASRNR 593.0509 1585.7946 23.7339 12994 2 793.4010 ‐8.2996
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 2320.1979 SMWRSPNGTIRNILDGTVFR 470.3838 2320.2200 20.4892 3370 3 774.0782 9.39
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 2073.0440 FKDIFQEVYEANWKQK 339.9781 2073.0478 35.3219 914 2 1037.0276 2.96
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 908.4512 FKDIFQE 76.0636 908.4539 33.6442 1972 1 908.4539 4.0410
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 747.3856 SGASRNR 60.0015 747.3894 20.9497 1733 1 747.3894 5.59
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 712.3851 VIWSMI 115.5705 712.3836 25.2663 1592 1 712.3836 ‐1.7470
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 Carbamidomethyl+C(7) 940.4346 GGYVWACK 335.1324 940.4325 21.0394 1347 1 940.4325 ‐1.0257
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 858.4906 VIWSMIK 110.5588 858.4923 25.6506 1119 1 858.4923 2.33
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 502.1938 54538.3990 22 20.62 None 2302.1873 SMWRSPNGTIRNILDGTVFR 282.4581 2302.1932 22.1518 1152 3 768.0693 2.13
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 16851.3300 1156.5096 21.0234 17622 2 578.7584 ‐0.2578
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 None 2284.0842 MVFVPEDGNAPVELDVYDFK 913.1614 2284.0820 35.6341 5806 2 1142.5446 1.0747
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 None 1691.8421 GPGVALAMYNVDESIR 1310.5870 1691.8356 30.3830 5259 2 846.4214 ‐3.2299
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 None 1811.9062 DLFLNTEEFIDAVASK 1794.7550 1811.9093 42.4844 4238 2 906.4583 2.32
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 None 2234.0969 ASLTAMLSSSTSAGLSSSFVSSR 1271.2230 2234.1129 29.9246 4589 3 745.3758 6.85
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 None 1585.8081 FLSSGIFSSGASRNR 1230.1510 1585.7946 23.7339 12994 2 793.4010 ‐8.0917
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 Carbamidomethyl+C(12) 2285.1516 LMDFVKKLESSCVNTVETGK 362.0859 2285.1428 31.6380 3186 3 762.3858 ‐4.0051
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 611.3933 54538.3990 22 20.62 Carbamidomethyl+C(7) 940.4346 GGYVWACK 262.4667 940.4325 21.0394 1347 1 940.4325 ‐0.7569
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1264.6684 NFVPGYNQVVK 6113.3670 1264.6674 24.1308 67870 2 632.8373 ‐1.2436
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1334.6661 FVEDLNEMLPK 6312.6880 1334.6674 18.4018 55297 2 667.8374 0.7749
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1411.6740 GEDFPTENYIVK 30681.7300 1411.6735 25.6781 42798 2 706.3404 ‐0.4621
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 8056.0780 1673.8453 22.4643 42108 2 837.4263 1.28
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1235.6167 GEWNVAGIAYR 32709.1100 1235.6173 27.1362 41368 2 618.3123 ‐0.0031
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1048.5058 DGELAPQYR 68851.7100 1048.5057 17.3911 40064 2 524.7565 ‐0.8610
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 15109.5800 2333.1033 23.9669 38011 3 778.3726 0.8833
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 955.5683 GVLIVNNAR 26682.3000 955.5681 19.3439 34110 2 478.2877 ‐1.1800
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 9036.9270 2779.3313 29.2038 32731 3 927.1153 0.2053
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 5278.9020 1632.8311 16.1682 32555 3 544.9486 ‐1.0044
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1544.7989 LQMAPELEKETGAK 17185.0200 1544.7983 21.7192 29213 3 515.6043 ‐1.2327
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVTGSN 17829.6400 4178.1648 50.5701 27834 3 1393.3931 2.0343
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 25204.7200 1531.7835 31.2470 27579 2 766.3954 ‐1.4328
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 2513.3300 HIPDLHVLISTPFHPAYVTAER 6821.1100 2513.3289 19.2127 14724 4 629.0877 ‐1.2754
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1058.5551 LQMAPELEK 283.2074 1058.5806 16.6111 2776 1 1058.5806 25.8368
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1849.9007 YFKGEDFPTENYIVK 8827.1610 1849.9004 26.6661 32901 3 617.3050 ‐0.6459
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1083.6633 KGVLIVNNAR 4995.8700 1083.6648 17.0395 2431 2 542.3360 0.6877
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 Carbamidomethyl+C(4) 1391.6525 PFGCNLLYHDR 4725.7420 1391.6576 16.1708 4237 2 696.3324 3.46
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1101.5786 PELEKETGAK 329.4534 1101.5787 22.3965 3935 2 551.2930 ‐0.6472
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 686.3944 IVNNAR 3193.7340 686.3942 19.3461 3727 1 686.3942 ‐0.0269
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 799.4785 LIVNNAR 2426.3850 799.4794 19.3440 3239 1 799.4794 1.67
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 863.4734 NVAGIAYR 631.7441 863.4775 27.1092 1404 1 863.4775 5.95
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1157.6599 IVINMPLTEK 178.4703 1157.6539 31.9342 1072 2 579.3306 ‐5.7493
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1003.5571 VPGYNQVVK 106.5277 1003.5522 24.1277 889 1 1003.5522 ‐3.4128



NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 Carbamidomethyl+C(1) 1513.7753 CDVIVINMPLTEK 169.9168 1513.7711 30.2420 3463 2 757.3892 ‐2.7036
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10273.3000 42694.8017 57 60.94 None 1831.8901 YFKGEDFPTENYIVK 250.1107 1831.8832 27.1728 2147 3 611.2993 ‐4.2898
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1264.6684 NFVPGYNQVVK 8715.1010 1264.6674 24.1308 67870 2 632.8373 ‐1.2008
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1235.6167 GEWNVAGIAYR 39218.8500 1235.6173 27.1362 41368 2 618.3123 0.0247
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1411.6740 GEDFPTENYIVK 45067.2500 1411.6734 25.6705 40761 2 706.3404 ‐0.3924
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 19363.9200 2333.1033 23.9669 38011 3 778.3726 0.7389
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 955.5683 GVLIVNNAR 36958.6800 955.5681 19.3439 34110 2 478.2877 ‐1.2961
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 9100.9530 2779.3313 29.2009 31936 3 927.1153 ‐0.0301
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1544.7989 LQMAPELEKETGAK 14772.5000 1544.7983 21.7192 29213 3 515.6043 ‐1.2394
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 29397.4000 1531.7835 31.2470 27579 2 766.3954 ‐1.2527
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVTGSN 20192.0500 4178.1642 50.5746 8315 3 1393.3929 1.44
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 631.8152 1673.8026 29.9090 4018 2 837.4049 ‐23.4291
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 244.6915 1632.7946 25.6022 1336 2 816.9010 ‐22.0860
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1849.9007 YFKGEDFPTENYIVK 10160.1700 1849.9004 26.6661 32901 3 617.3050 ‐0.7059
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1083.6633 KGVLIVNNAR 10091.2100 1083.6648 17.0395 2431 2 542.3360 0.6375
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 904.4887 PGYNQVVK 286.8940 904.4880 24.1307 9902 1 904.4880 0.6276
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 686.3944 IVNNAR 5371.4730 686.3942 19.3461 3727 1 686.3942 0.1494
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 799.4785 LIVNNAR 2345.7450 799.4794 19.3440 3239 1 799.4794 2.0742
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1157.6599 IVINMPLTEK 195.9018 1157.6539 31.9342 1072 2 579.3306 ‐5.7616
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 None 1003.5571 VPGYNQVVK 140.8758 1003.5522 24.1277 889 1 1003.5522 ‐3.1209
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 9121.8300 42694.8017 57 60.94 Carbamidomethyl+C(1) 1513.7753 CDVIVINMPLTEK 185.8322 1513.7711 30.2420 3463 2 757.3892 ‐2.5328
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 1334.6661 FVEDLNEMLPK 7467.7850 1334.6674 18.4018 55297 2 667.8374 0.5887
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 5676.3550 1673.8453 22.4643 42108 2 837.4263 1.95
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 11955.1800 1632.8311 16.1682 32555 3 544.9486 ‐0.7777
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 2513.3300 HIPDLHVLISTPFHPAYVTAER 6255.9130 2513.3289 19.2127 14724 4 629.0877 ‐0.7561
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVTGSN 2952.7150 4178.1456 25.6146 9997 3 1393.3867 ‐2.1401
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 758.4957 ILILMR 14489.8100 758.4940 17.2891 8878 1 758.4940 ‐1.9798
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 1430.4760 2333.1049 15.4545 2211 3 778.3731 1.04
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPAPK 481.4409 2779.3667 17.2173 4552 4 695.5971 12.47
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 1058.5551 LQMAPELEK 306.0858 1058.5806 16.6111 2776 1 1058.5806 25.4998
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 645.4116 LILMR 4805.3840 645.4112 17.2842 5910 1 645.4112 ‐0.7785
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 None 643.3886 NALGIR 117.7232 643.3878 20.3245 1280 1 643.3878 ‐1.4102
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1867.4090 42694.8017 57 60.94 Carbamidomethyl+C(7) 1655.8323 NPNFLGCVENALGIR 292.5046 1655.8344 21.0018 1945 2 828.4208 1.36
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 2008.0709 ENAITVGTQHALDPLTTVK 8341.7910 2008.0729 28.2958 18306 3 670.0291 0.5374
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 5422.1700 2192.1246 35.2716 15834 2 1096.5659 ‐2.1283
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 1334.7314 GSLFLGDVATQVK 6180.7810 1334.7304 29.2131 10185 2 667.8688 ‐0.9678
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 1302.6212 SFFTVSGEVDSK 1366.3680 1302.6221 26.0299 6259 2 651.8147 0.4500
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 3195.6056 NNNFTADVKVSTDSSLLTTLTFDEPAPGLK 1939.7090 3195.6006 38.7713 1482 3 1065.8717 ‐0.8808
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 4355.2041 FSVTTYSSTGVAITTTGTNKGSLFLGDVATQ 236.2340 4355.1604 49.0563 1173 4 1089.5456 ‐8.8299
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 1215.5892 FFTVSGEVDSK 128.3041 1215.5833 27.4749 9362 2 608.2953 ‐5.3290
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 802.3941 VSGEVDSK 100.7077 802.3966 28.5712 3113 1 802.3966 3.49
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 903.4418 TVSGEVDSK 167.6912 903.4414 29.1132 1620 1 903.4414 0.8808
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 1347.1030 29210.8248 10 34.31 None 1580.8642 TVGTQHALDPLTTVK 605.3744 1580.8683 28.2892 774 2 790.9378 2.02
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 624.2481 22117.7333 4 24.74 None 2357.2057 TLTSVHEAMLEDVAFPAEIVGK 3564.2440 2357.2057 34.7823 11257 3 786.4067 ‐0.1052
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 624.2481 22117.7333 4 24.74 None 950.5306 DVIFVTTR 3727.3350 950.5261 24.0022 11193 2 475.7667 ‐5.7230
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 624.2481 22117.7333 4 24.74 None 825.3923 MFSAQNK 514.9205 825.3909 23.9085 1577 1 825.3909 ‐0.7640
NP_197117.1 40S ribosomal protein S7 3 Arabidopsis thaliana 624.2481 22117.7333 4 24.74 None 1167.5568 DVVFEYPVEA 677.0646 1167.5532 32.8643 890 1 1167.5532 ‐0.6958
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1658.8285 YGAGIGPGVYDIHSPR 18204.7800 1658.8304 23.9206 30409 3 553.6150 0.3900
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 12292.3900 2140.2579 24.4667 28517 2 1070.6326 ‐1.0435
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1096.5786 YLFAGVVDGR 13025.5000 1096.5787 17.4883 23403 2 548.7930 ‐0.5525
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 12378.0300 2861.4294 20.5257 22931 3 954.4813 0.7412
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1116.5531 IPSSEEIADR 29785.1800 1116.5520 17.6118 21866 2 558.7796 ‐1.6704
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1411.7904 GGIGVIQIDEAALR 13659.2800 1411.7914 30.6768 21047 2 706.3993 0.6049
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 942.5619 VVEVNALAK 12535.4500 942.5613 19.5700 18624 2 471.7843 ‐1.5395
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1235.5759 GNASVPAMEMTK 1106.8940 1235.5767 20.2778 18503 2 618.2920 0.2448
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 6659.3520 2384.2161 39.4854 18352 3 795.4102 ‐0.1486
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1181.6313 GVTAFGFDLVR 26927.2900 1181.6324 19.7267 17618 2 591.3198 0.3365
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1146.6769 SFELLSLLPK 21805.5100 1146.6787 22.2502 12724 2 573.8430 0.9489
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1199.5732 FALESFWDGK 6832.5930 1199.5738 19.9399 12268 2 600.2905 0.0036
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 831.4822 EVITELK 37717.3900 831.4828 19.3623 6154 2 416.2450 ‐0.4403
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 6458.5420 2213.1425 38.5471 5171 2 1107.0749 ‐0.1249
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 1309.6580 2300.2161 21.7589 4426 3 767.4102 ‐0.2362
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1051.5419 AVNEYKEAK 247.6117 1051.5559 15.7257 1724 2 526.2816 12.42
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 2438.4017 KLNLPILPTTTIGSFPQTVELR 2402.8640 2438.4030 20.9336 10156 3 813.4725 0.6580
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 Carbamidomethyl+C(7) 3013.5762 LVVSTSCSLLHTAVDLINETKLDDEIK 1339.5090 3013.5849 29.4737 1916 3 1005.1998 3.99
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 590.3184 SFELL 72.8603 590.3154 23.1148 14840 1 590.3154 ‐5.2025
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 739.3410 SFWDGK 138.2491 739.3364 19.3785 4109 1 739.3364 ‐5.6914
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 603.3712 ITELK 535.9955 603.3711 19.5792 3084 1 603.3711 ‐0.1112
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 706.3883 GFDLVR 809.4771 706.3897 19.1038 1835 1 706.3897 2.53
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 906.4163 SSEEIADR 1423.0400 906.4152 17.6198 1438 1 906.4152 ‐0.1163
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 887.4370 YDIHSPR 86.7743 887.4309 23.3929 998 1 887.4309 ‐5.8702
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1003.4691 PSSEEIADR 1631.0950 1003.4715 17.6026 780 1 1003.4715 3.53
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 3610.7660 84698.9500 37 33.33 None 1128.6663 SFELLSLLPK 286.2413 1128.6645 21.9775 1485 2 564.8359 ‐2.2822
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 16074.4300 2140.2579 24.4667 28517 2 1070.6326 ‐1.4129
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1096.5786 YLFAGVVDGR 10679.9100 1096.5787 17.4883 23403 2 548.7930 ‐0.6845
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 13051.6400 2861.4294 20.5257 22931 3 954.4813 1.0592
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1181.6313 GVTAFGFDLVR 14084.0500 1181.6324 19.7267 17618 2 591.3198 0.1851
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1146.6769 SFELLSLLPK 12087.8200 1146.6787 22.2502 12724 2 573.8430 0.8055
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1199.5732 FALESFWDGK 9941.3620 1199.5738 19.9399 12268 2 600.2905 ‐0.1519



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1790.9622 GMLTGPVTILNWSFVR 1333.8220 1790.9640 23.2417 10834 2 895.9856 1.60
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 3071.7960 2418.2535 25.5054 9950 2 1209.6304 ‐4.0129
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 3013.4155 WFDTNYHYIVPELGPEVNFSYASHK 2246.2440 3013.4121 21.1852 3056 3 1005.1422 ‐0.0435
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 1411.7904 GGIGVIQIDEAALR 730.4732 1411.8186 14.9834 8085 3 471.2777 19.2655
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltra 1721.9560 84698.9500 37 33.33 None 706.3883 GFDLVR 1078.6170 706.3897 19.1038 1835 1 706.3897 2.1739
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 1228.6208 NLQYYEISAK 4224.1970 1228.6242 22.6400 23892 2 614.8157 2.36
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 1015.5782 LVIVGDGGTGK 22237.5300 1015.5784 19.4333 18852 2 508.2928 ‐0.6926
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 1761.8959 SNYNFEKPFLYLAR 2053.6860 1761.8991 18.9892 12874 3 587.9712 1.93
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 Carbamidomethyl+C(2)
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 2429.0991 NEAELLQAAAQPLPDDDDDIFE 1380.6320 2429.0995 35.8047 5608 2 1215.0534 1.84
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 1738.8469 MALPNQQTVDYPSFK 1382.4390 1738.8506 30.6794 1359 2 869.9289 2.41
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 960.4785 HLTGEFEK 4967.4940 960.4794 14.9855 5389 2 480.7434 0.0238
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 Carbamidomethyl+C(14) 2760.3385 FGGLRDGYYIHGQCAIIMFDVTAR 483.0945 2760.3133 31.4903 1465 3 920.7759 ‐8.6426
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 Carbamidomethyl+C(3)
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 869.4363 NEAELLQA 70.2083 869.4394 34.6211 1612 1 869.4394 4.89
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 2344.8470 25617.9951 11 57.92 None 710.3355 TGEFEK 87.4703 710.3392 16.8082 1022 1 710.3392 5.44
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 1704.8915 VLDVVYNASNNELVR 20600.9600 1704.8912 17.1211 20282 2 852.9492 0.2260
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 1245.6838 SAIVQVDAAPFK 5731.2850 1245.6840 26.0843 14140 2 623.3457 ‐0.2065
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 965.4938 ADGYILEGK 2323.2330 965.4930 19.9356 10510 2 483.2501 ‐1.8387
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 1857.8712 DGEEGEEAAVAAPEEVKK 5446.4400 1857.8728 18.5638 8069 3 619.9625 0.3581
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 916.4959 IASRQEGR 2017.6360 916.4972 18.2652 1626 2 458.7522 0.3579
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 1161.5647 YNASNNELVR 174.4844 1161.5613 16.9971 2345 2 581.2843 ‐3.4614
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2260.6290 25107.6706 7 27.93 None 1228.6572 SAIVQVDAAPFK 381.5214 1228.6553 26.7050 20467 2 614.8313 ‐1.9800
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 732.3401 22007.2837 3 28.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 4239.7820 2187.1848 20.4218 12289 2 1094.0960 ‐2.4246
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 732.3401 22007.2837 3 28.91 Carbamidomethyl+C(29) 3799.0211 LDLAGGGVIPLHTHPGASEVLVVIQGTICAG 1341.7770 3799.0270 25.7261 2125 3 1267.0138 3.95
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 732.3401 22007.2837 3 28.91 Carbamidomethyl+C(24) 3303.7408 MIIQIFFIISLISTISFASVQDFCVADPK 207.6299 3303.6455 25.6064 1852 3 1101.8867 ‐27.4027
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 17954.4000 2621.4238 17.6332 61163 3 874.4794 ‐0.3796
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1204.6783 TAGGLLLTETTK 55237.1200 1204.6784 23.7148 56712 2 602.8429 ‐0.4194
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1371.6427 YAGTEVEFNDVK 107215.4000 1371.6418 22.4882 54574 2 686.3245 ‐0.8377
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1662.9313 ITPLPVSTGSTVLYSK 25249.5400 1662.9313 17.3575 41740 2 831.9693 0.3866
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 906.4601 ASDVMAILS 9507.8010 906.4597 30.6759 32989 1 906.4597 0.7205
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 7452.1200 2083.0925 27.6226 21082 3 695.0357 0.1146
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 9800.1910 2540.3115 34.2625 17334 4 635.8333 0.1754
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1588.7952 EDDIVGILETEDIK 13864.8700 1588.7994 33.3470 9967 2 794.9033 2.71
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1635.8193 MAATQLTASPVTMSAR 2043.9860 1635.8198 23.5314 1538 2 818.4136 0.6250
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1861.0429 NKIDITVPTGAQIIYSK 15150.0300 1861.0420 17.4618 32284 3 621.0188 ‐0.9965
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 3727.0052 EKPSIGTVIAVGPGSLDEEGKITPLPVSTGST 4842.7100 3727.0173 33.5025 3902 4 932.5098 3.93
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1095.6408 EKPSIGTVIAV 204.8495 1095.6475 33.0763 6623 2 548.3274 5.08
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1448.7995 PLPVSTGSTVLYSK 328.7153 1448.8017 16.8380 3574 2 724.9045 1.98
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1158.5637 AVGPGSLDEEGK 241.8964 1158.5588 28.1697 2655 2 579.7831 ‐4.7759
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 931.4367 PGSLDEEGK 942.5969 931.4332 27.6188 1462 1 931.4332 ‐2.5444
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1186.6678 TAGGLLLTETTK 156.0449 1186.6744 24.8306 3551 2 593.8409 5.0797
NP_197572.1 chaperonin 20 Arabidopsis thaliana 13923.6100 26801.9082 24 60.08 None 1617.8087 MAATQLTASPVTMSAR 284.2784 1617.8164 24.0059 1979 2 809.4118 5.0175
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 1204.6783 TAGGLLLTETTK 55126.1400 1204.6785 23.7119 56169 2 602.8429 ‐0.3881
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 906.4601 ASDVMAILS 4933.9510 906.4597 30.6759 32989 1 906.4597 0.9769
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 6125.6860 2083.0925 27.6226 21082 3 695.0357 0.0138
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 10594.1100 2540.3115 34.2625 17334 4 635.8333 0.2179
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 1158.5637 AVGPGSLDEEGK 217.6776 1158.5588 28.1697 2655 2 579.7831 ‐4.7877
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 931.4367 PGSLDEEGK 967.1304 931.4332 27.6188 1462 1 931.4332 ‐2.2788
NP_197572.1 chaperonin 20 Arabidopsis thaliana 4219.8770 26801.9082 24 60.08 None 1186.6678 TAGGLLLTETTK 205.6365 1186.6744 24.8306 3551 2 593.8409 5.0824
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1980.9621 TINQVQETGSSVFDATQR 4068.5390 1980.9668 24.9364 17255 3 660.9938 2.0009
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1596.8115 GSNIIILDSYTDSAK 22813.9000 1596.8109 28.2365 11687 2 798.9091 ‐0.1546
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1347.7002 DQIVSSLTEVEK 14268.9700 1347.6997 25.4577 11088 2 674.3535 ‐0.5886
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1351.7831 VISIPLEELPNK 4475.7630 1351.7830 30.0015 9849 2 676.3951 ‐0.3621
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 2604.0970 2113.9424 26.2295 9268 2 1057.4748 ‐2.1952
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 8348.4810 1445.6479 24.2970 8709 2 723.3276 ‐0.0160
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 4487.1300 1645.8468 32.0961 8196 2 823.4271 0.4638
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1235.6630 LASPAFSEASKK 496.0173 1235.6739 32.1799 2399 2 618.3406 8.78
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1578.9465 VISIPLEELPNKVK 7524.3610 1578.9486 17.9489 6611 3 526.9877 0.5065
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 Carbamidomethyl+C(16) 1994.0263 GYKGDLTPAQTLDLLCTK 1108.3100 1994.0285 18.3858 5999 2 997.5179 2.0282
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2259.0450 41399.5387 19 31.52 None 1104.6147 IVSSLTEVEK 340.5664 1104.6125 23.9210 6021 2 552.8099 ‐2.6641
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 None 1980.9621 TINQVQETGSSVFDATQR 3436.1040 1980.9668 24.9364 17255 3 660.9938 1.80
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 None 1596.8115 GSNIIILDSYTDSAK 25253.4400 1596.8109 28.2365 11687 2 798.9091 0.0590
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 None 1351.7831 VISIPLEELPNK 8356.6040 1351.7830 30.0015 9849 2 676.3951 ‐0.2746
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 None 2113.9495 AQEAMQSSGFDSEPVFNAAK 6173.6250 2113.9424 26.2295 9268 2 1057.4748 ‐1.7158
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 9124.0910 1445.6479 24.2970 8709 2 723.3276 0.1198
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 3960.9620 1645.8468 32.0961 8196 2 823.4271 0.7026
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 None 1107.5681 LASPAFSEASK 938.1115 1107.5673 19.3118 5825 2 554.2873 ‐1.4246
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2203.4890 41399.5387 19 31.52 Carbamidomethyl+C(2) 2173.0244 NCYIVTDGFSGGRGWLQSR 788.1581 2173.0214 35.5807 6041 2 1087.0143 0.3883
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1777.8603 GTGITEEFEEVPVQSR 39322.9800 1777.8625 26.8404 20370 2 889.4349 1.31
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1556.6863 SIPSAEEEDFNYR 13527.5100 1556.6871 23.2004 13950 2 778.8472 0.6631
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1333.7110 AADNIAANLYAVK 3177.9660 1333.7094 25.8550 9530 2 667.3584 ‐1.4501
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1645.8180 SEEEAWAAGGSGILLR 5326.1190 1645.8176 29.7572 8560 2 823.4125 0.0714
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1259.7106 GFVLGNDGVLLR 13460.4600 1259.7123 18.8621 4907 2 630.3598 0.8950
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 1262.5648 ADEQLSEWER 394.8975 1262.5974 16.9621 2316 2 631.8023 25.4502
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis tha 2722.1620 44160.6201 7 19.85 None 836.4261 AADNIAANL 278.4053 836.4246 27.1922 3125 1 836.4246 ‐0.9639
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabid 986.5205 18135.7055 2 14.2 None 1186.6202 TLEEEDPIIK 12143.8500 1186.6214 22.6310 11566 2 593.8144 0.5610
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabid 986.5205 18135.7055 2 14.2 None 1420.7947 NIPAGTLVYVAFR 3103.9100 1420.7977 33.5309 3145 2 710.9025 2.0352
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339



NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1494.7223 ITPSWVGFTDSER 22110.2800 1494.7224 17.7818 27860 2 747.8648 0.0855
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1564.8291 VFSPEEISAMILTK 11992.1700 1564.8320 21.5853 25400 2 782.9196 2.0133
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1345.6457 NALETYVYNMK 14208.0700 1345.6485 27.8184 23615 2 673.3279 1.84
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 2593.7880 1861.9524 31.0129 21561 2 931.4798 3.69
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 4240.3220 2103.1291 18.1616 20130 3 701.7146 0.9194
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1907.0021 IKDAVVTVPAYFNDAQR 16860.1300 1907.0059 16.9302 19681 3 636.3402 1.53
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1155.6480 DAGVIAGLNVAR 4707.8370 1155.6483 25.5436 16848 2 578.3278 ‐0.3692
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 2053.0124 VEIESLFDGVDFSEPLTR 13085.6100 2053.0094 38.2297 16103 2 1027.0083 ‐0.4165
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1550.7962 AVVTVPAYFNDAQR 12657.4400 1550.7957 27.3581 15686 2 775.9015 ‐0.1787
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 929.4801 VMEYFIK 9988.3950 929.4801 16.4899 12375 2 465.2437 ‐1.0118
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1296.6219 FEELNNDLFR 4563.8030 1296.6209 28.6281 12176 2 648.8141 ‐1.1136
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 2498.0841 EALEWLDENQNSEKEEYDEK 8136.6240 2498.0866 26.2353 12027 3 833.3671 1.51
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1210.5739 DFFEGKEPNK 6683.7180 1210.5738 19.1246 8825 2 605.7906 ‐0.5252
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1536.7513 NGHVEIIANDQGNR 18075.6300 1536.7522 16.3454 5757 3 512.9223 ‐0.2715
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 981.4888 ETAEAYLGK 7825.3970 981.4888 18.0423 4337 2 491.2480 ‐0.8568
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 989.4898 LSQEEIDR 863.5618 989.4867 36.4868 1381 1 989.4867 ‐1.7763
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1196.6422 FDLNGIPPAPR 149.1422 1196.6652 21.1241 1820 1 1196.6652 21.3328
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 2287.1023 NALETYVYNMKNQVNDKDK 198.9407 2287.1128 35.1202 2451 2 1144.0600 6.0398
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 763.4097 NGHVEII 161.8468 763.4125 17.0178 2102 1 763.4125 4.68
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1160.5656 LETYVYNMK 192.8644 1160.5639 28.4999 1915 1 1160.5639 0.5748
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1081.5061 PAYFNDAQR 144.5616 1081.5093 28.3380 1203 1 1081.5093 4.17
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 236.7359 1334.6948 29.8153 1121 2 667.8510 4.11
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1231.6603 PEEISAMILTK 359.5749 1231.6582 20.8137 979 2 616.3327 ‐2.1016
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1000.5170 IIANDQGNR 186.6633 1000.5158 17.3805 811 1 1000.5158 0.2105
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1518.7408 NGHVEIIANDQGNR 413.9936 1518.7378 17.8949 2903 2 759.8726 ‐1.8546
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 6914.6080 73914.5211 58 32.44 None 1193.5473 DFFEGKEPNK 118.2635 1193.5519 17.9690 776 2 597.2796 3.73
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1659.8952 IINEPTAAAIAYGLDK 9076.1610 1659.8933 29.5175 22928 2 830.4503 ‐0.5867
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1616.9460 1861.9524 31.0129 21561 2 931.4798 3.68
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1155.6480 DAGVIAGLNVAR 6048.9630 1155.6483 25.5436 16848 2 578.3278 ‐0.3825
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1550.7962 AVVTVPAYFNDAQR 12128.9900 1550.7957 27.3581 15686 2 775.9015 0.0112
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 2053.0124 VEIESLFDGVDFSEPLTR 13054.5700 2053.0092 38.2265 15202 2 1027.0082 ‐0.0814
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1296.6219 FEELNNDLFR 1784.2330 1296.6209 28.6281 12176 2 648.8141 ‐1.0544
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 818.4618 ITITNEK 256.0061 818.4465 26.2698 2229 1 818.4465 ‐17.6544
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1523.7601 ARFEELNNDLFR 1132.1540 1523.7606 27.4478 15801 3 508.5917 ‐0.5726
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 2575.2522 EKIEAATKEALEWLDENQNSEK 153.3839 2575.2277 37.7926 9198 3 859.0808 ‐9.4051
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1081.5061 PAYFNDAQR 704.2269 1081.5055 27.3836 2124 1 1081.5055 1.76
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 1111.8910 73914.5211 58 32.44 None 1641.8846 IINEPTAAAIAYGLDK 553.5139 1641.8854 28.7168 18202 2 821.4463 0.9683
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1787.9902 IINEPTAAAIAYGLDKK 74898.5000 1787.9901 17.1016 130418 3 596.6682 ‐0.3957
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1494.7223 ITPSWVGFTDSER 24622.0300 1494.7224 17.7818 27860 2 747.8648 ‐0.1371
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1564.8291 VFSPEEISAMILTK 13478.4500 1564.8320 21.5853 25400 2 782.9196 1.48
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 12698.3600 2103.1291 18.1616 20130 3 701.7146 1.1810
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1907.0021 IKDAVVTVPAYFNDAQR 22791.3300 1907.0059 16.9302 19681 3 636.3402 1.24
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 2053.0124 VEIESLFDGVDFSEPLTR 5072.1410 2053.0116 21.8483 13174 2 1027.0094 0.2828
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 929.4801 VMEYFIK 7567.7440 929.4801 16.4899 12375 2 465.2437 ‐1.1058
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1228.6280 VEIIANDQGNR 776.7383 1228.6336 17.3846 1359 2 614.8204 3.33
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 1443.6660 2102.0839 20.1953 5825 2 1051.5456 0.8009
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1424.7169 FEELNNDLFRK 162.8437 1424.6992 20.7781 3050 2 712.8532 ‐12.6746
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1583.8864 QATKDAGVIAGLNVAR 178.5584 1583.9261 17.1746 2877 2 792.4667 25.0076
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 2370.2776 LIGEAAKNQAAVNPERTVFDVK 598.1624 2370.2801 18.9759 1942 3 790.7649 1.40
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1081.5061 PAYFNDAQR 945.4545 1081.5011 16.9280 973 1 1081.5011 ‐3.2775
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 Carbamidomethyl+C(15) 2084.0733 LGSVIGIDLGTTYSCVGVYK 300.4907 2084.0687 19.4917 2068 2 1042.5380 ‐1.4496
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 1546.8185 VFSPEEISAMILTK 340.3434 1546.8204 21.2474 1810 2 773.9139 1.1261
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4565.5660 73914.5211 58 32.44 None 2353.2510 LIGEAAKNQAAVNPERTVFDVK 201.8182 2353.2422 19.1960 9339 3 785.0856 ‐3.4337
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 2633.0660 2641.3464 40.5029 4158 3 881.1203 ‐2.5575
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1720.8752 HEEELAEPQEIVAVK 4898.3460 1720.8787 24.2936 4079 3 574.2977 1.16
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(9) 1991.9565 TAHEMGIPCVAVYSTIDK 829.6281 1991.9611 31.0857 20257 3 664.6585 1.49
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1097.4966 MDASMITNSK 562.9889 1097.5031 17.6995 4361 1 1097.5031 7.05
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 3762.9750 1702.7375 24.0532 3989 2 851.8724 0.2583
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 907.4666 ATARETMK 67.5661 907.4893 29.9430 2399 1 907.4893 26.1063
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1161.5800 FGNVVHFGER 588.1150 1161.5843 30.4444 1692 2 581.2958 3.1544
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(4) 1267.5844 SSLCNLMMPSK 101.2534 1267.5903 40.6628 996 1 1267.5903 7.1509
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1971.0546 ALNDTIITGVPTTINYHK 317.8300 1971.1079 19.3723 828 3 657.7075 26.6774
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(12) 2077.0145 FGNVVHFGERDCSIQRR 806.5950 2077.0128 29.1821 7375 2 1039.0101 0.3028
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(13) 1711.8545 QEDIVLRGHSIECR 414.3389 1711.8490 35.6754 3989 2 856.4281 ‐2.7841
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(12) 2360.2101 VIRTAHEMGIPCVAVYSTIDK 1868.4960 2360.2154 19.2278 3253 3 787.4100 2.96
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(11) 1522.7279 RATSGGLGVTCSGGDK 339.1371 1522.7304 17.5809 1721 2 761.8688 1.00
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 2686.3352 ETMKNAGVPTVPGSDGLLQSTEEAVR 317.4708 2686.3401 33.5570 1015 3 896.1182 2.47
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1669.8796 ALNDTIITGVPTTINY 482.6143 1669.8711 18.3821 1451 3 557.2952 ‐5.7477
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 Carbamidomethyl+C(11) 1504.7173 RATSGGLGVTCSGGDK 440.4055 1504.7248 18.6024 2193 2 752.8660 5.0141
NP_198386.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 419.7949 58900.5131 17 13.78 None 1702.8646 HEEELAEPQEIVAVK 308.3465 1702.8587 23.9479 1168 3 568.2911 ‐4.1361
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3197.4310 47809.8511 20 40.23 None 1763.9174 VETLLNLDTKPYSDR 26982.1300 1763.9166 26.9572 99571 3 588.6437 ‐1.0744
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3197.4310 47809.8511 20 40.23 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2383.6000 2467.2186 32.9250 10361 2 1234.1129 ‐1.6091
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3197.4310 47809.8511 20 40.23 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEAL 21935.3700 3842.9854 48.8430 3653 3 1281.6666 0.4879
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3197.4310 47809.8511 20 40.23 None 545.3293 LSLNV 2445.6920 545.3291 25.4424 52326 1 545.3291 ‐0.5573
NP_198413.1 glutamine synthetase Arabidopsis thaliana 3197.4310 47809.8511 20 40.23 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 6153.3640 2564.3030 39.7111 899 3 855.4392 0.0630



NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 44370.5100 2564.3044 22.4430 71500 2 1282.6558 1.77
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 32705.4800 3000.3996 20.8759 69225 3 1000.8047 0.6313
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 6169.7510 2676.2667 21.9906 51117 3 892.7604 ‐0.6647
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 899.5673 AILNLSLR 28153.2100 899.5653 17.8092 48744 2 450.2863 ‐3.3793
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 16168.7800 2623.3298 18.6702 47876 3 875.1148 0.6826
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEAEAL 18129.1400 3842.9773 25.5458 34186 3 1281.6640 ‐0.8099
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 1775.9690 IIAEYIWIGGSGIDLR 3660.9380 1775.9632 21.3437 13928 2 888.4852 ‐3.0302
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 1817.8565 HETASIDQFSWGVANR 2719.1770 1817.8598 16.9656 8623 3 606.6248 1.76
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 1644.8744 IAEYIWIGGSGIDLR 930.0455 1644.8837 21.3640 5128 2 822.9455 5.81
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 516.3140 IDLR 35.3444 516.3119 20.5626 4856 1 516.3119 ‐4.8190
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 602.3620 NLSLR 2908.9970 602.3624 17.8057 4598 1 602.3624 0.3345
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 Carbamidomethyl+C(9) 2089.0059 GGNNILVICDTWTPAGEPIP 741.4672 2088.9992 18.6617 1963 2 1045.0032 ‐2.4600
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 1556.7955 WEPTLEAEALAAQK 1034.4990 1556.7976 25.5359 1036 1 1556.7976 4.78
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 Carbamidomethyl+C(4) 2168.1169 LVICDTWTPAGEPIPTNKR 314.1445 2168.1042 18.6823 945 2 1084.5557 ‐4.9780
NP_198413.1 glutamine synthetase Arabidopsis thaliana 7821.6780 47809.8511 20 40.23 None 1757.9585 IIAEYIWIGGSGIDLR 150.0532 1757.9641 20.0906 1224 3 586.6596 2.15
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 444013.0000 1548.8083 18.4577 3755009 2 774.9078 ‐0.3412
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 935.4945 IIGFDNTR 93932.9100 935.4946 21.5668 1599213 2 468.2509 ‐0.8941
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 178453.1000 2080.9958 20.7404 917858 3 694.3368 0.1703
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 952.4887 EYPGAFIR 20752.4600 952.4893 23.2591 686464 2 476.7483 ‐0.3038
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 191225.7000 2086.0257 19.5434 450120 2 1043.5165 ‐1.6529
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 914.4229 YWTMWK 34510.1700 914.4230 17.8393 414287 2 457.7151 ‐0.9347
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1939.9899 FETLSYLPDLSDVELAK 105025.6000 1939.9873 21.0189 332733 2 970.4973 ‐0.4824
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 907.4884 EVDYLLR 66911.0500 907.4887 22.8893 329370 2 454.2480 ‐0.6314
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1365.5818 EHGNTPGYYDGR 68322.0100 1365.5814 13.8269 114469 3 455.8653 ‐1.3757
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 924.5666 VWPPIGKK 10310.7400 924.5665 15.9834 7308 1 924.5665 1.1672
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 796.4716 VWPPIGK 1397.7000 796.4701 15.4257 2800 2 398.7387 ‐3.1439
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 2068.0849 KFETLSYLPDLSDVELAK 168628.5000 2068.0836 20.1036 553139 3 690.0327 ‐0.8876
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 2196.1798 KKFETLSYLPDLSDVELAK 95826.6600 2196.1788 19.1235 274473 3 732.7311 ‐0.6077
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(5) 1854.9055 EVEECKKEYPGAFIR 1109.7390 1854.9094 20.6202 10735 3 618.9746 1.96
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(14) 1695.8153 DITSIASNGGRVSCMK 507.6512 1695.8131 22.3702 1274 3 565.9426 ‐1.9685
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 679.3774 DYLLR 5443.4990 679.3769 23.6053 109269 1 679.3769 ‐0.3780
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 1047.5292 QVQCISFIA 340.6248 1047.5267 20.9452 28934 2 524.2670 ‐3.2022
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 565.2803 TMWK 2755.1570 565.2805 17.8348 20411 1 565.2805 0.2018
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 564.3504 YLLR 321.3705 564.3502 23.6056 18009 1 564.3502 ‐0.4638
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 556.6546 1781.8305 17.8258 11000 2 891.4189 ‐0.0819
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 698.3291 QVQCIS 195.0252 698.3301 20.9255 7711 1 698.3301 1.80
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 693.2951 EHGNTPG 14807.4900 693.2938 13.8283 6609 1 693.2938 ‐1.5048
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1086.5677 PDLSDVELAK 254.5606 1086.5709 19.1319 5312 1 1086.5709 4.08
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 401.2871 LLR 260.4556 401.2876 23.6076 5221 1 401.2876 0.5826
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 869.4403 KFETLSY 243.1599 869.4370 19.1197 4693 1 869.4370 ‐2.9247
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(2) 1841.8779 QCISFIAYKPPSFTEA 487.6850 1841.8814 20.2161 4693 3 614.6320 1.04
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 539.2209 EHGNT 7156.4670 539.2208 13.8335 4615 1 539.2208 ‐0.3578
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 836.4189 FETLSYL 96.2616 836.4164 19.3194 3599 1 836.4164 ‐2.0625
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 827.3682 PGYYDGR 2486.2290 827.3657 13.8256 3388 1 827.3657 ‐2.2183
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1110.6194 KKFETLSYL 1645.5910 1110.6164 19.1285 3378 1 1110.6164 ‐0.8504
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1307.6882 KFETLSYLPDL 256.0531 1307.6905 20.3336 3009 2 654.3489 1.39
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 778.3995 HGFVYR 159.3026 778.4002 20.4956 2904 1 778.4002 1.96
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 709.3264 GFDNTR 182.6760 709.3261 22.9549 2729 1 709.3261 0.0136
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1020.5261 LEHGFVYR 136.3530 1020.5289 22.9992 2430 1 1020.5289 4.59
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 538.7911 1402.7002 18.4547 2422 1 1402.7002 0.5486
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 856.3584 EHGNTPGY 458.4366 856.3584 13.8171 2230 1 856.3584 0.9269
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1149.5687 ELEHGFVYR 214.9046 1149.5699 22.0602 1892 1 1149.5699 2.36
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 489.1980 EVDY 473.0906 489.1987 23.6002 1806 1 489.1987 0.9612
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 751.3596 WTMWK 72.4081 751.3625 16.9328 1637 1 751.3625 4.82
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1407.6692 EFELEHGFVYR 351.2711 1407.6771 21.8715 1399 2 704.3422 5.35
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 1619.8251 QVQCISFIAYKPPS 374.1163 1619.8171 19.4427 1374 2 810.4122 ‐4.6772
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 851.4298 KFETLSY 111.7708 851.4260 19.3481 1365 1 851.4260 ‐3.5739
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 210.2918 1338.6649 17.2131 1325 2 669.8361 ‐5.7524
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 1347.5713 EHGNTPGYYDGR 368.0622 1347.5694 15.8167 9812 2 674.2883 ‐1.6193
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 934.4781 EYPGAFIR 101.9596 934.4728 21.5216 1753 1 934.4728 ‐4.4585
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 93150.3800 20569.5334 101 76.24 None 896.4124 YWTMWK 94.5946 896.4103 17.8338 1202 2 448.7088 ‐3.3096
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 935.4945 IIGFDNTR 143643.2000 935.4946 21.5654 1590253 2 468.2509 ‐1.0205
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 952.4887 EYPGAFIR 21851.4200 952.4893 23.2577 683585 2 476.7483 ‐0.4203
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 907.4884 EVDYLLR 71890.2300 907.4887 22.8893 329370 2 454.2480 ‐0.7723
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 36700.9600 2080.9950 35.9817 70990 3 694.3365 ‐0.3564
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 1939.9899 FETLSYLPDLSDVELAK 21830.1700 1939.9877 36.4435 33680 2 970.4975 0.0914
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 1080.5837 KEYPGAFIR 266.1091 1080.5823 20.1146 5455 2 540.7948 ‐2.0531
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 1422.0250 2086.0405 33.1397 6764 2 1043.5239 5.49
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 2623.3470 ASSMLSSAAVVTSPAQATMVAPFTGLK 326.6496 2623.2977 37.7621 1071 3 875.1041 ‐18.6328
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 2068.0849 KFETLSYLPDLSDVELAK 12143.9900 2068.0869 34.5779 26278 3 690.0338 0.6280
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 Carbamidomethyl+C(5) 1854.9055 EVEECKKEYPGAFIR 1211.7910 1854.9094 20.6202 10735 3 618.9746 1.88
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 Carbamidomethyl+C(12) 2444.2142 YWTMWKLPLFGCTDSAQVLK 663.5356 2444.1921 40.2919 3828 2 1222.5997 ‐6.6278
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 822.4104 IGFDNTR 6196.4190 822.4091 21.5710 128545 1 822.4091 ‐0.5743
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 660.3828 PGAFIR 1729.0140 660.3831 23.2537 122662 1 660.3831 0.8044
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 652.3049 FDNTR 7785.2250 652.3040 21.5856 19052 1 652.3040 ‐1.0911
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 564.3504 YLLR 388.6250 564.3502 23.6056 18009 1 564.3502 ‐0.3320
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 823.4461 YPGAFIR 123.6444 823.4439 23.2700 2471 1 823.4439 ‐1.6591
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 1223.6307 IAYKPPSFTEA 284.7894 1223.6326 30.7667 2256 2 612.3199 1.1144
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 489.1980 EVDY 2089.1080 489.1987 23.6002 1806 1 489.1987 1.0656



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 836.4189 FETLSYL 106.9388 836.4132 36.9610 1490 1 836.4132 ‐5.6652
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 1439.7205 SFIAYKPPSFTEA 187.3684 1439.7180 35.0197 1095 1 1439.7180 1.73
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 15661.7100 20569.5334 101 76.24 None 934.4781 EYPGAFIR 159.9252 934.4800 23.2562 47658 2 467.7436 0.9064
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 349650.3000 1548.8083 18.4577 3755009 2 774.9078 ‐0.5761
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 256599.0000 2080.9958 20.7404 917858 3 694.3368 0.4303
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 217563.2000 2086.0257 19.5434 450120 2 1043.5165 ‐2.0100
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 914.4229 YWTMWK 53201.1400 914.4230 17.8393 414287 2 457.7151 ‐1.0253
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1939.9899 FETLSYLPDLSDVELAK 119554.9000 1939.9873 21.0189 332733 2 970.4973 ‐0.8063
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 935.4945 IIGFDNTR 38717.0500 935.4940 14.8610 26829 2 468.2506 ‐1.6026
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 924.5666 VWPPIGKK 10322.6600 924.5665 15.9834 7308 1 924.5665 0.8362
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 796.4716 VWPPIGK 2683.7100 796.4701 15.4257 2800 2 398.7387 ‐3.2077
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 2068.0849 KFETLSYLPDLSDVELAK 204610.3000 2068.0836 20.1036 553139 3 690.0327 ‐0.6286
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 2196.1798 KKFETLSYLPDLSDVELAK 102223.3000 2196.1788 19.1235 274473 3 732.7311 ‐0.3392
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 467.2593 2323.1439 19.7112 4283 2 1162.0756 5.07
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1868.9654 EYPGAFIRIIGFDNTR 659.8137 1868.9665 17.8052 765 4 467.9971 ‐0.0521
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 751.3596 WTMWK 11933.2700 751.3594 17.8435 39204 1 751.3594 ‐0.0985
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 15235.5100 1225.5856 18.4574 21694 1 1225.5856 ‐0.1824
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 565.2803 TMWK 2759.0200 565.2805 17.8348 20411 1 565.2805 ‐0.1134
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 982.5244 KFETLSYL 4429.3530 982.5231 20.1132 17600 1 982.5231 ‐0.3105
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 869.4403 KFETLSY 4717.6880 869.4397 20.1063 16650 1 869.4397 ‐0.0504
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1570.8152 ISFIAYKPPSFTEA 1547.5380 1570.8135 19.1499 8819 2 785.9104 ‐1.1585
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 989.5150 DLSDVELAK 1464.2090 989.5119 20.0965 7583 1 989.5119 ‐2.0089
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 709.3264 GFDNTR 1452.7320 709.3255 14.8600 6375 1 709.3255 ‐1.1729
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1086.5677 PDLSDVELAK 702.9827 1086.5709 19.1319 5312 1 1086.5709 4.26
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 588.6572 1062.4910 18.4452 4463 1 1062.4910 ‐0.1013
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 602.9590 1190.5479 18.4562 4146 1 1190.5479 ‐0.8562
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1039.5095 YKPPSFTEA 184.0984 1039.5040 18.7441 3474 1 1039.5040 ‐3.9763
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1307.6882 KFETLSYLPDL 345.2755 1307.6905 20.3336 3009 2 654.3489 1.39
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 854.4294 FETLSYL 2415.4490 854.4309 20.9923 2569 1 854.4309 2.89
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1322.6991 KKFETLSYLPD 1452.0600 1322.7032 19.1241 2510 2 661.8552 2.57
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1020.5261 LEHGFVYR 179.7020 1020.5289 22.9992 2430 1 1020.5289 3.06
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 822.4104 IGFDNTR 1976.4540 822.4101 14.8612 2241 1 822.4101 0.0206
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1425.6797 EFELEHGFVYR 210.5349 1425.6720 22.2952 1264 1 1425.6720 ‐2.7903
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(4) 1029.5186 QVQCISFIA 135.9944 1029.5169 18.6273 1092 1 1029.5169 ‐0.4601
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 311.8273 1338.6725 19.3590 1020 1 1338.6725 2.59
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 1921.9793 FETLSYLPDLSDVELAK 342.3606 1921.9804 21.0454 3152 2 961.4939 1.0676
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis th 86926.1400 20569.5334 101 76.24 None 896.4124 YWTMWK 85.1810 896.4103 17.8338 1202 2 448.7088 ‐3.3961
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 444013.0000 1548.8083 18.4577 3755009 2 774.9078 ‐0.3412
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 935.4945 IIGFDNTR 93932.9100 935.4946 21.5668 1599213 2 468.2509 ‐0.8941
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 178453.1000 2080.9958 20.7404 917858 3 694.3368 0.1703
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 952.4887 EYPGAFIR 20752.4600 952.4893 23.2591 686464 2 476.7483 ‐0.3038
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 914.4229 YWTMWK 34510.1700 914.4230 17.8393 414287 2 457.7151 ‐0.9347
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 907.4884 EVDYLLR 66911.0500 907.4887 22.8893 329370 2 454.2480 ‐0.6314
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1365.5818 EHGNTPGYYDGR 68322.0100 1365.5814 13.8269 114469 3 455.8653 ‐1.3757
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 24346.8900 2072.0111 19.5757 108305 2 1036.5092 ‐1.1828
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1954.0056 FETLSYLPDLTDVELAK 17237.1300 1954.0049 21.2126 60055 2 977.5061 0.5624
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 924.5666 VWPPIGKK 10310.7400 924.5665 15.9834 7308 1 924.5665 1.1672
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 796.4716 VWPPIGK 1397.7000 796.4701 15.4257 2800 2 398.7387 ‐3.1439
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 2082.1005 KFETLSYLPDLTDVELAK 11802.9400 2082.1033 34.9803 12568 3 694.7059 1.0839
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(5) 1854.9055 EVEECKKEYPGAFIR 1109.7390 1854.9094 20.6202 10735 3 618.9746 1.96
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 2210.1955 KKFETLSYLPDLTDVELAK 1924.4740 2210.2002 32.9540 4710 3 737.4049 2.0193
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 679.3774 DYLLR 5443.4990 679.3769 23.6053 109269 1 679.3769 ‐0.3780
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 565.2803 TMWK 2755.1570 565.2805 17.8348 20411 1 565.2805 0.2018
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 564.3504 YLLR 321.3705 564.3502 23.6056 18009 1 564.3502 ‐0.4638
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 556.6546 1781.8305 17.8258 11000 2 891.4189 ‐0.0819
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 693.2951 EHGNTPG 14807.4900 693.2938 13.8283 6609 1 693.2938 ‐1.5048
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 401.2871 LLR 260.4556 401.2876 23.6076 5221 1 401.2876 0.5826
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 539.2209 EHGNT 7156.4670 539.2208 13.8335 4615 1 539.2208 ‐0.3578
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 827.3682 PGYYDGR 2486.2290 827.3657 13.8256 3388 1 827.3657 ‐2.2183
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 778.3995 HGFVYR 159.3026 778.4002 20.4956 2904 1 778.4002 1.96
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 709.3264 GFDNTR 182.6760 709.3261 22.9549 2729 1 709.3261 0.0136
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1020.5261 LEHGFVYR 136.3530 1020.5289 22.9992 2430 1 1020.5289 4.59
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(6) 1402.7035 LPLFGCTDSAQVL 538.7911 1402.7002 18.4547 2422 1 1402.7002 0.5486
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 856.3584 EHGNTPGY 458.4366 856.3584 13.8171 2230 1 856.3584 0.9269
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1605.7683 FETLSYLPDLTDVE 167.2107 1605.7735 21.0987 2032 2 803.3904 3.14
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1149.5687 ELEHGFVYR 214.9046 1149.5699 22.0602 1892 1 1149.5699 2.36
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 489.1980 EVDY 473.0906 489.1987 23.6002 1806 1 489.1987 0.9612
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 751.3596 WTMWK 72.4081 751.3625 16.9328 1637 1 751.3625 4.82
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(1) 1716.8302 CISFIAYKPPSFTDA 423.5064 1716.8285 21.0062 1584 2 858.9179 ‐0.5430
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1096.5310 AYKPPSFTDA 205.5596 1096.5238 18.4644 1527 1 1096.5238 ‐4.7184
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1407.6692 EFELEHGFVYR 351.2711 1407.6771 21.8715 1399 2 704.3422 5.35
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 210.2918 1338.6649 17.2131 1325 2 669.8361 ‐5.7524
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 1347.5713 EHGNTPGYYDGR 368.0622 1347.5694 15.8167 9812 2 674.2883 ‐1.6193
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 934.4781 EYPGAFIR 101.9596 934.4728 21.5216 1753 1 934.4728 ‐4.4585
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 68309.3800 20571.4625 63 67.40 None 896.4124 YWTMWK 94.5946 896.4103 17.8338 1202 2 448.7088 ‐3.3096
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 349650.3000 1548.8083 18.4577 3755009 2 774.9078 ‐0.5761
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 256599.0000 2080.9958 20.7404 917858 3 694.3368 0.4303
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 914.4229 YWTMWK 53201.1400 914.4230 17.8393 414287 2 457.7151 ‐1.0253
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 33001.0700 2072.0111 19.5757 108305 2 1036.5092 ‐1.5367



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1954.0056 FETLSYLPDLTDVELAK 22672.3500 1954.0049 21.2126 60055 2 977.5061 0.2353
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 935.4945 IIGFDNTR 38717.0500 935.4940 14.8610 26829 2 468.2506 ‐1.6026
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 924.5666 VWPPIGKK 10322.6600 924.5665 15.9834 7308 1 924.5665 0.8362
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 796.4716 VWPPIGK 2683.7100 796.4701 15.4257 2800 2 398.7387 ‐3.2077
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 2082.1005 KFETLSYLPDLTDVELAK 15907.2200 2082.1031 20.2943 123413 3 694.7059 1.86
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(6) 2323.1329 NKWIPCVEFELEHGFVYR 467.2593 2323.1439 19.7112 4283 2 1162.0756 5.07
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1868.9654 EYPGAFIRIIGFDNTR 659.8137 1868.9665 17.8052 765 4 467.9971 ‐0.0521
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 751.3596 WTMWK 11933.2700 751.3594 17.8435 39204 1 751.3594 ‐0.0985
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(3) 1225.5882 FGCTDSAQVLK 15235.5100 1225.5856 18.4574 21694 1 1225.5856 ‐0.1824
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 565.2803 TMWK 2759.0200 565.2805 17.8348 20411 1 565.2805 ‐0.1134
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 709.3264 GFDNTR 1452.7320 709.3255 14.8600 6375 1 709.3255 ‐1.1729
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1100.5834 PDLTDVELAK 166.6425 1100.5817 20.2972 6190 1 1100.5817 ‐0.0163
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(6) 1062.4925 LPLFGCTDSA 588.6572 1062.4910 18.4452 4463 1 1062.4910 ‐0.1013
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(6) 1190.5511 LPLFGCTDSAQ 602.9590 1190.5479 18.4562 4146 1 1190.5479 ‐0.8562
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1020.5261 LEHGFVYR 179.7020 1020.5289 22.9992 2430 1 1020.5289 3.06
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 822.4104 IGFDNTR 1976.4540 822.4101 14.8612 2241 1 822.4101 0.0206
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1096.5310 AYKPPSFTDA 123.0430 1096.5238 18.4644 1527 1 1096.5238 ‐5.0570
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 1425.6797 EFELEHGFVYR 210.5349 1425.6720 22.2952 1264 1 1425.6720 ‐2.7903
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 311.8273 1338.6725 19.3590 1020 1 1338.6725 2.59
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 896.4124 YWTMWK 85.1810 896.4103 17.8338 1202 2 448.7088 ‐3.3961
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis th 59472.4300 20571.4625 63 67.40 None 2064.0899 KFETLSYLPDLTDVELAK 214.3493 2064.0866 18.7726 1041 3 688.7004 ‐1.6488
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 456.2628 56255.2756 4 8.70 None 1958.0706 TEGIIPAPEPTHAIAATIR 7824.2550 1958.0718 27.6982 7294 3 653.3621 0.2424
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 456.2628 56255.2756 4 8.70 Carbamidomethyl+C(7) 1259.6300 AVEPSACPSLTK 2072.3000 1259.6302 18.0934 5309 2 630.3187 ‐0.2834
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 456.2628 56255.2756 4 8.70 None 1607.8567 FIDIPEEVLEIYK 3898.0130 1607.8540 22.1674 3954 2 804.4306 ‐1.4252
NP_198669.1 tryptophan synthase beta chain Arabidopsis thaliana 456.2628 56255.2756 4 8.70 None 1918.9255 GVYAYDFGDTAGLTPLMK 370.3538 1918.9085 29.9240 1811 3 640.3077 ‐9.2865
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1787.9902 IINEPTAAAIAYGLDKK 51950.9500 1787.9901 17.1016 130418 3 596.6682 ‐0.6339
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1228.6280 VEIIANDQGNR 65328.9100 1228.6276 17.3570 46955 2 614.8174 ‐0.8083
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1494.7223 ITPSWVGFTDSER 22110.2800 1494.7224 17.7818 27860 2 747.8648 0.0855
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1564.8291 VFSPEEISAMILTK 11992.1700 1564.8320 21.5853 25400 2 782.9196 2.0133
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1345.6457 NALETYVYNMK 14208.0700 1345.6485 27.8184 23615 2 673.3279 1.84
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1659.8952 IINEPTAAAIAYGLDK 11162.7900 1659.8933 29.5175 22928 2 830.4503 ‐0.8327
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 2593.7880 1861.9524 31.0129 21561 2 931.4798 3.69
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 4240.3220 2103.1291 18.1616 20130 3 701.7146 0.9194
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1907.0021 IKDAVVTVPAYFNDAQR 16860.1300 1907.0059 16.9302 19681 3 636.3402 1.53
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1155.6480 DAGVIAGLNVAR 4707.8370 1155.6483 25.5436 16848 2 578.3278 ‐0.3692
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1550.7962 AVVTVPAYFNDAQR 12657.4400 1550.7957 27.3581 15686 2 775.9015 ‐0.1787
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 2019.0281 VEIESLFDGVDLSEPLTR 7184.6810 2019.0296 37.7203 13703 2 1010.0184 1.55
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1296.6219 FEELNNDLFR 4563.8030 1296.6209 28.6281 12176 2 648.8141 ‐1.1136
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 2498.0841 EALEWLDENQNSEKEEYDEK 8136.6240 2498.0866 26.2353 12027 3 833.3671 1.51
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1210.5739 DFFEGKEPNK 6683.7180 1210.5738 19.1246 8825 2 605.7906 ‐0.5252
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1536.7513 NGHVEIIANDQGNR 18075.6300 1536.7522 16.3454 5757 3 512.9223 ‐0.2715
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 981.4888 ETAEAYLGK 7825.3970 981.4888 18.0423 4337 2 491.2480 ‐0.8568
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1248.6470 GTPQIEVTFEK 287.9634 1248.6768 19.6686 1439 2 624.8420 23.4254
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 2810.5451 LLGKFDLTGVPPAPRGTPQIEVTFEK 184.5297 2810.5382 34.5948 1854 4 703.3900 ‐3.0579
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1674.9061 INEPTAAAIAYGLDKK 224.2449 1674.9145 17.2165 2273 3 558.9763 4.50
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 763.4097 NGHVEII 161.8468 763.4125 17.0178 2102 1 763.4125 4.68
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1447.7791 EPTAAAIAYGLDKK 250.5054 1447.7829 17.1317 1995 2 724.3951 2.22
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1160.5656 LETYVYNMK 192.8644 1160.5639 28.4999 1915 1 1160.5639 0.5748
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1081.5061 PAYFNDAQR 212.0517 1081.5111 15.7346 1708 2 541.2592 3.04
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 Carbamidomethyl+C(1) 1334.6886 CNPIITAVYQR 236.7359 1334.6948 29.8153 1121 2 667.8510 4.11
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1231.6603 PEEISAMILTK 359.5749 1231.6582 20.8137 979 2 616.3327 ‐2.1016
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1000.5170 IIANDQGNR 186.6633 1000.5158 17.3805 811 1 1000.5158 0.2105
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1518.7408 NGHVEIIANDQGNR 413.9936 1518.7378 17.8949 2903 2 759.8726 ‐1.8546
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 6648.8130 67685.6184 54 34.09 None 1193.5473 DFFEGKEPNK 118.2635 1193.5519 17.9690 776 2 597.2796 3.73
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1659.8952 IINEPTAAAIAYGLDK 9076.1610 1659.8933 29.5175 22928 2 830.4503 ‐0.5867
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1616.9460 1861.9524 31.0129 21561 2 931.4798 3.68
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1155.6480 DAGVIAGLNVAR 6048.9630 1155.6483 25.5436 16848 2 578.3278 ‐0.3825
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1550.7962 AVVTVPAYFNDAQR 12128.9900 1550.7957 27.3581 15686 2 775.9015 0.0112
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 2019.0281 VEIESLFDGVDLSEPLTR 4175.6160 2019.0296 37.7203 13703 2 1010.0184 2.1761
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1296.6219 FEELNNDLFR 1784.2330 1296.6209 28.6281 12176 2 648.8141 ‐1.0544
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1523.7601 ARFEELNNDLFR 1132.1540 1523.7606 27.4478 15801 3 508.5917 ‐0.5726
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 2575.2522 EKIEAATKEALEWLDENQNSEK 153.3839 2575.2277 37.7926 9198 3 859.0808 ‐9.4051
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1081.5061 PAYFNDAQR 704.2269 1081.5055 27.3836 2124 1 1081.5055 1.76
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 868.0747 67685.6184 54 34.09 None 1641.8846 IINEPTAAAIAYGLDK 553.5139 1641.8854 28.7168 18202 2 821.4463 0.9683
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1787.9902 IINEPTAAAIAYGLDKK 74898.5000 1787.9901 17.1016 130418 3 596.6682 ‐0.3957
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1494.7223 ITPSWVGFTDSER 24622.0300 1494.7224 17.7818 27860 2 747.8648 ‐0.1371
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1564.8291 VFSPEEISAMILTK 13478.4500 1564.8320 21.5853 25400 2 782.9196 1.48
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 12698.3600 2103.1291 18.1616 20130 3 701.7146 1.1810
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1907.0021 IKDAVVTVPAYFNDAQR 22791.3300 1907.0059 16.9302 19681 3 636.3402 1.24
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1228.6280 VEIIANDQGNR 776.7383 1228.6336 17.3846 1359 2 614.8204 3.33
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1169.6313 FDLTGVPPAPR 156.4200 1169.6018 17.7207 15323 2 585.3045 ‐25.9800
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 1443.6660 2102.0839 20.1953 5825 2 1051.5456 0.8009
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1424.7169 FEELNNDLFRK 162.8437 1424.6992 20.7781 3050 2 712.8532 ‐12.6746
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1583.8864 QATKDAGVIAGLNVAR 178.5584 1583.9261 17.1746 2877 2 792.4667 25.0076
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 2370.2776 LIGEAAKNQAAVNPERTVFDVK 598.1624 2370.2801 18.9759 1942 3 790.7649 1.40
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1081.5061 PAYFNDAQR 945.4545 1081.5011 16.9280 973 1 1081.5011 ‐3.2775
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 Carbamidomethyl+C(15) 2084.0733 LGSVIGIDLGTTYSCVGVYK 300.4907 2084.0687 19.4917 2068 2 1042.5380 ‐1.4496
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 1546.8185 VFSPEEISAMILTK 340.3434 1546.8204 21.2474 1810 2 773.9139 1.1261
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 4352.7190 67685.6184 54 34.09 None 2353.2510 LIGEAAKNQAAVNPERTVFDVK 201.8182 2353.2422 19.1960 9339 3 785.0856 ‐3.4337



NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 1158.6517 GVLLYGPPGTGK 2726.9990 1158.6517 15.8570 13110 2 579.8295 ‐0.6340
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 2236.2053 MIMATNRPDVLDPALLRPGR 7979.8200 2236.1999 17.8353 4095 4 559.8054 ‐3.4859
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 Carbamidomethyl+C(5) 2100.9842 EHQPCIIFMDEIDAIGGR 1515.1410 2100.9805 23.4279 2456 3 700.9983 ‐1.9762
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 Carbamidomethyl+C(5) 2257.0853 EHQPCIIFMDEIDAIGGRR 641.6528 2257.1070 21.3393 5925 3 753.0405 9.43
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 1800.9564 ESIELPLMNPELFLR 6969.6660 1800.9533 23.5148 4221 2 900.9803 ‐1.1231
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 1162.5851 LAEGFNGADLR 1198.0890 1162.5680 24.7189 1685 1 1162.5680 ‐12.6973
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 1312.6831 LIREMFNYAR 321.8178 1312.7010 19.9691 1653 2 656.8542 13.3986
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 884.2323 44987.8143 18 19.5 None 1002.5619 LLYGPPGTGK 133.6389 1002.5563 16.9753 1364 1 1002.5563 ‐4.0585
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1158.6517 GVLLYGPPGTGK 1762.3650 1158.6517 15.8570 13110 2 579.8295 ‐0.7801
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 2236.2053 MIMATNRPDVLDPALLRPGR 8855.6570 2236.1999 17.8353 4095 4 559.8054 ‐2.8723
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1920.9735 TLMELLNQLDGFDNLGK 379.0786 1920.9618 21.5403 2969 2 960.9845 ‐5.6109
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1800.9564 ESIELPLMNPELFLR 7921.0910 1800.9533 23.5148 4221 2 900.9803 ‐1.4153
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1162.5851 LAEGFNGADLR 257.7697 1162.5680 24.7189 1685 1 1162.5680 ‐13.0388
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1312.6831 LIREMFNYAR 314.2057 1312.6696 18.2371 1634 2 656.8384 ‐10.7184
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1896.0259 IEIPLPNEQSRMDILK 250.8628 1896.0253 16.8645 10772 4 474.7618 ‐0.9583
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 Oxidation+M(3) 2164.1318 TLMELLNQLDGFDNLGKVK 176.4494 2164.1196 25.6083 1535 2 1082.5634 ‐4.7734
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 776.3937 YGPPGTGK 98.4456 776.3899 15.8875 2025 1 776.3899 ‐4.6473
NP_199115.1 26S proteasome AAA ATPase subunit RPT4a Arabidopsis thalian 825.8139 44987.8143 18 19.5 None 1002.5619 LLYGPPGTGK 92.1435 1002.5563 16.9753 1364 1 1002.5563 ‐4.3930
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 2110.4240 1431.7066 27.5197 16169 2 716.3569 1.0931
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 2295.2370 1999.9656 17.1545 11961 3 667.3267 3.22
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 1150.5891 FGVNEFVNPK 7027.7380 1150.5896 25.9376 11057 2 575.7984 ‐0.1814
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 3258.4060 2256.2202 38.3641 8383 2 1128.6137 ‐0.0001
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 Carbamidomethyl+C(2)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 Carbamidomethyl+C(8)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 Carbamidomethyl+C(11)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 1197.6415 VWKGTAFGGFK 1211.5180 1197.6471 20.2366 1524 1 1197.6471 6.67
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 1313.7212 VPTGLGAVWNTAK 372.3120 1313.7182 19.6680 1185 2 657.3627 ‐2.6088
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 1179.6309 VWKGTAFGGFK 169.5823 1179.6352 19.6753 8308 2 590.3212 3.0477
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 943.7513 41554.2214 11 36.15 None 1132.5786 FGVNEFVNPK 168.8519 1132.5765 25.9365 2259 2 566.7919 ‐2.4079
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 Carbamidomethyl+C(9) 1263.5998 ADGLGVSSCIER 4455.4400 1263.5992 20.9248 6369 2 632.3033 ‐0.8377
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1359.7478 LLSGESGISLIDR 2417.3260 1359.7436 28.1121 5324 2 680.3754 ‐3.3081
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1159.5266 GFSSEGYIDGK 2346.2860 1159.5279 20.5797 4014 2 580.2676 0.5876
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 2307.0818 DGFVMGEGAGVLVMESLEHAMK 599.5455 2307.0847 33.5348 3580 2 1154.0460 2.15
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1529.6979 NDDPQTASRPWDK 867.7823 1529.6973 16.9978 3459 3 510.5706 ‐1.2558
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 Carbamidomethyl+C(6) 1956.0042 SMIGHCLGAAGGLEAIATVK 586.0347 1955.9898 35.2361 1577 2 978.4985 ‐6.4904
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 2217.0683 FGGQIRGFSSEGYIDGKNER 773.5960 2217.0819 30.4277 5770 3 739.6988 6.0107
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1345.6279 DGFVMGEGAGVLVM 176.9118 1345.6304 32.2354 1370 1 1345.6304 4.10
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1511.6873 NDDPQTASRPWDK 684.2175 1511.6859 16.7323 13440 2 756.3466 ‐0.8802
NP_199441.1 beta ketoacyl acyl carrier protein synthase I Arabidopsis thaliana 351.4151 50926.6181 10 15.1 None 1512.6714 NDDPQTASRPWDK 276.7289 1512.6644 17.0106 1532 2 756.8358 ‐4.5431
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidop 267.2237 56992.8380 5 7.12 None 1874.8800 ETDADITVAALPMDEQR 4304.1880 1874.8812 27.6949 5179 2 937.9443 1.85
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidop 267.2237 56992.8380 5 7.12 None 1329.6757 IINSDNVQEAAR 3273.4990 1329.6762 17.1418 5151 2 665.3418 0.1209
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidop 267.2237 56992.8380 5 7.12 None 974.5339 DVMLDLLR 2481.2280 974.5364 32.9677 1362 2 487.7719 1.59
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidop 267.2237 56992.8380 5 7.12 None 1460.6751 TLSFSSSVTSSDDK 475.2359 1460.6888 29.5867 2347 2 730.8480 9.05
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidop 267.2237 56992.8380 5 7.12 Carbamidomethyl+C(21)
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1066.5779 TTPSVVAYTK 38268.6000 1066.5776 18.7356 27973 2 533.7925 ‐1.0485
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1579.8115 QAVVNPENTFFSVK 23442.8900 1579.8116 29.5904 23928 2 790.4094 0.4528
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1751.8963 IINEPTAASLAYGFER 8425.0200 1751.8961 30.0028 17525 2 876.4517 0.7224
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1373.7271 DIDEVILVGGSTR 6737.5430 1373.7304 28.4591 14661 2 687.3689 2.62
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1461.7696 QFAAEEISAQVLR 22228.5000 1461.7692 29.6040 13535 2 731.3882 ‐0.1632
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 869.5091 GVPQIEVK 6817.3770 869.5094 20.2259 7724 2 435.2583 ‐0.8951
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 870.5407 IAGLEVLR 2565.6240 870.5392 26.0864 2354 2 435.7733 ‐2.9785
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1735.9126 QAVVNPENTFFSVKR 258.7283 1735.9192 18.4288 1719 3 579.3112 3.1107
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1273.6998 KDEGIDLLKDK 127.0411 1273.6795 24.5896 3116 2 637.3434 ‐16.2823
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 1120.8210 1581.7582 28.5260 11931 2 791.3827 0.6493
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 812.4876 VPQIEVK 150.9115 812.4861 19.6701 15271 2 406.7467 ‐3.2473
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 864.4825 PSVVAYTK 10318.5400 864.4811 18.7284 3777 1 864.4811 ‐0.5029
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 488.3079 IEVK 76.5505 488.3085 18.5032 3527 1 488.3085 0.9803
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 598.3923 LLKDK 225.0092 598.3929 23.5066 1114 1 598.3929 1.56
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 852.5302 IAGLEVLR 408.2000 852.5307 24.3210 6944 2 426.7690 ‐0.6968
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1561.8009 QAVVNPENTFFSVK 1244.1040 1561.7960 27.7219 4219 2 781.4016 ‐2.8050
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1734.8697 IINEPTAASLAYGFER 402.4132 1734.8666 29.7144 4089 2 867.9370 ‐1.0276
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1826.9110 77110.6784 18 13.37 None 1444.7431 QFAAEEISAQVLR 180.4237 1444.7455 29.6467 967 2 722.8764 1.82
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1705.7585 DALNSAIDEEMSADPK 42707.3900 1705.7598 26.8587 23499 2 853.3835 1.1490
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1687.8472 IAGADVPMPYAANLER 3051.4140 1687.8475 28.4568 21084 2 844.4274 0.5813
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1191.6004 VLAPYSAEDAR 60408.0500 1191.6007 19.0226 19794 2 596.3040 ‐0.2586
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1795.9160 SNYMSAGQINVPIVFR 9903.9420 1795.9193 19.6441 16025 2 898.4633 2.20
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1513.8220 LAEEGISAEVINLR 35517.9200 1513.8209 29.2939 12828 2 757.4141 ‐0.6997
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1804.8574 VFVMGEEVGQYQGAYK 983.4166 1804.8601 27.5363 11588 2 902.9337 2.0532
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 Carbamidomethyl+C(30) 3926.8933 DPDPVVFLENELLYGESFPISEEALDSSFCLP 1164.9330 3926.8832 36.8293 5931 3 1309.6326 ‐0.7765
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 831.4683 ATINASVR 1579.0220 831.4603 23.2797 6603 1 831.4603 ‐8.7274
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1721.9432 IEREGKDVTIVTFSK 1231.2550 1721.9313 22.3728 4460 2 861.4693 ‐6.4951
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 Carbamidomethyl+C(16) 2788.3260 GPNGAAAGVGAQHSQCYAAWYASVPGLK 360.5681 2788.3573 27.4200 1604 3 930.1239 11.60
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1552.9057 LALPQIEDIVRASK 2465.5280 1552.9000 16.6454 3031 3 518.3049 ‐4.5020
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 700.3512 LAEEGIS 369.1613 700.3500 31.1825 5965 1 700.3500 ‐1.4043
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 572.2675 DALNSA 103.7565 572.2655 25.1257 3024 1 572.2655 ‐3.4914
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1271.5903 EEVGQYQGAYK 156.5002 1271.5969 30.0517 2701 2 636.3021 4.19
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1463.7417 DPDPVVFLENELL 279.4510 1463.7472 35.7498 1935 2 732.3772 3.89
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 908.4108 PYSAEDAR 2775.6440 908.4086 19.0144 1429 1 908.4086 ‐1.3959
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 1495.8115 LAEEGISAEVINLR 497.4176 1495.8114 27.1092 759 3 499.2753 ‐0.9774



NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 5922.9960 39461.0815 38 52.07 None 814.4417 ATINASVR 150.6809 814.4405 23.0601 937 1 814.4405 ‐0.7149
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1687.8472 IAGADVPMPYAANLER 3011.8840 1687.8475 28.4568 21084 2 844.4274 0.8416
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1191.6004 VLAPYSAEDAR 27808.1000 1191.6007 19.0226 19794 2 596.3040 ‐0.2534
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1513.8220 LAEEGISAEVINLR 25799.0500 1513.8209 29.2939 12828 2 757.4141 ‐0.5288
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1804.8574 VFVMGEEVGQYQGAYK 1479.0830 1804.8601 27.5363 11588 2 902.9337 2.38
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 831.4683 ATINASVR 754.5641 831.4603 23.2797 6603 1 831.4603 ‐8.4982
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1266.7416 LALPQIEDIVR 191.3994 1266.7099 25.2564 3499 2 633.8586 ‐25.4042
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 700.3512 LAEEGIS 241.9788 700.3500 31.1825 5965 1 700.3500 ‐1.2229
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1329.7009 EEGISAEVINLR 939.3576 1329.6955 29.2357 1765 2 665.3514 ‐4.1883
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 908.4108 PYSAEDAR 1951.1150 908.4086 19.0144 1429 1 908.4086 ‐1.1387
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 872.4836 QIEDIVR 77.2218 872.4872 25.3026 824 2 436.7472 2.08
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 979.4480 APYSAEDAR 437.9135 979.4456 19.0090 824 1 979.4456 ‐0.7890
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1495.8115 LAEEGISAEVINLR 244.7444 1495.8114 27.1092 759 3 499.2753 ‐0.9756
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 1496.7955 LAEEGISAEVINLR 519.1202 1496.7883 31.3684 1879 2 748.8978 ‐4.5987
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2058.0530 39461.0815 38 52.07 None 814.4417 ATINASVR 110.4613 814.4405 23.0601 937 1 814.4405 ‐0.4919
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 1795.9160 SNYMSAGQINVPIVFR 9335.4970 1795.9193 19.6441 16025 2 898.4633 2.1309
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 1687.8472 IAGADVPMPYAANLER 577.3589 1687.8480 19.5561 7580 2 844.4276 0.5675
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 831.4683 ATINASVR 116.1211 831.4594 16.5886 6661 1 831.4594 ‐10.1526
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 1804.8574 VFVMGEEVGQYQGAYK 425.9619 1804.8754 17.9990 3285 3 602.2966 9.52
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 1552.9057 LALPQIEDIVRASK 1953.4030 1552.9000 16.6454 3031 3 518.3049 ‐4.2812
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 458.2646 39461.0815 38 52.07 None 1187.6491 QRAIDGASTLR 116.0573 1187.6408 15.8887 2250 2 594.3240 ‐7.6728
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1253.5644 EVEDAFETSAR 6156.9510 1253.5665 19.6607 10584 2 627.2869 1.78
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 2842.4316 QLGADEIVQVTTNLEDVGSEVEQIQK 6130.4020 2842.4275 39.4551 9799 3 948.1473 ‐0.8721
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(13)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1947.9083 FGFSQKEVEDAFETSAR 1037.1490 1947.9014 16.0574 1206 3 649.9720 ‐3.9147
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1916.9786 VEEENMAAWLVGINTLK 1091.1930 1916.9790 21.6891 3354 2 958.9931 1.0110
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(16) 2064.0808 HLVVGDRVALEPGISCWR 2028.5680 2064.0782 24.2818 13592 2 1032.5427 ‐0.1935
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(11) 1424.6985 TMSTALAATRCGGK 1385.9510 1424.6992 20.7781 3050 2 712.8532 0.4286
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(9)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(5) 802.3989 AATRCGGK 128.4225 802.4015 19.0596 4709 1 802.4015 3.77
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(9)
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1425.6719 VEEENMAAWLVGI 201.4348 1425.6720 22.2952 1264 1 1425.6720 3.0780
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 469.7819 26029.4253 5 15.32 None 1205.6273 GVNFTNAVIDR 7750.0360 1205.6273 24.9451 7776 2 603.3173 ‐0.5247
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 469.7819 26029.4253 5 15.32 Carbamidomethyl+C(2) 1518.6530 FCDYTNDQTNLK 1973.2240 1518.6552 19.1874 5588 2 759.8312 1.00
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 469.7819 26029.4253 5 15.32 None 1429.6338 FDGADMTEVVMSK 113.0499 1429.6607 22.1070 2476 2 715.3340 18.8836
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 469.7819 26029.4253 5 15.32 Carbamidomethyl+C(11) 1541.7629 LPPLSTEPDRCEK 1711.2300 1541.7640 18.5256 3931 3 514.5929 ‐0.0711
NP_200161.2 thylakoid lumenal protein 17 4 Arabidopsis thaliana 469.7819 26029.4253 5 15.32 Carbamidomethyl+C(14) 1745.8599 NESINEEGRLVLGCR 225.3123 1745.8508 25.4518 1051 3 582.6218 ‐5.8827
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 1779.9276 LWQVPETLHEEALSK 7159.3340 1779.9285 28.0857 19614 3 593.9810 ‐0.0676
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 1777.2270 2594.2627 22.7912 19129 2 1297.6350 ‐3.5998
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 1456.6451 GGSPYGAGTFAGDGSR 10320.9800 1456.6455 19.4878 16246 2 728.8264 0.1912
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 1030.4849 FGMMAAQFK 5976.4980 1030.4859 16.7666 11162 2 515.7466 0.2211
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 658.3406 EEALSK 193.1808 658.3397 28.1348 3827 1 658.3397 ‐1.2859
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 1253.6372 PETLHEEALSK 391.4457 1253.6382 28.1484 1109 2 627.3227 0.3521
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1808.6650 21795.8635 12 31.37 None 1434.7111 SESPIITPNELAEA 164.1489 1434.7107 22.2690 1031 1 1434.7107 2.44
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1010.1260 21795.8635 12 31.37 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 3965.4660 2594.2627 22.7912 19129 2 1297.6350 ‐4.0725
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1010.1260 21795.8635 12 31.37 None 1030.4849 FGMMAAQFK 11870.2400 1030.4859 16.7666 11162 2 515.7466 0.1041
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1010.1260 21795.8635 12 31.37 None 1206.6266 AFLDATGGLWR 369.3009 1206.6299 18.2039 2477 2 603.8186 2.0997
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1010.1260 21795.8635 12 31.37 None 1434.7111 SESPIITPNELAEA 245.1856 1434.7107 22.2690 1031 1 1434.7107 2.09
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1010.1260 21795.8635 12 31.37 None 1014.5043 AFLDATGGLW 107.3072 1014.5004 17.0884 852 1 1014.5004 ‐2.6740
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 1736.4600 2170.0893 35.9065 15767 2 1085.5483 1.16
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 1418.6944 ALDMNTAEDAIVR 3390.2900 1418.6969 26.4172 9309 2 709.8521 1.49
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 1306.6824 HAALFTSTIMSK 1598.8730 1306.6817 16.0640 6923 2 653.8445 ‐0.8259
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 1402.7940 LFNAVAAEDLIVK 9443.3450 1402.7959 32.6336 4029 2 701.9016 1.56
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 Carbamidomethyl+C(6) 1943.9756 IVVSSCGHDGPFGATGVKR 4165.0760 1943.9766 13.9350 2813 3 648.6637 0.0810
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 1455.6793 MGPTFGAMMISGQK 1090.2920 1455.6853 17.9475 8877 2 728.3463 4.0733
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 907.9939 36778.4092 13 26.36 None 1384.7835 LFNAVAAEDLIVK 368.3158 1384.7862 32.8279 793 2 692.8968 1.24
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 None 1306.6824 HAALFTSTIMSK 1320.0580 1306.6817 16.0640 6923 2 653.8445 ‐1.0057
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 Carbamidomethyl+C(6) 1943.9756 IVVSSCGHDGPFGATGVKR 3690.1650 1943.9766 13.9350 2813 3 648.6637 0.3308
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 None 2540.3211 LTREVVPGMIVTGMEVAEIDGAPR 208.2908 2540.3114 25.5122 1186 2 1270.6593 ‐2.3397
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 314.4348 2170.0672 18.7776 3193 3 724.0272 ‐9.6025
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 None 2421.2085 SFSVRATTAGYDLNAFTFDPIK 646.5363 2421.1928 21.6905 16038 2 1211.1000 ‐5.2044
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 279.5299 36778.4092 13 26.36 None 2403.1979 SFSVRATTAGYDLNAFTFDPIK 691.6311 2403.1975 22.4946 12474 2 1202.1024 1.0887
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 1451.7199 MIGVEAAGFGLDSGK 2704.2350 1451.7195 28.8963 13240 2 726.3634 ‐0.2000
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 2034.9655 AEYYSITDEEALEAFKR 1621.1000 2034.9675 29.5328 11725 3 678.9940 0.6075
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 743.4662 ELAGILK 688.2749 743.4665 22.8787 1514 1 743.4665 1.54
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 1111.5419 ESPLYFAER 431.6512 1111.5555 29.3039 11492 2 556.2814 11.33
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 2483.2136 DPPVLMAAGSDPALWQRPDSFGR 210.1629 2483.2346 31.6395 3168 2 1242.1209 10.16
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 1878.8644 AEYYSITDEEALEAFK 952.4637 1878.8995 34.0590 1980 2 939.9534 19.8081
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 Carbamidomethyl+C(18) 1983.0077 IIAETGAGQHGVATATVCAR 132.3440 1982.9851 43.6511 1368 2 991.9962 ‐10.0481
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 211.7980 51210.9934 13 10.85 None 1508.7591 SITDEEALEAFKR 346.0791 1508.7634 29.5551 2311 2 754.8853 3.0598
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 354.0716 51210.9934 13 10.85 None 1225.7263 INNAVAQALLAK 9984.9980 1225.7272 17.0472 12581 2 613.3672 0.1155
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 354.0716 51210.9934 13 10.85 None 2483.2136 DPPVLMAAGSDPALWQRPDSFGR 948.1625 2483.2179 19.2182 6697 3 828.4108 2.52
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 354.0716 51210.9934 13 10.85 Carbamidomethyl+C(5) 1932.8653 FGLECIIYMGAQDMER 793.5591 1932.8677 22.1469 5058 2 966.9375 1.08
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 354.0716 51210.9934 13 10.85 None 4668.2351 GDVGVLHGAMSYLLQDDDGQIIEPHSISAG 274.7498 4668.1630 24.0834 1601 4 1167.7962 ‐14.6907
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 354.0716 51210.9934 13 10.85 None 1029.5152 VGPEHSFFK 92.4867 1029.5190 25.4975 2601 1 1029.5190 4.92
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1256.6957 ADLVNNLGTIAR 8140.3990 1256.6948 26.2498 15326 2 628.8510 ‐1.1459
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 1653.8670 2302.1034 22.6953 13892 2 1151.5553 ‐2.8560
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1583.7911 SGDELTSLKDYVTR 1068.9170 1583.7935 26.9015 12627 2 792.4004 1.73
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1291.6376 ELISNSSDALDK 4768.1190 1291.6374 20.3940 9175 2 646.3223 ‐0.4853



NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1791.8252 TMEINPENSIMDELR 1640.5050 1791.8310 32.4569 7518 2 896.4192 3.75
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1341.5627 EDQMEYIEER 3615.5450 1341.5621 22.3969 3663 2 671.2847 ‐0.7328
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 2830.4219 GIEVLYMVDAIDEYAIGQLKEFEGK 473.2097 2830.4332 38.2307 891 4 708.3638 3.13
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 2240.1519 GIEVLYMVDAIDEYAIGQLK 475.8759 2240.1343 25.3580 4449 2 1120.5708 ‐6.4591
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 2088.9980 MVLYLKEDQMEYIEER 481.0964 2089.0388 19.5894 3797 4 523.0152 18.3028
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1848.9531 HSEFISYPISLWIEK 1947.6610 1848.9472 22.9830 2164 2 924.9772 ‐2.5169
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 3061.5517 ADAETFAFQAEINQLLSLIINTFYSNK 801.9745 3061.5132 32.4617 1134 3 1021.1759 ‐11.7248
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1662.7705 KDEEGKVEEVDEEK 1442.5420 1662.7853 34.4628 5018 2 831.8963 9.04
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1950.9026 TIEKEISDDEEEEEKK 461.0297 1950.9225 24.3355 1504 4 488.4861 8.98
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1348.7511 ISYPISLWIEK 454.9730 1348.7481 23.5463 5069 3 450.2542 ‐3.3188
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 1185.5568 PENSIMDELR 242.8206 1185.5490 34.3478 1117 1 1185.5490 ‐4.5097
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 720.3385 VFIMDN 70.6312 720.3357 22.7650 1018 1 720.3357 ‐3.4423
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 489.2233 80337.3546 17 19.46 None 629.3981 AIGQLK 79.0705 629.3997 24.5520 954 1 629.3997 2.13
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 None 1649.9949 VLVVANPANTNALILK 104882.0000 1649.9945 18.3306 168001 2 825.5009 0.0935
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 Carbamidomethyl+C(2) 1134.5646 MCNLLNIEK 832.1685 1134.5613 26.3090 7586 2 567.7843 ‐3.5258
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 Carbamidomethyl+C(12) 1753.8313 ELAEEKDLAYSCLNV 394.6745 1753.8260 27.1688 5226 2 877.4166 ‐2.5234
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 Carbamidomethyl+C(2) 1615.8295 MCNLLNIEKDPIR 424.6439 1615.8298 29.8210 5119 2 808.4185 0.4168
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 None 1620.8592 IVQGLSIDEFSREK 650.5066 1620.8557 25.6593 1017 2 810.9315 ‐1.8427
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 Carbamidomethyl+C(12) 1648.7497 QSSAFSAAGAACDHIR 1012.7330 1648.7370 18.8798 1097 2 824.8721 ‐7.3598
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 None 1561.8697 NVVIYKAQASALER 1121.1610 1561.8579 20.1246 7442 2 781.4326 ‐7.4015
NP_200483.1 malate dehydrogenase Arabidopsis thaliana 5185.0590 37326.7882 8 25.96 None 1239.7056 ANPANTNALILK 2180.6370 1239.7063 18.3272 1452 1 1239.7063 2.03
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 1245.6838 SAIVQVDAAPFK 5731.2850 1245.6840 26.0843 14140 2 623.3457 ‐0.2065
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 965.4938 ADGYILEGK 2323.2330 965.4930 19.9356 10510 2 483.2501 ‐1.8387
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 1639.7711 LDTGNFSWGSEAVTR 522.9872 1639.7798 28.9824 1505 2 820.3936 5.48
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 1190.6263 KGEAVTTEEVK 1083.8860 1190.6281 15.9633 14865 2 595.8177 0.9533
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 2732.4155 SAIVQVDAAPFKQGYLQHYGVDIGR 524.4357 2732.3989 17.9320 1004 3 911.4711 ‐5.6106
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 464.4254 23887.4363 12 18.10 None 1228.6572 SAIVQVDAAPFK 381.5214 1228.6553 26.7050 20467 2 614.8313 ‐1.9800
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 1245.6838 SAIVQVDAAPFK 5810.0830 1245.6840 26.0843 14140 2 623.3457 ‐0.1734
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 1639.7711 LDTGNFSWGSEAVTR 583.7264 1639.7798 28.9824 1505 2 820.3936 5.04
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 1690.8759 ILDVAYNASNNELVR 193.3669 1690.8814 22.7386 1396 3 564.2986 2.03
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 1190.6263 KGEAVTTEEVK 1049.3290 1190.6281 15.9633 14865 2 595.8177 0.9581
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 2034.0252 ADGYILEGKELEFYMKK 488.9718 2034.0067 33.4059 1655 2 1017.5070 ‐7.6530
NP_200732.2 40S ribosomal protein S8 2 Arabidopsis thaliana 387.5114 23887.4363 12 18.10 None 1228.6572 SAIVQVDAAPFK 240.2027 1228.6541 26.7252 1738 2 614.8307 ‐2.9577
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 2814.4017 LQVEDISTLDSQRPHPEEDIIHSR 781.1873 2814.4033 33.0722 14313 3 938.8059 0.9100
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 3053.5327 NAYQVPPPVGNSNGASDIDFVDPAILAVGR 876.2523 3053.5427 32.4035 5885 4 764.1411 3.0675
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 3040.4548 NNLGSVNGFASNFAGGLDNFAASPLFSSHK 3139.9070 3040.4522 36.6672 2573 3 1014.1556 ‐0.2961
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 2176.0299 DERPDITMAIGSQSDQGSIR 1183.0650 2175.9819 29.2950 7876 2 1088.4946 ‐20.2464
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1991.9855 LMDQTQGSSLSPFSQLPR 197.3641 1991.9676 25.4477 2481 2 996.4874 ‐7.6486
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1918.9154 QQPSANSILSNGHHWDK 135.5998 1918.9401 42.5743 2088 2 959.9737 14.0520
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1223.6167 LPPPGFSSHER 1041.5490 1223.6425 18.5593 1563 3 408.5524 19.9060
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 3001.4610 STALPAAASWGTHQSLATSVTSNGSSDIQR 151.4233 3001.4055 36.7879 1343 3 1001.1400 ‐17.9769
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 Carbamidomethyl+C(1)
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1801.8392 LGFNGSLYNNGYEEPK 169.4384 1801.8431 34.3125 946 2 901.4252 3.1127
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1096.5422 STALPAAASWGT 139.9765 1096.5418 35.9706 2079 1 1096.5418 1.50
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1286.6045 DERPDITMAIGS 379.3926 1286.6000 31.7843 1956 1 1286.6000 ‐0.6554
NP_200825.2 RNA binding RRM RBD RNP motifs family protein Arabidopsis th 197.8264 109149.6573 13 8.53 None 1466.7023 NAYQVPPPVGNSNGA 447.0505 1466.7011 33.6726 1357 2 733.8542 ‐0.6541
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2510.8010 30293.8839 9 24.91 None 1661.9109 SDIIVSPSILSANFAK 37697.0500 1661.9110 19.7862 20493 2 831.4591 0.4215
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2510.8010 30293.8839 9 24.91 None 1986.9920 GVNPWIEVDGGVTPANAYK 2891.3490 1986.9914 30.3474 19822 2 993.9993 0.6508
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2510.8010 30293.8839 9 24.91 None 3906.1561 FVPNITIGPLVVDALRPVTDLPLDVHLMIVE 1355.6180 3906.1543 25.4254 12142 4 977.2940 ‐0.1470
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2510.8010 30293.8839 9 24.91 None 1233.6838 VSPSILSANFAK 305.7942 1233.6766 18.7133 1041 1 1233.6766 ‐3.4771
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1831.6080 30293.8839 9 24.91 None 1661.9109 SDIIVSPSILSANFAK 27010.9800 1661.9110 19.7862 20493 2 831.4591 0.1609
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1831.6080 30293.8839 9 24.91 None 3906.1561 FVPNITIGPLVVDALRPVTDLPLDVHLMIVE 2252.7950 3906.1543 25.4254 12142 4 977.2940 ‐0.1016
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1831.6080 30293.8839 9 24.91 None 1532.7744 SLLYQPTSFSFSR 281.4006 1532.7553 18.2398 10971 2 766.8813 ‐12.5709
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1831.6080 30293.8839 9 24.91 None 1039.4843 QPTSFSFSR 94.3495 1039.4809 17.4464 8585 2 520.2441 ‐4.2196
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1831.6080 30293.8839 9 24.91 None 1233.6838 VSPSILSANFAK 185.7947 1233.6766 18.7133 1041 1 1233.6766 ‐3.8217
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 1951.9912 LAAFHSQTQPVIDYYAK 15645.4800 1951.9918 16.2783 13444 3 651.3354 ‐0.1025
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 1610.8384 TPGVDDITGEPLIQR 3065.8370 1610.8355 26.7925 13197 2 805.9214 ‐1.5882
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 9686.6740 2242.1664 39.5803 11301 3 748.0603 1.61
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 1617.8483 VLNFAIDDAILEER 4969.7760 1617.8489 34.4580 10528 2 809.4281 0.6630
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 1085.6354 LIFIGPPGSGK 5585.8810 1085.6343 17.3425 10239 2 543.3208 ‐1.6701
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 2723.4730 27160.1083 6 35.37 None 1021.5465 GFILDGFPR 2619.1160 1021.5486 19.2055 5039 2 511.2779 1.1732
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1286.7215 IIGGGLPVGAYGGR 20875.2800 1286.7213 16.3130 19178 2 643.8643 ‐0.5659
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1622.8748 AGSGVATLGLPDSPGVPK 987.8377 1622.8733 26.9895 14993 2 811.9403 ‐0.6900
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 2008.9710 AATSDTLTAPYNDLEAVEK 9718.0210 2008.9726 28.5974 12827 2 1004.9899 1.45
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1240.6467 NLMPGGVNSPVR 4742.4600 1240.6476 22.8318 11431 2 620.8274 0.2986
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1298.7314 SVGGQPVLIDSVK 3645.5920 1298.7345 23.9072 7160 2 649.8709 2.0243
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAG 2225.3420 3386.6536 21.5680 6178 3 1129.5560 ‐1.1560
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 3342.2750 2215.1287 34.8766 1568 2 1108.0680 1.15
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1144.6208 ELTNGILEAGK 476.8223 1144.5978 18.2744 3384 2 572.8025 ‐20.7372
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1272.7158 ELTNGILEAGKK 196.5351 1272.6816 21.9103 1755 2 636.8445 ‐27.2039
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 Carbamidomethyl+C(16) 1862.8623 MSATLTGSGTALGFSCSSK 148.9880 1862.9102 29.7215 1605 2 931.9587 26.4234
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1173.6375 IGGGLPVGAYGGR 369.1189 1173.6406 15.6073 3325 2 587.3239 2.0840
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 852.4462 ELTNGILE 162.6518 852.4438 23.2521 1838 1 852.4438 ‐1.8788
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 882.4792 PGGVNSPVR 102.0905 882.4813 22.8328 1540 1 882.4813 3.29
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1003.5320 GGLPVGAYGGR 330.4848 1003.5303 17.6290 1274 1 1003.5303 ‐0.1380
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1852.9949 AGTLSGNPLAMTAGIHTLK 350.5763 1852.9913 22.0648 857 3 618.3353 ‐2.4397
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1593.3200 50769.1194 27 29.75 None 1126.6103 ELTNGILEAGK 202.4268 1126.6171 18.1857 2578 2 563.8122 5.08
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 278.6599 50769.1194 27 29.75 None 1240.6467 NLMPGGVNSPVR 5604.1080 1240.6476 22.8318 11431 2 620.8274 0.3291
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 278.6599 50769.1194 27 29.75 None 1298.7314 SVGGQPVLIDSVK 4987.3440 1298.7345 23.9072 7160 2 649.8709 2.0847



NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 278.6599 50769.1194 27 29.75 None 882.4792 PGGVNSPVR 145.6444 882.4813 22.8328 1540 1 882.4813 3.06
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 1286.7215 IIGGGLPVGAYGGR 22662.7300 1286.7213 16.3130 19178 2 643.8643 ‐0.7412
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 2215.1281 LAYGGAQEYFGITPDLTTLGK 5995.6440 2215.1267 20.2778 8426 2 1108.0670 0.2937
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 3386.6615 DIMEMVAPAGPMYQAGTLSGNPLAMTAG 7109.9720 3386.6536 21.5680 6178 3 1129.5560 ‐0.7990
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 3996.9324 GMLEEGVYFAPSQFEAGFTSLAHTPEDIQLT 486.4895 3996.9063 24.4566 3179 3 1332.9736 ‐4.2704
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 Carbamidomethyl+C(16) 1862.8623 MSATLTGSGTALGFSCSSK 660.7023 1862.8516 17.6721 1835 2 931.9294 ‐5.3500
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 1407.7518 YFGITPDLTTLGK 423.1070 1407.7508 20.6183 8240 2 704.3791 ‐1.0438
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 1003.5320 GGLPVGAYGGR 168.7108 1003.5303 17.6290 1274 1 1003.5303 ‐0.4726
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thalian 1494.4500 50769.1194 27 29.75 None 1060.5534 GGGLPVGAYGGR 543.2064 1060.5566 16.3133 1098 1 1060.5566 4.48
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 None 1007.5269 LATSGANFAR 32631.6700 1007.5274 17.2221 46538 2 504.2673 ‐0.4106
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(12) 1706.8306 VPFISEDIALECEGK 1227.8310 1706.8295 30.4808 13033 2 853.9184 0.0743
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 2032.4130 2558.1814 28.9582 12037 3 853.3987 ‐15.9743
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 228.9492 1144.5677 30.6765 2836 1 1144.5677 21.6296
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(13) 1834.9256 KVPFISEDIALECEGK 914.3099 1834.9131 38.6948 1106 2 917.9602 ‐5.8160
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 None 823.4057 TSGANFAR 1760.1180 823.4055 17.2233 3095 1 823.4055 0.8122
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 None 894.4428 ATSGANFAR 2671.5490 894.4423 17.2215 2211 1 894.4423 0.7939
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(5) 919.4554 IALECEGK 118.7903 919.4549 37.4482 1566 1 919.4549 0.8959
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 None 635.3260 GANFAR 2839.0150 635.3254 17.2207 1442 1 635.3254 ‐0.7039
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 2326.5140 18714.2420 14 35.67 Carbamidomethyl+C(9) 1126.5350 AFTVQFGSCK 84.8336 1126.5314 29.0023 5259 1 1126.5314 ‐1.0102
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3717.6570 18714.2420 14 35.67 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 63417.8100 1144.5454 15.8677 38899 2 572.7764 ‐0.8843
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3717.6570 18714.2420 14 35.67 None 1419.7954 VGLVNSSVGFGQKK 110.0969 1419.8333 20.4364 1301 2 710.4203 26.3812
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3717.6570 18714.2420 14 35.67 Carbamidomethyl+C(7) 926.4401 TVQFGSCK 60.5032 926.4350 16.9431 1178 1 926.4350 ‐4.5753
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 3717.6570 18714.2420 14 35.67 None 553.2980 VGLVNS 262.7254 553.2985 20.7879 867 1 553.2985 0.3723
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 1441.7533 EGQSIGVIPEGIDK 7505.1440 1441.7553 25.3413 29133 2 721.3813 1.32
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 1630.7959 LYSIASSAIGDFGDSK 12400.3500 1630.7978 18.1080 27801 2 815.9025 1.72
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 8905.3990 1347.6097 28.3007 23716 2 674.3085 1.81
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 Carbamidomethyl+C(3)
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 2690.2733 ITGDDAPGETWHIVFTTEGEVPYR 4083.6880 2690.2738 32.8997 19585 3 897.4295 0.6282
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 1232.6555 GIDDIMVSLAAK 6142.1230 1232.6570 19.3232 10455 2 616.8321 0.7633
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 873.4789 ISSVSPQR 243.3806 873.4588 31.0907 3598 1 873.4588 ‐21.9856
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 Carbamidomethyl+C(8) 1792.8067 DNTFVYMCGLKGMEK 1889.6020 1792.8086 31.4433 1948 2 896.9079 1.63
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 Carbamidomethyl+C(4) 870.4212 VYMCGLK 109.5117 870.4210 28.3083 1915 1 870.4210 0.7254
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 1214.6449 GIDDIMVSLAAK 216.4319 1214.6390 18.8572 4918 2 607.8231 ‐5.3922
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 None 2672.2627 ITGDDAPGETWHIVFTTEGEVPYR 738.5330 2672.2617 34.6641 3147 3 891.4254 0.0226
NP_201420.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2269.1500 40668.7089 12 27.22 Carbamidomethyl+C(3)
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 79323.5100 2604.3036 33.0786 284062 3 868.7727 0.2144
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1203.6579 NTAASVGEITLK 86191.7200 1203.6580 22.6673 240274 2 602.3327 ‐0.4049
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 950.5710 VPFLFTVK 49586.7100 950.5708 19.3927 121061 2 475.7890 ‐1.1303
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 881.4880 FLVPSYR 39557.4800 881.4881 15.9431 97911 2 441.2477 ‐0.9564
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 83077.8100 1362.6402 18.4877 92892 2 681.8237 0.0260
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 28130.7500 2457.1353 24.5818 81705 3 819.7166 0.2592
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1450.7172 QLDASGKPDSFTGK 40310.7500 1450.7171 16.9544 72818 3 484.2439 ‐1.0181
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 14386.0500 2174.9590 26.0707 55730 2 1087.9831 ‐1.9124
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1562.7558 GGSTGYDNAVALPAGGR 36602.8500 1562.7542 21.3844 42425 2 781.8807 ‐0.8295
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 8216.1350 2294.1295 29.2869 35326 3 765.3813 ‐0.2041
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1096.5521 LTYDEIQSK 3644.0640 1096.5560 18.9263 29666 2 548.7816 2.57
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1145.5586 NAPPEFQNTK 7378.4070 1145.5589 15.5338 14338 2 573.2831 ‐0.2802
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1388.6904 GDEEELVKENVK 12680.0500 1388.6901 18.5903 11200 3 463.5682 ‐1.2230
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 2531.2188 LTYTLDEIEGPFEVASDGSVNFK 1482.1330 2531.2202 38.2361 2925 2 1266.1137 2.90
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGIDYAA 853.7034 4531.1426 48.4014 1429 3 1511.0524 ‐3.0342
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1054.5164 SFGLETSSAR 213.2690 1054.5115 37.8136 1283 1 1054.5115 ‐2.9847
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1252.6532 RLTYDEIQSK 57153.8500 1252.6534 17.4492 78984 2 626.8303 ‐0.2342
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 5911.0790 1490.7340 17.4223 45319 2 745.8707 ‐0.5062
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 2932.4283 GGSTGYDNAVALPAGGRGDEEELVKENVK 20748.2400 2932.4298 24.6794 41416 4 733.8629 0.0095
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 2462.1794 GGSTGYDNAVALPAGGRGDEEELVK 14668.2600 2462.1789 24.7782 6027 3 821.3978 ‐0.0286
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(14) 2926.3234 TYMEVKGTGTANQCPTIDGGSETFSFK 226.7180 2926.3119 33.6768 1918 3 976.1088 ‐3.2217
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 908.4724 EPTSFTVK 339.0604 908.4714 17.7944 27123 2 454.7393 ‐2.1357
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 621.3355 VPSYR 1786.1800 621.3356 15.9514 18493 1 621.3356 0.2241
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 958.5568 ELVKENVK 173.0049 958.5540 19.4952 5866 2 479.7806 ‐3.8770
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 891.4571 RLTYDEI 129.0656 891.4524 16.3154 5425 1 891.4524 ‐4.1613
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 959.4469 GGSETFSFK 140.3997 959.4505 27.4665 5168 1 959.4505 5.0393
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 607.3814 LFTVK 289.8404 607.3801 19.3971 2830 1 607.3801 ‐2.0431
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1209.5746 DASGKPDSFTGK 5378.6200 1209.5759 16.9144 2410 2 605.2916 0.6260
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1663.8174 GVFESLQPSDTDLGAK 266.6118 1663.8121 35.4852 2345 2 832.4097 ‐2.8297
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1322.6587 LDASGKPDSFTGK 205.8788 1322.6538 16.9535 2312 2 661.8306 ‐3.9355
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 474.3286 ITLK 120.0086 474.3286 22.5769 2161 1 474.3286 ‐0.5895
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 Carbamidomethyl+C(8) 1400.5747 GTGTANQCPTIDGGS 325.8244 1400.5743 24.7898 1712 2 700.7908 ‐0.4595
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 828.4098 SKPETGEV 245.8597 828.4082 32.5775 1660 1 828.4082 ‐1.1188
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 759.4611 VGEITLK 464.4992 759.4633 22.6590 1506 1 759.4633 3.22
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 604.3301 EIQSK 131.6649 604.3304 19.2194 1477 1 604.3304 0.4895
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 917.5302 ASVGEITLK 153.7340 917.5336 23.7348 1017 1 917.5336 4.29
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1078.5415 LTYDEIQSK 187.4333 1078.5393 16.8022 846 2 539.7733 ‐2.7875
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1127.5480 NAPPEFQNTK 291.2338 1127.5467 17.3284 3129 2 564.2770 ‐1.7753
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 21962.0700 35370.5190 88 65.96 None 1432.7067 QLDASGKPDSFTGK 396.1267 1432.7015 16.0553 972 3 478.2387 ‐4.5714
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 52745.1700 2604.3035 33.0770 279933 3 868.7727 ‐0.0179
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1203.6579 NTAASVGEITLK 88596.8300 1203.6580 22.6673 240274 2 602.3327 ‐0.3934
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 24440.5700 2457.1353 24.5807 81258 3 819.7166 0.0953
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1450.7172 QLDASGKPDSFTGK 76505.1000 1450.7169 16.9314 63244 3 484.2438 ‐1.1515
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1192.5997 IQGVWYGQLE 56738.8500 1192.6000 30.4346 56060 2 596.8036 ‐0.2848



NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 15419.6200 2174.9590 26.0707 55730 2 1087.9831 ‐1.4017
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1562.7558 GGSTGYDNAVALPAGGR 42697.6900 1562.7542 21.3844 42425 2 781.8807 ‐0.6335
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 5865.1360 2294.1287 29.2639 28031 3 765.3811 ‐0.6820
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGIDYAA 752.0897 4531.1426 48.4014 1429 3 1511.0524 ‐3.5624
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 2531.2188 LTYTLDEIEGPFEVASDGSVNFK 855.4181 2531.2243 37.8367 873 2 1266.1158 4.88
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1054.5164 SFGLETSSAR 144.9886 1054.4938 22.3175 22913 2 527.7506 ‐22.1831
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1252.6532 RLTYDEIQSK 63446.4300 1252.6537 17.4025 63160 2 626.8305 0.0551
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 2932.4283 GGSTGYDNAVALPAGGRGDEEELVKENVK 15116.4200 2932.4298 24.6794 41416 4 733.8629 0.1512
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1847.9095 LTYDEIQSKTYMEVK 520.1086 1847.8999 27.3203 4352 2 924.4536 ‐4.1798
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 Carbamidomethyl+C(2) 3076.4721 FCFEPTSFTVKADSVSKNAPPEFQNTK 480.9971 3076.4717 34.3697 3821 3 1026.1621 0.4620
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 Carbamidomethyl+C(14) 2926.3234 TYMEVKGTGTANQCPTIDGGSETFSFK 187.9529 2926.3119 33.6768 1918 3 976.1088 ‐3.4697
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 Carbamidomethyl+C(13) 2268.0602 SFGLETSSARLTCSFQSDFK 969.9932 2268.0577 29.6654 966 2 1134.5325 0.9027
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 917.5302 ASVGEITLK 1780.7100 917.5308 22.6676 7550 1 917.5308 2.0460
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 745.3839 LETSSAR 797.5610 745.3838 22.2955 6292 1 745.3838 0.6006
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 959.4469 GGSETFSFK 294.6343 959.4505 27.4665 5168 1 959.4505 5.51
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1050.4925 TYMEVKGTGT 152.4537 1050.4912 32.9466 3219 1 1050.4912 0.7900
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 778.3730 RLTYDE 3341.0400 778.3735 17.4036 3062 1 778.3735 1.26
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 719.3570 DEIQSK 14746.9900 719.3562 17.4033 2930 1 719.3562 ‐0.4663
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 649.3304 RLTYD 4704.4380 649.3303 17.3961 2913 1 649.3303 0.2060
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1209.5746 DASGKPDSFTGK 5996.4640 1209.5759 16.9144 2410 2 605.2916 0.6404
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 747.3824 IQGVWY 1582.1280 747.3826 30.4723 2172 1 747.3826 0.8822
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 604.3301 EIQSK 110.0045 604.3288 18.5842 2115 1 604.3288 ‐1.9653
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1045.5465 IQGVWYGQL 918.7477 1045.5399 30.4576 2083 1 1045.5399 ‐4.3928
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 828.4098 SKPETGEV 243.2288 828.4082 32.5775 1660 1 828.4082 ‐0.8907
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 751.3621 PDSFTGK 17499.8400 751.3625 16.9328 1637 1 751.3625 1.82
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 759.4611 VGEITLK 425.5568 759.4633 22.6590 1506 1 759.4633 3.51
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 885.4312 PSDTDLGAK 126.1092 885.4263 34.9104 1383 1 885.4263 ‐4.2584
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 475.2875 IQSK 3781.3590 475.2858 17.4047 1266 1 475.2858 ‐3.8859
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1322.6587 LDASGKPDSFTGK 1672.5500 1322.6550 16.9321 1023 2 661.8311 ‐2.9885
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 17610.2500 35370.5190 88 65.96 None 1185.6474 NTAASVGEITLK 341.3003 1185.6487 23.5935 1294 2 593.3280 0.5951
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 950.5710 VPFLFTVK 55915.9900 950.5708 19.3927 121061 2 475.7890 ‐1.2291
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 881.4880 FLVPSYR 58434.1100 881.4881 15.9431 97911 2 441.2477 ‐1.0395
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 103274.4000 1362.6402 18.4877 92892 2 681.8237 ‐0.1665
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 249.5263 2604.3029 21.5075 5389 3 868.7725 0.2564
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 1192.5997 IQGVWYGQLE 832.6719 1192.6037 19.9711 4436 1 1192.6037 5.1616
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 1203.6579 NTAASVGEITLK 2268.5170 1203.6594 15.1604 3071 2 602.3333 0.5433
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 1523.8064 AASLQSTATFLQSAK 276.2281 1523.7917 15.9263 2818 3 508.6021 ‐10.2833
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 2531.2188 LTYTLDEIEGPFEVASDGSVNFK 294.8253 2531.2293 21.2287 787 2 1266.1183 5.15
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 6502.6460 1490.7340 17.4223 45319 2 745.8707 ‐0.7279
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 621.3355 VPSYR 2661.8830 621.3356 15.9514 18493 1 621.3356 ‐0.0936
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 851.5026 PFLFTVK 3318.1830 851.5011 19.3921 10547 1 851.5011 ‐1.1664
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 2084.0182 SKPETGEVIGVFESLQPSDT 164.5098 2084.0105 21.4044 10129 3 695.3417 ‐3.6734
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 1055.5408 FEPTSFTVK 1286.6440 1055.5423 18.4856 4824 1 1055.5423 2.91
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 6159.9310 35370.5190 88 65.96 None 607.3814 LFTVK 445.1634 607.3801 19.3971 2830 1 607.3801 ‐2.3602
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 5591.2290 18834.6932 2 13.22 None 1370.6910 TDPNVADAVAELR 71756.9400 1370.6923 27.8139 27176 2 685.8498 0.7604
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 5591.2290 18834.6932 2 13.22 None 1192.5766 ILEEMETAEK 4003.3710 1192.5759 20.4447 24046 2 596.7916 ‐1.0785
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2261.6240 2171.1336 24.3033 14700 2 1086.0705 ‐4.2003
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1615.8326 AILSEFTEIPPENR 1395.8940 1615.8381 30.1364 10564 2 808.4227 3.66
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1789.9371 GLTWFIPSDDPTLISK 4776.4610 1789.9400 21.1069 10418 2 895.4736 2.1812
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1085.5837 QVSVDVPDVK 2813.5420 1085.5833 22.0317 9751 2 543.2953 ‐1.0449
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1163.6419 AYEIALSQIR 1375.8750 1163.6397 26.5157 3160 2 582.3235 ‐2.4541
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1392.6853 VASSTSTSTPTPASV 1143.0050 1392.6844 19.1176 3063 2 696.8458 ‐0.7999
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 1030.8110 2103.0477 34.8943 2719 2 1052.0275 ‐1.8534
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 1408.6811 IVAGMEGTVMTDGK 302.5055 1408.6958 36.6294 1418 2 704.8515 10.50
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 333.6954 73369.6904 19 15.47 None 3011.6273 VDLYENGTIAIVEAVSPELGNRIQRVR 426.0472 3011.6353 24.1920 5547 3 1004.5499 3.24
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 2171.1455 TPGFSGADLANLLNEAAILAGR 1436.6790 2171.1336 24.3033 14700 2 1086.0705 ‐4.5767
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 1452.8421 VQLPGLSQELLQK 11991.2500 1452.8415 18.5953 11107 2 726.9244 ‐0.6129
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 1789.9371 GLTWFIPSDDPTLISK 4787.5290 1789.9400 21.1069 10418 2 895.4736 1.15
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 1549.7704 TAISSKEIDDSIDR 561.1137 1549.7996 18.9750 63277 2 775.4034 18.7471
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 711.4479 2359.2033 20.9606 5224 2 1180.1053 ‐3.3390
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 3020.4993 EQTLNQLLTEMDGFEGNTGVIVVAATNR 793.4542 3020.4849 22.7477 3481 3 1007.4998 ‐3.6699
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 406.2696 2352.0937 21.1024 5871 2 1176.5505 ‐3.9597
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 Carbamidomethyl+C(7) 2228.1162 MAASSACLLGNGLSVYTTKQR 329.3249 2228.1116 20.7272 833 3 743.3754 ‐1.9004
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 1684.7847 EIDDSIDRIVAGMEGT 342.5913 1684.7842 20.7364 5686 2 842.8957 ‐0.1696
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thalian 452.2888 73369.6904 19 15.47 None 1144.5633 TPGFSGADLANL 435.2992 1144.5610 24.2928 2169 1 1144.5610 ‐0.3831
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9165.2650 10812.5025 3 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 12327.5800 1705.8644 26.3996 22729 2 853.4359 0.5036
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9165.2650 10812.5025 3 37.76 None 1242.5485 DEDVLGTLHED 37628.1000 1242.5493 24.6644 12212 2 621.7783 0.2542
NP_563961.1 chaperonin 10 Arabidopsis thaliana 9165.2650 10812.5025 3 37.76 None 1086.6041 TESGILLPEK 28704.5500 1086.6052 22.6142 8660 2 543.8063 0.3244
NP_563991.1 uncharacterized protein Arabidopsis thaliana 682.8456 34472.4488 5 12.46 None 1643.7871 NDDLDAVLEATPQSR 13184.8900 1643.7914 27.2781 5688 2 822.3994 2.93
NP_563991.1 uncharacterized protein Arabidopsis thaliana 682.8456 34472.4488 5 12.46 None 1298.7314 LIQELAAAAAAEK 1086.1800 1298.7301 16.9073 5492 2 649.8687 ‐1.3506
NP_563991.1 uncharacterized protein Arabidopsis thaliana 682.8456 34472.4488 5 12.46 None 1324.6202 GLTFEENMVER 167.0015 1324.6554 28.4355 1491 2 662.8313 26.2821
NP_563991.1 uncharacterized protein Arabidopsis thaliana 682.8456 34472.4488 5 12.46 None 2604.3338 LIQELAAAAAAEKGLTFEENMVER 1361.9250 2604.3104 36.7072 6861 3 868.7750 ‐8.6374
NP_563991.1 uncharacterized protein Arabidopsis thaliana 682.8456 34472.4488 5 12.46 None 1056.4844 NDDLDAVLEA 283.0978 1056.4797 28.9386 3273 1 1056.4797 ‐2.7538
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 1143.6004 GGVIDEDALVR 64822.9800 1143.5998 24.0320 39089 2 572.3035 ‐1.1898
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 2278.1965 GIIEPISDSYVNLVNADFIAK 977.4778 2278.1927 23.3182 8603 2 1139.6000 ‐0.2419
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 1868.9964 EAQEGVAIEIAEAVAGALK 2820.9930 1868.9928 43.1983 6102 2 935.0001 ‐1.1855
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 1406.6758 TVEQTTLTEDNR 2083.2900 1406.6741 16.3113 2831 2 703.8407 ‐1.3455
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 793.4090 EVFEAAK 220.1316 793.3990 15.9871 5103 1 793.3990 ‐11.9146
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 1799.8745 GLGMTVISHDPYAPADR 587.2034 1799.9076 18.7455 4883 2 900.4575 18.9981



NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 2129.0543 QAIMAIGVDEEPDNKTLER 630.6374 2129.0447 41.8195 1259 2 1065.0260 ‐3.3441
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 2257.1493 KQAIMAIGVDEEPDNKTLER 289.8795 2257.1606 26.9965 869 3 753.0584 4.66
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 1847.9538 PISDSYVNLVNADFIAK 192.9771 1847.9458 24.0964 2025 2 924.4765 ‐3.6509
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 1362.4290 66796.2853 11 15.87 None 775.3985 EVFEAAK 131.0285 775.3934 16.3524 1731 1 775.3934 ‐5.8883
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 4.67 66796.2853 11 15.87 None 1143.6004 GGVIDEDALVR 238.4310 1143.5926 21.7135 4198 2 572.2999 ‐7.4917
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1523.8580 LGPNYLQLPVNAPK 89586.1400 1523.8569 18.1160 269251 2 762.4321 ‐0.6533
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1632.9108 IWPEDILPLQPVGR 57701.9300 1632.9105 21.4000 110283 2 816.9589 0.0926
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1255.5590 DEEVNYFPSR 44806.3400 1255.5583 22.4141 30473 2 628.2828 ‐0.8961
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1493.7933 FPDMVHALKPNPK 2547.7370 1493.7942 15.6066 12388 3 498.6029 ‐0.3093
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1069.5174 SHIQENWR 11976.3900 1069.5177 15.4876 4381 2 535.2625 ‐0.3937
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1078.5388 VGGANHSHATK 83.9149 1078.5148 18.3510 3545 2 539.7610 ‐23.0317
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1086.5214 IFSYADSQR 469.2355 1086.5369 31.2849 2906 1 1086.5369 16.0040
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1933.9623 HMEGAGVNTYMLINKAGK 500.4937 1933.9468 34.5417 1423 3 645.3205 ‐8.3995
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 604.2838 ENWR 156.4327 604.2837 17.1897 16186 1 604.2837 ‐0.1864
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1188.6299 IWPEDILPLQ 264.9910 1188.6363 17.7850 7678 2 594.8218 4.23
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 882.4468 VNYFPSR 165.5321 882.4516 20.8542 3960 2 441.7294 4.53
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1107.6521 DILPLQPVGR 291.7316 1107.6516 19.2757 2019 1 1107.6516 1.61
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 979.5935 LQLPVNAPK 323.3891 979.5931 18.1159 1110 1 979.5931 1.0261
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1383.7671 IWPEDILPLQPV 271.2885 1383.7740 17.5592 869 3 461.9295 3.86
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 915.4068 VGGANHSHAT 142.0916 915.4048 18.9491 838 2 458.2060 ‐3.1379
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1614.9002 IWPEDILPLQPVGR 311.5998 1614.9027 22.3818 2090 2 807.9550 1.09
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1237.5484 DEEVNYFPSR 316.0048 1237.5528 24.2894 963 2 619.2800 3.1237
NP_564121.1 catalase 1 Arabidopsis thaliana 6057.1510 57104.3070 18 17.48 None 1916.9357 HMEGAGVNTYMLINKAGK 170.7446 1916.9287 33.7988 760 2 958.9680 ‐2.8473
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 2006.8938 DNLTLWTSDLNEEGDER 2418.9030 2006.8925 30.6086 9403 2 1003.9499 0.7674
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1229.5797 YLAEFSSGAER 6288.1000 1229.5793 21.2933 7712 2 615.2933 ‐0.7279
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 803.4145 VEDELAK 181.5019 803.4153 24.2758 20546 1 803.4153 1.80
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1189.6609 DSTLIMQLLR 430.1196 1189.6264 32.1324 4760 2 595.3168 ‐29.5260
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1500.7904 VAQLDVELTVEER 546.0662 1500.7705 26.1192 2802 2 750.8889 ‐13.0394
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1390.7424 ILSSIEQKEESK 328.5688 1390.7045 20.3879 2036 2 695.8559 ‐27.2873
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1357.6747 YLAEFSSGAERK 687.6745 1357.7050 20.4755 1417 2 679.3561 22.1937
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 827.3934 DNLTLWT 498.3897 827.3930 29.5837 25491 1 827.3930 0.5475
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1015.5492 DSTLIMQLL 318.5890 1015.5489 29.5430 1381 2 508.2781 ‐1.2085
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 532.1100 29029.3586 10 16.54 None 1172.6344 DSTLIMQLLR 235.2402 1172.6310 30.1109 3414 2 586.8191 ‐3.4397
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1761.9381 LLEATGISTVPGSGFGQK 66295.2100 1761.9374 17.1350 75674 2 881.4723 0.0836
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 969.5728 LPTGALQAAK 12046.2700 969.5718 19.0620 47814 2 485.2895 ‐1.8821
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1924.9175 DGYPSDPELIFLTDGASK 31481.9300 1924.9165 33.6882 46723 2 962.9619 0.3252
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 2127.4880 2854.4591 19.4096 41881 3 952.1579 ‐0.4529
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 2195.0610 TTILPAEDEMPEIMDSFKK 46078.8100 2195.0635 34.0509 38705 3 732.3593 0.9939
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1783.8610 HYLSLTSGGLGAYSDSR 52264.1600 1783.8625 16.3207 34123 3 595.2924 0.3039
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1373.7423 EVQLVSFHTVSK 3591.7490 1373.7411 24.0071 30611 2 687.3742 ‐1.0914
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1394.6798 ALDYDTLNENVK 12570.0000 1394.6817 22.9508 30045 2 697.8445 1.36
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 991.5207 EVAEFIQR 13948.2000 991.5209 20.8977 26857 2 496.2641 ‐0.6543
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 10500.8400 2132.9855 20.0903 26638 2 1066.9964 ‐0.5534
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 23575.5500 1172.5067 19.6413 23391 2 586.7570 ‐1.2056
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 2066.9661 TTILPAEDEMPEIMDSFK 28809.6300 2066.9626 36.6167 19561 2 1033.9849 ‐0.6218
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 3000.8850 2255.1224 28.8217 17509 2 1128.0648 ‐0.6823
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1225.5955 VLMEMGSPFSK 8817.2680 1225.5958 17.5476 17449 2 613.3015 ‐0.2368
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1522.7748 ALDYDTLNENVKK 3395.7600 1522.7734 20.8420 17293 3 508.2627 ‐1.7468
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 2119.8702 FNDEFMTQYDNNFGYSK 3272.6530 2119.8584 30.3113 16121 2 1060.4328 ‐4.3980
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(8) 1302.7021 GVMQILNCVIR 46647.7600 1302.7024 20.9359 15135 2 651.8548 ‐0.1179
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 879.4822 VVEEIYK 13579.7000 879.4840 17.4213 11237 2 440.2456 0.9771
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 787.4672 GILESLR 3669.2060 787.4680 24.6360 8518 1 787.4680 1.12
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1119.6157 KEVAEFIQR 1479.9580 1119.6116 18.8930 4303 2 560.3094 ‐4.2858
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 857.4628 EGVFHLR 5550.2380 857.4607 20.0853 3143 2 429.2340 ‐3.5385
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 2081.0186 RDGYPSDPELIFLTDGASK 2761.3880 2081.0183 31.0095 4437 3 694.3443 ‐0.3908
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1500.8241 QSVAQARSQGITVR 392.2126 1500.8261 19.8583 3463 2 750.9167 1.97
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 680.3978 LLEATGI 264.1418 680.3972 15.9916 4466 1 680.3972 ‐0.5704
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 862.4781 VAEFIQR 170.3517 862.4783 17.7317 2906 1 862.4783 1.1597
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1029.5364 HYLSLTSGGL 242.4240 1029.5329 16.1349 2489 2 515.2701 ‐4.1706
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(4) 1603.6556 NVVCNFTEGAMYSF 287.2230 1603.6652 21.4471 2279 3 535.2266 5.45
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 755.3319 GAYSDSR 1540.0850 755.3338 16.3193 1605 1 755.3338 3.1187
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(2) 661.3450 NCVIR 180.9459 661.3410 20.9354 1589 1 661.3410 ‐5.8723
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 4339.9800 928.3831 19.6391 1496 1 928.3831 1.51
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1013.4431 MEMGSPFSK 3071.3040 1013.4417 17.5473 1231 1 1013.4417 0.1113
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 12354.8100 53814.5894 60 54.89 None 1356.7158 EVQLVSFHTVSK 280.2135 1356.7168 23.6410 916 2 678.8620 0.5272
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 969.5728 LPTGALQAAK 48284.3600 969.5718 19.0620 47814 2 485.2895 ‐1.9910
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1924.9175 DGYPSDPELIFLTDGASK 38125.7300 1924.9165 33.6882 46723 2 962.9619 0.7075
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 2195.0610 TTILPAEDEMPEIMDSFKK 43211.0800 2195.0635 34.0509 38705 3 732.3593 0.8736
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1373.7423 EVQLVSFHTVSK 5594.8070 1373.7411 24.0071 30611 2 687.3742 ‐0.9925
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1394.6798 ALDYDTLNENVK 7702.2870 1394.6817 22.9508 30045 2 697.8445 1.32
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 991.5207 EVAEFIQR 23336.1300 991.5209 20.8977 26857 2 496.2641 ‐0.7519
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 24309.7200 1172.5067 19.6413 23391 2 586.7570 ‐1.2102
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 2066.9661 TTILPAEDEMPEIMDSFK 32451.6500 2066.9626 36.6167 19561 2 1033.9849 ‐0.1665
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1522.7748 ALDYDTLNENVKK 2265.6600 1522.7734 20.8420 17293 3 508.2627 ‐1.7497
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 4071.9180 2255.1226 28.8191 16587 2 1128.0649 ‐0.0363
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 2119.8702 FNDEFMTQYDNNFGYSK 4383.9550 2119.8584 30.3113 16121 2 1060.4328 ‐3.9155
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 879.4822 VVEEIYK 10634.4000 879.4840 17.4213 11237 2 440.2456 0.8218
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 787.4672 GILESLR 2708.6800 787.4680 24.6360 8518 1 787.4680 1.43
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1119.6157 KEVAEFIQR 2018.4400 1119.6116 18.8930 4303 2 560.3094 ‐4.3175



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 857.4628 EGVFHLR 5941.5490 857.4607 20.0853 3143 2 429.2340 ‐3.7050
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 2081.0186 RDGYPSDPELIFLTDGASK 4366.7610 2081.0183 31.0095 4437 3 694.3443 ‐0.4911
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 203.0021 2132.9250 42.4731 1096 2 1066.9661 ‐28.4495
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 563.3300 FIQR 1217.4820 563.3298 23.2464 54089 1 563.3298 ‐0.3067
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 617.3617 LESLR 625.4353 617.3592 24.6254 4510 1 617.3592 ‐3.9259
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 759.4359 TGALQAAK 11426.3100 759.4369 19.0677 3175 1 759.4369 2.0798
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 681.3454 EEIYK 5690.6910 681.3447 17.4231 2741 1 681.3447 ‐0.5035
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 780.4138 VEEIYK 1718.8420 780.4131 17.4213 2401 1 780.4131 ‐0.0636
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 601.3668 ALQAAK 84.9800 601.3689 20.6226 2278 1 601.3689 3.82
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 856.4887 PTGALQAAK 17002.4000 856.4891 19.0682 1777 1 856.4891 1.50
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 2640.9010 928.3831 19.6391 1496 1 928.3831 1.96
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 805.4567 LPTGALQAA 350.2543 805.4561 19.0933 1353 1 805.4561 0.3184
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 1338.6536 DYDTLNENVKK 209.5103 1338.6518 20.3738 1268 2 669.8295 ‐1.4931
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 7469.5840 53814.5894 60 54.89 None 861.4716 VVEEIYK 142.0764 861.4771 18.2572 1599 2 431.2422 5.1082
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 983.4985 FGEAVWFK 67848.0600 983.4994 18.1125 69850 2 492.2533 ‐0.1622
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 60149.6700 1903.9909 24.8705 42570 2 952.4991 ‐0.2041
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAGLSA 11549.1800 3957.7672 22.2955 42080 3 1319.9272 ‐0.1706
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLATDPE 4588.1020 3630.7635 24.7755 24325 3 1210.9260 ‐4.0869
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 1409.7093 AASTMALSSPAFAGK 196.9105 1409.7129 23.8003 2946 1 1409.7129 5.1234
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 779.4087 EAVWFK 116.7564 779.4063 18.1029 2947 1 779.4063 ‐2.6351
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 1336.6743 VAGNGPLGEAEDLL 230.9826 1336.6694 23.0178 1900 1 1336.6694 ‐1.3729
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 1191.5892 ATDPEAFAELK 316.2246 1191.5913 25.4101 1084 1 1191.5913 3.11
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 3612.7744 VAGNGPLGEAEDLLYPGGSFDPLGLATDPE 637.7537 3612.7699 24.2828 1743 3 1204.9281 0.5535
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 8674.7780 28284.1671 10 42.32 None 3613.7585 VAGNGPLGEAEDLLYPGGSFDPLGLATDPE 876.6284 3613.7523 25.0683 921 3 1205.2556 0.1173
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1849.9463 TILSSETMDIPDSVTIK 4705.5720 1849.9447 31.0955 40559 2 925.4760 ‐0.1717
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1582.8547 TALSHVDNLISGVTR 7276.5310 1582.8476 17.3341 28339 3 528.2874 ‐5.3303
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1792.9017 FVYAHFPINASIGGDGK 4590.6030 1792.9075 17.6775 19364 3 598.3073 2.06
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1914.0178 VKDEIVLDGNDIELVSR 2352.8740 1914.0152 29.1999 9107 3 638.6766 ‐1.8320
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1231.6715 VEMLDGVTIVR 6328.8560 1231.6717 28.4357 4680 2 616.3395 ‐0.3069
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1047.5469 TALSHVDNLI 540.4479 1047.5495 17.4339 2495 2 524.2784 1.04
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1942.2640 22131.7358 12 39.69 None 1774.8911 FVYAHFPINASIGGDGK 291.7357 1774.8866 17.2187 3682 2 887.9469 ‐2.0083
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 914.8875 22131.7358 12 39.69 None 1849.9463 TILSSETMDIPDSVTIK 3976.8560 1849.9447 31.0955 40559 2 925.4760 0.1720
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 914.8875 22131.7358 12 39.69 None 1914.0178 VKDEIVLDGNDIELVSR 1385.6060 1914.0152 29.1999 9107 3 638.6766 ‐1.9032
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 914.8875 22131.7358 12 39.69 None 1231.6715 VEMLDGVTIVR 6936.0950 1231.6717 28.4357 4680 2 616.3395 ‐0.2811
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 914.8875 22131.7358 12 39.69 None 981.4789 IDSWFGTR 1253.6590 981.4729 23.0547 3383 2 491.2401 ‐7.0498
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 914.8875 22131.7358 12 39.69 None 1213.6609 VEMLDGVTIVR 531.5884 1213.6605 27.5773 4569 2 607.3339 ‐0.7624
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 391.2905 52312.3198 5 9.64 None 1237.6358 LMSYLNLGGNR 2963.5870 1237.6368 17.1587 7507 2 619.3221 0.2673
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 391.2905 52312.3198 5 9.64 None 1437.7736 LSGTIPNFLSNFK 7476.1650 1437.7734 20.6079 6775 2 719.3904 ‐0.4199
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 391.2905 52312.3198 5 9.64 None 1104.6299 LTGTIPDIFK 3543.2270 1104.6319 18.8176 3941 2 552.8196 0.9265
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 391.2905 52312.3198 5 9.64 None 1377.7777 WVTSSPIIFSLK 1785.3070 1377.7762 20.4103 3594 2 689.3917 ‐1.4235
NP_564426.1 leucine rich repeat LRR family protein Arabidopsis thaliana 391.2905 52312.3198 5 9.64 None 1579.9054 LTFAKTLTTLDISR 400.6800 1579.8905 21.8794 2445 2 790.4489 ‐9.4877
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 2302.1337 VVTIDSYEDVPTYSEESLKK 59499.9000 2302.1323 26.5649 73143 3 768.0490 ‐0.5861
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 1589.8758 AVAHQPISIAIEAGGR 16743.0000 1589.8767 23.7122 33637 3 530.6304 ‐0.2016
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 3400.2760 1347.6973 26.3521 14580 2 674.3523 ‐0.5677
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 1430.7651 RKPATPFWSQGR 186.7689 1430.7379 28.5238 3060 2 715.8726 ‐19.1328
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 2615.3087 NAKVVTIDSYEDVPTYSEESLKK 1676.4420 2615.2819 35.8114 3933 3 872.4321 ‐9.9100
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 2191.1254 FVDEHNEKNLSYRLGLTR 192.0154 2191.1464 20.5916 1333 3 731.0537 9.13
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 780.4515 RKPATPF 38.4140 780.4542 28.8973 3702 1 780.4542 4.0925
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 2203.0653 VTIDSYEDVPTYSEESLKK 576.0936 2203.0584 28.0363 2217 3 735.0243 ‐3.2252
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 3248.7680 52163.9808 18 18.40 None 1774.8382 SYEDVPTYSEESLKK 624.0635 1774.8378 28.0097 1103 2 887.9226 0.3754
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 2302.1337 VVTIDSYEDVPTYSEESLKK 47623.6300 2302.1323 26.5649 73143 3 768.0490 ‐0.7250
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 1589.8758 AVAHQPISIAIEAGGR 20528.9600 1589.8768 23.7079 32953 3 530.6304 ‐0.2136
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 Carbamidomethyl+C(1) 1347.6977 CGIAIEPSYPIK 3284.0220 1347.6973 26.3521 14580 2 674.3523 ‐0.4822
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 Carbamidomethyl+C(6) 1248.6001 GVDGTCDQIRK 169.0397 1248.6337 18.5177 1039 2 624.8205 26.4625
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 1402.7590 KPATPFWSQGRK 160.8357 1402.7431 22.9014 972 2 701.8752 ‐11.3134
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 1626.7659 NSWGKSWGESGYLR 455.0759 1626.7739 27.6146 4164 2 813.8906 5.60
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 2203.0653 VTIDSYEDVPTYSEESLKK 412.7787 2203.0584 28.0363 2217 3 735.0243 ‐3.3469
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 1181.6048 PTYSEESLKK 187.8361 1181.6062 26.5409 1717 1 1181.6062 3.08
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2866.0900 52163.9808 18 18.40 None 1774.8382 SYEDVPTYSEESLKK 557.6654 1774.8378 28.0097 1103 2 887.9226 0.6805
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 1634.8636 AAEAVEEFGGILTSIK 2212.4380 1634.8562 35.2448 12091 2 817.9318 ‐4.1936
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 1715.8673 DLMAADWAELPSAVVK 7095.0950 1715.8713 35.7949 8010 2 858.4393 2.17
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 2123.0219 YAEYLDSFEPEEVYLKK 2264.6280 2123.0230 30.8514 6085 3 708.3459 0.3027
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 1752.9127 VTVLGTSGLSGSYVEQR 2751.4070 1752.9123 16.5616 1892 2 876.9598 0.2940
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 2742.3297 TAYQRYAEYLDSFEPEEVYLKK 181.3536 2742.3071 34.5160 1493 3 914.7739 ‐7.7600
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 1340.6441 GTSGLSGSYVEQR 1295.1620 1340.6486 15.4896 10506 2 670.8279 3.1396
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 911.2573 28163.0352 14 25.68 None 1483.7315 DSFEPEEVYLKK 313.0514 1483.7264 32.6401 3541 2 742.3668 ‐3.4102
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 1634.8636 AAEAVEEFGGILTSIK 2553.5700 1634.8562 35.2448 12091 2 817.9318 ‐3.9604
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 1715.8673 DLMAADWAELPSAVVK 5813.4230 1715.8713 35.7949 8010 2 858.4393 3.0265
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 2123.0219 YAEYLDSFEPEEVYLKK 2367.8440 2123.0230 30.8514 6085 3 708.3459 0.1950
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 1994.9270 YAEYLDSFEPEEVYLK 464.4205 1994.9128 34.7207 2485 2 997.9600 ‐5.7373
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 1752.9127 VTVLGTSGLSGSYVEQR 1246.1040 1752.9089 26.1611 5575 2 876.9581 ‐1.3448
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 2742.3297 TAYQRYAEYLDSFEPEEVYLKK 220.8971 2742.3071 34.5160 1493 3 914.7739 ‐7.9758
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 788.8704 28163.0352 14 25.68 None 1823.9498 VTVLGTSGLSGSYVEQRA 338.3076 1823.9594 25.6683 899 3 608.6580 4.80
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1566.7547 GQAGGLTFFAPSEER 4090.2660 1566.7537 28.5595 12701 2 783.8805 ‐0.4500
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1504.7489 EISKDEISDALER 6195.1610 1504.7491 23.2872 8892 3 502.2546 ‐0.7769
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1508.7526 SYLENQMAVALGGR 1391.1280 1508.7565 18.0709 8613 2 754.8819 2.19
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 2715.2566 VAEEVIFGDENVTTGASNDFMQVSR 1291.3930 2715.2607 32.3194 4618 3 905.7584 1.45
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1312.6968 QVTVDRPDVAGR 1390.7560 1312.6949 17.0054 2462 3 438.2365 ‐2.5290
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 Carbamidomethyl+C(13) 2931.4346 AVAGEAGVPFFSCAASEFVELFVGVGASR 1850.1790 2931.4381 50.5755 1425 3 977.8176 1.52



NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 Carbamidomethyl+C(2) 1155.6191 GCLLVGPPGTGK 876.2061 1155.5884 19.3969 2729 1 1155.5884 ‐24.5233
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 2166.0350 FQEVPETGVSFADVAGADQAK 490.2925 2166.0374 30.6416 1350 2 1083.5223 2.13
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 3041.4633 VAEEVIFGDENVTTGASNDFMQVSRVAR 964.1211 3041.4675 36.4922 1506 4 761.1223 0.9735
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1259.6089 SYLENQMAVALG 256.8338 1259.6147 18.6507 2836 2 630.3110 4.42
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1262.6223 SKDEISDALER 295.4837 1262.6183 24.2407 1549 1 1262.6183 ‐0.7466
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thalian 405.9785 76930.5472 12 15.8 None 1065.5000 TFFAPSEER 216.2579 1065.4975 28.4862 1539 1 1065.4975 ‐0.6425
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1674.8486 DLNINPLHYDLYGK 4254.9450 1674.8522 30.9200 22845 3 558.9556 1.74
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1500.7792 TSPEELTPEEIKK 28023.5400 1500.7798 19.9724 21263 3 500.9314 ‐0.4864
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 2014.0525 AGDPITADDLGVGGALTVLMK 1370.2550 2014.0554 21.8518 16258 2 1007.5314 2.23
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 24451.6700 1200.6167 18.1944 15364 2 600.8120 0.5634
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 6186.8920 1734.9192 18.0139 14572 2 867.9632 ‐0.4387
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1590.6918 SYGASGVEYSDQAEK 12628.1100 1590.6917 17.5755 13976 2 795.8495 0.1227
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1633.8227 MHGGGPDVVAGRPLDR 5014.3490 1633.8262 18.3749 12791 3 545.2803 1.58
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1286.6739 LDIDPASITWR 2816.6780 1286.6736 31.2105 11589 2 643.8404 ‐0.6126
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1178.6820 FLYPLDIGIK 1853.0440 1178.6833 20.3397 8870 2 589.8453 0.5690
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 2137.0812 LVGPGGFVVTEAGFGSDIGTEK 5207.5470 2137.0758 33.1186 8733 2 1069.0416 ‐1.2927
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 3351.6995 VLLSAFDELQGQEDGYYVVVGGITPTPLGEG 4092.7190 3351.7002 38.9793 2723 3 1117.9049 1.90
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Carbamidomethyl+C(4) 747.4182 VVTCLR 293.8871 747.4302 19.6788 1679 1 747.4302 16.5961
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 4523.9530 2983.6363 34.6106 23556 4 746.6645 ‐0.0251
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Oxidation+M(12) 2683.3396 AYGVNVIVAVNMFATDTEAELNAVR 814.8600 2683.3235 23.8837 1321 3 895.1127 ‐5.5671
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Carbamidomethyl+C(1) 448.2337 CLR 62.9067 448.2334 17.7918 4446 1 448.2334 ‐1.2753
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1125.5059 GVEYSDQAEK 211.9702 1125.5073 16.6290 2515 2 563.2573 0.6106
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 727.4461 ITQPLR 153.0557 727.4438 16.5882 1465 1 727.4438 ‐2.6862
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 Oxidation+M(2) 1697.7799 NMFATDTEAELNAVR 219.4594 1697.7839 23.3611 981 3 566.5995 1.14
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1429.7110 NINPLHYDLYGK 142.7040 1429.6984 31.4366 774 1 1429.6984 ‐5.8101
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 2149.2410 68372.1731 30 37.70 None 1996.0420 AGDPITADDLGVGGALTVLMK 247.2612 1996.0355 22.5975 1096 2 998.5214 ‐2.2774
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 2137.0812 LVGPGGFVVTEAGFGSDIGTEK 3639.8730 2137.0761 19.5026 19077 2 1069.0417 ‐1.5390
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 2014.0525 AGDPITADDLGVGGALTVLMK 2771.1580 2014.0554 21.8518 16258 2 1007.5314 2.0915
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 5789.3690 1734.9192 18.0139 14572 2 867.9632 ‐0.7159
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 1178.6820 FLYPLDIGIK 1341.3170 1178.6833 20.3397 8870 2 589.8453 0.4183
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 4252.1091 GGAAGGGYSQVIPMDEFNLHLTGDIHAITA 1141.5160 4252.0979 22.7550 3874 4 1063.7799 ‐2.0964
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 3351.6995 VLLSAFDELQGQEDGYYVVVGGITPTPLGEG 400.3094 3351.6705 22.0249 4117 3 1117.8950 ‐7.1314
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 Oxidation+M(12) 2683.3396 AYGVNVIVAVNMFATDTEAELNAVR 591.6458 2683.3235 23.8837 1321 3 895.1127 ‐5.2623
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 545.3406 VATVR 1331.0250 545.3433 18.0237 10914 1 545.3433 4.33
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 1560.8302 TADDLGVGGALTVLMK 377.0407 1560.8353 21.1615 1704 2 780.9213 3.98
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 481.1801 68372.1731 30 37.70 None 1996.0420 AGDPITADDLGVGGALTVLMK 322.0355 1996.0355 22.5975 1096 2 998.5214 ‐2.6140
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 7718.7390 3007.5836 21.3008 46261 3 1003.1994 0.4176
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1497.6890 SEVVGYMGDDNLAK 86937.2100 1497.6875 23.3649 45134 2 749.3474 ‐0.9183
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1590.9214 ALEGADLVIIPAGVPR 52745.2600 1590.9211 19.4551 40515 2 795.9642 0.0477
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1793.0717 VAILGAAGGIGQPLALLMK 72221.5500 1793.0710 22.5606 36186 2 897.0391 0.1559
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1318.7001 DDLFNINAGIVK 21692.6300 1318.6994 31.4503 29764 2 659.8533 ‐0.8433
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 4423.4235 ANVPVAEVNVPVIGGHAGVTILPLFSQATP 626.0435 4423.4059 24.6487 15124 4 1106.6069 ‐3.2077
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1219.7045 LFGVTTLDVVR 9539.1840 1219.7045 19.2734 15063 2 610.3559 ‐0.4961
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1226.6991 EGLEALKPELK 8442.5840 1226.6997 23.5963 9995 2 613.8535 0.0214
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 3068.6038 NGVEEVLDLGPLSDFEKEGLEALKPELK 6501.1020 3068.6088 41.3334 9740 4 767.9077 1.99
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 Carbamidomethyl+C(2) 2899.4845 YCPHALINMISNPVNSTVPIAAEIFK 4803.5210 2899.4796 22.8389 5423 3 967.1647 ‐1.0454
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1347.7995 KLFGVTTLDVVR 1471.3610 1347.8003 17.7729 7170 2 674.4038 0.3895
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 732.3523 GDDNLAK 307.6153 732.3512 23.6774 4834 1 732.3512 ‐0.9730
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 769.4090 ALEGADLV 850.1301 769.4045 19.5015 3297 1 769.4045 ‐5.2804
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1083.4775 GYMGDDNLAK 269.7641 1083.4714 23.3575 1828 1 1083.4714 ‐3.9388
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 959.5520 GVTTLDVVR 811.5912 959.5535 18.6978 1143 2 480.2804 0.5762
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 13381.3800 36032.6349 23 58.65 None 1201.6939 LFGVTTLDVVR 243.6266 1201.6878 19.8488 3109 2 601.3475 ‐5.6143
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINTR 8812.6170 3007.5836 21.3008 46261 3 1003.1994 0.7464
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 1590.9214 ALEGADLVIIPAGVPR 89854.8000 1590.9211 19.4551 40515 2 795.9642 ‐0.1968
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 1793.0717 VAILGAAGGIGQPLALLMK 64607.2100 1793.0710 22.5606 36186 2 897.0391 ‐0.1346
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 4423.4235 ANVPVAEVNVPVIGGHAGVTILPLFSQATP 1154.9350 4423.4059 24.6487 15124 4 1106.6069 ‐3.3382
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 1219.7045 LFGVTTLDVVR 9178.0020 1219.7045 19.2734 15063 2 610.3559 ‐0.6561
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 Carbamidomethyl+C(2) 2899.4845 YCPHALINMISNPVNSTVPIAAEIFK 5529.7500 2899.4796 22.8389 5423 3 967.1647 ‐0.7247
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 9432.0470 36032.6349 23 58.65 None 769.4090 ALEGADLV 1628.2730 769.4045 19.5015 3297 1 769.4045 ‐5.6047
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1393.7362 FSDGLIAPDFLAK 10491.7000 1393.7362 19.7742 28182 2 697.3717 ‐0.1373
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 24372.3000 1797.0477 22.1879 26267 2 899.0275 1.18
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1113.6085 IGPMLNELAR 19949.5500 1113.6089 16.8774 24149 2 557.3081 ‐0.2585
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1418.6984 ELVVYPADEPMR 11353.9000 1418.6981 25.2569 18520 2 709.8527 ‐0.3096
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 1359.7160 2628.4001 21.3991 16676 3 876.8049 0.7135
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 Carbamidomethyl+C(10) 1649.6571 QEFNTGMDQCYEK 3287.3730 1649.6569 20.4205 8575 2 825.3321 0.2292
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 2477.2500 TAPASAPFQFTVFDFYNAILTR 2262.7050 2477.2458 25.1204 4177 2 1239.1265 0.1284
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1995.9885 SVFMIYIGANDYLNFTK 1099.2910 1995.9834 21.0921 3558 2 998.4954 ‐1.5719
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1570.8224 ESWVPPTSATVQLR 503.4674 1570.8202 24.5159 1762 3 524.2783 ‐2.1773
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 888.4170 SRDDPNGK 71.4424 888.4231 15.9584 1720 1 888.4231 7.53
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1595.8639 LKNDISLLYSSGASK 28178.1600 1595.8651 15.9569 12776 3 532.6266 ‐0.0349
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 4083.9757 SVFMIYIGANDYLNFTKNNPNADASTQQA 482.1795 4083.9562 37.4370 7688 4 1021.7445 ‐4.2917
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1827.9462 FSDGLIAPDFLAKFMR 973.8444 1827.9461 25.1090 3224 3 609.9869 ‐0.6041
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1955.9432 KFNQMKAANWNDDFVK 198.1134 1955.9244 38.0796 2732 2 978.4658 ‐8.7813
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 783.4036 FSDGLIAP 975.4775 783.4018 23.6143 6262 1 783.4018 ‐1.6447
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 632.3250 TSVTNK 84.3030 632.3238 35.3451 1876 1 632.3238 ‐1.7026
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 874.5033 IAPDFLAK 296.3182 874.5013 19.9741 1840 2 437.7543 ‐3.3347
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 2185.0641 TAPASAPFQFTVFDFYNAIL 792.5307 2185.0575 25.1760 1810 2 1093.0324 ‐1.7295
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 897.5404 LKNDISLL 124.1902 897.5443 15.9876 1269 1 897.5443 5.13
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 2632.8170 43599.5392 27 46.89 None 1553.7958 ESWVPPTSATVQLR 375.9449 1553.7907 23.9290 1033 2 777.3990 ‐3.1304



NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 19879.3300 1797.0477 22.1879 26267 2 899.0275 1.04
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 1113.6085 IGPMLNELAR 27691.6600 1113.6089 16.8774 24149 2 557.3081 ‐0.3944
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 1393.7362 FSDGLIAPDFLAK 8048.0370 1393.7369 19.7700 22593 2 697.3721 0.1901
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 1291.1690 2628.4001 21.3991 16676 3 876.8049 1.0141
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 1995.9885 SVFMIYIGANDYLNFTK 1984.6980 1995.9834 21.0921 3558 2 998.4954 ‐1.9085
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 1000.5244 GPMLNELAR 167.9646 1000.5247 18.4931 1930 2 500.7660 ‐0.7163
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1986.8410 43599.5392 27 46.89 None 1531.7791 IYIGANDYLNFTK 99.5667 1531.7840 19.5830 1512 2 766.3956 3.0623
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 1694.8860 APALDYVDIPHSQIR 931.1387 1694.8838 35.6074 10751 2 847.9455 ‐0.9235
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 1060.5633 GLSTIGEEVR 9362.0540 1060.5630 21.2766 8795 2 530.7851 ‐1.0677
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 823.4308 SQLNSFK 404.9743 823.4280 22.8199 1710 1 823.4280 ‐2.6162
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 1424.6540 DYTPSSTADAAPTK 2584.3390 1424.6550 27.9281 1682 2 712.8311 0.6144
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 Carbamidomethyl+C(8) 1545.7465 VAPGEVLCEVETDK 816.9572 1545.7600 29.6568 3987 2 773.3837 8.65
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 2082.9938 LAEDNNVPLSDIEGTGPEGR 249.9320 2083.0090 54.7254 908 3 695.0079 7.0626
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 3672.8239 LAEDNNVPLSDIEGTGPEGRIVKADIDEYLA 399.5764 3672.8299 18.7451 1550 4 918.9629 1.65
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 1188.6583 KGLSTIGEEVR 476.9284 1188.6535 25.3794 1034 3 396.8894 ‐5.2209
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 658.3406 GLSTIGE 169.9352 658.3418 22.1906 5448 1 658.3418 1.96
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of py 302.4846 58923.7622 10 8.53 None 1170.6477 KGLSTIGEEVR 135.9291 1170.6420 23.6395 874 2 585.8246 ‐5.4404
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 424.3531 31138.6414 4 7.2 None 1634.8748 LVAAIDGQPDPGGPTVK 6083.0080 1634.8773 22.6382 14756 2 817.9423 1.62
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 424.3531 31138.6414 4 7.2 None 1965.0287 LVAAIDGQPDPGGPTVKDSK 876.4744 1965.0361 32.4457 5328 3 655.6835 3.28
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 424.3531 31138.6414 4 7.2 None 1351.6852 AIDGQPDPGGPTVK 314.5086 1351.6921 21.4241 1928 2 676.3497 4.30
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 424.3531 31138.6414 4 7.2 None 1617.8483 LVAAIDGQPDPGGPTVK 462.1153 1617.8543 23.0916 1208 2 809.4308 3.35
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 1667.4990 2178.0992 30.9458 8198 3 726.7046 ‐2.1915
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 2231.9979 FSYEDIPEDLEDLAQEYR 6006.7620 2231.9969 40.5222 6422 2 1116.5021 0.9426
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1739.9075 FDVVPQHIQNQLSSK 1834.5500 1739.9079 16.0535 5636 3 580.6408 ‐0.3702
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1541.7741 LLEMHANSREDVK 1481.1810 1541.7723 30.2653 4886 2 771.3898 ‐1.0237
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 2085.0346 DTITGETLSDPENPVVLER 4037.0540 2085.0328 28.2139 2838 2 1043.0200 0.2468
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1961.0087 VEANVGAPQVNYRESISK 314.1917 1961.0229 33.0090 9920 3 654.3458 6.92
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 889.4634 MLEPIMR 252.7824 889.4857 18.1099 1909 1 889.4857 26.1638
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1612.8217 GITITSAATTTFWDK 551.9172 1612.8136 34.8235 1882 2 806.9105 ‐4.7477
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1930.9433 FEPLEAGSGYEFKSEIK 1546.6520 1930.9397 18.3711 2240 2 965.9735 ‐1.0127
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 1270.6759 AGPRMLEPIMR 409.6776 1270.6754 19.2225 2005 2 635.8413 ‐0.7425
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 2690.3607 ADIDKMATGLIKLAQEDPSFHFSR 439.4454 2690.3556 39.8015 1316 3 897.4567 ‐1.4433
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 695.3545 LLEMHA 114.8534 695.3545 32.9415 3378 1 695.3545 0.3267
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 358.4330 86399.8533 39 10.86 None 513.2602 AGPRM 83.4391 513.2620 18.3266 2266 1 513.2620 3.1296
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 2178.1037 VEVVTPEEHLGDVIGDLNSR 2029.3470 2178.0992 30.9458 8198 3 726.7046 ‐2.3089
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 2231.9979 FSYEDIPEDLEDLAQEYR 6123.4700 2231.9969 40.5222 6422 2 1116.5021 1.27
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1961.0087 VEANVGAPQVNYRESISK 121.4352 1960.9525 31.4305 6092 2 980.9799 ‐27.3846
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 2068.0709 INIIDTPGHVDFTLEVER 2988.9340 2068.0741 32.1810 5548 3 690.0295 1.1497
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1463.7237 QSGGQGQFADITVR 360.2144 1463.7617 31.7108 5278 2 732.3845 26.0904
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1739.9075 FDVVPQHIQNQLSSK 125.0871 1739.9379 34.4867 2852 2 870.4726 18.2471
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1433.6808 LAQEDPSFHFSR 95.0419 1433.7229 31.1237 2690 2 717.3651 29.4473
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1270.6759 AGPRMLEPIMR 3256.9820 1270.6740 25.9897 3550 2 635.8407 ‐1.7525
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1226.6099 MDRLGANFFR 455.9417 1226.6082 23.0207 3147 2 613.8077 ‐1.7933
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 603.3461 DITVR 52.7882 603.3488 31.7828 2950 1 603.3488 4.51
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1942.9981 VEANVGAPQVNYRESISK 237.2729 1942.9953 33.2494 2904 2 972.0013 ‐0.2252
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 274.4008 86399.8533 39 10.86 None 1416.6543 LAQEDPSFHFSR 136.4995 1416.6505 32.2339 864 1 1416.6505 0.7431
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 2068.0709 INIIDTPGHVDFTLEVER 497.9751 2068.0772 19.8275 23019 3 690.0306 3.0051
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 1739.9075 FDVVPQHIQNQLSSK 2133.8730 1739.9079 16.0535 5636 3 580.6408 ‐0.1355
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 1811.9134 ASSSSISSSIPQFLGTSR 529.6794 1811.9110 18.7753 2762 2 906.4592 ‐0.9819
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 Carbamidomethyl+C(7) 2648.3025 VLDGAICLFDSVAGVEPQSETVWR 1085.7600 2648.3056 25.5095 916 2 1324.6564 2.50
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 Carbamidomethyl+C(6) 1238.6602 FVPILCGSAFK 1193.8160 1238.6804 20.9325 5435 2 619.8439 15.7273
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 1259.6630 AIVWSGEELGAK 288.1099 1259.6687 24.8698 4175 2 630.3380 3.66
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 3884.9990 GVQPLLDAVVDYLPSPVEVPPMNGTDPEN 550.9177 3884.9273 24.2438 2492 3 1295.6473 ‐16.3355
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 889.4634 MLEPIMR 110.0313 889.4857 18.1099 1909 1 889.4857 25.8343
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 1518.7985 MKAIVWSGEELGAK 280.2534 1518.8086 18.0356 4890 2 759.9079 6.93
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 1930.9433 FEPLEAGSGYEFKSEIK 1286.1790 1930.9397 18.3711 2240 2 965.9735 ‐1.3345
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 Oxidation+M(1) 2164.0855 MATGLIKLAQEDPSFHFSR 193.1246 2164.0914 24.3210 2351 2 1082.5493 3.95
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 967.4884 AIVWSGEEL 83.8646 967.4858 25.3872 1582 1 967.4858 ‐1.6499
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 798.4331 MKAIVWS 119.9884 798.4290 17.0206 1564 1 798.4290 ‐4.7753
NP_564801.1 elongation factor EF G SCO1 Arabidopsis thaliana 145.3842 86399.8533 39 10.86 None 2050.0604 INIIDTPGHVDFTLEVER 309.7119 2050.0702 20.0334 3040 2 1025.5387 5.88
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 Carbamidomethyl+C(5) 2503.1657 GGQPCPYDIVQESSEVDEGIPVK 173386.6000 2503.1595 30.6064 108378 2 1252.0834 ‐0.6276
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 None 1508.8545 LALSDKPFLVMFK 6355.4580 1508.8556 20.4081 29635 3 503.6234 ‐0.1440
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 Carbamidomethyl+C(1) 1579.7785 CSDVGIFIDELGVR 47014.5000 1579.7800 35.4259 17714 2 790.3936 1.1479
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 None 2195.1495 KQYFVVAGPKPEGFGQDSLK 2815.9660 2195.1495 25.6947 28827 4 549.5428 ‐1.1164
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 None 856.4775 VDEGIPVK 314.4973 856.4772 30.8031 7157 1 856.4772 0.6306
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 21994.0300 24078.4284 12 32.56 Carbamidomethyl+C(2) 2261.0642 PCPYDIVQESSEVDEGIPVK 352.3090 2261.0777 31.5516 796 3 754.3641 5.18
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 Carbamidomethyl+C(5) 2503.1657 GGQPCPYDIVQESSEVDEGIPVK 7373.5610 2503.1578 30.5219 37227 2 1252.0826 ‐0.6135
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 Carbamidomethyl+C(1) 1579.7785 CSDVGIFIDELGVR 38485.5000 1579.7800 35.4259 17714 2 790.3936 1.27
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 None 2067.0546 QYFVVAGPKPEGFGQDSLK 2209.8200 2067.0575 27.6170 14995 3 689.6907 1.0703
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 None 709.3416 FSNWR 130.2599 709.3261 21.5631 351629 1 709.3261 ‐21.3270
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 None 2195.1495 KQYFVVAGPKPEGFGQDSLK 6045.4790 2195.1495 25.6947 28827 4 549.5428 ‐1.1612
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 3493.1470 24078.4284 12 32.56 Carbamidomethyl+C(2) 2261.0642 PCPYDIVQESSEVDEGIPVK 172.8143 2261.0777 31.5516 796 3 754.3641 5.00
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 1380.6794 FLPSEFGVDVDR 7302.7860 1380.6783 29.2830 13255 2 690.8428 ‐0.9598
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 959.5044 EATLSDPVK 7457.7210 959.5047 17.8973 4346 2 480.2560 ‐0.5952
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 1230.6688 DKVTILGDGNAK 7194.1510 1230.6696 17.6560 23220 2 615.8384 0.1378
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 1834.9909 EATLSDPVKGKTVQSFK 585.7161 1834.9809 21.1425 2484 2 917.9941 ‐4.8070
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 870.4680 TILGDGNAK 197.6092 870.4658 16.7574 1807 2 435.7365 ‐3.6095
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 499.2030 33793.7317 11 18.71 None 1213.6423 DKVTILGDGNAK 223.7940 1213.6424 17.5602 2366 2 607.3248 ‐0.3916
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 403.8251 33793.7317 11 18.71 None 1380.6794 FLPSEFGVDVDR 6994.2520 1380.6783 29.2830 13255 2 690.8428 ‐0.8573



NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 403.8251 33793.7317 11 18.71 None 1677.9058 AVINKEEDIAAYTIK 1401.8650 1677.8971 24.3523 11899 3 559.9706 ‐5.8835
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 403.8251 33793.7317 11 18.71 None 2075.0768 DLGVTILHGDLNDHESLVK 1064.5680 2075.0734 28.9185 10052 3 692.3627 ‐1.9526
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 403.8251 33793.7317 11 18.71 None 1230.6688 DKVTILGDGNAK 5150.6040 1230.6692 17.6822 21874 2 615.8382 ‐0.1134
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 403.8251 33793.7317 11 18.71 None 1120.5269 PSEFGVDVDR 146.4193 1120.5269 29.3024 1405 1 1120.5269 2.1802
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 907.5247 NLLSVAYK 17498.8200 907.5267 15.9879 30245 2 454.2670 1.1566
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1334.5643 YEEMVEFMEK 36376.8600 1334.5642 27.7634 26622 2 667.7858 ‐0.3012
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1589.7653 VSAAVDGDELTVEER 8621.3490 1589.7679 22.7929 11532 2 795.3876 1.29
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 2128.9921 QAFDEAIAELDTLGEESYK 2699.4190 2128.9912 36.8355 9304 2 1064.9992 0.7649
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1418.7485 IISSIEQKEESR 9249.8910 1418.7477 16.3997 5382 3 473.5874 ‐1.5878
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 990.4738 DELTVEER 799.2302 990.4489 35.8129 1485 1 990.4489 ‐23.7063
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 Oxidation+M(11) 2147.9624 LAEQAERYEEMVEFMEK 305.2589 2147.9673 32.8385 1190 3 716.6606 2.1222
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1042.4584 EMVEFMEK 1572.8440 1042.4584 27.7767 1552 1 1042.4584 1.00
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1192.5804 SSIEQKEESR 4850.7500 1192.5830 16.4057 924 2 596.7951 1.33
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 889.5142 NLLSVAYK 161.1531 889.5141 16.0599 1607 2 445.2607 ‐1.1463
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 1401.7220 IISSIEQKEESR 409.2658 1401.7241 18.2589 3343 2 701.3657 1.05
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4075.2730 29275.8020 13 31.27 None 890.4982 NLLSVAYK 96.5429 890.5041 16.3565 1126 2 445.7557 5.48
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1367.6842 FANFSIESEVPK 8967.5350 1367.6841 28.2637 46196 2 684.3457 ‐0.2250
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1284.6947 NPILPSDPYLR 8721.5200 1284.6944 27.7464 20613 2 642.8508 ‐0.5681
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1541.7231 GVEFEYREEDLR 8675.2920 1541.7228 23.1395 19469 3 514.5791 ‐1.0167
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 877.5029 DFIEILK 14925.4200 877.5033 30.5776 9774 1 877.5033 1.59
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1390.7875 SPLLLQMNPIHK 1061.6750 1390.7885 17.5835 8127 3 464.2677 ‐0.2648
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 893.4839 LYDAQRK 1021.6930 893.4979 22.9948 14056 2 447.2526 14.5385
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1041.5040 FWADFIDK 1609.1960 1041.5055 19.0513 4066 1 1041.5055 3.0253
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1845.9593 SLPDPEKVTEFVSELR 21450.3200 1845.9592 34.8555 36909 3 615.9913 ‐0.5416
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1632.9254 NKSPLLLQMNPIHK 1910.6990 1632.9256 16.5149 10994 3 544.9800 ‐0.6473
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1299.6791 ESVAKSLPDPEK 492.4247 1299.6671 32.8018 1194 2 650.3372 ‐9.5155
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1156.5633 EKGVEFEYR 533.5966 1156.5640 18.7913 977 2 578.7856 0.0065
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1110.5830 NPILPSDPYL 163.0820 1110.5811 26.2049 3681 2 555.7942 ‐2.3332
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 867.4505 QMNPIHK 91.2086 867.4449 17.1183 2124 1 867.4449 ‐5.5048
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 615.4076 IEILK 2946.8400 615.4081 30.5761 1660 1 615.4081 0.9098
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1073.5990 ILPSDPYLR 134.4613 1073.5976 29.4047 777 2 537.3025 ‐1.9713
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 2031.4800 25707.6329 23 42.92 None 1614.9148 NKSPLLLQMNPIHK 179.9813 1614.9087 15.8284 5858 3 538.9744 ‐4.5460
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 1367.6842 FANFSIESEVPK 7357.8740 1367.6841 28.2637 46196 2 684.3457 ‐0.1292
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 1284.6947 NPILPSDPYLR 13942.6800 1284.6944 27.7464 20613 2 642.8508 ‐0.5150
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 877.5029 DFIEILK 14194.8800 877.5033 30.5776 9774 1 877.5033 1.18
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 1169.5990 FWADFIDKK 145.7569 1169.6207 23.0361 5145 2 585.3140 18.0188
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 1110.5830 NPILPSDPYL 264.0849 1110.5811 26.2049 3681 2 555.7942 ‐2.3696
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 615.4076 IEILK 2362.4820 615.4081 30.5761 1660 1 615.4081 1.0602
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1563.1960 25707.6329 23 42.92 None 1073.5990 ILPSDPYLR 143.3769 1073.5976 29.4047 777 2 537.3025 ‐2.0268
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 10225.1600 2320.1603 19.5130 49470 3 774.0583 ‐0.2046
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 2240.9982 VVNEGEFGEYITEYDASYR 6967.7060 2240.9889 31.4068 46219 2 1120.9981 ‐2.7729
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 1817.8606 TGTPLVYGGWPDHDFR 19005.6800 1817.8609 28.8919 41755 3 606.6252 ‐0.3451
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 951.5258 GTVTFAVTR 18317.4700 951.5256 20.9574 29791 2 476.2664 ‐1.1978
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 960.4686 WIWDANR 21054.9500 960.4680 17.4830 19880 2 480.7376 ‐1.5930
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 2397.5350 2690.2540 16.2260 11149 3 897.4229 1.11
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 1228.6280 NGNLVLAEADGR 62267.2700 1228.6290 21.6271 10884 2 614.8182 0.3626
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 9930.9200 1311.8079 22.8805 6625 2 656.4076 0.4505
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 1313.6848 INYNGTISYLR 272.0912 1313.6554 24.2630 3642 2 657.3313 ‐22.7201
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 694.3883 TFAVTR 8416.7220 694.3874 20.9467 3545 1 694.3874 ‐0.8322
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 1887.9447 QSFDHPTDTLLTGQSLK 482.5589 1887.9540 19.5361 1285 2 944.4807 5.66
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 793.4567 VTFAVTR 495.5784 793.4584 20.9477 966 1 793.4584 2.69
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 4137.4330 51027.4331 29 28.79 None 1296.6583 INYNGTISYLR 137.2349 1296.6641 22.2131 3413 2 648.8357 4.1751
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 2240.9982 VVNEGEFGEYITEYDASYR 8297.9180 2240.9889 31.4050 45602 2 1120.9981 ‐2.2305
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 1817.8606 TGTPLVYGGWPDHDFR 20361.3600 1817.8609 28.8919 41755 3 606.6252 ‐0.3995
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 951.5258 GTVTFAVTR 15136.3000 951.5256 20.9574 29791 2 476.2664 ‐1.3160
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 2633.6670 2690.2546 25.6912 5711 3 897.4230 1.79
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 1228.6280 NGNLVLAEADGR 280.8746 1228.6591 32.2069 20011 2 614.8332 24.8198
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 713.3577 LAEADGR 52.7007 713.3532 31.0992 1598 1 713.3532 ‐5.6846
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 1613.7118 FGEYITEYDASYR 163.2718 1613.7191 32.1108 1431 2 807.3632 4.26
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 793.4567 VTFAVTR 176.8311 793.4584 20.9477 966 1 793.4584 3.1522
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 1799.8500 TGTPLVYGGWPDHDFR 571.1185 1799.8474 30.3690 2982 2 900.4273 ‐0.5520
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 1514.0240 51027.4331 29 28.79 None 933.5152 GTVTFAVTR 221.2370 933.5140 21.3869 1751 1 933.5140 0.1636
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 None 960.4686 WIWDANR 13237.9100 960.4680 17.4830 19880 2 480.7376 ‐1.6941
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 None 1394.6991 AYSYFPAATYLK 2212.5660 1394.7006 18.4054 12960 2 697.8539 0.7558
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 1916.7460 2690.2540 16.2260 11149 3 897.4229 1.63
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 None 1228.6280 NGNLVLAEADGR 255.4500 1228.6590 16.9270 2214 2 614.8331 24.6041
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 None 2383.1902 WIWDANRNNPVGENATLSLGR 479.4879 2383.1709 20.7453 1540 3 795.0618 ‐7.7333
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis tha 374.0663 51027.4331 29 28.79 None 979.4843 NGNLVLAEAD 55.2715 979.4883 17.5402 1338 1 979.4883 5.0624
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 1262.6263 AYIEALNEDPK 14747.3500 1262.6260 22.3575 7861 2 631.8166 ‐0.6381
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 973.5201 EGDIEAVLK 12924.4600 973.5210 23.4583 5595 2 487.2642 0.0976
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 2311.1664 SQTSASLVDFSSKEGDIEAVLK 1690.0930 2311.1672 24.4850 840 3 771.0606 0.3616
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 Carbamidomethyl+C(5) 2185.0628 SLIHCMSNVTADVPPVSETK 604.2125 2185.0318 33.1126 2984 2 1093.0196 ‐12.8752
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 1356.6641 SQTSASLVDFSSK 218.6277 1356.6911 17.1812 858 2 678.8492 19.6224
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 2284.1608 DAIFKAYIEALNEDPKQYR 631.9111 2284.1480 25.5858 1964 2 1142.5776 ‐4.1472
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 1188.6470 SKEGDIEAVLK 306.1792 1188.6495 23.9326 2822 3 396.8880 0.8317
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 1338.6536 SQTSASLVDFSSK 283.9669 1338.6460 17.2078 11320 2 669.8266 ‐5.9136
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 1102.1650 34023.7934 9 20.33 None 1339.6376 SQTSASLVDFSSK 167.2615 1339.6316 17.5652 52044 2 670.3195 ‐4.6952
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 116.2610 109004.7037 1 1.4 None 1029.5687 TAIAEGLAQR 9219.4950 1029.5689 18.7705 15585 2 515.2881 ‐0.6221



NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1790.9018 SSELQTAIEVAEEEKK 3779.8400 1790.9062 27.3541 6028 3 597.6402 1.25
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2033.0285 VSSTEALIDELTQELEQK 3607.7200 2033.0263 40.4807 5390 2 1017.0168 ‐0.0676
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1446.7071 ELQAAQSSIDEQK 2767.4720 1446.7071 16.7555 4275 2 723.8572 ‐0.0599
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1104.5783 ADTLVSEIEK 5988.6920 1104.5765 24.0980 4128 2 552.7919 ‐2.2779
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1232.6117 ENVENAATASVK 1047.8620 1232.6073 16.9848 2342 2 616.8073 ‐4.0637
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1253.6260 LEATVDEYSVK 379.4573 1253.6228 34.0031 1892 2 627.3150 ‐2.9178
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1313.6332 SLEDALQSHDAK 374.4603 1313.6367 23.9303 1488 1 1313.6367 5.19
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1318.6498 LQEHEHIAGER 962.2261 1318.6537 21.3675 5049 3 440.2228 1.06
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1676.8337 SSSLEAALNIATENEK 708.7594 1676.8218 21.6262 4500 3 559.6121 ‐7.8178
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1031.5368 LAAAESVNEK 119.2031 1031.5143 36.2846 3464 1 1031.5143 ‐20.2476
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 Carbamidomethyl+C(21) 2948.4041 EALEANVAEVTSNVATVTEVCNELEEK 263.0114 2948.3660 19.9523 2662 3 983.4602 ‐12.2139
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1588.8065 EELSVLQDLDAQTK 1389.2030 1588.8161 30.1540 2651 2 794.9117 6.21
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1870.9141 SLEELHSEAGSAAAAATQK 969.1193 1870.8994 22.4348 2151 3 624.3046 ‐8.3579
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1227.5674 QATTQMQEYK 728.6690 1227.5556 20.3438 2052 2 614.2815 ‐10.0417
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 906.4415 EIDEATTK 576.0882 906.4508 21.9845 1325 2 453.7290 9.93
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2161.1234 VSSTEALIDELTQELEQKK 906.8101 2161.1189 37.9696 1105 3 721.0445 ‐2.2769
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1753.8677 AVTEFESMVKDLEQK 928.3087 1753.8824 24.9481 890 3 585.2990 7.07
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 3038.4848 EIDEATTKRMELEALHQSLSIDSEHR 4644.6810 3038.4596 29.5004 45262 4 760.3704 ‐8.6871
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2315.1222 EVIERSSSGSQRELHESQEK 906.5806 2315.1233 21.3930 11057 3 772.3793 0.4977
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2237.1157 HSSQLKSLEDALQSHDAKDK 845.4908 2237.1279 21.8584 9206 3 746.3808 5.78
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 3181.5131 QEFDQAQEKSLQSSSESELLAETNNQLK 598.8008 3181.5307 42.1825 6161 3 1061.1817 6.71
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1828.9763 LEQTLGRLAAAESVNEK 1312.5500 1828.9659 19.3080 5118 2 914.9866 ‐5.0549
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1334.6659 EVIERSSSGSQR 1084.7990 1334.6707 30.4083 4965 2 667.8390 3.59
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1531.7751 LKTHENQIEEYK 706.6708 1531.7830 22.9267 3935 2 766.3951 5.59
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 3136.5757 ESGDLAEVNLKLNLELANHGSEANELQTK 1154.4200 3136.5687 25.2688 3542 3 1046.1944 ‐1.2931
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2822.4530 LNLELANHGSEANELQTKLSALEAEK 1030.6970 2822.4551 25.3443 2847 3 941.4899 1.16
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2047.0554 QSELESALKKSQEEIEAK 621.8527 2047.0532 22.0907 2015 2 1024.0302 ‐0.0196
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2249.1031 ELSEKSSELQTAIEVAEEEK 1456.8740 2249.1059 40.4111 1786 2 1125.0566 2.68
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 2574.3331 LESIENDLKAAGLQESEVMEKLK 318.1077 2574.3124 24.0830 1719 3 858.7757 ‐7.7360
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 3926.9214 SLEELHSEAGSAAAAATQKNLELEDVVRSSS 681.5595 3926.9067 35.1247 1398 3 1309.6404 ‐1.9531
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1527.8377 TADISVKAVNGEVPK 1741.2440 1527.8363 16.3553 1377 3 509.9503 ‐1.7941
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1344.6754 QQEKIVEGEER 704.8217 1344.6738 23.3693 1327 2 672.8405 ‐1.4371
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 Carbamidomethyl+C(23) 3446.7207 EKEALEANVAEVTSNVATVTEVCNELEEKLK 744.7015 3446.7111 32.4545 1160 3 1149.5752 ‐1.5434
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 858.4316 GSAAAAATQK 187.7557 858.4266 22.2871 4420 1 858.4266 ‐4.8255
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 911.5309 LEQTLGRL 202.2738 911.5290 20.6795 3677 2 456.2681 ‐3.1313
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1703.8698 SELQTAIEVAEEEKK 2049.4650 1703.8604 27.3171 2302 2 852.4338 ‐5.0943
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 925.4262 SLEELHSE 446.5188 925.4259 23.1580 1890 1 925.4259 0.9228
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 895.4520 QQEKIVEG 158.4412 895.4484 24.3838 1248 1 895.4484 ‐2.9687
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 704.3461 VAEEEK 147.2684 704.3479 39.9847 1200 1 704.3479 2.22
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 Carbamidomethyl+C(21) 2656.2295 EALEANVAEVTSNVATVTEVCNELE 148.0137 2656.2409 19.0167 1042 3 886.0852 4.42
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1043.5116 SLSIDSEHR 334.0386 1043.5118 31.1871 1000 2 522.2595 ‐0.6382
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1235.6743 LEQTLGRLAAAE 349.7004 1235.6766 18.2570 998 2 618.3419 1.40
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1215.5852 ENVENAATASVK 813.2884 1215.5841 17.6763 4871 2 608.2957 ‐1.3313
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1327.6488 QQEKIVEGEER 353.3037 1327.6454 23.8190 1764 1 1327.6454 0.0428
NP_565741.4 uncharacterized protein Arabidopsis thaliana 265.3052 148784.9443 45 8.85 None 1014.5102 LAAAESVNEK 78.4880 1014.5035 35.8644 1523 1 1014.5035 ‐5.1239
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPE 53349.4900 3631.7557 45.4789 122244 3 1211.2568 ‐2.2004
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1265.5545 GPSGSPWYGSDR 48578.2900 1265.5546 19.4557 106943 2 633.2809 ‐0.3512
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 983.4985 FGEAVWFK 76228.7500 983.4994 18.1125 69850 2 492.2533 ‐0.0559
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 51081.7300 1903.9909 24.8705 42570 2 952.4991 0.1115
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSA 3502.9840 3967.7872 22.4899 25924 3 1323.2672 ‐0.7283
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPG 1780.3160 3092.5220 22.4008 17169 3 1031.5122 0.7264
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 982.5316 ELEVIHSR 33155.0700 982.5305 16.7278 14249 2 491.7689 ‐2.0561
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 4518.3126 AGSQIFSDGGLDYLGNPSLVHAQSILAIWAT 1367.2790 4518.3106 50.5672 1659 4 1130.3331 0.4177
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1252.6757 NRELEVIHSR 410.8666 1252.6731 16.1649 3923 3 418.2292 ‐3.2209
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1425.7042 ASSTMALSSPAFAGK 202.0048 1425.7395 26.8541 1208 2 713.3734 24.6415
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1317.6434 TAGLSADPETFAR 214.7098 1317.6438 20.4155 8300 2 659.3255 0.0160
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 779.4087 EAVWFK 120.5970 779.4063 18.1029 2947 1 779.4063 ‐2.3104
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1111.4803 SGSPWYGSDR 987.2620 1111.4769 19.4472 2751 1 1111.4769 ‐1.2152
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 512.2940 IHSR 2331.1210 512.2937 16.7292 1887 1 512.2937 ‐0.8032
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 796.3836 VAGDGPLGE 279.9262 796.3817 47.9945 1062 1 796.3817 ‐1.6077
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1024.4483 GSPWYGSDR 917.8724 1024.4473 19.4585 1057 1 1024.4473 0.6186
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 2836.3927 AEDLLYPGGSFDPLGLATDPEAFAELK 425.0120 2836.3967 45.1789 971 3 946.1371 1.91
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 2295.1180 YPGGSFDPLGLATDPEAFAELK 3052.1820 2295.1030 45.4808 866 2 1148.0551 ‐5.0180
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 17750.9100 28110.9954 34 78.11 None 1235.6491 NRELEVIHSR 171.2515 1235.6534 14.8656 787 2 618.3304 3.0791
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLATDPE 24842.4900 3631.7557 45.4789 122244 3 1211.2568 ‐2.5716
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 1265.5545 GPSGSPWYGSDR 84157.4700 1265.5546 19.4557 106943 2 633.2809 ‐0.3079
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPG 462.2009 3092.5165 39.9855 1570 3 1031.5103 ‐1.3396
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 1252.6757 NRELEVIHSR 1497.7810 1252.6681 15.8435 1300 3 418.2276 ‐7.1490
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 1111.4803 SGSPWYGSDR 1826.7860 1111.4769 19.4472 2751 1 1111.4769 ‐0.8840
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 796.3836 VAGDGPLGE 235.1468 796.3817 47.9945 1062 1 796.3817 ‐1.3914
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 1024.4483 GSPWYGSDR 1594.6930 1024.4473 19.4585 1057 1 1024.4473 0.9181
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 2836.3927 AEDLLYPGGSFDPLGLATDPEAFAELK 377.6144 2836.3967 45.1789 971 3 946.1371 1.69
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7612.6710 28110.9954 34 78.11 None 967.4268 SPWYGSDR 265.5753 967.4255 19.4419 837 1 967.4255 0.2249
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 None 983.4985 FGEAVWFK 67848.0600 983.4994 18.1125 69850 2 492.2533 ‐0.1622
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 60149.6700 1903.9909 24.8705 42570 2 952.4991 ‐0.2041
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSA 6586.9570 3967.7872 22.4899 25924 3 1323.2672 ‐0.3281
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFVPG 2894.8740 3092.5220 22.4008 17169 3 1031.5122 1.0616
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 None 779.4087 EAVWFK 116.7564 779.4063 18.1029 2947 1 779.4063 ‐2.6351
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidops 7726.5210 28110.9954 34 78.11 None 3949.7868 YLGPFSGEPPSYLTGEFPGDYGWDTAGLSA 482.4466 3949.7834 22.3030 908 3 1317.2660 1.31



NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1859.9597 ELLVGKDDELLETETR 88360.5900 1859.9615 27.0065 39891 3 620.6587 0.4725
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1585.8432 ALDLASKPEGTGTPTK 9688.2870 1585.8457 18.2589 23866 3 529.2868 0.8019
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 2440.5670 1872.9352 29.3005 22963 2 936.9712 ‐0.3367
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPGFDP 2820.7460 3338.7413 25.3673 22561 3 1113.5853 ‐3.0178
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 7035.9750 2658.2280 34.3934 21125 3 886.7475 1.1533
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1220.5641 DDELLETETR 1769.8120 1220.5555 30.3447 4034 1 1220.5555 ‐4.7567
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 2518.2179 MAMMTTTTTTFFHPLLPANTYK 1184.7180 2518.2725 25.6012 1875 2 1259.6399 23.5664
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1263.6692 SGAVASSFVSVPR 614.7312 1263.6328 18.2575 947 2 632.3201 ‐29.1401
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1155.6408 ALFTQVTTKF 5643.1200 1155.6401 18.2836 12894 2 578.3237 ‐1.1740
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1733.8705 EKINGEDEVFIGDIR 1521.0060 1733.8603 26.7395 3522 3 578.6249 ‐6.5121
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 3174.7733 VSVTVSAAATTEPLTVLVTGAGGRTGQIVYK 2707.4660 3174.7699 23.1716 2808 4 794.4479 ‐1.3546
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 617.2889 ETETR 84.5996 617.2911 25.5066 2287 1 617.2911 3.70
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1617.8330 LVGKDDELLETETR 1928.6510 1617.8346 27.0063 1132 2 809.4210 1.55
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 5898.2690 34993.8524 27 60.62 None 1245.6586 SGAVASSFVSVPR 218.6869 1245.6493 19.1828 2136 1 1245.6493 ‐5.1045
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 1585.8432 ALDLASKPEGTGTPTK 6357.7740 1585.8457 18.2589 23866 3 529.2868 0.7880
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 3693.7420 1872.9350 29.2958 21759 2 936.9711 ‐0.1147
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 7335.6700 2658.2280 34.3934 21125 3 886.7475 0.9522
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 1809.9381 AEQYLADSGIPYTIIR 2371.1330 1809.9383 31.8281 9439 2 905.4728 0.9992
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 1220.5641 DDELLETETR 693.2678 1220.5555 30.3447 4034 1 1220.5555 ‐4.3857
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 1263.6692 SGAVASSFVSVPR 531.6270 1263.6328 18.2575 947 2 632.3201 ‐29.0978
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 1184.6780 34993.8524 27 60.62 None 1202.5535 DDELLETETR 170.2539 1202.5526 29.8959 3868 2 601.7799 ‐1.2469
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPGFDP 3488.8480 3338.7413 25.3673 22561 3 1113.5853 ‐2.6644
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 2518.2179 MAMMTTTTTTFFHPLLPANTYK 430.7268 2518.2725 25.6012 1875 2 1259.6399 23.1109
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 1155.6408 ALFTQVTTKF 5724.7340 1155.6401 18.2836 12894 2 578.3237 ‐1.3194
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 1938.0331 KAEQYLADSGIPYTIIR 1264.4380 1938.0359 18.1111 5081 3 646.6835 1.26
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 3174.7733 VSVTVSAAATTEPLTVLVTGAGGRTGQIVYK 1101.4870 3174.7699 23.1716 2808 4 794.4479 ‐1.0603
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis th 383.4091 34993.8524 27 60.62 None 1548.8209 TFFHPLLPANTYK 135.1783 1548.8152 27.1332 1112 2 774.9112 ‐3.8250
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1373.7271 IAEALNTSGLQEK 1002.2120 1373.7228 30.4778 12126 2 687.3650 ‐3.2950
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 877.4625 AASEATSLK 1139.2000 877.4650 17.7674 4771 1 877.4650 3.08
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1071.6045 IEALEQQIK 2423.4530 1071.6029 20.5514 3788 2 536.3051 ‐2.1717
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1836.8610 DTAEQIYAANENLQEK 858.2700 1836.8619 23.1571 2770 2 918.9346 1.1438
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 981.4346 SEMVNPSFA 1630.7470 981.4375 18.9466 2555 2 491.2224 2.0548
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1542.8162 IGVFIEGEPIEPSR 1584.1020 1542.8180 28.8236 2165 2 771.9126 1.58
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2208.0891 ASISHSSLALGGASSASASDYLR 2400.0510 2208.0913 21.6596 2052 2 1104.5493 2.56
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1038.5214 EAVFSDSRK 1965.1360 1038.5176 24.2106 1368 1 1038.5176 ‐2.0943
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 Carbamidomethyl+C(17) 2627.3071 MLMLENAVFYVASPEACAAILWK 983.6887 2627.3323 45.3606 3970 3 876.4490 9.61
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1600.7925 SEELGQGEAIANNLR 451.8288 1600.7509 27.9111 1176 2 800.8791 ‐25.7879
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2268.1507 LKEEFNTRLTDAPNYESLK 2510.3330 2268.1535 21.2375 16029 2 1134.5804 2.40
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2093.1060 LTDAPNYESLKSKLNMLR 1002.2260 2093.1099 20.7480 15657 3 698.3748 1.21
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2774.4063 GEVEAEMAGVLKSMGLELDAVKQNQK 1255.0890 2774.3907 22.0360 14411 3 925.4684 ‐5.1106
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1607.8024 SLALGGASSASASDYLR 284.5898 1607.8092 21.8000 1786 2 804.4082 4.76
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 874.4265 NENLQEK 238.2678 874.4254 23.8734 1486 1 874.4254 ‐0.1933
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1283.6300 GEVEAEMAGVLKS 362.9613 1283.6266 21.9589 1174 1 1283.6266 ‐0.1786
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1053.5939 IEALEQQIK 409.7410 1053.5970 22.4260 2420 2 527.3021 2.14
NP_565880.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 963.4240 SEMVNPSFA 264.0694 963.4182 20.5622 1084 1 963.4182 ‐4.7584
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 244488.6000 2304.0607 32.2469 618213 2 1152.5340 ‐1.1596
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1780.8098 EGPPVFEQPEMTYEK 187278.3000 1780.8075 26.3143 570767 2 890.9074 ‐0.7749
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1697.7613 GLAYDTSDDQQDITR 122807.0000 1697.7585 20.3443 535277 2 849.3829 ‐1.2169
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2347.1888 VQLAETYLSQAALGDANADAIGR 183687.8000 2347.1817 31.4347 521421 2 1174.0945 ‐1.4705
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 110386.5000 2150.1281 21.2594 401349 2 1075.5677 ‐0.3397
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 69673.4300 2823.4537 23.6905 353932 3 941.8228 ‐0.3453
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 90071.3400 1212.5747 24.5174 318182 2 606.7910 ‐0.8463
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1059.6197 NFLTLPNIK 61010.1000 1059.6197 18.9051 270082 2 530.3135 ‐0.7856
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1152.7139 VPLILGIWGGK 113408.8000 1152.7160 21.2939 256659 2 576.8617 1.25
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2083.9973 LMEYGNMLVMEQENVKR 45507.5700 2083.9944 17.5225 223999 3 695.3363 ‐1.6656
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1007.5408 FVESLGVEK 17015.8400 1007.5388 21.2296 183399 2 504.2730 ‐2.8069
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQG 27347.5800 3324.5747 19.4301 157893 4 831.8991 ‐1.0332
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 940.4676 FYWAPTR 41366.2300 940.4668 15.9862 99411 2 470.7370 ‐1.7988
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 89737.8200 2384.0317 22.6848 95316 2 1192.5195 ‐1.6578
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1927.8962 LMEYGNMLVMEQENVK 12313.5500 1927.8939 30.4268 65924 2 964.4506 ‐0.3628
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1340.6382 FYWAPTREDR 40905.7700 1340.6379 15.0760 53135 3 447.5508 ‐1.2756
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTN 19154.6400 3943.8363 21.2272 52291 3 1315.2836 ‐0.2836
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 62055.3400 2782.3093 29.9356 51526 3 928.1079 0.2213
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 26063.2200 1177.4486 25.7902 35908 1 1177.4486 3.60
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 809.5244 LVVHITK 32200.7300 809.5250 17.4707 30164 2 405.2661 ‐0.4278
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTN 5622.0110 4543.1033 20.5833 29181 4 1136.5313 ‐0.7958
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1078.5891 YREAADLIK 6782.9070 1078.5876 18.5024 2203 1 1078.5876 0.2954
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 822.4468 FAQSNKK 278.0622 822.4273 25.5259 1355 1 822.4273 ‐22.9927
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1135.6358 KFVESLGVEK 21192.0300 1135.6361 19.9092 132013 2 568.3217 ‐0.3474
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2314.5660 2503.2885 29.8978 34950 3 835.1010 ‐0.3497
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 696.4403 VVHITK 135.1063 696.4379 17.3140 25293 1 696.4379 ‐3.0569
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 597.3719 VHITK 19916.1700 597.3716 17.4690 14094 1 597.3716 ‐0.4342
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(1) 850.4162 CELVMAK 15341.4300 850.4182 24.5095 10314 1 850.4182 3.82
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 860.4724 VESLGVEK 231.6445 860.4702 21.2291 7224 1 860.4702 ‐1.5384
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 690.3093 GLAYDTS 147.0331 690.3119 21.2641 6482 1 690.3119 4.0792
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1009.5564 IKDEDIVTL 280.2080 1009.5518 25.1880 6052 2 505.2795 ‐5.4322
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 956.5928 LILGIWGGK 307.6988 956.5935 21.2944 5048 1 956.5935 2.0154



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1210.6215 GQSIDFFGALR 418.6530 1210.6202 25.8549 4187 2 605.8137 ‐1.5504
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1466.7638 GNDFSTLYAPLIR 345.2224 1466.7619 21.1870 3565 2 733.8846 ‐1.3013
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1670.8636 IKDEDIVTLVDQFPG 133.9346 1670.8633 23.6015 3439 2 835.9353 0.2122
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 632.3614 SLGVEK 99.3195 632.3598 21.2541 3381 1 632.3598 ‐2.3075
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 825.4254 DFFGALR 60.0138 825.4201 22.2367 3298 1 825.4201 ‐5.5322
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 820.3948 NFDPTAR 3151.5940 820.3973 29.9164 2905 1 820.3973 3.00
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1154.5034 EQPEMTYEK 239.9153 1154.5052 26.3224 2232 1 1154.5052 3.13
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 617.3406 GIWGGK 195.0364 617.3404 21.2980 2189 1 617.3404 ‐0.2476
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1498.7788 IKDEDIVTLVDQF 120.3602 1498.7824 25.9292 2128 3 500.2657 1.23
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(2) 1840.9262 ICTGNDFSTLYAPLIR 1283.8460 1840.9221 20.4693 2068 2 920.9647 ‐1.5919
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1342.6710 QAALGDANADAIGR 322.9440 1342.6764 32.9450 2046 2 671.8418 3.33
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1369.7209 IKDEDIVTLVDQ 182.2652 1369.7218 22.0256 2017 3 457.2455 ‐0.3657
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 498.3398 PLIR 98.7627 498.3398 19.5200 1935 1 498.3398 ‐0.4938
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1527.6558 AYDTSDDQQDITR 654.9655 1527.6593 20.3453 1739 1 1527.6593 5.33
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1160.5178 TSDDQQDITR 156.0627 1160.5105 22.1555 1497 1 1160.5105 ‐4.2707
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 805.4867 1421.6791 31.0795 1487 1 1421.6791 ‐0.6163
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1055.5230 YIAPAFMDK 105.5969 1055.5249 22.1142 1471 1 1055.5249 3.42
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5) 855.4393 VPIICTGN 95.8082 855.4357 19.5347 1312 2 428.2215 ‐5.4318
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1204.6208 VQLAETYLSQA 352.1451 1204.6251 32.0584 1216 2 602.8162 3.0796
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 659.3471 LDAGAGR 159.5025 659.3454 32.9284 1183 1 659.3454 ‐2.4368
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 2070.0251 RVQLAETYLSQAALGDANAD 652.8029 2070.0223 30.0993 1163 3 690.6790 ‐1.5775
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1582.8013 QFPGQSIDFFGALR 109.9342 1582.7938 23.0282 951 2 791.9006 ‐4.4923
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 843.5087 ILGIWGGK 138.4505 843.5133 22.2521 830 2 422.2603 4.74
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 1697.8282 DQFPGQSIDFFGALR 256.0247 1697.8246 25.3953 821 2 849.4159 ‐1.7004
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5) 1400.6879 VPIICTGNDFSTL 372.3085 1400.6828 20.9960 810 1 1400.6828 ‐0.7497
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 385.6445 2132.1257 21.2517 1253 3 711.3801 2.0578
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 239.2696 1195.5507 22.8897 2431 2 598.2790 1.30
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 69286.8300 52380.5342 103 75.11 None 805.4203 FAQSNKK 54.3848 805.4149 23.9836 2223 1 805.4149 ‐5.8988
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 294543.7000 2304.0607 32.2457 613130 2 1152.5340 ‐0.5891
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1780.8098 EGPPVFEQPEMTYEK 194906.0000 1780.8074 26.3107 559781 2 890.9073 ‐0.4905
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 2347.1888 VQLAETYLSQAALGDANADAIGR 164173.1000 2347.1813 31.4319 508811 2 1174.0943 ‐1.0275
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 126891.1000 1212.5747 24.5157 315973 2 606.7910 ‐0.8405
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1007.5408 FVESLGVEK 9912.9760 1007.5388 21.2284 182593 2 504.2730 ‐2.9012
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1927.8962 LMEYGNMLVMEQENVK 7202.0960 1927.8933 30.4164 61119 2 964.4503 ‐0.3316
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 51403.1000 2782.3093 29.9356 51526 3 928.1079 ‐0.0015
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 809.5244 LVVHITK 52902.4200 809.5250 17.4707 30164 2 405.2661 ‐0.6190
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 13796.1700 2823.4547 42.6496 14494 3 941.8231 ‐0.2463
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 3258.2130 2150.1282 36.9980 12610 2 1075.5677 0.2038
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1152.7139 VPLILGIWGGK 1770.4290 1152.7114 36.5100 7747 2 576.8594 ‐2.7770
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQG 2745.4780 3324.5841 33.6536 5618 4 831.9015 2.0456
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1697.7613 GLAYDTSDDQQDITR 573.9601 1697.7617 20.1587 5113 2 849.3845 0.8854
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1078.5891 YREAADLIK 17147.2900 1078.5876 18.5024 2203 1 1078.5876 0.6145
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1129.6324 AAAVSTVGAINR 84.8276 1129.6161 26.9805 3189 2 565.3117 ‐15.0888
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1135.6358 KFVESLGVEK 26471.1400 1135.6361 19.9092 132013 2 568.3217 ‐0.3709
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3080.1040 2503.2885 29.8953 34336 3 835.1010 ‐0.5429
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Oxidation+M(7)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 761.4040 ESLGVEK 618.6422 761.4025 21.2245 18113 1 761.4025 ‐1.0739
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 597.3719 VHITK 32896.1200 597.3716 17.4690 14094 1 597.3716 ‐0.2903
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(1) 850.4162 CELVMAK 23387.7600 850.4182 24.5095 10314 1 850.4182 3.42
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 498.3035 HITK 15250.5500 498.3032 17.4702 9928 1 498.3032 ‐0.7862
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1148.5695 FINDLDAGAGR 3161.7730 1148.5623 31.0799 4009 1 1148.5623 ‐3.8727
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 432.2453 GVEK 75.5536 432.2438 19.9110 3811 1 432.2438 ‐3.8814
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 696.4403 VVHITK 3410.9410 696.4403 17.4717 3470 1 696.4403 0.5073
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1497.6930 PVFEQPEMTYEK 1181.1420 1497.6841 26.3137 2970 1 1497.6841 ‐2.1916
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 820.3948 NFDPTAR 1956.6160 820.3973 29.9164 2905 1 820.3973 4.0251
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1232.5472 MGINPIMMSAGE 956.6309 1232.5445 32.2430 2529 1 1232.5445 0.5163
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1154.5034 EQPEMTYEK 300.5008 1154.5052 26.3224 2232 1 1154.5052 3.81
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 949.4374 ENFDPTAR 200.8428 949.4323 28.6393 2168 1 949.4323 ‐3.8053
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1342.6710 QAALGDANADAIGR 216.9890 1342.6764 32.9450 2046 2 671.8418 3.62
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 766.2828 1421.6791 31.0795 1487 1 1421.6791 ‐0.1721
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Oxidation+M(5)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1698.8810 RVQLAETYLSQAALGD 523.0067 1698.8756 32.1737 1418 2 849.9414 ‐2.4864
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1345.6313 MGINPIMMSAGEL 528.9950 1345.6304 32.2354 1370 1 1345.6304 2.33
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1204.6208 VQLAETYLSQA 235.7086 1204.6251 32.0584 1216 2 602.8162 3.0916
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 1576.7352 PPVFEQPEMTYEK 298.6536 1576.7394 27.9181 1064 2 788.8733 3.0387
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 None 860.4724 VESLGVEK 106.5669 860.4750 20.5021 1018 1 860.4750 4.03
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 43682.7600 52380.5342 103 75.11 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 219.2767 1194.5706 24.5226 2764 2 597.7889 4.93
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1237.6423 VTTTIGYGSPNK 25793.5300 1237.6417 17.5535 67829 2 619.3245 ‐0.8688
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1005.5615 FLAIDAVEK 11965.8500 1005.5613 25.6515 35517 2 503.2843 ‐1.0844
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1403.6914 ANSYSVHGAALGEK 20132.1300 1403.6921 16.9982 21141 3 468.5689 ‐0.5074
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1414.7577 SIISGELPVGWEK 1178.3620 1414.7577 24.8575 6697 3 472.2574 ‐0.9770
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1159.5953 ESVLPSDVSAR 8971.1580 1159.5984 20.7252 4288 2 580.3028 2.0638
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 2040.9814 NNLGWPYEPFHVPEDVK 1531.1080 2040.9826 38.4529 2369 2 1020.9949 1.18
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1518.8486 ASTSSLALSQALLTR 305.5699 1518.8264 17.0262 6878 3 506.9470 ‐15.4642
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1762.9069 AAAVEAIVTSSDSSLVDK 572.7971 1762.9232 30.2777 4753 3 588.3126 8.57
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 943.5571 TPSVLALSR 111.9603 943.5689 19.1033 3173 2 472.2881 11.95
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 2319.1040 HTPEGAALEADWNAKFAAYEK 1453.6720 2319.1191 34.4886 2576 2 1160.0632 8.0286



NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 645.3566 GAALGEK 57.9129 645.3528 18.5891 5231 1 645.3528 ‐5.8256
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1138.5739 TTTIGYGSPNK 240.1794 1138.5770 19.2031 1998 2 569.7921 2.1085
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 502.2620 GSPNK 1726.8310 502.2637 17.1915 1230 1 502.2637 2.80
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1037.5262 TTIGYGSPNK 920.9521 1037.5262 17.6082 1108 1 1037.5262 1.65
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1332.6543 NSYSVHGAALGEK 462.7578 1332.6553 17.6506 876 2 666.8313 0.5000
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 1219.6317 VTTTIGYGSPNK 408.3919 1219.6336 18.6845 1836 2 610.3204 1.0375
NP_566041.2 transketolase Arabidopsis thaliana 1155.2970 80435.6812 29 15.92 None 925.5465 TPSVLALSR 165.7307 925.5466 20.2309 1260 2 463.2769 ‐0.9525
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1237.6423 VTTTIGYGSPNK 59921.2300 1237.6424 17.6027 60322 2 619.3248 ‐0.3457
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1005.5615 FLAIDAVEK 12782.5900 1005.5613 25.6515 35517 2 503.2843 ‐1.1748
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1403.6914 ANSYSVHGAALGEK 28186.2000 1403.6921 16.9982 21141 3 468.5689 ‐0.4895
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1391.7165 SIGIDTFGASAPAGK 218.3301 1391.7236 30.2366 3781 2 696.3654 5.0498
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 2040.9814 NNLGWPYEPFHVPEDVK 1700.8360 2040.9826 38.4529 2369 2 1020.9949 2.0437
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1810.0810 1359.7175 22.8720 37154 2 680.3624 9.1042
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1762.9069 AAAVEAIVTSSDSSLVDK 535.5173 1762.9232 30.2777 4753 3 588.3126 8.09
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 2319.1040 HTPEGAALEADWNAKFAAYEK 1040.6650 2319.1191 34.4886 2576 2 1160.0632 8.35
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1218.6113 SYSVHGAALGEK 15740.0400 1218.6101 16.9965 2253 2 609.8087 ‐1.4637
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1138.5739 TTTIGYGSPNK 266.8209 1138.5770 19.2031 1998 2 569.7921 2.0865
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 858.4931 LAIDAVEK 285.5248 858.4923 25.6506 1119 1 858.4923 0.2471
NP_566041.2 transketolase Arabidopsis thaliana 1746.2140 80435.6812 29 15.92 None 1037.5262 TTIGYGSPNK 1416.3640 1037.5262 17.6082 1108 1 1037.5262 1.07
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 None 1355.7641 TTIAAAGLNVATPR 262.4483 1355.7753 21.6744 2601 2 678.3913 7.06
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 Carbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 None 1406.7009 ATSEGEISEKVEK 6657.0900 1406.7028 15.4213 8116 3 469.5725 0.3755
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 None 1018.5415 GEISEKVEK 573.0923 1018.5428 17.0993 7564 2 509.7750 0.4418
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 11504.8600 13715.2624 7 63.71 None 1147.5266 KAGGSDPLEEY 220.1033 1147.5323 19.2770 5010 2 574.2698 4.89
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1334.5643 YEEMVEFMEK 39981.1900 1334.5641 27.7604 26130 2 667.7857 ‐0.3175
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1788.9603 SAQDIALADLAPTHPIR 4012.5600 1788.9597 27.9096 12144 3 596.9914 ‐0.9432
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1418.7485 IISSIEQKEESR 4873.0540 1418.7477 16.3997 5382 3 473.5874 ‐1.5725
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1189.6609 DSTLIMQLLR 430.1196 1189.6264 32.1324 4760 2 595.3168 ‐29.5260
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 990.4738 DELTVEER 743.7712 990.4489 35.8129 1485 1 990.4489 ‐23.4192
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 682.3406 SAQDIAL 266.3256 682.3405 27.4102 2205 1 682.3405 0.2693
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1042.4584 EMVEFMEK 1548.4050 1042.4584 27.7767 1552 1 1042.4584 1.60
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1015.5492 DSTLIMQLL 318.5890 1015.5489 29.5430 1381 2 508.2781 ‐1.2085
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1192.5804 SSIEQKEESR 2701.7360 1192.5830 16.4057 924 2 596.7951 1.90
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1172.6344 DSTLIMQLLR 235.2402 1172.6310 30.1109 3414 2 586.8191 ‐3.4397
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 2085.3530 29938.4898 11 21.51 None 1401.7220 IISSIEQKEESR 321.0203 1401.7241 18.2589 3343 2 701.3657 1.38
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1757.9280 LAEGTDITSAAPGVSLQK 17131.0100 1757.9277 24.3590 23497 2 879.4675 0.3400
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1305.6321 AVNVEEAPSDFK 29362.7500 1305.6332 21.5329 15134 2 653.3202 0.4977
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1099.6358 VTGAEVILGQI 2119.3860 1099.6360 33.5399 10176 1 1099.6360 2.0523
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1625.9221 SLGLDKDLSAALLGPR 6746.7290 1625.9226 19.0515 7727 3 542.6457 ‐0.4252
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1376.6005 DAIEFYGDFDGK 6882.8440 1376.6023 28.9157 4387 2 688.8048 1.1511
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 942.5843 LRNLSALR 756.2905 942.5878 25.8491 4678 2 471.7976 2.99
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1532.7955 VKAVNVEEAPSDFK 377.7831 1532.8093 24.3943 2266 2 766.9083 9.1406
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 2386.2500 AVNVEEAPSDFKVTGAEVILGQI 869.9921 2386.2427 36.4390 1632 2 1193.6250 ‐1.4214
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 4351.0760 21559.5308 9 39.30 None 1305.6321 AVNVEEAPSDFK 379.2432 1305.6355 22.2823 8678 2 653.3214 2.89
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1060.5633 GLSTIGEEVR 9362.0540 1060.5630 21.2766 8795 2 530.7851 ‐1.0677
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1000.6037 ISVNDLVIK 4993.1760 1000.6033 17.2798 5310 2 500.8053 ‐1.3182
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1508.7452 SQLNSFQEASGGKR 4901.1100 1508.7454 16.7998 4341 3 503.5867 ‐0.7322
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 2081.0397 ADVEDFLASGSKETTAKPSK 370.1176 2080.9981 22.0860 12313 3 694.3375 ‐20.2431
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1238.5899 ADVEDFLASGSK 1159.6080 1238.5915 26.2216 9508 2 619.7994 0.8562
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 Carbamidomethyl+C(8) 1545.7465 VAPGEVLCEVETDK 816.9572 1545.7600 29.6568 3987 2 773.3837 8.65
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 873.5040 IVKEEGAK 1108.1990 873.5009 30.8433 3283 2 437.2541 ‐4.6073
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1271.6994 VIDGAIGAEWLK 819.1006 1271.7298 24.0916 1205 1 1271.7298 26.3576
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1352.6441 SQLNSFQEASGGK 175.2547 1352.6237 23.0868 1090 2 676.8155 ‐15.2743
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 3002.5946 QFKNVNINVAVQTENGLYVPVVKDADK 1452.1310 3002.5854 23.8743 10484 3 1001.5333 ‐2.2968
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 3485.6788 SVRGFSSSSDLPPHQEIGMPSLSPTMTEGN 492.4223 3485.6978 21.4045 3339 3 1162.5708 6.12
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1188.6583 KGLSTIGEEVR 476.9284 1188.6535 25.3794 1034 3 396.8894 ‐5.2209
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 658.3406 GLSTIGE 169.9352 658.3418 22.1906 5448 1 658.3418 1.96
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1490.7346 SQLNSFQEASGGKR 134.6953 1490.7302 18.1273 1274 3 497.5816 ‐3.8851
NP_566470.1 dihydrolipoamide acetyltransferase long form protein Arabidops 484.0497 58924.0192 15 11.13 None 1170.6477 KGLSTIGEEVR 135.9291 1170.6420 23.6395 874 2 585.8246 ‐5.4404
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 3282.6345 LAGGAGMILANTAESGEELTADSHLVPATM 2246.5800 3282.6235 36.0208 8381 3 1094.8794 ‐2.2528
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 Carbamidomethyl+C(3)
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 2480.2039 SALVTTAYDVENSGEPIEDLATGK 1696.2410 2480.1978 32.0971 4817 2 1240.6025 ‐0.6231
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 1342.6849 SPANVEIDVSPSK 1552.2400 1342.6934 18.3847 1873 3 448.2360 5.88
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 1866.9596 SLPSSPQPATLLYSYSR 153.8684 1866.9120 20.4676 53246 2 933.9596 ‐24.7922
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 1430.7890 ALNPGLVYDIEVK 944.4996 1430.7865 30.5446 4326 2 715.8969 ‐1.7872
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 1214.6303 SVLEYEVTFK 809.8599 1214.6167 25.4967 2013 1 1214.6167 ‐8.9647
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 None 1228.6572 NPGLVYDIEVK 240.9795 1228.6541 29.0087 6144 2 614.8307 ‐2.9510
NP_566473.2 Subtilase family protein Arabidopsis thaliana 278.9130 82501.5704 9 11.20 Carbamidomethyl+C(3)
NP_566522.1 glutaredoxin 4 Arabidopsis thaliana 295.7786 18791.2825 5 25.44 Carbamidomethyl+C(8) 1690.8218 GVPESPQCGFSSLAVR 302.0251 1690.8223 26.3048 4180 2 845.9148 0.6885
NP_566522.1 glutaredoxin 4 Arabidopsis thaliana 295.7786 18791.2825 5 25.44 None 1970.9917 VPPDSTDSLKDIVENDVK 1377.9300 1970.9842 27.8250 1534 2 985.9957 ‐2.9003
NP_566522.1 glutaredoxin 4 Arabidopsis thaliana 295.7786 18791.2825 5 25.44 None 975.4742 LKDVSGNQD 1108.7730 975.4713 24.1929 1496 1 975.4713 ‐1.6055
NP_566522.1 glutaredoxin 4 Arabidopsis thaliana 295.7786 18791.2825 5 25.44 None 1457.6875 LTSASVYQNGMMR 275.3718 1457.6689 34.7376 2901 2 729.3381 ‐12.8143
NP_566522.1 glutaredoxin 4 Arabidopsis thaliana 295.7786 18791.2825 5 25.44 None 2022.9875 DIVENDVKDNPVMIYMK 399.5677 2022.9914 22.2371 1240 3 675.0020 1.64
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 2740.2512 TELGVEEFEIDSDDYIVYVEGYR 6385.7450 2740.2532 37.0771 51069 3 914.0893 1.44
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1308.7158 LLTPVEEGPTPR 12814.6500 1308.7138 21.8780 17518 2 654.8605 ‐1.8214
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 2338.0834 LVAQGGETGDVWDDGVYDNVTK 1804.6290 2338.0758 35.5361 9307 2 1169.5415 ‐1.6736
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1014.5578 GGAGLEVVQGK 9110.4720 1014.5577 18.3925 5924 2 507.7825 ‐0.9453



NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1294.6274 GWTASTTGTIDGK 717.6831 1294.6233 39.5250 2120 1 1294.6233 ‐0.6179
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1979.9644 MVSVGSTLYTFGGRDFSR 233.6730 1979.9810 18.6935 2003 3 660.6652 8.0436
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1790.9323 IYSFGGELIPNQPIDK 489.0110 1790.9719 18.0462 1427 2 895.9896 22.6624
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1965.8825 FEYANGSEVVVGDEHGEK 559.4928 1965.8839 26.5698 1376 2 983.4456 1.56
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 2796.3145 MAQKLVAQGGETGDVWDDGVYDNVTK 778.0917 2796.3360 23.4436 1501 3 932.7835 8.06
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 1082.5477 TPVEEGPTPR 179.3481 1082.5499 22.8535 2257 2 541.7786 1.39
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 1010.6980 51460.5320 17 18.20 None 996.5473 GGAGLEVVQGK 120.0281 996.5450 19.4136 5747 2 498.7761 ‐3.1674
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 2740.2512 TELGVEEFEIDSDDYIVYVEGYR 6837.6840 2740.2532 37.0771 51069 3 914.0893 0.9889
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 2338.0834 LVAQGGETGDVWDDGVYDNVTK 1709.6230 2338.0758 35.5361 9307 2 1169.5415 ‐1.0789
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 1690.8547 WTQVETFGVKPNER 258.4648 1690.8208 22.0920 2165 3 564.2785 ‐20.7804
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 1167.5892 TLDSYNIVDK 253.0844 1167.5784 28.5278 1740 2 584.2928 ‐9.8348
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 1474.7359 MVSVGSTLYTFGGR 423.6999 1474.7133 23.0378 981 3 492.2426 ‐16.2390
NP_566545.1 Nitrile specifier protein 3 Arabidopsis thaliana 443.1683 51460.5320 17 18.20 None 1010.4789 LVAQGGETGDV 195.9081 1010.4812 37.1329 1800 1 1010.4812 4.0627
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1308.7158 LLTPVEEGPTPR 12814.6500 1308.7138 21.8780 17518 2 654.8605 ‐1.8214
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 14781.7500 1634.7406 15.0500 9778 3 545.5850 0.8049
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1897.8021 GGEMGDVWDDGVYENVR 3726.1530 1897.8028 28.6044 7838 2 949.4050 1.1341
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1014.5578 GGAGLEVVQGK 9110.4720 1014.5577 18.3925 5924 2 507.7825 ‐0.9453
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1195.5226 FGGEEETPSSR 8511.0870 1195.5231 14.2727 3687 2 598.2652 ‐0.0496
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1472.7566 MVSVGSTLYVFGGR 460.5164 1472.7993 16.8542 1132 2 736.9033 28.9678
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 1082.5477 TPVEEGPTPR 179.3481 1082.5499 22.8535 2257 2 541.7786 1.39
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1331.8740 51898.1216 8 13.83 None 996.5473 GGAGLEVVQGK 120.0281 996.5450 19.4136 5747 2 498.7761 ‐3.1674
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 957.5615 NLEDLIIK 2557.8130 957.5586 29.2477 9716 2 479.2829 ‐3.9995
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 1165.6286 VLLEMFTANK 4397.8120 1165.6278 18.7284 7914 2 583.3175 ‐1.2200
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 1463.7740 GTGLILGTEFVDNK 2851.9270 1463.7788 29.9949 6977 2 732.3931 3.05
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 1448.6540 SEGSYVYDDTGKK 19782.0400 1448.6556 14.8379 5797 3 483.5567 0.1862
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 1678.7707 FHLPGETEEEFSTR 3590.6900 1678.7824 25.7961 8603 3 560.2657 6.79
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 2919.4591 ALSSAYMPIGAILMSQEVADVINSHSSK 689.4324 2919.4849 42.2411 1036 3 973.8332 9.40
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 855.3729 55586.7645 22 21.63 None 909.4312 GTEFVDNK 134.1853 909.4356 29.5288 2892 1 909.4356 5.68
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 1305.6797 AFASGSPIIGETR 1485.8420 1305.6847 23.1356 14975 2 653.3460 3.73
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 957.5615 NLEDLIIK 2688.0890 957.5586 29.2477 9716 2 479.2829 ‐4.1146
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 1463.7740 GTGLILGTEFVDNK 3306.7230 1463.7788 29.9949 6977 2 732.3931 3.57
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 1106.5728 IFTTEAAPEK 206.8133 1106.5593 17.7845 1358 2 553.7833 ‐12.8917
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 1980.0185 FQDGVKAFASGSPIIGETR 720.7395 1980.0270 26.5487 16567 3 660.6805 3.13
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 3854.8218 GHDMLAPFTAGWQSADLDPLVIAKSEGSY 1868.2370 3854.8213 37.8671 3028 3 1285.6119 1.1583
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 176.9502 55586.7645 22 21.63 None 1088.5623 IFTTEAAPEK 183.4167 1088.5623 16.4816 3094 2 544.7848 ‐0.7159
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYFEK 4680.0150 3045.5251 22.5492 11434 3 1015.8466 0.2805
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 2492.2721 LVSAAVEQLNTLPFYHSFWNR 260.0177 2492.2756 21.5821 11287 3 831.4300 1.57
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 1165.6286 VLLEMFTANK 3772.3010 1165.6278 18.7284 7914 2 583.3175 ‐1.3677
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 1374.7991 YNIKPDLVTLAK 486.4508 1374.8011 20.3577 2257 2 687.9042 1.0684
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 2553.2806 GHDMLAPFTAGWQSADLDPLVIAK 936.2913 2553.2904 21.8473 8582 3 851.7683 4.17
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 1106.5728 IFTTEAAPEK 74.2840 1106.5527 25.5265 6142 1 1106.5527 ‐16.6546
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 3854.8218 GHDMLAPFTAGWQSADLDPLVIAKSEGSY 948.2042 3854.8488 20.8922 2953 3 1285.6211 9.0991
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 421.8949 55586.7645 22 21.63 None 925.5142 YNIKPDLV 67.7039 925.5091 21.6225 4145 1 925.5091 ‐4.6903
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1130.5840 LLYSSAFSSR 14589.8300 1130.5842 15.8509 18678 2 565.7957 ‐0.5044
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1057.6364 LLSVVSGLNR 901.6838 1057.6348 16.5394 18587 2 529.3211 ‐2.2549
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 5549.3710 2903.3126 30.1149 18233 3 968.4424 ‐0.2520
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1173.6110 GLVASVDDLER 21018.2500 1173.6122 25.5006 15283 2 587.3098 0.5072
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1641.8595 TSGNLSQIPPFDIPR 2900.0160 1641.8588 18.5970 8360 2 821.4330 ‐0.1246
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1254.6913 SLGGSRPGLPTGR 446.2565 1254.6919 18.0156 6727 3 418.9022 ‐0.6846
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 2184.1295 ATSSTFSSLLPSPPALLSDHR 478.2643 2184.1244 33.9920 1812 3 728.7130 ‐2.4726
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1220.6634 SSRLGFTVPEK 287.8817 1220.6716 15.9774 2659 2 610.8395 6.51
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 1106.0290 2214.1114 40.9722 1626 3 738.7087 ‐1.0846
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2076.5660 30511.6266 19 44.72 None 1624.8329 TSGNLSQIPPFDIPR 333.1866 1624.8418 16.3809 1568 3 542.2855 4.55
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 4307.7120 2903.3126 30.1149 18233 3 968.4424 ‐0.4960
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1641.8595 TSGNLSQIPPFDIPR 767.3422 1641.8598 32.0928 13018 3 547.9581 ‐0.5747
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1254.6913 SLGGSRPGLPTGR 672.5804 1254.6919 18.0156 6727 3 418.9022 ‐0.6407
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 2184.1295 ATSSTFSSLLPSPPALLSDHR 789.7434 2184.1244 33.9920 1812 3 728.7130 ‐2.5909
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1787.8545 ELETAGGPVDLTDDLDK 180.2238 1787.8379 25.6879 12296 3 596.6175 ‐9.9238
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1173.6110 GLVASVDDLER 939.6033 1173.6279 22.7640 10193 2 587.3176 13.8663
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 685.6887 2214.1114 40.9722 1626 3 738.7087 ‐1.2082
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1116.5895 LVASVDDLER 113.5104 1116.5811 22.1276 2124 1 1116.5811 ‐5.3750
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 571.2614 30511.6266 19 44.72 None 1450.7213 TSGNLSQIPPFDIP 236.9094 1450.7238 32.1568 1591 2 725.8655 1.96
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 740.3396 MTGFER 820.5711 740.3392 17.7914 282157 1 740.3392 0.1110
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 1633.8319 FADLIEENIEELAK 3669.1370 1633.8281 36.2156 14019 2 817.4177 ‐1.8237
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 1318.6539 YADIPATAGHFR 9990.6790 1318.6537 21.3675 5049 3 440.2228 ‐1.1482
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 2470.2420 NGEVIATIAEGDKEDVDLAVNAAR 823.1899 2470.2220 36.2536 2635 3 824.0789 ‐8.0572
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 2389.2133 FADLIEENIEELAKLDAVDGGK 229.5324 2389.1996 36.0408 16695 3 797.0714 ‐5.7859
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 1587.8125 YNAGAADKIHGETLK 447.4230 1587.8083 19.7736 12814 3 529.9410 ‐3.4493
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 2166.0338 YAFDHGPWPRMTGFERAK 581.1486 2166.0323 28.0473 8183 2 1083.5198 1.0517
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 1416.6893 FADLIEENIEEL 618.5471 1416.6802 35.8104 1024 1 1416.6802 ‐3.0042
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 1156.5521 FADLIEENIE 245.9993 1156.5536 36.6450 774 1 1156.5536 3.92
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 722.3290 MTGFER 79.2330 722.3261 17.7792 3205 1 722.3261 ‐3.3937
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 391.0899 54816.6212 11 11.18 None 2372.1868 FADLIEENIEELAKLDAVDGGK 295.6834 2372.1928 34.7185 845 3 791.4025 2.03
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1089.6303 LQQLVYPTK 4645.3430 1089.6291 21.1296 26932 2 545.3182 ‐1.7734
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1706.8596 VQELSVYEINELDR 21133.7400 1706.8590 29.5049 19366 2 853.9331 0.0791
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1364.6692 ALEPSGVISNYTN 7426.4380 1364.6710 25.8817 15110 2 682.8392 1.1285
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 2869.5193 GLANDLPLELTGTPVPPSKDIEPAPEAK 2347.4060 2869.5144 32.0868 12781 3 957.1763 ‐1.0980
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1307.6994 FGLGDLVPFTNK 6614.6120 1307.6996 20.9093 8889 2 654.3534 ‐0.1662
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1919.0484 GLANDLPLELTGTPVPPSK 3330.0560 1919.0421 32.5269 7963 2 960.0247 ‐2.4861



NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1971.0044 NAFSLMFGLGDLVPFTNK 7594.3990 1970.9997 24.7328 7868 2 986.0035 ‐1.5291
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 959.5197 QQLVYPTK 101.6520 959.5135 22.2905 3940 1 959.5135 ‐5.0791
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 2286.2228 PLELTGTPVPPSKDIEPAPEAK 552.8965 2286.2297 28.8745 1630 4 572.3129 1.65
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1901.0379 GLANDLPLELTGTPVPPSK 428.1582 1901.0402 32.1696 2388 2 951.0237 1.29
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 3080.2260 27749.3466 20 39.13 None 1071.6197 LQQLVYPTK 100.7493 1071.6144 19.5439 1594 2 536.3108 ‐5.6893
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 1089.6303 LQQLVYPTK 9667.2710 1089.6291 21.1296 26932 2 545.3182 ‐1.8206
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 1706.8596 VQELSVYEINELDR 16876.4700 1706.8589 29.5026 18947 2 853.9331 0.3231
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 1364.6692 ALEPSGVISNYTN 11849.3300 1364.6710 25.8817 15110 2 682.8392 1.27
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 2869.5193 GLANDLPLELTGTPVPPSKDIEPAPEAK 1368.8590 2869.5144 32.0868 12781 3 957.1763 ‐1.3361
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 1919.0484 GLANDLPLELTGTPVPPSK 9321.9750 1919.0421 32.5269 7963 2 960.0247 ‐2.1069
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 Carbamidomethyl+C(21) 3784.8415 MASSAVSLQSISMTTLNNLSCNQQFHRSSL 121.8264 3784.8141 42.4875 3945 3 1262.2762 ‐6.0109
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 1131.5681 ALEPSGVISNY 1243.0180 1131.5666 24.2775 7400 2 566.2869 ‐1.9692
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 959.5197 QQLVYPTK 136.9407 959.5135 22.2905 3940 1 959.5135 ‐4.8033
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2738.1930 27749.3466 20 39.13 None 2286.2228 PLELTGTPVPPSKDIEPAPEAK 207.8349 2286.2297 28.8745 1630 4 572.3129 1.48
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1384.7795 AAALNIVPTSTGAAK 142500.3000 1384.7800 23.2737 262668 2 692.8936 0.1960
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 205443.7000 1833.9043 35.3795 110678 2 917.4558 0.2091
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 29039.5900 2585.2608 30.9144 91072 3 862.4251 ‐0.0314
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1037.6717 AVALVLPNLK 30072.3800 1037.6723 18.4559 89936 2 519.3398 ‐0.2186
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1627.8537 DSPLDIIAINDTGGVK 138995.1000 1627.8525 32.7871 78783 2 814.4299 ‐0.4968
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1254.6113 TFAEEVNAAFR 19998.7200 1254.6107 28.7207 77780 2 627.8090 ‐0.8949
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1456.7795 VVDLADIVANNWK 82486.4100 1456.7785 20.6445 71346 2 728.8929 ‐0.6670
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1555.6805 GTMTTTHSYTGDQR 76519.2900 1555.6805 13.4155 64426 3 519.2317 ‐0.8414
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1786.8184 VIAWYDNEWGYSQR 70476.9200 1786.8176 18.5017 52428 2 893.9124 0.1415
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1780.0215 VPTPNVSVVDLVVQVSK 36815.7300 1780.0243 36.0924 47677 2 890.5158 2.1676
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 954.5407 NPSLLPWK 31301.5600 954.5408 17.7756 36194 2 477.7740 ‐0.8854
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1908.1164 VPTPNVSVVDLVVQVSKK 3932.1060 1908.1188 19.9913 30143 3 636.7111 0.8053
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1755.9487 KDSPLDIIAINDTGGVK 2817.8710 1755.9522 29.7820 17310 3 585.9889 1.70
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 798.5084 VIITAPGK 19207.7100 798.5085 17.6326 12141 2 399.7579 ‐1.0597
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDMVK 2478.6580 2440.0275 38.3889 7086 2 1220.5174 ‐2.8254
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 928.5574 IIQVVSNR 7628.2930 928.5575 12.17 2898 2 464.7824 ‐0.9546
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 867.5662 ALVLPNLK 2070.5830 867.5671 18.4565 6995 1 867.5671 2.0194
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1397.6114 MTTTHSYTGDQR 20932.8000 1397.6128 13.4155 4909 2 699.3100 0.8548
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1407.6791 YDSTLGIFDADVK 894.0992 1407.6746 31.6478 4204 2 704.3409 ‐3.3037
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 683.4450 VLPNLK 924.9946 683.4455 18.4567 3814 1 683.4455 0.9864
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1266.5709 TTTHSYTGDQR 9024.9080 1266.5729 13.4162 3579 2 633.7901 1.33
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 731.3835 VANNWK 85.3527 731.3799 19.8642 2572 1 731.3799 ‐4.4087
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 796.5291 LVLPNLK 733.6652 796.5304 18.4567 2221 1 796.5304 2.91
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 699.4400 IITAPGK 1076.9980 699.4403 17.6313 1597 1 699.4403 0.9002
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 826.3690 SYTGDQR 1391.8760 826.3684 13.4063 909 1 826.3684 0.1510
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1171.6681 LNIVPTSTGAAK 177.7104 1171.6605 23.2675 828 1 1171.6605 ‐4.3827
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 37497.2600 42774.7277 49 59.60 None 1537.6700 GTMTTTHSYTGDQR 958.6669 1537.6711 13.4162 1691 3 513.2286 ‐0.0989
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1384.7795 AAALNIVPTSTGAAK 176109.7000 1384.7800 23.2727 261761 2 692.8936 0.3037
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 184653.1000 1833.9043 35.3776 107812 2 917.4558 0.5184
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 21804.8300 2585.2604 30.9045 85562 3 862.4250 ‐0.3882
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1627.8537 DSPLDIIAINDTGGVK 98035.7200 1627.8525 32.7871 78783 2 814.4299 ‐0.2673
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1254.6113 TFAEEVNAAFR 13819.2300 1254.6107 28.7180 76344 2 627.8090 ‐0.8797
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1755.9487 KDSPLDIIAINDTGGVK 2995.1410 1755.9517 29.7120 14417 3 585.9888 1.0561
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 798.5084 VIITAPGK 30819.5800 798.5085 17.6326 12141 2 399.7579 ‐1.2566
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDMVK 2435.7220 2440.0275 38.3889 7086 2 1220.5174 ‐2.1784
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1786.8184 VIAWYDNEWGYSQR 966.0212 1786.8633 31.1089 5470 2 893.9353 26.0210
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1974.9920 GFTEFSGLRSSSASLPFGK 174.6974 1974.9809 26.6487 1082 2 987.9941 ‐4.2734
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 Oxidation+M(18) 2784.3509 KLSSDEFVSIVSFQTSAMGSSGGYRK 447.3130 2784.3447 33.6892 2483 3 928.7864 ‐1.8998
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 464.2616 AAFR 282.3629 464.2614 31.1855 25151 1 464.2614 ‐0.8902
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1058.5840 NIVPTSTGAAK 3033.0570 1058.5824 23.2737 5100 1 1058.5824 0.4175
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 586.3559 ITAPGK 13386.6900 586.3546 17.6268 4702 1 586.3546 ‐2.0432
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1407.6791 YDSTLGIFDADVK 1088.0640 1407.6746 31.6478 4204 2 704.3409 ‐3.1873
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 944.5411 IVPTSTGAAK 458.4726 944.5406 21.7743 3828 2 472.7740 ‐1.6064
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 699.4400 IITAPGK 1603.5590 699.4403 17.6313 1597 1 699.4403 1.0812
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 Carbamidomethyl+C(1) 1336.6202 CDEPLVSVDFR 478.1051 1336.6180 35.3931 1397 1 1336.6180 1.11
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 Oxidation+M(10) 1861.8749 SIVSFQTSAMGSSGGYRK 189.0875 1861.8675 32.1828 1338 2 931.4374 ‐2.9041
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1171.6681 LNIVPTSTGAAK 397.6132 1171.6605 23.2675 828 1 1171.6605 ‐4.0296
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidop 22685.9300 42774.7277 49 59.60 None 1236.6008 TFAEEVNAAFR 117.4603 1236.6066 31.1147 879 2 618.8069 4.07
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 12737.0900 2596.2687 34.9461 52085 2 1298.6380 ‐2.7338
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1320.6893 TVEVVLTDTSEK 35551.8200 1320.6884 21.9586 10419 2 660.8479 ‐0.9402
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 4349.9830 2724.3785 33.0372 8788 3 908.7977 1.83
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1448.7843 TVEVVLTDTSEKK 411.7499 1448.7891 17.3643 1124 2 724.8982 3.96
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1576.8792 KTVEVVLTDTSEKK 4655.7900 1576.8811 17.8929 12841 3 526.2986 0.4071
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1448.7843 KTVEVVLTDTSEK 4884.1620 1448.7848 19.8746 7095 3 483.5998 ‐0.5903
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1155.6256 KTVEVVLTDTS 1323.5850 1155.6274 17.8979 13039 2 578.3173 0.9650
NP_566840.1 AIG2 like protein Arabidopsis thaliana 4907.2610 19578.9721 12 21.89 None 1430.7737 KTVEVVLTDTSEK 253.5983 1430.7671 17.7219 806 3 477.5939 ‐5.5983
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1030.1300 19578.9721 12 21.89 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 5782.7340 2596.2680 34.9418 49686 2 1298.6377 ‐2.2515
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1030.1300 19578.9721 12 21.89 None 2724.3760 ILTGLTDSQLENLDMIEGSEYVRK 1712.0470 2724.3785 33.0372 8788 3 908.7977 1.1556
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1030.1300 19578.9721 12 21.89 None 1576.8792 KTVEVVLTDTSEKK 5178.4850 1576.8811 17.8929 12841 3 526.2986 0.3948
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1030.1300 19578.9721 12 21.89 None 921.4888 LTDTSEKK 186.5677 921.4911 19.2785 1009 1 921.4911 4.0189
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2198.1452 ALGEAQDDILQFDAPVLINR 8948.5800 2198.1357 35.8535 28573 2 1099.5715 ‐2.9955
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2356.0537 MPTEDPTDEALKEFYESPEK 14984.7200 2356.0579 29.1721 24715 3 786.0241 1.26
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1487.8104 SYLPSQTPEPLKK 12774.3800 1487.8097 21.3685 21296 3 496.6081 ‐1.3938
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1094.5477 ITVEDYAQR 17288.7700 1094.5478 19.4577 17079 2 547.7775 ‐0.6109



NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1599.8741 AIQNLFEEGIQLPK 2861.5090 1599.8725 20.1377 16001 2 800.4399 ‐0.7498
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1087.5207 YGGEFYVPR 10283.2700 1087.5210 23.7740 15788 2 544.2641 ‐0.4502
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 3075.6918 AVLAALPSIFPQIESVLLSPQEPFPHFK 11049.1400 3075.6889 25.3727 15724 3 1025.9012 ‐0.0736
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1334.6951 LQYLEGVIDER 7626.5760 1334.6981 27.7881 15505 2 667.8527 2.0343
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2274.1652 LDPAVYGDPTSLITWEIVER 2134.5900 2274.1573 22.0303 13424 2 1137.5823 ‐2.0451
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2275.2009 LTIPDYPFANDGLILWDAIK 1819.1320 2275.1926 24.1846 12845 2 1138.0999 ‐2.2077
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1962.0735 LFVLDYHDLLLPYVNK 5792.9600 1962.0752 22.1798 12731 3 654.6966 0.4887
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 10971.7700 1616.7841 20.6203 12214 3 539.5996 ‐1.2932
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1072.6612 SLLVELISAK 8030.8680 1072.6610 20.1310 10764 2 536.8341 ‐0.9860
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1064.6463 DAGLLPLLPR 7914.0890 1064.6478 20.0604 8995 2 532.8275 0.6580
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1077.5245 GNMTVDEALK 8034.8930 1077.5243 20.2905 8721 2 539.2658 ‐0.9367
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2478.2585 YELLKPTSEHGVTGMGVPYSISI 3171.4530 2478.2595 19.5687 7971 3 826.7580 0.5823
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK 2463.6750 2257.0638 22.0932 5787 2 1129.0356 ‐3.3905
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2881.2951 HYYPDEELITSDEELQGWWSEVR 7909.9380 2881.2985 37.4663 5787 3 961.1044 1.37
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1208.5906 NREEVGEFTK 1191.2940 1208.5916 15.5697 4378 2 604.7994 0.3602
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 801.4829 NVNITLK 91.2027 801.5037 23.2985 1044 1 801.5037 26.6649
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 Carbamidomethyl+C(15) 2190.1125 ARQSLVNGGGIIETCFWPGK 960.0514 2190.0906 17.2542 5359 2 1095.5489 ‐8.6759
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1511.7449 GLAEEDKTAEHGVR 4025.7410 1511.7441 14.2210 4108 3 504.5862 ‐1.3479
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1755.9428 YALELSSAVYGKLWR 1394.0390 1755.9434 18.2482 2008 2 878.4753 0.8224
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2625.2389 IRMPTEDPTDEALKEFYESPEK 1717.7980 2625.2406 29.3956 1643 4 657.0656 ‐0.0963
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 2392.0404 HYYPDEELITSDEELQGWW 752.4438 2392.0318 36.7135 8290 2 1196.5196 ‐1.9229
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 534.3035 YVPR 31.2099 534.3067 24.4426 2139 1 534.3067 5.91
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1572.8421 PFANDGLILWDAIK 385.7021 1572.8423 23.1734 1272 2 786.9248 0.3457
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1778.8959 YGDPTSLITWEIVER 163.9820 1778.8917 22.0507 1250 2 889.9495 ‐1.8252
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 638.3508 NVNITL 80.9872 638.3470 22.5360 991 1 638.3470 ‐5.8938
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1493.7343 GLAEEDKTAEHGVR 417.6993 1493.7410 15.5757 3255 3 498.5852 3.90
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 2461.6170 102616.0055 61 39.06 None 1945.0470 LFVLDYHDLLLPYVNK 471.0020 1945.0476 20.2253 1922 4 487.0174 ‐1.0112
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 2198.1452 ALGEAQDDILQFDAPVLINR 8529.4410 2198.1357 35.8535 28573 2 1099.5715 ‐2.4728
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 1487.8104 SYLPSQTPEPLKK 19158.6900 1487.8097 21.3685 21296 3 496.6081 ‐1.3906
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 1094.5477 ITVEDYAQR 15844.8900 1094.5478 19.4577 17079 2 547.7775 ‐0.6555
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 1087.5207 YGGEFYVPR 6550.9960 1087.5210 23.7740 15788 2 544.2641 ‐0.4984
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 1334.6951 LQYLEGVIDER 4672.1280 1334.6981 27.7881 15505 2 667.8527 2.1131
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 11386.0800 1616.7841 20.6203 12214 3 539.5996 ‐1.3125
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 2881.2951 HYYPDEELITSDEELQGWWSEVR 7518.9660 2881.2985 37.4663 5787 3 961.1044 1.36
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 2625.2389 IRMPTEDPTDEALKEFYESPEK 1313.5570 2625.2406 29.3956 1643 4 657.0656 ‐0.0323
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 2392.0404 HYYPDEELITSDEELQGWW 634.2570 2392.0306 36.7114 7571 2 1196.5190 ‐1.8039
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 924.4574 GGEFYVPR 739.0914 924.4567 23.7608 2318 1 924.4567 0.6979
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 981.4636 TVEDYAQR 190.3095 981.4656 19.4489 1076 1 981.4656 3.09
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1121.5960 102616.0055 61 39.06 None 1138.5415 KEFYESPEK 626.7067 1138.5388 29.8917 934 1 1138.5388 ‐0.0912
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1599.8741 AIQNLFEEGIQLPK 3357.0170 1599.8725 20.1377 16001 2 800.4399 ‐0.9963
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 3075.6918 AVLAALPSIFPQIESVLLSPQEPFPHFK 11159.0200 3075.6889 25.3727 15724 3 1025.9012 0.2603
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 2274.1652 LDPAVYGDPTSLITWEIVER 4004.5990 2274.1573 22.0303 13424 2 1137.5823 ‐2.4450
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 2275.2009 LTIPDYPFANDGLILWDAIK 2447.3810 2275.1926 24.1846 12845 2 1138.0999 ‐2.6078
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1962.0735 LFVLDYHDLLLPYVNK 3161.8660 1962.0752 22.1798 12731 3 654.6966 0.7399
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1072.6612 SLLVELISAK 6611.3010 1072.6610 20.1310 10764 2 536.8341 ‐1.1126
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1064.6463 DAGLLPLLPR 4943.6930 1064.6478 20.0604 8995 2 532.8275 0.5333
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 2478.2585 YELLKPTSEHGVTGMGVPYSISI 3915.0100 2478.2595 19.5687 7971 3 826.7580 0.8718
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK 2326.4390 2257.0638 22.0932 5787 2 1129.0356 ‐3.7865
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 2499.3494 QTLAGLNPYSIQLVEEWPLISK 207.1456 2499.2915 23.1086 12882 2 1250.1494 ‐21.7257
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 2630.3712 LDPAVYGDPTSLITWEIVEREVK 441.0260 2630.2965 20.8686 2091 3 877.4370 ‐27.7395
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 Carbamidomethyl+C(15) 2190.1125 ARQSLVNGGGIIETCFWPGK 659.5419 2190.0906 17.2542 5359 2 1095.5489 ‐9.0566
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1799.8996 YELLKPTSEHGVTGMGV 360.1663 1799.9076 18.7455 4883 2 900.4575 4.20
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 941.4727 QTLAGLNPY 133.1551 941.4719 21.3998 2891 1 941.4719 0.0861
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1572.8421 PFANDGLILWDAIK 123.2297 1572.8491 22.8276 2777 2 786.9282 4.18
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1778.8959 YGDPTSLITWEIVER 273.7329 1778.8917 22.0507 1250 2 889.9495 ‐2.1124
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1243.6317 AIQNLFEEGIQ 139.0563 1243.6325 21.8006 1149 1 1243.6325 2.26
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 896.8511 102616.0055 61 39.06 None 1399.6892 LTIPDYPFANDGL 222.4637 1399.6840 22.9031 1131 1 1399.6840 ‐1.1913
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1353.7121 AGVPDLGAAQDLAR 5291.4680 1353.7101 25.7632 8950 2 677.3587 ‐1.6777
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 942.5731 IAQTLLQR 1544.3170 942.5727 19.0555 7811 2 471.7900 ‐1.3619
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1253.5896 TSLTEDFSPEK 2031.1380 1253.5906 22.8349 5899 2 627.2989 0.4239
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1460.6863 EAEAASLAEDAQQK 2413.4150 1460.6887 18.7185 3992 2 730.8480 1.05
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1934.9640 MASSSTSFPLTTAPPQGVR 761.0773 1934.9364 20.1934 11374 2 967.9718 ‐13.4551
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1163.6167 VYADAIARER 583.0176 1163.5921 18.4922 4923 2 582.2997 ‐21.7809
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 2326.2280 2897.4487 33.9017 3617 3 966.4877 ‐0.7422
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1917.9400 LSEKEAEAASLAEDAQQK 758.7670 1917.9192 24.1094 3211 3 639.9779 ‐11.2573
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1758.9497 KDPGTIFVAGATGQAGIR 287.4471 1758.9238 22.3618 2900 3 586.9794 ‐15.3544
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 676.3148 AEEEAK 502.8099 676.3196 28.8300 2473 1 676.3196 7.07
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1067.5190 EFEKQMQK 476.6039 1067.5186 28.0373 2229 2 534.2629 ‐1.1553
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 2692.3941 ADAVGVTVDGLFNKAKDISSGLSWNK 670.1485 2692.4193 37.7990 1326 3 898.1446 9.83
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1129.5735 LSEKEAEAASL 236.3596 1129.5760 24.5875 1586 1 1129.5760 4.1347
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 534.2558 EFEK 34.4720 534.2553 26.6961 1572 1 534.2553 ‐1.2960
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 485.3194 54358.3678 23 14.51 None 1050.4925 EFEKQMQK 99.3835 1050.4922 25.3386 1243 1 1050.4922 1.52
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1353.7121 AGVPDLGAAQDLAR 4862.1660 1353.7101 25.7632 8950 2 677.3587 ‐1.5891
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1305.6797 AKDISSGLSWNK 111.2361 1305.6759 25.9270 3283 2 653.3416 ‐3.1726
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1762.8970 LGSQFATAIQNASETPK 967.6670 1762.9021 24.4486 3255 3 588.3056 2.27
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1163.6167 VYADAIARER 595.2240 1163.5921 18.4922 4923 2 582.2997 ‐21.7900
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1717.8755 LNAVQSPFQDAESIAK 541.6944 1717.8534 32.8772 4104 2 859.4303 ‐12.1933
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 2793.2450 2897.4487 33.9017 3617 3 966.4877 ‐0.9851
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1758.9497 KDPGTIFVAGATGQAGIR 264.7429 1758.9238 22.3618 2900 3 586.9794 ‐15.3985



NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 362.3350 54358.3678 23 14.51 None 1253.5896 TSLTEDFSPEK 375.7292 1253.6228 34.0031 1892 2 627.3150 26.1455
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 Carbamidomethyl+C(6) 1051.5275 AAGMTCIVTK 3865.4040 1051.5279 18.6943 7614 2 526.2676 ‐0.3929
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 Carbamidomethyl+C(1) 1502.7883 CVVVEDSAIGLAAAK 2755.4420 1502.7827 25.9295 3662 2 751.8950 ‐3.6940
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 None 1157.6525 LVDQALTNGVK 1128.4490 1157.6485 16.9435 3443 2 579.3279 ‐4.0006
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 None 915.4530 APKDEAER 328.1625 915.4523 20.0377 2704 1 915.4523 0.3553
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 None 2178.1077 ERDLNVTWDVDLYGELLK 809.0219 2178.0617 35.3568 4077 2 1089.5345 ‐19.8485
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 Carbamidomethyl+C(4) 909.4533 GMTCIVTK 140.1449 909.4574 19.9379 3772 1 909.4574 5.85
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 343.5307 34701.7630 11 13.79 None 1140.6259 LVDQALTNGVK 217.5477 1140.6240 18.1093 966 2 570.8156 ‐2.3013
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 587.3443 34701.7630 11 13.79 Carbamidomethyl+C(6) 1051.5275 AAGMTCIVTK 12673.7200 1051.5279 18.6943 7614 2 526.2676 ‐0.4597
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 587.3443 34701.7630 11 13.79 Carbamidomethyl+C(1) 1502.7883 CVVVEDSAIGLAAAK 3446.1920 1502.7827 25.9295 3662 2 751.8950 ‐3.5287
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 587.3443 34701.7630 11 13.79 None 1312.7260 LSPSFIPNAAPAK 687.1314 1312.7185 31.7461 3337 2 656.8629 ‐5.8752
NP_566903.1 Haloacid dehalogenase like hydrolase HAD superfamily protein A 587.3443 34701.7630 11 13.79 Carbamidomethyl+C(4) 909.4533 GMTCIVTK 373.1930 909.4574 19.9379 3772 1 909.4574 5.61
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 2293.1962 VAFIPYITAGDPDLSTTAEALK 3588.6160 2293.1885 20.8462 21843 2 1147.0979 ‐1.8586
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 2379.2952 AVGVQGLVVPDVPLEETEMLRK 17519.7200 2379.2989 34.2099 16267 3 793.7712 1.41
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 2340.2293 EALNNDIELVLLTTPTTPTER 4245.2240 2340.2310 35.9331 12408 3 780.7485 0.7520
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLADGPVIQAAAT 7242.3450 3283.6405 37.9184 11862 3 1095.2183 ‐2.2856
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 Carbamidomethyl+C(7) 2352.2672 VVPQISCPISLFTYYNPILK 5161.4810 2352.2529 23.4861 10212 2 1176.6301 ‐4.4902
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 1448.7301 GTNLDSILEMLDK 5901.3220 1448.7317 22.1133 8517 2 724.8695 1.0270
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 2251.2002 AVGVQGLVVPDVPLEETEMLR 4764.7340 2251.1922 36.6560 5690 2 1126.0997 ‐2.1604
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 680.3800 MAIAFK 2575.5810 680.3778 15.7162 2010 1 680.3778 ‐2.9997
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 1063.5340 DSILEMLDK 278.6456 1063.5314 22.4526 5111 1 1063.5314 ‐0.7192
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 3463.9360 33313.6360 26 43.59 None 906.4713 ETEMLRK 141.6433 906.4650 33.4864 1554 1 906.4650 ‐5.8320
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 2379.2952 AVGVQGLVVPDVPLEETEMLRK 14776.9600 2379.2989 34.2099 16267 3 793.7712 1.16
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 2340.2293 EALNNDIELVLLTTPTTPTER 2340.5290 2340.2310 35.9331 12408 3 780.7485 0.6064
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLADGPVIQAAAT 6404.8130 3283.6405 37.9184 11862 3 1095.2183 ‐2.5959
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 2251.2002 AVGVQGLVVPDVPLEETEMLR 3609.5200 2251.1922 36.6560 5690 2 1126.0997 ‐1.6104
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 1288.6168 HSSPPDSSLSFK 204.2076 1288.6531 27.2593 6598 2 644.8302 27.8495
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 1444.7179 HSSPPDSSLSFKR 214.9566 1444.7412 23.8016 2107 2 722.8742 16.2004
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 1933.9899 SLERGTNLDSILEMLDK 560.6494 1933.9839 30.1668 3664 2 967.4956 ‐1.9085
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2116.1640 33313.6360 26 43.59 None 1046.5153 SPPDSSLSFK 527.4273 1046.5140 29.3590 3799 1 1046.5140 0.7064
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 2293.1962 VAFIPYITAGDPDLSTTAEALK 5181.6190 2293.1885 20.8462 21843 2 1147.0979 ‐2.2628
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 Carbamidomethyl+C(7) 2352.2672 VVPQISCPISLFTYYNPILK 4848.2590 2352.2529 23.4861 10212 2 1176.6301 ‐4.9079
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 1448.7301 GTNLDSILEMLDK 2130.0020 1448.7317 22.1133 8517 2 724.8695 0.8148
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 680.3800 MAIAFK 3200.2020 680.3778 15.7162 2010 1 680.3778 ‐3.3201
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 1109.5990 SGVFFLQSPK 441.6209 1109.5740 17.3878 3982 2 555.2907 ‐23.2771
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 1758.9207 QIAGWGADGVIVGSAMVK 319.8556 1758.9339 17.3803 970 2 879.9706 7.32
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 965.5455 VFFLQSPK 243.0110 965.5470 18.9101 8400 2 483.2771 0.5161
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 859.0566 33313.6360 26 43.59 None 948.5189 VFFLQSPK 125.1165 948.5156 16.1550 3444 2 474.7615 ‐4.5137
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1358.7274 ALQESLASELAAR 15761.6200 1358.7262 26.5724 56962 2 679.8668 ‐1.0778
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1530.8890 SEPVIHTLLPLSPK 4092.0970 1530.8901 18.1651 50307 3 510.9682 ‐0.1131
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1163.6307 YLEAGTLPTAK 8061.1860 1163.6306 21.5556 42093 2 582.3189 ‐0.6511
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1642.7411 MSAMSSASDNASDLKK 43779.9200 1642.7429 17.1921 30245 3 548.2525 0.3391
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1028.6099 VALVVVTGDR 27822.2800 1028.6110 22.9838 27569 2 514.8091 0.2737
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 2873.2920 1339.6814 18.8422 18591 2 670.3444 ‐1.2294
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1463.8468 GLGLEYTVISVGKK 3102.3820 1463.8458 17.3468 10312 3 488.6201 ‐1.5960
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1335.7518 GLGLEYTVISVGK 21287.6700 1335.7532 30.5992 6303 2 668.3802 0.7369
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLNSQI 936.5378 3869.0587 25.7268 2799 3 1290.3578 ‐2.1029
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 2212.0656 EAQAVADDVFSLFISEEVDK 275.3827 2212.0163 33.9193 2152 2 1106.5118 ‐20.9437
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 4075.1370 3058.5540 45.7817 8508 3 1020.1895 1.71
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 987.5986 HTLLPLSPK 271.6006 987.5921 19.4104 11954 1 987.5921 ‐5.1533
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1296.8038 PVIHTLLPLSPK 288.2374 1296.8002 18.6597 1664 2 648.9037 ‐3.1233
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1511.7006 SAMSSASDNASDLKK 3349.8410 1511.7064 17.1932 1407 2 756.3568 3.94
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5354.9640 41196.2636 28 45.84 None 1625.7145 MSAMSSASDNASDLKK 362.0164 1625.7118 17.8573 1190 3 542.5754 ‐2.4649
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1876.4080 41196.2636 28 45.84 None 1358.7274 ALQESLASELAAR 22502.0500 1358.7262 26.5687 55824 2 679.8668 ‐0.9894
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1876.4080 41196.2636 28 45.84 None 1163.6307 YLEAGTLPTAK 8606.8460 1163.6306 21.5556 42093 2 582.3189 ‐0.6602
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1876.4080 41196.2636 28 45.84 None 1028.6099 VALVVVTGDR 29476.0500 1028.6110 22.9838 27569 2 514.8091 0.1951
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1876.4080 41196.2636 28 45.84 Carbamidomethyl+C(3) 2950.3744 MACSNLTTMWVSSKPSLSADSSSLSFR 664.3545 2950.4218 43.7342 4744 3 984.1454 16.5281
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1876.4080 41196.2636 28 45.84 None 917.5051 SLASELAAR 218.6055 917.5105 24.8393 4110 2 459.2589 4.96
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 1530.8890 SEPVIHTLLPLSPK 3599.8540 1530.8901 18.1651 50307 3 510.9682 0.1060
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 1335.7518 GLGLEYTVISVGK 8197.3570 1335.7528 18.4797 16164 2 668.3800 0.2837
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 1463.8468 GLGLEYTVISVGKK 5293.5110 1463.8458 17.3468 10312 3 488.6201 ‐1.3818
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 4176.2420 3058.5481 25.1599 20987 3 1020.1875 0.3115
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 987.5986 HTLLPLSPK 377.4146 987.5921 19.4104 11954 1 987.5921 ‐5.4871
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 1293.7413 GLEYTVISVGKK 1086.5200 1293.7366 17.3477 795 2 647.3719 ‐4.1207
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 619.4980 41196.2636 28 45.84 None 995.5408 EYTVISVGK 208.2826 995.5446 17.8020 770 2 498.2759 2.47
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 1567.8438 IIGATNPAASEPGTIR 16896.1300 1567.8423 21.2610 44185 2 784.4248 ‐0.8112
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 963.4894 GDFAIDIGR 33601.3700 963.4916 25.7724 25551 2 482.2495 1.38
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 3389.8190 1016.5568 26.4454 19332 2 508.7820 0.2105
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 1370.6659 NVIHGSDSVESAR 52977.4100 1370.6671 14.7475 9445 3 457.5605 ‐0.1721
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 2857.3620 EIALWFPDGPVNWQSSVHPWVYET 1250.0560 2857.3473 23.3663 12824 2 1429.1773 ‐2.6419
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 1025.5262 IIGATNPAASE 254.5716 1025.5231 20.0159 13098 2 513.2652 ‐3.8142
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 644.3726 AIDIGR 183.2631 644.3720 25.3870 4504 1 644.3720 ‐0.8142
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 7822.2870 18984.9138 12 42.01 None 1731.8125 VNWQSSVHPWVYET 334.1031 1731.8234 23.1886 981 3 577.9460 5.48
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2568.5900 18984.9138 12 42.01 None 1567.8438 IIGATNPAASEPGTIR 9080.7980 1567.8423 21.2610 44185 2 784.4248 ‐0.6125
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2568.5900 18984.9138 12 42.01 None 963.4894 GDFAIDIGR 29148.6500 963.4918 25.7649 24664 2 482.2495 1.01
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2568.5900 18984.9138 12 42.01 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 2259.9760 1016.5568 26.4454 19332 2 508.7820 0.1257
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2568.5900 18984.9138 12 42.01 None 1893.9561 TMEQTFIMIKPDGVQR 382.5871 1893.9542 34.4303 822 2 947.4807 0.1252
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1151.8140 25887.5750 9 24.5 None 1344.7634 TFIAIKPDGVQR 21324.2400 1344.7653 22.4789 22526 3 448.9266 0.3510



NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1151.8140 25887.5750 9 24.5 None 885.5152 GDLAVVVGR 1898.7950 885.5150 26.1034 6730 1 885.5150 0.7715
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1151.8140 25887.5750 9 24.5 None 3246.5630 DEISLWFKPEELVSYTSNAEKWIYGQN 2131.2620 3246.5595 35.4059 1366 3 1082.8580 ‐0.0321
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 1344.7634 TFIAIKPDGVQR 33944.0500 1344.7653 22.4789 22526 3 448.9266 0.3792
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 885.5152 GDLAVVVGR 1079.5480 885.5150 26.1034 6730 1 885.5150 1.0204
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 1001.5990 GLISEIITR 1735.4880 1001.5741 28.9581 74533 2 501.2907 ‐25.7972
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 3246.5630 DEISLWFKPEELVSYTSNAEKWIYGQN 860.5516 3246.5595 35.4059 1366 3 1082.8580 ‐0.3360
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 912.5261 IKPDGVQR 289.5250 912.5257 22.0890 13044 1 912.5257 0.8912
NP_567690.1 nucleoside diphosphate kinase IV Arabidopsis thaliana 1825.5860 25887.5750 9 24.5 None 671.3471 PDGVQR 3308.5910 671.3477 22.4685 3310 1 671.3477 1.14
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 914.5669 ILLESAIR 30471.4700 914.5676 16.2711 12667 2 457.7874 ‐0.2833
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEYLGR 9453.6710 3169.6169 21.6917 12237 3 1057.2105 ‐1.6380
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1874.9454 VSDIRPGQDVTVTTDSGK 2729.4420 1874.9481 18.5703 9929 3 625.6542 0.9777
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1430.6546 GVISEDFNSYGSR 1401.1840 1430.6588 23.6368 6492 2 715.8330 2.85
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 2346.2816 INPLVPVDLVVDHSIQVDFAR 1705.2240 2346.2823 22.0835 5615 3 782.7656 0.3409
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 2056.3110 2168.0715 35.2677 3408 2 1084.5394 5.45
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1054.5098 NMTANPPGPR 1994.4100 1054.5126 14.9174 2880 2 527.7599 1.40
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 788.4261 TSLAPGSR 507.0519 788.4236 22.2145 2861 1 788.4236 ‐2.5318
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 2652.3014 DVWPSNEEVAQVVQYSVLPSMFK 3742.1280 2652.3034 23.2161 5584 3 884.7727 1.1484
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 Carbamidomethyl+C(4) 882.4502 SFVCTLR 215.6329 882.4579 19.6346 5150 1 882.4579 9.12
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1854.8075 ANNMFVDYNEPQQER 1816.6690 1854.8095 23.3540 3603 2 927.9084 1.24
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 3102.4951 ATIANMSPEYGATMGFFPVDHVTLEYLK 1304.3520 3102.4899 21.7008 2960 3 1034.8348 ‐0.8034
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1631.8639 DILTSLPKPGGGEYGK 325.4809 1631.8853 25.3932 1910 2 816.4463 13.4139
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1650.8017 GNDEVMARGTFANIR 171.2768 1650.7999 39.5100 895 1 1650.7999 2.47
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 801.4829 LLESAIR 451.4552 801.4836 16.2685 1778 1 801.4836 1.86
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 808.4047 TVTTDSGK 187.6895 808.4065 17.9118 906 1 808.4065 2.48
NP_567763.2 aconitase 2 Arabidopsis thaliana 885.2980 109051.4600 30 19.50 None 1036.4993 NMTANPPGPR 514.0924 1036.5008 16.6333 1773 2 518.7541 0.7103
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 914.5669 ILLESAIR 14608.3400 914.5676 16.2711 12667 2 457.7874 ‐0.3740
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 3169.6252 WGSTAFQNMLVVPPGSGIVHQVNLEYLGR 2780.5500 3169.6169 21.6917 12237 3 1057.2105 ‐1.2971
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 3102.4951 ATIANMSPEYGATMGFFPVDHVTLEYLK 1214.5660 3102.4899 21.7008 2960 3 1034.8348 ‐0.4676
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 2025.9724 TAEQDTIILAGAEYGSGSSR 1977.5410 2025.9712 16.6977 1067 2 1013.4892 0.0910
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 2652.3014 DVWPSNEEVAQVVQYSVLPSMFK 3736.7590 2652.3034 23.2161 5584 3 884.7727 1.08
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 3270.6504 SVYLRDVWPSNEEVAQVVQYSVLPSMFK 807.6620 3270.6134 24.3719 5075 3 1090.8760 ‐9.8990
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 937.4989 LSVFDAASK 292.0325 937.4823 23.5311 1798 1 937.4823 ‐16.8016
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 2597.2478 TAEQDTIILAGAEYGSGSSRDWAAK 181.9957 2597.2859 20.9290 1320 2 1299.1466 16.2366
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 Carbamidomethyl+C(10) 2623.3032 ILLESAIRNCDNYQVTKDDVEK 588.7797 2623.2942 17.7823 1536 4 656.5790 ‐3.7006
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 1073.5738 QVNLEYLGR 176.4287 1073.5703 19.1964 1808 1 1073.5703 ‐1.8664
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 801.4829 LLESAIR 142.0849 801.4836 16.2685 1778 1 801.4836 1.29
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 1896.9564 TMGFFPVDHVTLEYLK 211.2429 1896.9648 21.4206 1287 2 948.9860 4.19
NP_567763.2 aconitase 2 Arabidopsis thaliana 389.7458 109051.4600 30 19.50 None 1206.6001 YQVTKDDVEK 185.1982 1206.5987 18.9822 822 1 1206.5987 0.7041
NP_567770.1 universal stress protein family protein Arabidopsis thaliana 534.2501 28334.3495 4 10.38 Carbamidomethyl+C(8)
NP_567770.1 universal stress protein family protein Arabidopsis thaliana 534.2501 28334.3495 4 10.38 Carbamidomethyl+C(2) 920.4506 LCLETER 3915.1130 920.4499 17.8545 1503 2 460.7286 ‐1.8017
NP_567770.1 universal stress protein family protein Arabidopsis thaliana 534.2501 28334.3495 4 10.38 None 1160.6456 LNLSAVIMGSR 1084.4220 1160.6436 16.9163 2314 2 580.8254 ‐2.3306
NP_567770.1 universal stress protein family protein Arabidopsis thaliana 534.2501 28334.3495 4 10.38 None 1143.6191 LNLSAVIMGSR 200.7594 1143.6134 16.5370 1401 2 572.3104 ‐5.5222
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 1327.6852 NVGSVVAVDQDPK 226983.3000 1327.6844 19.3860 150026 2 664.3458 ‐0.8977
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 2299.0725 VNYANISTNNYALDEVEEVAA 71247.4500 2299.0667 33.8868 65669 2 1150.0370 ‐1.0145
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 8927.8040 2326.2459 19.5952 25540 4 582.3169 1.03
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 859.3985 ESYWFK 5659.9050 859.3989 24.5695 12736 1 859.3989 1.21
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 989.5891 TRYPVVVR 6444.2280 989.5893 17.2771 20370 2 495.2983 ‐0.6173
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 1067.5004 NVGSVVAVDQD 383.0676 1067.4995 17.9235 5034 2 534.2534 ‐1.5190
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 772.3836 AVDQDPK 3043.9140 772.3829 19.4028 2711 1 772.3829 ‐0.1942
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 959.4581 VNYANISTN 155.6988 959.4615 33.3931 1605 1 959.4615 4.79
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 32896.0400 14967.0109 18 51.05 None 2124.1812 PAAAAAPDGATATKPKPPPIGPK 791.5610 2124.1838 19.5936 792 3 708.7328 1.0275
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 2299.0725 VNYANISTNNYALDEVEEVAA 97265.1800 2299.0665 33.8857 64683 2 1150.0369 ‐0.5175
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 7291.2450 2326.2459 19.5952 25540 4 582.3169 1.87
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 859.3985 ESYWFK 5550.4500 859.3989 24.5695 12736 1 859.3989 1.14
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 1327.6852 NVGSVVAVDQDPK 765.6160 1327.7233 30.0438 3145 2 664.3653 28.5185
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 989.5891 TRYPVVVR 8950.6130 989.5893 17.2771 20370 2 495.2983 ‐0.7160
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 959.4581 VNYANISTN 225.2240 959.4522 31.4314 9689 1 959.4522 ‐4.6028
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 1045.5048 ALDEVEEVAA 491.2823 1045.5034 32.8255 5613 1 1045.5034 0.5427
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 2210.0248 VNYANISTNNYALDEVEEVA 2179.9090 2210.0231 33.9152 980 2 1105.5152 1.1163
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 15860.8800 14967.0109 18 51.05 None 2124.1812 PAAAAAPDGATATKPKPPPIGPK 794.2870 2124.1838 19.5936 792 3 708.7328 0.9196
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPPIPET 15237.5800 3423.6103 32.1930 12586 3 1141.8749 ‐0.8301
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2607.7470 2376.1347 22.1216 11897 2 1188.5710 ‐1.1470
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1639.9265 EAVASPPTTVVSAALVK 13863.4300 1639.9256 27.8813 10966 2 820.4664 ‐0.2706
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1116.6147 VVEEEVIATK 4640.2250 1116.6139 18.9771 8737 2 558.8106 ‐1.3871
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1362.6900 NEELVPGATFTGK 12913.9600 1362.6899 24.4714 8439 2 681.8486 ‐0.2474
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1279.5835 NALSESEGDMVK 7758.6540 1279.5832 20.1131 7318 2 640.2952 ‐0.5820
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVASEK 852.3668 3075.4839 26.8301 6294 3 1025.8328 0.4256
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1442.7373 EQVVAETPVDEVK 663.1673 1442.7303 21.2873 5483 2 721.8688 ‐4.9384
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1045.5524 ALAATGGDLEK 6807.4610 1045.5509 16.9662 4736 2 523.2791 ‐2.2614
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEEVEK 1652.3320 4839.2768 32.7875 3953 4 1210.5747 ‐2.6940
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 2392.2581 MATITPSSISNAWLIPGASFTVK 717.4435 2392.2553 20.4402 3497 3 798.0900 ‐1.0670
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1173.6474 QTVATLGENIK 1068.1370 1173.6446 19.5546 2873 2 587.3259 ‐2.9316
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 3226.6208 AIQPFGAFVDFGAFTDGLVHVSQLSDNFVK 887.7827 3226.6300 45.8443 1540 3 1076.2148 3.23
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 2600.3600 EKEIEMQKEDLLSKPEQIREK 338.1654 2600.3775 41.4315 2417 3 867.4640 7.0723
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1031.5269 IGAYIHDSR 465.9111 1031.5087 37.1384 1706 1 1031.5087 ‐16.0198
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 719.3570 TGGDLEK 273.6734 719.3558 17.4756 4129 1 719.3558 ‐1.2452
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 778.4094 PGATFTGK 245.0589 778.4092 24.4309 1468 1 778.4092 0.4392
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1779.3090 104238.4537 28 28.2 None 1086.5677 VAETPVDEVK 70.8133 1086.5733 19.4342 1129 2 543.7903 4.19
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1047.5218 IGSYIHDSR 390.7672 1047.5270 20.8569 22238 2 524.2671 4.1351



NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1639.9265 EAVASPPTTVVSAALVK 13925.2800 1639.9256 27.8813 10966 2 820.4664 ‐0.0349
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1362.6900 NEELVPGATFTGK 17031.7700 1362.6899 24.4714 8439 2 681.8486 ‐0.1542
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1173.6474 QTVATLGENIK 1033.1470 1173.6446 19.5546 2873 2 587.3259 ‐2.9355
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1305.6797 NEEIAAFLDKR 119.4601 1305.6621 20.7328 5036 2 653.3347 ‐13.7642
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1442.7373 EQVVAETPVDEVK 414.9503 1442.7491 24.4809 4072 2 721.8782 8.42
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1860.9814 KSQDFAAEVAAQTAAKPK 593.7615 1860.9880 20.2882 2796 3 621.0008 2.65
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 2039.9702 NALSESEGDMVKAQEYLR 1948.2080 2039.9607 27.7419 1534 2 1020.4840 ‐3.1895
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 254.7641 2600.4034 43.5640 1042 3 867.4726 ‐4.0005
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 503.3922 104238.4537 28 28.2 None 1344.6794 NEELVPGATFTGK 242.6671 1344.6852 26.2798 8979 2 672.8462 4.1307
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 117110.5000 3064.5432 37.7174 191449 3 1022.1859 ‐0.5026
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1291.6892 ATPEQVAAYTLK 35690.6100 1291.6882 24.6772 138276 2 646.3477 ‐1.1589
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1653.9244 MVDVLVEQNIVPGIK 90273.3400 1653.9225 19.4959 121395 2 827.4649 ‐0.8330
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 2055.0730 TWGGRPENVNAAQTTLLAR 23585.3600 2055.0718 24.6882 90779 3 685.6954 ‐0.8831
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 62945.6300 1466.6614 22.0636 78859 2 733.8344 ‐0.0051
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 38895.6400 2445.1787 19.9829 62517 2 1223.0930 0.1300
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 18263.8200 3400.7773 24.8201 60971 3 1134.2640 ‐2.1074
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1431.7074 LDSIGLENTEANR 88889.7100 1431.7071 21.6168 51381 2 716.3572 ‐0.2798
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 873.4577 EAAWGLAR 17096.9800 873.4584 21.4676 43275 2 437.2328 ‐0.3304
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1452.8421 TVVSIPNGPSALAVK 46296.5200 1452.8406 17.0265 38412 2 726.9240 ‐1.0125
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 5376.5380 1622.7633 20.2432 12116 3 541.5926 ‐0.2596
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEGK 2983.3390 3272.6858 47.0690 7067 3 1091.5668 ‐1.3288
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1587.8085 RLDSIGLENTEANR 9774.7160 1587.8094 20.4414 69254 3 529.9413 ‐0.2568
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRTYDV 1119.9490 3870.9326 37.6170 18834 4 968.4886 1.97
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1782.0194 KMVDVLVEQNIVPGIK 2757.5160 1782.0302 18.5344 8116 3 594.6816 5.29
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1933.9726 LDSIGLENTEANRQAFR 1339.7010 1933.9742 18.7000 2362 2 967.4908 1.33
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 1240.6606 MVDVLVEQNIV 363.0310 1240.6629 18.4861 10599 2 620.8351 1.23
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 953.5415 PNGPSALAVK 593.2407 953.5412 16.7064 5880 2 477.2742 ‐1.2546
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 673.3780 AWGLAR 125.7519 673.3764 21.4728 5546 1 673.3764 ‐2.0850
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 893.5091 QVAAYTLK 2560.8720 893.5091 23.3867 3743 2 447.2582 ‐1.0961
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 None 997.5677 EQNIVPGIK 280.0414 997.5683 17.9712 2901 2 499.2878 ‐0.2724
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 3750.1290 2176.0123 19.9763 1823 2 1088.5098 2.38
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 338.9465 1112.4334 22.0647 1304 1 1112.4334 0.6764
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(8) 1866.8035 GSNNESWCQGLDGLSSR 475.3480 1866.7984 21.3203 1253 2 933.9029 ‐2.0265
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(7) 981.3942 DESNATCGK 610.1269 981.3942 22.0695 1056 1 981.3942 1.08
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26736.5200 43159.0095 68 53.77 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 306.1424 1448.6424 22.5471 1015 2 724.8249 ‐5.8716
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 104796.5000 3064.5432 37.7168 189491 3 1022.1859 ‐0.7856
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1291.6892 ATPEQVAAYTLK 31897.6300 1291.6882 24.6772 138276 2 646.3477 ‐1.1022
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 2055.0730 TWGGRPENVNAAQTTLLAR 23401.3400 2055.0718 24.6863 89938 3 685.6954 ‐0.9774
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 53261.3400 1466.6614 22.0636 78859 2 733.8344 0.1416
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 873.4577 EAAWGLAR 23291.9300 873.4584 21.4676 43275 2 437.2328 ‐0.4888
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 7181.2400 1622.7633 20.2432 12116 3 541.5926 ‐0.2799
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTEGKK 2023.9790 3400.7878 45.1153 3221 3 1134.2674 0.6263
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1587.8085 RLDSIGLENTEANR 5680.6560 1587.8094 20.4414 69254 3 529.9413 ‐0.2711
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRTYDV 2764.0620 3870.9326 37.6170 18834 4 968.4886 1.89
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 2375.0384 YTGEGESEEAKEGMFVKGYTY 309.8073 2375.0109 40.8536 6604 2 1188.0091 ‐9.3368
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 7447.3250 1669.9170 31.0164 13679 2 835.4622 ‐0.7526
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1002.4561 GILAMDESNA 605.4590 1002.4512 22.6811 6576 2 501.7292 ‐5.8186
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1119.6045 PEQVAAYTLK 98.7067 1119.6013 26.0274 6096 2 560.3043 ‐3.4729
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 673.3780 AWGLAR 166.3948 673.3764 21.4728 5546 1 673.3764 ‐1.9135
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 893.5091 QVAAYTLK 1936.4480 893.5091 23.3867 3743 2 447.2582 ‐1.2441
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1082.5477 RLDSIGLENT 262.9114 1082.5499 22.8535 2257 2 541.7786 1.38
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1228.6168 RLDSIGLENTE 268.8870 1228.6193 20.4875 1753 2 614.8133 1.30
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1253.6022 TWGGRPENVNAA 84.5823 1253.6093 23.6224 1486 2 627.3083 5.74
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 262.4408 1112.4334 22.0647 1304 1 1112.4334 1.0079
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 2431.2351 DSGLVPIVEPEILLDGEHDIDR 295.9871 2431.2423 39.7438 1114 3 811.0856 2.13
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Carbamidomethyl+C(7) 981.3942 DESNATCGK 310.5286 981.3942 22.0695 1056 1 981.3942 1.45
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 859.4349 FVKGYTY 74.6667 859.4320 39.2633 1047 1 859.4320 ‐2.1423
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 1203.5964 SIGLENTEANR 126.1086 1203.5924 19.2448 1022 2 602.2998 ‐3.8469
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Oxidation+M(1) 1335.6977 MVDVLVEQNIVP 261.9922 1335.6909 33.4638 763 2 668.3491 ‐5.2658
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 None 855.4472 EAAWGLAR 254.0524 855.4474 21.4638 1589 2 428.2273 ‐1.0339
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12357.5500 43159.0095 68 53.77 Oxidation+M(1) 1652.8928 MVDVLVEQNIVPGIK 168.7236 1652.8863 29.7321 1534 3 551.6336 ‐4.6779
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1653.9244 MVDVLVEQNIVPGIK 121823.6000 1653.9225 19.4959 121395 2 827.4649 ‐1.0919
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 56011.6300 2445.1787 19.9829 62517 2 1223.0930 ‐0.3088
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1452.8421 TVVSIPNGPSALAVK 46088.0800 1452.8406 17.0265 38412 2 726.9240 ‐1.2256
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 3272.6937 TLLVSAPGLGQYVSGAILFEETLYQSTTEGK 3263.8550 3272.6832 25.4657 20185 3 1091.5659 ‐1.7700
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 2055.0730 TWGGRPENVNAAQTTLLAR 7785.5630 2055.0715 15.8397 14952 3 685.6954 ‐0.7350
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 2031.4140 3064.5385 21.5398 7484 3 1022.1843 ‐1.7156
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1291.6892 ATPEQVAAYTLK 4488.4740 1291.6884 16.0031 5182 2 646.3479 ‐1.1338
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 Carbamidomethyl+C(48) 5425.6919 VPPAVPGIMFLSGGQSEVEATLNLNAMNQ 358.6222 5425.6526 23.5636 13137 5 1085.9363 ‐7.2486
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1782.0194 KMVDVLVEQNIVPGIK 1170.5490 1782.0302 18.5344 8116 3 594.6816 5.06
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1996.1147 MVDVLVEQNIVPGIKVDK 1599.5690 1996.1121 18.8317 4829 3 666.0422 ‐1.4233
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1933.9726 LDSIGLENTEANRQAFR 1047.7800 1933.9742 18.7000 2362 2 967.4908 1.08
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1240.6606 MVDVLVEQNIV 157.1037 1240.6629 18.4861 10599 2 620.8351 1.75
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 953.5415 PNGPSALAVK 440.3001 953.5412 16.7064 5880 2 477.2742 ‐1.3541
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 1774.4830 2176.0123 19.9763 1823 2 1088.5098 2.62
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1206.5974 NTEANRQAFR 164.2393 1206.5954 19.8528 1281 1 1206.5954 0.2198
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12239.6200 43159.0095 68 53.77 None 1156.6031 KMVDVLVEQN 620.8123 1156.6021 19.8498 1099 2 578.8047 ‐1.5273
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 1816.9538 ELLVGKDDELLQTDTK 36639.0700 1816.9551 26.1254 17184 3 606.3232 0.1402
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 1635.8224 AFDLGSKPEGTSTPTK 3204.4610 1635.8251 19.2060 13104 3 545.9466 0.9128



NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 1972.0069 HIVVVGSMGGTNPDHPLNK 5456.9030 1972.0093 14.2900 6941 3 658.0080 0.8634
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 2315.2089 EGGVRELLVGKDDELLQTDTK 1921.2560 2315.2033 29.3684 2428 3 772.4060 ‐2.3921
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 490.2620 SAQGK 489.3793 490.2609 18.9847 6233 1 490.2609 ‐2.6754
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 Carbamidomethyl+C(11) 2601.3705 TVPRADVAEVCIQALLFEEAKNK 1471.5730 2601.3800 22.7513 3568 3 867.7982 3.79
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 Carbamidomethyl+C(11) 1198.5885 TVPRADVAEVC 191.2933 1198.5847 20.8174 4475 2 599.7960 ‐3.7126
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 718.3730 EEAKNK 128.9727 718.3759 24.7036 1803 1 718.3759 4.32
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 852.4462 ELLVGKDD 146.6742 852.4489 24.9668 978 1 852.4489 4.1653
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 3098.7000 27159.9738 19 33.20 None 472.2514 SAQGK 68.7787 472.2513 18.7807 5243 1 472.2513 ‐0.6887
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 None 1635.8224 AFDLGSKPEGTSTPTK 3890.4900 1635.8251 19.2060 13104 3 545.9466 0.8902
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 944.2859 1905.9518 37.0487 7980 2 953.4796 ‐4.5280
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 None 1177.5583 DDELLQTDTK 150.0285 1177.5727 31.3813 4454 1 1177.5727 14.6915
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 None 1797.9018 AEQYLADSGTPYTIIR 1028.9230 1797.8976 28.0122 4028 2 899.4524 ‐1.4234
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 None 1155.6157 ALFSQVTSRF 276.2785 1155.6124 22.5378 5096 2 578.3098 ‐3.4552
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 380.4891 27159.9738 19 33.20 None 1007.5520 SGTPYTIIR 344.8720 1007.5538 28.4800 1088 2 504.2805 0.7946
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 471.8155 27159.9738 19 33.20 None 1972.0069 HIVVVGSMGGTNPDHPLNK 6282.5960 1972.0093 14.2900 6941 3 658.0080 1.1153
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 471.8155 27159.9738 19 33.20 Carbamidomethyl+C(11) 2601.3705 TVPRADVAEVCIQALLFEEAKNK 495.1769 2601.3800 22.7513 3568 3 867.7982 4.65
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis th 471.8155 27159.9738 19 33.20 Carbamidomethyl+C(3) 1773.9204 EVCIQALLFEEAKNK 134.4014 1773.9231 24.4091 974 2 887.4652 1.87
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 819.4723 GDLFLVR 2503.3490 819.4722 20.5592 40051 1 819.4722 0.6642
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1842.9848 NAPSIIFIDEIDSIAPK 14226.9100 1842.9862 39.1601 11145 2 921.9967 1.74
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1312.6743 EIDIGVPDEIGR 4147.9380 1312.6768 27.7266 7946 2 656.8420 1.87
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1158.6517 GILLYGPPGSGK 8662.2470 1158.6504 16.5435 7211 2 579.8289 ‐1.6930
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1786.9222 LDQLIYIPLPDEDSR 5716.6430 1786.9197 34.6602 7204 2 893.9635 ‐0.8230
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1059.5317 LAEDVDLER 5228.3660 1059.5336 20.1102 7107 2 530.2705 1.0861
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(14)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 990.5214 SVSDADIRK 1814.5180 990.5183 25.4844 4822 1 990.5183 ‐1.7380
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1051.5419 DFSTAILER 342.9383 1051.5442 26.9114 4109 2 526.2757 1.14
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1891.9508 YAIRENIEKDIENER 1064.5000 1891.9417 23.7777 3870 2 946.4745 ‐4.0656
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 968.5775 ELVELPLR 1478.2630 968.5784 28.2339 3355 2 484.7928 0.0092
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 2313.1609 ETVVEVPNVSWEDIGGLENVK 1198.2700 2313.1509 35.4384 3249 3 771.7218 ‐4.3102
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1075.5378 LAGESESNLR 14652.7200 1075.5386 15.0142 3110 2 538.2729 ‐0.0386
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1430.8287 IVSQLLTLMDGLK 2368.0690 1430.8273 22.4744 2743 2 715.9173 ‐1.0990
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1676.8346 VLNQLLTEMDGMNAK 1393.5400 1676.8299 29.2011 2452 2 838.9186 ‐2.4111
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(5) 2197.0594 QSAPCVLFFDELDSIATQR 1550.1500 2197.0631 23.3782 1476 3 733.0259 1.83
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 3097.8440 1845.8376 26.1541 4257 2 923.4224 ‐2.5895
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 2776.2989 GNSAGDAGGAADRVLNQLLTEMDGMNA 2097.0800 2776.2959 30.2829 5591 3 926.1035 ‐0.5335
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(7) 3523.6619 ARQSAPCVLFFDELDSIATQRGNSAGDAGG 222.5625 3523.6853 38.5064 4159 3 1175.2333 7.59
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(26)
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Oxidation+M(10) 1236.6517 GDLFLVRGGMR 525.6559 1236.6541 21.5551 10049 2 618.8307 1.13
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 844.4159 SVSDADIR 106.5775 844.4190 25.8371 11261 1 844.4190 4.40
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 790.4054 DSIATQR 181.8691 790.4036 24.2856 1054 1 790.4036 ‐1.5864
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1128.5531 IEKDIENER 261.0763 1128.5567 22.1971 816 2 564.7820 2.38
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1294.6638 EIDIGVPDEIGR 452.4904 1294.6647 27.0955 4202 2 647.8360 0.3742
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 None 1873.9403 YAIRENIEKDIENER 397.9927 1873.9419 24.5339 2693 2 937.4746 1.73
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(5) 2179.0489 QSAPCVLFFDELDSIATQR 555.9337 2179.0491 24.4456 1452 3 727.0212 ‐0.0255
NP_568114.1 cell division control protein 48C Arabidopsis thaliana 1159.5190 90756.5424 28 30.37 Carbamidomethyl+C(26)
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1901.9603 VVGAFLEGGSPEENNAIAK 10544.7700 1901.9565 26.2593 29813 2 951.4819 ‐1.2471
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1905.0229 EFFNQGVKPGELAIISR 2564.2810 1905.0243 18.2523 22676 3 635.6796 0.3234
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1176.5895 LSDFGVPGADAK 3801.7300 1176.5928 22.6941 17067 2 588.8001 2.71
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 5819.2510 2384.0635 34.3388 17009 2 1192.5354 ‐1.7860
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1761.7888 ELEDADYLAYAMETK 6688.6490 1761.7894 31.3684 16817 2 881.3983 0.8571
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1479.8166 YQTLLAATGSSVIR 4344.7920 1479.8149 17.3116 15963 2 740.4111 ‐1.1430
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1513.8009 EQVPPYERPALSK 2624.2320 1513.8017 19.2682 14653 3 505.2721 ‐0.3370
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1635.8489 ATLPNFYVAAGIGGER 12741.3600 1635.8513 18.7880 10711 2 818.4293 1.40
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 Carbamidomethyl+C(15) 2192.9926 ANNLDVTMVYPEPWCMPR 1538.4420 2192.9914 19.9496 7266 2 1096.9993 0.7496
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1914.9272 LFTAGIASFYEGYYANK 1015.1650 1914.9308 20.2825 6895 2 957.9690 2.77
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 732.3886 SAEQAVK 101.9821 732.3898 18.4210 1301 1 732.3898 2.0163
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 2522.3097 GINIVKGTVASGFTTNSNGEVTEVK 2218.4800 2522.3239 18.6817 17006 3 841.4461 5.28
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 2315.1990 ERKVVGAFLEGGSPEENNAIAK 800.0125 2315.2186 21.2531 5917 4 579.5601 7.71
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 2975.5223 GGLKTDGFFKTSLPDVYAIGDVATFPMK 217.0712 2975.4910 43.6948 3657 3 992.5018 ‐9.7884
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 955.5571 PGELAIISR 190.8431 955.5598 18.9061 3657 1 955.5598 4.1025
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 888.4421 EENNAIAK 156.1036 888.4459 19.8328 3264 1 888.4459 5.19
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1105.5677 ATLPNFYVAAG 188.6503 1105.5736 17.4746 2657 2 553.2904 4.05
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 976.4734 DFGVPGADAK 192.8367 976.4694 21.4428 2171 2 488.7384 ‐4.9935
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1428.6965 LEGGSPEENNAIAK 157.4947 1428.6912 24.0455 1469 2 714.8493 ‐3.7820
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 1060.5786 PYERPALSK 211.1761 1060.5791 17.7323 945 2 530.7932 ‐0.2260
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1955.7420 47537.0137 55 43.45 None 2298.1725 ERKVVGAFLEGGSPEENNAIAK 420.6483 2298.1626 20.2090 911 2 1149.5849 ‐2.8106
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1901.9603 VVGAFLEGGSPEENNAIAK 5781.4470 1901.9565 26.2593 29813 2 951.4819 ‐0.8767
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1176.5895 LSDFGVPGADAK 4034.4760 1176.5928 22.6941 17067 2 588.8001 2.46
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 9022.1040 2384.0635 34.3388 17009 2 1192.5354 ‐1.1677
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1761.7888 ELEDADYLAYAMETK 9365.9220 1761.7894 31.3684 16817 2 881.3983 1.1555
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1513.8009 EQVPPYERPALSK 11977.2000 1513.8017 19.2682 14653 3 505.2721 ‐0.3383
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 951.4782 EGLSFATNI 466.5580 951.4789 30.6036 10037 1 951.4789 2.87
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1914.9272 LFTAGIASFYEGYYANK 2807.8310 1914.9251 34.7633 3042 2 957.9662 0.0403
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1136.6310 TLVSGTGQVFK 5924.8040 1136.6392 22.8141 22347 2 568.8232 6.62
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1386.7475 AQPSVESLEVLSK 2471.3690 1386.7433 26.8368 21940 2 693.8753 ‐3.0501
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1926.9443 DQVEEEKGGLKTDGFFK 195.0769 1926.9608 21.1605 1407 3 642.9918 8.0443
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1254.6001 VVGAFLEGGSPEE 138.5682 1254.6062 24.1589 7272 2 627.8067 4.97
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1023.4993 AQPSVESLEV 189.5612 1023.5058 25.1225 3410 2 512.2565 5.06
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 823.4308 SGTGQVFK 578.2139 823.4280 22.8199 1710 1 823.4280 ‐2.3912



NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1428.6965 LEGGSPEENNAIAK 114.1078 1428.6912 24.0455 1469 2 714.8493 ‐3.6549
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 922.4993 VSGTGQVFK 333.6093 922.4937 22.8297 1245 1 922.4937 ‐4.5535
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 933.4676 EGLSFATNI 202.8064 933.4712 30.9928 2075 1 933.4712 5.95
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1802.5940 47537.0137 55 43.45 None 1896.9167 LFTAGIASFYEGYYANK 235.1091 1896.9220 32.8990 2046 2 948.9646 3.54
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1905.0229 EFFNQGVKPGELAIISR 1497.7390 1905.0243 18.2523 22676 3 635.6796 0.5703
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1924.9725 TSLPDVYAIGDVATFPMK 1421.1200 1924.9748 20.7069 18864 2 962.9910 1.29
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1479.8166 YQTLLAATGSSVIR 3220.3830 1479.8149 17.3116 15963 2 740.4111 ‐1.3622
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1635.8489 ATLPNFYVAAGIGGER 12527.4000 1635.8513 18.7880 10711 2 818.4293 1.93
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 Carbamidomethyl+C(15) 2192.9926 ANNLDVTMVYPEPWCMPR 1441.5390 2192.9914 19.9496 7266 2 1096.9993 0.3682
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1914.9272 LFTAGIASFYEGYYANK 1129.8270 1914.9308 20.2825 6895 2 957.9690 2.95
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 3054.6721 TLEADIVIVGVGGRPIISLFKDQVEEEK 2751.5590 3054.6714 24.0455 1150 4 764.4233 ‐0.2916
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 241.8352 2384.0111 23.2357 4817 2 1192.5092 ‐24.1859
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1176.5895 LSDFGVPGADAK 448.8445 1176.5823 23.7669 2267 1 1176.5823 ‐4.4009
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 2825.3702 NIFYLRELEDADYLAYAMETKEK 192.7539 2825.2896 18.3953 1005 3 942.4347 ‐27.6413
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 2522.3097 GINIVKGTVASGFTTNSNGEVTEVK 808.6205 2522.3239 18.6817 17006 3 841.4461 6.1556
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 3409.8941 TLEADIVIVGVGGRPIISLFKDQVEEEKGGLK 726.8155 3409.8927 23.9817 7893 3 1137.3024 1.1607
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 2887.4481 TSLPDVYAIGDVATFPMKLYNEMRR 235.0275 2887.4509 25.5805 1326 3 963.1552 1.95
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1350.6801 PNFYVAAGIGGER 825.4055 1350.6736 18.7841 4289 2 675.8404 ‐5.2353
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 955.5571 PGELAIISR 174.4131 955.5598 18.9061 3657 1 955.5598 3.00
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 974.5629 LAATGSSVIR 592.4740 974.5604 17.3209 1027 1 974.5604 ‐1.5448
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 996.3680 47537.0137 55 43.45 None 1105.5677 ATLPNFYVAAG 226.7700 1105.5616 18.0160 969 1 1105.5616 ‐3.9610
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 975.5622 IGLFGGAGVGK 73798.0700 975.5618 16.8685 163634 2 488.2845 ‐1.3607
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1393.8162 VLNTGAPITVPVGR 25348.9700 1393.8156 16.3114 38023 2 697.4114 ‐0.5917
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1996.0961 DAPALVDLATGQEILATGIK 8377.0620 1996.0949 21.4826 36404 2 998.5511 0.3375
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1699.9602 LVLEVSHHLGQNVVR 19348.7400 1699.9598 15.4310 35853 3 567.3248 ‐0.9302
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 21084.3200 2539.2154 32.6222 34481 3 847.0766 1.0683
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1492.7754 FTQANSEVSALLGR 18538.3100 1492.7750 17.5850 34299 2 746.8911 ‐0.2790
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1385.7093 IMNVLGEPIDER 25288.7700 1385.7106 27.4813 33413 2 693.3590 0.7790
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 2186.1452 IPSAVGYQPTLASDLGALQER 15727.8800 2186.1353 32.0966 28293 2 1093.5713 ‐3.2248
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1262.6409 TIAMDGTEGLVR 15127.2800 1262.6412 23.9573 28168 2 631.8242 ‐0.1834
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1425.7736 VGLTGLTVAEYFR 18456.2300 1425.7754 20.2787 27808 2 713.3913 1.1307
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1457.8396 TVLIMELINNVAK 33065.9500 1457.8391 22.9583 21474 2 729.4232 ‐0.3481
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1005.5285 EMIESGVIK 17733.2600 1005.5281 21.1734 19546 2 503.2677 ‐1.2738
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 15811.1000 1328.7363 17.7642 17664 2 664.8718 0.3232
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1434.7223 ENINSFQGLLDGK 2180.6600 1434.7301 30.0521 16314 2 717.8687 5.68
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1864.9440 DAEGQDVLLFIDNIFR 2974.9790 1864.9462 25.5041 14483 2 932.9767 1.78
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1123.5491 TREGNDLYR 672.7522 1123.5422 17.6883 1080 1 1123.5422 ‐4.2346
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1173.6626 VVDLLAPYQR 15543.1500 1173.6547 17.5690 46057 2 587.3310 ‐7.2872
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1867.9119 MLSPHILGEEHYNTAR 1196.9590 1867.9128 32.1379 4217 2 934.4601 1.08
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 2132.0427 NLQDIIAILGMDELSEDDK 449.2076 2132.0498 45.4850 3140 2 1066.5285 4.06
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAHLDA 8678.4700 3842.9812 20.2385 49541 4 961.5008 0.3128
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 11032.4500 2672.3858 42.2171 8757 3 891.4668 2.1440
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 3780.7949 ENINSFQGLLDGKYDDLSEQSFYMVGGIDE 2371.2120 3780.7884 40.0121 6835 3 1260.9343 ‐0.0912
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1521.9111 KVLNTGAPITVPVGR 15980.0500 1521.9125 15.4402 6034 3 507.9757 0.0188
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 514.2330 TIAMD 156.5169 514.2344 23.8211 110230 1 514.2344 2.72
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1029.5939 GQEILATGIK 155.4702 1029.5919 20.0362 5155 2 515.2996 ‐2.7735
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 646.3307 DNIFR 65.7114 646.3344 25.6882 3907 1 646.3344 5.41
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 805.4567 LFGGAGVGK 1444.9080 805.4545 16.8710 3272 1 805.4545 ‐1.9719
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1641.8483 IPSAVGYQPTLASDLGA 2301.2550 1641.8512 31.5362 2604 2 821.4292 2.0792
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 784.3988 VAEYFR 142.3511 784.3997 20.1472 2278 1 784.3997 1.80
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 964.5098 SFQGLLDGK 191.2898 964.5089 27.2270 2027 2 482.7581 ‐1.8447
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 978.5077 MLSPHILGE 299.3711 978.5046 32.1245 1489 1 978.5046 ‐1.7675
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 907.4672 FIDNIFR 257.6460 907.4611 24.2884 1396 1 907.4611 ‐5.6525
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 928.4734 LGEPIDER 552.8439 928.4719 27.4532 1385 1 928.4719 ‐0.4159
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 838.5145 PITVPVGR 371.5845 838.5152 16.3129 1354 1 838.5152 1.16
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1172.6270 LASDLGALQER 195.6849 1172.6220 31.5166 1227 2 586.8147 ‐4.7595
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1116.6008 ANSEVSALLGR 565.5919 1116.6020 17.6037 992 1 1116.6020 3.0150
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 601.3668 IVDVR 83.2899 601.3643 17.1451 930 1 601.3643 ‐4.1012
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1849.9014 MLSPHILGEEHYNTAR 197.6928 1849.9062 30.5754 986 2 925.4567 3.45
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 8168.8710 59802.0826 39 60.25 None 1850.8854 MLSPHILGEEHYNTAR 217.3042 1850.8804 32.6188 1169 2 925.9439 ‐1.9963
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 29568.9400 2539.2154 32.6222 34481 3 847.0766 0.8879
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1385.7093 IMNVLGEPIDER 20054.0800 1385.7108 27.4698 31532 2 693.3591 1.0419
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 2186.1452 IPSAVGYQPTLASDLGALQER 24920.9900 2186.1353 32.0966 28293 2 1093.5713 ‐2.7083
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1262.6409 TIAMDGTEGLVR 11943.7200 1262.6412 23.9573 28168 2 631.8242 ‐0.1416
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1434.7223 ENINSFQGLLDGK 1184.5160 1434.7301 30.0521 16314 2 717.8687 5.70
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1492.7754 FTQANSEVSALLGR 1049.2750 1492.7416 25.9070 7056 2 746.8744 ‐22.4641
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 977.4721 MDGTEGLVR 243.7755 977.4692 24.1155 3367 1 977.4692 ‐1.2952
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 740.3573 EPIDER 236.1144 740.3561 28.1232 3126 1 740.3561 ‐0.9950
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1641.8483 IPSAVGYQPTLASDLGA 624.0524 1641.8512 31.5362 2604 2 821.4292 2.59
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 964.5098 SFQGLLDGK 293.1937 964.5089 27.2270 2027 2 482.7581 ‐1.9562
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1288.6532 NINSFQGLLDGK 713.0912 1288.6568 29.5638 1630 2 644.8320 2.94
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 928.4734 LGEPIDER 434.8349 928.4719 27.4532 1385 1 928.4719 ‐0.1514
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 2855.9700 59884.1877 41 46.22 None 1172.6270 LASDLGALQER 250.6233 1172.6220 31.5166 1227 2 586.8147 ‐4.7640
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 975.5622 IGLFGGAGVGK 77704.9200 975.5618 16.8685 163634 2 488.2845 ‐1.4652
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1393.8162 VLNTGAPITVPVGR 19925.9300 1393.8156 16.3114 38023 2 697.4114 ‐0.7914
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1996.0961 DAPALVDLATGQEILATGIK 31186.4000 1996.0949 21.4826 36404 2 998.5511 0.0008
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1699.9602 LVLEVSHHLGQNVVR 10388.0300 1699.9598 15.4310 35853 3 567.3248 ‐0.6986
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1492.7754 FTQANSEVSALLGR 25551.5900 1492.7750 17.5850 34299 2 746.8911 ‐0.5012
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1425.7736 VGLTGLTVAEYFR 19061.6300 1425.7754 20.2787 27808 2 713.3913 0.9238



NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1457.8396 TVLIMELINNVAK 26074.5800 1457.8391 22.9583 21474 2 729.4232 ‐0.5624
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 13926.1500 1328.7363 17.7642 17664 2 664.8718 0.1383
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1864.9440 DAEGQDVLLFIDNIFR 4586.1910 1864.9462 25.5041 14483 2 932.9767 1.10
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1173.6626 VVDLLAPYQR 15297.4400 1173.6547 17.5690 46057 2 587.3310 ‐7.4368
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1946.0171 FLSQPFHVAEIFTGAPGK 399.1236 1945.9741 19.8047 3813 2 973.4907 ‐21.5638
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1123.5491 TREGNDLYR 173.3101 1123.5243 13.6919 3466 2 562.2658 ‐22.8207
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1867.9119 MLSPHILGEEHYNTAR 150.6198 1867.9424 23.5953 2442 2 934.4748 16.7100
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 3780.7949 ENINSFQGLLDGKYDDLSEQSFYMVGGIDE 713.2365 3780.7742 22.3786 6828 3 1260.9296 ‐3.4640
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1521.9111 KVLNTGAPITVPVGR 22399.9000 1521.9125 15.4402 6034 3 507.9757 0.2372
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAHLDA 2209.0200 3842.9750 29.5109 2009 4 961.4992 ‐1.2207
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 Oxidation+M(1) 2296.1503 MLSPHILGEEHYNTARGVQK 542.7189 2296.1493 21.1292 7575 2 1148.5783 0.6521
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 692.3726 FGGAGVGK 5835.4110 692.3740 16.8704 11056 1 692.3740 1.41
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1052.6099 QVIGAIVDVR 241.0110 1052.6099 16.7097 6947 2 526.8086 ‐0.9062
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 545.3042 GGAGVGK 12469.3200 545.3031 16.8764 5315 1 545.3031 ‐2.5594
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 805.4567 LFGGAGVGK 1007.5150 805.4545 16.8710 3272 1 805.4545 ‐2.2977
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1487.8077 LEVSHHLGQNVVR 5798.0790 1487.8108 15.4348 3033 2 744.4090 1.81
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 634.3307 APYQR 185.0030 634.3298 17.5676 2047 1 634.3298 ‐1.7443
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 741.4618 ITVPVGR 193.2993 741.4618 16.3173 1497 1 741.4618 0.2936
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 838.5145 PITVPVGR 404.7785 838.5152 16.3129 1354 1 838.5152 1.43
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1116.6008 ANSEVSALLGR 533.1452 1116.6020 17.6037 992 1 1116.6020 2.55
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 941.5778 VIGAIVDVR 239.2633 941.5787 18.2448 751 2 471.2930 ‐0.1724
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6046.6360 59884.1877 41 46.22 None 1407.7631 VGLTGLTVAEYFR 302.7632 1407.7596 21.8457 2327 2 704.3834 ‐2.8213
NP_568356.1 embryo defective 1241 Arabidopsis thaliana 176.8413 35550.5895 4 5.86 None 1202.6052 VTNSYQSIYK 1608.4260 1202.6051 18.9523 8374 2 601.8062 ‐0.5456
NP_568356.1 embryo defective 1241 Arabidopsis thaliana 176.8413 35550.5895 4 5.86 None 973.5564 IAEIEASLK 4408.3650 973.5581 21.6794 7308 2 487.2827 0.6939
NP_568356.1 embryo defective 1241 Arabidopsis thaliana 176.8413 35550.5895 4 5.86 None 1438.6809 SYKEALADNNEGK 118.2339 1438.7045 22.4887 12113 2 719.8559 16.4761
NP_568356.1 embryo defective 1241 Arabidopsis thaliana 176.8413 35550.5895 4 5.86 None 2015.0291 EALADNNEGKIAEIEASLK 454.4246 2015.0408 30.5891 6234 2 1008.0240 7.17
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1539.7537 TYISGDQLSVDDVK 11165.8900 1539.7485 24.2928 36481 2 770.3779 ‐3.2450
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1860.9854 VYAAVPVKPSDAFPNASK 14645.0900 1860.9836 15.7442 31248 3 620.9994 ‐1.4589
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1281.6474 WYESVASQLAK 11419.5000 1281.6476 16.2520 20249 2 641.3274 ‐0.2159
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1532.7591 AVTFSDLHTEEGVK 2462.7150 1532.7682 22.1608 24999 2 766.8877 6.0339
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 2123.9988 SSVLMDVKPWDDETDMKK 606.4954 2123.9905 19.5495 4623 3 708.6683 ‐4.0970
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1144.5481 SGDQLSVDDVK 582.8622 1144.5508 24.5713 2062 2 572.7790 1.41
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2638.1410 24258.1708 11 33.48 None 1527.8166 AVPVKPSDAFPNASK 997.6357 1527.8195 15.7295 1139 2 764.4134 2.0044
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2104.8540 24258.1708 11 33.48 None 1860.9854 VYAAVPVKPSDAFPNASK 18675.5800 1860.9836 15.7442 31248 3 620.9994 ‐1.2153
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2104.8540 24258.1708 11 33.48 None 1281.6474 WYESVASQLAK 11741.0600 1281.6476 16.2520 20249 2 641.3274 ‐0.3900
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2104.8540 24258.1708 11 33.48 None 2123.9988 SSVLMDVKPWDDETDMKK 343.0620 2123.9905 19.5495 4623 3 708.6683 ‐3.8338
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2104.8540 24258.1708 11 33.48 None 2305.2413 GVEMPGLFWGASKLVPVGYGIK 492.1634 2305.2435 20.3724 1201 4 577.0663 0.5265
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1867.9218 SKDEVIVNEQSGYLMR 1000.2610 1867.9146 40.7673 6372 2 934.4609 ‐3.1766
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1293.7637 LVSQLHQSLLR 7130.5850 1293.7662 15.0078 3670 2 647.3867 1.30
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 965.5237 VSNMFLVR 4241.9620 965.5237 16.6744 2584 2 483.2655 ‐0.9109
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1652.7948 DEVIVNEQSGYLMR 1373.1140 1652.7942 19.3888 2035 3 551.6029 ‐1.1253
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1464.7403 MESQKPIFDLEK 699.6653 1464.7267 39.5119 2488 1 1464.7267 ‐6.1329
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 823.4308 VDVFTSR 456.4764 823.4439 23.2700 2471 1 823.4439 16.6444
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1676.8755 HQAISELGVYGAYLR 511.7004 1676.8274 19.9824 1106 3 559.6140 ‐29.3711
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 2439.2112 MESQKPIFDLEKLDDEFVQK 224.0445 2439.1989 43.5287 801 3 813.7378 ‐4.9089
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 522.3035 AYLR 107.6631 522.3029 19.0930 4178 1 522.3029 ‐1.4414
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 866.4553 SNMFLVR 90.9458 866.4594 17.4768 3251 1 866.4594 5.56
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 836.4083 QSGYLMR 125.5253 836.4102 19.1164 1982 2 418.7087 1.0498
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1309.6569 IVNEQSGYLMR 309.2937 1309.6564 19.1809 1363 2 655.3318 ‐0.7049
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1275.7532 LVSQLHQSLLR 282.6790 1275.7602 15.8571 2219 2 638.3837 5.1356
NP_568495.2 glutathione synthetase Arabidopsis thaliana 309.9733 60669.9999 14 6.49 None 1634.7843 DEVIVNEQSGYLMR 300.6970 1634.7817 19.6086 2209 2 817.8945 ‐1.3029
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 907.5247 NLLSVAYK 17498.8200 907.5267 15.9879 30245 2 454.2670 1.1566
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1334.5643 YEEMVEFMEK 36376.8600 1334.5642 27.7634 26622 2 667.7858 ‐0.3012
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1749.9130 SASDIATAELAPTHPIR 3990.4600 1749.9158 23.4114 19210 3 583.9768 0.9972
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1404.6853 TVDVEELSVEER 49602.0800 1404.6852 24.2447 17153 2 702.8462 ‐0.2116
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1181.6048 EAAESTLVAYK 37045.6600 1181.6041 20.2509 15109 2 591.3057 ‐1.1871
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 885.1602 3038.3525 33.8532 2777 3 1013.4557 4.62
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 2114.9764 QAFDDAIAELDTLGEESYK 1109.5250 2114.9677 32.7649 810 3 705.6608 ‐4.3334
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1424.7380 DYRGKIESELSK 1301.7260 1424.7293 18.0984 3746 3 475.5813 ‐7.0340
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1793.9392 AGAERKEAAESTLVAYK 513.5375 1793.9273 18.8405 935 3 598.6473 ‐7.1854
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 Oxidation+M(11) 2147.9624 LAEQAERYEEMVEFMEK 305.2589 2147.9673 32.8385 1190 3 716.6606 2.1222
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 544.2613 TVDVE 384.9367 544.2596 22.9900 67067 1 544.2596 ‐3.4618
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1042.4584 EMVEFMEK 1572.8440 1042.4584 27.7767 1552 1 1042.4584 1.00
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 1336.6267 AELDTLGEESYK 246.5664 1336.6180 35.3931 1397 1 1336.6180 ‐3.7971
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 889.5142 NLLSVAYK 161.1531 889.5141 16.0599 1607 2 445.2607 ‐1.1463
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7302.8460 28720.3290 24 54.90 None 890.4982 NLLSVAYK 96.5429 890.5041 16.3565 1126 2 445.7557 5.48
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1334.5643 YEEMVEFMEK 39981.1900 1334.5641 27.7604 26130 2 667.7857 ‐0.3175
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1749.9130 SASDIATAELAPTHPIR 4271.6820 1749.9158 23.4114 19210 3 583.9768 0.9546
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 3038.3419 DNLTLWTSDMTDEAGDEIKEASKPDGAE 906.1530 3038.3525 33.8532 2777 3 1013.4557 4.0187
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1189.6609 DSTLIMQLLR 430.1196 1189.6264 32.1324 4760 2 595.3168 ‐29.5260
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1424.7380 DYRGKIESELSK 1494.9130 1424.7293 18.0984 3746 3 475.5813 ‐7.0198
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1042.4584 EMVEFMEK 1548.4050 1042.4584 27.7767 1552 1 1042.4584 1.60
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1015.5492 DSTLIMQLL 318.5890 1015.5489 29.5430 1381 2 508.2781 ‐1.2085
NP_568557.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1969.1020 28720.3290 24 54.90 None 1172.6344 DSTLIMQLLR 235.2402 1172.6310 30.1109 3414 2 586.8191 ‐3.4397
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 6619.1000 2264.1471 28.9504 22898 2 1132.5772 ‐2.3936
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1159.5953 AIDLIDEAGSR 9326.7980 1159.5982 24.2080 16401 2 580.3027 1.88
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1029.5687 TAIAEGLAQR 9219.4950 1029.5689 18.7705 15585 2 515.2881 ‐0.6221
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1035.5027 LLEDSMAEK 7821.4190 1035.5029 18.5110 14716 2 518.2551 ‐0.6252



NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1581.8734 VPEPTVDETIQILK 2071.2060 1581.8746 30.6381 11185 2 791.4409 0.9403
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 Carbamidomethyl+C(4) 1354.6784 NNPCLIGEPGVGK 3462.5310 1354.6787 21.3122 10085 2 677.8430 ‐0.0121
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1022.5339 LDEMIVFR 5761.7480 1022.5355 28.7206 9162 2 511.7714 0.6706
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1959.0447 NPNRPIASFIFSGPTGVGK 927.5062 1959.0436 18.6002 9076 3 653.6860 ‐0.9319
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1315.6740 IASGDVPETIEGK 8116.7520 1315.6742 20.6114 8723 2 658.3407 ‐0.1151
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1369.7011 QYFRPEFLNR 743.8622 1369.7010 16.3536 6998 2 685.3541 ‐0.3013
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1116.5895 EIELQVTER 1556.0270 1116.5852 35.6957 5823 2 558.7962 ‐4.5267
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 914.5557 EIADILLK 7036.7680 914.5549 28.5176 5632 2 457.7811 ‐1.9510
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1443.7690 IASGDVPETIEGKK 2216.8250 1443.7700 18.9484 5403 3 481.9282 ‐0.2533
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1805.9677 NTLLIMTSNVGSSVIEK 4096.1470 1805.9692 31.4755 5098 2 903.4882 1.34
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 3816.0542 QSDEIILFIDEVHTLIGAGAAEGAIDAANILKP 298.1575 3816.0755 50.5658 1320 4 954.7743 5.36
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 908.3956 VSTDESDR 265.0453 908.4145 24.0817 3966 1 908.4145 22.0000
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1207.6430 HIEKDPALER 137.2634 1207.6686 22.6522 2144 2 604.3380 20.7805
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1691.8098 ALAAYYFGSEEAMIR 654.3483 1691.7867 24.9225 1794 2 846.3970 ‐13.2560
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1382.7638 LAEEGKLDPVVGR 3564.0100 1382.7643 20.2730 6367 3 461.5930 ‐0.6534
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 Carbamidomethyl+C(6) 1583.8210 TKNNPCLIGEPGVGK 1402.4370 1583.8221 19.3595 2946 3 528.6122 ‐0.1104
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 Carbamidomethyl+C(18) 2352.1621 MAMATRVLAQSTPPSLACYQR 237.9033 2352.1798 38.0850 1093 2 1176.5936 9.1207
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 634.2791 DEAGSR 194.7253 634.2768 25.7340 8738 1 634.2768 ‐3.4805
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1480.7696 NPNRPIASFIFSGP 151.2036 1480.7769 19.2046 2425 3 494.2638 4.0750
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1256.7096 PTVDETIQILK 181.4339 1256.7154 31.6174 1817 2 628.8613 4.1689
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 810.4468 KDPALER 134.1963 810.4478 20.6803 1679 1 810.4478 2.0099
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 922.4186 LEDSMAEK 1574.0800 922.4208 18.5099 1424 1 922.4208 3.47
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 672.4291 ADILLK 6741.1980 672.4314 28.4902 1380 1 672.4314 3.00
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1364.7090 IMTSNVGSSVIEK 251.4434 1364.7054 31.2066 1087 2 682.8563 ‐2.8410
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 Carbamidomethyl+C(4) 1336.6678 NNPCLIGEPGVGK 96.1802 1336.6694 23.0178 1900 1 1336.6694 3.17
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 939.2954 103680.8405 31 23.25 None 1189.6324 HIEKDPALER 167.9578 1189.6369 20.9098 843 2 595.3221 3.42
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidop 3.0968 103680.8405 31 23.25 None 1159.5953 AIDLIDEAGSR 261.5389 1159.5902 20.9213 1137 1 1159.5902 ‐2.7151
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 2736.3740 AHPDIFNILLQLFEDGHLTDSQGR 607.3999 2736.3721 20.2998 163678 3 912.7956 0.0890
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1814.9171 FQPVLINEPSEEDAVK 1317.6160 1814.9126 18.2527 19203 3 605.6424 ‐2.7838
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(5) 1739.8269 GELQCIASTTLDEFR 180.5062 1739.8343 17.3889 2582 2 870.4208 4.13
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 2293.1533 LIGSPPGYVGFEEGGMLTEAIR 1797.5080 2293.1585 21.7302 2233 2 1147.0829 3.78
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(16) 2399.2574 VGLKDPDRPIAAMLFCGPTGVGK 1333.6100 2399.2790 21.8113 9990 3 800.4312 9.76
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1170.5790 VFEAAVEYSR 396.1367 1170.5988 25.4609 5346 1 1170.5988 18.6974
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1348.6963 MLLMSLEDQLR 628.1827 1348.7028 19.0307 3766 2 674.8550 4.42
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1717.9339 IMSLDIGLLMAGAKER 293.8433 1717.9185 24.8071 3331 2 859.4629 ‐8.8295
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1159.5953 AIDLIDEAGSR 261.5389 1159.5902 20.9213 1137 1 1159.5902 ‐2.7151
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(4) 2823.3077 TMDCQYIAPEHIAVGLFTVDDGSAGR 289.6544 2823.3213 18.6244 1062 3 941.7786 5.09
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1314.7012 VVGQDEAVAAISR 225.9436 1314.6893 16.3969 939 2 657.8483 ‐9.4893
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1237.6576 YIADRFLPDK 897.3687 1237.6468 17.7025 3628 2 619.3270 ‐9.3163
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(7) 3029.5725 NVLEQFCVDLTARASEGLIDPVIGREK 392.6130 3029.5981 22.5105 2651 3 1010.5375 9.14
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1527.8238 GRVVGQDEAVAAISR 223.5175 1527.8363 16.3553 1377 3 509.9503 7.45
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(2) 922.4452 FCGPTGVGK 75.4451 922.4477 20.4310 3131 1 922.4477 3.24
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(12) 1983.9780 DPDRPIAAMLFCGPTGVGK 216.3912 1983.9851 21.8695 2535 2 992.4962 4.43
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 795.3995 AAVEYSR 48.5962 795.3948 24.8320 1254 1 795.3948 ‐5.6372
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(5) 1721.8163 GELQCIASTTLDEFR 316.8152 1721.8155 17.3126 1398 2 861.4114 ‐0.3399
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 Carbamidomethyl+C(16) 2381.2469 VGLKDPDRPIAAMLFCGPTGVGK 240.8047 2381.2455 22.4530 1389 3 794.4200 ‐0.1998
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 145.5586 103691.3082 20 8.15 None 1297.6747 VVGQDEAVAAISR 113.1250 1297.6688 18.2938 1381 2 649.3380 ‐5.0113
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex 1395.9690 19350.0461 3 27.22 Carbamidomethyl+C(3) 2472.2651 LGCGQVEELIEEARDELTLIGK 1879.1290 2472.2680 42.8098 6498 3 824.7609 1.51
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex 1395.9690 19350.0461 3 27.22 None 1596.8115 TEIPAATPSDPQLKE 11282.1900 1596.8125 22.0200 5845 2 798.9099 0.8436
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex 1395.9690 19350.0461 3 27.22 None 1021.5928 AVLIDLYSK 2816.1140 1021.5925 17.3603 2793 2 511.2999 ‐1.1408
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 3861.2000 14238.1252 2 29.84 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 21000.3400 2266.0399 23.1093 16035 3 756.0182 ‐0.2827
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 3861.2000 14238.1252 2 29.84 None 1848.8803 YAIFDFDFVSSEGVPR 2361.3590 1848.8856 37.8643 4247 2 924.9465 3.84
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 907.5247 NLLSVAYK 17498.8200 907.5267 15.9879 30245 2 454.2670 1.1566
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 1668.8803 LLDSHLIPSATASESK 6122.5640 1668.8854 15.7228 8200 3 556.9667 2.08
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 3313.6508 QAFEEAIAELDTLGEESYKDSTLIMQLLR 1479.6910 3313.6279 25.6298 5151 3 1105.2141 ‐5.8046
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 1017.4710 DQYVYMAK 2550.2110 1017.4672 16.6178 1325 1 1017.4672 ‐2.2007
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 1341.6719 KTAAEDTMIAYK 1515.2340 1341.6762 19.5158 4851 2 671.3418 3.0066
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 889.5142 NLLSVAYK 161.1531 889.5141 16.0599 1607 2 445.2607 ‐1.1463
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 1323.6613 KTAAEDTMIAYK 261.2976 1323.6641 20.2843 753 1 1323.6641 4.31
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 890.4982 NLLSVAYK 96.5429 890.5041 16.3565 1126 2 445.7557 5.48
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 2153.7280 27885.6029 18 29.67 None 3296.6243 QAFEEAIAELDTLGEESYKDSTLIMQLLR 240.4433 3296.6254 25.7977 968 3 1099.5467 1.07
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 907.5247 NLLSVAYK 24781.7200 907.5267 15.9879 30245 2 454.2670 1.0675
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 1189.6609 DSTLIMQLLR 16110.7400 1189.6640 21.2562 14458 2 595.3356 1.56
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 1668.8803 LLDSHLIPSATASESK 3337.4340 1668.8854 15.7228 8200 3 556.9667 2.02
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 Carbamidomethyl+C(9) 1563.8047 VETELSSICSGILR 199.5856 1563.8009 22.4232 2157 2 782.4041 ‐2.5348
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 1017.4710 DQYVYMAK 818.7902 1017.4672 16.6178 1325 1 1017.4672 ‐2.5359
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 680.3978 LSVAYK 7043.8020 680.3972 15.9916 4466 1 680.3972 ‐0.8913
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 889.5142 NLLSVAYK 185.0094 889.5141 16.0599 1607 2 445.2607 ‐1.2313
NP_569012.2 14 3 3 like protein GF14 kappa Arabidopsis thaliana 1715.8720 27885.6029 18 29.67 None 890.4982 NLLSVAYK 133.4463 890.5041 16.3565 1126 2 445.7557 5.96
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 None 2248.1642 GVNFIQIPTTVMAQVDSSVGGK 2529.3820 2248.1610 22.3336 6612 2 1124.5842 0.0049
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 None 1562.8384 SKPGELSLSSTTLSR 189.6482 1562.8554 19.2218 8060 3 521.6233 10.0169
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 Carbamidomethyl+C(1)
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 Carbamidomethyl+C(6) 1570.6955 GPLGNCVFTGDYDR 1428.6830 1570.6598 19.9676 3077 2 785.8335 ‐22.5449
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 None 1532.7551 ADVVSQDEKESGLR 1697.5620 1532.7627 25.5979 2126 1 1532.7627 8.47
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 Oxidation+M(1) 1493.7628 MAANTISLSNVAASK 385.6843 1493.7641 24.8365 3619 2 747.3857 0.9125
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 Oxidation+M(1) 1002.4561 MAANTISLSN 228.0480 1002.4512 22.6811 6576 2 501.7292 ‐5.7105
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 None 818.4367 EKESGLR 192.3672 818.4374 25.1753 3082 1 818.4374 1.71
NP_569029.1 putative 3 dehydroquinate synthase Arabidopsis thaliana 280.5554 48349.3865 9 4.98 Carbamidomethyl+C(6) 681.3025 GPLGNCV 142.0766 681.2995 21.0463 2193 1 681.2995 ‐4.1320



NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 29568.9400 2539.2154 32.6222 34481 3 847.0766 0.8879
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1385.7093 IMNVLGEPIDER 20054.0800 1385.7108 27.4698 31532 2 693.3591 1.0419
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 2186.1452 IPSAVGYQPTLASDLGALQER 24920.9900 2186.1353 32.0966 28293 2 1093.5713 ‐2.7083
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1262.6409 TIAMDGTEGLVR 11943.7200 1262.6412 23.9573 28168 2 631.8242 ‐0.1416
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1434.7223 ENINSFQGLLDGK 1184.5160 1434.7301 30.0521 16314 2 717.8687 5.70
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1992.9509 VAEYSTSSPANSAAPSSAPAK 817.2134 1993.0055 19.8787 9304 3 665.0067 26.9545
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1492.7754 FTQANSEVSALLGR 1049.2750 1492.7416 25.9070 7056 2 746.8744 ‐22.4641
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 799.4308 AAPSSAPAK 143.6814 799.4350 20.2400 23999 2 400.2211 3.67
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 977.4721 MDGTEGLVR 243.7755 977.4692 24.1155 3367 1 977.4692 ‐1.2952
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 740.3573 EPIDER 236.1144 740.3561 28.1232 3126 1 740.3561 ‐0.9950
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1641.8483 IPSAVGYQPTLASDLGA 624.0524 1641.8512 31.5362 2604 2 821.4292 2.59
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 964.5098 SFQGLLDGK 293.1937 964.5089 27.2270 2027 2 482.7581 ‐1.9562
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1288.6532 NINSFQGLLDGK 713.0912 1288.6568 29.5638 1630 2 644.8320 2.94
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 928.4734 LGEPIDER 434.8349 928.4719 27.4532 1385 1 928.4719 ‐0.1514
NP_680155.1 ATP synthase subunit beta 3 Arabidopsis thaliana 2886.6710 60030.2851 15 20.57 None 1172.6270 LASDLGALQER 250.6233 1172.6220 31.5166 1227 2 586.8147 ‐4.7640
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1199.6630 NTITIAPENVK 86033.6600 1199.6623 21.1549 150159 2 600.3348 ‐1.0691
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 2191.0818 DETPFSHGQGLYINPIQFK 61357.6900 2191.0811 19.2680 135962 3 731.0319 ‐0.4828
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 55436.8900 2963.3665 22.9286 97234 2 1482.1869 1.28
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1156.5997 TSFTFSITPR 38429.1400 1156.6014 17.7005 92583 2 578.8043 0.8633
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 92676.2500 2156.0574 22.0467 83798 2 1078.5323 ‐1.2460
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1221.6626 AGYWVQTLVGK 69808.7400 1221.6626 18.3197 77521 2 611.3349 ‐0.5155
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 821.4305 AWIEFR 8912.8150 821.4309 17.3203 31961 1 821.4309 1.13
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1306.5487 HDVWSWSFEN 44932.5800 1306.5494 32.5526 30443 2 653.7783 0.1782
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1716.8479 SENNLIFIEFDTFK 7110.6460 1716.8504 21.7126 10534 2 858.9289 1.23
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1623.8125 VWSFKDVNLSSGER 2466.5970 1623.8125 17.1569 2886 3 541.9424 ‐0.7520
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 577.2769 AGYWV 1813.4190 577.2770 17.7905 47177 1 577.2770 0.0151
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 630.3398 VWSFK 574.7039 630.3385 15.9823 14649 1 630.3385 ‐1.9608
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 1989.8865 FNFDSFDGSNLLFLGDAE 237.9919 1989.8757 23.2197 3845 2 995.4415 ‐4.4760
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 744.4614 VQTLVGK 345.1982 744.4642 18.3185 1343 1 744.4642 4.46
NP_683568.1 lectin like protein Arabidopsis thaliana 26963.0800 29806.5106 38 52.77 None 2138.0521 VLNDVLLQNMYAGFAGSMGR 377.2422 2138.0641 22.0317 840 3 713.3595 5.84
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 1199.6630 NTITIAPENVK 91276.3000 1199.6623 21.1549 150159 2 600.3348 ‐1.0598
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 1306.5487 HDVWSWSFEN 67091.6900 1306.5494 32.5526 30443 2 653.7783 0.2425
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1565.8740 2963.3796 40.8200 7076 3 988.4647 3.82
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 3706.0560 2156.0538 38.7353 5117 2 1078.5305 ‐2.4119
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 2054.0454 DVNLSSGERFKAWIEFR 1751.9590 2054.0648 32.8198 1183 3 685.3598 9.0962
NP_683568.1 lectin like protein Arabidopsis thaliana 6615.9470 29806.5106 38 52.77 None 1045.4526 HDVWSWSF 1382.7140 1045.4519 32.5431 1390 1 1045.4519 1.99
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 2191.0818 DETPFSHGQGLYINPIQFK 57348.0400 2191.0811 19.2680 135962 3 731.0319 ‐0.2147
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 51144.3600 2963.3665 22.9286 97234 2 1482.1869 1.1862
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1156.5997 TSFTFSITPR 60517.6100 1156.6014 17.7005 92583 2 578.8043 0.7177
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 81379.6900 2156.0574 22.0467 83798 2 1078.5323 ‐1.6190
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1221.6626 AGYWVQTLVGK 61747.8800 1221.6626 18.3197 77521 2 611.3349 ‐0.6760
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 821.4305 AWIEFR 6850.4270 821.4309 17.3203 31961 1 821.4309 1.0647
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1716.8479 SENNLIFIEFDTFK 10103.0800 1716.8504 21.7126 10534 2 858.9289 1.91
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1199.6630 NTITIAPENVK 291.4634 1199.6394 19.3372 2217 2 600.3233 ‐20.3492
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 968.5200 FTFSITPR 323.0893 968.5220 17.6895 3953 1 968.5220 3.0403
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1377.7525 GQGLYINPIQFK 587.1787 1377.7513 19.2976 3930 2 689.3793 ‐1.2813
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 974.4901 LGPSSDGVSR 120.2045 974.4914 22.4598 2525 1 974.4914 2.16
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 861.4061 GPSSDGVSR 480.7290 861.4080 22.9215 1372 1 861.4080 2.97
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 744.4614 VQTLVGK 181.5386 744.4642 18.3185 1343 1 744.4642 3.14
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1055.5520 SFTFSITPR 186.7733 1055.5448 17.6842 1115 1 1055.5448 ‐5.4878
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1674.7798 FNFDSFDGSNLLFLG 443.6953 1674.7863 24.0521 956 2 837.8968 3.58
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 1169.5222 DETPFSHGQGL 692.2543 1169.5170 19.2687 813 1 1169.5170 ‐2.7344
NP_683568.1 lectin like protein Arabidopsis thaliana 20735.8000 29806.5106 38 52.77 None 2138.0521 VLNDVLLQNMYAGFAGSMGR 336.6660 2138.0641 22.0317 840 3 713.3595 5.26
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1845.9705 GPAPLSLALAHADIDEAGK 16824.6400 1845.9714 29.7776 39959 3 615.9953 0.0002
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1500.7693 DALGNDVVAAEWLK 29234.5300 1500.7692 32.5368 17447 2 750.8882 ‐0.0320
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1349.6583 GDPTYLVVENDK 128151.6000 1349.6578 22.7127 14365 2 675.3326 ‐0.6057
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1507.7944 VLFVPWVETDFR 3329.6940 1507.7975 38.3695 3224 2 754.4024 2.1302
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 Carbamidomethyl+C(23)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 2221.0996 DALGNDVVAAEWLKTHGPGDR 892.9509 2221.0855 39.7688 3539 2 1111.0464 ‐4.9850
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 450.5891 2003.9471 25.6573 1553 2 1002.4772 ‐1.7355
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1177.6099 PTYLVVENDK 474.4229 1177.6069 21.0703 2331 2 589.3071 ‐3.0938
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1339.6675 SIPADRVPDMEK 292.2900 1339.6644 26.4420 1764 2 670.3359 ‐2.4990
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 979.5095 YLVVENDK 328.1382 979.5103 23.8533 791 2 490.2588 ‐0.0388
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 1482.7587 DALGNDVVAAEWLK 1005.5840 1482.7535 30.9234 859 2 741.8804 ‐3.4897
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 10984.4100 22818.1856 17 49.52 None 2203.0891 DALGNDVVAAEWLKTHGPGDR 203.1058 2203.0800 39.4052 856 2 1102.0436 ‐2.7945
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 3819.7320 22818.1856 17 49.52 None 1845.9705 GPAPLSLALAHADIDEAGK 17663.1800 1845.9714 29.7776 39959 3 615.9953 ‐0.0591
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 3819.7320 22818.1856 17 49.52 None 1500.7693 DALGNDVVAAEWLK 33324.5200 1500.7692 32.5368 17447 2 750.8882 0.1322
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 3819.7320 22818.1856 17 49.52 None 2221.0996 DALGNDVVAAEWLKTHGPGDR 607.6664 2221.0855 39.7688 3539 2 1111.0464 ‐4.4505
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 3819.7320 22818.1856 17 49.52 Carbamidomethyl+C(3) 2003.9525 ISCQASSIPADRVPDMEK 320.1684 2003.9471 25.6573 1553 2 1002.4772 ‐1.3127
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thalian 3819.7320 22818.1856 17 49.52 None 1339.6675 SIPADRVPDMEK 178.2573 1339.6644 26.4420 1764 2 670.3359 ‐2.4177
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 1194.6187 IMVVSDEVFR 36197.1800 1194.6194 27.9691 30528 2 597.8133 0.0393
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 1241.5797 NFEIDFDSVR 16666.2300 1241.5806 29.8279 19327 2 621.2939 0.3050
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 1167.5793 TPQEFFDKR 5608.6360 1167.5792 19.7043 13635 2 584.2932 ‐0.6755
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 1854.8902 HSIDMETPVLEDALER 12428.8400 1854.8916 29.8551 13209 3 618.9687 0.1766
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 950.4942 VVSDEVFR 224.9550 950.4928 28.9888 14649 1 950.4928 0.1421
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 1081.5347 MVVSDEVFR 441.1011 1081.5327 27.9591 1307 1 1081.5327 0.2194
NP_849430.1 cystine lyase Arabidopsis thaliana 2446.4570 36551.9983 7 14.15 None 969.4789 QEFFDKR 829.6756 969.4780 19.6958 911 1 969.4780 0.7267
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 2564.3467 AAVSALQHQPVVNAVIDGDDIIYR 5397.8920 2564.3449 32.0686 14638 3 855.4532 ‐0.4192
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 586.3810 LLLDI 13007.2100 586.3822 33.8523 8237 1 586.3822 1.86



NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 852.5666 GLVVPVIR 7494.9040 852.5662 17.1414 5102 2 426.7867 ‐1.5326
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 981.4710 MNFAEIEK 4444.7570 981.4729 23.0547 3383 2 491.2401 1.0634
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 1725.8541 IPETTDTKPSPPAEDK 2662.2020 1725.8515 16.0286 3220 3 575.9553 ‐2.1762
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 897.4829 EAVYFLR 5360.1870 897.4845 25.4351 2845 2 449.2459 0.8115
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 677.3577 SLQSSR 392.5925 677.3429 17.9139 7451 1 677.3429 ‐21.6056
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 590.3256 LQSSR 54.6529 590.3244 17.1625 1145 1 590.3244 ‐2.1106
NP_849452.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1019.3870 49988.2237 9 14.69 None 583.3926 VPVIR 132.3485 583.3924 17.1399 1016 1 583.3924 ‐0.3938
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 2564.3467 AAVSALQHQPVVNAVIDGDDIIYR 5397.8920 2564.3449 32.0686 14638 3 855.4532 ‐0.4192
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 586.3810 LLLDI 13007.2100 586.3822 33.8523 8237 1 586.3822 1.86
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 852.5666 GLVVPVIR 7494.9040 852.5662 17.1414 5102 2 426.7867 ‐1.5326
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 981.4710 MNFAEIEK 4444.7570 981.4729 23.0547 3383 2 491.2401 1.0634
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 1725.8541 IPETTDTKPSPPAEDK 2662.2020 1725.8515 16.0286 3220 3 575.9553 ‐2.1762
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 897.4829 EAVYFLR 5360.1870 897.4845 25.4351 2845 2 449.2459 0.8115
NP_849453.1 Dihydrolipoamide succinyltransferase Arabidopsis thaliana 1014.2990 39702.6553 7 18.63 None 583.3926 VPVIR 132.3485 583.3924 17.1399 1016 1 583.3924 ‐0.3938
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 223.4702 33245.3029 4 19.41 None 1319.6491 NTPLHYAAGYGR 3645.7720 1319.6489 18.9092 7939 2 660.3281 ‐0.3461
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 223.4702 33245.3029 4 19.41 None 4835.2761 LGEAMGMPVAGLPDQTVSAEPEVAEEGEE 487.6366 4835.2464 36.2968 6649 4 1209.5671 ‐4.3987
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 223.4702 33245.3029 4 19.41 None 919.4553 EMAEQIAK 158.3435 919.4742 21.4135 2877 1 919.4742 21.8871
NP_849499.1 ankyrin repeat domain containing protein 2 Arabidopsis thaliana 223.4702 33245.3029 4 19.41 None 757.3628 YAAGYGR 757.1134 757.3660 18.8539 1855 1 757.3660 5.0938
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 1370.7348 MIDPIVNELAQK 15588.4700 1370.7350 29.1501 15039 2 685.8711 ‐0.0425
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 962.5153 DTLATSINK 12169.9200 962.5148 17.0477 7405 2 481.7610 ‐1.4280
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 903.5146 DTIIGAVSK 5514.8890 903.5136 20.6096 3824 2 452.2604 ‐2.1650
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 1450.7359 QMFSVLPESSGLR 146.5499 1450.7238 32.1568 1591 2 725.8655 ‐8.3960
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 1222.6678 DTLATSINKFL 962.6623 1222.6683 23.7190 4278 2 611.8378 ‐0.0104
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 2461.3735 SIPTIMIFVNGEKKDTIIGAVSK 802.3846 2461.3813 21.8822 1678 3 821.1320 3.46
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 562.3195 TSINK 107.5233 562.3206 15.4649 4552 1 562.3206 1.75
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 914.4441 QMFSVLPE 219.7989 914.4446 31.1855 1966 1 914.4446 1.14
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1944.8610 19892.7287 13 25.70 None 944.5047 DTLATSINK 152.8587 944.5110 18.6726 1578 2 472.7591 5.56
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1147.4440 19892.7287 13 25.70 None 1370.7348 MIDPIVNELAQK 13208.0600 1370.7350 29.1501 15039 2 685.8711 0.0549
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1147.4440 19892.7287 13 25.70 None 903.5146 DTIIGAVSK 4949.4330 903.5136 20.6096 3824 2 452.2604 ‐2.3079
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1147.4440 19892.7287 13 25.70 None 1448.7818 SIPTIMIFVNGEK 180.8310 1448.7609 34.1062 2469 2 724.8841 ‐14.3300
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1147.4440 19892.7287 13 25.70 None 1222.6678 DTLATSINKFL 447.6368 1222.6683 23.7190 4278 2 611.8378 0.0108
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 1039.5782 EAGPLPGLGTK 8137.4390 1039.5786 22.2439 13375 2 520.2929 ‐0.4418
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 1453.6958 DPDGYTFELIQR 9354.9080 1453.6960 29.6013 12786 2 727.3516 0.1178
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 1291.7256 TVLVDNKDFLK 2694.5860 1291.7246 24.1380 8140 2 646.3659 ‐1.1198
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 1698.8333 GNAYAQIAIGTDDVYK 6822.8000 1698.8285 26.6510 5798 2 849.9179 ‐2.4662
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 934.5356 GGGSVIAFVK 1865.2030 934.5370 24.8086 1782 1 934.5370 2.05
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 805.4567 FELIQR 184.8938 805.4563 31.1832 64321 1 805.4563 0.3006
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 522.2922 DFLK 64.6256 522.2946 24.0309 3800 1 522.2946 4.28
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1269.3570 31985.4529 18 30.4 None 797.3676 GTDDVYK 207.1630 797.3691 25.2496 1868 1 797.3691 2.58
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 1039.5782 EAGPLPGLGTK 8702.5800 1039.5786 22.2439 13375 2 520.2929 ‐0.5147
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 1453.6958 DPDGYTFELIQR 16194.5600 1453.6960 29.6013 12786 2 727.3516 0.2578
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 1291.7256 TVLVDNKDFLK 2000.9410 1291.7246 24.1380 8140 2 646.3659 ‐1.0630
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 1698.8333 GNAYAQIAIGTDDVYK 4147.1620 1698.8285 26.6510 5798 2 849.9179 ‐2.2002
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 934.5356 GGGSVIAFVK 1541.8350 934.5370 24.8086 1782 1 934.5370 2.72
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 1464.7079 TIEFYTEVFGMK 638.8698 1464.7339 29.6731 5541 2 732.8706 17.8916
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 Carbamidomethyl+C(8) 1531.7396 GPTPEPFCQVMLR 377.2941 1531.7670 17.6242 907 3 511.2605 17.0200
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 805.4567 FELIQR 147.4306 805.4563 31.1832 64321 1 805.4563 0.5203
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 522.2922 DFLK 53.0805 522.2946 24.0309 3800 1 522.2946 4.93
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 1436.1050 31985.4529 18 30.4 None 797.3676 GTDDVYK 185.9402 797.3691 25.2496 1868 1 797.3691 2.25
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 1523.7588 DFGEETTALSIVNK 2908.0730 1523.7592 28.3988 10218 2 762.3832 0.3708
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 13858.8800 2061.0301 28.7666 6964 2 1031.0187 0.0814
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 Carbamidomethyl+C(3) 1880.0059 ALCADHEVRLLTVPSAK 686.5591 1879.9905 17.8982 1741 2 940.4989 ‐7.4647
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 621.3243 PDYVK 90.6331 621.3212 28.9424 1768 1 621.3212 ‐4.8429
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2015.0900 15719.0970 9 34.03 None 560.3402 SIVNK 183.7011 560.3415 26.1092 1521 1 560.3415 2.0331
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 None 1523.7588 DFGEETTALSIVNK 2460.4860 1523.7592 28.3988 10218 2 762.3832 0.5468
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 4247.9670 1134.5613 26.3090 7586 2 567.7843 ‐0.5796
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 13909.2000 2061.0301 28.7666 6964 2 1031.0187 0.5336
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 2272.8620 15719.0970 9 34.03 None 621.3243 PDYVK 62.5025 621.3212 28.9424 1768 1 621.3212 ‐4.6903
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1189.6609 DSTLIMQLLR 22855.2800 1189.6640 21.2562 14458 2 595.3356 2.0388
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 2006.8938 DNLTLWTSDLNEEGDER 5445.7650 2006.8925 30.6086 9403 2 1003.9499 0.3431
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1224.5743 EAADQSLEAYK 6009.1590 1224.5749 18.5987 8138 2 612.7911 0.0424
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1229.5797 YLAEFSSGAER 5742.0570 1229.5793 21.2933 7712 2 615.2933 ‐0.7526
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1938.9960 HLIPSSNAVESTVFFYK 360.5060 1939.0032 33.8647 1907 2 970.0052 4.88
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1357.6747 YLAEFSSGAERK 606.4639 1357.7050 20.4755 1417 2 679.3561 22.1031
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 827.3934 DNLTLWT 554.4249 827.3930 29.5837 25491 1 827.3930 0.3198
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 1855.2480 29014.3873 8 26.38 None 1339.6641 YLAEFSSGAERK 242.3802 1339.6598 19.6372 8112 2 670.3336 ‐3.4156
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1357.6920 19853.3297 4 40.98 Carbamidomethyl+C(4)
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1357.6920 19853.3297 4 40.98 None 1471.8672 GFIFGPPIALAIGAK 4695.2350 1471.8673 22.4257 7343 2 736.4373 0.1111
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1357.6920 19853.3297 4 40.98 None 1868.0851 AIIIDDLIATGGTLAAAIR 3931.7180 1868.0887 43.1652 4466 3 623.3677 1.89
NP_849714.1 adenine phosphoribosyl transferase 1 Arabidopsis thaliana 1357.6920 19853.3297 4 40.98 None 3010.3986 VISEEYSLEYGTDTIEMHVGAVEPGER 1530.3200 3010.3995 32.2913 3466 3 1004.1380 1.0619
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2119.0917 FISPNEVSVETIDGGNTIVK 8481.4470 2119.0854 30.3205 33836 2 1060.0463 ‐1.8242
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1586.8458 VSSVEVDLPAMLAQK 5514.2290 1586.8446 19.1765 28330 2 793.9259 ‐0.5538
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2395.2843 FLSNVPGVYAIGDVIPGPMLAHK 4259.4510 2395.2798 21.1977 16822 3 799.0981 ‐1.7546
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1178.5899 VVSVDSSSDGVK 50894.0800 1178.5909 15.5823 15769 2 589.7991 0.2883
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1029.5575 AIDNAEGLVK 31877.2500 1029.5557 20.3238 14527 2 515.2815 ‐2.5358
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1139.6419 HIIVATGSDVK 53845.8700 1139.6430 16.2417 14499 2 570.3251 0.3379
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 4425.0120 2539.3148 36.1343 12395 3 847.1098 ‐3.7508
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 11835.2100 2548.2998 36.2382 10738 3 850.1048 1.03



NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8516.3830 2420.1955 38.3252 10328 2 1210.6014 ‐0.6929
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1487.8315 IVSSTGALSLSEVPK 3911.0030 1487.8295 16.6032 10106 2 744.4184 ‐1.3398
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1615.9265 IVSSTGALSLSEVPKK 8838.9080 1615.9262 15.1538 6135 3 539.3136 ‐0.9640
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 2537.2518 GFASSGSDENDVVIIGGGPGGYVAAIK 2670.5350 2537.2517 32.6362 1837 3 846.4221 0.2079
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 Carbamidomethyl+C(3)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 980.4531 SVDSSSDGVK 4497.3380 980.4510 15.5843 1410 1 980.4510 ‐0.7198
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 958.5204 IDNAEGLVK 1621.8190 958.5201 20.3280 1090 2 479.7637 ‐1.2063
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1002.5830 IIVATGSDVK 154.2569 1002.5793 16.7614 803 2 501.7933 ‐4.5167
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 5504.5820 54273.2910 33 40.63 None 1568.8353 VSSVEVDLPAMLAQK 302.4362 1568.8425 18.0174 3955 3 523.6190 3.21
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2119.0917 FISPNEVSVETIDGGNTIVK 4072.7230 2119.0854 30.3205 33836 2 1060.0463 ‐1.3421
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1207.6205 TPFTSGLDLEK 2496.0190 1207.6199 26.3070 32866 2 604.3136 ‐0.9362
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1139.6419 HIIVATGSDVK 29952.3100 1139.6430 16.2417 14499 2 570.3251 0.3164
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 4334.2730 2539.3148 36.1343 12395 3 847.1098 ‐3.9311
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 11287.7700 2548.2998 36.2382 10738 3 850.1048 1.83
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 8013.6230 2420.1955 38.3252 10328 2 1210.6014 ‐0.0560
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 2537.2518 GFASSGSDENDVVIIGGGPGGYVAAIK 2936.1160 2537.2517 32.6362 1837 3 846.4221 0.0278
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1638.8850 VPGVVYTHPEVASVGK 223.2280 1638.9076 25.7832 4104 3 546.9741 13.0615
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 761.4040 IGVETDK 132.0304 761.4114 19.9127 3194 1 761.4114 10.84
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(3)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1448.7778 ASQLGLKTTCIEK 1450.3250 1448.7650 19.2784 2845 3 483.5932 ‐9.7700
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 None 1030.5640 DNAVKNLTR 296.4244 1030.5740 18.4286 1263 2 515.7906 8.67
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1043.5190 ASQLGLKTTC 388.1700 1043.5179 20.4052 796 1 1043.5179 0.8162
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 2252.0340 54273.2910 33 40.63 Carbamidomethyl+C(10) 1430.7672 ASQLGLKTTCIEK 412.7222 1430.7671 17.7219 806 3 477.5939 ‐1.0498
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1312.3770 21922.4723 6 30.89 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 5951.0830 2319.2800 36.4706 7527 3 773.7649 ‐0.2313
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1312.3770 21922.4723 6 30.89 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 3996.5580 2966.4305 44.3021 7094 3 989.4817 2.0749
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1312.3770 21922.4723 6 30.89 None 1266.6252 DVVFEFPITEA 1439.0630 1266.6261 37.4691 5999 1 1266.6261 3.0746
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 933.2201 21922.4723 6 30.89 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 3603.6180 2319.2800 36.4706 7527 3 773.7649 ‐0.3733
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 933.2201 21922.4723 6 30.89 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 3214.4380 2966.4305 44.3021 7094 3 989.4817 1.99
NP_849786.1 40S ribosomal protein S7 1 Arabidopsis thaliana 933.2201 21922.4723 6 30.89 None 1266.6252 DVVFEFPITEA 1399.0950 1266.6261 37.4691 5999 1 1266.6261 3.23
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1551.7359 DLQDDFMGGAEIIK 6707.3040 1551.7360 32.1952 18680 2 776.3717 0.1992
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 7394.0770 2920.4676 37.0863 18079 3 974.1607 1.35
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1145.5255 EGPLAEENMR 22030.5200 1145.5269 18.4624 16784 2 573.2671 0.6054
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2487.9420 2257.2025 25.6012 16559 3 753.0724 ‐0.4415
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 5373.5470 2931.5540 23.8159 16194 3 977.8562 0.8378
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1799.9327 AYLPVVESFGFSSQLR 5941.2130 1799.9370 20.8630 14292 2 900.4721 2.43
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2079.9982 VENLYEGPLDDQYANAIR 12450.1200 2079.9948 29.2428 14267 2 1040.5010 ‐0.5326
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1836.8572 STGISLYYEMTDESLK 2684.4430 1836.8653 31.8342 12231 2 918.9363 5.1090
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1218.6187 IMGPNYIPGEK 2528.0660 1218.6228 22.8977 10809 2 609.8150 2.84
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2116.0644 GHVFEEMQRPGTPLYNIK 1590.4730 2116.0598 16.3350 10399 3 706.0248 ‐2.3696
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1807.9297 NATLTNEKEVDAHPIR 7418.4570 1807.9292 17.6898 9249 3 603.3146 ‐0.8250
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1307.6525 NMSVIAHVDHGK 7758.8430 1307.6531 16.9250 7278 3 436.5559 ‐0.6604
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 955.5320 GGGQVIPTAR 4700.0900 955.5328 16.3980 1823 2 478.2701 ‐0.0250
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 Carbamidomethyl+C(12) 1666.7854 SDPVVSFRETVCDR 1079.3960 1666.7818 30.4428 3099 2 833.8945 ‐1.7964
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 3551.7401 SFTGARDGNEYLINLIDSPGHVDFSSEVTAA 624.7621 3551.7954 20.6685 1841 3 1184.6033 16.9346
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 729.4141 VASDLPK 142.6747 729.4164 21.7270 1681 1 729.4164 3.18
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1509.7141 EAMTPLSEFEDKL 13597.9600 1509.7151 34.4660 20997 2 755.3612 0.7261
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 2399.1626 YRVENLYEGPLDDQYANAIR 1621.8220 2399.1611 29.2527 10432 3 800.3919 ‐0.5274
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 1478.3780 2807.3595 33.3158 7747 3 936.4580 ‐3.2818
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1034.5153 GDVQVYPEK 99.6365 1034.5098 35.5793 3957 1 1034.5098 ‐3.6962
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1105.5347 MGPNYIPGEK 130.3896 1105.5379 23.9630 1187 1 1105.5379 4.48
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1082.5477 NATLTNEKEV 220.9712 1082.5517 18.9381 1064 1 1082.5517 5.14
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1017.4888 GDVQVYPEK 274.1753 1017.4858 38.5592 1044 1 1017.4858 ‐1.4328
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 953.4033 EGPLAEENM 201.8873 953.4092 16.9842 925 2 477.2082 5.31
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1687.8310 94803.8361 43 36.06 None 1127.5150 EGPLAEENMR 553.0542 1127.5169 19.9989 2065 2 564.2621 1.0247
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1551.7359 DLQDDFMGGAEIIK 6483.0360 1551.7360 32.1952 18680 2 776.3717 0.3896
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 6986.8230 2920.4676 37.0863 18079 3 974.1607 1.65
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 2079.9982 VENLYEGPLDDQYANAIR 10246.1300 2079.9948 29.2428 14267 2 1040.5010 ‐0.0707
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1836.8572 STGISLYYEMTDESLK 1667.8450 1836.8653 31.8342 12231 2 918.9363 5.60
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1218.6187 IMGPNYIPGEK 2893.5400 1218.6228 22.8977 10809 2 609.8150 2.75
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1307.6525 NMSVIAHVDHGK 8164.1930 1307.6531 16.9250 7278 3 436.5559 ‐0.6257
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 534.0710 2421.1384 32.3676 3817 3 807.7177 ‐4.9533
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1063.5782 GVQYLNEIK 1106.4800 1063.5792 19.5757 2229 2 532.2932 0.1120
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 Carbamidomethyl+C(11) 4148.9151 AATSGQAFPQCVFDHWEMMSSDPLEPGT 994.9272 4148.9083 37.6819 962 3 1383.6409 ‐0.0751
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1396.6301 EAMTPLSEFEDK 665.9268 1396.6430 28.2727 4211 2 698.8251 9.93
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 Carbamidomethyl+C(18) 2152.9865 IWAFGPETTGPNMVVDMCK 538.8002 2153.0140 33.3741 2382 2 1077.0106 14.5295
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1509.7141 EAMTPLSEFEDKL 13298.7800 1509.7151 34.4660 20997 2 755.3612 0.8948
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 2399.1626 YRVENLYEGPLDDQYANAIR 2661.5830 2399.1611 29.2527 10432 3 800.3919 ‐0.6833
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1999.9153 MMERLWGENFFDPATR 2451.5820 1999.9142 31.8625 2159 2 1000.4607 0.7931
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1067.5156 YRVENLYE 191.9428 1067.5186 28.0373 2229 2 534.2629 1.27
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1105.5347 MGPNYIPGEK 155.5748 1105.5267 24.0797 1129 1 1105.5267 ‐5.0369
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 None 1045.5677 GVQYLNEIK 353.2269 1045.5630 20.6684 1132 2 523.2852 ‐5.2811
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 819.7847 94803.8361 43 36.06 Carbamidomethyl+C(18) 2134.9759 IWAFGPETTGPNMVVDMCK 377.2203 2134.9726 32.3796 822 2 1067.9899 0.1360
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1988.0182 LASASSVEEALEIAQAALQS 3500.2630 1988.0150 23.7541 24233 2 994.5112 ‐0.6767
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1828.9691 GVLVESGSPEEFQLLPK 16891.9700 1828.9672 32.2392 22795 2 914.9872 ‐0.4249
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1804.9844 TSTPGIFAIGDVAAFPLK 7847.2850 1804.9787 21.9335 22595 2 902.9930 ‐2.5515
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1508.7744 EAYAPYERPALTK 14208.0400 1508.7751 19.8878 20458 3 503.5965 ‐0.3980
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 44027.2700 1469.7404 15.8785 19837 2 735.3738 ‐0.8975
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1360.6451 GASINNLEAGSDGR 16049.2300 1360.6440 18.5308 19419 2 680.8256 ‐1.0802



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1388.7268 EVADADSLIASLGK 8503.1400 1388.7268 30.8294 17323 2 694.8670 ‐0.1441
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1083.5106 VFEYEGSPR 6100.0440 1083.5105 18.6725 17035 2 542.2589 ‐0.7566
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1179.6157 IATFWIESGR 9335.1380 1179.6179 18.2002 14689 2 590.3126 1.42
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 2326.1026 SLLTAHTDTYDYLPYFYSR 4982.6040 2326.1062 19.7730 12913 3 776.0402 1.25
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 872.4149 YEELYR 6204.4260 872.4134 17.5296 5229 2 436.7103 ‐2.8032
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1318.7379 IGGHLPGVHYIR 2892.5000 1318.7401 14.5166 3463 3 440.2516 0.6360
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1851.9011 GIEVIYEDPVAGADFEK 1228.5840 1851.9010 33.8826 1998 2 926.4541 0.6352
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1194.5790 QTPDWYKEK 135.9856 1194.5607 20.1229 22386 2 597.7840 ‐15.7871
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1261.6899 SIGGIQVDGLFR 1116.6400 1261.6807 17.0713 6145 2 631.3440 ‐7.6668
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 2184.0185 VWWQFFGDNVEVGNFDPK 580.5175 2184.0731 21.4668 2860 2 1092.5402 26.3020
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1857.9745 LFTPSLAQKYEELYR 1388.7580 1857.9853 24.9456 21781 2 929.4963 6.58
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1897.9450 IYDRMTRVEHVDHAR 569.6041 1897.9329 19.0559 3197 2 949.4701 ‐5.6161
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 3024.5048 EKGIEVIYEDPVAGADFEKQTLTTDAGK 5689.5460 3024.4985 38.9180 2753 3 1008.8377 ‐1.2765
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 Carbamidomethyl+C(6) 1049.5408 IIATGCTASR 337.2522 1049.5388 17.1828 2818 2 525.2731 ‐2.6916
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1308.6947 YAPYERPALTK 203.9035 1308.7007 18.6752 2287 3 436.9051 3.14
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1032.4705 NNLEAGSDGR 169.3491 1032.4646 19.3810 1845 1 1032.4646 ‐4.1593
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1035.5404 IYDRMTRV 120.9368 1035.5336 17.9267 1135 1 1035.5336 ‐4.9758
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1174.5950 EKQTLTTDAGK 249.5390 1174.5981 38.9163 1042 1 1174.5981 4.72
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1044.5473 GGIQVDGLFR 461.2068 1044.5514 17.7094 967 2 522.7793 3.1819
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 2166.0080 VWWQFFGDNVEVGNFDPK 432.2034 2166.0076 21.4835 2770 4 542.2574 ‐1.3020
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 4157.7920 52400.6340 47 51.45 None 1177.5524 QTPDWYKEK 118.6950 1177.5492 20.9377 4138 2 589.2782 ‐3.2777
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1828.9691 GVLVESGSPEEFQLLPK 26310.1500 1828.9671 32.2340 21850 2 914.9872 ‐0.1353
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1508.7744 EAYAPYERPALTK 19330.7800 1508.7751 19.8878 20458 3 503.5965 ‐0.3984
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1388.7268 EVADADSLIASLGK 7008.2320 1388.7268 30.8294 17323 2 694.8670 ‐0.0376
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1083.5106 VFEYEGSPR 8356.1610 1083.5104 18.7255 15196 2 542.2588 ‐0.8928
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1851.9011 GIEVIYEDPVAGADFEK 1567.0120 1851.9010 33.8826 1998 2 926.4541 0.9799
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1551.7914 EFVIVGGGNAAGYAAR 744.4965 1551.7869 28.0384 1677 2 776.3971 ‐2.5829
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1360.6451 GASINNLEAGSDGR 533.3897 1360.6550 31.3728 8262 1 1360.6550 10.70
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 870.4316 GASINNLEA 275.9904 870.4287 34.0695 2505 1 870.4287 ‐2.1033
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1308.6947 YAPYERPALTK 221.5961 1308.7007 18.6752 2287 3 436.9051 3.59
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 984.4421 FEYEGSPR 1660.5140 984.4406 18.6907 1325 1 984.4406 0.0963
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1904.3820 52400.6340 47 51.45 None 1014.4599 NNLEAGSDGR 65.5720 1014.4633 29.0445 1012 1 1014.4633 5.1822
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1804.9844 TSTPGIFAIGDVAAFPLK 11607.2200 1804.9787 21.9335 22595 2 902.9930 ‐2.8446
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1988.0182 LASASSVEEALEIAQAALQS 6380.4280 1988.0160 23.7973 22122 2 994.5116 ‐0.5212
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 33452.1100 1469.7399 15.8716 18371 2 735.3736 ‐1.4646
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1179.6157 IATFWIESGR 6056.0100 1179.6179 18.2002 14689 2 590.3126 1.1733
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 2326.1026 SLLTAHTDTYDYLPYFYSR 3533.2860 2326.1062 19.7730 12913 3 776.0402 1.07
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1318.7379 IGGHLPGVHYIR 2881.0660 1318.7401 14.5166 3463 3 440.2516 0.8393
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1551.7914 EFVIVGGGNAAGYAAR 1513.7540 1551.7875 16.5126 3386 2 776.3974 ‐2.5979
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 135.7434 1617.8053 25.5075 973 1 1617.8053 3.76
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 2060.9740 52400.6340 47 51.45 None 1533.7809 EFVIVGGGNAAGYAAR 263.4149 1533.7825 17.6303 6656 2 767.3949 0.9596
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1573.8432 GVTTIIGGGDSVAAVEK 176674.7000 1573.8435 25.4819 174704 2 787.4254 0.3861
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2015.9516 VDLNVPLDDNSNITDDTR 12663.5800 2015.9485 27.3196 37254 2 1008.4779 ‐0.5789
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 6359.3090 2266.1741 21.6959 27846 2 1133.5907 ‐0.6290
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1749.0269 LVAGLPEGGVLLLENVR 19325.8800 1749.0280 21.2046 27490 2 875.0176 1.1401
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1388.7420 ELDYLVGAVANPK 22692.1300 1388.7422 28.0568 25768 2 694.8747 ‐0.0188
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1539.8992 GVSLLLPTDVVIADK 1494.9520 1539.9025 20.3300 18303 2 770.4549 2.11
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 3421.5150 2359.1938 36.3872 12195 2 1180.1005 ‐3.6088
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2862.4917 MSHISTGGGASLELLEGKPLPGVLALDEA 1739.6910 2862.4927 36.5393 8810 3 954.8357 0.9428
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1753.8618 TIIWNGPMGVFEFDK 4049.3930 1753.8634 21.9238 8217 2 877.4353 1.92
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1903.9661 LAALADVYVNDAFGTAHR 4859.2320 1903.9685 30.9386 7136 3 635.3277 0.8477
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1074.6306 KPFAAIVGGSK 1377.5150 1074.6321 13.8537 5327 2 537.8197 0.6380
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 897.4247 YLMGNGSR 183.8503 897.4522 21.2054 1016 2 449.2297 29.5702
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1716.7752 FYAEEEKNDPEFAK 1996.8730 1716.7666 19.8884 13774 3 572.9271 ‐5.6158
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 7323.2820 2370.2939 20.6598 11887 3 790.7695 1.0862
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1790.9647 FAAGTEAVAKQLAELSGK 2645.4450 1790.9640 23.2417 10834 2 895.9856 0.1784
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 2114.4580 2157.1774 27.4623 1723 3 719.7306 0.4087
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 856.5251 LLLENVR 1645.0870 856.5250 20.6093 24510 2 428.7662 ‐1.1810
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2141.0795 ELLGVEVVMANDSIGEEVQK 483.7668 2141.0861 33.6356 16028 2 1071.0467 4.15
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1298.6951 GVTTIIGGGDSVAAV 510.7307 1298.6924 24.7458 2303 2 649.8498 ‐2.3999
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 844.4411 DIGPDSIK 88.4652 844.4430 21.9016 1379 1 844.4430 3.1616
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1171.5590 ANDSIGEEVQK 1696.2760 1171.5527 34.0012 1126 1 1171.5527 ‐3.2571
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1215.6579 IIGGGDSVAAVEK 411.6141 1215.6528 25.4696 754 1 1215.6528 ‐2.0036
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 2352.2809 GVSLLLPTDVVIADKFAPDANSK 137.1752 2352.2887 20.2645 2676 2 1176.6480 4.38
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 10742.7300 42188.8769 35 62.59 None 1732.0003 LVAGLPEGGVLLLENVR 306.7282 1731.9897 22.8085 7230 2 866.4985 ‐5.6859
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1573.8432 GVTTIIGGGDSVAAVEK 50820.6100 1573.8432 16.2688 32344 2 787.4252 ‐0.0401
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 14292.7400 2266.1741 21.6959 27846 2 1133.5907 ‐1.0271
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1749.0269 LVAGLPEGGVLLLENVR 19369.6400 1749.0280 21.2046 27490 2 875.0176 0.8596
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1539.8992 GVSLLLPTDVVIADK 4640.4920 1539.9025 20.3300 18303 2 770.4549 1.82
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1753.8618 TIIWNGPMGVFEFDK 5292.4410 1753.8634 21.9238 8217 2 877.4353 1.1376
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1074.6306 KPFAAIVGGSK 2963.2440 1074.6321 13.8537 5327 2 537.8197 0.5109
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 10627.6600 2370.2939 20.6598 11887 3 790.7695 1.76
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 751.3365 2157.1686 16.9757 1575 3 719.7277 ‐3.4085
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 844.4411 DIGPDSIK 984.2137 844.4430 21.9016 1379 1 844.4430 2.41
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 2352.2809 GVSLLLPTDVVIADKFAPDANSK 252.5094 2352.2887 20.2645 2676 2 1176.6480 4.61
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4212.6290 42188.8769 35 62.59 None 1555.8326 GVTTIIGGGDSVAAVEK 380.9528 1555.8375 17.2823 2480 3 519.2840 2.89
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1257.6725 AIYYLATDSLK 6052.4090 1257.6707 17.1433 9019 2 629.3390 ‐1.8214
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 773.4319 1233.6484 21.1231 8619 2 617.3279 ‐2.3423
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1261.6270 ELVSNASDALDK 1296.1710 1261.6296 50.5491 8383 2 631.3184 1.01



NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 2142.9925 TIEVEEDEPVKEGEEGEPK 1415.3910 2142.9952 20.1858 7941 3 715.0032 1.0790
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1485.7544 GVVDSDDLPLNVSR 6677.4180 1485.7523 26.3408 6546 2 743.3798 ‐1.3827
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 12342.0800 2705.4330 43.7825 6113 3 902.4825 2.1627
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1097.4833 FGWSANMER 942.1490 1097.4861 24.1305 4988 2 549.2467 1.12
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1401.8100 ILEINPDHPIIK 1075.7090 1401.8088 16.5099 4092 3 467.9411 ‐1.9056
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1656.7904 VFISDDFDGELFPR 1150.3590 1656.7861 16.8950 1630 3 552.9336 ‐3.3100
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 2588.3031 DLGADNGLIGQFGVGFYSAFLVAEK 1619.7870 2588.2807 28.5174 22976 2 1294.6440 ‐6.6316
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 2707.2787 AFNEFLDPLAHTHFTTEGEVEFR 652.6495 2707.2641 23.1391 4199 3 903.0929 ‐4.9471
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1551.8013 GTQITLYLREDDK 217.4468 1551.7869 28.0384 1677 2 776.3971 ‐9.1484
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 2959.4836 ENKDLGADNGLIGQFGVGFYSAFLVAEK 1605.3050 2959.4251 40.2466 882 3 987.1465 ‐19.0590
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1212.5796 EKFWENFGR 193.8845 1212.5759 15.9598 14727 2 606.7916 ‐3.5493
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1798.8528 KTFDMIQEISESENK 836.5913 1798.8675 31.9630 2990 2 899.9374 8.36
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1897.9510 LMKAQALGDTSSLEFMR 1177.5660 1897.9498 21.8949 987 2 949.4785 0.1223
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1073.5514 YYLATDSLK 254.2963 1073.5496 15.8286 2372 2 537.2785 ‐2.3160
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1239.6620 AIYYLATDSLK 301.8369 1239.6679 18.1579 5385 2 620.3376 4.06
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 819.0857 88712.8445 39 23.94 None 1780.8422 KTFDMIQEISESENK 361.4781 1780.8364 32.9417 3825 2 890.9218 ‐2.6872
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1656.7904 VFISDDFDGELFPR 3663.9140 1656.7915 34.6245 10861 2 828.8994 1.64
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 874.4629 EILQESR 2427.4200 874.4622 17.7869 9114 1 874.4622 0.4716
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 Carbamidomethyl+C(6) 1233.6508 LSSSPCVLVSGK 1525.2930 1233.6484 21.1231 8619 2 617.3279 ‐2.3154
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1525.7315 AQALGDTSSLEFMR 2269.4480 1525.7319 28.0699 7916 2 763.3696 0.4986
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1485.7544 GVVDSDDLPLNVSR 5371.0850 1485.7523 26.3408 6546 2 743.3798 ‐1.2263
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 14314.3900 2705.4330 43.7825 6113 3 902.4825 1.33
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1097.4833 FGWSANMER 1350.3820 1097.4861 24.1305 4988 2 549.2467 1.81
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 Carbamidomethyl+C(6) 1821.8899 EELIDCLGTIAQSGTSK 340.8096 1821.8967 24.1195 1462 3 607.9704 3.1425
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1261.6270 ELVSNASDALDK 135.4585 1261.6370 32.1676 10530 2 631.3222 7.23
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 2679.2996 FVDISKEDLELGDEDEVKDREAK 300.5855 2679.2740 35.4524 9185 3 893.7628 ‐9.3453
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1661.7501 EDLELGDEDEVKDR 264.2418 1661.7744 35.4445 3027 2 831.3908 15.2409
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 2351.1249 FVDISKEDLELGDEDEVKDR 580.1984 2351.0988 34.2714 1861 2 1176.0530 ‐8.9030
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 Carbamidomethyl+C(3) 1399.6747 LGCIEDTGNHKR 291.0633 1399.6952 23.5535 1558 2 700.3513 14.6403
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 2959.4836 ENKDLGADNGLIGQFGVGFYSAFLVAEK 1688.8870 2959.4251 40.2466 882 3 987.1465 ‐19.3127
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 2111.0736 LMKAQALGDTSSLEFMRGR 1209.5690 2111.0721 34.0002 2013 2 1056.0397 0.8981
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1044.5684 LGTIAQSGTSK 137.7684 1044.5744 24.5634 2965 2 522.7908 4.75
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 970.4662 TSSLEFMR 82.6005 970.4626 27.5999 2487 2 485.7349 ‐4.7677
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 833.3999 NASDALDK 49.2801 833.4013 33.5062 1846 1 833.4013 2.66
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 None 1052.5119 IEDTGNHKR 117.6856 1052.5130 23.5225 1019 2 526.7602 0.2086
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 791.9689 88712.8445 39 23.94 Carbamidomethyl+C(3) 1382.6482 LGCIEDTGNHKR 96.3058 1382.6411 25.2414 2381 2 691.8242 ‐5.1419
NP_850015.1 dessication responsive protein Arabidopsis thaliana 732.3929 20815.6406 5 27.81 None 1377.6281 EAGDESIVDWTR 3438.0780 1377.6297 26.5189 4319 2 689.3185 1.0073
NP_850015.1 dessication responsive protein Arabidopsis thaliana 732.3929 20815.6406 5 27.81 None 1626.7680 NDVVYETSQALMEK 3963.4020 1626.7739 27.6146 4164 2 813.8906 3.73
NP_850015.1 dessication responsive protein Arabidopsis thaliana 732.3929 20815.6406 5 27.81 None 1110.6994 VKPAAVIVGTR 851.4724 1110.7036 18.0860 1845 2 555.8555 3.94
NP_850015.1 dessication responsive protein Arabidopsis thaliana 732.3929 20815.6406 5 27.81 None 1589.9010 LADTLHLVHAVSSVK 2056.4470 1589.8993 16.0967 7425 3 530.6380 ‐1.8285
NP_850015.1 dessication responsive protein Arabidopsis thaliana 732.3929 20815.6406 5 27.81 None 1397.6981 VVYETSQALMEK 233.6171 1397.6916 29.3154 1742 2 699.3495 ‐4.7560
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2872.2780 15605.5295 5 25.16 None 1274.6416 GFGFVTFKDEK 18492.0100 1274.6436 16.9341 26754 2 637.8254 1.98
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2872.2780 15605.5295 5 25.16 None 1727.8487 ALETAFAQYGDVIDSK 13952.1900 1727.8490 30.2272 21771 2 864.4281 0.6358
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2872.2780 15605.5295 5 25.16 Carbamidomethyl+C(1) 1467.6686 CFVGGLAWATDDR 2311.1480 1467.6692 30.2045 1298 2 734.3382 0.4333
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2872.2780 15605.5295 5 25.16 Carbamidomethyl+C(1) 3176.4994 CFVGGLAWATDDRALETAFAQYGDVIDSK 3444.9770 3176.4794 39.5286 6842 2 1588.7433 ‐3.2134
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2872.2780 15605.5295 5 25.16 None 1826.8852 SITVNEAQSRGSGGGGGHR 125.1976 1826.8696 27.8902 1224 2 913.9385 ‐7.8911
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thalia 819.0677 25160.2295 4 20.45 None 1268.6733 ITLDPEDPAAVK 8441.0650 1268.6728 24.0738 8429 2 634.8401 ‐0.6977
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thalia 819.0677 25160.2295 4 20.45 None 1251.6290 GMDLLVAEFEK 4602.6810 1251.6327 33.3735 6491 2 626.3200 2.56
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thalia 819.0677 25160.2295 4 20.45 None 1326.6246 YEENLELSMAK 1775.1370 1326.6308 24.3383 3411 2 663.8190 4.47
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thalia 819.0677 25160.2295 4 20.45 None 1194.5307 SDAVEAMESQK 795.1019 1194.5258 17.4423 2936 2 597.7665 ‐4.6000
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1927.8556 EADVDGDGQINYEEFVK 16481.7000 1927.8587 27.9810 20446 2 964.4330 2.23
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1568.7075 DTDSEEELKEAFR 10560.5500 1568.7073 24.0204 18075 3 523.5739 ‐0.9410
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1827.8429 MKDTDSEEELKEAFR 6673.0230 1827.8451 22.7975 13334 3 609.9532 0.6522
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1809.9130 VFDKDQNGFISAAELR 2247.7560 1809.9157 26.9331 5039 3 603.9768 0.9753
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGTIDFP 144.0368 4064.9640 22.3044 2055 3 1355.6595 21.3339
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1352.6329 DSEEELKEAFR 2827.0860 1352.6377 24.0115 2008 2 676.8225 3.95
NP_850096.1 calmodulin 5 Arabidopsis thaliana 4945.7060 12868.3648 7 75.22 None 1612.7489 VDGDGQINYEEFVK 264.3547 1612.7528 27.0686 1847 2 806.8801 2.07
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2261.6240 2171.1336 24.3033 14700 2 1086.0705 ‐4.2003
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1615.8326 AILSEFTEIPPENR 1395.8940 1615.8381 30.1364 10564 2 808.4227 3.66
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1789.9371 GLTWFIPSDDPTLISK 4776.4610 1789.9400 21.1069 10418 2 895.4736 2.1812
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 6214.3620 2861.4538 38.9520 10179 3 954.4895 1.0100
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1085.5837 QVSVDVPDVK 2813.5420 1085.5833 22.0317 9751 2 543.2953 ‐1.0449
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1108.6725 GVLLIGPPGTGK 2250.3500 1108.6732 16.9727 9683 2 554.8402 ‐0.0138
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 1030.8110 2103.0477 34.8943 2719 2 1052.0275 ‐1.8534
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1198.6103 FLEYLDKDR 1888.2820 1198.6048 15.4028 2578 2 599.8060 ‐5.0739
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1886.8814 SGGGMGGPGGPGNPLQFGQSK 291.8554 1886.8760 18.0631 1823 2 943.9416 ‐2.0951
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 Carbamidomethyl+C(7) 1981.9682 MAASSACLVGNGLSVNTTTK 2481.6060 1981.9652 22.0137 1509 2 991.4862 ‐0.5974
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1188.6470 LAEDIDSAVKK 595.8144 1188.6270 17.1423 9304 2 594.8171 ‐17.3888
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1546.8111 LSDSAYEIALSHIK 2265.8310 1546.8131 17.3821 3444 3 516.2759 0.3987
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 Carbamidomethyl+C(6) 1850.9277 AASSACLVGNGLSVNTTTK 273.4026 1850.9086 20.4655 1808 2 925.9579 ‐9.6217
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1408.6811 IVAGMEGTVMTDGK 302.5055 1408.6958 36.6294 1418 2 704.8515 10.50
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 2554.3848 TPGFSGADLANLLNEAAILAGRRAR 580.4590 2554.3893 19.1533 2989 4 639.3528 0.9377
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1674.9061 KLSDSAYEIALSHIK 1107.8430 1674.9063 17.1088 2249 2 837.9568 0.4559
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 Carbamidomethyl+C(15) 2861.4363 SKSLVAYHEVGHAVCGTLTPGHDAVQK 1103.7960 2861.4277 23.6901 1190 4 716.1124 ‐3.5499
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 1650.8520 KFDNDVSLEIIAMR 359.0170 1650.8359 27.5917 978 2 825.9216 ‐9.4229
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 745.0297 74328.6588 50 30.65 None 989.4938 KLSDSAYEI 247.4820 989.4894 16.2672 998 1 989.4894 ‐3.0996
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 7224.4590 2861.4538 38.9520 10179 3 954.4895 0.7734
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1085.5837 QVSVDVPDVK 2070.1260 1085.5833 22.0317 9751 2 543.2953 ‐1.0942
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1655.8487 VPSSTTTTPASAPTPAAV 2113.9140 1655.8432 21.6308 6366 2 828.4252 ‐2.7272



NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 Carbamidomethyl+C(7) 2103.0540 AKENAPCIVFVDEIDAVGR 690.7900 2103.0477 34.8943 2719 2 1052.0275 ‐1.3796
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1188.6470 LAEDIDSAVKK 89.7156 1188.6302 24.6392 10318 2 594.8187 ‐14.6839
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1565.7653 TSISSKEIDDSIDR 301.9062 1565.7267 27.6853 6049 2 783.3670 ‐24.3280
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 3020.4993 EQTLNQLLTEMDGFEGNTGVIVVAATNR 127.9002 3020.4152 35.4219 3642 3 1007.4766 ‐27.3286
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 Carbamidomethyl+C(13) 2646.3093 SLVAYHEVGHAVCGTLTPGHDAVQK 153.5298 2646.3205 30.2978 3413 4 662.3356 3.22
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1408.6811 IVAGMEGTVMTDGK 222.5366 1408.6958 36.6294 1418 2 704.8515 10.18
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1886.8814 SGGGMGGPGGPGNPLQFGQSK 234.0892 1886.8305 26.8891 1324 2 943.9189 ‐25.8360
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 4337.0238 SGGGMGGPGGPGNPLQFGQSKAKFQME 253.7914 4337.0582 28.5266 2911 6 723.6824 7.06
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 810.3992 EQTLNQL 252.2548 810.3965 34.1121 4674 1 810.3965 ‐2.4140
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 424.2101 74328.6588 50 30.65 None 1212.6008 GPGNPLQFGQSK 101.4162 1212.5982 28.2313 1693 2 606.8027 ‐2.6128
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 2171.1455 TPGFSGADLANLLNEAAILAGR 1436.6790 2171.1336 24.3033 14700 2 1086.0705 ‐4.5767
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1452.8421 VQLPGLSQELLQK 11991.2500 1452.8415 18.5953 11107 2 726.9244 ‐0.6129
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1789.9371 GLTWFIPSDDPTLISK 4787.5290 1789.9400 21.1069 10418 2 895.4736 1.15
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1108.6725 GVLLIGPPGTGK 12561.3800 1108.6732 16.9727 9683 2 554.8402 ‐0.1486
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1198.6103 FLEYLDKDR 1504.1710 1198.6048 15.4028 2578 2 599.8060 ‐5.2291
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 Carbamidomethyl+C(7) 1981.9682 MAASSACLVGNGLSVNTTTK 574.3602 1981.9652 22.0137 1509 2 991.4862 ‐0.9308
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1060.5521 LAEDIDSAVK 64.0444 1060.5671 22.7452 5287 1 1060.5671 15.4905
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 2359.2140 VDLYENGTIAIVEAVSPELGNR 711.4479 2359.2033 20.9606 5224 2 1180.1053 ‐3.3390
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1522.7570 FDNDVSLEIIAMR 363.2070 1522.7543 16.9110 3702 3 508.2563 ‐2.4431
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 3020.4993 EQTLNQLLTEMDGFEGNTGVIVVAATNR 793.4542 3020.4849 22.7477 3481 3 1007.4998 ‐3.6699
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 Carbamidomethyl+C(6) 1850.9277 AASSACLVGNGLSVNTTTK 120.3248 1850.9086 20.4655 1808 2 925.9579 ‐9.9253
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 2352.1058 EIDDSIDRIVAGMEGTVMTDGK 406.2696 2352.0937 21.1024 5871 2 1176.5505 ‐3.9597
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1674.9061 KLSDSAYEIALSHIK 695.6825 1674.9063 17.1088 2249 2 837.9568 0.1924
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1684.7847 EIDDSIDRIVAGMEGT 342.5913 1684.7842 20.7364 5686 2 842.8957 ‐0.1696
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1144.5633 TPGFSGADLANL 435.2992 1144.5610 24.2928 2169 1 1144.5610 ‐0.3831
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 None 1074.5426 GNGLSVNTTTK 202.1080 1074.5371 22.5663 1593 1 1074.5371 ‐3.7234
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 Carbamidomethyl+C(4) 1690.8429 SSACLVGNGLSVNTTTK 149.9031 1690.8486 20.8663 1195 2 845.9279 3.25
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thalian 704.7196 74328.6588 50 30.65 Carbamidomethyl+C(6) 1833.9011 AASSACLVGNGLSVNTTTK 140.1228 1833.9067 20.5914 7992 2 917.4570 3.01
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 315.7414 59570.0014 10 7.66 None 2618.3501 SLSLNASDLAPYALQGYGLFFDKK 6246.2200 2618.3466 20.9200 10742 3 873.4537 ‐0.9858
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 315.7414 59570.0014 10 7.66 None 1705.8288 VIAIDAMPDPGMGQYK 931.7342 1705.8307 24.4300 5005 3 569.2818 0.4601
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 315.7414 59570.0014 10 7.66 None 1932.9677 RTWLGFFSWLMTSLST 789.3681 1932.9660 34.2745 1765 2 966.9866 ‐0.0367
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 315.7414 59570.0014 10 7.66 None 2513.3075 LSLNASDLAPYALQGYGLFFDKK 685.4449 2513.3128 19.7767 1485 3 838.4425 2.01
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 2618.3501 SLSLNASDLAPYALQGYGLFFDKK 2623.0470 2618.3466 20.9200 10742 3 873.4537 ‐0.6859
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 778.4094 DLDIFR 511.1215 778.4132 20.7123 7300 1 778.4132 5.66
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 1484.7355 WMPTGFVSFERK 1503.4120 1484.7360 16.9111 2536 2 742.8716 0.1513
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 1705.8288 VIAIDAMPDPGMGQYK 333.0442 1705.8649 19.7903 2484 2 853.4361 21.3222
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 2513.3075 LSLNASDLAPYALQGYGLFFDKK 172.1454 2513.3128 19.7767 1485 3 838.4425 2.22
NP_850175.1 poly ADP ribose glycohydrolase 2 Arabidopsis thaliana 171.2443 59570.0014 10 7.66 None 1466.7249 WMPTGFVSFERK 684.1268 1466.7257 18.0287 3899 2 733.8665 0.3230
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1373.7271 IAEALNTSGLQEK 1002.2120 1373.7228 30.4778 12126 2 687.3650 ‐3.2950
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 877.4625 AASEATSLK 1139.2000 877.4650 17.7674 4771 1 877.4650 3.08
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1071.6045 IEALEQQIK 2423.4530 1071.6029 20.5514 3788 2 536.3051 ‐2.1717
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1836.8610 DTAEQIYAANENLQEK 858.2700 1836.8619 23.1571 2770 2 918.9346 1.1438
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 981.4346 SEMVNPSFA 1630.7470 981.4375 18.9466 2555 2 491.2224 2.0548
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1542.8162 IGVFIEGEPIEPSR 1584.1020 1542.8180 28.8236 2165 2 771.9126 1.58
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2208.0891 ASISHSSLALGGASSASASDYLR 2400.0510 2208.0913 21.6596 2052 2 1104.5493 2.56
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1038.5214 EAVFSDSRK 1965.1360 1038.5176 24.2106 1368 1 1038.5176 ‐2.0943
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 Carbamidomethyl+C(17) 2627.3071 MLMLENAVFYVASPEACAAILWK 983.6887 2627.3323 45.3606 3970 3 876.4490 9.61
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1600.7925 SEELGQGEAIANNLR 451.8288 1600.7509 27.9111 1176 2 800.8791 ‐25.7879
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2268.1507 LKEEFNTRLTDAPNYESLK 2510.3330 2268.1535 21.2375 16029 2 1134.5804 2.40
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2093.1060 LTDAPNYESLKSKLNMLR 1002.2260 2093.1099 20.7480 15657 3 698.3748 1.21
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 2774.4063 GEVEAEMAGVLKSMGLELDAVKQNQK 1255.0890 2774.3907 22.0360 14411 3 925.4684 ‐5.1106
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1607.8024 SLALGGASSASASDYLR 284.5898 1607.8092 21.8000 1786 2 804.4082 4.76
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 874.4265 NENLQEK 238.2678 874.4254 23.8734 1486 1 874.4254 ‐0.1933
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1283.6300 GEVEAEMAGVLKS 362.9613 1283.6266 21.9589 1174 1 1283.6266 ‐0.1786
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 1053.5939 IEALEQQIK 409.7410 1053.5970 22.4260 2420 2 527.3021 2.14
NP_850291.1 acetyl coenzyme A carboxylase carboxyl transferase subunit alp 257.4366 85420.3594 18 15.73 None 963.4240 SEMVNPSFA 264.0694 963.4182 20.5622 1084 1 963.4182 ‐4.7584
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 244488.6000 2304.0607 32.2469 618213 2 1152.5340 ‐1.1596
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1780.8098 EGPPVFEQPEMTYEK 187278.3000 1780.8075 26.3143 570767 2 890.9074 ‐0.7749
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1697.7613 GLAYDTSDDQQDITR 122807.0000 1697.7585 20.3443 535277 2 849.3829 ‐1.2169
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2347.1888 VQLAETYLSQAALGDANADAIGR 183687.8000 2347.1817 31.4347 521421 2 1174.0945 ‐1.4705
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 110386.5000 2150.1281 21.2594 401349 2 1075.5677 ‐0.3397
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 69673.4300 2823.4537 23.6905 353932 3 941.8228 ‐0.3453
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 90071.3400 1212.5747 24.5174 318182 2 606.7910 ‐0.8463
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1059.6197 NFLTLPNIK 61010.1000 1059.6197 18.9051 270082 2 530.3135 ‐0.7856
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1152.7139 VPLILGIWGGK 113408.8000 1152.7160 21.2939 256659 2 576.8617 1.25
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2083.9973 LMEYGNMLVMEQENVKR 45507.5700 2083.9944 17.5225 223999 3 695.3363 ‐1.6656
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1007.5408 FVESLGVEK 17015.8400 1007.5388 21.2296 183399 2 504.2730 ‐2.8069
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQG 27347.5800 3324.5747 19.4301 157893 4 831.8991 ‐1.0332
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 940.4676 FYWAPTR 41366.2300 940.4668 15.9862 99411 2 470.7370 ‐1.7988
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 89737.8200 2384.0317 22.6848 95316 2 1192.5195 ‐1.6578
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1927.8962 LMEYGNMLVMEQENVK 12313.5500 1927.8939 30.4268 65924 2 964.4506 ‐0.3628
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1340.6382 FYWAPTREDR 40905.7700 1340.6379 15.0760 53135 3 447.5508 ‐1.2756
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTN 19154.6400 3943.8363 21.2272 52291 3 1315.2836 ‐0.2836
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 809.5244 LVVHITK 32200.7300 809.5250 17.4707 30164 2 405.2661 ‐0.4278
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTN 5622.0110 4543.1033 20.5833 29181 4 1136.5313 ‐0.7958
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1078.5891 YREAADLIK 6782.9070 1078.5876 18.5024 2203 1 1078.5876 0.2954
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 822.4468 FAQSNKK 278.0622 822.4273 25.5259 1355 1 822.4273 ‐22.9927
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1135.6358 KFVESLGVEK 21192.0300 1135.6361 19.9092 132013 2 568.3217 ‐0.3474



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 2314.5660 2503.2885 29.8978 34950 3 835.1010 ‐0.3497
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 696.4403 VVHITK 135.1063 696.4379 17.3140 25293 1 696.4379 ‐3.0569
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 597.3719 VHITK 19916.1700 597.3716 17.4690 14094 1 597.3716 ‐0.4342
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(1) 850.4162 CELVMAK 15341.4300 850.4182 24.5095 10314 1 850.4182 3.82
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 860.4724 VESLGVEK 231.6445 860.4702 21.2291 7224 1 860.4702 ‐1.5384
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 690.3093 GLAYDTS 147.0331 690.3119 21.2641 6482 1 690.3119 4.0792
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1009.5564 IKDEDIVTL 280.2080 1009.5518 25.1880 6052 2 505.2795 ‐5.4322
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 956.5928 LILGIWGGK 307.6988 956.5935 21.2944 5048 1 956.5935 2.0154
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1210.6215 GQSIDFFGALR 418.6530 1210.6202 25.8549 4187 2 605.8137 ‐1.5504
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1466.7638 GNDFSTLYAPLIR 345.2224 1466.7619 21.1870 3565 2 733.8846 ‐1.3013
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1670.8636 IKDEDIVTLVDQFPG 133.9346 1670.8633 23.6015 3439 2 835.9353 0.2122
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 632.3614 SLGVEK 99.3195 632.3598 21.2541 3381 1 632.3598 ‐2.3075
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 825.4254 DFFGALR 60.0138 825.4201 22.2367 3298 1 825.4201 ‐5.5322
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1154.5034 EQPEMTYEK 239.9153 1154.5052 26.3224 2232 1 1154.5052 3.13
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 617.3406 GIWGGK 195.0364 617.3404 21.2980 2189 1 617.3404 ‐0.2476
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1498.7788 IKDEDIVTLVDQF 120.3602 1498.7824 25.9292 2128 3 500.2657 1.23
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(2) 1840.9262 ICTGNDFSTLYAPLIR 1283.8460 1840.9221 20.4693 2068 2 920.9647 ‐1.5919
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1342.6710 QAALGDANADAIGR 322.9440 1342.6764 32.9450 2046 2 671.8418 3.33
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1369.7209 IKDEDIVTLVDQ 182.2652 1369.7218 22.0256 2017 3 457.2455 ‐0.3657
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 498.3398 PLIR 98.7627 498.3398 19.5200 1935 1 498.3398 ‐0.4938
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1527.6558 AYDTSDDQQDITR 654.9655 1527.6593 20.3453 1739 1 1527.6593 5.33
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1160.5178 TSDDQQDITR 156.0627 1160.5105 22.1555 1497 1 1160.5105 ‐4.2707
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 805.4867 1421.6791 31.0795 1487 1 1421.6791 ‐0.6163
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1055.5230 YIAPAFMDK 105.5969 1055.5249 22.1142 1471 1 1055.5249 3.42
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5) 855.4393 VPIICTGN 95.8082 855.4357 19.5347 1312 2 428.2215 ‐5.4318
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1204.6208 VQLAETYLSQA 352.1451 1204.6251 32.0584 1216 2 602.8162 3.0796
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 659.3471 LDAGAGR 159.5025 659.3454 32.9284 1183 1 659.3454 ‐2.4368
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 2070.0251 RVQLAETYLSQAALGDANAD 652.8029 2070.0223 30.0993 1163 3 690.6790 ‐1.5775
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1582.8013 QFPGQSIDFFGALR 109.9342 1582.7938 23.0282 951 2 791.9006 ‐4.4923
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 843.5087 ILGIWGGK 138.4505 843.5133 22.2521 830 2 422.2603 4.74
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 1697.8282 DQFPGQSIDFFGALR 256.0247 1697.8246 25.3953 821 2 849.4159 ‐1.7004
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5) 1400.6879 VPIICTGNDFSTL 372.3085 1400.6828 20.9960 810 1 1400.6828 ‐0.7497
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 385.6445 2132.1257 21.2517 1253 3 711.3801 2.0578
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 Carbamidomethyl+C(4) 1195.5486 SFQCELVMAK 239.2696 1195.5507 22.8897 2431 2 598.2790 1.30
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 65333.0800 48785.7367 133 72.56 None 805.4203 FAQSNKK 54.3848 805.4149 23.9836 2223 1 805.4149 ‐5.8988
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 294543.7000 2304.0607 32.2457 613130 2 1152.5340 ‐0.5891
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1780.8098 EGPPVFEQPEMTYEK 194906.0000 1780.8074 26.3107 559781 2 890.9073 ‐0.4905
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 2347.1888 VQLAETYLSQAALGDANADAIGR 164173.1000 2347.1813 31.4319 508811 2 1174.0943 ‐1.0275
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 126891.1000 1212.5747 24.5157 315973 2 606.7910 ‐0.8405
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1007.5408 FVESLGVEK 9912.9760 1007.5388 21.2284 182593 2 504.2730 ‐2.9012
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1927.8962 LMEYGNMLVMEQENVK 7202.0960 1927.8933 30.4164 61119 2 964.4503 ‐0.3316
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 809.5244 LVVHITK 52902.4200 809.5250 17.4707 30164 2 405.2661 ‐0.6190
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 13796.1700 2823.4547 42.6496 14494 3 941.8231 ‐0.2463
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 3258.2130 2150.1282 36.9980 12610 2 1075.5677 0.2038
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1152.7139 VPLILGIWGGK 1770.4290 1152.7114 36.5100 7747 2 576.8594 ‐2.7770
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQG 2745.4780 3324.5841 33.6536 5618 4 831.9015 2.0456
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1697.7613 GLAYDTSDDQQDITR 573.9601 1697.7617 20.1587 5113 2 849.3845 0.8854
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1078.5891 YREAADLIK 17147.2900 1078.5876 18.5024 2203 1 1078.5876 0.6145
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1129.6324 AAAVSTVGAINR 84.8276 1129.6161 26.9805 3189 2 565.3117 ‐15.0888
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1135.6358 KFVESLGVEK 26471.1400 1135.6361 19.9092 132013 2 568.3217 ‐0.3709
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 3080.1040 2503.2885 29.8953 34336 3 835.1010 ‐0.5429
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Oxidation+M(7)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 761.4040 ESLGVEK 618.6422 761.4025 21.2245 18113 1 761.4025 ‐1.0739
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 597.3719 VHITK 32896.1200 597.3716 17.4690 14094 1 597.3716 ‐0.2903
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(1) 850.4162 CELVMAK 23387.7600 850.4182 24.5095 10314 1 850.4182 3.42
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 498.3035 HITK 15250.5500 498.3032 17.4702 9928 1 498.3032 ‐0.7862
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1148.5695 FINDLDAGAGR 3161.7730 1148.5623 31.0799 4009 1 1148.5623 ‐3.8727
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 432.2453 GVEK 75.5536 432.2438 19.9110 3811 1 432.2438 ‐3.8814
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 696.4403 VVHITK 3410.9410 696.4403 17.4717 3470 1 696.4403 0.5073
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1497.6930 PVFEQPEMTYEK 1181.1420 1497.6841 26.3137 2970 1 1497.6841 ‐2.1916
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1232.5472 MGINPIMMSAGE 956.6309 1232.5445 32.2430 2529 1 1232.5445 0.5163
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1154.5034 EQPEMTYEK 300.5008 1154.5052 26.3224 2232 1 1154.5052 3.81
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1342.6710 QAALGDANADAIGR 216.9890 1342.6764 32.9450 2046 2 671.8418 3.62
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(1) 1421.6842 CLFINDLDAGAGR 766.2828 1421.6791 31.0795 1487 1 1421.6791 ‐0.1721
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Oxidation+M(5)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1698.8810 RVQLAETYLSQAALGD 523.0067 1698.8756 32.1737 1418 2 849.9414 ‐2.4864
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1345.6313 MGINPIMMSAGEL 528.9950 1345.6304 32.2354 1370 1 1345.6304 2.33
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1204.6208 VQLAETYLSQA 235.7086 1204.6251 32.0584 1216 2 602.8162 3.0916
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 1576.7352 PPVFEQPEMTYEK 298.6536 1576.7394 27.9181 1064 2 788.8733 3.0387
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 None 860.4724 VESLGVEK 106.5669 860.4750 20.5021 1018 1 860.4750 4.03
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 40863.1800 48785.7367 133 72.56 Carbamidomethyl+C(4) 1194.5646 SFQCELVMAK 219.2767 1194.5706 24.5226 2764 2 597.7889 4.93
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 78202.3000 2150.1281 21.2594 401349 2 1075.5677 ‐0.7114
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 93985.3900 2823.4537 23.6905 353932 3 941.8228 ‐0.0302
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1059.6197 NFLTLPNIK 65739.8900 1059.6197 18.9051 270082 2 530.3135 ‐0.9092
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1152.7139 VPLILGIWGGK 103766.8000 1152.7160 21.2939 256659 2 576.8617 1.0977
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2083.9973 LMEYGNMLVMEQENVKR 43710.0800 2083.9944 17.5225 223999 3 695.3363 ‐1.4054



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYVSQG 24690.7100 3324.5747 19.4301 157893 4 831.8991 ‐0.7899
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 940.4676 FYWAPTR 53843.4600 940.4668 15.9862 99411 2 470.7370 ‐1.8953
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 144126.8000 2384.0317 22.6848 95316 2 1192.5195 ‐2.0827
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1340.6382 FYWAPTREDR 47308.5000 1340.6379 15.0760 53135 3 447.5508 ‐1.0707
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADNPTN 17934.8000 3943.8363 21.2272 52291 3 1315.2836 0.1147
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2347.1888 VQLAETYLSQAALGDANADAIGR 5501.0440 2347.1836 18.7279 32999 2 1174.0955 ‐1.0484
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADNPTN 3308.1860 4543.1033 20.5833 29181 4 1136.5313 ‐0.9670
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 4042.6700 2304.0600 19.2179 16431 2 1152.5336 ‐1.8914
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 8335.1930 1212.5759 15.9598 14727 2 606.7916 ‐0.0329
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1927.8962 LMEYGNMLVMEQENVK 458.6497 1927.9035 18.3756 4603 2 964.4554 4.44
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1129.6324 AAAVSTVGAINR 283.5640 1129.6330 18.7767 3431 1 1129.6330 2.0770
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2217.1874 APLSLNGSGSGAVSAPASTFLGKK 366.0264 2217.1813 25.3979 2913 2 1109.0943 ‐1.7976
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 3169.3630 3167.6287 23.0582 14051 4 792.6626 0.8783
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(5) 2866.4590 VPIICTGNDFSTLYAPLIRDGRMEK 599.5766 2866.4568 24.9080 10547 3 956.1571 0.1463
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 917.9368 2503.2995 17.9854 3831 3 835.1047 4.47
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(8)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1053.6455 PLILGIWGGK 494.1309 1053.6483 21.2953 6228 1 1053.6483 3.88
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 793.3992 YWAPTR 127.9953 793.3990 15.9871 5103 1 793.3990 0.2329
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 956.5928 LILGIWGGK 183.4040 956.5935 21.2944 5048 1 956.5935 1.30
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 2461.1929 APMGTGTHHAVLSSYEYVSQGLR 344.6739 2461.1982 16.7702 4874 3 821.0709 2.39
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1143.5753 ALGDANADAIGR 413.3170 1143.5721 20.0845 4840 1 1143.5721 ‐1.1594
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 843.5087 ILGIWGGK 191.2655 843.5106 21.2923 3310 1 843.5106 2.26
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 730.4246 LGIWGGK 226.1169 730.4277 21.2936 3112 1 730.4277 4.84
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 617.3406 GIWGGK 188.2099 617.3404 21.2980 2189 1 617.3404 ‐0.5652
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(2) 1840.9262 ICTGNDFSTLYAPLIR 228.4439 1840.9221 20.4693 2068 2 920.9647 ‐1.8932
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1058.5364 TDKIKDEDI 275.2459 1058.5344 25.5701 1955 1 1058.5344 ‐0.5663
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1055.5230 YIAPAFMDK 135.5070 1055.5249 22.1142 1471 1 1055.5249 3.1274
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 Carbamidomethyl+C(2) 960.4642 QCELVMAK 499.5065 960.4651 15.9982 1270 2 480.7362 ‐0.0974
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1376.7025 MLVMEQENVKR 237.4095 1376.6978 18.7382 1102 2 688.8526 ‐3.7292
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidop 27439.8200 48785.7367 133 72.56 None 1697.8282 DQFPGQSIDFFGALR 845.7404 1697.8246 25.3953 821 2 849.4159 ‐1.9692
NP_850363.1 actin family protein Arabidopsis thaliana 298.7439 37253.5535 5 16.72 None 1954.0644 VAPEEHPVLLTEAPLNPK 1846.2770 1954.0612 26.4613 4813 2 977.5343 ‐0.7530
NP_850363.1 actin family protein Arabidopsis thaliana 298.7439 37253.5535 5 16.72 None 1533.7876 MTKEINALAAANMR 1610.7240 1533.7863 16.2447 4526 2 767.3968 ‐0.7568
NP_850363.1 actin family protein Arabidopsis thaliana 298.7439 37253.5535 5 16.72 None 2832.3760 EVVRDIKEQFGYIALDYEQEMEK 1847.9840 2832.3782 31.6823 1009 3 944.7976 1.23
NP_850363.1 actin family protein Arabidopsis thaliana 298.7439 37253.5535 5 16.72 None 1926.9524 IMMERGYTSAEREVVR 496.7980 1926.9512 27.6104 2158 2 963.9793 0.1995
NP_850363.1 actin family protein Arabidopsis thaliana 298.7439 37253.5535 5 16.72 None 2305.1978 LDLAGRHLTNYLMKIMMER 2026.2390 2305.1979 24.3979 2002 2 1153.1026 1.31
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thali 338.0576 36207.4081 3 8.00 None 1283.7569 LVSGLIPDAGTLK 6467.8290 1283.7575 17.8203 7998 2 642.3824 0.1128
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thali 338.0576 36207.4081 3 8.00 None 1494.7547 VVHQEGDVEIVDR 1983.6110 1494.7549 18.2628 6967 3 498.9231 ‐0.7775
NP_850408.1 Late embryogenesis abundant protein group 2 Arabidopsis thali 338.0576 36207.4081 3 8.00 None 864.4210 VVHQEGDV 127.6668 864.4192 16.7673 1202 1 864.4192 ‐1.1776
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 964.5098 VLDVYEAR 59430.7400 964.5088 20.1736 432406 2 482.7580 ‐1.9931
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 1881.8721 GMFGMTTDPAAVQELEGK 9587.2110 1881.8729 31.8717 23860 2 941.4401 1.1416
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 1475.7563 DLQFELIPVDMR 28889.0600 1475.7574 36.2870 18665 2 738.3823 0.7410
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 2981.5003 QEAHLALNPFGQIPALEDGDLTLFESR 4517.5000 2981.4908 22.5577 8877 3 994.5018 ‐2.4385
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 1286.6344 VHGVPMSTATMR 5361.0550 1286.6344 18.7107 5428 2 643.8208 ‐0.3264
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 936.5401 VLATLYEK 2552.4150 936.5315 20.7664 11419 2 468.7694 ‐10.0842
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 Carbamidomethyl+C(22) 2703.3182 AITQYLAEEYSEKGEKLISQDCK 1061.9250 2703.3183 21.8251 1621 3 901.7776 0.4819
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 865.4414 LDVYEAR 4568.8360 865.4400 20.1707 31662 1 865.4400 ‐0.6873
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 Carbamidomethyl+C(6) 863.4292 LISQDCK 142.2910 863.4329 20.9259 1186 1 863.4329 5.24
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 993.4856 VPMSTATMR 341.8269 993.4909 19.3775 1005 2 497.2491 4.91
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 1419.7379 QEAHLALNPFGQI 258.5357 1419.7399 23.9353 992 2 710.3736 1.20
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 2963.4898 QEAHLALNPFGQIPALEDGDLTLFESR 197.5912 2963.4709 22.2256 1471 3 988.4952 ‐5.6349
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5002.9850 29288.6628 26 44.11 None 1268.6238 VHGVPMSTATMR 246.6270 1268.6266 18.7277 782 3 423.5471 1.0676
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 964.5098 VLDVYEAR 60684.5400 964.5088 20.1723 430439 2 482.7580 ‐2.1089
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 1881.8721 GMFGMTTDPAAVQELEGK 8287.0360 1881.8729 31.8717 23860 2 941.4401 1.17
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 1475.7563 DLQFELIPVDMR 26449.2300 1475.7574 36.2870 18665 2 738.3823 0.8923
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 2233.0884 ATTNVWLQVEGQQFDPNASK 2024.5990 2233.0852 30.6140 10977 2 1117.0462 0.5020
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 1286.6344 VHGVPMSTATMR 16558.5100 1286.6344 18.7107 5428 2 643.8208 ‐0.2723
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 936.5401 VLATLYEK 3847.6120 936.5315 20.7664 11419 2 468.7694 ‐10.2101
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 1729.8041 HHTFLHSSSSNSNFK 432.4461 1729.8440 22.7846 2259 2 865.4256 23.8199
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 1858.9069 AITQYLAEEYSEKGEK 8869.9260 1858.9052 24.5011 16044 3 620.3066 ‐1.4469
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 843.4934 VIDLQKQ 1337.8960 843.4887 19.0066 1566 2 422.2480 ‐6.9761
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 865.4414 LDVYEAR 4697.0710 865.4400 20.1707 31662 1 865.4400 ‐0.4458
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 538.2620 YEAR 4779.5760 538.2615 20.1751 10436 1 538.2615 ‐0.9428
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 744.4250 IDLQKQ 657.3406 744.4243 19.5695 4032 1 744.4243 ‐0.2971
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5115.1500 29288.6628 26 44.11 None 778.3730 FDPNASK 113.7285 778.3760 32.7920 1816 1 778.3760 4.69
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 119524.9000 1782.7962 24.6387 107007 2 891.9018 0.5081
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 53332.5500 2043.0105 18.8263 93439 3 681.6750 ‐0.8874
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1906.0433 EAVNVSLANLLTYPFVR 187720.6000 1906.0402 23.4834 92993 2 953.5237 ‐0.8190
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1245.6296 NIANMVPPFDK 43152.2900 1245.6296 17.6477 86588 2 623.3185 ‐0.3931
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 49732.2900 1652.8811 23.3583 84547 3 551.6319 0.5926
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 52353.9300 1235.5201 22.5310 79663 2 618.2637 0.9161
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 15683.7400 2385.0972 22.9461 76245 2 1193.0522 ‐2.3476
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1019.5408 AFDPVETIK 41657.2400 1019.5410 24.2084 72271 2 510.2741 ‐0.5968
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1468.7318 YETNPALYGELAK 38501.8900 1468.7306 24.9301 55190 2 734.8689 ‐0.8604
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 948.4462 GGYYDFVK 17500.8900 948.4465 23.5104 37746 2 474.7269 ‐0.6039
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1660.9057 YGGVGAAIEYAVLHLK 2837.0220 1660.9089 21.8079 30568 3 554.3078 1.26
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1725.8694 EKYETNPALYGELAK 21530.0000 1725.8727 23.3060 106902 3 575.9624 1.27
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1472.7930 NIANMVPPFDKVK 5425.5180 1472.7898 17.2749 8634 2 736.8985 ‐2.1596
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 599.3399 VISELG 450.8987 599.3366 26.8669 15809 1 599.3366 ‐5.4708



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1251.5892 YETNPALYGEL 210.7960 1251.5853 22.2537 4576 2 626.2963 ‐3.4929
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1018.5026 ANMVPPFDK 729.5715 1018.5019 17.6482 4302 1 1018.5019 0.7801
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(3) 842.3462 FACSDSR 2526.0060 842.3472 22.5300 3353 1 842.3472 2.0979
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 793.4454 LYGELAK 617.6438 793.4479 23.3007 3236 1 793.4479 3.61
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1827.7950 1241.4796 24.6337 1023 1 1241.4796 ‐2.1567
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1209.5786 EKYETNPALY 206.9298 1209.5755 22.4104 757 2 605.2914 ‐3.0389
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 930.4356 GGYYDFVK 155.4550 930.4343 25.6857 2192 1 930.4343 ‐0.1720
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1707.8588 EKYETNPALYGELAK 321.7181 1707.8545 24.7980 882 2 854.4309 ‐2.1388
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1642.8952 YGGVGAAIEYAVLHLK 640.9774 1642.8956 19.9587 769 3 548.3034 ‐0.4698
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1451.7053 YETNPALYGELAK 194.9928 1451.7011 26.5608 13753 2 726.3542 ‐2.9539
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 35165.6800 29846.1815 63 58.89 None 1708.8428 EKYETNPALYGELAK 283.9577 1708.8493 24.1860 3241 3 570.2880 3.1471
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 74473.7500 1782.7962 24.6365 105621 2 891.9017 0.7939
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 48682.8400 1652.8811 23.3583 84547 3 551.6319 0.5670
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 72356.5900 1235.5201 22.5310 79663 2 618.2637 0.9439
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1019.5408 AFDPVETIK 35185.1600 1019.5410 24.2084 72271 2 510.2741 ‐0.6800
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1468.7318 YETNPALYGELAK 55565.4000 1468.7306 24.9301 55190 2 734.8689 ‐0.7127
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1245.6296 NIANMVPPFDK 21530.8600 1245.6310 28.4683 43117 2 623.3191 0.7395
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 948.4462 GGYYDFVK 6694.3310 948.4465 23.5104 37746 2 474.7269 ‐0.7237
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1906.0433 EAVNVSLANLLTYPFVR 1511.4450 1906.0497 41.7331 2997 2 953.5285 4.70
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 929.6873 2043.0070 42.5200 1261 2 1022.0071 ‐0.8178
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1725.8694 EKYETNPALYGELAK 30837.1600 1725.8727 23.3043 106194 3 575.9624 1.30
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 2240.5610 2401.1041 38.3564 21420 2 1201.0557 3.69
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 864.4825 ALYGELAK 186.9550 864.4797 24.0360 11378 1 864.4797 ‐2.1210
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1251.5892 YETNPALYGEL 225.5932 1251.5960 26.3083 6132 2 626.3016 5.0467
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(4) 941.4146 VFACSDSR 543.7064 941.4168 22.5293 3452 1 941.4168 3.30
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(3) 842.3462 FACSDSR 1458.9280 842.3472 22.5300 3353 1 842.3472 2.10
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 793.4454 LYGELAK 1819.3690 793.4479 23.3007 3236 1 793.4479 4.0714
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 765.3414 EKYETN 770.8398 765.3438 23.2994 2997 1 765.3438 4.0024
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 834.4032 YYDFVK 3413.8920 834.4006 23.5168 2768 1 834.4006 ‐2.0811
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 643.3232 NIANMV 397.2488 643.3212 29.9214 2300 1 643.3212 ‐2.8193
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1305.6685 ETNPALYGELAK 370.6667 1305.6627 24.5974 1946 2 653.3350 ‐4.6586
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 767.7914 1241.4796 24.6337 1023 1 1241.4796 ‐1.7781
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 169.4285 1072.4578 22.5372 1017 1 1072.4578 4.04
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 930.4356 GGYYDFVK 118.1479 930.4343 25.6857 2192 1 930.4343 0.0932
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1707.8588 EKYETNPALYGELAK 408.5759 1707.8545 24.7980 882 2 854.4309 ‐1.8682
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15450.1900 29846.1815 63 58.89 None 1451.7053 YETNPALYGELAK 158.6913 1451.7124 22.1219 3796 2 726.3598 4.98
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 53719.7000 2043.0105 18.8263 93439 3 681.6750 ‐0.6302
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1906.0433 EAVNVSLANLLTYPFVR 139773.1000 1906.0402 23.4834 92993 2 953.5237 ‐1.1351
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1245.6296 NIANMVPPFDK 34689.0700 1245.6296 17.6477 86588 2 623.3185 ‐0.5590
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 20167.9700 2385.0972 22.9461 76245 2 1193.0522 ‐2.7728
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1660.9057 YGGVGAAIEYAVLHLK 1290.4300 1660.9089 21.8079 30568 3 554.3078 1.13
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 4605.4420 1652.8788 15.3575 9673 3 551.6311 ‐0.5667
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1019.5408 AFDPVETIK 285.2481 1019.5304 25.5528 3427 1 1019.5304 ‐9.0048
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1648.8388 VEQITAALQTGTSSDK 360.8485 1648.8447 20.8593 2718 2 824.9260 3.59
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 603.3137 PPFDK 2080.8440 603.3172 17.6342 4488 1 603.3172 5.51
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1018.5026 ANMVPPFDK 471.1801 1018.5019 17.6482 4302 1 1018.5019 0.4449
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 Carbamidomethyl+C(2) 1183.5565 VCPSHVLDFQ 257.9873 1183.5607 18.8184 1376 1 1183.5607 5.30
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 782.4196 TYPFVR 124.3251 782.4179 23.8354 1372 1 782.4179 ‐1.8188
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 16256.0000 29846.1815 63 58.89 None 1001.5302 AFDPVETIK 290.7317 1001.5273 24.8554 2531 1 1001.5273 ‐1.7541
NP_850504.1 40S ribosomal protein S7 2 Arabidopsis thaliana 441.6029 22195.8941 4 10.99 None 2294.1445 SELKDLYINQAVQMDISGNR 506.0082 2294.1388 17.7545 6733 3 765.3844 ‐2.5151
NP_850504.1 40S ribosomal protein S7 2 Arabidopsis thaliana 441.6029 22195.8941 4 10.99 None 1836.8909 DLYINQAVQMDISGNR 3805.7160 1836.8909 33.5761 3393 2 918.9491 0.6920
NP_850504.1 40S ribosomal protein S7 2 Arabidopsis thaliana 441.6029 22195.8941 4 10.99 None 1964.9858 DLYINQAVQMDISGNRK 784.3844 1964.9936 21.9169 1469 3 655.6694 3.18
NP_850504.1 40S ribosomal protein S7 2 Arabidopsis thaliana 441.6029 22195.8941 4 10.99 None 1818.8803 DLYINQAVQMDISGNR 606.6873 1818.8722 32.0078 804 3 606.9623 ‐4.9748
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 1187.6419 FVDIGIPANNK 17595.9100 1187.6422 16.2560 13296 2 594.3247 ‐0.2885
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 1367.7066 FAQYTGVNAIAGR 1150.4290 1367.7034 20.3470 9956 2 684.3553 ‐2.5608
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 940.5826 LLILTDPR 8419.2440 940.5821 16.8456 8662 2 470.7947 ‐1.4907
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 838.4417 TDHQPIK 157.6993 838.4355 25.9095 2973 1 838.4355 ‐6.6247
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 1220.6521 DDGIYIINLGK 533.3458 1220.6843 29.9461 1380 2 610.8458 25.8690
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 453.3435 LLIL 243.8442 453.3426 16.1246 12564 1 453.3426 ‐2.5185
NP_850515.1 40S ribosomal protein Sa 2 Arabidopsis thaliana 953.9181 37642.0702 7 9.64 None 622.3671 HQPIK 66.1229 622.3643 26.0919 3150 1 622.3643 ‐4.4632
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 2251.1129 LEEYVEIPSDSGISFNVQPK 10342.0900 2251.1077 31.8148 15149 2 1126.0575 ‐0.8967
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 2277.1609 DVLDGSSVGFVETLEADLAALR 7524.9450 2277.1540 47.7649 8434 2 1139.0806 ‐1.5662
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1717.9344 GTVHLIGLLSDGGVHSR 1653.2530 1717.9350 17.1844 7671 3 573.3165 ‐0.2765
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1407.7015 GWDAQVLGEAPHK 3575.2150 1407.7047 23.5286 4337 3 469.9064 1.42
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1073.5334 GVDAQVASGGGR 199.8031 1073.5407 26.5085 12480 2 537.2740 6.0789
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1001.4938 YISQSFEK 172.9185 1001.4634 19.8049 6590 1 1001.4634 ‐28.9154
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1348.7219 DAILSGKFDQVR 1886.5790 1348.7146 19.3620 5080 2 674.8609 ‐5.6847
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1886.0858 LDQVQLLLKGFAERGAK 835.1853 1886.0817 18.1137 1338 2 943.5445 ‐1.4248
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1163.6419 GTVHLIGLLSDG 487.6591 1163.6437 17.1688 3196 2 582.3255 0.9633
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent 804.9191 60934.9776 10 18.4 None 1390.6750 GWDAQVLGEAPHK 387.5375 1390.6756 24.1440 2164 2 695.8415 0.3124
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1143.6772 FTLPPNLTLK 33067.3900 1143.6773 18.4263 52878 2 572.3423 ‐0.6524
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGPGIR 29056.0300 2908.4307 24.6833 50335 3 970.1484 ‐0.7128
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1875.0110 QLDYVPATISALEEVVK 16926.7100 1875.0108 22.2685 48486 2 938.0091 0.3463
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1072.6150 IPVFLDGGVR 29894.2400 1072.6165 17.7430 40977 2 536.8119 0.5751
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1517.7888 ISMPIMVAPTAMQK 31841.8400 1517.7890 18.6078 32473 2 759.3982 ‐0.0115
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1225.6497 IDMTTTVLGFK 8715.7170 1225.6504 18.6670 29501 2 613.3289 ‐0.0002
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1718.9660 IAIQAGAAGIIVSNHGAR 12280.8200 1718.9674 16.2253 25071 3 573.6606 0.3780
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1231.6681 DVQWLQTITK 5324.2850 1231.6690 18.4002 23444 2 616.3381 0.0923
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1228.7161 IPVFLDGGVRR 14569.6900 1228.7168 16.3539 3597 3 410.2438 ‐0.3825



NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 2011.9026 MDEANDSGLASYVAGQIDR 2533.9240 2011.9017 18.2613 2464 2 1006.4545 0.1872
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 2439.0558 MVYDYYASGAEDQWTLQENR 766.6523 2439.0527 17.8921 2810 2 1220.0300 0.0769
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 2576.3427 GVLTGEDGEIAIQAGAAGIIVSNHGAR 298.7528 2576.2946 19.1033 1054 3 859.4364 ‐18.0626
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 Oxidation+M(3)
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 862.4781 VFLDGGVR 260.7968 862.4775 16.8718 20435 1 862.4775 ‐0.0904
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 675.3494 PTAMQK 1938.1480 675.3516 18.6084 1879 1 675.3516 3.86
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1018.5792 VFLDGGVRR 187.4867 1018.5780 17.2831 1711 2 509.7927 ‐2.1247
NP_850585.2 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8150.5750 40357.4866 17 46.05 None 1125.6667 FTLPPNLTLK 83.0497 1125.6636 16.2355 1923 2 563.3354 ‐3.5269
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1158.6477 VVVDGNVITSR 9228.1640 1158.6503 20.6551 28575 2 579.8288 1.37
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1427.7992 LVAEVLLDEVAEK 56686.2400 1427.8002 34.1216 25486 2 714.4037 0.7377
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1784.9501 ANVVIAAVGNSLEVEGSR 583.2407 1784.9465 30.0961 8035 2 892.9769 ‐1.1626
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 1142.5551 ATGYPVFMEK 935.7740 1142.5540 22.0669 5592 2 571.7807 ‐1.5102
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 Carbamidomethyl+C(15)
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2325.9810 39877.7555 6 17.34 None 861.4425 DGNVITSR 90.8963 861.4461 18.4314 1484 1 861.4461 5.28
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEGIIQG 9838.6640 3655.8822 21.6229 64855 4 914.7260 1.0017
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 1395.7301 IFGSDGSVITMLR 8268.1320 1395.7297 19.4329 46955 2 698.3685 ‐0.5828
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLTPAK 4877.7330 3187.6738 21.3822 41223 3 1063.2295 ‐0.1820
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 7440.0550 3072.4488 25.3641 14790 2 1536.7280 ‐1.7155
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 1933.9502 TSDVIGSDEGTHFTLQVK 3250.4200 1933.9526 16.4578 11745 3 645.3224 1.1052
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 1434.7587 VYVGQAQDGISAVK 1543.3620 1434.7581 14.2895 5462 2 717.8827 ‐0.7060
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 732.4437 VITMLR 250.1130 732.4427 21.2635 4469 1 732.4427 ‐1.2125
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 855.4723 HFTLQVK 105.5775 855.4691 16.0501 2854 1 855.4691 ‐3.1815
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 1204.6572 YSPEGIIQGIK 106.6280 1204.6555 20.2160 2665 2 602.8314 ‐2.1102
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 2916.9300 32158.1143 10 45.97 None 1875.9752 VLPADPFVINHPDEHLV 573.3367 1875.9698 19.6612 1970 2 938.4886 ‐2.4298
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 1435.7977 IFGSDGLIITMLR 3890.7060 1435.7934 21.9189 8621 2 718.4003 ‐3.1283
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 2442.2915 AGEALYALGAYFATTTTPVTPAKK 1566.9220 2442.2944 20.4116 7863 3 814.7696 1.93
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 532.0569 2225.0295 35.4131 7672 2 1113.0184 ‐1.4216
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 2314.1965 AGEALYALGAYFATTTTPVTPAK 1531.2670 2314.2104 21.2052 6886 2 1157.6088 7.85
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 2347.1565 QTSAPFGLEAGTAFELKEEGHK 983.3693 2347.1947 42.1761 1842 2 1174.1010 17.8910
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 2353.1306 KLSAIGGDEGTAWDDGAYDGVKK 285.6677 2353.1196 36.0299 1649 3 785.0447 ‐4.6588
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 690.3457 IFGSDGL 146.5630 690.3478 20.6742 1830 1 690.3478 3.99
NP_850596.1 jacalin related lectin Arabidopsis thaliana 522.4794 32022.7035 8 19.67 None 942.5619 TTPVTPAKK 195.7805 942.5679 20.4315 893 2 471.7876 5.61
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1147.6027 EITALAPSSMK 9240.6990 1147.6073 22.1826 40312 2 574.3073 3.81
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1774.8970 NYELPDGQVITIGAER 16192.5900 1774.8971 29.9577 32310 2 887.9522 0.9241
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1968.0801 IAPEEHPVLLTEAPLNPK 1579.4650 1968.0791 26.9992 18763 3 656.6979 ‐0.9370
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1176.5354 GYMFTTTAER 24633.6100 1176.5367 22.0345 18511 2 588.7720 0.5976
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1918.8640 YPIEHGVVSNWDDMEK 1444.9320 1918.8613 26.1852 8846 3 640.2919 ‐1.9186
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 2187.0750 DLYGNIVLSGGTTMFSGIADR 1613.9090 2187.0550 29.9976 14782 3 729.6899 ‐9.3995
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 549.2701 PSSMK 178.1427 549.2706 21.6759 25320 1 549.2706 0.8212
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1099.6146 IAPEEHPVLL 177.4856 1099.6154 27.4441 10193 2 550.3114 0.0289
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 905.4761 TALAPSSMK 7225.2500 905.4733 22.1768 7472 1 905.4733 ‐1.7513
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1343.6842 NYELPDGQVITI 352.6003 1343.6867 29.7971 1451 2 672.3470 1.09
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1493.7417 VLSGGTTMFSGIADR 222.2580 1493.7401 31.2282 976 2 747.3737 ‐0.8658
NP_850611.1 actin 2 Arabidopsis thaliana 1866.5940 41403.4527 12 24.80 None 1158.5248 GYMFTTTAER 383.5835 1158.5273 23.4526 8264 2 579.7673 1.75
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2735.2765 IPDFVEGMVYNPTEGVMMVGTYASK 1993.2620 2735.2804 31.2713 9774 3 912.4316 1.57
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2209.0772 GDLQALAQGYIDSFAPKDGDK 2725.0550 2209.0547 23.5023 8747 2 1105.0310 ‐8.8359
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 1248.6008 HFEVDLGEFR 601.9670 1248.5670 25.0834 5810 2 624.7871 ‐27.4466
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 1217.6751 YLLGWLMPPK 1502.6610 1217.6853 18.0955 3951 2 609.3463 7.01
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2031.9254 EVREAEQAHLETAYAEAD 551.4517 2031.9705 25.3455 1880 3 677.9950 21.8731
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 Carbamidomethyl+C(5) 891.4353 DGLVCTAR 312.5689 891.4379 42.0733 1674 1 891.4379 3.09
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2086.0505 KGQFVEYIPTREYYHR 2225.6600 2086.0304 23.5322 9673 2 1043.5189 ‐8.5019
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2950.4035 SKIPDFVEGMVYNPTEGVMMVGTYASK 554.0137 2950.4218 43.7342 4744 3 984.1454 6.22
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 2979.4424 WLIENHGFQPQYAVSELDEKSFWR 709.6894 2979.4278 39.5141 1373 3 993.8141 ‐4.1535
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 1125.5476 WLIENHGFQ 173.5820 1125.5440 37.1510 1360 1 1125.5440 ‐1.3104
NP_850616.1 Delta 24 sterol reductase Arabidopsis thaliana 250.5003 65679.5110 11 8.20 None 1230.5902 HFEVDLGEFR 215.4773 1230.5904 25.5049 1548 1 1230.5904 2.86
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 20794.3100 2140.1135 17.1406 99544 3 714.0427 ‐0.6614
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 959.5156 DTIVNELR 25219.5500 959.5150 22.8558 4427 2 480.2611 ‐1.6203
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 1586.8319 MGNITPLTGTQGQIR 284.4165 1586.8245 24.0828 1433 3 529.6130 ‐5.4672
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 2642.3461 LYNFSNTGLPDPTLNTTYLQTLR 1020.8020 2642.3467 32.5878 1423 3 881.4538 0.6345
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 Carbamidomethyl+C(4) 2599.3297 TVSCADILTIAAQQAVNLAGGPSWR 970.0535 2599.3369 41.5382 1361 3 867.1171 3.0683
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 986.4650 DAAPNANSAR 289.3756 986.4550 17.3496 53204 2 493.7312 ‐10.9740
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 1345.6358 FFNAFVEAMNR 386.9722 1345.6495 29.9043 2676 2 673.3284 9.43
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 2238.0284 EYADGTQKFFNAFVEAMNR 799.4708 2238.0288 30.7197 1694 2 1119.5181 1.00
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 974.5054 ALSGGHTFGK 2107.5230 974.5063 17.1380 1584 1 974.5063 2.38
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 968.4544 DAAPNANSAR 175.6760 968.4500 16.5025 916 1 968.4500 ‐3.2440
NP_850652.1 Peroxidase family protein Arabidopsis thaliana 2003.2840 39360.3809 11 31.53 None 2625.3195 LYNFSNTGLPDPTLNTTYLQTLR 316.4579 2625.3090 32.3204 1251 3 875.7745 ‐3.6580
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 Carbamidomethyl+C(5) 3136.5871 YAVICQENGLVPIVEPEILVDGSHDIEK 2289.6910 3136.5831 36.1739 45412 3 1046.1992 ‐0.3749
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1750.9010 FADELIANAAYIGTPGK 21659.2900 1750.8989 18.6448 45406 2 875.9531 ‐0.7379
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1332.7005 GILAADESTGTIGK 18034.3000 1332.7003 21.8715 29865 2 666.8538 ‐0.4561
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1488.8016 GILAADESTGTIGKR 6762.1140 1488.8002 20.1139 25049 3 496.9383 ‐1.8618
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 2577.2638 VDKGTVELAGTNGETTTTGLDGLGDR 1244.4230 2577.2766 34.0749 3477 3 859.7637 5.23
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1292.6521 FADELIANAAYI 244.5963 1292.6588 19.3651 5178 2 646.8330 4.13
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 576.2664 FADEL 60.1734 576.2643 16.6370 2367 1 576.2643 ‐3.6683
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 732.4363 TGTIGKR 241.8146 732.4399 19.5285 2333 1 732.4399 5.83
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1062.5578 ANAAYIGTPGK 319.4254 1062.5583 16.9095 2088 2 531.7828 ‐0.2958
NP_850759.1 fructose bisphosphate aldolase 4 Arabidopsis thaliana 2195.6770 38915.2173 10 23.96 None 1205.6121 AADESTGTIGKR 277.5754 1205.6144 20.2604 1500 1 1205.6144 4.1156
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1556.8530 VSDIATVLQPGDTLK 5679.1710 1556.8530 28.4616 8547 2 778.9301 0.3045
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1241.6419 VMILSHDRDR 597.3227 1241.6429 26.0061 4759 2 621.3251 0.3636
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 4053.9914 FQPESGLTLSSDGILGPLGSELPDDGVDLTV 1557.2810 4053.9869 44.9247 3629 3 1352.0005 0.3744



NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1128.5718 LEPTPGDMIR 61.8969 1128.5536 35.1085 3745 1 1128.5536 ‐13.8826
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 960.4931 IAQAEAMAR 565.7053 960.5170 19.2536 3587 2 480.7621 23.8204
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1321.6535 NIQYELAWER 131.9477 1321.6334 33.0817 1814 2 661.3203 ‐15.4233
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1308.6729 MASLAQQFSGLR 411.5934 1308.6752 32.4238 1618 2 654.8412 1.29
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 Carbamidomethyl+C(13) 2270.1016 MASLAQQFSGLRCSPLSSSSR 1644.9720 2270.1097 24.3349 5050 3 757.3748 3.57
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 871.4884 LQPGDTLK 243.3755 871.4876 27.5071 1554 1 871.4876 0.3949
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1290.6623 MASLAQQFSGLR 128.3209 1290.6698 31.5730 9600 2 645.8386 5.73
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 397.6466 45338.6225 11 20.67 None 1223.6314 VMILSHDRDR 81.8761 1223.6266 26.7083 2241 2 612.3169 ‐4.3499
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1109.5950 LGEEGAPAIPR 129832.0000 1109.5944 20.6754 109536 2 555.3008 ‐1.1804
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1194.6001 TIEAYNIADGK 47074.7700 1194.6000 21.1457 96109 2 597.8036 ‐0.5967
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1516.7067 WAQLPDPGDNFEK 39302.7800 1516.7061 27.3907 57759 2 758.8567 ‐0.2785
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1042.5164 LDEVGGPEAR 85896.5200 1042.5163 15.3666 56994 2 521.7618 ‐0.8056
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1532.7703 WTEVETTGAKPSAR 61234.5900 1532.7693 16.7968 53390 3 511.5946 ‐1.5424
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1014.5731 SVFAHAVVGK 20656.0400 1014.5729 18.7336 36408 2 507.7901 ‐0.9803
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 2212.0128 TFHSMASDENHVYVFGGVSK 3290.5760 2212.0165 24.9138 33911 4 553.7596 0.5741
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1677.8006 SYDTVTSEWTFLTK 16592.5300 1677.8014 19.7397 32008 2 839.4043 0.7973
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1340.6481 GWTAYTAATVDGK 9829.5000 1340.6497 23.6674 29908 2 670.8285 0.9276
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 990.5367 GGAGFAVVQGK 36747.0100 990.5367 19.1000 27022 2 495.7720 ‐0.8657
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1672.8078 WAQLPDPGDNFEKR 8021.4350 1672.8110 25.8138 21566 3 558.2752 1.76
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 826.3842 NFENFR 9705.2500 826.3851 18.9166 16996 2 413.6962 ‐0.1082
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1848.7923 DDYESNAVQFYDPASK 3893.1540 1848.7947 26.1704 8532 2 924.9010 2.0171
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1378.6161 TDDLYFYAVNSA 1529.5940 1378.6150 31.5068 22520 2 689.8111 ‐0.9874
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1146.6378 RGGAGFAVVQGK 4423.8850 1146.6397 17.1846 10500 2 573.8235 1.0181
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 2431.2252 LGEEGAPAIPRGWTAYTAATVDGK 621.9940 2431.2275 40.6390 3837 2 1216.1174 2.63
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 2413.1929 GGTMNTPTRFRTIEAYNIADGK 825.1891 2413.1912 29.7226 1640 4 604.0532 ‐1.6408
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 530.3297 VVQGK 172.3736 530.3296 18.2064 10697 1 530.3296 ‐0.4089
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 828.4727 FAHAVVGK 5123.8710 828.4733 18.7836 4950 2 414.7403 ‐0.3292
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 996.5109 GEEGAPAIPR 1751.8930 996.5099 20.6742 3659 1 996.5099 0.4791
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1116.6008 VETTGAKPSAR 976.9421 1116.6003 15.8274 3589 2 558.8038 ‐1.0342
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 586.2944 GGPEAR 8901.2370 586.2944 15.3674 3536 1 586.2944 ‐0.0168
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 978.5003 GEEGAPAIPR 266.9984 978.5002 19.3516 3391 1 978.5002 1.68
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 929.4323 DEVGGPEAR 1301.3780 929.4317 15.3754 2541 1 929.4317 0.5774
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 553.3457 PAIPR 10549.4400 553.3450 20.6718 2506 1 553.3450 ‐1.3319
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 617.3154 RGGAGFA 105.9894 617.3148 16.6720 2333 1 617.3148 ‐1.0017
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 601.3668 AVVQGK 61.8706 601.3689 20.6226 2278 1 601.3689 3.29
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1018.4476 PDPGDNFEK 393.6800 1018.4499 27.3896 2154 1 1018.4499 3.72
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 681.4042 GAPAIPR 4545.1080 681.4053 20.6720 1978 1 681.4053 1.81
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 814.4054 EVGGPEAR 459.4376 814.4033 15.3635 1480 1 814.4033 ‐1.7168
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 805.4567 GFAVVQGK 7820.9010 805.4561 19.0933 1353 1 805.4561 0.0982
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 796.3948 EVGGPEAR 226.9251 796.3963 16.8690 1052 1 796.3963 2.46
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1427.7053 DTVTSEWTFLTK 258.2010 1427.7106 20.2236 981 2 714.3590 3.59
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 927.5411 VFAHAVVGK 730.0779 927.5441 18.7227 884 2 464.2757 2.50
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1498.6961 WAQLPDPGDNFEK 466.0779 1498.6963 26.7762 2883 2 749.8518 0.1512
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1654.7972 WAQLPDPGDNFEKR 345.9975 1654.7968 26.1198 1191 3 552.2704 ‐0.9959
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1659.7901 SYDTVTSEWTFLTK 231.0438 1659.7997 18.3823 911 3 553.9381 5.1057
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 1177.5735 TIEAYNIADGK 480.0519 1177.5742 20.2427 10221 2 589.2907 0.0256
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 20923.3900 28525.7349 45 66.28 None 973.5102 GGAGFAVVQGK 119.8721 973.5033 18.1155 1320 1 973.5033 ‐5.7393
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 1677.8006 SYDTVTSEWTFLTK 29299.7200 1677.8014 19.7397 32008 2 839.4043 0.5331
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 1340.6481 GWTAYTAATVDGK 4262.9880 1340.6486 15.4896 10506 2 670.8279 ‐0.0495
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 3523.7056 IWVVYGFATSIVPGGKDDYESNAVQFYDPA 732.6962 3523.7153 21.7286 2959 3 1175.2433 4.83
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 924.4825 EWTFLTK 136.4078 924.4853 19.3081 8089 1 924.4853 3.50
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 1112.5623 TSEWTFLTK 167.1916 1112.5627 18.6687 2106 1 1112.5627 1.16
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 1873.7980 28525.7349 45 66.28 None 1433.7828 IWVVYGFATSIVP 159.5203 1433.7757 23.4717 1784 2 717.3915 ‐5.1992
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 2389.7250 35741.1359 2 5.70 None 1197.5634 EIDEHLLAEE 21689.8200 1197.5627 24.0727 21212 2 599.2850 ‐1.0966
NP_850976.1 MLP like protein 34 Arabidopsis thaliana 2389.7250 35741.1359 2 5.70 None 960.5248 LETEVEIK 20084.7900 960.5242 19.9156 11061 2 480.7657 ‐1.5616
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 1586.8458 VSSVEVDLPAMLAQK 5514.2290 1586.8446 19.1765 28330 2 793.9259 ‐0.5538
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 Carbamidomethyl+C(7)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 1139.6419 HIIVATGSDVK 53845.8700 1139.6430 16.2417 14499 2 570.3251 0.3379
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 1118.5688 VVGVDSSGDGVK 16003.8700 1118.5705 15.9118 7120 2 559.7889 0.8782
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 2546.3171 LGSEVTVVEFAADIVPAMDGEIRK 9808.4700 2546.3148 40.0129 5628 3 849.4431 ‐0.6322
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 952.4734 EGVSYNVGK 578.7776 952.4823 18.8095 4339 1 952.4823 10.92
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 2373.2271 FSTNVSGVYAIGDVIPGPMLAHK 332.7173 2373.1618 29.7191 1373 3 791.7255 ‐27.4325
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 Carbamidomethyl+C(3)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 764.3421 DSSGDGVK 165.9010 764.3458 17.3037 1622 1 764.3458 5.21
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 1002.5830 IIVATGSDVK 154.2569 1002.5793 16.7614 803 2 501.7933 ‐4.5167
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 1568.8353 VSSVEVDLPAMLAQK 302.4362 1568.8425 18.0174 3955 3 523.6190 3.21
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 2310.2510 54271.3136 20 23.8 None 934.4629 EGVSYNVGK 265.6562 934.4626 18.4803 2538 2 467.7350 ‐1.2300
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 1207.6205 TPFTSGLDLEK 2496.0190 1207.6199 26.3070 32866 2 604.3136 ‐0.9362
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 Carbamidomethyl+C(7)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 1139.6419 HIIVATGSDVK 29952.3100 1139.6430 16.2417 14499 2 570.3251 0.3164
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 2134.0914 FLSPSEVSVDTIDGENVVVK 845.0001 2134.0835 31.1181 9134 2 1067.5454 ‐2.0145
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 1477.6814 EAAMATYDKPIHM 2456.5310 1477.6845 22.5599 7279 2 739.3459 2.18
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 761.4040 IGVETDK 132.0304 761.4114 19.9127 3194 1 761.4114 10.84
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 None 1972.9875 AYFLTRNISNSPTDAFR 173.7662 1972.9973 38.4817 3727 3 658.3373 4.46
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 912.6992 54271.3136 20 23.8 Carbamidomethyl+C(3)
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1520.2740 38551.4378 6 14.74 None 1821.9534 GAELVLFPEGFIGGYPR 11249.2700 1821.9528 22.0478 19702 2 911.4800 0.2789
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1520.2740 38551.4378 6 14.74 Carbamidomethyl+C(6) 1481.6941 GIELYCAPTADGSK 15554.6100 1481.6949 23.1087 17075 2 741.3511 0.5226
NP_851011.1 nitrilase 1 Arabidopsis thaliana 1520.2740 38551.4378 6 14.74 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 5511.9880 2164.0308 31.0228 16457 2 1082.5191 ‐2.0418
NP_851011.1 nitrilase 1 Arabidopsis thaliana 271.7759 38551.4378 6 14.74 None 2052.0495 VTIVQSSTVYNDTPATIDK 4949.1820 2052.0451 25.0553 22473 2 1026.5262 ‐0.6843



NP_851011.1 nitrilase 1 Arabidopsis thaliana 271.7759 38551.4378 6 14.74 None 1511.7224 SSTVYNDTPATIDK 213.5750 1511.7263 24.3696 1636 2 756.3668 2.34
NP_851011.1 nitrilase 1 Arabidopsis thaliana 271.7759 38551.4378 6 14.74 None 1078.5779 VTIVQSSTVY 170.1101 1078.5773 23.9036 1198 2 539.7923 ‐1.3362
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 19590.5600 2621.4238 17.6332 61163 3 874.4794 ‐0.0795
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 1662.9313 ITPLPVSTGSTVLYSK 17825.0800 1662.9313 17.3575 41740 2 831.9693 0.1258
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 1635.8193 MAATQLTASPVTMSAR 567.5734 1635.8198 23.5314 1538 2 818.4136 0.3703
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 972.5109 GEVVAVGEGR 177.7869 972.5108 16.6601 2926 1 972.5108 0.9380
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 1238.6627 PVSTGSTVLYSK 172.7306 1238.6598 17.3597 1196 1 1238.6598 ‐0.3798
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3253.8640 26801.9082 6 23.32 None 1953.9988 PSTAQSKPQGGEVVAVGEGR 248.1000 1953.9894 19.1182 982 2 977.4983 ‐4.2957
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 260.4248 19946.0262 2 8.14 None 1532.8319 VLEQLSGQTPVFSK 2903.7300 1532.8286 16.5167 18542 2 766.9179 ‐2.2721
NP_851137.1 60S ribosomal protein L11 2 Arabidopsis thaliana 260.4248 19946.0262 2 8.14 Carbamidomethyl+C(7) 2355.1074 NFSDTGCFGFGIQEHIDLGIK 197.1832 2355.0536 18.5699 3739 2 1178.0304 ‐21.6802
NP_851183.1 thylakoid lumenal protein 17 4 Arabidopsis thaliana 443.6365 26100.5041 4 9.75 None 1205.6273 GVNFTNAVIDR 6232.4340 1205.6273 24.9451 7776 2 603.3173 ‐0.5371
NP_851183.1 thylakoid lumenal protein 17 4 Arabidopsis thaliana 443.6365 26100.5041 4 9.75 Carbamidomethyl+C(2) 1518.6530 FCDYTNDQTNLK 3011.7860 1518.6552 19.1874 5588 2 759.8312 1.67
NP_851183.1 thylakoid lumenal protein 17 4 Arabidopsis thaliana 443.6365 26100.5041 4 9.75 Carbamidomethyl+C(7) 2271.1147 SLVTVHCSAGENRENGEGVKK 665.5426 2271.1068 23.0750 1354 2 1136.0571 ‐1.9995
NP_851183.1 thylakoid lumenal protein 17 4 Arabidopsis thaliana 443.6365 26100.5041 4 9.75 Carbamidomethyl+C(14) 1745.8599 NESINEEGRLVLGCR 245.9947 1745.8508 25.4518 1051 3 582.6218 ‐5.8408
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 369.6435 24619.0663 3 12.44 None 1586.8458 GIGEAVVEELAMLGAK 1796.9440 1586.8446 40.8045 8791 2 793.9260 ‐0.5473
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 369.6435 24619.0663 3 12.44 Carbamidomethyl+C(4) 1448.6587 NLACEWASDNIR 4534.8890 1448.6605 25.4169 7756 2 724.8339 1.1730
NP_973558.1 senescence associated protein 13 Arabidopsis thaliana 369.6435 24619.0663 3 12.44 None 2364.1612 EGGLGENSRWSLGGMTALVTGGSK 862.3659 2364.1622 20.7586 1616 2 1182.5847 2.0256
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 1439.8104 VLQNPIVTEVAEK 1637.2260 1439.8085 26.2955 10379 2 720.4079 ‐1.4004
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 1084.4979 AMEALYDSGK 4764.7790 1084.5011 19.1620 6817 2 542.7542 2.1612
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 Carbamidomethyl+C(3) 2206.1611 LPCVGLGTYAMVATAIEQAIK 1229.1670 2206.1634 24.9454 5595 3 736.0593 0.9482
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 1026.5255 FFELNTGAK 2517.9750 1026.5277 15.9692 5022 2 513.7675 1.46
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 2309.1700 LKENLDVFDWSIPEDLFTK 3245.1740 2309.1724 22.8442 3935 3 770.3956 1.0371
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 2644.4021 TLQDLQIDYVDLYLIHWPASLK 686.2819 2644.3888 39.2706 2397 3 882.1344 ‐4.6634
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 1009.5313 AIGVSNFSSK 552.2819 1009.5251 29.3354 7824 2 505.2662 ‐6.9746
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 3370.6255 ESLMPTPEMLTKPDITSTWKAMEALYDSGK 419.8484 3370.6076 21.6084 1768 3 1124.2074 ‐4.1324
NP_973627.1 aldo keto reductase family 4 member C8 Arabidopsis thaliana 688.5701 32302.2516 9 32.41 None 849.4353 PEDLFTK 95.1480 849.4368 21.4682 8852 1 849.4368 2.65
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1523.8580 LGPNYLQLPVNAPK 89586.1400 1523.8569 18.1160 269251 2 762.4321 ‐0.6533
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1136.6786 APGVQTPVIVR 60211.4400 1136.6794 22.2063 253604 2 568.8433 0.0547
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1525.8261 GPVLLEDYHLIEK 93987.7700 1525.8262 29.3586 190602 3 509.2803 ‐0.7443
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1875.0123 DGIQFPDVVHALKPNPK 34683.0700 1875.0132 18.1169 114177 3 625.6759 ‐0.0011
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1632.9108 IWPEDILPLQPVGR 57701.9300 1632.9105 21.4000 110283 2 816.9589 0.0926
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 8368.8900 2242.0614 21.2649 103820 3 748.0253 0.6426
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1305.6797 VPTPTNSYTGIR 10069.3900 1305.6780 20.1884 87048 2 653.3426 ‐1.6556
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1070.5265 IFAYGDTQR 60359.8200 1070.5264 19.3764 74408 2 535.7669 ‐0.8248
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1715.8024 DLHDAIASGNYPEWK 40038.6300 1715.8020 26.6137 73166 3 572.6055 ‐0.8752
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1109.5374 TNIQEYWR 29771.0400 1109.5381 23.8330 56761 2 555.2727 ‐0.0195
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1257.5634 DEEINYYPSK 47426.6600 1257.5637 19.8204 51938 2 629.2855 ‐0.1638
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1703.8574 HMEGFGVHTYTLIAK 14361.9200 1703.8582 16.4006 51515 3 568.6242 ‐0.1914
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDDK 6833.7710 3306.5741 23.8553 23522 3 1102.8629 ‐1.9118
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1078.5388 VGGANHSHATK 83.9149 1078.5148 18.3510 3545 2 539.7610 ‐23.0317
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 727.7417 2506.3072 23.7052 3527 3 836.1072 22.4885
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 2874.3918 VVGGANHSHATKDLHDAIASGNYPEWK 154.1145 2874.4633 36.2420 2226 3 958.8259 25.5015
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 76950.2000 2700.2752 36.9351 196928 3 900.7633 0.5489
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(1) 2023.0277 CAEKVPTPTNSYTGIRTK 1146.1620 2023.0252 30.9783 6094 2 1012.0162 ‐0.2478
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(6) 2408.2027 FDPVRCAEKVPTPTNSYTGIR 923.4950 2408.1835 21.2558 2696 2 1204.5954 ‐6.3093
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Oxidation+M(25) 2880.5149 APGVQTPVIVRFSTVVHERASPETMR 555.5617 2880.5034 19.3094 2837 3 960.8393 ‐3.3322
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 696.3675 SYTGIR 111.7849 696.3706 19.2013 19230 1 696.3706 4.76
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(1) 781.3662 CADFLR 141.1532 781.3674 22.8397 8077 1 781.3674 2.67
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1188.6299 IWPEDILPLQ 264.9910 1188.6363 17.7850 7678 2 594.8218 4.23
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 968.5887 GVQTPVIVR 943.1862 968.5895 22.2042 7139 1 968.5895 2.0736
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 810.3741 AYGDTQR 9913.8220 810.3738 19.3753 7067 1 810.3738 0.4618
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 957.4425 FAYGDTQR 3051.3840 957.4404 19.3927 6207 1 957.4404 ‐0.8514
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 812.4989 QTPVIVR 624.5951 812.4989 22.2022 5830 1 812.4989 0.8737
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 787.4196 DPLDVTK 207.8747 787.4148 37.5467 4209 1 787.4148 ‐5.4098
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 781.3628 QEYWR 1177.7290 781.3635 23.8062 4006 1 781.3635 1.19
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1065.6415 PGVQTPVIVR 1196.7060 1065.6422 22.2043 3927 2 533.3248 ‐0.0626
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 884.4512 INYYPSK 191.6239 884.4488 21.0125 3081 1 884.4488 ‐1.6837
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1008.5109 PTNSYTGIR 104.3092 1008.5060 20.1916 2855 1 1008.5060 ‐3.3713
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 2327.0384 QTMDPADEDKFDFDPLDVTK 4517.6190 2327.0356 36.9333 2715 2 1164.0214 0.3524
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(5) 1179.5463 SNLTCADFLR 186.8504 1179.5415 23.8671 2443 2 590.2744 ‐4.6227
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 940.4159 FAYGDTQR 207.8058 940.4154 18.6260 2338 2 470.7113 ‐1.5124
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 583.3926 PVIVR 3073.2910 583.3906 22.2062 2140 1 583.3906 ‐3.5256
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1107.6521 DILPLQPVGR 291.7316 1107.6516 19.2757 2019 1 1107.6516 1.61
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 2097.9321 MDPADEDKFDFDPLDVTK 1793.6530 2097.9337 36.9389 1976 2 1049.4705 1.37
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(3) 995.4979 LTCADFLR 166.5853 995.4947 21.4308 1800 1 995.4947 ‐1.7501
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1461.7009 GFFEVTHDISNLT 177.9921 1461.6958 20.8153 1788 2 731.3515 ‐3.5225
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 994.4588 DLHDAIASGN 301.9078 994.4609 26.5929 1712 1 994.4609 3.26
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1255.6205 VVPGIYYSDDK 112.5661 1255.6101 22.7195 1436 1 1255.6101 ‐5.9186
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 990.5003 PTNSYTGIR 116.2551 990.5025 21.2691 1319 1 990.5025 3.65
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 979.5935 LQLPVNAPK 323.3891 979.5931 18.1159 1110 1 979.5931 1.0261
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1383.7671 IWPEDILPLQPV 271.2885 1383.7740 17.5592 869 3 461.9295 3.86
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 915.4068 VGGANHSHAT 142.0916 915.4048 18.9491 838 2 458.2060 ‐3.1379
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1443.6903 GFFEVTHDISNLT 422.2222 1443.6839 22.6362 754 1 1443.6839 ‐1.3501
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 Carbamidomethyl+C(14) 2224.0492 GFFEVTHDISNLTCADFLR 309.0326 2224.0414 20.2965 2661 2 1112.5243 ‐2.1674
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1614.9002 IWPEDILPLQPVGR 311.5998 1614.9027 22.3818 2090 2 807.9550 1.09
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1697.7918 DLHDAIASGNYPEWK 295.0231 1697.7817 25.9728 1633 2 849.3945 ‐5.5336
NP_973873.1 catalase 3 Arabidopsis thaliana 16641.4100 49297.8377 67 62.76 None 1053.5000 IFAYGDTQR 246.8808 1053.4995 18.3353 3194 2 527.2534 ‐1.2542
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1136.6786 APGVQTPVIVR 61523.3100 1136.6794 22.2055 252732 2 568.8433 0.0291
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1525.8261 GPVLLEDYHLIEK 124476.5000 1525.8263 29.3564 188452 3 509.2803 ‐0.7303



NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1305.6797 VPTPTNSYTGIR 20868.1900 1305.6779 20.1837 85499 2 653.3426 ‐1.6346
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1070.5265 IFAYGDTQR 91238.6600 1070.5264 19.3764 74408 2 535.7669 ‐0.8818
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1715.8024 DLHDAIASGNYPEWK 27752.8200 1715.8020 26.6137 73166 3 572.6055 ‐0.9118
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1109.5374 TNIQEYWR 34608.7600 1109.5381 23.8330 56761 2 555.2727 ‐0.0565
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 968.5887 GVQTPVIVR 671.8146 968.5895 22.2042 7139 1 968.5895 2.27
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 810.3741 AYGDTQR 11019.2600 810.3738 19.3753 7067 1 810.3738 0.6833
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 957.4425 FAYGDTQR 1943.1050 957.4404 19.3927 6207 1 957.4404 ‐0.5763
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 781.3628 QEYWR 781.1813 781.3635 23.8062 4006 1 781.3635 1.27
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1065.6415 PGVQTPVIVR 1050.5600 1065.6422 22.2043 3927 2 533.3248 ‐0.1221
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 980.4472 SGNYPEWK 156.2983 980.4428 29.3236 3587 1 980.4428 ‐2.8394
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 583.3926 PVIVR 3130.4390 583.3906 22.2062 2140 1 583.3906 ‐3.3869
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1371.7518 VLLEDYHLIEK 270.3362 1371.7498 28.8132 1882 2 686.3786 ‐1.5575
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 990.5003 PTNSYTGIR 203.3803 990.5025 21.2691 1319 1 990.5025 3.36
NP_973873.1 catalase 3 Arabidopsis thaliana 9507.4460 49297.8377 67 62.76 None 1109.5586 TPTNSYTGIR 197.4983 1109.5532 20.1688 1140 1 1109.5532 ‐2.6216
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 1924.9175 DGYPSDPELIFLTDGASK 38125.7300 1924.9165 33.6882 46723 2 962.9619 0.7075
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 4071.9180 2255.1226 28.8191 16587 2 1128.0649 ‐0.0363
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 787.4672 GILESLR 2708.6800 787.4680 24.6360 8518 1 787.4680 1.43
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 857.4628 EGVFHLR 5941.5490 857.4607 20.0853 3143 2 429.2340 ‐3.7050
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 2081.0186 RDGYPSDPELIFLTDGASK 4366.7610 2081.0183 31.0095 4437 3 694.3443 ‐0.4911
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 1394.6798 ALDYESLNENVK 848.7097 1394.6862 24.3332 3894 2 697.8467 4.61
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 Carbamidomethyl+C(14) 2286.0820 ALDYESLNENVKNCQYAVR 756.6630 2286.0750 30.2969 4561 2 1143.5411 ‐0.9932
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 617.3617 LESLR 625.4353 617.3592 24.6254 4510 1 617.3592 ‐3.9259
NP_974122.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1924.0710 54014.7989 9 15.18 None 932.4684 ESLNENVK 220.5578 932.4686 26.1039 1129 1 932.4686 1.43
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 1799.9385 TTVITQGADPVVVAEDGK 82394.7300 1799.9384 24.6516 21976 2 900.4728 0.5008
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 13508.0700 1337.6632 19.8181 14504 2 669.3352 ‐0.1424
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 14381.0800 1414.5946 19.9634 10603 2 707.8009 0.0076
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 854.4115 EHAAANNK 1038.9910 854.4097 31.4278 10013 1 854.4097 ‐1.1570
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 926.5710 YPVIPLPK 5216.5160 926.5705 17.2935 2760 2 463.7889 ‐1.4773
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 2302.1826 LVDTNGAGDAFVGGFLSQLVHGK 1056.4190 2302.1223 21.4085 7160 2 1151.5648 ‐24.6990
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Carbamidomethyl+C(12) 1950.9493 VFTMNLSAPFICEFFK 917.8308 1950.9314 35.9775 1654 2 975.9693 ‐8.3216
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Oxidation+M(1) 1326.6722 MSQLPKASGTYK 185.4389 1326.6719 32.4239 2529 2 663.8396 ‐0.4953
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 1009.4625 YPEKPDFN 108.3046 1009.4581 18.1883 3654 2 505.2327 ‐5.2809
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Oxidation+M(1) 899.4291 MSQLPKASG 288.5053 899.4243 33.4724 2900 1 899.4243 ‐4.2189
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 Oxidation+M(1) 683.3545 MSQLPK 80.7959 683.3537 30.7097 2135 1 683.3537 ‐0.8819
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 6313.9140 33782.3873 20 36.09 None 836.4009 EHAAANNK 67.1201 836.4041 28.9185 6187 1 836.4041 4.56
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 18220.2800 1337.6632 19.8181 14504 2 669.3352 ‐0.0621
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 None 1213.6575 KPENWALVEK 394.6588 1213.6686 22.9150 10531 2 607.3379 8.46
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Carbamidomethyl+C(1) 1978.8674 CLPYMDYIFGNETEAR 285.4156 1978.8751 28.6386 2441 2 989.9412 5.61
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Carbamidomethyl+C(12) 1950.9493 VFTMNLSAPFICEFFK 612.0057 1950.9314 35.9775 1654 2 975.9693 ‐7.9260
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Oxidation+M(1) 1326.6722 MSQLPKASGTYK 206.5381 1326.6719 32.4239 2529 2 663.8396 ‐0.4206
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Oxidation+M(1) 899.4291 MSQLPKASG 75.2711 899.4243 33.4724 2900 1 899.4243 ‐3.9650
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Carbamidomethyl+C(2) 1249.5994 GCYASNVVIQR 5694.8810 1249.5949 19.8274 2894 2 625.3011 ‐3.9542
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 784.5984 33782.3873 20 36.09 Oxidation+M(1) 683.3545 MSQLPK 43.9681 683.3537 30.7097 2135 1 683.3537 ‐0.7068
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1390.7325 VYVGQGQDGVAAVK 11625.4300 1390.7327 19.2725 10341 2 695.8700 ‐0.0436
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1214.6627 SSTTPVPSTPLK 5744.1720 1214.6621 19.7030 8299 2 607.8347 ‐0.9410
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1624.6060 2122.9646 31.3029 4492 2 1061.9859 ‐0.2405
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2806.4258 AGEYVNAIGAYLAPSGTTPLTPATQSQK 670.0898 2806.4189 20.5479 1258 3 936.1445 ‐1.8930
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1939.9760 VSVGQAQDGIGAVSFVYDK 616.3992 1939.9890 36.4736 58076 2 970.4981 7.84
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2147.0543 SAEFTLAPDEYITALSAYGK 287.0418 2147.0126 20.9370 5003 2 1074.0099 ‐18.1997
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2251.0626 LEGAGSEAGTLWDDGAFDGVRK 208.3521 2251.0802 35.0368 3473 2 1126.0437 9.51
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1889.6560 2068.0873 24.9963 5584 3 690.0340 7.44
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1833.0017 FDYVKGGVTKQGVLHGK 631.0249 1832.9873 25.2622 1663 2 916.9973 ‐7.2319
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 2708.3890 VSVGQAQDGIGAVSFVYDKAGQVVEGK 1227.8380 2708.4080 24.0037 1401 2 1354.7077 9.31
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 Oxidation+M(30) 4353.1397 QQSRQNPREFVINHPDEYLVSVEGWYETV 944.5934 4353.1335 25.5091 1364 3 1451.7160 0.8349
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 None 1127.6307 STTPVPSTPLK 120.9818 1127.6332 20.9154 827 2 564.3203 1.53
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 434.8957 72473.6018 21 13.48 Oxidation+M(6) 1530.7661 WYETVMLGIQFK 272.9435 1530.7625 26.4179 777 2 765.8849 ‐2.2337
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 2287.0473 LTAEGGETGAVWDDGSHDDVKK 2385.8380 2287.0421 26.9889 28770 2 1144.0247 ‐0.2465
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1106.6204 FTLQVQDKK 843.7885 1106.6213 21.6653 13071 2 553.8143 0.0878
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1390.7325 VYVGQGQDGVAAVK 10951.0200 1390.7327 19.2725 10341 2 695.8700 0.0640
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1214.6627 SSTTPVPSTPLK 7923.7910 1214.6621 19.7030 8299 2 607.8347 ‐0.9239
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 920.2139 2068.0732 26.8360 2149 3 690.0292 0.7180
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1127.6307 STTPVPSTPLK 5689.1480 1127.6270 19.6929 4088 2 564.3171 ‐3.9048
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1301.5757 WDDGSHDDVKK 281.0499 1301.5688 26.3121 3197 1 1301.5688 ‐2.3244
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 437.5635 72473.6018 21 13.48 None 1373.7060 VYVGQGQDGVAAVK 1502.1090 1373.7025 19.9527 1649 2 687.3549 ‐2.6111
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 846.4866 ALDMIRK 1085.6080 846.4924 21.1648 26825 2 423.7498 5.91
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1485.7907 GLVDSDTLPLNVSR 6618.7360 1485.7930 28.1483 8639 2 743.4001 1.47
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1097.4833 FGWSANMER 1350.3820 1097.4861 24.1305 4988 2 549.2467 1.81
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1473.7584 SQKDIFYITGSSK 854.4523 1473.7536 21.7789 2842 2 737.3804 ‐3.0840
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1637.8057 ETVYEWELLNDVK 489.1877 1637.8101 32.4549 2360 2 819.4087 3.77
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 2843.3065 SDDLAGGLNIEAEPVEQQEENTKDEL 406.4383 2843.3177 33.3395 2040 3 948.4441 4.14
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1620.7653 FAVSEDTWNEPLGR 2260.7400 1620.7658 28.1468 7436 2 810.8866 0.8429
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1335.6573 IMQSQTLSDANK 551.7242 1335.6476 20.7661 1962 3 445.8874 ‐8.2758
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 1864.9691 VKETVYEWELLNDVK 683.3504 1864.9604 27.9449 1849 3 622.3250 ‐5.2081
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 230.4867 94206.0790 10 11.66 None 461.2354 TGSSK 68.1906 461.2380 22.8622 1707 1 461.2380 5.48
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1906.0433 EAVNVSLANLLTYPFVR 187720.6000 1906.0402 23.4834 92993 2 953.5237 ‐0.8190
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1245.6296 NIANMVPPFDK 43152.2900 1245.6296 17.6477 86588 2 623.3185 ‐0.3931
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 49732.2900 1652.8811 23.3583 84547 3 551.6319 0.5926
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 52353.9300 1235.5201 22.5310 79663 2 618.2637 0.9161
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 15683.7400 2385.0972 22.9461 76245 2 1193.0522 ‐2.3476



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 109553.2000 1784.7735 20.9746 57221 2 892.8904 ‐0.5902
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1468.7318 YETNPALYGELAK 38501.8900 1468.7306 24.9301 55190 2 734.8689 ‐0.8604
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 20143.8800 2052.0137 17.9228 51248 4 513.7589 ‐0.4215
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1407.6962 ITAELQAASSSDSK 27125.4300 1407.6959 17.4884 22843 2 704.3516 ‐0.3434
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1674.9214 YAGVGAAIEYAVLHLK 11676.5000 1674.9227 21.9020 21421 3 558.9791 0.1239
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1641.9422 LLIEKDDLKDVAAAK 4201.8770 1641.9445 23.2837 18342 3 547.9863 0.6679
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 849.4101 SFDPVER 28727.4000 849.4108 17.9265 17134 2 425.2090 ‐0.3066
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1086.6405 LLIEKDDLK 12587.7900 1086.6407 20.5058 6866 2 543.8240 ‐0.4794
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(1) 2863.5135 CEREAVNVSLANLLTYPFVREGVVK 227.3550 2863.4606 39.3915 4944 3 955.1584 ‐17.8744
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1725.8694 EKYETNPALYGELAK 21530.0000 1725.8727 23.3060 106902 3 575.9624 1.27
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1090.5891 SFDPVERIK 743.1581 1090.5883 24.8197 9133 2 545.7978 ‐1.4744
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1472.7930 NIANMVPPFDKVK 5425.5180 1472.7898 17.2749 8634 2 736.8985 ‐2.1596
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1251.5892 YETNPALYGEL 210.7960 1251.5853 22.2537 4576 2 626.2963 ‐3.4929
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1018.5026 ANMVPPFDK 729.5715 1018.5019 17.6482 4302 1 1018.5019 0.7801
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(3) 842.3462 FACSDSR 2526.0060 842.3472 22.5300 3353 1 842.3472 2.0979
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 Carbamidomethyl+C(1) 1952.9436 CPSHVLDFHPGDAFVVR 1634.8850 1952.9431 17.9214 3332 3 651.6525 ‐0.6728
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 793.4454 LYGELAK 617.6438 793.4479 23.3007 3236 1 793.4479 3.61
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 762.3781 FDPVER 118.9798 762.3789 19.2680 2578 1 762.3789 1.22
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1132.5157 VLAESESSAFE 444.5866 1132.5115 21.6140 2152 2 566.7594 ‐4.2946
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1209.5786 EKYETNPALY 206.9298 1209.5755 22.4104 757 2 605.2914 ‐3.0389
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1707.8588 EKYETNPALYGELAK 321.7181 1707.8545 24.7980 882 2 854.4309 ‐2.1388
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1389.6856 ITAELQAASSSDSK 267.7900 1389.6822 19.4673 794 3 463.8989 ‐3.4643
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1451.7053 YETNPALYGELAK 194.9928 1451.7011 26.5608 13753 2 726.3542 ‐2.9539
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 34286.4100 28686.6191 60 72.59 None 1708.8428 EKYETNPALYGELAK 283.9577 1708.8493 24.1860 3241 3 570.2880 3.1471
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 48682.8400 1652.8811 23.3583 84547 3 551.6319 0.5670
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 72356.5900 1235.5201 22.5310 79663 2 618.2637 0.9439
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1468.7318 YETNPALYGELAK 55565.4000 1468.7306 24.9301 55190 2 734.8689 ‐0.7127
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1245.6296 NIANMVPPFDK 21530.8600 1245.6310 28.4683 43117 2 623.3191 0.7395
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1407.6962 ITAELQAASSSDSK 12569.4600 1407.6959 17.4884 22843 2 704.3516 ‐0.2271
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1641.9422 LLIEKDDLKDVAAAK 1461.7530 1641.9445 23.2837 18342 3 547.9863 0.6442
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1906.0433 EAVNVSLANLLTYPFVR 1511.4450 1906.0497 41.7331 2997 2 953.5285 4.70
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1569.7101 MGNESYEDAIEALK 1106.9270 1569.7197 25.6516 1721 3 523.9114 5.94
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1725.8694 EKYETNPALYGELAK 30837.1600 1725.8727 23.3043 106194 3 575.9624 1.30
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 2240.5610 2401.1041 38.3564 21420 2 1201.0557 3.69
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 864.4825 ALYGELAK 186.9550 864.4797 24.0360 11378 1 864.4797 ‐2.1210
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1251.5892 YETNPALYGEL 225.5932 1251.5960 26.3083 6132 2 626.3016 5.0467
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Carbamidomethyl+C(4) 941.4146 VFACSDSR 543.7064 941.4168 22.5293 3452 1 941.4168 3.30
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Carbamidomethyl+C(3) 842.3462 FACSDSR 1458.9280 842.3472 22.5300 3353 1 842.3472 2.10
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 793.4454 LYGELAK 1819.3690 793.4479 23.3007 3236 1 793.4479 4.0714
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 765.3414 EKYETN 770.8398 765.3438 23.2994 2997 1 765.3438 4.0024
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 643.3232 NIANMV 397.2488 643.3212 29.9214 2300 1 643.3212 ‐2.8193
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1305.6685 ETNPALYGELAK 370.6667 1305.6627 24.5974 1946 2 653.3350 ‐4.6586
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 Carbamidomethyl+C(5) 1072.4551 MVFACSDSR 169.4285 1072.4578 22.5372 1017 1 1072.4578 4.04
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1707.8588 EKYETNPALYGELAK 408.5759 1707.8545 24.7980 882 2 854.4309 ‐1.8682
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1389.6856 ITAELQAASSSDSK 347.1277 1389.6822 19.4673 794 3 463.8989 ‐3.4439
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 10427.6900 28686.6191 60 72.59 None 1451.7053 YETNPALYGELAK 158.6913 1451.7124 22.1219 3796 2 726.3598 4.98
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 1906.0433 EAVNVSLANLLTYPFVR 139773.1000 1906.0402 23.4834 92993 2 953.5237 ‐1.1351
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 1245.6296 NIANMVPPFDK 34689.0700 1245.6296 17.6477 86588 2 623.3185 ‐0.5590
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 20167.9700 2385.0972 22.9461 76245 2 1193.0522 ‐2.7728
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 13853.1800 2052.0137 17.9228 51248 4 513.7589 0.2546
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 1674.9214 YAGVGAAIEYAVLHLK 4121.7410 1674.9227 21.9020 21421 3 558.9791 0.3537
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 4605.4420 1652.8788 15.3575 9673 3 551.6311 ‐0.5667
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 603.3137 PPFDK 2080.8440 603.3172 17.6342 4488 1 603.3172 5.51
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 1018.5026 ANMVPPFDK 471.1801 1018.5019 17.6482 4302 1 1018.5019 0.4449
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 13784.7200 28686.6191 60 72.59 None 782.4196 TYPFVR 124.3251 782.4179 23.8354 1372 1 782.4179 ‐1.8188
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1253.5644 EVEDAFETSAR 6156.9510 1253.5665 19.6607 10584 2 627.2869 1.78
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 2842.4316 QLGADEIVQVTTNLEDVGSEVEQIQK 6130.4020 2842.4275 39.4551 9799 3 948.1473 ‐0.8721
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(13)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1947.9083 FGFSQKEVEDAFETSAR 1037.1490 1947.9014 16.0574 1206 3 649.9720 ‐3.9147
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1916.9786 VEEENMAAWLVGINTLK 1091.1930 1916.9790 21.6891 3354 2 958.9931 1.0110
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(16) 2064.0808 HLVVGDRVALEPGISCWR 2028.5680 2064.0782 24.2818 13592 2 1032.5427 ‐0.1935
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(11) 1424.6985 TMSTALAATRCGGK 1385.9510 1424.6992 20.7781 3050 2 712.8532 0.4286
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(9)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(5) 802.3989 AATRCGGK 128.4225 802.4015 19.0596 4709 1 802.4015 3.77
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 Carbamidomethyl+C(9)
NP_974925.1 putative sorbitol dehydrogenase Arabidopsis thaliana 805.4653 40054.1163 11 33.24 None 1425.6719 VEEENMAAWLVGI 201.4348 1425.6720 22.2952 1264 1 1425.6720 3.0780
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 None 1641.8846 LASGEVFGPDQPIALK 7383.7220 1641.8854 28.7168 18202 2 821.4463 0.7318
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 None 1137.5422 DVEIDDYLR 23866.6400 1137.5434 27.7613 6819 2 569.2753 0.4016
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 None 1731.8912 ADLLDINGQIFAEQGK 2693.9570 1731.8840 32.4555 3288 2 866.4456 ‐3.7097
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 None 1145.6161 SEAELLAEKR 8343.0930 1145.6158 17.3549 2607 2 573.3116 ‐0.8052
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 Carbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thalian 1526.8590 36732.7671 6 20.36 None 1623.8741 LASGEVFGPDQPIALK 328.1331 1623.8793 27.6085 1012 2 812.4433 3.91
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NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 479.0000 44687.1718 6 11.36 None 1797.0116 IINSDEIQSVVNPIKK 5112.4800 1797.0132 16.8006 6591 3 599.6759 0.1519
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 479.0000 44687.1718 6 11.36 None 1862.0681 HAIVSAIAATAVPALVMAR 3168.1730 1862.0711 20.0397 4524 3 621.3619 0.9984
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 479.0000 44687.1718 6 11.36 Carbamidomethyl+C(10) 1182.5143 AGQAAFGNMCR 4727.2750 1182.5163 18.4426 2503 2 591.7618 1.0537
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 433.3972 44687.1718 6 11.36 None 1797.0116 IINSDEIQSVVNPIKK 4612.0650 1797.0132 16.8006 6591 3 599.6759 0.6110
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 433.3972 44687.1718 6 11.36 None 1862.0681 HAIVSAIAATAVPALVMAR 2962.5510 1862.0711 20.0397 4524 3 621.3619 1.86
NP_001030663.1 60S ribosomal protein L4 1 Arabidopsis thaliana 433.3972 44687.1718 6 11.36 None 793.4607 FVIWTK 7574.0590 793.4569 16.6416 2200 1 793.4569 ‐4.0238
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1613.8745 LVVDTTANQDPLVTK 23459.1300 1613.8745 24.2449 14924 2 807.4409 0.1545
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1857.9705 GSLGSAIDAHFGSLEGLVK 1484.5890 1857.9599 21.9688 1423 2 929.4836 ‐5.0985
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1339.6488 NLAPSSEGGGEPPK 284.5722 1339.6707 22.2911 3095 2 670.3390 15.9737
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 2333.1594 MSAEGAAVQGSGWWLGLDKELK 354.0069 2333.1174 24.6641 1847 3 778.3773 ‐18.0797
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1741.9694 KLVVDTTANQDPLVTK 1177.9680 1741.9734 22.8273 5710 3 581.3293 1.09
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1302.6536 DTTANQDPLVTK 385.9279 1302.6474 23.3178 3322 1 1302.6474 ‐2.4465
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 1703.7660 25401.8601 12 24.78 None 1069.5524 TANQDPLVTK 245.3404 1069.5474 23.4758 788 1 1069.5474 ‐3.1486
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 604.8438 25401.8601 12 24.78 None 1613.8745 LVVDTTANQDPLVTK 9274.2710 1613.8745 24.2449 14924 2 807.4409 0.1456
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 604.8438 25401.8601 12 24.78 None 1628.8319 VINWKYASEVYEK 673.6760 1628.8364 27.6262 5872 2 814.9219 2.70
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 604.8438 25401.8601 12 24.78 None 1741.9694 KLVVDTTANQDPLVTK 707.4443 1741.9734 22.8273 5710 3 581.3293 1.94
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 604.8438 25401.8601 12 24.78 None 1265.6372 KLVVDTTANQDP 608.4160 1265.6390 23.7373 5868 2 633.3231 0.7872
NP_001030670.1 Superoxide dismutase Mn Arabidopsis thaliana 604.8438 25401.8601 12 24.78 None 1069.5524 TANQDPLVTK 193.2520 1069.5474 23.4758 788 1 1069.5474 ‐3.0610
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1056.6048 AIALTVDTPR 29566.4100 1056.6035 23.2442 65370 2 528.8054 ‐2.1498
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 2011.9026 MDEANDSGLASYVAGQIDR 29651.5600 2011.9008 30.4352 56832 2 1006.4541 0.0057
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 46543.2400 2908.4342 24.7149 48094 3 970.1496 0.1780
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1143.6772 FTLPPNLTLK 14013.1700 1143.6779 18.4733 46702 2 572.3426 ‐0.1648
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1875.0110 QLDYVPATISALEEVVK 20263.0500 1875.0099 22.3090 43430 2 938.0086 0.0207
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 992.5047 NFEGLDLGK 21558.7000 992.5051 25.4844 36610 2 496.7562 ‐0.6837
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1072.6150 IPVFLDGGVR 30331.6900 1072.6141 17.7944 34586 2 536.8107 ‐1.6711
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1107.5873 FFQLYVYK 6328.6240 1107.5888 18.7340 33952 2 554.2980 0.4731
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 2439.0558 MVYDYYASGAEDQWTLQENR 14095.8500 2439.0474 29.6766 29188 2 1220.0274 ‐1.7553
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1225.6497 IDMTTTVLGFK 34817.6800 1225.6499 18.7045 27017 2 613.3286 ‐0.3694
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1517.7888 ISMPIMVAPTAMQK 19919.0300 1517.7868 18.6484 26553 2 759.3970 ‐1.3995
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1231.6681 DVQWLQTITK 56043.5700 1231.6683 18.4399 23683 2 616.3378 ‐0.4111
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 956.5524 NVVEQLVR 2744.3320 956.5526 23.6919 21730 2 478.7799 ‐0.8522
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1780.8725 NHITTEWDTPRPSAR 2998.5520 1780.8757 19.4788 18609 3 594.2967 1.0084
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1718.9660 IAIQAGAAGIIVSNHGAR 4858.3250 1718.9661 16.2753 17938 3 573.6602 ‐0.8272
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1318.5845 MAHPDGEYATAR 52964.6000 1318.5879 14.4475 15369 3 440.2008 1.09
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 787.4924 ILIDVSK 14627.0800 787.4929 21.8219 8912 2 394.2501 ‐0.7493
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1228.7161 IPVFLDGGVRR 5569.6710 1228.7173 16.4134 5378 3 410.2439 ‐0.5018
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 634.3220 2269.1326 39.4317 1682 3 757.0491 8.1751
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 Carbamidomethyl+C(12) 2342.1479 DEFELTMALSGCRSLKEISR 1061.9630 2342.1363 18.8787 1323 2 1171.5718 ‐3.5061
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1261.6245 VLQMLRDEFE 657.4241 1261.6302 36.5244 7531 2 631.3188 3.49
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 872.4836 ALTVDTPR 4126.9100 872.4839 23.2477 7113 1 872.4839 1.1480
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 731.3934 EGLDLGK 67.8229 731.3953 22.7597 4281 1 731.3953 2.42
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 674.4083 LIDVSK 3043.0310 674.4083 21.8160 2626 1 674.4083 0.1775
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 561.3243 IDVSK 1824.8710 561.3217 21.8159 2324 1 561.3217 ‐4.6991
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1355.7781 VPATISALEEVVK 182.8279 1355.7716 21.9216 2318 2 678.3895 ‐5.0804
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 675.3494 PTAMQK 2885.0690 675.3530 18.6538 1979 1 675.3530 5.81
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 738.2876 MAHPDGE 2538.4120 738.2886 14.4418 1581 1 738.2886 1.16
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 959.5309 PVFLDGGVR 360.8568 959.5289 17.0521 1435 1 959.5289 ‐0.9018
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 889.5142 WLQTITK 1904.1070 889.5134 18.4097 1124 1 889.5134 0.0436
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1125.6667 FTLPPNLTLK 159.4956 1125.6623 16.2678 1209 2 563.3348 ‐4.6327
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 975.4782 NFEGLDLGK 92.5864 975.4722 24.3504 1662 1 975.4722 ‐4.8887
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 Carbamidomethyl+C(18) 2252.0872 VLQMLRDEFELTMALSGCR 323.1472 2252.0782 36.5202 1478 2 1126.5427 ‐2.7076
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 16545.4000 38224.0384 59 73.28 None 1126.6507 FTLPPNLTLK 157.4946 1126.6467 22.3734 1108 2 563.8270 ‐4.2980
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 1056.6048 AIALTVDTPR 43180.7100 1056.6035 23.2442 65370 2 528.8054 ‐2.2888
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 2011.9026 MDEANDSGLASYVAGQIDR 25286.9200 2011.9008 30.4352 56832 2 1006.4541 0.0898
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 992.5047 NFEGLDLGK 20961.6000 992.5055 25.4891 34375 2 496.7564 ‐0.4341
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 2439.0558 MVYDYYASGAEDQWTLQENR 8980.8990 2439.0475 29.6738 28010 2 1220.0274 ‐1.5639
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 956.5524 NVVEQLVR 1589.8790 956.5526 23.6919 21730 2 478.7799 ‐1.0146
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 1780.8725 NHITTEWDTPRPSAR 3089.7270 1780.8757 19.4788 18609 3 594.2967 1.0781
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 787.4924 ILIDVSK 21679.1500 787.4929 21.8219 8912 2 394.2501 ‐0.9512
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 946.4741 WTLQENR 152.8845 946.4769 31.4836 5111 1 946.4769 4.1701
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 674.4083 LIDVSK 2988.4690 674.4083 21.8160 2626 1 674.4083 0.1744
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 801.4465 LTVDTPR 2493.0960 801.4460 23.2448 2578 1 801.4460 ‐0.0250
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 4285.4880 38224.0384 59 73.28 None 975.4782 NFEGLDLGK 129.5701 975.4722 24.3504 1662 1 975.4722 ‐4.8227
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 28183.6000 2908.4342 24.7149 48094 3 970.1496 0.6558
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1143.6772 FTLPPNLTLK 15514.3800 1143.6779 18.4733 46702 2 572.3426 0.3460
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1875.0110 QLDYVPATISALEEVVK 20394.8400 1875.0099 22.3090 43430 2 938.0086 0.2171
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1072.6150 IPVFLDGGVR 31821.8400 1072.6141 17.7944 34586 2 536.8107 ‐1.1298
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1107.5873 FFQLYVYK 8481.8980 1107.5888 18.7340 33952 2 554.2980 0.9994
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1225.6497 IDMTTTVLGFK 38454.1500 1225.6499 18.7045 27017 2 613.3286 0.1062
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1517.7888 ISMPIMVAPTAMQK 22620.1000 1517.7868 18.6484 26553 2 759.3970 ‐1.0496
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1231.6681 DVQWLQTITK 42683.5300 1231.6683 18.4399 23683 2 616.3378 0.0618
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1718.9660 IAIQAGAAGIIVSNHGAR 7573.2500 1718.9661 16.2753 17938 3 573.6602 ‐0.3695
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1228.7161 IPVFLDGGVRR 8213.6040 1228.7173 16.4134 5378 3 410.2439 ‐0.0523
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 Carbamidomethyl+C(12) 2342.1479 DEFELTMALSGCRSLKEISR 1683.4640 2342.1363 18.8787 1323 2 1171.5718 ‐3.5105

Protein identification details of Arabidopsis ΔNyda1 mutant seedlings, replicate 3



NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 997.5387 MTTTVLGFK 288.7299 997.5374 17.9775 2352 2 499.2724 ‐1.6854
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 698.3508 QLDYVP 90.7875 698.3469 22.5137 1250 1 698.3469 ‐5.2368
NP_001030694.1 peroxisomal S 2 hydroxy acid oxidase GLO1 Arabidopsis thaliana 8984.5350 38224.0384 59 73.28 None 1125.6667 FTLPPNLTLK 177.0709 1125.6623 16.2678 1209 2 563.3348 ‐4.1141
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 1158.6477 VVVDGNVITSR 6764.1870 1158.6514 20.8360 27641 2 579.8293 2.49
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 1427.7992 LVAEVLLDEVAEK 59278.2600 1427.8002 34.3818 21453 2 714.4037 0.4733
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 48863.2600 1249.6191 16.9738 12652 2 625.3132 ‐1.7110
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 820.4233 SLENMVK 3444.1230 820.4267 19.0704 2465 2 410.7170 2.07
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 685.9298 2270.1023 38.9595 877 2 1135.5548 ‐1.2227
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 Carbamidomethyl+C(20) 2426.2093 RGGADVTVASVETQVGVDACHGIK 1485.9060 2426.1813 23.4559 3168 2 1213.5943 ‐9.8956
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 861.4425 DGNVITSR 222.7471 861.4405 21.6932 2656 1 861.4405 ‐1.4856
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 1215.6467 AEVLLDEVAEK 1320.5190 1215.6403 34.3650 1171 1 1215.6403 ‐3.2722
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 1509.7656 RGGADVTVASVETQVG 471.8209 1509.7634 22.5523 852 2 755.3854 ‐1.4984
NP_001030698.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 10 18.16 None 802.4128 SLENMVK 84.3103 802.4166 20.2726 2562 1 802.4166 5.61
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1753.8313 MLEEIEREFEEATK 2348.5270 1753.8341 33.5752 5832 2 877.4207 1.80
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1439.7992 FTSLTTSLSELLK 626.1777 1439.7954 21.6898 5712 2 720.4013 ‐2.8476
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1823.9399 DLVNHPNFDAIIAAGTR 1225.4400 1823.9377 18.6298 3170 3 608.6508 ‐1.8864
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1045.5160 QLEDIADNK 795.5245 1045.5135 16.2246 1615 1 1045.5135 ‐0.9627
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 2124.9428 QLNLDDFSEGDDSAESARR 1063.0680 2124.9474 24.8781 1186 3 708.9873 1.24
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1750.9044 IMLEAIEREFEAATK 1109.4880 1750.9041 31.2315 6668 2 875.9557 0.2237
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1062.5248 NSMLEAIER 2729.2130 1062.5259 25.2184 4372 2 531.7666 0.1766
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 2308.2157 GLSARDLVNHPNFDAIIAAGTR 588.4289 2308.1533 18.3597 3560 3 770.0560 ‐27.0713
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 2319.1438 MLEAIEREFEAAHAGFEQLK 333.8311 2319.0801 35.6706 2764 2 1160.0437 ‐26.0338
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1096.5092 NSMLEAFER 400.0728 1096.5146 18.5115 1868 1 1096.5146 6.03
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1544.7744 AEHIWVEFLSSLN 785.6159 1544.7475 32.1168 1725 2 772.8774 ‐17.4000
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 2057.9597 NSMLEAFEREFEAATNAK 1651.6740 2057.9850 26.6942 1706 2 1029.4961 13.2468
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1982.0012 ETAMEKQRTVDSVFAAAK 1643.1390 1981.9948 22.0918 1620 2 991.5010 ‐2.4032
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1479.7339 NHPNFDAIIAAGTR 438.7102 1479.7384 18.9154 6905 2 740.3728 2.42
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 795.3883 EFEAATK 313.5315 795.3878 31.1826 6471 1 795.3878 0.0129
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 776.4009 SAESARR 150.0610 776.4037 26.0402 3502 1 776.4037 4.0969
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 1045.5538 GLSARDLVNH 303.9359 1045.5544 18.2780 3006 2 523.2809 ‐0.2573
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 846.3992 QLNLDDF 152.7697 846.3961 24.0011 2262 1 846.3961 ‐2.9555
NP_001030708.1 DNA topoisomerase like protein Arabidopsis thaliana 263.7347 80973.9407 19 11.4 None 415.2300 TNAK 95.5346 415.2319 25.6875 1476 1 415.2319 4.0339
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1812.8803 IYSFGGEFTPNQPIDK 4089.8960 1812.8823 28.6676 15534 2 906.9448 1.48
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1308.7158 LLTPVEEGPTPR 9295.9670 1308.7130 22.0633 14878 2 654.8601 ‐2.5467
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 950.5306 SVFASAAIGK 4298.7260 950.5309 22.5767 13058 2 475.7691 ‐0.6834
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 7689.7330 1634.7415 15.1030 8339 3 545.5853 1.1435
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1897.8021 GGEMGDVWDDGVYENVR 3637.4450 1897.8042 28.6956 6362 2 949.4057 1.42
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1014.5578 GGAGLEVVQGK 7060.3020 1014.5579 18.4677 4437 2 507.7826 ‐0.9355
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1308.6430 GWTASTTATIDGK 1028.5090 1308.6791 24.1755 2342 2 654.8432 27.1625
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 2063.9345 APTNDRFDDLFFYGIDSA 2788.9590 2063.9360 37.6729 12428 2 1032.4717 1.66
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 Carbamidomethyl+C(1) 2964.4309 CSHGIAQVGNKIYSFGGEFTPNQPIDK 3087.0040 2964.4294 23.5533 12025 3 988.8146 0.2573
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 2485.1478 FGGEEETPSSRGWTASTTATIDGK 1246.2310 2485.1407 27.2168 1968 3 829.0517 ‐2.7050
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1432.6743 FGGEFTPNQPIDK 217.0900 1432.6811 22.2327 2720 3 478.2319 3.44
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 764.4301 FASAAIGK 515.0446 764.4297 22.6113 2083 1 764.4297 ‐0.0125
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 981.5000 PVEEGPTPR 165.7070 981.5062 22.0201 2051 2 491.2567 5.41
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 772.4563 LEVVQGK 108.6297 772.4590 19.8558 1258 1 772.4590 4.0177
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 996.5473 GGAGLEVVQGK 231.6721 996.5520 18.8624 1026 2 498.7796 3.76
NP_001030709.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 997.5313 GGAGLEVVQGK 170.1417 997.5374 17.9775 2352 2 499.2724 5.1514
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1434.7587 VYVGQAQDGISAVK 24636.7700 1434.7546 21.3749 77057 2 717.8809 ‐3.1040
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1686.7718 GANLWDDGSTHDAVTK 24305.2300 1686.7718 21.1698 64994 3 562.9288 ‐0.8830
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1395.7301 IFGSDGSVITMLR 3181.0270 1395.7294 19.4835 34909 2 698.3684 ‐0.7257
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLT 4654.7870 3187.6741 21.4477 31303 3 1063.2295 ‐0.3700
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1933.9502 TSDVIGSDEGTHFTLQVK 8878.0820 1933.9519 26.2399 29113 3 645.3221 0.3123
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1091.6320 IGVHVRPLSN 7176.6130 1091.6332 20.0142 23025 2 546.3203 0.3024
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 6974.8710 3072.4505 25.3735 21698 2 1536.7289 ‐0.6470
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 2401.2034 QTSPPFGLEAGTVFELKEEGHK 1747.5670 2401.2108 30.8243 8094 4 601.0581 1.96
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 2814.3475 MAQKVEAQGGKGANLWDDGSTHDA 4744.7720 2814.3521 25.5624 4897 3 938.7889 2.84
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 685.3991 VRPLSN 95.1396 685.3983 21.5235 16121 1 685.3983 ‐1.0710
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1928.9097 GGKGANLWDDGSTHDAVTK 396.7997 1928.9057 25.8652 4371 3 643.6401 ‐2.6648
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1117.5670 GSDGSVITMLR 288.6328 1117.5684 20.7008 1740 1 1117.5684 2.28
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1085.5262 QTSPPFGLEAG 222.8591 1085.5219 30.2060 1487 1 1085.5219 ‐2.3376
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 959.5785 IGVHVRPLS 516.5645 959.5772 20.0203 1063 2 480.2922 ‐2.4825
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1377.7195 IFGSDGSVITMLR 213.6743 1377.7260 18.6110 1084 2 689.3666 4.87
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 24 54.70 None 1669.7453 GANLWDDGSTHDAVTK 370.3500 1669.7509 21.1631 1304 3 557.2552 2.41
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 1395.7301 IFGSDGSVITMLR 2949.9050 1395.7294 19.4835 34909 2 698.3684 ‐0.3232
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 3655.8795 VLPADPFVINHPDEHLVSVEGWYSPEG 3768.0580 3655.8774 21.9221 34097 4 914.7248 ‐0.5875
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLT 3416.6180 3187.6741 21.4477 31303 3 1063.2295 0.1124
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 11603.4100 3072.4505 25.3735 21698 2 1536.7289 ‐0.9653
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 1933.9502 TSDVIGSDEGTHFTLQVK 6930.4300 1933.9522 16.4930 10958 3 645.3223 0.9758
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 2141.1277 IQLAAGIDGIQYVQFDYVK 2941.1910 2141.1242 23.0289 3747 2 1071.0657 ‐0.4518
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 1117.5670 GSDGSVITMLR 209.2433 1117.5684 20.7008 1740 1 1117.5684 2.67
NP_001030710.1 PYK10 binding protein 1 Arabidopsis thaliana 2570.2980 32158.1143 24 54.70 None 1377.7195 IFGSDGSVITMLR 167.5590 1377.7260 18.6110 1084 2 689.3666 4.89
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 226.3827 25848.4146 4 12.71 None 2048.1460 APIAILGAEIDQMSPPALLK 1372.5930 2048.1393 22.3834 12039 2 1024.5733 ‐2.3287
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 226.3827 25848.4146 4 12.71 None 1177.5735 YNIDEPEAVK 2597.4460 1177.5759 20.3077 8178 2 589.2916 1.31
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 226.3827 25848.4146 4 12.71 None 654.3457 EPEAVK 146.3513 654.3432 18.1475 9869 1 654.3432 ‐3.7953
NP_001030749.1 alpha beta Hydrolases superfamily protein Arabidopsis thaliana 226.3827 25848.4146 4 12.71 None 579.3865 APIAIL 86.5283 579.3835 23.3660 3222 1 579.3835 ‐5.3343
NP_001030826.1 40S ribosomal protein S20 2 Arabidopsis thaliana 3951.9430 13807.1787 1 9.84 None 1318.7253 VIDLFSSPDVVK 40178.0900 1318.7225 18.8390 29911 2 659.8649 ‐2.0622
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 922.4516 LSELGFADA 20291.4800 922.4515 27.9926 53111 1 922.4515 0.8975
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 2064.8644 YAADEDAFFADYAEAHMK 33115.9100 2064.8647 30.4812 42790 3 688.9598 ‐0.2897



NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 1858.0168 ELLSGEKEGLLQLVSDK 21947.9500 1858.0177 32.0971 36290 3 620.0108 ‐0.1098
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 1101.6150 EGLLQLVSDK 9626.6790 1101.6166 30.1715 31145 2 551.3119 0.4981
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 55553.8500 960.4762 18.5867 27274 2 480.7417 ‐0.4330
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 1906.9518 FDAEQAHGANSGIHIALR 5418.3680 1906.9544 23.0981 24955 4 477.4941 ‐1.1585
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 1954.6160 1635.7353 21.9374 21213 3 545.9166 0.3959
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 923.4404 TGGPFGTMR 2865.4480 923.4408 20.3844 21094 2 462.2240 ‐0.8305
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 3635.8281 EQFPTISFADFHQLAGVVAVEVTGGPD 758.7551 3635.8366 43.2724 1252 4 909.7146 1.97
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 615.3647 PIMVR 15588.0600 615.3652 18.5856 3005 1 615.3652 0.7637
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 686.4018 APIMVR 688.7529 686.4028 18.5785 1518 1 686.4028 1.64
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 1830.7639 ADEDAFFADYAEAHMK 6281.5420 1830.7652 30.4732 1188 2 915.8863 1.48
NP_001030992.2 L ascorbate peroxidase 1 Arabidopsis thaliana 7476.0190 27846.3943 13 50.80 None 904.4411 LSELGFADA 247.2720 904.4417 28.7074 10540 1 904.4417 1.18
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 2280.1403 MTPTKPMVVETFSEYPPLGR 51584.1900 2280.1383 18.3632 153587 3 760.7176 ‐0.4995
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 16158.7400 2506.3296 19.4236 129177 3 836.1147 0.6614
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1129.6616 GITIDIALWK 451.2861 1129.6404 20.2374 4594 1 1129.6404 ‐16.9344
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 2522.2344 SVEMHHESLLEALPGDNVGFNVK 374.7770 2522.2837 19.4753 2321 3 841.4327 20.2096
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 900.4574 SEYPPLGR 185.8679 900.4610 16.8016 4133 2 450.7341 3.85
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1166.5841 TFSEYPPLGR 788.7512 1166.5806 18.3754 1910 1 1166.5806 ‐1.0159
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1197.6006 MTPTKPMVVET 219.2563 1197.6071 18.3979 1444 2 599.3072 5.37
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1016.5623 APTGLTTEVK 149.5945 1016.5583 19.4187 1428 1 1016.5583 ‐2.4265
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1747.9299 PGMVVTFAPTGLTTEVK 193.1036 1747.9352 19.1853 1358 2 874.4712 3.74
NP_001030993.1 Elongation factor 1 alpha Arabidopsis thaliana 3190.7040 49844.5675 10 17.15 None 1065.5364 FSEYPPLGR 184.8183 1065.5288 18.3312 1285 1 1065.5288 ‐5.5256
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1523.8580 LGPNYLQLPVNAPK 68734.9100 1523.8547 18.1505 230209 2 762.4310 ‐1.9083
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1632.9108 IWPEDILPLQPVGR 53315.6600 1632.9128 21.4375 119707 2 816.9600 1.70
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1128.6048 WVEILSEPR 70247.9600 1128.6036 17.4137 104433 2 564.8055 ‐1.2694
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1875.0123 DGIQFPDVVHALKPNPK 8224.6510 1875.0107 18.1622 71364 3 625.6751 ‐1.0310
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1703.8574 HMEGFGVHTYTLIAK 4627.5240 1703.8593 16.5165 35044 3 568.6246 0.6890
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 12128.3100 3306.5772 23.8778 22337 3 1102.8639 ‐0.4038
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 1449.6160 2700.2784 21.1857 10790 3 900.7643 2.11
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 2744.4267 LTHEIRGIWISYWSQADRSLGQK 153.0614 2744.4072 25.3348 912 2 1372.7072 ‐5.0681
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 696.4403 LKPNPK 101.2111 696.4373 17.2928 23451 1 696.4373 ‐3.9254
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 825.4465 EILSEPR 195.9195 825.4471 18.0642 4680 1 825.4471 1.66
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1045.6041 VHTYTLIAK 115.0865 1045.5993 19.0302 3672 1 1045.5993 ‐3.0499
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 714.4145 ILSEPR 158.6512 714.4129 16.9220 2620 1 714.4129 ‐1.6620
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 979.5935 LQLPVNAPK 254.5776 979.5945 18.1539 959 1 979.5945 2.33
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 866.5094 QLPVNAPK 164.4720 866.5120 18.1532 906 1 866.5120 3.87
NP_001031072.3 catalase 3 Arabidopsis thaliana 7697.3270 44291.1841 15 38.20 None 1110.5942 WVEILSEPR 182.2680 1110.5968 19.3405 4704 2 555.8021 2.0866
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1523.8580 LGPNYLQLPVNAPK 49975.3600 1523.8547 18.1505 230209 2 762.4310 ‐2.2557
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1136.6786 APGVQTPVIVR 49422.2700 1136.6788 22.4030 212165 2 568.8431 ‐0.5657
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1525.8261 GPVLLEDYHLIEK 71785.9900 1525.8252 29.5781 174180 3 509.2799 ‐1.6634
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1632.9108 IWPEDILPLQPVGR 51835.3400 1632.9128 21.4375 119707 2 816.9600 1.66
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 7259.9790 2242.0611 21.3267 108496 3 748.0252 0.4497
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1128.6048 WVEILSEPR 71266.6600 1128.6036 17.4137 104433 2 564.8055 ‐1.7866
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1305.6797 VPTPTNSYTGIR 14358.2400 1305.6795 20.3637 73473 2 653.3434 ‐0.6260
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1715.8024 DLHDAIASGNYPEWK 41049.4300 1715.8036 26.7831 72885 3 572.6061 ‐0.1324
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1875.0123 DGIQFPDVVHALKPNPK 19010.2900 1875.0107 18.1622 71364 3 625.6751 ‐1.4914
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1070.5265 IFAYGDTQR 44707.9800 1070.5273 19.5587 65527 2 535.7673 ‐0.1721
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1109.5374 TNIQEYWR 17727.6400 1109.5384 24.0066 60222 2 555.2728 0.0592
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1257.5634 DEEINYYPSK 67826.5300 1257.5656 19.8743 42296 2 629.2865 1.77
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 798.4832 LNVRPSI 7065.7730 798.4824 21.5266 39409 2 399.7448 ‐2.3757
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1703.8574 HMEGFGVHTYTLIAK 4905.4830 1703.8593 16.5165 35044 3 568.6246 0.2315
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 7649.4970 3306.5772 23.8778 22337 3 1102.8639 ‐0.8883
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 690.1965 2506.3093 23.1090 3077 3 836.1080 23.2919
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 89061.3800 2700.2746 37.1521 179189 3 900.7631 0.3164
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1871.8810 DEEINYYPSKFDPVR 8813.5020 1871.8841 26.6381 16479 3 624.6329 0.9752
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1746.8592 FSTVVHERASPETMR 243.6466 1746.8674 17.4417 3891 3 582.9606 3.26
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 2017.0654 LTHEIRGIWISYWSQK 1254.7050 2017.0684 16.4194 3716 4 505.0225 ‐0.5345
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 696.3675 SYTGIR 133.7303 696.3701 19.2389 21640 1 696.3701 3.97
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 472.2878 RPSI 119.0267 472.2886 20.4813 12106 1 472.2886 1.31
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 571.3562 VRPSI 87.0679 571.3560 20.4808 9150 1 571.3560 ‐0.5832
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1272.6834 LLEDYHLIEK 7537.5230 1272.6832 29.5764 7063 2 636.8452 ‐0.6644
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1371.7518 VLLEDYHLIEK 6166.0050 1371.7532 29.5847 6368 2 686.3803 0.6971
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 957.4425 FAYGDTQR 1552.1900 957.4414 19.5827 4674 1 957.4414 0.0530
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1013.4938 EINYYPSK 191.7695 1013.4899 21.8311 4544 1 1013.4899 ‐2.5773
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1196.5834 FDFDPLDVTK 247.4292 1196.5847 36.3909 3919 2 598.7960 0.4552
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 884.4512 INYYPSK 116.0071 884.4461 21.0540 3370 1 884.4461 ‐4.9674
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1065.6415 PGVQTPVIVR 1220.2950 1065.6441 22.4091 3097 2 533.3257 1.18
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 714.4145 ILSEPR 184.1553 714.4129 16.9220 2620 1 714.4129 ‐1.8072
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 2327.0384 QTMDPADEDKFDFDPLDVTK 2748.5670 2327.0340 37.1597 2508 2 1164.0206 ‐0.4299
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 524.2616 YWR 62.5854 524.2618 23.0754 2447 1 524.2618 0.0170
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 576.2736 GDTQR 2528.0000 576.2767 19.5542 2301 1 576.2767 5.1323
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 994.4588 DLHDAIASGN 649.4232 994.4612 26.7844 2283 1 994.4612 3.32
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 583.3926 PVIVR 3493.7970 583.3903 22.4015 1902 1 583.3903 ‐4.0260
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 2198.9798 TMDPADEDKFDFDPLDVTK 2265.6300 2198.9756 37.1573 1869 2 1099.9914 ‐0.7134
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 911.4581 TNSYTGIR 122.0241 911.4602 19.0287 1582 1 911.4602 3.09
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 894.4468 IQEYWR 117.8481 894.4442 24.4641 1423 1 894.4442 ‐2.0274
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1229.5586 GFFEVTHDISN 358.0504 1229.5598 23.4688 1348 2 615.2836 0.4532
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 979.5935 LQLPVNAPK 205.5928 979.5945 18.1539 959 1 979.5945 2.82
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 Carbamidomethyl+C(2) 882.4138 TCADFLR 79.7416 882.4086 17.5745 933 1 882.4086 ‐5.0894
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 866.5094 QLPVNAPK 134.5182 866.5120 18.1532 906 1 866.5120 3.79



NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1853.8705 DEEINYYPSKFDPVR 178.4278 1853.8795 26.4110 810 3 618.6314 4.62
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 242.9193 2225.0396 20.3316 1838 2 1113.0235 4.1410
NP_001031073.1 catalase 3 Arabidopsis thaliana 14735.3200 56366.8268 91 58.14 None 1053.5000 IFAYGDTQR 170.1995 1053.4997 19.1423 889 2 527.2535 ‐1.1324
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1136.6786 APGVQTPVIVR 58083.7200 1136.6788 22.4026 211528 2 568.8431 ‐0.6863
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1525.8261 GPVLLEDYHLIEK 110728.0000 1525.8252 29.5778 173600 3 509.2799 ‐1.4714
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1715.8024 DLHDAIASGNYPEWK 42029.0700 1715.8036 26.7831 72885 3 572.6061 ‐0.0312
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1305.6797 VPTPTNSYTGIR 26862.9200 1305.6795 20.3609 72479 2 653.3434 ‐0.6720
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1070.5265 IFAYGDTQR 52305.5000 1070.5273 19.5587 65527 2 535.7673 ‐0.3079
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1109.5374 TNIQEYWR 11670.6000 1109.5381 24.0109 57620 2 555.2727 ‐0.2892
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 798.4832 LNVRPSI 6222.9890 798.4824 21.5266 39409 2 399.7448 ‐2.5750
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1128.6048 WVEILSEPR 431.0612 1128.6143 27.7605 2477 2 564.8108 7.94
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 1000.6770 2242.0775 37.5970 1062 3 748.0307 7.34
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1694.9013 GIWISYWSQKLASR 496.4634 1694.8862 35.8117 6674 2 847.9468 ‐8.5891
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 472.2878 RPSI 190.6920 472.2886 20.4813 12106 1 472.2886 1.37
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 571.3562 VRPSI 106.5552 571.3560 20.4808 9150 1 571.3560 ‐0.6099
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1159.5994 LEDYHLIEK 28104.2300 1159.6004 29.5690 6731 2 580.3038 0.0607
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1371.7518 VLLEDYHLIEK 5461.1830 1371.7532 29.5847 6368 2 686.3803 0.6317
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 810.3741 AYGDTQR 4341.6200 810.3747 19.5630 6136 1 810.3747 1.99
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 957.4425 FAYGDTQR 908.6446 957.4414 19.5827 4674 1 957.4414 0.1149
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 781.3628 QEYWR 530.6711 781.3642 23.9807 3882 1 781.3642 2.89
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1065.6415 PGVQTPVIVR 1318.4740 1065.6441 22.4091 3097 2 533.3257 1.49
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 739.3369 YGDTQR 3780.9270 739.3367 19.5554 2994 1 739.3367 0.1075
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1008.5109 PTNSYTGIR 1015.9590 1008.5120 20.3487 2885 1 1008.5120 2.78
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 524.2616 YWR 76.5580 524.2618 23.0754 2447 1 524.2618 ‐0.0206
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 576.2736 GDTQR 2661.6710 576.2767 19.5542 2301 1 576.2767 5.1067
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 994.4588 DLHDAIASGN 699.2650 994.4612 26.7844 2283 1 994.4612 3.35
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 583.3926 PVIVR 4914.2890 583.3903 22.4015 1902 1 583.3903 ‐4.0499
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 911.4581 TNSYTGIR 3599.7360 911.4553 20.3750 1287 1 911.4553 ‐2.0400
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 1109.5586 TPTNSYTGIR 143.7473 1109.5585 21.2730 1283 2 555.2829 ‐0.9436
NP_001031073.1 catalase 3 Arabidopsis thaliana 8562.2250 56366.8268 91 58.14 None 894.4468 IQEYWR 123.1150 894.4461 23.7161 777 2 447.7267 ‐2.2072
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1523.8580 LGPNYLQLPVNAPK 68734.9100 1523.8547 18.1505 230209 2 762.4310 ‐1.9083
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1632.9108 IWPEDILPLQPVGR 53315.6600 1632.9128 21.4375 119707 2 816.9600 1.70
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 9256.9340 2242.0611 21.3267 108496 3 748.0252 0.9163
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1128.6048 WVEILSEPR 70247.9600 1128.6036 17.4137 104433 2 564.8055 ‐1.2694
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1875.0123 DGIQFPDVVHALKPNPK 8224.6510 1875.0107 18.1622 71364 3 625.6751 ‐1.0310
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1703.8574 HMEGFGVHTYTLIAK 4627.5240 1703.8593 16.5165 35044 3 568.6246 0.6890
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 12128.3100 3306.5772 23.8778 22337 3 1102.8639 ‐0.4038
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1136.6786 APGVQTPVIVR 1927.8830 1136.6784 14.9504 2142 2 568.8429 ‐0.3985
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 1449.6160 2700.2784 21.1857 10790 3 900.7643 2.11
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 696.4403 LKPNPK 101.2111 696.4373 17.2928 23451 1 696.4373 ‐3.9254
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 825.4465 EILSEPR 195.9195 825.4471 18.0642 4680 1 825.4471 1.66
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1045.6041 VHTYTLIAK 115.0865 1045.5993 19.0302 3672 1 1045.5993 ‐3.0499
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 714.4145 ILSEPR 158.6512 714.4129 16.9220 2620 1 714.4129 ‐1.6620
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 979.5935 LQLPVNAPK 254.5776 979.5945 18.1539 959 1 979.5945 2.33
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 Carbamidomethyl+C(2) 882.4138 TCADFLR 51.3287 882.4086 17.5745 933 1 882.4086 ‐4.9823
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 866.5094 QLPVNAPK 164.4720 866.5120 18.1532 906 1 866.5120 3.87
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 None 1110.5942 WVEILSEPR 182.2680 1110.5968 19.3405 4704 2 555.8021 2.0866
NP_001031073.1 catalase 3 Arabidopsis thaliana 8113.1250 56366.8268 91 58.14 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 205.7337 2225.0396 20.3316 1838 2 1113.0235 4.1869
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 1761.9381 LLEATGISTVPGSGFGQK 62814.9500 1761.9368 17.1691 68490 2 881.4720 ‐0.1318
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 3155.1470 2854.4591 19.4586 38459 3 952.1579 0.0426
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 25603.1000 2132.9848 20.1400 27745 2 1066.9960 ‐0.9274
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 1783.8610 HYLSLTSGGLGAYSDSR 32199.2500 1783.8614 16.3763 27526 3 595.2920 ‐0.0651
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 16550.4800 1140.5765 18.1102 26757 2 570.7919 0.3308
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(8) 1302.7021 GVMQILNCVIR 11169.8500 1302.7014 21.0160 16662 2 651.8543 ‐0.5621
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1614.7580 2255.1165 17.6383 15611 2 1128.0619 ‐3.3483
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 1225.5955 VLMEMGSPFSK 9538.7520 1225.5962 17.5903 14910 2 613.3017 0.3994
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 2039.9930 2320.2957 17.7417 9782 4 580.8294 1.67
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 1353.6905 KVLMEMGSPFSK 3427.1610 1353.6918 16.5467 6550 2 677.3495 1.0359
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(4) 829.4277 VFYCLK 284.9370 829.4246 16.8198 5471 1 829.4246 ‐2.9681
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 150.3326 1041.5070 19.0942 3131 1 1041.5070 1.0954
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 528.3028 LLEAT 156.6069 528.3034 15.7788 2179 1 528.3034 0.9497
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 977.5051 TVPGSGFGQK 168.9954 977.4992 19.3605 2173 1 977.4992 ‐4.7190
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 755.3319 GAYSDSR 6568.6110 755.3312 16.3799 1519 1 755.3312 ‐0.2898
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 916.4523 HYLSLTSGG 1533.9670 916.4530 16.3783 1405 1 916.4530 1.63
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 1013.4431 MEMGSPFSK 297.4635 1013.4429 17.5869 1149 1 1013.4429 1.96
NP_001031083.1 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 49063.2184 18 34.24 None 985.5564 LLEATGISTV 218.4349 985.5585 17.7303 1030 2 493.2829 1.88
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 1167.6078 YKEDIQLMK 7428.6050 1167.6086 20.6774 27151 2 584.3079 ‐0.0626
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 785.4040 EISPDPK 1277.8800 785.4034 20.4447 1233 1 785.4034 ‐0.1019
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 876.4495 EDIQLMK 375.4018 876.4532 20.6638 928 1 876.4532 5.0897
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 852.4462 FTEAEKK 1073.2590 852.4315 25.3044 4085 1 852.4315 ‐16.3516
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 951.4530 DLNTDAFR 432.9623 951.4767 25.0438 3716 2 476.2420 23.7601
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 1788.9531 VGVQFYHDLIDELLK 789.4993 1788.9686 21.5651 2900 3 596.9944 7.69
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 1808.8847 EDIQLMKDLNTDAFR 364.6187 1808.8865 18.2754 1377 2 904.9469 1.56
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 2801.3152 YIKDNYGDPEVIIAENGYGEDLGEK 578.8613 2801.3545 23.0621 1303 2 1401.1809 16.3399
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 2490.1671 EISPDPKSPSWTTDSLVDWDSK 4020.1640 2490.1600 28.9111 12907 2 1245.5836 ‐1.1031
NP_001031175.1 beta glucosidase 18 Arabidopsis thaliana 262.8855 52770.3788 10 6.72 None 1946.0072 VKHWITFNEPWVFSR 788.3782 1946.0050 18.6712 4244 2 973.5061 ‐0.3761
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1060.5633 GLSTIGEEVR 6402.4970 1060.5675 21.3507 9312 2 530.7874 3.0770
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1694.8860 APALDYVDIPHSQIR 847.0455 1694.8862 35.8117 6674 2 847.9468 0.4013
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2082.9938 LAEDNNVPLSDIEGTGPEGR 1173.0420 2082.9878 22.8781 1637 2 1041.9975 ‐1.9114



NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2756.3414 ENSLKPEDYEGGTFTVSNLGGPFGIK 2200.4000 2756.3445 22.4496 9785 3 919.4530 1.36
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 Carbamidomethyl+C(4) 1740.7646 VPQCNSSWTDDYIR 447.1105 1740.7845 24.5933 4463 2 870.8959 11.54
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1822.9810 APALDYVDIPHSQIRK 675.9644 1823.0286 21.4976 4033 2 912.0179 26.6043
NP_001031186.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2211.0888 KLAEDNNVPLSDIEGTGPEGR 2221.3960 2211.0801 24.3488 1296 3 737.6982 ‐4.1490
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 1629.9033 FAMLGAAGAIAPEILGK 13661.8500 1629.9019 21.1068 19537 2 815.4546 ‐0.7119
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 4501.9460 2594.2669 20.0620 14794 3 865.4271 0.0760
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 1395.6362 LQDWYNPGSMGK 2642.3710 1395.6382 25.2786 11746 2 698.3227 1.62
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 576.2810 PGSMGK 299.0441 576.2778 22.9132 4097 1 576.2778 ‐5.6490
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 974.5128 FAMLGAAGAIA 167.6164 974.5182 19.8003 1816 2 487.7628 4.11
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 1747.7550 23860.4661 8 25.23 None 1377.6256 LQDWYNPGSMGK 354.2861 1377.6275 26.5959 3733 2 689.3174 1.0583
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2384.4250 23860.4661 8 25.23 None 1629.9033 FAMLGAAGAIAPEILGK 26786.7900 1629.9019 21.1068 19537 2 815.4546 ‐0.4101
NP_001031217.1 PSI type III chlorophyll a b binding protein Arabidopsis thaliana 2384.4250 23860.4661 8 25.23 None 2594.2674 GLAGSGNPAYPGGPFFNPLGFGKDEK 2478.0420 2594.2669 20.0620 14794 3 865.4271 0.5485
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1257.1790 29838.7466 4 33.09 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLL 8726.1320 3415.7065 23.6367 11951 3 1139.2404 ‐2.3669
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1257.1790 29838.7466 4 33.09 Carbamidomethyl+C(22) 3048.4349 DVNWPLGWPIGGFPGPQGPYYCSIGA 2316.3190 3048.4386 23.0546 7798 3 1016.8177 2.16
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1257.1790 29838.7466 4 33.09 None 1653.9574 IGGQLQTWTLTLLLP 502.6133 1653.9217 24.0837 1785 2 827.4645 ‐21.1094
NP_001031240.1 glutamine synthetase Arabidopsis thaliana 1257.1790 29838.7466 4 33.09 None 1845.9440 SLLADLVNLDISDNSEK 457.2144 1845.9500 19.5608 1393 3 615.9882 3.0046
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 None 1924.9175 DGYPSDPELIFLTDGASK 27220.3700 1924.9178 33.8308 43509 2 962.9625 0.9237
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1999.8900 2255.1227 28.9533 13735 2 1128.0650 ‐0.4926
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 None 2081.0186 RDGYPSDPELIFLTDGASK 3619.9600 2081.0160 31.2058 3449 3 694.3435 ‐1.6859
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 None 857.4628 EGVFHLR 594.7340 857.4624 20.3927 2563 2 429.2348 ‐1.9070
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 None 2600.3831 LLEATGISTVPGSGFGQKEGVFHLR 269.7308 2600.4172 36.9941 4450 3 867.4773 13.0854
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 None 2080.9817 TTILPAEEEMPEIMDSFK 331.9532 2081.0029 37.5669 798 3 694.3392 9.88
NP_001031262.1 glutamate glyoxylate aminotransferase 2 Arabidopsis thaliana 1284.0440 54014.7989 7 17.26 Carbamidomethyl+C(3) 1147.5525 GQCLSEANIR 976.9177 1147.5520 30.5731 1086 1 1147.5520 1.30
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1795.8683 LAEMPADSGYPAYLAAR 11160.7100 1795.8653 27.7940 21098 2 898.4363 ‐1.2214
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1578.7170 FEDPAEGEDTLVEK 11534.9000 1578.7189 23.5193 14100 2 789.8631 1.37
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1801.9344 NIIHFYNLANQAVER 4160.1690 1801.9347 17.7454 11772 3 601.3164 ‐0.5569
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1545.8054 TTLVANTSNMPVAAR 7791.2480 1545.8057 22.5146 11615 2 773.4065 0.2212
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1471.7639 EDDLNEIVQLVGK 5487.7720 1471.7625 34.2244 8905 2 736.3849 ‐1.0472
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1019.5520 ISGDVYIPR 2660.8690 1019.5523 22.3565 8637 2 510.2798 ‐0.6823
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1255.7005 LAADTPLLTGQR 5320.0350 1255.7027 23.4880 8522 2 628.3550 1.57
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 1641.2800 2690.3545 34.7899 7974 3 897.4563 1.63
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1337.6260 YSTALESFYEK 2171.0430 1337.6291 26.4243 6290 2 669.3182 1.61
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 885.4465 LASFYER 2568.1340 885.4449 20.1131 6138 2 443.2261 ‐2.9739
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 2080.9346 LTTFEDDEKESEYGYVR 2644.3600 2080.9357 23.5723 5949 3 694.3168 0.1804
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4797.9770 1675.7370 21.3932 5309 2 838.3721 ‐0.4262
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2061.3970 2465.1497 23.6171 5008 2 1233.0785 1.67
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 883.4672 LGDLFYR 4204.3440 883.4681 16.6092 4939 2 442.2377 ‐0.1923
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1674.7646 EDYLAQNAFTPYDK 1747.6350 1674.7727 27.3679 3562 2 837.8900 5.0953
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 2585.7560 3736.8177 24.0836 7368 3 1246.2774 0.1508
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 2097.1186 EVLQREDDLNEIVQLVGK 2233.5950 2097.1249 33.3425 3953 3 699.7131 2.06
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1424.7784 ITYIAPAGQYSLK 385.1030 1424.7677 23.5695 3792 2 712.8875 ‐7.7439
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 3168.4720 GNEMAEVLMDFPQLTMTLPDGREESV 672.0026 3168.4715 22.9037 1578 3 1056.8287 0.8623
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 3350.6344 SVWMMRNIIHFYNLANQAVERAAGM 2567.7920 3350.6335 29.5221 3934 3 1117.5494 1.0263
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1592.8544 FDPDFINIRTKAR 1295.4340 1592.8453 26.4877 2210 2 796.9263 ‐5.5800
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 2560.2725 NIIHFYNLANQAVERAAGMDGQK 859.0426 2560.2785 22.0707 1584 3 854.0977 2.26
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 494.2722 GYVR 65.5782 494.2698 24.1224 3829 1 494.2698 ‐5.1388
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1556.7968 IHFYNLANQAVER 283.4151 1556.8056 19.1860 3315 2 778.9064 5.76
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1001.4696 SVWMMRNI 163.9531 1001.4700 32.0382 2370 1 1001.4700 1.76
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1187.5790 PAEGEDTLVEK 176.6568 1187.5736 22.8886 1815 1 1187.5736 ‐2.6124
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 828.4284 LPPDAMGK 151.9038 828.4290 22.1409 1757 1 828.4290 1.59
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1214.5946 AVERAAGMDGQK 422.8040 1214.5972 26.8182 1664 2 607.8022 1.66
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 770.3832 GDLFYR 289.9212 770.3792 16.6150 1544 1 770.3792 ‐4.6034
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 772.3624 ASFYER 108.4793 772.3626 19.9895 1115 1 772.3626 0.7302
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 3022.4867 FVEGDTITGGDLYATVFENTLMNHLVA 328.0573 3022.4835 24.2631 827 3 1008.1660 ‐0.2045
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1001.5415 ISGDVYIPR 137.2204 1001.5359 23.7009 3876 1 1001.5359 ‐4.1981
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 865.4567 LGDLFYR 131.7813 865.4512 14.4958 1059 1 865.4512 ‐5.4323
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 68 51.85 None 1657.7380 EDYLAQNAFTPYDK 284.4281 1657.7422 24.9364 1103 2 829.3747 2.83
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1795.8683 LAEMPADSGYPAYLAAR 7593.5670 1795.8653 27.7940 21098 2 898.4363 ‐1.1877
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1545.8054 TTLVANTSNMPVAAR 8151.5510 1545.8057 22.5146 11615 2 773.4065 0.1964
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1471.7639 EDDLNEIVQLVGK 2255.7670 1471.7625 34.2244 8905 2 736.3849 ‐1.0892
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1019.5520 ISGDVYIPR 2975.0120 1019.5523 22.3565 8637 2 510.2798 ‐0.8299
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1255.7005 LAADTPLLTGQR 4621.0630 1255.7027 23.4880 8522 2 628.3550 1.1832
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 1084.2020 2690.3551 34.7898 7218 3 897.4565 1.77
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1337.6260 YSTALESFYEK 3443.3200 1337.6291 26.4243 6290 2 669.3182 1.28
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4693.2990 1675.7370 21.3932 5309 2 838.3721 ‐0.4206
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 885.4465 LASFYER 6351.9140 885.4467 20.0008 4267 2 443.2270 ‐1.1302
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1674.7646 EDYLAQNAFTPYDK 1872.2560 1674.7727 27.3679 3562 2 837.8900 5.1007
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 833.3999 ALEDETR 145.1855 833.3938 19.9604 17449 1 833.3938 ‐6.5758
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 775.4560 ITLETAK 617.6344 775.4453 20.2900 4798 1 775.4453 ‐13.2291
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 2097.1186 EVLQREDDLNEIVQLVGK 2498.4960 2097.1249 33.3425 3953 3 699.7131 2.70
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1424.7784 ITYIAPAGQYSLK 402.2770 1424.7677 23.5695 3792 2 712.8875 ‐7.7969
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 401.6339 2271.1174 26.7526 3277 2 1136.0623 ‐6.2791
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 2080.9346 LTTFEDDEKESEYGYVR 269.4740 2080.9892 30.6209 2130 2 1040.9982 27.3271
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 2057.0338 LLREDYLAQNAFTPYDK 324.6595 2056.9874 24.4483 1100 3 686.3340 ‐23.0331
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAA 456.3531 3064.5334 40.4735 3706 3 1022.1827 1.1649
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1592.8544 FDPDFINIRTKAR 1526.3380 1592.8453 26.4877 2210 2 796.9263 ‐5.5938
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1249.6212 LAQNAFTPYDK 143.5198 1249.6162 24.4113 4239 2 625.3118 ‐4.5870
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 561.3243 LETAK 46.7635 561.3217 21.8159 2324 1 561.3217 ‐4.7281



NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 946.4775 TSNMPVAAR 135.7201 946.4736 21.8799 1659 1 946.4736 ‐2.9554
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 772.3624 ASFYER 197.6201 772.3626 19.9895 1115 1 772.3626 0.7496
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 744.3523 LEDETR 50.0294 744.3552 22.0957 1102 1 744.3552 4.30
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 68 51.85 None 1656.7540 EDYLAQNAFTPYDK 417.5329 1656.7482 29.1586 5594 2 828.8777 ‐3.3034
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 1801.9344 NIIHFYNLANQAVER 3787.0370 1801.9347 17.7454 11772 3 601.3164 ‐0.0978
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 Carbamidomethyl+C(14)
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2959.1450 2465.1497 23.6171 5008 2 1233.0785 1.1594
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 883.4672 LGDLFYR 5143.7680 883.4681 16.6092 4939 2 442.2377 0.4303
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 1578.7170 FEDPAEGEDTLVEK 500.9687 1578.7571 19.1918 5727 2 789.8822 25.8094
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 1413.6380 EDPAEGEDTLVEK 91.6088 1413.6304 19.6617 773 2 707.3188 ‐5.2364
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 1783.9238 NIIHFYNLANQAVER 144.6808 1783.9152 18.9109 2685 2 892.4612 ‐4.1767
NP_001031299.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 631.0267 69154.7867 68 51.85 None 865.4567 LGDLFYR 99.3817 865.4512 14.4958 1059 1 865.4512 ‐5.3213
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1653.9244 MVDVLVEQNIVPGIK 122378.9000 1653.9240 19.5385 122139 2 827.4656 ‐0.0645
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 58568.4100 3024.4967 36.3705 80220 3 1008.8371 0.3126
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1307.6842 ATPEQVASYTLK 19930.0000 1307.6857 23.6078 70103 2 654.3465 0.7562
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1387.7176 LASIGLENTEANR 33016.5200 1387.7182 21.9468 69485 2 694.3627 0.1452
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 9656.3770 2479.1855 21.2876 46436 2 1240.0964 ‐1.0056
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 873.4577 EAAWGLAR 19733.1300 873.4576 21.6906 41117 2 437.2325 ‐1.3441
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 6810.1350 3400.7757 25.3867 33802 3 1134.2634 ‐2.4519
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1452.8421 TVVSIPNGPSALAVK 29285.3100 1452.8371 17.0570 30262 2 726.9222 ‐3.5641
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 6285.3520 2147.9549 22.8610 18804 3 716.6565 1.1167
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 2355.8670 2304.0572 21.6770 7762 4 576.7697 ‐0.0776
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 2062.0788 RLASIGLENTEANRQAYR 535.9487 2062.0790 18.3537 6332 3 688.0312 ‐0.3122
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1996.1147 MVDVLVEQNIVPGIKVDK 2058.9780 1996.1123 18.8814 5487 3 666.0423 ‐1.7123
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 740.4665 NIVPGIK 114.4173 740.4630 17.6525 11329 1 740.4630 ‐4.3139
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 953.5415 PNGPSALAVK 260.4953 953.5418 16.7458 6009 2 477.2745 ‐0.7183
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 673.3780 AWGLAR 141.3415 673.3777 21.6955 5688 1 673.3777 ‐0.3691
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1021.5201 EQVASYTLK 131.6125 1021.5159 25.3210 3868 2 511.2616 ‐5.0319
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 997.5677 EQNIVPGIK 236.3069 997.5701 18.3516 2285 2 499.2887 1.79
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 433.6060 1183.4693 22.2603 1803 1 1183.4693 ‐0.2406
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 611.3399 SYTLK 88.7267 611.3373 21.7051 1527 1 611.3373 ‐4.2942
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 140.2017 1112.4290 22.2621 1208 1 1112.4290 ‐3.4683
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(7) 981.3942 DESNATCGK 367.0569 981.3926 22.2639 1021 1 981.3926 ‐0.4642
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 915.4734 2129.9418 24.6551 1385 2 1065.4746 1.79
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 855.4472 EAAWGLAR 198.4464 855.4475 21.6884 1274 2 428.2274 ‐0.9209
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 17250.6800 33437.3367 47 56.27 None 1289.6736 ATPEQVASYTLK 192.9644 1289.6680 22.9007 1023 2 645.3376 ‐4.8215
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 55462.8500 3024.4967 36.3705 80220 3 1008.8371 ‐0.2203
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 1307.6842 ATPEQVASYTLK 17081.1300 1307.6857 23.6078 70103 2 654.3465 0.6758
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 1387.7176 LASIGLENTEANR 21600.7300 1387.7182 21.9468 69485 2 694.3627 0.0835
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 873.4577 EAAWGLAR 24611.1600 873.4576 21.6906 41117 2 437.2325 ‐1.5259
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 5200.0120 2147.9549 22.8610 18804 3 716.6565 1.0085
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 9348.3660 1669.9202 31.1916 15955 2 835.4637 0.7849
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 673.3780 AWGLAR 196.7207 673.3777 21.6955 5688 1 673.3777 ‐0.3724
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 1021.5201 EQVASYTLK 83.8528 1021.5159 25.3210 3868 2 511.2616 ‐5.1791
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 986.4538 GLENTEANR 254.9659 986.4570 21.6407 3177 2 493.7321 2.1157
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 506.5697 1183.4693 22.2603 1803 1 1183.4693 ‐0.1269
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 892.4775 QVASYTLK 272.3995 892.4798 21.0921 1667 2 446.7436 1.89
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 152.5259 1112.4290 22.2621 1208 1 1112.4290 ‐3.3708
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 559.4631 2129.9418 24.6551 1385 2 1065.4746 1.96
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 7539.6530 33437.3367 47 56.27 None 855.4472 EAAWGLAR 262.3462 855.4475 21.6884 1274 2 428.2274 ‐1.1069
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 1653.9244 MVDVLVEQNIVPGIK 139381.4000 1653.9240 19.5385 122139 2 827.4656 0.2269
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 16190.2400 2479.1855 21.2876 46436 2 1240.0964 ‐1.0689
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 9807.0680 3400.7757 25.3867 33802 3 1134.2634 ‐1.9658
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 1452.8421 TVVSIPNGPSALAVK 36674.7100 1452.8371 17.0570 30262 2 726.9222 ‐3.1863
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 1996.1147 MVDVLVEQNIVPGIKVDK 2349.9090 1996.1123 18.8814 5487 3 666.0423 ‐1.2499
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 1782.0194 KMVDVLVEQNIVPGIK 598.7702 1782.0178 18.1841 5109 3 594.6774 ‐1.1856
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 740.4665 NIVPGIK 82.6176 740.4630 17.6525 11329 1 740.4630 ‐4.1745
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 953.5415 PNGPSALAVK 266.2915 953.5418 16.7458 6009 2 477.2745 ‐0.1258
NP_001031386.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 10697.8900 33437.3367 47 56.27 None 579.3865 GLVPLV 98.4394 579.3835 23.3660 3222 1 579.3835 ‐5.1585
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1653.9244 MVDVLVEQNIVPGIK 122378.9000 1653.9240 19.5385 122139 2 827.4656 ‐0.0645
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 58568.4100 3024.4967 36.3705 80220 3 1008.8371 0.3126
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1307.6842 ATPEQVASYTLK 19930.0000 1307.6857 23.6078 70103 2 654.3465 0.7562
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1387.7176 LASIGLENTEANR 33016.5200 1387.7182 21.9468 69485 2 694.3627 0.1452
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(14) 2479.1922 GLVPLVGSYDESWCQGLDGLASR 9656.3770 2479.1855 21.2876 46436 2 1240.0964 ‐1.0056
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 873.4577 EAAWGLAR 19733.1300 873.4576 21.6906 41117 2 437.2325 ‐1.3441
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 970.5680 AAQDILLAR 53952.5100 970.5684 23.0862 40934 2 485.7878 ‐0.6685
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 3400.7886 TLLVSAPGLGQYISGAILFEETLYQSTTD 6810.1350 3400.7757 25.3867 33802 3 1134.2634 ‐2.4519
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1452.8421 TVVSIPNGPSALAVK 29285.3100 1452.8371 17.0570 30262 2 726.9222 ‐3.5641
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 6285.3520 2147.9549 22.8610 18804 3 716.6565 1.1167
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(19) 2304.0530 TIASPGHGIMAMDESNATCGKR 2355.8670 2304.0572 21.6770 7762 4 576.7697 ‐0.0776
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1147.5742 TWGGKEENVK 150.2976 1147.5507 38.2073 970 1 1147.5507 ‐18.6782
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 2062.0788 RLASIGLENTEANRQAYR 535.9487 2062.0790 18.3537 6332 3 688.0312 ‐0.3122
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1996.1147 MVDVLVEQNIVPGIKVDK 2058.9780 1996.1123 18.8814 5487 3 666.0423 ‐1.7123
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 740.4665 NIVPGIK 114.4173 740.4630 17.6525 11329 1 740.4630 ‐4.3139
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 953.5415 PNGPSALAVK 260.4953 953.5418 16.7458 6009 2 477.2745 ‐0.7183
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 673.3780 AWGLAR 141.3415 673.3777 21.6955 5688 1 673.3777 ‐0.3691
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 810.4832 QDILLAR 113.9765 810.4846 24.6612 5255 1 810.4846 2.20
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1021.5201 EQVASYTLK 131.6125 1021.5159 25.3210 3868 2 511.2616 ‐5.0319
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 700.4352 DILLAR 2485.7120 700.4358 23.0876 2364 1 700.4358 1.1365



NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 997.5677 EQNIVPGIK 236.3069 997.5701 18.3516 2285 2 499.2887 1.79
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 433.6060 1183.4693 22.2603 1803 1 1183.4693 ‐0.2406
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 611.3399 SYTLK 88.7267 611.3373 21.7051 1527 1 611.3373 ‐4.2942
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 140.2017 1112.4290 22.2621 1208 1 1112.4290 ‐3.4683
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(7) 981.3942 DESNATCGK 367.0569 981.3926 22.2639 1021 1 981.3926 ‐0.4642
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 915.4734 2129.9418 24.6551 1385 2 1065.4746 1.79
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 855.4472 EAAWGLAR 198.4464 855.4475 21.6884 1274 2 428.2274 ‐0.9209
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 18503.1300 41978.8296 45 49.87 None 1289.6736 ATPEQVASYTLK 192.9644 1289.6680 22.9007 1023 2 645.3376 ‐4.8215
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 3024.4983 YAAISQDSGLVPIVEPEIMLDGEHGIDR 55462.8500 3024.4967 36.3705 80220 3 1008.8371 ‐0.2203
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 1307.6842 ATPEQVASYTLK 17081.1300 1307.6857 23.6078 70103 2 654.3465 0.6758
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 1387.7176 LASIGLENTEANR 21600.7300 1387.7182 21.9468 69485 2 694.3627 0.0835
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 873.4577 EAAWGLAR 24611.1600 873.4576 21.6906 41117 2 437.2325 ‐1.5259
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 970.5680 AAQDILLAR 66663.3500 970.5684 23.0862 40934 2 485.7878 ‐0.8276
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 Carbamidomethyl+C(19) 2147.9519 TIASPGHGIMAMDESNATCGK 5200.0120 2147.9549 22.8610 18804 3 716.6565 1.0085
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 9348.3660 1669.9202 31.1916 15955 2 835.4637 0.7849
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 673.3780 AWGLAR 196.7207 673.3777 21.6955 5688 1 673.3777 ‐0.3724
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 810.4832 QDILLAR 385.2245 810.4846 24.6612 5255 1 810.4846 2.01
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 1021.5201 EQVASYTLK 83.8528 1021.5159 25.3210 3868 2 511.2616 ‐5.1791
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 986.4538 GLENTEANR 254.9659 986.4570 21.6407 3177 2 493.7321 2.1157
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 700.4352 DILLAR 3696.5070 700.4358 23.0876 2364 1 700.4358 1.1394
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 Carbamidomethyl+C(9) 1183.4718 AMDESNATCGK 506.5697 1183.4693 22.2603 1803 1 1183.4693 ‐0.1269
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 892.4775 QVASYTLK 272.3995 892.4798 21.0921 1667 2 446.7436 1.89
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 Carbamidomethyl+C(8) 1112.4347 MDESNATCGK 152.5259 1112.4290 22.2621 1208 1 1112.4290 ‐3.3708
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 Carbamidomethyl+C(19) 2129.9413 TIASPGHGIMAMDESNATCGK 559.4631 2129.9418 24.6551 1385 2 1065.4746 1.96
NP_001031387.1 fructose bisphosphate aldolase 1 Arabidopsis thaliana 9081.9930 41978.8296 45 49.87 None 855.4472 EAAWGLAR 262.3462 855.4475 21.6884 1274 2 428.2274 ‐1.1069
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 1238.6263 AYEIATTAAEAK 17180.7800 1238.6290 19.4874 11087 2 619.8181 1.54
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 951.5146 IFSSIEQK 4219.9830 951.5135 19.0929 5721 2 476.2604 ‐2.2097
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 1187.6266 LNVDLTVEER 614.6857 1187.6350 20.5764 3126 1 1187.6350 9.0074
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 2344.1159 LSEQAERYEEMVESMKSVAK 380.7791 2344.1035 35.2315 2839 3 782.0394 ‐5.3231
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 762.3992 ATTAAEAK 186.9423 762.4020 20.2316 5763 1 762.4020 4.1726
NP_001031532.1 14 3 3 like protein GF14 mu Arabidopsis thaliana 3234.4010 29577.2064 7 22.90 None 933.5040 IFSSIEQK 179.0078 933.5035 20.2322 1788 2 467.2554 ‐1.6479
NP_001031551.1 photosystem I P subunit Arabidopsis thaliana 1780.6610 18596.2152 1 14.37 None 2588.2825 ATTEVGEAPATTTEAETTELPEIVK 12393.4000 2588.2773 28.6001 24481 2 1294.6423 ‐0.0766
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 413.2904 40418.5907 10 12.64 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 7175.9900 1237.6274 22.4694 10716 2 619.3174 1.58
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 413.2904 40418.5907 10 12.64 None 998.5993 AGIIVLAEGR 6432.5830 998.6007 25.5952 5258 2 499.8040 0.4278
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 413.2904 40418.5907 10 12.64 None 2750.4294 RLYQMQQNGTLLFPAINVNDSVTK 799.1974 2750.4204 19.4191 1574 3 917.4783 ‐2.7681
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 413.2904 40418.5907 10 12.64 None 1220.5841 RLYQMQQNGT 230.0338 1220.5807 20.9487 2722 2 610.7940 ‐3.3154
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 11069.1400 1237.6274 22.4694 10716 2 619.3174 1.91
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 None 998.5993 AGIIVLAEGR 7450.3500 998.6007 25.5952 5258 2 499.8040 0.2752
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 None 1475.8064 LVGVSEETTTGVKR 3051.4090 1475.8032 17.9949 3687 3 492.6059 ‐3.1186
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 None 1319.7053 LVGVSEETTTGVK 171.4270 1319.6755 35.5245 1146 2 660.3414 ‐23.0398
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 None 1025.5197 HSLPDGLMR 122.1296 1025.5011 25.8197 1071 1 1025.5011 ‐16.6650
NP_001031627.1 adenosylhomocysteinase Arabidopsis thaliana 755.0710 40418.5907 10 12.64 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 2278.5630 1259.5868 19.3702 2549 2 630.2970 1.00
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1852.0538 DIGASLADPSKPLLLSVR 3654.2780 1852.0541 18.8798 7289 3 618.0229 ‐0.5372
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1544.7373 VMANADTPEDAIAAR 9824.8910 1544.7399 21.7820 6969 2 772.8736 1.26
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1262.6562 LSEVNPMLGFR 2597.8160 1262.6563 18.0667 6054 2 631.8318 ‐0.3947
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 908.4724 ELVEQYK 4835.0010 908.4718 20.4316 2973 1 908.4718 0.3607
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 970.4629 SDFEGIFR 1483.0150 970.4645 27.8027 1925 2 485.7359 0.6096
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 2794.3795 GLPASPGAAVGQVVFTAEEAEAWHSQ 2752.4930 2794.3554 21.8084 11355 3 932.1233 ‐8.0744
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1607.8098 LGISYPELTEMQAR 951.5076 1607.8095 30.0800 9440 2 804.4084 ‐0.0249
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1359.7188 IAVDMVGEGLVEK 228.1793 1359.7322 25.5333 8110 2 680.3697 9.74
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1672.8323 VMANADTPEDAIAARK 321.8839 1672.8661 21.7890 2619 2 836.9367 20.4247
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 Carbamidomethyl+C(9) 1045.5208 NGAQGIGLCR 212.8478 1045.5346 19.7419 1113 2 523.2709 12.87
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 Carbamidomethyl+C(13) 1635.8094 LSEVNPMLGFRGCR 170.0432 1635.8082 26.9247 4385 3 545.9409 ‐1.7240
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 2336.1980 GVKNDTDLSAADLKELVEQYK 3346.0190 2336.1947 25.5258 1741 2 1168.6010 0.0596
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 2417.2459 KQLELAIEAVFDSWDSPRANK 529.7482 2417.2653 34.7572 1467 3 806.4266 8.0853
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 1880.9600 GVKNDTDLSAADLKELVE 370.7920 1880.9683 25.6061 1508 2 940.9878 5.0130
NP_001031647.1 pyruvate phosphate dikinase 1 Arabidopsis thaliana 452.8254 94007.8280 15 11.79 None 891.4458 ELVEQYK 131.6271 891.4421 19.7849 2422 1 891.4421 ‐3.2419
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 2357.2129 EKEIEMQREDLLSKPENIR 676.6549 2357.2082 35.0339 11704 3 786.4076 ‐2.0233
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2136.6130 2376.1369 22.2056 9659 2 1188.5721 ‐0.2869
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPP 13208.6600 3423.6110 32.2632 8937 3 1141.8752 ‐0.4789
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1116.6147 VVEEEVIATK 3985.4680 1116.6166 19.0442 7331 2 558.8120 0.9751
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1362.6900 NEELVPGATFTGK 6931.4710 1362.6930 24.6317 6145 2 681.8501 1.68
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVA 1206.3880 3075.4811 26.9032 5401 3 1025.8319 ‐0.4023
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1003.5306 LVEADIESK 4843.0710 1003.5305 17.7329 3728 2 502.2689 ‐1.1418
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 Carbamidomethyl+C(31) 5124.3625 EEEAEKPPVETPVEPEAEASVTSAEVEE 1252.7750 5124.3584 32.3909 2381 4 1281.8451 ‐1.5796
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1173.6474 QTVATLGENIK 705.9343 1173.6471 19.7405 1780 2 587.3272 ‐0.8822
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1279.5835 NALSESEGDMVK 4028.1080 1279.5832 20.1832 6992 2 640.2952 ‐0.7081
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 946.5026 GQMLDGVVK 2646.2390 946.5034 16.4403 3998 2 473.7554 ‐0.2406
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEE 336.0168 4839.2663 32.8340 2966 4 1210.5720 ‐6.9097
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1515.7472 ISLTMRENDDPPK 505.2366 1515.7149 28.4183 2126 2 758.3611 ‐21.3061
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1116.5280 SDAPAPTSQSR 91.7263 1116.5486 36.3442 1204 1 1116.5486 20.1865
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 Carbamidomethyl+C(9) 1850.9317 IGVLLEVNCETDFVSR 203.0670 1850.9581 18.0213 1019 3 617.6575 13.5651
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 1433.7747 KNEEIAAFLDKR 244.7396 1433.7879 33.4257 3631 2 717.3976 9.0034
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 Carbamidomethyl+C(18) 3423.7366 IGAYIHDSRIGVLLEVNCETDFVSRGDIF 347.4625 3423.7516 23.0776 2117 3 1141.9220 5.82
NP_001031743.1 elongation factor Ts family protein Arabidopsis thaliana 1216.5780 77141.3663 18 32.44 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 401.5160 2600.4039 39.1396 1522 3 867.4728 ‐3.6210
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1523.8580 LGPNYLQLPVNAPK 49975.3600 1523.8547 18.1505 230209 2 762.4310 ‐2.2557
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1136.6786 APGVQTPVIVR 49422.2700 1136.6788 22.4030 212165 2 568.8431 ‐0.5657
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 7259.9790 2242.0611 21.3267 108496 3 748.0252 0.4497



NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1620.8744 TWPEDILPLQPVGR 8942.9470 1620.8698 20.5959 32205 2 810.9385 ‐2.7067
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1984.9916 EGNFDLVGNNFPVFFIR 18096.1800 1984.9872 23.0357 31630 2 992.9973 ‐1.3623
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1045.5524 SLLEEDAIR 42126.5900 1045.5522 23.7903 30256 2 523.2797 ‐1.1080
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1072.5422 WIDALSDPR 11155.3100 1072.5427 25.3249 22326 2 536.7750 ‐0.4290
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1255.5590 DEEVNYFPSR 20667.2100 1255.5603 22.4810 20350 2 628.2838 0.5107
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1679.7880 HMDGSGVNTYMLINK 2031.5520 1679.7925 24.8614 16243 3 560.6024 1.06
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 5895.7980 2831.3106 29.3547 11007 4 708.5831 1.45
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 3506.6182 YRPASSYNSPFFTTNSGAPVWNNNSSM 138.7864 3506.6043 18.5960 6013 3 1169.5396 ‐2.5082
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1069.5174 SHIQENWR 2693.0590 1069.5193 15.6998 3420 2 535.2633 0.8933
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 Carbamidomethyl+C(7) 1259.6354 FHWKPTCGVK 171.9515 1259.6261 18.3976 5179 2 630.3167 ‐7.9028
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 604.2838 ENWR 163.6721 604.2840 17.4180 8111 1 604.2840 0.3335
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1065.6415 PGVQTPVIVR 1220.2950 1065.6441 22.4091 3097 2 533.3257 1.18
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 583.3926 PVIVR 3493.7970 583.3903 22.4015 1902 1 583.3903 ‐4.0260
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1611.7696 APVWNNNSSMTVGPR 246.9399 1611.7712 18.8425 1456 3 537.9286 ‐0.0377
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1229.5586 GFFEVTHDISN 358.0504 1229.5598 23.4688 1348 2 615.2836 0.4532
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 882.4468 VNYFPSR 149.3036 882.4511 20.9478 1302 2 441.7292 3.77
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 979.5935 LQLPVNAPK 205.5928 979.5945 18.1539 959 1 979.5945 2.82
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 Carbamidomethyl+C(2) 882.4138 TCADFLR 79.7416 882.4086 17.5745 933 1 882.4086 ‐5.0894
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 866.5094 QLPVNAPK 134.5182 866.5120 18.1532 906 1 866.5120 3.79
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 None 1237.5484 DEEVNYFPSR 205.3458 1237.5493 24.3615 1022 2 619.2783 0.1402
NP_001031791.1 catalase 2 Arabidopsis thaliana 6041.7460 55337.2938 42 40.93 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 242.9193 2225.0396 20.3316 1838 2 1113.0235 4.1410
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1523.8580 LGPNYLQLPVNAPK 68734.9100 1523.8547 18.1505 230209 2 762.4310 ‐1.9083
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 9256.9340 2242.0611 21.3267 108496 3 748.0252 0.9163
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1620.8744 TWPEDILPLQPVGR 8359.3800 1620.8698 20.5959 32205 2 810.9385 ‐2.4010
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1984.9916 EGNFDLVGNNFPVFFIR 10777.5900 1984.9872 23.0357 31630 2 992.9973 ‐1.2132
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 3506.6182 YRPASSYNSPFFTTNSGAPVWNNNSSM 314.3839 3506.6043 18.5960 6013 3 1169.5396 ‐2.0203
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1136.6786 APGVQTPVIVR 1927.8830 1136.6784 14.9504 2142 2 568.8429 ‐0.3985
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1493.7933 FPDMVHALKPNPK 874.8011 1493.7943 15.6623 6790 3 498.6030 ‐0.0203
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 2983.4560 FYTREGNFDLVGNNFPVFFIRDGMK 414.7089 2983.5156 20.7991 4817 3 995.1767 21.2803
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 2694.3549 LFIQIIDPADEDKFDFDPLDVTK 6794.2710 2694.3575 22.6479 34591 3 898.7907 1.24
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1381.6535 FYTREGNFDLVG 128.7198 1381.6554 18.1305 4304 2 691.3314 1.51
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1333.7474 PEDILPLQPVGR 224.7945 1333.7467 16.5450 2524 2 667.3770 ‐0.5375
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1428.7522 TWPEDILPLQPVG 329.6499 1428.7553 22.0163 2365 2 714.8813 2.10
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1270.5851 YRPASSYNSPF 150.8411 1270.5783 18.6144 1235 2 635.7928 ‐5.3941
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 979.5935 LQLPVNAPK 254.5776 979.5945 18.1539 959 1 979.5945 2.33
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 Carbamidomethyl+C(2) 882.4138 TCADFLR 51.3287 882.4086 17.5745 933 1 882.4086 ‐4.9823
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 866.5094 QLPVNAPK 164.4720 866.5120 18.1532 906 1 866.5120 3.87
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 205.7337 2225.0396 20.3316 1838 2 1113.0235 4.1869
NP_001031791.1 catalase 2 Arabidopsis thaliana 3668.8170 55337.2938 42 40.93 None 1476.7668 FPDMVHALKPNPK 137.6137 1476.7641 16.6221 804 3 492.9262 ‐2.5306
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 Carbamidomethyl+C(19) 3069.6024 SEHLLLLQELESKEIELQCSSLTLEK 770.1813 3069.5961 43.0945 17939 4 768.1545 ‐3.3711
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 None 1202.6012 NLEEEVNSLR 670.4192 1202.6058 19.1050 4406 2 601.8066 3.1615
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 Carbamidomethyl+C(6) 1549.7778 EIELQCSSLTLEK 352.5810 1549.7745 24.1675 3686 3 517.2630 ‐3.0583
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 None 1587.8224 IQEESIQEKDQLK 795.3660 1587.8084 19.9728 8566 3 529.9410 ‐9.6926
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 Carbamidomethyl+C(14) 2065.9529 NLEEEVNSLRDELCMSK 195.3234 2065.9598 31.5648 1108 2 1033.4836 4.65
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 None 631.3774 KDQLK 110.1459 631.3789 19.5548 3038 1 631.3789 2.51
NP_001031850.1 myosin heavy chain like protein Arabidopsis thaliana 137.1119 38940.1701 7 10.98 None 915.4054 NLEEEVNS 138.0602 915.4072 16.2257 1428 1 915.4072 3.0331
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1967.9345 TGAEEVYQLGPLNEYER 30526.9200 1967.9337 29.1610 31060 2 984.4705 0.3967
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1440.7151 AGAGSATLSMAYAAAK 2757.1070 1440.7138 24.3022 15976 2 720.8605 ‐1.1037
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1157.6888 LLGVTTLDVAR 13338.0100 1157.6906 17.6942 12876 2 579.3490 0.8428
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 2122.1577 QLEDALTGMDLVIIPAGIPR 3511.1710 2122.1503 22.4560 11800 2 1061.5788 ‐2.4058
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1799.0459 VAILGAAGGIGQSLSLLMK 4564.0680 1799.0466 40.2298 9537 2 900.0270 0.8795
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1244.6481 IQNGGTEVVEAK 2710.3890 1244.6502 16.8544 7182 2 622.8288 1.1690
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1501.8009 ANTFVAEVLGLDPR 3462.5080 1501.8010 21.3030 3048 3 501.2718 ‐1.0896
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 960.4997 DELAGSIQK 839.2212 960.5017 21.5034 952 2 480.7545 1.0080
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHM 732.4907 3490.7835 23.6392 3401 4 873.4513 ‐1.0390
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAA 2233.4980 2666.3262 19.8467 17215 3 889.4469 ‐6.8181
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 889.4625 GGTEVVEAK 284.0571 889.4595 17.2736 1959 1 889.4595 ‐2.5150
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1131.5640 QNGGTEVVEAK 504.8825 1131.5621 16.7450 1533 2 566.2847 ‐2.4375
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1280.6481 IQNGGTEVVEAKA 189.2807 1280.6432 17.1961 1481 2 640.8252 ‐4.3312
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1218.6113 QLGPLNEYER 1285.6750 1218.6147 30.1154 844 2 609.8110 2.09
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1949.9239 TGAEEVYQLGPLNEYER 594.1801 1949.9258 28.8558 770 3 650.6468 0.4073
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 2941.3060 35317.7445 32 45.65 None 1950.9080 TGAEEVYQLGPLNEYER 631.8335 1950.9170 27.6611 4420 3 650.9772 4.0757
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1408.4610 35317.7445 32 45.65 None 1967.9345 TGAEEVYQLGPLNEYER 25225.9000 1967.9337 29.1610 31060 2 984.4705 0.4705
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1408.4610 35317.7445 32 45.65 None 1440.7151 AGAGSATLSMAYAAAK 2511.0720 1440.7143 24.2907 14309 2 720.8608 ‐0.8469
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1408.4610 35317.7445 32 45.65 None 1950.9080 TGAEEVYQLGPLNEYER 338.2940 1950.9232 27.8092 1507 4 488.4863 5.66
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1799.0459 VAILGAAGGIGQSLSLLMK 6651.1270 1799.0469 22.7292 14048 2 900.0271 1.04
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1157.6888 LLGVTTLDVAR 13751.3800 1157.6906 17.6942 12876 2 579.3490 1.76
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 2122.1577 QLEDALTGMDLVIIPAGIPR 8270.4580 2122.1503 22.4560 11800 2 1061.5788 ‐2.3156
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1440.7151 AGAGSATLSMAYAAAK 5940.2770 1440.7150 15.7061 7512 2 720.8611 0.0861
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1501.8009 ANTFVAEVLGLDPR 1624.4320 1501.8010 21.3030 3048 3 501.2718 ‐0.6355
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHM 1239.0060 3490.7835 23.6392 3401 4 873.4513 0.3878
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1244.6481 IQNGGTEVVEAK 169.5050 1244.6313 25.5930 2461 1 1244.6313 ‐11.3222
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 Carbamidomethyl+C(11) 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 1220.1860 2916.4690 22.5313 6824 3 972.8279 5.16
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAA 285.6013 2666.3236 19.6003 952 2 1333.6654 ‐6.2508
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1026.5288 TLSMAYAAAK 186.9015 1026.5247 16.0153 3387 2 513.7660 ‐4.3802
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 610.3671 PAGIPR 89.4707 610.3648 21.4973 1276 1 610.3648 ‐3.7112
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 1422.7046 AGAGSATLSMAYAAAK 219.1423 1422.7061 16.8474 33569 2 711.8567 1.91
NP_001031860.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 35317.7445 32 45.65 None 2105.1311 QLEDALTGMDLVIIPAGIPR 3176.6840 2105.1259 24.6322 8177 2 1053.0666 ‐1.3531
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 Carbamidomethyl+C(9) 1991.9565 TAHEMGIPCVAVYSTIDK 1067.3650 1991.9599 28.2633 6886 3 664.6581 1.1718



NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 1393.7474 ITSYLPSGGPFVR 716.8513 1393.7470 17.7592 3759 2 697.3771 ‐0.5863
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 Carbamidomethyl+C(12) 1702.7378 SEAAAAFGNDGCYLEK 2883.1000 1702.7412 24.1345 3713 2 851.8742 2.77
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 2681.5700 2641.3561 40.8657 3687 3 881.1235 1.0770
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 9050.3140 2372.1114 31.2684 3018 3 791.3753 ‐0.0440
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 1199.6419 HIEFQVLADK 1951.8900 1199.6392 24.8136 2862 2 600.3233 ‐2.8471
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 2197.1095 NAGVPTVPGSDGLLQSTEEAVR 209.6455 2197.0826 19.7344 4944 2 1099.0449 ‐11.0439
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 None 2581.2940 DHGINFIGPNPDSIRVMGDKATAR 1406.0270 2581.2874 21.1966 3925 3 861.1007 ‐2.2713
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 Carbamidomethyl+C(13) 1711.8545 QEDIVLRGHSIECR 391.6689 1711.8490 35.8191 3394 2 856.4282 ‐2.8580
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 Carbamidomethyl+C(13) 1763.9069 LKRATSGGLGVTCSGGDK 296.7366 1763.9224 31.7867 783 3 588.6456 7.25
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 697.0811 54677.6432 18 24.85 Oxidation+M(2) 1477.7831 GMRLAKEPGEFVK 175.0764 1477.7873 22.8796 1538 2 739.3973 2.23
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 Carbamidomethyl+C(9) 1991.9565 TAHEMGIPCVAVYSTIDK 706.5719 1991.9599 28.2633 6886 3 664.6581 1.1392
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 2641.3542 IQVEHPVTEMIYSVDLIEEQIR 2717.9950 2641.3561 40.8657 3687 3 881.1235 0.7297
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 2372.1115 MDSHVYSDYVVPPSYDSLLGK 8054.2120 2372.1114 31.2684 3018 3 791.3753 ‐0.2609
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 1199.6419 HIEFQVLADK 2257.5330 1199.6392 24.8136 2862 2 600.3233 ‐2.9527
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 2182.0710 DHGINFIGPNPDSIRVMGDK 562.0621 2182.0663 26.5978 10856 3 728.0270 ‐2.4978
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 1945.0324 VANEIGFPVMIKATAGGGGR 650.3821 1945.0217 27.1751 4437 3 649.0121 ‐6.0413
NP_001031968.1 biotin carboxylase subunit CAC2 Arabidopsis thaliana 529.5150 54677.6432 18 24.85 None 474.2419 AGGGGR 131.0612 474.2436 27.0183 15147 1 474.2436 3.0517
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 935.4945 IIGFDNTR 107161.4000 935.4935 21.7724 1330352 2 468.2504 ‐2.3943
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 952.4887 EYPGAFIR 27651.9500 952.4888 23.4708 568593 2 476.7480 ‐1.1329
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 907.4884 EVDYLLR 50124.4800 907.4887 23.0906 278813 2 454.2480 ‐0.9469
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 1939.9899 FETLSYLPDLSDVELAK 8206.6990 1939.9913 36.6304 31516 2 970.4993 1.83
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 432.2372 2085.9753 41.2213 5563 2 1043.4913 ‐25.8188
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 2068.0849 KFETLSYLPDLSDVELAK 7579.9320 2068.0888 34.8037 18684 3 690.0344 1.82
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 2196.1798 KKFETLSYLPDLSDVELAK 1037.8860 2196.1763 32.7474 4014 3 732.7303 ‐1.9673
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 679.3774 DYLLR 811.8760 679.3764 23.8087 93226 1 679.3764 ‐1.1770
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 563.3300 GAFIR 412.4294 563.3297 23.4683 39958 1 563.3297 ‐0.8150
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 652.3049 FDNTR 4391.7530 652.3024 21.7877 14896 1 652.3024 ‐3.7708
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 1449.7472 SYLPDLSDVELAK 4716.5730 1449.7454 31.4617 5780 2 725.3763 ‐1.4478
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 505.2365 DNTR 1083.2260 505.2353 21.7438 5368 1 505.2353 ‐2.7412
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 823.4461 YPGAFIR 130.0878 823.4470 23.4732 1829 1 823.4470 1.94
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 None 489.1980 EVDY 461.4273 489.1967 23.8047 1810 1 489.1967 ‐3.1392
NP_001031981.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 9061.3320 19680.5519 15 34.48 Carbamidomethyl+C(4) 2069.0049 QVQCISFIAYKPPSFTEA 234.5731 2069.0038 41.3801 761 2 1035.0056 0.5617
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 907.5247 NLLSVAYK 7818.9940 907.5275 16.0328 27835 2 454.2674 1.55
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 1334.5643 YEEMVEFMEK 13719.1900 1334.5632 27.9380 25138 2 667.7852 ‐1.2445
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 2344.5200 2434.2634 22.1502 14616 3 812.0927 ‐0.4230
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 1404.6853 TVDVEELSVEER 46223.4800 1404.6853 24.3260 13813 2 702.8463 ‐0.2717
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 1749.9130 SASDIATAELAPTHPIR 10818.4600 1749.9164 23.5937 13809 3 583.9770 1.1619
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 1181.6048 EAAESTLVAYK 27410.9400 1181.6073 20.3267 12365 2 591.3073 1.83
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 2038.9638 DNLTLWTSDMTVTGDEIK 330.1782 2038.9343 26.1446 2415 2 1019.9708 ‐13.5078
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 2114.9764 QAFDDAIAELDTLGEESYK 457.5200 2115.0189 30.1707 1093 2 1058.0131 21.1438
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 544.2613 TVDVE 190.3887 544.2602 22.9954 61148 1 544.2602 ‐2.3493
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 680.3978 LSVAYK 3421.4150 680.3967 16.0409 3721 1 680.3967 ‐1.3101
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 7452.3970 28605.2838 25 50.39 None 732.3886 LSVEER 107.6820 732.3925 25.1706 1741 1 732.3925 5.79
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 1334.5643 YEEMVEFMEK 11647.6400 1334.5632 27.9380 25138 2 667.7852 ‐1.3186
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 1749.9130 SASDIATAELAPTHPIR 13215.0600 1749.9164 23.5937 13809 3 583.9770 1.66
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 770.4083 YLAEFK 8000.8360 770.4070 20.3891 9417 1 770.4070 ‐1.1342
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 1458.6716 MSTREENVYMAK 175.6240 1458.7069 25.9537 5924 2 729.8571 24.0061
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 2038.9638 DNLTLWTSDMTVTGDEIK 859.8434 2039.0038 34.4524 1220 2 1020.0056 20.6593
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 2114.9764 QAFDDAIAELDTLGEESYK 274.3352 2115.0189 30.1707 1093 2 1058.0131 21.2520
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1621.7900 28605.2838 25 50.39 None 708.3385 NVYMAK 64.0754 708.3391 25.8989 3696 1 708.3391 1.0712
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 None 907.5247 NLLSVAYK 9666.7700 907.5275 16.0328 27835 2 454.2674 2.78
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 Carbamidomethyl+C(2) 2434.2647 ICDGILNVLEAHLIPSASPAESK 3318.9290 2434.2634 22.1502 14616 3 812.0927 0.0468
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 None 1189.6609 DSTLIMQLLR 13357.1500 1189.6622 21.3025 14213 2 595.3347 0.8785
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 None 3209.6068 DSTLIMQLLRDNLTLWTSDMTVTGDE 585.2869 3209.6084 23.7954 1107 3 1070.5410 2.0540
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 None 680.3978 LSVAYK 8729.2350 680.3967 16.0409 3721 1 680.3967 ‐1.1571
NP_001031982.1 14 3 3 like protein GF14 psi Arabidopsis thaliana 1894.9450 28605.2838 25 50.39 Carbamidomethyl+C(1) 2321.1806 CDGILNVLEAHLIPSASPAESK 182.8248 2321.1866 24.9525 2066 2 1161.0970 4.0409
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 20413.2500 2506.3296 19.4236 129177 3 836.1147 0.1904
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1025.6102 IGGIGTVPVGR 59234.2900 1025.6097 22.2533 127986 2 513.3085 ‐1.4603
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 43240.4900 1451.6734 20.1977 81862 3 484.5627 ‐1.3439
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1026.4891 STNLDWYK 21978.4600 1026.4901 23.1442 53040 2 513.7487 0.0620
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGIS 2011.9370 2957.4238 37.9879 8260 3 986.4794 0.9894
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 780.4138 YDEIIK 7353.3190 780.4163 17.8616 8073 2 390.7118 1.52
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 Carbamidomethyl+C(20) 3041.5448 VIIMNHPGQIGNGYAPVLDCHTSHIAV 3841.4640 3041.5506 19.2101 6279 4 761.1431 0.2950
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1625.8533 LSPSTHLWDVSLLGT 631.5111 1625.8580 36.2466 3452 2 813.4326 2.61
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1523.8217 EIEKEPNPWLLR 356.9573 1523.7860 15.9837 752 3 508.6002 ‐24.4717
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1007.5520 ARYDEIIK 11300.2500 1007.5523 18.6950 28678 2 504.2798 ‐0.7036
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 981.5112 RGYVASNSK 620.2550 981.5031 19.2631 3087 1 981.5031 ‐7.0435
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 685.3992 GTVPVGR 1796.4220 685.3983 22.2505 8159 1 685.3983 ‐1.0169
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 466.2521 PGHR 56.7743 466.2550 20.9890 6602 1 466.2550 5.25
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 838.4094 NLDWYK 5230.2410 838.4092 23.1484 5695 1 838.4092 0.5812
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 635.2784 ARYDE 177.6172 635.2783 18.6930 4093 1 635.2783 ‐0.1151
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 617.3505 DEIIK 9795.2500 617.3512 17.9196 2293 1 617.3512 1.1687
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 628.3777 TVPVGR 142.6813 628.3773 22.2364 2148 1 628.3773 ‐0.5254
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 927.5146 PTGLTTEVK 216.0011 927.5162 19.5952 1929 2 464.2617 0.5844
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 855.5047 GIGTVPVGR 262.0700 855.5045 22.2556 1822 1 855.5045 0.5816
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 748.3624 ARYDEI 192.3410 748.3615 18.6731 1725 1 748.3615 ‐0.7656
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1490.7746 VETGMIKPGMVVTF 300.5015 1490.7763 20.8980 1369 3 497.5969 ‐0.0098
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 939.4571 TNLDWYK 1025.6530 939.4571 23.1595 1147 1 939.4571 1.0906



NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 798.4832 IGTVPVGR 102.7951 798.4855 22.2490 849 1 798.4855 3.04
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 Carbamidomethyl+C(3) 915.3917 YYCTVID 368.3720 915.3936 20.1954 835 1 915.3936 3.1017
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1016.5623 APTGLTTEVK 249.4227 1016.5624 20.6557 821 2 508.7848 ‐0.8427
NP_001032107.1 elongation factor 1 alpha 4 Arabidopsis thaliana 5442.8350 44698.3231 26 39.00 None 1163.6307 FAPTGLTTEVK 182.8450 1163.6250 19.4178 811 1 1163.6250 ‐3.0503
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 4460.5770 27805.3852 5 34.54 None 1611.9105 ALLDDPVFRPLVEK 18964.7800 1611.9109 19.1210 69981 3 537.9751 ‐0.2738
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 4460.5770 27805.3852 5 34.54 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 26155.6800 2280.0550 21.8141 57959 2 1140.5311 ‐1.1691
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 4460.5770 27805.3852 5 34.54 None 2069.0808 QMGLSDKDIVALSGAHTLGR 9098.0460 2069.0800 17.0956 34131 3 690.3649 ‐0.2916
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 4460.5770 27805.3852 5 34.54 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 4231.1200 1635.7351 14.6215 9925 3 545.9166 0.6407
NP_001077481.1 L ascorbate peroxidase 1 Arabidopsis thaliana 4460.5770 27805.3852 5 34.54 None 2064.8644 YAADEDAFFADYAEAHMK 4492.5850 2064.8622 18.2911 8885 3 688.9589 ‐0.9915
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 2280.1403 MTPTKPMVVETFSEYPPLGR 46564.6500 2280.1383 18.3632 153587 3 760.7176 ‐0.9667
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 1025.6102 IGGIGTVPVGR 59234.2900 1025.6097 22.2533 127986 2 513.3085 ‐1.4603
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 43240.4900 1451.6734 20.1977 81862 3 484.5627 ‐1.3439
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 1026.4891 STNLDWYK 21978.4600 1026.4901 23.1442 53040 2 513.7487 0.0620
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 914.5669 QTVAVGVIK 25139.4800 914.5680 20.1492 33565 2 457.7876 ‐0.0462
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGIS 2011.9370 2957.4238 37.9879 8260 3 986.4794 0.9894
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 780.4138 YDEIIK 7353.3190 780.4163 17.8616 8073 2 390.7118 1.52
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 Carbamidomethyl+C(20) 3041.5448 VIIMNHPGQIGNGYAPVLDCHTSHIAV 3841.4640 3041.5506 19.2101 6279 4 761.1431 0.2950
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 1007.5520 ARYDEIIK 11300.2500 1007.5523 18.6950 28678 2 504.2798 ‐0.7036
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 685.3992 GTVPVGR 1796.4220 685.3983 22.2505 8159 1 685.3983 ‐1.0169
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 466.2521 PGHR 56.7743 466.2550 20.9890 6602 1 466.2550 5.25
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 838.4094 NLDWYK 5230.2410 838.4092 23.1484 5695 1 838.4092 0.5812
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 900.4574 SEYPPLGR 308.9509 900.4610 16.8016 4133 2 450.7341 2.32
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 635.2784 ARYDE 177.6172 635.2783 18.6930 4093 1 635.2783 ‐0.1151
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 586.3923 AVGVIK 151.0688 586.3919 20.1984 3988 1 586.3919 ‐0.7968
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 617.3505 DEIIK 9795.2500 617.3512 17.9196 2293 1 617.3512 1.1687
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 628.3777 TVPVGR 142.6813 628.3773 22.2364 2148 1 628.3773 ‐0.5254
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 855.5047 GIGTVPVGR 262.0700 855.5045 22.2556 1822 1 855.5045 0.5816
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 786.5084 TVAVGVIK 1936.1730 786.5066 20.1371 1810 1 786.5066 ‐1.6581
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 748.3624 ARYDEI 192.3410 748.3615 18.6731 1725 1 748.3615 ‐0.7656
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 685.4607 VAVGVIK 292.3307 685.4625 20.1383 1564 1 685.4625 2.24
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 1065.5364 FSEYPPLGR 205.2750 1065.5288 18.3312 1285 1 1065.5288 ‐5.5912
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 939.4571 TNLDWYK 1025.6530 939.4571 23.1595 1147 1 939.4571 1.0906
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 798.4832 IGTVPVGR 102.7951 798.4855 22.2490 849 1 798.4855 3.04
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 Carbamidomethyl+C(3) 915.3917 YYCTVID 368.3720 915.3936 20.1954 835 1 915.3936 3.1017
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 7295.3400 41716.3073 48 33.60 None 896.5564 QTVAVGVIK 153.1046 896.5546 20.1468 1169 2 448.7810 ‐3.1335
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 1025.6102 IGGIGTVPVGR 79200.0900 1025.6097 22.2533 127986 2 513.3085 ‐1.6065
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 45542.3400 1451.6734 20.1977 81862 3 484.5627 ‐1.1147
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 1026.4891 STNLDWYK 31913.6500 1026.4901 23.1442 53040 2 513.7487 ‐0.0840
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 914.5669 QTVAVGVIK 34177.4100 914.5680 20.1492 33565 2 457.7876 ‐0.2184
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 1007.5520 ARYDEIIK 12434.2300 1007.5523 18.6950 28678 2 504.2798 ‐0.8541
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 Oxidation+M(1) 2296.1352 MTPTKPMVVETFSEYPPLGR 975.0831 2296.1258 29.9564 26740 3 766.0468 ‐4.3780
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 466.2521 PGHR 42.3417 466.2550 20.9890 6602 1 466.2550 5.16
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 838.4094 NLDWYK 6301.4370 838.4092 23.1484 5695 1 838.4092 0.6157
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 635.2784 ARYDE 172.5609 635.2783 18.6930 4093 1 635.2783 ‐0.1272
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 586.3923 AVGVIK 492.2461 586.3919 20.1984 3988 1 586.3919 ‐0.8201
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 628.3777 TVPVGR 175.3991 628.3773 22.2364 2148 1 628.3773 ‐0.5390
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 855.5047 GIGTVPVGR 244.8985 855.5045 22.2556 1822 1 855.5045 0.6200
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 786.5084 TVAVGVIK 2185.8980 786.5066 20.1371 1810 1 786.5066 ‐1.6355
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 506.2358 ARYD 243.1905 506.2365 18.7025 1801 1 506.2365 0.9370
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 765.4002 IDAPGHR 298.8449 765.3995 20.1950 1750 1 765.3995 ‐0.4529
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 748.3624 ARYDEI 186.1164 748.3615 18.6731 1725 1 748.3615 ‐0.7517
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 685.4607 VAVGVIK 322.8189 685.4625 20.1383 1564 1 685.4625 2.19
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 861.4465 ARYDEII 156.5031 861.4481 18.6624 1270 1 861.4481 2.78
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 939.4571 TNLDWYK 310.4961 939.4571 23.1595 1147 1 939.4571 1.1483
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 798.4832 IGTVPVGR 124.8558 798.4855 22.2490 849 1 798.4855 3.58
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 Carbamidomethyl+C(3) 915.3917 YYCTVID 409.0509 915.3936 20.1954 835 1 915.3936 3.1539
NP_001077483.1 Elongation factor 1 alpha Arabidopsis thaliana 5324.2330 41716.3073 48 33.60 None 896.5564 QTVAVGVIK 180.0024 896.5546 20.1468 1169 2 448.7810 ‐3.3098
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1456.7795 VVDLADIVANNWK 106925.2000 1456.7790 20.6901 95680 2 728.8932 ‐0.0669
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1037.6717 AVALVLPNLK 30879.5100 1037.6726 18.5056 93674 2 519.3399 0.4387
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1780.0215 VPTPNVSVVDLVVQVSK 15275.3000 1780.0196 20.9658 83575 2 890.5134 ‐0.3663
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1786.8184 VIAWYDNEWGYSQR 74876.4800 1786.8190 18.5456 59899 2 893.9132 1.0696
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1908.1164 VPTPNVSVVDLVVQVSKK 2826.4980 1908.1180 20.0481 34353 3 636.7109 0.6881
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1254.6113 TFAEEVNAAFR 2221.6630 1254.6115 17.7926 8722 2 627.8094 0.0645
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1384.7795 AAALNIVPTSTGAAK 33509.2800 1384.7799 15.4684 7616 2 692.8936 0.4492
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 489.6854 1833.9344 22.1435 4199 2 917.4708 16.6916
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 867.5662 ALVLPNLK 3527.0210 867.5670 18.5063 7103 1 867.5670 1.32
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 959.4945 DIVANNWK 2069.6540 959.4929 20.7240 6495 1 959.4929 ‐0.4684
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 796.5291 LVLPNLK 1727.9810 796.5302 18.5049 2500 1 796.5302 2.1640
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1058.5840 NIVPTSTGAAK 303.3946 1058.5825 16.6441 2197 1 1058.5825 0.0954
NP_001077529.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 11333.0100 34560.8260 13 30.60 None 1236.6008 TFAEEVNAAFR 998.7635 1236.5972 16.5093 1574 2 618.8022 ‐2.9645
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1434.7587 AASFNIIPSSTGAAK 90636.2600 1434.7559 16.6418 245687 2 717.8816 ‐1.7695
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1676.9734 TLLFGEKPVTVFGIR 37120.1400 1676.9743 19.9425 170161 3 559.6630 0.1059
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1761.7867 LVSWYDNEWGYSSR 83011.8500 1761.7869 18.4136 102258 2 881.3971 0.7296
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 2033.0736 FGIVEGLMTTVHSITATQK 14966.3200 2033.0750 22.6667 75447 3 678.3632 0.7334
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 39861.8500 2741.2623 23.9339 55475 2 1371.1348 ‐1.6697
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1140.6445 VVDLIVHMSK 8336.4010 1140.6439 16.0492 48785 2 570.8256 ‐0.7816
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 2172.0091 GILGYTEDDVVSTDFVGDNR 7668.9540 2172.0064 18.9338 17537 2 1086.5068 ‐0.0480
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 4542.9290 2923.3585 21.6578 16336 3 975.1243 ‐0.4302
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1498.8475 VPTVDVSVVDLTVR 165.2128 1498.8557 21.9012 1110 2 749.9315 5.70



NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 186.1489 2680.2696 22.9131 853 3 894.0947 11.98
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 3179.5201 MKGILGYTEDDVVSTDFVGDNRSSIFD 395.8857 3179.5037 20.0283 5767 3 1060.5061 ‐3.6410
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1619.8938 VLPSLNGKLTGMSFR 898.9593 1619.8903 19.9539 5350 2 810.4488 ‐1.6665
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1049.5336 FGIVEGLMTT 339.9908 1049.5286 19.5202 18286 1 1049.5286 ‐3.2372
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1188.6259 FNIIPSSTGAAK 358.1746 1188.6256 17.1849 7038 2 594.8164 ‐0.4057
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1349.7576 FGEKPVTVFGIR 4506.2680 1349.7597 19.9446 6918 2 675.3835 1.39
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 868.4523 HSITATQK 142.4065 868.4527 23.2846 3521 1 868.4527 1.00
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1586.8247 FGIVEGLMTTVHSIT 261.4603 1586.8164 19.6880 3385 2 793.9119 ‐4.8016
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 621.3202 SSTGAAK 362.8781 621.3197 16.5171 2296 1 621.3197 ‐0.7548
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 827.4808 LIVHMSK 764.6176 827.4810 16.0515 1466 1 827.4810 1.0932
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1097.5473 STGVFTDKDK 129.8745 1097.5415 21.7904 1081 1 1097.5415 ‐3.6229
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1485.7770 FGIVEGLMTTVHSI 114.1768 1485.7686 23.9429 872 2 743.3879 ‐5.4311
NP_001077530.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 14987.3000 33905.9091 22 58.39 None 1743.7762 LVSWYDNEWGYSSR 433.4348 1743.7812 17.9997 5956 3 581.9319 2.27
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1099.6358 VSAVDLSLAPK 47468.5500 1099.6356 25.0927 28800 2 550.3214 ‐0.9808
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 2191.1070 TPAEFASVGSNIFGTFGTFLK 3680.4430 2191.1014 23.8436 28117 2 1096.0543 ‐1.3750
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 16089.4300 1797.8343 22.6863 27003 3 599.9496 ‐0.4367
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1186.5990 TLFSLDSFEK 4924.2420 1186.5991 19.2733 24816 2 593.8032 ‐0.6361
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 916.5350 ALLTLEEK 10773.3300 916.5357 23.6333 11913 2 458.7715 ‐0.3145
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1944.9061 SWSVPESFPHVHNYMK 5786.3060 1944.9048 17.0864 11331 4 486.9817 ‐2.7091
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1185.5647 SHDGPFIAGER 10527.6300 1185.5673 17.4825 6773 2 593.2873 1.37
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 2648.3162 SKDSNDGSEHALLVELEALENHLK 1803.3360 2648.3234 36.2699 6377 4 662.8363 0.9439
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1702.8898 WVTDSDVIVGILEEK 1183.6340 1702.8854 37.2445 3776 2 851.9463 ‐2.2798
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 5552.9560 2984.5587 38.8001 12020 4 746.8951 1.32
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1508.8570 ALLTLEEKSLTYK 7492.5660 1508.8578 20.4827 11892 3 503.6241 ‐0.5849
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 545.3042 IAGER 104.6703 545.3017 16.9178 4615 1 545.3017 ‐4.7634
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 842.4982 VDLSLAPK 185.9427 842.4978 26.7555 4196 1 842.4978 0.2773
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 6590.8940 1556.6925 22.6787 2919 2 778.8499 0.9625
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1211.6518 TLEEKSLTYK 258.8196 1211.6586 19.3459 2567 2 606.3329 5.0027
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1000.5673 SAVDLSLAPK 964.7426 1000.5664 25.0645 2477 1 1000.5664 0.3126
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 641.2678 SHDGPF 733.6368 641.2707 17.4737 1944 1 641.2707 4.49
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 Carbamidomethyl+C(3) 966.4098 GDCPFSQR 328.7882 966.4086 20.5360 1275 1 966.4086 ‐0.1167
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 1485.6943 PESFPHVHNYMK 870.3035 1485.6901 17.0798 980 2 743.3487 ‐2.9724
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 913.5353 AVDLSLAPK 778.5455 913.5374 25.0955 937 1 913.5374 3.43
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 6027.4150 23568.8964 31 70.28 None 898.5244 ALLTLEEK 328.6129 898.5265 24.1271 6810 2 449.7669 1.1632
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 1099.6358 VSAVDLSLAPK 72257.7700 1099.6356 25.0927 28800 2 550.3214 ‐1.1098
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 Carbamidomethyl+C(12) 1797.8337 AAVGAPDHLGDCPFSQR 15904.6000 1797.8343 22.6863 27003 3 599.9496 ‐0.3752
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 916.5350 ALLTLEEK 11002.4700 916.5357 23.6333 11913 2 458.7715 ‐0.4862
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 2984.5503 IDDKWVTDSDVIVGILEEKYPDPPLK 4472.2630 2984.5587 38.8001 12020 4 746.8951 1.52
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 2174.1227 IDDKWVTDSDVIVGILEEK 1258.6910 2174.1250 37.9205 5978 3 725.3799 0.6925
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 842.4982 VDLSLAPK 220.6825 842.4972 26.2003 7407 1 842.4972 ‐0.3956
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 Carbamidomethyl+C(9) 1556.6911 GAPDHLGDCPFSQR 6089.5550 1556.6925 22.6787 2919 2 778.8499 0.9403
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 1000.5673 SAVDLSLAPK 1309.4350 1000.5664 25.0645 2477 1 1000.5664 0.3843
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 Carbamidomethyl+C(10) 1655.7595 VGAPDHLGDCPFSQR 1447.9230 1655.7651 22.6746 2412 2 828.3862 3.61
NP_001077564.1 dehydroascorbate reductase Arabidopsis thaliana 5439.7800 23568.8964 31 70.28 None 898.5244 ALLTLEEK 418.7030 898.5265 24.1271 6810 2 449.7669 0.9873
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 15004.6200 1347.6078 28.4415 22134 2 674.3075 0.0664
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1945.0212 DPNATVIMLATGTGIAPFR 5495.4970 1945.0199 21.4122 19345 2 973.0136 0.0854
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1387.7064 EGQSVGVIADGIDK 23201.9600 1387.7075 23.0208 17318 2 694.3574 0.5629
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1366.6849 LVYTNDQGETVK 16129.4400 1366.6853 17.3268 16867 2 683.8463 0.0118
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1565.8032 MAQYAAELWELLK 804.5025 1565.8010 22.6874 7321 2 783.4041 ‐1.3663
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 823.4308 VDYAISR 21394.7400 823.4321 16.7950 5096 2 412.2197 0.1654
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 6020.5190 2486.1921 40.7778 4616 3 829.4022 0.6853
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 Carbamidomethyl+C(23) 2929.3666 ATTMNAAVSLTSSNSSSFPATSCAIAPE 366.6375 2929.3637 35.1117 1068 3 977.1261 ‐0.2640
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1362.6915 SFLWKMFFEK 2656.8750 1362.6955 21.7421 9445 2 681.8514 2.26
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 2223.0789 APENFRVDYAISREQANDK 456.6307 2223.0990 18.0508 3865 3 741.7045 8.02
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 887.4833 GVIADGIDK 258.7242 887.4837 21.7370 2626 1 887.4837 1.66
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1154.5324 YTNDQGETVK 313.0947 1154.5321 16.0559 2131 2 577.7697 ‐1.0155
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 Carbamidomethyl+C(4) 870.4212 VYMCGLK 97.6365 870.4224 28.4672 1475 1 870.4224 2.1713
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 3275.9670 39575.2615 20 42.57 None 1234.6613 MLATGTGIAPFR 197.3372 1234.6613 21.8937 1382 2 617.8343 ‐0.5454
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 1945.0212 DPNATVIMLATGTGIAPFR 7368.8760 1945.0199 21.4122 19345 2 973.0136 0.2517
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 2486.1908 GIDDIMVSLAANDGIDWFDYKK 1396.9810 2486.2013 22.8546 10665 3 829.4053 4.08
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 1565.8032 MAQYAAELWELLK 753.8919 1565.8010 22.6874 7321 2 783.4041 ‐1.0370
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 1387.7064 EGQSVGVIADGIDK 123.3541 1387.6962 25.5643 1771 1 1387.6962 ‐4.6956
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 1362.6915 SFLWKMFFEK 5968.5990 1362.6955 21.7421 9445 2 681.8514 2.92
NP_001077565.1 ferredoxin NADP reductase leaf isozyme 2 Arabidopsis thaliana 520.7708 39575.2615 20 42.57 None 2316.0853 DDIMVSLAANDGIDWFDYKK 374.9601 2316.0854 20.7429 2458 2 1158.5463 1.05
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1119.5827 SAVLMNLESR 5560.8190 1119.5836 24.4302 9398 2 560.2954 ‐0.1075
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1625.8567 MVLAASGVEHEELLK 1202.0840 1625.8584 26.0808 7699 3 542.6243 0.2065
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1731.8337 NPAFLDWEVNEELR 1751.4710 1731.8359 33.8419 2967 2 866.4216 1.29
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 2526.1797 QHTGGEATHFAVAFEVPGWNNEK 160.7277 2526.1861 39.3475 2479 3 842.7336 2.21
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 2323.1421 EAVTATVLQMLMGGGGSFSAGGPGK 427.3363 2323.0889 39.3908 1394 3 775.0345 ‐23.1325
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1028.4796 SQYVGGDFR 213.8699 1028.4909 16.2263 1089 2 514.7491 9.86
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1866.9266 MIAAEDIGRQILTYGES 306.6932 1866.9153 39.0326 117904 2 933.9613 ‐5.3962
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1520.7380 AFLDWEVNEELR 449.1102 1520.7328 35.4462 5067 2 760.8701 ‐3.4557
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1479.7512 MVLAASGVEHEELL 244.1425 1479.7487 24.7923 1638 2 740.3780 ‐1.8304
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 862.4451 LMNLESR 159.0952 862.4477 24.4461 1405 1 862.4477 3.03
NP_001077701.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 253.8027 48786.4580 11 8.65 None 1849.9000 MIAAEDIGRQILTYGES 130.7598 1849.9075 38.4670 956 2 925.4574 4.85
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 2099.9954 IVMELYADTTPETAENFR 9042.5680 2099.9913 30.4842 35269 2 1050.4993 ‐0.9171
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 7379.3520 1474.7554 21.3734 32581 2 737.8813 ‐1.2528
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 1651.9279 HVVFGQVVEGLNVVR 5963.4630 1651.9304 18.3724 17336 3 551.3150 0.6148
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 1116.5394 VYFDMTVGGK 10450.3400 1116.5395 16.6555 16319 2 558.7734 ‐0.7314



NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 2137.1764 HVVFGQVVEGLNVVRDIEK 549.4269 2137.1231 19.9445 2690 2 1069.0652 ‐23.8275
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 1168.6361 FKDENFIKK 1280.0970 1168.6378 17.1447 7018 3 390.2174 ‐0.1285
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 2471.1871 SAGRIVMELYADTTPETAENFR 710.1502 2471.1910 17.1281 2370 3 824.4019 1.12
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 Carbamidomethyl+C(10) 1128.5718 TSKPVVIADCG 275.6554 1128.5685 19.6419 3152 2 564.7879 ‐3.7298
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 1514.6758 YADTTPETAENFR 403.5271 1514.6793 27.7244 1448 2 757.8433 2.50
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 3115.7060 16163.0733 17 49.01 None 2082.9688 IVMELYADTTPETAENFR 431.5752 2082.9621 31.9698 1644 2 1041.9847 ‐2.2301
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 None 2099.9954 IVMELYADTTPETAENFR 5550.2640 2099.9913 30.4842 35269 2 1050.4993 ‐0.8124
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 Carbamidomethyl+C(10) 1474.7570 TSKPVVIADCGQIS 6226.4590 1474.7554 21.3734 32581 2 737.8813 ‐1.2942
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 None 2137.1764 HVVFGQVVEGLNVVRDIEK 377.4443 2137.1344 30.2292 1683 3 713.0497 ‐20.0538
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 None 1168.6361 FKDENFIKK 1201.4590 1168.6378 17.1447 7018 3 390.2174 0.2378
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 Carbamidomethyl+C(10) 1128.5718 TSKPVVIADCG 138.5224 1128.5685 19.6419 3152 2 564.7879 ‐3.8520
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 None 1021.5677 KDENFIKK 297.5640 1021.5634 17.1438 814 2 511.2854 ‐5.2582
NP_001077901.1 cyclophilin ROC3 Arabidopsis thaliana 1286.4010 16163.0733 17 49.01 None 2082.9688 IVMELYADTTPETAENFR 263.5412 2082.9621 31.9698 1644 2 1041.9847 ‐2.1294
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1618.8660 VASPQQAQEVHVAVR 13306.4500 1618.8737 18.7269 42112 3 540.2961 3.90
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1449.7584 GPEFATIVNSVTSK 9424.9630 1449.7582 18.3568 29849 2 725.3828 ‐0.2780
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 4669.4580 2776.3897 23.5874 23150 2 1388.6985 ‐0.7336
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1303.6641 IDISGQNSWVGK 6142.5080 1303.6637 23.9820 23019 2 652.3355 ‐0.7636
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 1935.8260 1228.6023 18.2398 19135 2 614.8048 ‐1.1988
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1435.7427 GGAFTGEISVEQLK 5927.4560 1435.7430 27.4851 18803 2 718.3751 ‐0.0467
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1096.5898 WVILGHSER 32808.3100 1096.5904 15.4195 4567 2 548.7988 ‐0.3074
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 3146.6507 LISDLNSATLEADVDVVVSPPFVYIDQV 154.7593 3146.6047 21.1124 773 3 1049.5398 ‐13.6152
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1475.7853 AATSLTAPPSFSGLR 119.7152 1475.7499 38.1980 768 2 738.3786 ‐24.0567
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 948.5360 TIVNSVTSK 289.0267 948.5425 16.9059 3140 2 474.7749 5.26
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 3041.0570 32477.6350 20 32.68 None 1075.5531 ISGQNSWVGK 227.6894 1075.5536 23.9781 1328 1 1075.5536 1.51
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1618.8660 VASPQQAQEVHVAVR 11419.6300 1618.8737 18.7269 42112 3 540.2961 3.71
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1303.6641 IDISGQNSWVGK 12153.3800 1303.6637 23.9820 23019 2 652.3355 ‐0.8449
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1435.7427 GGAFTGEISVEQLK 3415.8630 1435.7429 27.4755 17093 2 718.3751 ‐0.1264
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 1140.3170 1228.6047 29.9323 2442 2 614.8060 0.5899
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1606.8258 MAATSLTAPPSFSGLR 431.3273 1606.8055 29.5230 2013 2 803.9064 ‐12.4769
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 747.3706 MAATSLTA 242.0145 747.3698 31.0201 3055 1 747.3698 ‐0.5373
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1448.7605 SPQQAQEVHVAVR 242.8273 1448.7674 19.4825 1828 3 483.5940 3.59
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1588.8152 MAATSLTAPPSFSGLR 334.6196 1588.8221 31.8184 6791 2 794.9147 4.90
NP_001077931.1 triosephosphate isomerase Arabidopsis thaliana 1252.4890 32477.6350 20 32.68 None 1286.6375 IDISGQNSWVGK 184.0242 1286.6417 22.9263 1888 2 643.8245 2.13
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 886.5608 ALVTLIEK 34738.4900 886.5605 25.4498 31486 2 443.7839 ‐1.6695
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 1102.5680 VYGPHFASPK 10715.4000 1102.5695 18.8217 23157 2 551.7884 0.4511
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 1116.7980 2349.2234 36.7535 3298 3 783.7460 4.42
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 1003.4996 YGPHFASPK 2457.7920 1003.5005 18.8223 13416 2 502.2539 ‐0.2838
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 702.4396 VTLIEK 9222.6770 702.4399 25.4460 7624 1 702.4399 0.6722
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 963.4782 PAVVDGDYK 360.6758 963.4776 36.7893 3358 1 963.4776 0.5951
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 840.4363 GPHFASPK 566.1688 840.4345 18.8272 1783 1 840.4345 ‐1.3176
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 549.3031 FASPK 75.0331 549.3054 18.6990 1609 1 549.3054 3.83
NP_001077983.1 glutathione S transferase PHI 9 Arabidopsis thaliana 2467.6590 18678.6004 9 24.10 None 815.5237 LVTLIEK 1350.6810 815.5257 25.4421 1171 1 815.5257 3.1110
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1092.5684 IGYDNAAAVAK 4724.7320 1092.5699 18.4260 10635 2 546.7886 0.4368
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1345.6780 AIMQAAQEVAEGK 1583.2220 1345.6794 22.3772 9518 2 673.3433 0.5880
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 2358.2439 EAALNLGVLTAEEFDTLVVPEK 5142.9680 2358.2421 41.6220 6277 2 1179.6247 0.9326
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 2463.2150 THTQDATPLTLGQEFGGYATQVK 416.8917 2463.2146 30.6615 3283 3 821.7430 ‐0.3367
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1988.0335 IAAAVAEETNLPFVTAENK 494.7884 1987.9815 33.9760 8565 2 994.4944 ‐25.2406
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1249.6171 SLQNFEIGGER 336.5681 1249.6321 25.6186 5238 2 625.3197 11.17
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1436.7090 VNMEYGLDPTIGK 1106.1720 1436.7183 26.3715 4324 2 718.8628 6.58
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1538.7598 YATSLRSYSTSFR 236.3008 1538.7453 26.7588 1627 2 769.8763 ‐9.4718
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 Carbamidomethyl+C(13) 1680.8374 LIADASASFEKNCVR 325.4300 1680.8241 22.0218 1219 2 840.9157 ‐7.6745
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 749.3828 GYATQVK 112.3465 749.3834 30.2879 35108 1 749.3834 1.1681
NP_001078075.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1231.6066 SLQNFEIGGER 356.2455 1231.6063 23.2734 1780 2 616.3068 ‐0.8710
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 4103.7670 30675.0078 8 32.06 None 1411.8407 GTVEIITPVELIK 44806.9200 1411.8427 34.3684 21247 2 706.4250 1.75
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 4103.7670 30675.0078 8 32.06 None 3550.9156 VGLVAPIDVVVQPGNTGLDPSQTSFFQ 17508.5600 3550.9058 23.6552 13482 3 1184.3068 ‐1.2079
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 4103.7670 30675.0078 8 32.06 None 2819.4574 EYLKDPSKFAVASVAAVSADAGGGAPA 3910.7060 2819.4618 24.0459 8260 3 940.4921 2.1511
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 4103.7670 30675.0078 8 32.06 None 1473.7907 QGDKVGSSEAALLAK 1870.9710 1473.8008 18.7385 1557 2 737.4040 6.77
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 4103.7670 30675.0078 8 32.06 None 1059.6197 FQVLNIPTK 265.0648 1059.6216 22.8949 2539 2 530.3144 0.8523
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2025.9620 30675.0078 8 32.06 None 1411.8407 GTVEIITPVELIK 42179.4300 1411.8427 34.3684 21247 2 706.4250 1.1715
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2025.9620 30675.0078 8 32.06 None 1045.5888 VGSSEAALLAK 3010.7820 1045.5900 20.0313 18518 2 523.2986 0.1021
NP_001078125.1 60S acidic ribosomal protein P0 2 Arabidopsis thaliana 2025.9620 30675.0078 8 32.06 None 1027.5782 VGSSEAALLAK 206.8673 1027.5755 18.9721 2055 2 514.2914 ‐3.7302
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1555.7131 MFVLDEADEMLSR 3433.9590 1555.7161 35.2165 10168 2 778.3617 1.63
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1827.9388 GIYAYGFEKPSAIQQR 3625.5000 1827.9397 24.8616 9377 3 609.9847 ‐0.2245
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 2059.0892 IQVGVFSATMPPEALEITR 2728.9630 2059.0867 20.6634 7901 2 1030.0470 ‐0.2683
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1920.9953 FYNVVVEELPSNVADLL 2560.2920 1920.9913 23.7804 5627 2 960.9993 ‐1.3865
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1491.7550 GVAINFVTRDDER 1988.1610 1491.7544 29.0023 2293 2 746.3808 ‐0.5106
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 Carbamidomethyl+C(4) 1670.8028 VHACVGGTSVREDQR 508.4732 1670.8239 35.0708 1822 2 835.9156 12.72
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1502.8802 ILQAGVHVVVGTPGR 452.3652 1502.8513 16.4794 1761 3 501.6220 ‐20.3341
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1026.5255 QFYVNVEK 72.0756 1026.4999 29.1378 899 2 513.7536 ‐25.8700
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 889.4486 SVREDQR 109.8610 889.4473 33.3722 1513 1 889.4473 ‐0.5491
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 851.4298 FYNVVVE 106.7540 851.4246 23.5012 1244 1 851.4246 ‐5.3049
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1473.7445 GVAINFVTRDDER 907.1540 1473.7461 31.4538 1994 2 737.3767 0.9565
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1484.8696 ILQAGVHVVVGTPGR 655.9683 1484.8715 16.1993 1139 3 495.6287 0.1557
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 594.1791 46042.8078 25 21.39 None 1009.4989 QFYVNVEK 90.4415 1009.5038 27.1074 848 2 505.2556 3.96
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 313.0802 46042.8078 25 21.39 None 1555.7131 MFVLDEADEMLSR 2715.1850 1555.7161 35.2165 10168 2 778.3617 1.39
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 313.0802 46042.8078 25 21.39 None 1827.9388 GIYAYGFEKPSAIQQR 4224.2910 1827.9397 24.8616 9377 3 609.9847 ‐0.1776
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 313.0802 46042.8078 25 21.39 None 894.4754 MLFDIQK 203.0029 894.4576 30.0057 2839 1 894.4576 ‐18.8509
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 313.0802 46042.8078 25 21.39 None 1491.7550 GVAINFVTRDDER 1657.7810 1491.7544 29.0023 2293 2 746.3808 ‐0.5480
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 313.0802 46042.8078 25 21.39 None 1473.7445 GVAINFVTRDDER 481.0857 1473.7461 31.4538 1994 2 737.3767 0.9149



NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 2059.0892 IQVGVFSATMPPEALEITR 5010.5390 2059.0867 20.6634 7901 2 1030.0470 ‐0.1510
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 1920.9953 FYNVVVEELPSNVADLL 2321.8660 1920.9913 23.7804 5627 2 960.9993 ‐1.2098
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 1922.0422 GFKDQIYDIFQLLPPK 648.0629 1922.0324 22.5703 1338 3 641.3490 ‐5.2412
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 1827.9388 GIYAYGFEKPSAIQQR 958.1017 1827.9408 15.9063 1085 3 609.9851 0.8252
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 1491.7550 GVAINFVTRDDER 92.2269 1491.7700 18.6458 2837 2 746.3886 10.47
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 None 2096.9991 ADNIKMFVLDEADEMLSR 930.6566 2096.9948 20.7191 12086 3 699.6698 ‐1.9253
NP_001078148.1 translational initiation factor 4A 1 Arabidopsis thaliana 401.9143 46042.8078 25 21.39 Carbamidomethyl+C(6) 2203.1540 GIVPFCKGLDVIQQAQSGTGK 128.3750 2203.1419 22.5838 1348 2 1102.0746 ‐4.2347
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 11149.9200 3007.5831 21.3501 44449 3 1003.1992 0.2940
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1590.9214 ALEGADLVIIPAGVPR 51592.7100 1590.9221 19.4937 36845 2 795.9647 0.5551
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1192.5957 GFASESVPDRK 280.8794 1192.6008 29.9396 28610 2 596.8040 3.77
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1318.7001 DDLFNINAGIVK 13768.9100 1318.6991 31.6021 24424 2 659.8532 ‐1.1992
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1219.7045 LFGVTTLDVVR 7474.8320 1219.7039 19.3246 14362 2 610.3556 ‐1.0925
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1471.6370 SQVSGYMGDDDLGK 3024.6630 1471.6390 21.3842 2810 2 736.3231 1.66
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 1347.7995 KLFGVTTLDVVR 1544.7030 1347.7995 17.8396 5811 2 674.4034 ‐0.3164
NP_001078156.1 malate dehydrogenase 2 Arabidopsis thaliana 4562.3920 33304.4075 8 29.75 None 959.5520 GVTTLDVVR 246.3497 959.5536 18.8998 991 2 480.2804 0.5272
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 7678.0490 2485.2822 42.5526 6387 3 829.0989 1.18
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 1503.7584 VVDSMTDNLRPTR 3858.8500 1503.7671 19.5939 4151 3 501.9272 4.30
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 1212.0750 2711.3966 42.3599 2919 3 904.4704 3.43
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 1741.8656 TNQLKWSFSGAFEAR 636.8542 1741.8637 28.8207 6039 2 871.4355 ‐0.7749
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 Carbamidomethyl+C(2) 1974.9630 ICAEAEKVFNQDLYFK 822.0060 1974.9810 22.4491 1563 2 987.9941 9.46
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 1190.5946 SMTDNLRPTR 300.6570 1190.5953 20.7454 6732 1 1190.5953 2.94
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 841.4203 TNQLKWS 102.7096 841.4155 28.0187 4260 1 841.4155 ‐4.8966
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 572.1647 52288.9193 14 15.19 None 1404.6900 VDSMTDNLRPTR 212.2044 1404.6976 19.6482 2755 2 702.8525 5.45
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 None 2485.2780 AEATDVANAVLDGSDAILLGAETLR 8451.4770 2485.2822 42.5526 6387 3 829.0989 1.02
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 None 1503.7584 VVDSMTDNLRPTR 1789.5220 1503.7671 19.5939 4151 3 501.9272 4.69
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 None 2711.3887 IENVEGLTHFDEILQEADGIILSR 1632.7900 2711.3966 42.3599 2919 3 904.4704 2.31
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 None 3020.4775 GDTIFVGQYLFTGSETTSVWLEVDEVK 376.5573 3020.4016 43.6090 1878 3 1007.4720 ‐24.8260
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 None 1157.5374 WSFSGAFEAR 757.5327 1157.5569 32.6512 909 1 1157.5569 18.7690
NP_001078275.1 pyruvate kinase Arabidopsis thaliana 617.8146 52288.9193 14 15.19 Carbamidomethyl+C(6) 1297.6569 ASVIICFTSSGR 113.6743 1297.6563 16.2072 777 3 433.2236 ‐1.5935
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2291.6010 16743.9467 6 15.54 None 1434.7111 LTPDYDALDVANK 23741.2800 1434.7103 25.2328 27915 2 717.8588 ‐0.7731
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2291.6010 16743.9467 6 15.54 None 1140.5605 YPLTTESAMK 3052.0370 1140.5628 20.1031 15894 2 570.7851 1.98
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 2291.6010 16743.9467 6 15.54 None 880.4444 LTTESAMK 151.1087 880.4474 19.1176 4841 1 880.4474 4.26
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1985.9300 16743.9467 6 15.54 None 1434.7111 LTPDYDALDVANK 16158.5700 1434.7103 25.2328 27915 2 717.8588 ‐0.8238
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1985.9300 16743.9467 6 15.54 None 1140.5605 YPLTTESAMK 8385.6240 1140.5628 20.1031 15894 2 570.7851 1.1504
NP_001078294.1 60S ribosomal protein L23a 2 Arabidopsis thaliana 1985.9300 16743.9467 6 15.54 None 1220.5794 PDYDALDVANK 275.8001 1220.5794 24.6527 1737 2 610.7933 ‐0.6931
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 2225.0860 DEDLLVLPTDAAIFEDSSFK 4468.9320 2225.0793 39.6952 9392 2 1113.0433 ‐1.6218
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1796.8602 EGPGAPGGQSWTPEWLK 6170.7030 1796.8603 31.3805 8133 2 898.9338 0.5693
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1669.8796 LSNLGAEFNPPEGIVI 1816.3430 1669.8817 36.7437 7476 2 835.4445 1.13
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1175.5368 YAADQDAFFK 2481.3790 1175.5384 24.1566 4233 2 588.2728 0.5618
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 521.4543 2559.2728 32.9983 2018 3 853.7625 4.58
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 2381.1871 RDEDLLVLPTDAAIFEDSSFK 2085.0640 2381.1888 37.1034 1760 3 794.4011 0.5041
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1063.4902 SSSSDPDQLK 383.7627 1063.5018 19.1027 3045 2 532.2545 9.57
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1987.0356 YRIASVNRSFNSTTAATK 248.4043 1987.0441 20.2138 3571 3 663.0196 3.09
NP_001078356.2 L ascorbate peroxidase S Arabidopsis thaliana 866.5977 40393.2397 9 26.68 None 1778.8497 EGPGAPGGQSWTPEWLK 272.7932 1778.8412 30.3722 3081 2 889.9243 ‐4.2717
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 Carbamidomethyl+C(16) 1960.9541 LELELAEVEMPGLMACR 1753.5180 1960.9552 37.0552 12167 2 980.9812 1.14
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 Carbamidomethyl+C(5) 1237.6246 VAVICGYGDVGK 11069.1400 1237.6274 22.4694 10716 2 619.3174 1.91
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 Carbamidomethyl+C(10) 1757.7588 GETLQEYWWCTER 2092.9750 1757.7636 30.8434 6687 2 879.3854 3.1235
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 None 1475.8064 LVGVSEETTTGVKR 3051.4090 1475.8032 17.9949 3687 3 492.6059 ‐3.1186
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 None 1137.5575 TEFGPSQPFK 2245.4310 1137.5505 22.4261 7319 2 569.2789 ‐7.0621
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 None 1319.7053 LVGVSEETTTGVK 171.4270 1319.6755 35.5245 1146 2 660.3414 ‐23.0398
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 None 1025.5197 HSLPDGLMR 122.1296 1025.5011 25.8197 1071 1 1025.5011 ‐16.6650
NP_001078387.1 adenosylhomocysteinase Arabidopsis thaliana 794.9227 36045.1502 8 23.38 Carbamidomethyl+C(9) 1259.5838 SKFDNLYGCR 2278.5630 1259.5868 19.3702 2549 2 630.2970 1.00
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 17532.7000 2140.2574 24.5051 27115 2 1070.6323 ‐1.3449
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 13319.7400 2861.4324 20.5867 22125 3 954.4823 2.83
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1181.6313 GVTAFGFDLVR 5092.4140 1181.6316 19.7779 18618 2 591.3194 0.0345
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1199.5732 FALESFWDGK 4938.2470 1199.5750 19.9950 14727 2 600.2911 1.58
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1146.6769 SFELLSLLPK 8733.3440 1146.6782 22.3072 13759 2 573.8427 0.9041
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 4212.7350 2213.1396 22.0230 11549 2 1107.0734 ‐1.4860
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1790.9622 GMLTGPVTILNWSFVR 1862.1980 1790.9619 23.2967 10355 2 895.9846 0.5461
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 1422.4290 2418.2538 25.5055 9508 2 1209.6305 ‐3.6248
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1506.7547 DEALFSANAAALASR 206.9187 1506.7389 24.4138 2758 2 753.8731 ‐10.1832
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 555.5126 2300.1833 22.1335 2060 3 767.3993 ‐14.1436
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1658.8285 YGAGIGPGVYDIHSPR 259.5546 1658.8170 19.9174 1679 2 829.9121 ‐6.4349
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 324.9427 2404.1826 23.7248 909 2 1202.5949 6.96
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 2071.9971 FALESFWDGKSTAEDLQK 229.6197 2071.9933 23.6010 2948 2 1036.5003 ‐0.7571
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 591.8771 2052.0526 18.3436 30176 3 684.6891 ‐0.7347
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 706.3883 GFDLVR 146.7155 706.3877 19.7662 1464 1 706.3877 ‐0.3559
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1163.6208 GVTAFGFDLVR 147.9032 1163.6250 19.4178 811 1 1163.6250 5.65
NP_001078599.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 17 30.72 None 1489.7281 DEALFSANAAALASR 211.3443 1489.7238 25.5538 889 1 1489.7238 ‐0.0047
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1581.8370 TIEKPVEDPSELPK 128711.6000 1581.8386 20.4257 186813 3 527.9511 ‐0.0215
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 57534.0100 2564.2965 22.4807 98311 2 1282.6519 ‐0.7177
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1763.9174 VETLLNLDTKPYSDR 12490.4000 1763.9155 27.1668 91615 3 588.6434 ‐1.8354
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 20635.6200 3000.3987 20.9115 71863 3 1000.8044 0.0336
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1817.8565 HETASIDQFSWGVANR 33007.6600 1817.8549 27.1877 61053 3 606.6231 ‐1.6395
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 10719.8300 2676.2726 22.0174 47387 3 892.7624 1.68
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 899.5673 AILNLSLR 19303.7700 899.5635 17.8596 43883 2 450.2854 ‐5.3951
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 10233.1800 3842.9702 25.5425 39594 3 1281.6616 ‐2.8312
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 14041.0300 2623.3282 18.7131 35088 3 875.1143 ‐0.2543
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1775.9690 IIAEYIWIGGSGIDLR 4752.8120 1775.9645 21.4090 14894 2 888.4859 ‐2.1106



NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1135.5994 EEGGFEVIKK 20421.3300 1135.6002 18.8924 9750 2 568.3037 ‐0.0064
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1007.5044 EEGGFEVIK 24464.3900 1007.5074 22.4219 9173 2 504.2574 2.0261
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 1871.2690 2467.2165 33.0813 9015 2 1234.1119 ‐3.2216
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1361.6080 EHISAYGEGNER 16017.3300 1361.6108 14.1231 4575 3 454.5418 0.7534
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1517.7091 EHISAYGEGNERR 297.5242 1517.7081 28.1976 3671 2 759.3577 ‐0.7112
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1110.5677 PVEDPSELPK 2954.5160 1110.5662 20.4381 2201 1 1110.5662 0.3206
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 836.4454 WPLGWPV 117.5729 836.4416 25.3357 1628 1 836.4416 ‐3.8099
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1535.8064 TLLNLDTKPYSDR 405.0859 1535.8070 27.7079 1627 2 768.4071 0.3882
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 640.3242 WPLGW 70.5635 640.3267 21.7114 1616 1 640.3267 3.78
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 943.5571 TLLQQNVK 169.6614 943.5543 23.1023 1223 2 472.2808 ‐4.0588
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1644.8744 IAEYIWIGGSGIDLR 228.6731 1644.8708 23.1001 1150 3 548.9618 ‐3.1393
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 14507.5200 47809.8511 42 52.33 None 1434.7587 LLNLDTKPYSDR 304.3660 1434.7621 25.8659 838 2 717.8847 2.1730
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1763.9174 VETLLNLDTKPYSDR 20556.6400 1763.9155 27.1668 91615 3 588.6434 ‐1.7575
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1817.8565 HETASIDQFSWGVANR 31669.0900 1817.8547 27.1841 59614 3 606.6231 ‐1.6522
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 Carbamidomethyl+C(9) 2467.2286 GGNNILVICDTWTPAGEPIPTNK 2030.6680 2467.2165 33.0813 9015 2 1234.1119 ‐3.0312
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1416.7441 VLALQSDNSTVNR 188.1992 1416.7343 38.5021 1585 2 708.8708 ‐7.1949
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1535.8064 TLLNLDTKPYSDR 4314.3510 1535.7996 27.1674 6106 2 768.4034 ‐4.4564
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1551.7550 TASIDQFSWGVANR 667.5412 1551.7486 27.1413 3696 3 517.9210 ‐5.0394
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 2009.7830 47809.8511 42 52.33 None 1434.7587 LLNLDTKPYSDR 418.0768 1434.7557 27.0957 3300 2 717.8815 ‐2.3841
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 2564.3031 VSGEVPWFGIEQEYTLLQQNVK 67773.5500 2564.2965 22.4807 98311 2 1282.6519 ‐0.8176
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 3000.4010 WNYDGSSTGQAPGEDSEVILYPQAIFR 30457.5400 3000.3987 20.9115 71863 3 1000.8044 0.5129
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 Carbamidomethyl+C(19) 2676.2704 WPLGWPVGAFPGPQGPYYCGVGADK 9832.5820 2676.2726 22.0174 47387 3 892.7624 1.07
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 899.5673 AILNLSLR 29332.6500 899.5635 17.8596 43883 2 450.2854 ‐4.7793
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 3842.9885 RPASNMDPYIVTSLLAETTLLWEPTLEA 17581.0500 3842.9702 25.5425 39594 3 1281.6616 ‐2.3377
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 Carbamidomethyl+C(9) 2623.3297 GGNNILVICDTWTPAGEPIPTNKR 17746.7600 2623.3282 18.7131 35088 3 875.1143 0.2186
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 1775.9690 IIAEYIWIGGSGIDLR 6491.6170 1775.9645 21.4090 14894 2 888.4859 ‐1.8716
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 1817.8565 HETASIDQFSWGVANR 2027.4280 1817.8602 17.0167 8284 3 606.6249 1.90
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 879.4571 AAEIFSNK 437.2972 879.4661 21.2967 3899 1 879.4661 11.56
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 Carbamidomethyl+C(11) 1577.7597 MAQILAASPTCQMR 102.4073 1577.7809 25.4716 965 1 1577.7809 16.6400
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 602.3620 NLSLR 3482.6630 602.3616 17.8528 4101 1 602.3616 ‐0.5605
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 836.4454 WPLGWPV 77.0394 836.4416 25.3357 1628 1 836.4416 ‐3.6924
NP_001078639.1 glutamine synthetase Arabidopsis thaliana 9247.3100 47809.8511 42 52.33 None 1072.5462 VSGEVPWFGI 156.3509 1072.5415 24.5002 1479 1 1072.5415 ‐2.7521
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1630.7959 LYSIASSAIGDFGDSK 14051.1600 1630.7953 18.1461 27337 2 815.9013 ‐0.1902
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1441.7533 EGQSIGVIPEGIDK 8930.7370 1441.7543 25.4871 26410 2 721.3808 0.5357
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 15004.6200 1347.6078 28.4415 22134 2 674.3075 0.0664
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1307.6842 LVYTNDGGEIVK 18294.1200 1307.6826 21.1639 19607 2 654.3449 ‐1.6373
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1232.6555 GIDDIMVSLAAK 4818.8750 1232.6569 19.3656 11869 2 616.8321 0.5365
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1945.0212 DPNATIIMLGTGTGIAPFR 1016.3850 1945.0201 36.2655 2664 2 973.0137 0.1738
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1309.6171 RSEQWNVEVY 576.2112 1309.6177 25.7022 6802 2 655.3125 ‐0.0276
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 Carbamidomethyl+C(4) 870.4212 VYMCGLK 97.6365 870.4224 28.4672 1475 1 870.4224 2.1713
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 3405.7290 29912.4653 26 42.37 None 1214.6449 GIDDIMVSLAAK 136.5493 1214.6397 18.9159 3290 2 607.8235 ‐4.9373
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 1441.7533 EGQSIGVIPEGIDK 9044.9680 1441.7543 25.4871 26410 2 721.3808 0.4866
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 Carbamidomethyl+C(8) 1347.6072 DNTFVYMCGLK 27945.1600 1347.6078 28.4415 22134 2 674.3075 ‐0.0047
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 Carbamidomethyl+C(3)
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 1307.6842 LVYTNDGGEIVK 8538.6490 1307.6826 21.1639 19607 2 654.3449 ‐1.7177
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 807.4359 LDFAVSR 184.5288 807.4593 28.7394 2006 2 404.2333 27.4084
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 2035.9259 SFLWKMFFEEHEDYK 358.5416 2035.9114 34.9001 60232 2 1018.4593 ‐6.1025
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 1309.6171 RSEQWNVEVY 525.2786 1309.6177 25.7022 6802 2 655.3125 ‐0.1075
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 633.3243 LDFAVS 47.5718 633.3207 26.7335 5676 1 633.3207 ‐5.5529
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 Carbamidomethyl+C(4) 870.4212 VYMCGLK 112.2665 870.4224 28.4672 1475 1 870.4224 2.32
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 1289.6736 LVYTNDGGEIVK 123.9685 1289.6811 21.1864 6841 2 645.3442 5.10
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 2641.1150 29912.4653 26 42.37 None 1423.7427 EGQSIGVIPEGIDK 270.6359 1423.7436 22.7756 2031 2 712.3754 0.3015
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1192.2100 29912.4653 26 42.37 None 1630.7959 LYSIASSAIGDFGDSK 16738.5100 1630.7953 18.1461 27337 2 815.9013 0.1111
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1192.2100 29912.4653 26 42.37 None 1232.6555 GIDDIMVSLAAK 3179.2310 1232.6569 19.3656 11869 2 616.8321 1.0091
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1192.2100 29912.4653 26 42.37 None 1266.6365 DGIDWLEYKK 639.2107 1266.6134 21.5527 1628 1 1266.6134 ‐15.9727
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1192.2100 29912.4653 26 42.37 Carbamidomethyl+C(22) 3081.4771 MAEYAEELWELLKKDNTFVYMCGLK 234.6366 3081.4489 21.5321 28101 3 1027.8212 ‐7.7152
NP_001078805.1 ferredoxin NADP oxidoreductase 1 Arabidopsis thaliana 1192.2100 29912.4653 26 42.37 None 2417.1880 MYIQTRMAEYAEELWELLK 730.4267 2417.1836 23.4686 4880 2 1209.0955 ‐0.2178
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 1203.6368 EIEYPGQVLR 129606.6000 1203.6376 24.6220 247177 2 602.3224 0.0189
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 195770.2000 2360.1584 23.7568 206043 2 1180.5828 ‐1.5673
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 1588.7278 TNTDFLPYNGDGFK 26250.5000 1588.7290 28.5083 48341 2 794.8681 0.8136
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 4071.1930 4704.2150 23.0444 10471 3 1568.7432 ‐1.7928
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 1343.6842 KFVESAATSFSVA 830.5603 1343.6868 34.8578 1342 2 672.3471 1.08
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 2069.0258 TADGDEGGKHQLITATVNGGK 743.2557 2069.0032 22.5926 888 2 1035.0052 ‐9.9412
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 961.5102 EYPGQVLR 3133.6030 961.5094 24.6221 8201 1 961.5094 0.3871
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 535.2399 EIEY 209.0544 535.2401 25.7711 1384 1 535.2401 0.2528
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 934.5356 QVNYLLGK 362.9446 934.5344 25.0231 1325 1 934.5344 ‐0.2796
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 27186.6700 23816.0454 25 56.16 None 1325.6736 KFVESAATSFSVA 199.0494 1325.6730 34.4333 832 2 663.3402 ‐0.8192
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 1203.6368 EIEYPGQVLR 147430.5000 1203.6376 24.6214 246155 2 602.3224 ‐0.0788
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 1588.7278 TNTDFLPYNGDGFK 39418.8300 1588.7290 28.5083 48341 2 794.8681 0.7989
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 1098.6670 LVPNVFGKPK 446.5699 1098.6564 17.8089 1347 2 549.8318 ‐10.6111
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 1343.6842 KFVESAATSFSVA 5276.8440 1343.6840 25.8203 32888 2 672.3456 ‐0.5541
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 961.5102 EYPGQVLR 3043.7950 961.5094 24.6221 8201 1 961.5094 0.4499
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 832.4676 YPGQVLR 4818.4800 832.4689 24.6264 4725 1 832.4689 2.02
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 9272.3060 23816.0454 25 56.16 None 1325.6736 KFVESAATSFSVA 150.6807 1325.6778 22.2784 1239 2 663.3425 2.21
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 2360.1656 SITDYGSPEEFLSQVNYLLGK 144634.5000 2360.1584 23.7568 206043 2 1180.5828 ‐1.5794
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 2386.1231 FEDNFDATSNLNVMVTPTDKK 1478.7310 2386.1238 17.4915 12180 3 796.0461 0.7676
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 4704.2376 QAYFGETASEGGFDNNAVATANILESS 4119.6660 4704.2150 23.0444 10471 3 1568.7432 ‐1.2848
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 1203.6368 EIEYPGQVLR 4571.5870 1203.6351 15.9497 5843 2 602.3212 ‐1.5898



NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 1343.6842 KFVESAATSFSVA 1135.1430 1343.6931 18.6463 3416 2 672.3502 6.60
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 669.4042 PGQVLR 115.0446 669.4046 17.2215 804 1 669.4046 0.8368
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 1325.6736 KFVESAATSFSVA 275.7232 1325.6789 17.7405 1232 2 663.3431 4.0500
NP_001117239.1 photosystem II subunit P 1 Arabidopsis thaliana 15047.3000 23816.0454 25 56.16 None 4687.2111 QAYFGETASEGGFDNNAVATANILESS 531.1547 4687.1838 23.0451 24410 3 1563.0661 ‐2.3170
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1384.7795 AAALNIVPTSTGAAK 151215.4000 1384.7793 23.4635 262249 2 692.8933 ‐0.4860
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 170866.0000 1833.9069 35.5666 114961 2 917.4571 1.20
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1254.6113 TFAEEVNAAFR 39709.6200 1254.6117 28.9078 78450 2 627.8095 ‐0.3357
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1627.8537 DSPLDVVVINDTGGVK 28081.1800 1627.8539 30.4904 32807 2 814.4306 0.2531
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1755.9487 KDSPLDVVVINDTGGVK 1662.4530 1755.9419 27.5001 5008 3 585.9855 ‐4.6080
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1768.8501 TFAEEVNAAFRDAAEK 460.1194 1768.8896 27.8589 1661 2 884.9484 22.7813
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1382.7063 KTFAEEVNAAFR 1062.7060 1382.7126 27.6411 15950 2 691.8599 4.24
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 464.2616 AAFR 209.5025 464.2614 31.3634 22193 1 464.2614 ‐1.1094
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 732.3886 PTSTGAAK 8487.5030 732.3877 23.4678 9042 1 732.3877 ‐0.8858
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 990.4891 KTFAEEVNA 149.9140 990.4928 27.6350 7799 2 495.7501 2.07
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 935.4581 EEVNAAFR 2393.6380 935.4579 28.9126 2687 1 935.4579 0.9286
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 944.5411 IVPTSTGAAK 622.8343 944.5411 23.4555 1941 1 944.5411 1.1770
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1041.5575 NIVPTSTGAAK 402.6545 1041.5608 23.4667 1844 1 1041.5608 4.67
NP_001117276.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 16925.1900 37952.2598 14 18.57 None 1750.8395 TFAEEVNAAFRDAAEK 257.6819 1750.8471 29.0915 2131 3 584.2872 3.24
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1573.8432 GVTTIIGGGDSVAAVEK 219923.0000 1573.8437 25.6384 153283 2 787.4255 0.4004
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1404.7369 ELDYLVGAVSNPK 62516.5000 1404.7360 27.5126 149596 2 702.8716 ‐0.9317
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1933.9767 LASLADLYVNDAFGTAHR 42692.9500 1933.9756 19.2897 102058 3 645.3300 ‐1.1328
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1100.6562 IGVIESLLEK 69711.0900 1100.6561 19.4777 86760 2 550.8317 ‐0.8499
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 999.5986 FSLAPLVPR 39703.7200 999.5977 18.8556 85055 2 500.3025 ‐1.8428
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1447.8671 FLKPSVAGFLLQK 5133.9650 1447.8669 18.8014 62614 3 483.2938 ‐1.3872
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 41012.5500 2269.1882 33.4230 44969 3 757.0676 0.9773
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1539.8992 GVSLLLPTDVVIADK 12797.8600 1539.8983 20.3750 17878 2 770.4528 ‐0.5876
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1102.6368 RPFAAIVGGSK 6062.6990 1102.6366 14.1914 12500 2 551.8219 ‐0.9590
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2028.9469 ADLNVPLDDNQNITDDTR 19703.7600 2028.9462 25.7956 9536 2 1014.9768 0.5840
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 713.4556 AAIPTIK 4959.4100 713.4563 19.4146 9501 1 713.4563 1.43
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 4253.5210 2238.1418 21.2457 8303 2 1119.5745 ‐1.2755
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1220.7474 VILSTHLGRPK 19192.6100 1220.7491 13.2379 6023 3 407.5879 ‐0.0470
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1579.8942 VLPGVVALDEATPVTV 2074.2280 1579.8981 35.4486 5202 2 790.4527 2.07
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1048.9440 2370.2933 20.7133 12761 3 790.7693 0.7711
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2062.0716 KLASLADLYVNDAFGTAHR 3386.6640 2062.0692 18.6007 5988 3 688.0279 ‐1.5534
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 3815.0742 AHASTEGVTKFLKPSVAGFLLQKELDYL 622.7631 3815.0628 25.6150 3853 4 954.5212 ‐4.2908
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 581.3770 PLVPR 156.1477 581.3772 18.8547 7389 1 581.3772 0.1945
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 571.3814 IPTIK 1183.2380 571.3826 19.4087 4031 1 571.3826 1.25
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 652.4141 APLVPR 217.5694 652.4134 18.8554 3919 1 652.4134 ‐0.8681
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 458.2973 PTIK 332.7715 458.2967 19.4170 3432 1 458.2967 ‐1.8184
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 771.4359 VGAVSNPK 950.0788 771.4386 27.5288 3410 1 771.4386 4.0348
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1937.0161 VGVAGVMSHISTGGGASLELL 372.2253 1937.0046 32.8950 3150 2 969.0059 ‐5.2169
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1161.5786 ELDYLVGAVSN 321.1681 1161.5799 26.6472 2795 2 581.2936 0.3894
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 541.2841 GTAHR 371.7831 541.2845 19.6268 2650 1 541.2845 0.3493
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1298.6951 TIIGGGDSVAAVEK 490.8449 1298.6931 24.9773 2536 2 649.8502 ‐1.9911
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1187.7147 KPSVAGFLLQK 189.2637 1187.7129 19.8584 2476 2 594.3601 ‐2.1819
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 852.5302 SLAPLVPR 166.8675 852.5295 18.8514 2424 1 852.5295 0.0682
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1431.7690 ISTGGGASLELLEGK 314.5457 1431.7655 32.9471 2241 2 716.3864 ‐2.5943
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1008.5949 LSTHLGRPK 6609.2160 1008.5936 13.2344 2237 2 504.8004 ‐2.2489
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1162.6103 DYLVGAVSNPK 911.0432 1162.6033 27.5129 2186 1 1162.6033 ‐4.1630
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 765.4981 LAPLVPR 173.7509 765.4978 18.8528 2088 1 765.4978 0.0389
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 656.3879 RPFAAI 978.5818 656.3888 14.1886 1595 1 656.3888 1.18
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1942.9903 GVMSHISTGGGASLELLEGK 7013.6580 1942.9827 33.4183 1464 2 971.9950 ‐3.1399
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 930.5506 VIESLLEK 367.5219 930.5495 19.0147 1403 1 930.5495 ‐0.1983
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1121.6790 ILSTHLGRPK 6325.3770 1121.6794 13.2334 933 2 561.3433 ‐0.3634
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1549.7394 ADLYVNDAFGTAHR 553.6979 1549.7481 20.4948 873 2 775.3777 5.76
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 718.3981 ESLLEK 210.7337 718.3970 19.9943 809 1 718.3970 ‐1.2948
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1489.6992 DGWMGLDIGPDSVK 639.0650 1489.7067 19.8481 768 2 745.3570 4.20
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1429.8566 FLKPSVAGFLLQK 280.5755 1429.8531 19.9379 1569 3 477.2892 ‐3.6687
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 1430.8406 FLKPSVAGFLLQK 495.4030 1430.8391 20.8439 2560 2 715.9232 ‐1.2829
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 20865.4300 42729.4379 78 55.06 None 2011.9203 ADLNVPLDDNQNITDDTR 274.6689 2011.9127 27.6774 1154 3 671.3091 ‐4.2274
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1404.7369 ELDYLVGAVSNPK 74603.1900 1404.7360 27.5126 149596 2 702.8716 ‐0.9894
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1573.8432 GVTTIIGGGDSVAAVEK 174699.0000 1573.8436 25.6350 145554 2 787.4255 0.3372
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 3281.0460 2269.1885 33.4070 9578 3 757.0677 0.9387
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 713.4556 AAIPTIK 6456.3040 713.4563 19.4146 9501 1 713.4563 1.02
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1579.8942 VLPGVVALDEATPVTV 2659.7750 1579.8981 35.4486 5202 2 790.4527 2.39
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 687.6030 2488.3402 32.6650 3260 4 622.8405 ‐8.1963
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 571.3814 IPTIK 1704.7730 571.3826 19.4087 4031 1 571.3826 1.58
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1102.5739 IGGGDSVAAVEK 3709.7290 1102.5702 25.6328 3876 1 1102.5702 ‐1.6313
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 458.2973 PTIK 573.2094 458.2967 19.4170 3432 1 458.2967 ‐1.8711
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 771.4359 VGAVSNPK 1069.2040 771.4386 27.5288 3410 1 771.4386 4.0540
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1161.5786 ELDYLVGAVSN 482.8699 1161.5799 26.6472 2795 2 581.2936 0.2750
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10252.7100 42729.4379 78 55.06 None 1162.6103 DYLVGAVSNPK 1745.9520 1162.6033 27.5129 2186 1 1162.6033 ‐4.0540
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1933.9767 LASLADLYVNDAFGTAHR 48097.3800 1933.9756 19.2897 102058 3 645.3300 ‐0.6715
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1100.6562 IGVIESLLEK 64897.3000 1100.6561 19.4777 86760 2 550.8317 ‐0.3207
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 999.5986 FSLAPLVPR 40351.3700 999.5977 18.8556 85055 2 500.3025 ‐1.2701
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 13298.1200 2269.1871 19.4734 77351 3 757.0672 0.9623
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1447.8671 FLKPSVAGFLLQK 8126.8760 1447.8669 18.8014 62614 3 483.2938 ‐0.9340
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1573.8432 GVTTIIGGGDSVAAVEK 52584.3200 1573.8441 16.2953 28528 2 787.4257 0.9556
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1539.8992 GVSLLLPTDVVIADK 20544.0000 1539.8983 20.3750 17878 2 770.4528 ‐0.2471



NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1102.6368 RPFAAIVGGSK 15068.1300 1102.6366 14.1914 12500 2 551.8219 ‐0.4306
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 2238.1475 IVPASAIPDGWMGLDIGPDSVK 7095.7600 2238.1418 21.2457 8303 2 1119.5745 ‐1.2352
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1220.7474 VILSTHLGRPK 28615.0600 1220.7491 13.2379 6023 3 407.5879 0.4024
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 581.3770 PLVPR 162.1597 581.3772 18.8547 7389 1 581.3772 0.3699
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 652.4141 APLVPR 282.7455 652.4134 18.8554 3919 1 652.4134 ‐0.7088
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1215.6579 IIGGGDSVAAVEK 220.1150 1215.6547 17.9258 2844 2 608.3310 ‐2.7760
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 543.3038 RPFAA 2146.6540 543.3051 14.1996 2594 1 543.3051 2.84
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 852.5302 SLAPLVPR 166.7913 852.5295 18.8514 2424 1 852.5295 0.1821
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1008.5949 LSTHLGRPK 9771.0190 1008.5936 13.2344 2237 2 504.8004 ‐1.6800
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 765.4981 LAPLVPR 156.5151 765.4978 18.8528 2088 1 765.4978 0.1725
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 656.3879 RPFAAI 3628.2540 656.3888 14.1886 1595 1 656.3888 1.02
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 930.5506 VIESLLEK 379.4162 930.5495 19.0147 1403 1 930.5495 ‐0.1021
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 705.4294 GFLLQK 1213.2760 705.4300 18.8105 1250 1 705.4300 1.73
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1121.6790 ILSTHLGRPK 6288.4050 1121.6794 13.2334 933 2 561.3433 0.1569
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 989.4898 GGGDSVAAVEK 1193.5300 989.4930 16.2894 877 1 989.4930 4.48
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1555.8326 GVTTIIGGGDSVAAVEK 350.4089 1555.8296 17.3278 1302 3 519.2814 ‐2.5145
NP_001117503.1 phosphoglycerate kinase Arabidopsis thaliana 10255.3100 42729.4379 78 55.06 None 1430.8406 FLKPSVAGFLLQK 647.7477 1430.8391 20.8439 2560 2 715.9232 ‐0.8956
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 2086.9386 NYVDMDEYPVTTELQNR 7269.6670 2086.9336 28.3843 4476 2 1043.9705 ‐1.2720
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 2062.0274 DAAYQIIKDELMLDGNPR 2418.5670 2062.0284 33.6130 3401 3 688.0143 0.0386
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 745.4454 LVADISK 895.2006 745.4423 21.6408 3212 1 745.4423 ‐3.7074
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1259.6994 DQGVPVVAFSLK 1691.6750 1259.6960 30.3627 1630 2 630.3516 ‐3.3387
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1344.7344 EILMEVIVGWR 438.2050 1344.7261 29.3623 5191 2 672.8667 ‐6.6361
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1758.7891 EVNLSEGYYVMDPDK 678.2469 1758.8063 28.4065 4925 2 879.9068 10.98
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1149.5786 YEIGENSIPK 935.6061 1149.6054 21.3493 3709 2 575.3063 22.4313
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 2667.2535 YFEVELKEVNLSEGYYVMDPDK 586.9230 2667.2579 27.4848 1649 3 889.7575 1.41
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 3001.4281 LIMDSINKNYVDMDEYPVTTELQNR 868.8085 3001.4178 36.6000 2732 3 1001.1441 ‐3.1376
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1192.6031 LIMDSINKNY 713.9663 1192.6001 35.8796 1042 2 596.8037 ‐3.2234
NP_001117556.1 glutamate decarboxylase 2 Arabidopsis thaliana 467.5048 56539.9466 11 17.61 None 1741.7625 EVNLSEGYYVMDPDK 288.6786 1741.7531 27.0088 2318 2 871.3802 ‐5.0615
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 2150.1703 ELINSPANVLTPAVLAEEAAK 12313.2600 2150.1692 35.0529 21233 2 1075.5882 0.5804
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1271.6266 GLTFDSGGYNIK 2985.4220 1271.6268 25.6330 15150 2 636.3170 ‐0.4088
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 4264.0510 1850.9312 19.6994 13657 2 925.9692 0.2902
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1163.5473 SGVADMVNTGGR 4608.6760 1163.5519 19.6688 11563 2 582.2796 3.83
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1318.6233 TIEVNNTDAEGR 18998.9900 1318.6278 15.5692 11475 2 659.8176 2.75
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1294.6460 FDMGGSAAVLGAAK 7355.7790 1294.6463 26.2713 7718 2 647.8268 ‐0.2419
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1031.5408 EIDVIEWK 10699.0100 1031.5417 28.3709 6781 2 516.2745 ‐0.0911
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1937.9662 ASQSTSAAIVLASSVSDESK 870.1017 1937.9560 16.7808 2168 2 969.4816 ‐4.5394
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAGIYTPSDE 3306.3250 3151.6235 45.2618 2076 3 1051.2127 0.0585
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 2069.0095 VQWMHIDMAGPVWNEKK 1964.1670 2069.0104 26.0205 1029 2 1035.0088 1.20
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 874.4629 EVIAASER 1413.7590 874.4702 27.3381 12814 1 874.4702 9.15
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 651.3461 GGYNIK 127.1722 651.3464 28.1480 3474 1 651.3464 0.5911
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1125.5211 GLTFDSGGYNI 157.8957 1125.5280 25.7243 1321 2 563.2676 5.90
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 2036.0640 54794.5679 26 33.08 None 1919.9556 ASQSTSAAIVLASSVSDESK 621.9122 1919.9507 18.2412 1241 3 640.6551 ‐3.1748
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 2150.1703 ELINSPANVLTPAVLAEEAAK 12584.8600 2150.1692 35.0529 21233 2 1075.5882 0.6968
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1271.6266 GLTFDSGGYNIK 3045.2840 1271.6268 25.6330 15150 2 636.3170 ‐0.4976
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 1066.9710 2289.0601 31.7253 8238 2 1145.0337 ‐2.9876
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1163.5473 SGVADMVNTGGR 7551.8640 1163.5502 19.6014 8132 2 582.2787 1.56
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1294.6460 FDMGGSAAVLGAAK 9222.6740 1294.6463 26.2713 7718 2 647.8268 ‐0.3253
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1031.5408 EIDVIEWK 9099.9040 1031.5417 28.3709 6781 2 516.2745 ‐0.2360
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1475.7165 YAEDVSYGVIFGR 1103.2350 1475.7276 30.0678 7188 2 738.3675 7.25
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 Carbamidomethyl+C(5) 1192.5701 TGPGCSIELMK 229.9068 1192.5864 23.4713 4955 1 1192.5864 15.7638
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 2787.3745 QFVSEKVQWMHIDMAGPVWNEKK 644.1355 2787.3664 37.4789 5127 3 929.7937 ‐2.7943
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 651.3461 GGYNIK 117.5926 651.3464 28.1480 3474 1 651.3464 0.5828
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 2252.0780 QFVSEKVQWMHIDMAGPVW 578.1949 2252.0782 36.5202 1478 2 1126.5427 1.29
NP_001118375.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 26 33.08 None 1125.5211 GLTFDSGGYNI 302.3492 1125.5280 25.7243 1321 2 563.2676 5.61
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 669.2993 2346.2156 20.4136 18481 3 782.7434 1.51
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 5307.8910 2607.3572 36.6304 14989 3 869.7906 1.0650
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1759.8394 LAGSTFMEYLPMGGSAK 17223.0700 1759.8412 19.8279 12017 2 880.4242 1.25
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1310.6297 GLDFSALMDDVK 4602.3120 1310.6322 34.9806 11048 2 655.8197 1.38
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 4539.9630 1404.7259 20.4509 11031 2 702.8666 ‐0.5907
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1914.9708 IFLEDGHHIGISQSYAK 1575.5230 1914.9698 15.8783 8022 3 638.9948 ‐1.1108
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1353.7161 LGSPLSWEHVTK 3009.3820 1353.7184 16.1489 6318 2 677.3628 1.19
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 934.5105 VNVGVGAYR 3728.3600 934.5105 18.9091 5424 2 467.7589 ‐1.1617
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1898.9746 DPILGVTEAFLADPSPEK 1800.4440 1898.9735 36.2129 3928 2 949.9904 0.0799
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1240.6684 YLANAIHEVTK 167.3270 1240.6622 18.5257 8459 2 620.8347 ‐5.5871
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1347.6613 ISMAGVTTGNVGYL 242.9425 1347.6684 20.5125 6302 2 674.3378 4.61
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 1654.8184 LEDGHHIGISQSYAK 274.7458 1654.8151 16.6356 2112 3 552.2766 ‐2.8933
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 835.4421 NVGVGAYR 94.3693 835.4445 18.4029 1385 1 835.4445 3.72
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 894.4680 NAIHEVTK 125.4921 894.4642 18.7278 919 2 447.7357 ‐5.4119
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 1601.2330 48099.9890 45 43.02 None 721.3992 VGVGAYR 115.7572 721.3978 18.9082 874 1 721.3978 ‐1.5720
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 6203.8370 2607.3572 36.6304 14989 3 869.7906 0.7341
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 1310.6297 GLDFSALMDDVK 5169.8940 1310.6322 34.9806 11048 2 655.8197 1.41
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 Carbamidomethyl+C(13) 1404.7264 IAAVQTLSGTGACR 7963.5360 1404.7259 20.4509 11031 2 702.8666 ‐0.6484
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 934.5105 VNVGVGAYR 4752.3460 934.5105 18.9091 5424 2 467.7589 ‐1.3293
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 1898.9746 DPILGVTEAFLADPSPEK 1957.7490 1898.9735 36.2129 3928 2 949.9904 0.1376
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 1413.6831 LTSEYHIYMTR 265.3705 1413.6805 27.6793 1920 2 707.3439 ‐2.1308
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 Carbamidomethyl+C(3)
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 1914.9708 IFLEDGHHIGISQSYAK 131.3585 1915.0246 21.4556 2159 3 639.0130 27.4896
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 835.4421 NVGVGAYR 111.0756 835.4445 18.4029 1385 1 835.4445 3.10
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 622.3307 GVGAYR 102.0285 622.3279 17.9929 903 1 622.3279 ‐4.5345



NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 976.2626 48099.9890 45 43.02 None 721.3992 VGVGAYR 100.3269 721.3978 18.9082 874 1 721.3978 ‐1.5643
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 2346.2122 ISMAGVTTGNVGYLANAIHEVTK 1021.0210 2346.2156 20.4136 18481 3 782.7434 1.34
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1759.8394 LAGSTFMEYLPMGGSAK 7333.8660 1759.8412 19.8279 12017 2 880.4242 1.84
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1914.9708 IFLEDGHHIGISQSYAK 1724.1370 1914.9698 15.8783 8022 3 638.9948 ‐0.6498
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1353.7161 LGSPLSWEHVTK 3705.0560 1353.7184 16.1489 6318 2 677.3628 1.24
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1310.6297 GLDFSALMDDVK 831.8572 1310.6264 18.5411 3904 2 655.8169 ‐2.4667
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 Carbamidomethyl+C(6) 2000.9205 QIGMFCYSGLTPEQVDR 2447.2580 2000.9188 18.6566 4702 2 1000.9630 0.1331
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1024.5574 LFADFQKR 104.9154 1024.5801 17.0746 2288 2 512.7937 21.7251
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 2134.9440 HFAFFDMAYQGFASGDPAR 625.5325 2134.9718 20.6534 1994 2 1067.9895 14.2199
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 2607.3552 SVEPAPKDPILGVTEAFLADPSPEK 383.6494 2607.3264 22.0543 780 3 869.7803 ‐10.2683
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 2764.4107 RFSPGSQIYIPVPTWSNHHNIWK 521.1813 2764.4184 21.5776 3068 3 922.1443 3.91
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 2560.2860 LAGSTFMEYLPMGGSAKMVDLTLK 640.4916 2560.3062 24.0412 2251 3 854.1069 8.96
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1407.7269 MALAMMIRNAASK 1250.5410 1407.7149 17.4777 1667 2 704.3611 ‐8.4039
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 Carbamidomethyl+C(13) 2410.2660 IAAVQTLSGTGACRLFADFQKR 104.0513 2410.2797 25.5857 1561 3 804.0981 6.07
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1573.8108 LGVTEAFLADPSPEK 233.8360 1573.8118 22.2850 1838 2 787.4096 1.0390
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 Carbamidomethyl+C(13) 1369.6893 IAAVQTLSGTGACR 105.0861 1369.6926 23.7377 1607 1 1369.6926 4.46
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1834.9442 EYLPMGGSAKMVDLTLK 523.3153 1834.9469 23.2443 980 2 917.9771 2.28
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 Carbamidomethyl+C(5) 1872.8619 IGMFCYSGLTPEQVDR 440.4796 1872.8637 19.0786 788 2 936.9355 1.14
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1389.7163 MALAMMIRNAASK 285.5277 1389.7128 17.2107 4131 2 695.3600 ‐2.4179
NP_001118421.1 aspartate aminotransferase Arabidopsis thaliana 687.9803 48099.9890 45 43.02 None 1741.8288 LAGSTFMEYLPMGGSAK 358.2118 1741.8305 18.3640 3425 2 871.4189 1.92
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1658.8285 YGAGIGPGVYDIHSPR 18813.2000 1658.8314 24.1180 31728 3 553.6153 0.7915
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1411.7904 GGIGVIQIDEAALR 27007.6500 1411.7916 30.8498 19749 2 706.3994 0.6276
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1181.6313 GVTAFGFDLVR 7729.3400 1181.6316 19.7779 18618 2 591.3194 ‐0.4600
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1235.5759 GNASVPAMEMTK 1888.2360 1235.5780 20.4654 14963 2 618.2926 1.1367
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1199.5732 FALESFWDGK 4773.0110 1199.5750 19.9950 14727 2 600.2911 0.9091
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 2171.0363 ALAGQTNESFFTANADALSSR 2163.8770 2171.0221 22.5110 13113 2 1086.0147 ‐5.3830
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 6506.9130 2213.1396 22.0230 11549 2 1107.0734 ‐1.5370
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 904.4734 VTNESVQK 1668.9510 904.4728 17.2912 2519 2 452.7400 ‐1.9285
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 2077.1764 GGIGVIQIDEAALREGLPLR 149.2805 2077.1218 21.3097 6305 2 1039.0645 ‐25.3022
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 3780.8895 LQAFSGAYAELESTLSGLNVLVETYFAD 572.7191 3780.7791 40.1308 3123 3 1260.9312 ‐27.3639
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 719.3682 ADALSSR 569.2705 719.3647 20.2910 1598 1 719.3647 ‐4.6004
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 674.3468 DEAALR 143.7069 674.3490 30.8796 1541 1 674.3490 3.84
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 1924.9691 NVLVETYFADIPAEAYK 405.8831 1924.9608 40.2664 858 2 962.9841 ‐3.5850
NP_001118564.1 methionine synthase 2 Arabidopsis thaliana 1359.4580 84926.1401 14 19.8 None 886.4629 VTNESVQK 112.5993 886.4652 17.7197 968 1 886.4652 3.29
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1049.2970 16267.9939 5 19.61 None 1130.5688 EIEDAVADLR 15367.5400 1130.5700 24.3418 5794 2 565.7887 0.3471
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1049.2970 16267.9939 5 19.61 None 1355.6689 NTADTTIYSIEK 572.2505 1355.6628 22.3641 5042 2 678.3350 ‐4.8658
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1049.2970 16267.9939 5 19.61 None 844.4887 AKIEAANK 866.4965 844.4884 24.2628 2113 1 844.4884 0.3888
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1049.2970 16267.9939 5 19.61 None 1112.5582 EIEDAVADLR 256.5094 1112.5533 25.2149 6876 2 556.7803 ‐5.2188
NP_001119093.1 heat shock protein 70 family protein Arabidopsis thaliana 1049.2970 16267.9939 5 19.61 None 1337.6583 NTADTTIYSIEK 698.6332 1337.6497 20.2242 1594 1 1337.6497 ‐3.9670
NP_001119144.1 40S ribosomal protein S25 4 Arabidopsis thaliana 1186.4850 11925.1009 1 9.35 None 1114.6466 LITPSILSDR 12695.3900 1114.6479 17.3129 16747 2 557.8276 0.3771
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1473.6856 TTPSYVAFTDSER 75703.0200 1473.6868 23.6669 47008 2 737.3470 0.6742
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1647.8159 NQVAMNPVNTVFDAK 17318.1700 1647.8165 28.6197 44112 2 824.4119 0.5630
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1680.8340 NAVVTVPAYFNDSQR 17826.1400 1680.8334 27.2930 43317 2 840.9204 ‐0.0790
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1675.7307 ATAGDTHLGGEDFDNR 36226.3500 1675.7324 18.5124 40021 3 559.2490 0.1441
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 34956.4900 2560.2564 34.2262 37589 3 854.0903 1.96
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1358.6158 NALENYAYNMR 26410.3200 1358.6159 24.8698 34017 2 679.8116 ‐0.2142
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 9894.7410 1386.7277 26.2206 29249 2 693.8675 ‐1.8007
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1215.6514 DAGVIAGLNVMR 35654.1100 1215.6517 29.0756 25210 2 608.3295 ‐0.3850
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1278.6300 MVNHFVQEFK 55473.9400 1278.6300 15.2600 23534 2 639.8187 ‐0.4188
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1230.5307 FSDSSVQSDMK 25291.2900 1230.5340 18.2611 15917 2 615.7706 2.0930
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1426.7649 STVHDVVLVGGSTR 4228.5810 1426.7658 20.2656 10380 3 476.2601 ‐0.6010
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1313.6194 FEELNMDLFR 7617.9370 1313.6217 33.7966 7944 2 657.3145 1.35
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 847.4156 NTIQDEK 847.7908 847.4380 19.9739 939 1 847.4380 27.2437
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1540.7577 ARFEELNMDLFR 5595.9790 1540.7576 19.0275 14423 2 770.8825 ‐0.0249
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2293.1560 3148.4908 43.2299 8592 3 1050.1685 ‐0.5383
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 Carbamidomethyl+C(18) 2305.2373 IPKVQQLLQDFFNGKELCK 1485.4370 2305.2359 20.5368 4087 3 769.0835 ‐0.6904
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1869.9916 NTIQDEKIGEKLPAADK 811.0572 1869.9808 29.6929 964 2 935.4940 ‐5.1807
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1112.6171 DITGNPRALR 167.6692 1112.6069 28.1946 897 2 556.8071 ‐9.9048
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 Carbamidomethyl+C(14) 1849.9266 QQLLQDFFNGKELCK 401.6139 1849.9186 18.6908 5865 2 925.4630 ‐3.7114
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 180.7018 1015.5559 25.5053 5255 2 508.2816 ‐5.5557
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1147.5895 VNHFVQEFK 16734.7900 1147.5895 15.2594 2866 2 574.2984 ‐0.7052
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 689.3763 GLNVMR 145.9099 689.3769 30.1962 1770 1 689.3769 1.0775
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1604.6936 TAGDTHLGGEDFDNR 1287.1940 1604.7009 18.5172 1675 2 802.8541 4.88
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1048.5211 NHFVQEFK 4419.9450 1048.5166 15.2398 1354 2 524.7619 ‐5.1662
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 997.5901 ITGNPRALR 77.3385 997.5961 26.5700 1233 2 499.3017 5.0096
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1060.4517 ENYAYNMR 601.9121 1060.4510 24.8741 1119 1 1060.4510 0.8574
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1174.5375 SYVAFTDSER 425.7580 1174.5336 23.6642 849 1 1174.5336 ‐1.4516
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1629.8054 NQVAMNPVNTVFDAK 255.9689 1629.8104 26.6619 2871 2 815.4088 3.62
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1630.7894 NQVAMNPVNTVFDAK 185.8302 1630.7972 29.9723 2512 2 815.9022 4.09
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 12114.2600 57578.9412 65 51.44 None 1663.8075 NAVVTVPAYFNDSQR 235.9481 1663.8030 28.8768 1336 2 832.4051 ‐2.4475
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1473.6856 TTPSYVAFTDSER 86081.6600 1473.6868 23.6669 47008 2 737.3470 0.6326
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1647.8159 NQVAMNPVNTVFDAK 18447.0500 1647.8165 28.6197 44112 2 824.4119 0.5621
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1680.8340 NAVVTVPAYFNDSQR 23355.8300 1680.8334 27.2930 43317 2 840.9204 ‐0.0722
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 22165.9900 2560.2564 34.2262 37589 3 854.0903 1.16
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1358.6158 NALENYAYNMR 20581.8100 1358.6159 24.8698 34017 2 679.8116 ‐0.2826



NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 8277.2930 1386.7277 26.2206 29249 2 693.8675 ‐1.8626
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1215.6514 DAGVIAGLNVMR 35440.3300 1215.6517 29.0756 25210 2 608.3295 ‐0.4868
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1659.8952 IINEPTAAAIAYGLDK 8388.1690 1659.8963 29.6777 21017 2 830.4518 0.8448
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1426.7649 STVHDVVLVGGSTR 4969.4980 1426.7658 20.2656 10380 3 476.2601 ‐0.3597
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1313.6194 FEELNMDLFR 12791.0100 1313.6217 33.7966 7944 2 657.3145 1.46
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1803.9170 NQVAMNPVNTVFDAKR 256.0175 1803.8656 32.2723 2270 2 902.4364 ‐27.9828
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 166.7807 3020.4072 35.6328 1936 3 1007.4739 2.76
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2390.6570 3148.4908 43.2299 8592 3 1050.1685 ‐1.1314
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 873.4975 IAGLNVMR 96.1581 873.5016 30.8671 3317 2 437.2545 3.35
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1029.5874 GVIAGLNVMR 1399.4280 1029.5921 27.3804 2442 2 515.2997 3.49
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 689.3763 GLNVMR 113.7683 689.3769 30.1962 1770 1 689.3769 1.0779
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 825.3737 AFTDSER 1231.8470 825.3778 23.6676 1676 1 825.3778 5.08
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1295.6089 FEELNMDLFR 267.4053 1295.6071 31.9162 1306 1 1295.6071 1.0372
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 6551.9360 57578.9412 65 51.44 None 1663.8075 NAVVTVPAYFNDSQR 1623.3450 1663.8102 25.0094 824 2 832.4087 1.60
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1787.9902 IINEPTAAAIAYGLDKK 62685.5100 1787.9894 17.1487 109853 3 596.6680 ‐0.7117
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1278.6300 MVNHFVQEFK 55276.9600 1278.6300 15.2600 23534 2 639.8187 0.0340
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 374.5178 2560.2370 19.8363 1580 2 1280.6221 ‐4.2965
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 532.9651 2588.2237 19.1214 5492 3 863.4127 2.13
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1473.6856 TTPSYVAFTDSER 4761.6880 1473.6878 15.4858 3483 2 737.3476 1.88
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 Carbamidomethyl+C(18) 2305.2373 IPKVQQLLQDFFNGKELCK 2655.4150 2305.2359 20.5368 4087 3 769.0835 ‐0.2228
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 2316.2016 LIGDAAKNQVAMNPVNTVFDAK 338.1436 2316.2056 24.9637 2719 2 1158.6064 3.1423
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 2142.0713 TTPSYVAFTDSERLIGDAAK 159.0271 2142.0821 22.6387 2493 2 1071.5447 6.44
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 Carbamidomethyl+C(14) 1849.9266 QQLLQDFFNGKELCK 547.5166 1849.9186 18.6908 5865 2 925.4630 ‐3.5042
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1147.5895 VNHFVQEFK 14940.4500 1147.5895 15.2594 2866 2 574.2984 ‐0.1961
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1048.5211 NHFVQEFK 4211.5910 1048.5166 15.2398 1354 2 524.7619 ‐4.6145
NP_001119156.1 heat shock cognate protein 70 1 Arabidopsis thaliana 3268.4330 57578.9412 65 51.44 None 1156.5957 DSERLIGDAAK 68.1188 1156.5945 22.7653 917 2 578.8009 ‐1.2512
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 1200.6947 VVAVSDITGAIR 14156.3600 1200.6955 17.0064 23132 2 600.8514 0.0798
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 2356.1278 YHPEVDPDEVNALAQLMTWK 1772.6160 2356.1271 21.6698 8124 3 786.0472 ‐0.3029
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 1061.5473 DLSLSELER 12806.2900 1061.5478 27.2351 6932 2 531.2775 ‐0.4485
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 961.4884 MNALAATNR 109.7218 961.5110 25.1341 3516 1 961.5110 24.6801
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 1296.7158 NPEGIDINALIK 254.2048 1296.7489 32.6953 2997 2 648.8781 25.0848
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 832.4523 SDITGAIR 147.6700 832.4485 16.9928 938 1 832.4485 ‐3.8981
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 1050.5610 33437.9920 9 13.27 None 1002.5578 AVSDITGAIR 301.8444 1002.5571 17.0151 759 1 1002.5571 0.5532
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 699.0840 33437.9920 9 13.27 None 1200.6947 VVAVSDITGAIR 16077.6100 1200.6955 17.0064 23132 2 600.8514 0.5661
NP_001119184.1 glutamate dehydrogenase 2 Arabidopsis thaliana 699.0840 33437.9920 9 13.27 None 2356.1278 YHPEVDPDEVNALAQLMTWK 1154.2830 2356.1271 21.6698 8124 3 786.0472 0.1655
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1964.9712 ELELAGFQYLGGPDDGKR 2184.0910 1964.9767 31.1776 16423 3 655.6637 2.53
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 7630.7610 1391.6762 25.8991 13855 2 696.3417 1.63
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1098.5466 IQPDFYTSK 12527.4600 1098.5479 20.9048 11998 2 549.7776 0.2146
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1219.6933 VYVIGEEGILK 4485.1420 1219.6946 28.3296 11768 2 610.3509 0.3567
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1785.9415 GDKLIEGVPETLDMLR 6324.9870 1785.9458 32.7308 4270 3 595.9868 1.23
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 957.5615 VIGEEGILK 502.2001 957.5587 29.4326 9567 2 479.2830 ‐4.2223
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 857.4040 PDFYTSK 252.5591 857.4042 20.8972 2237 1 857.4042 1.1315
NP_001119316.1 2 phosphoglycolate phosphatase 1 Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 967.4520 QPDFYTSK 202.2598 967.4561 20.4337 831 1 967.4561 5.85
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1964.9712 ELELAGFQYLGGPDDGKR 3938.1640 1964.9767 31.1776 16423 3 655.6637 2.48
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 6051.9440 1391.6762 25.8991 13855 2 696.3417 1.71
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1098.5466 IQPDFYTSK 10087.0800 1098.5479 20.9048 11998 2 549.7776 0.3438
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1219.6933 VYVIGEEGILK 3538.9260 1219.6946 28.3296 11768 2 610.3509 0.4576
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1785.9415 GDKLIEGVPETLDMLR 5759.8000 1785.9458 32.7308 4270 3 595.9868 1.51
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 957.5615 VIGEEGILK 117.1116 957.5587 29.4326 9567 2 479.2830 ‐4.0601
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 857.4040 PDFYTSK 896.3762 857.4042 20.8972 2237 1 857.4042 1.0926
NP_001119318.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 967.4520 QPDFYTSK 131.2721 967.4561 20.4337 831 1 967.4561 5.44
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 1747.8246 LNTDESPNTPGQYGVR 18973.6600 1747.8295 19.3892 22228 2 874.4184 3.75
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 1814.9105 MIDPLVNDLAQHYTGK 3349.6600 1814.9108 18.3076 18779 3 605.6418 ‐0.5820
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 965.5150 TTLTSSLDK 24480.6300 965.5160 17.9745 9895 2 483.2616 ‐0.0282
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 1519.8553 SIPTIMIFVGGEKK 1226.9620 1519.8874 19.5521 17792 3 507.3007 20.0615
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 1192.6031 MIDPLVNDLAQ 254.0365 1192.5969 18.6219 5098 1 1192.5969 ‐3.2350
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 8259.3930 7926.1931 11 76.39 None 1796.9000 MIDPLVNDLAQHYTGK 330.3866 1796.9050 18.1644 957 3 599.6399 2.0742
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 1281.0530 7926.1931 11 76.39 None 1814.9105 MIDPLVNDLAQHYTGK 4182.6570 1814.9108 18.3076 18779 3 605.6418 ‐0.1226
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 1281.0530 7926.1931 11 76.39 None 1391.7603 SIPTIMIFVGGEK 1653.3050 1391.7648 20.8927 7007 2 696.3861 3.91
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 1281.0530 7926.1931 11 76.39 None 1519.8553 SIPTIMIFVGGEKK 272.8819 1519.8236 15.8824 1120 3 507.2794 ‐21.4580
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 1281.0530 7926.1931 11 76.39 None 1192.6031 MIDPLVNDLAQ 320.0821 1192.6031 20.0147 6275 1 1192.6031 1.90
NP_001154203.1 thioredoxin M2 Arabidopsis thaliana 1281.0530 7926.1931 11 76.39 None 1796.9000 MIDPLVNDLAQHYTGK 329.5408 1796.9050 18.1644 957 3 599.6399 2.32
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 7240.2580 2931.5517 23.8469 14447 3 977.8554 0.5651
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 1443.4580 1387.6712 18.2549 5863 2 694.3392 ‐0.1074
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 2116.0644 GHVFEEMQRPGTPLYNIK 1276.4710 2116.0594 16.4273 5520 3 706.0247 ‐2.2213
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 744.3828 FFAFGR 1531.4440 744.3805 16.9516 2671 1 744.3805 ‐2.5337
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 1113.5609 VFSGTVSTGMK 338.5861 1113.5499 22.5712 2367 1 1113.5499 ‐8.0766
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLA 337.5240 3465.6622 24.1273 2178 3 1155.8922 ‐12.0959
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 1442.6699 LWGENFFDSATR 203.7839 1442.6919 22.3508 1114 1 1442.6919 18.0644
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 Carbamidomethyl+C(10) 2779.3641 KQETVEDVPCGNTVAMVGLDQFITK 2622.6580 2779.3732 21.5732 4970 3 927.1292 4.17
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 Carbamidomethyl+C(11)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 Carbamidomethyl+C(6)
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 Carbamidomethyl+C(8) 2996.4679 YAAAIRNCDPDGPLMLYVSKMIPASDK 175.1303 2996.4387 22.3683 1760 2 1498.7230 ‐7.3482
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 705.3600 TVSTGMK 63.9724 705.3616 22.4256 1446 1 705.3616 2.95
NP_001154611.1 ribosomal protein S5 Elongation factor G III V family protein Arabidopsis thaliana 317.2722 91964.6102 13 14.27 None 1002.5619 PGTPLYNIK 137.3535 1002.5571 17.0151 759 1 1002.5571 ‐3.3796
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1475.7529 NVDFEFVHVELK 24649.6500 1475.7537 31.4285 62810 3 492.5894 ‐0.4142
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1124.5259 VPAFEDGDFK 31153.8600 1124.5266 23.6822 47166 2 562.7669 ‐0.2436
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1522.7536 AITQYIAHEFSDK 7133.9310 1522.7522 27.1736 44840 3 508.2556 ‐1.8339
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1030.5316 VLDVYEHR 56979.1000 1030.5317 17.4164 40278 2 515.7695 ‐1.0445



NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 13871.8900 2389.1454 40.3076 26384 3 797.0533 1.80
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 922.5720 VLIALHEK 15039.7500 922.5716 19.9735 15066 2 461.7894 ‐1.8287
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 2021.0776 LVWEQVLKPLYGMTTDK 1357.9820 2021.0783 37.2726 4337 3 674.3643 ‐0.1448
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1143.5905 VFGHPASTATR 1419.4120 1143.5929 13.8386 3172 2 572.3001 1.71
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 2041.9978 NVDFEFVHVELKDGEHK 155.3442 2042.0089 38.2831 5855 2 1021.5081 6.32
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 3273.6130 GNNLLSTGKDMAIIAMGIEIESHEFDPV 353.6891 3273.5308 40.3671 1883 3 1091.8484 ‐24.5946
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1078.6731 RVLIALHEK 15974.3300 1078.6768 18.5409 3947 2 539.8421 2.27
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 931.4632 LDVYEHR 17304.6100 931.4631 17.4239 15846 2 466.2352 ‐1.4326
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 818.3791 DVYEHR 18690.6600 818.3786 17.4158 13472 1 818.3786 0.0199
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 597.3355 ALHEK 3684.8600 597.3351 19.9680 8691 1 597.3351 ‐0.8121
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 604.2838 YEHR 6886.9650 604.2840 17.4180 8111 1 604.2840 0.3127
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 710.4196 IALHEK 2097.6150 710.4193 19.9716 5700 1 710.4193 ‐0.0433
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1338.6325 TQYIAHEFSDK 2235.4900 1338.6301 27.1658 5285 2 669.8187 ‐2.1899
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 823.5036 LIALHEK 1100.7330 823.5039 19.9698 2719 2 412.2556 ‐1.2128
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1147.6146 FEFVHVELK 155.4797 1147.6195 32.7729 1936 2 574.3134 3.86
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 1044.5221 FGHPASTATR 547.5973 1044.5242 13.8356 1649 2 522.7657 0.9239
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 7854.3850 23485.9666 30 55.77 None 857.3676 FEDGDFK 588.8093 857.3642 23.6731 1080 1 857.3642 ‐3.1016
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 2021.0776 LVWEQVLKPLYGMTTDK 38594.7300 2021.0770 21.2652 123271 3 674.3639 ‐0.2678
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 922.5720 VLIALHEK 24374.2900 922.5719 13.9224 5750 2 461.7896 ‐0.7049
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 1935.4650 2389.1479 22.6085 5138 3 797.0541 3.72
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1323.3120 2369.3523 24.9328 897 3 790.4556 2.44
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 2041.9978 NVDFEFVHVELKDGEHK 212.5030 2042.0196 21.5693 3665 2 1021.5134 11.04
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 597.3355 ALHEK 13824.3800 597.3360 13.9175 2930 1 597.3360 0.9643
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 710.4196 IALHEK 2085.7960 710.4183 13.9186 1992 1 710.4183 ‐1.3696
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 1889.9830 VWEQVLKPLYGMTTDK 185.7355 1889.9888 23.4488 1198 2 945.4980 3.78
NP_001184893.1 glutathione S transferase 6 Arabidopsis thaliana 4447.5340 23485.9666 30 55.77 None 823.5036 LIALHEK 998.5910 823.5033 13.9266 767 2 412.2553 ‐1.1038
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 2053.0124 VEIESLFDGVDFSEPLTR 7008.6180 2053.0107 38.4193 14653 2 1027.0090 0.1126
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 1679.8388 DAVITVPAYFNDAQR 1827.4320 1679.8386 26.3946 4940 2 840.4229 0.1427
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 Carbamidomethyl+C(6) 1300.6818 EVELVCDPVIK 2354.8970 1300.6835 18.3479 1848 2 650.8454 0.8646
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 768.4363 DHKALGK 4604.8960 768.4358 16.2267 3630 1 768.4358 ‐0.0451
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 1475.7489 KFDDPDVQRDIK 736.3551 1475.7438 20.3025 2830 2 738.3755 ‐3.5988
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 1420.7390 TSQSITITNDKGR 405.6007 1420.7341 32.3351 2204 3 474.2495 ‐4.7378
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 814.4305 TSQSITIT 92.3981 814.4318 32.9496 1097 1 814.4318 2.09
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 622.3307 DHKALG 54.6251 622.3279 17.9929 903 1 622.3279 ‐4.5184
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 1060.9330 74303.4088 15 11.13 None 1457.7383 KFDDPDVQRDIK 289.8438 1457.7288 21.2837 1319 1 1457.7288 ‐3.6351
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 268.4969 74303.4088 15 11.13 None 2053.0124 VEIESLFDGVDFSEPLTR 7280.3070 2053.0110 21.8828 9200 2 1027.0092 0.3884
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 268.4969 74303.4088 15 11.13 Carbamidomethyl+C(6) 1300.6818 EVELVCDPVIK 3580.4270 1300.6835 18.3479 1848 2 650.8454 1.79
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 268.4969 74303.4088 15 11.13 None 2707.2846 SQVFTTYQDQQTTVTINVYEGER 353.0533 2707.3562 20.1730 3840 3 903.1236 27.3658
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 268.4969 74303.4088 15 11.13 None 1084.6547 IPKVQQMLK 828.8708 1084.6608 15.7189 7817 2 542.8340 5.13
NP_001184944.1 probable mediator of RNA polymerase II transcription subunit 37b Arabidopsis thalia 268.4969 74303.4088 15 11.13 Carbamidomethyl+C(2) 830.4441 VCDPVIK 119.8899 830.4478 18.0074 1560 1 830.4478 5.80
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1970.1797 SLLALQGPLAAPVLQHLTK 11547.1300 1970.1828 20.8333 42685 3 657.3991 1.49
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1121.5738 VGFFSSGPPAR 26156.9600 1121.5746 16.1143 38961 2 561.2909 0.4372
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1658.9112 AEGGFLGADVILQQLK 12740.0200 1658.9118 21.3285 19891 2 829.9595 0.8378
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1654.8120 MVPFAGWSMPIQYK 4574.8050 1654.8147 20.7946 15544 2 827.9110 2.1224
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 3187.3900 3405.7453 24.2345 12701 3 1135.9199 ‐2.8111
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 2298.2452 AEGGFLGADVILQQLKDGPTIR 337.6550 2298.2840 21.4397 9805 3 766.7662 17.2683
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 600.6613 1745.8874 21.8317 2215 2 873.4474 14.0763
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1815.0123 RAEGGFLGADVILQQLK 8541.1040 1815.0114 20.2447 10240 3 605.6753 ‐0.7421
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1424.7031 PFAGWSMPIQYK 644.1575 1424.6965 19.9454 2389 1 1424.6965 ‐1.8979
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 818.4155 FSSGPPAR 795.5693 818.4131 16.1458 2344 1 818.4131 ‐2.2031
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1022.5054 GFFSSGPPAR 1736.0570 1022.5047 16.1077 1872 1 1022.5047 0.7854
NP_001184969.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 12 28.19 None 1344.7998 GPLAAPVLQHLTK 1001.1070 1344.8018 20.8219 1720 2 672.9045 1.55
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1384.7795 AAALNIVPTSTGAAK 120783.6000 1384.7793 23.4640 262813 2 692.8933 ‐0.4164
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 151150.7000 1833.9068 35.5665 117153 2 917.4570 1.56
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1456.7795 VVDLADIVANNWK 86899.2400 1456.7790 20.6901 95680 2 728.8932 ‐0.4430
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1037.6717 AVALVLPNLK 25470.3800 1037.6726 18.5056 93674 2 519.3399 ‐0.1176
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1780.0215 VPTPNVSVVDLVVQVSK 22593.6000 1780.0196 20.9658 83575 2 890.5134 ‐0.6035
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1254.6113 TFAEEVNAAFR 35898.8200 1254.6117 28.9088 79387 2 627.8095 ‐0.2320
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1786.8184 VIAWYDNEWGYSQR 61724.3600 1786.8190 18.5456 59899 2 893.9132 0.8353
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1555.6805 GTMTTTHSYTGDQR 58483.2700 1555.6837 13.4782 51720 3 519.2328 0.9807
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1908.1164 VPTPNVSVVDLVVQVSKK 5122.8930 1908.1180 20.0481 34353 3 636.7109 0.2272
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1627.8537 DSPLDVVVINDTGGVK 27282.9700 1627.8539 30.4904 32807 2 814.4306 0.2586
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1755.9487 KDSPLDVVVINDTGGVK 1909.0850 1755.9419 27.5001 5008 3 585.9855 ‐4.6898
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1768.8501 TFAEEVNAAFRDAAEK 616.1088 1768.8896 27.8589 1661 2 884.9484 22.7540
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1382.7063 KTFAEEVNAAFR 1535.5150 1382.7126 27.6411 15950 2 691.8599 4.52
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 2732.3169 GTMTTTHSYTGDQRLLDASHRDLR 3412.6490 2732.3177 21.6098 7666 3 911.4441 0.7476
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 683.4450 VLPNLK 2068.8970 683.4460 18.5058 3961 1 683.4460 1.58
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1397.6114 MTTTHSYTGDQR 13195.2300 1397.6158 13.4801 3955 2 699.3115 2.03
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1266.5709 TTTHSYTGDQR 7453.4800 1266.5738 13.4804 2932 2 633.7905 1.09
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1258.6426 DLADIVANNWK 893.0237 1258.6393 20.6853 2922 1 1258.6393 ‐0.4697
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 765.4114 SHRDLR 119.6472 765.4146 23.4010 2589 1 765.4146 4.31
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 796.5291 LVLPNLK 1148.3350 796.5302 18.5049 2500 1 796.5302 2.0373
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1041.5575 NIVPTSTGAAK 230.4143 1041.5608 23.4667 1844 1 1041.5608 4.56
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1001.5626 VVINDTGGVK 232.2109 1001.5662 32.6964 1190 2 501.2867 2.20
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 826.3690 SYTGDQR 619.2357 826.3709 13.4665 820 1 826.3709 3.0677
NP_001184977.1 glyceraldehyde 3 phosphate dehydrogenase NADP phosphorylating Arabidopsis thal 24707.1300 37952.2598 24 40.86 None 1537.6700 GTMTTTHSYTGDQR 1011.5720 1537.6744 13.4780 1188 3 513.2296 1.60
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1271.6266 GLTFDSGGYNIK 2985.4220 1271.6268 25.6330 15150 2 636.3170 ‐0.4088
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 4264.0510 1850.9312 19.6994 13657 2 925.9692 0.2902



NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1163.5473 SGVADMVNTGGR 4608.6760 1163.5519 19.6688 11563 2 582.2796 3.83
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1318.6233 TIEVNNTDAEGR 18998.9900 1318.6278 15.5692 11475 2 659.8176 2.75
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1294.6460 FDMGGSAAVLGAAK 7355.7790 1294.6463 26.2713 7718 2 647.8268 ‐0.2419
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1031.5408 EIDVIEWK 10699.0100 1031.5417 28.3709 6781 2 516.2745 ‐0.0911
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1937.9662 ASQSTSAAIVLASSVSDESK 870.1017 1937.9560 16.7808 2168 2 969.4816 ‐4.5394
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAGIYTPSDE 3306.3250 3151.6235 45.2618 2076 3 1051.2127 0.0585
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 2069.0095 VQWMHIDMAGPVWNEKK 1964.1670 2069.0104 26.0205 1029 2 1035.0088 1.20
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 874.4629 EVIAASER 1413.7590 874.4702 27.3381 12814 1 874.4702 9.15
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1548.7904 AVDIIGFGTGAEEAAK 329.3611 1548.8104 38.4319 1006 2 774.9089 12.41
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 651.3461 GGYNIK 127.1722 651.3464 28.1480 3474 1 651.3464 0.5911
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1125.5211 GLTFDSGGYNI 157.8957 1125.5280 25.7243 1321 2 563.2676 5.90
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 1549.6850 50878.0366 26 31.20 None 1919.9556 ASQSTSAAIVLASSVSDESK 621.9122 1919.9507 18.2412 1241 3 640.6551 ‐3.1748
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 4022.1540 1850.9312 19.6994 13657 2 925.9692 0.4970
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 Carbamidomethyl+C(11) 3151.6266 IVDLATLTGACVIALGTSMAGIYTPSDE 1159.5210 3151.6105 24.8764 7025 3 1051.2084 ‐3.5827
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1937.9662 ASQSTSAAIVLASSVSDESK 1513.2660 1937.9560 16.7808 2168 2 969.4816 ‐4.3701
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 2069.0095 VQWMHIDMAGPVWNEKK 704.2717 2069.0104 26.0205 1029 2 1035.0088 1.50
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1991.0808 LSSVSALASGIVLGLFEDGR 1318.3940 1991.0787 24.9749 6566 2 996.0430 ‐0.0611
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1548.7904 AVDIIGFGTGAEEAAK 346.8364 1548.8114 25.5193 5327 2 774.9093 13.8780
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1271.6266 GLTFDSGGYNIK 761.2488 1271.6587 19.8239 994 1 1271.6587 27.4798
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 Carbamidomethyl+C(17) 2445.1789 GLTFDSGGYNIKTGPGCSIELMK 1640.4420 2445.1788 25.5494 1548 2 1223.0930 1.14
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 Oxidation+M(14) 2675.2745 QFVSEKVQWMHIDMAGPVWNEK 785.4937 2675.2604 22.9608 1423 2 1338.1338 ‐3.3270
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1005.5364 VLGLFEDGR 284.4807 1005.5357 22.5292 4845 1 1005.5357 0.7478
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 1170.6001 ASQSTSAAIVLAS 666.7666 1170.5980 16.7901 1437 2 585.8026 ‐1.9589
NP_001189587.1 aminopeptidase family protein Arabidopsis thaliana 387.6280 50878.0366 26 31.20 None 940.4887 GPVWNEKK 70.0087 940.4905 24.9859 1263 1 940.4905 3.1137
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 None 1821.9011 DSGIGSQGVTNSINLMTK 2883.3460 1821.9017 28.0926 6537 2 911.4545 0.8726
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 None 1659.8874 VVLVMESVADELVEK 2994.9570 1659.8888 36.0411 5967 2 830.4481 1.1168
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 Carbamidomethyl+C(4) 1919.9202 VQACTQEEVNAVMELAK 1379.3310 1919.9205 30.7592 5568 3 640.6450 ‐0.4079
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 None 904.4734 DSVTEVVR 230.1837 904.4882 20.2735 5557 2 452.7477 14.9407
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 None 1480.7352 TTVINLPTPSYSMG 270.2745 1480.7049 23.0087 1963 3 494.2398 ‐21.3767
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 Carbamidomethyl+C(16) 2441.1613 DSVTEVVRSGDLISYCAEEGVR 923.1072 2441.1638 28.6125 1386 3 814.3928 0.8689
NP_001189589.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 253.8277 53744.7642 7 10.8 Carbamidomethyl+C(5)
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 None 1187.6565 SVAIMNPATRK 542.9529 1187.6645 15.1139 24888 3 396.5597 5.1756
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 None 1659.8874 VVLVMESVADELVEK 3882.9740 1659.8881 36.0380 6523 2 830.4477 0.6639
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 None 1708.9421 IAWEEPFGPVVPVLR 4247.5350 1708.9377 21.6936 6327 2 854.9725 ‐2.2676
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVM 1493.6620 3319.6267 24.8810 5793 3 1107.2138 1.10
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 Carbamidomethyl+C(3) 2173.1057 DACIVLDDADLDLVASNIIK 1507.6700 2173.1016 39.3530 5479 2 1087.0544 ‐0.7275
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 11052.9500 1555.7073 24.2631 5166 2 778.3573 1.0410
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 Carbamidomethyl+C(4) 1919.9202 VQACTQEEVNAVMELAK 2661.6450 1919.9205 30.7592 5568 3 640.6450 ‐0.4102
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 Carbamidomethyl+C(11)
NP_001189590.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 54533.6662 9 24.65 None 1307.6664 ANFIEGLVMDAK 349.5900 1307.6730 25.3664 1412 2 654.3401 4.39
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5048.2030 10243.5885 10 50.00 None 2116.1384 TILGSVGAETEDSQIELLLK 5298.0540 2116.1367 36.2002 21673 2 1058.5720 0.2814
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5048.2030 10243.5885 10 50.00 None 1213.6899 GKDLAELIAAGR 15667.2800 1213.6921 26.1685 13285 2 607.3497 1.89
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5048.2030 10243.5885 10 50.00 None 1303.7984 VVAAYLLAVLSGK 3439.6980 1303.8003 22.7581 9923 2 652.4038 1.0269
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5048.2030 10243.5885 10 50.00 None 1028.5735 DLAELIAAGR 15603.9400 1028.5740 30.0447 8321 2 514.7906 ‐0.4312
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 5048.2030 10243.5885 10 50.00 None 2099.1118 TILGSVGAETEDSQIELLLK 392.6925 2099.1201 35.9365 6709 2 1050.0637 4.67
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3008.1100 10243.5885 10 50.00 None 2116.1384 TILGSVGAETEDSQIELLLK 3250.7710 2116.1370 36.2058 19450 2 1058.5721 0.5155
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3008.1100 10243.5885 10 50.00 None 1213.6899 GKDLAELIAAGR 10332.7200 1213.6921 26.1685 13285 2 607.3497 1.1166
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3008.1100 10243.5885 10 50.00 None 1028.5735 DLAELIAAGR 10342.3500 1028.5740 30.0447 8321 2 514.7906 ‐0.5767
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3008.1100 10243.5885 10 50.00 None 1516.7966 LASVPSGGGASAAESKK 139.0148 1516.7706 22.1232 4318 3 506.2617 ‐18.0219
NP_001189621.1 60S acidic ribosomal protein P2 2 Arabidopsis thaliana 3008.1100 10243.5885 10 50.00 None 2099.1118 TILGSVGAETEDSQIELLLK 252.0500 2099.1201 35.9365 6709 2 1050.0637 5.0912
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1661.8017 LLEQDNPDLGYDAAK 938.4508 1661.7977 23.0040 19002 2 831.4025 ‐2.1801
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1508.7665 TLFNELEVVEGMK 5833.5210 1508.7681 35.2726 12199 2 754.8877 0.9343
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1016.5259 GVEDLADAVK 1721.7090 1016.5283 23.3867 8228 2 508.7678 1.84
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 826.5033 AGIIDPLK 2891.7410 826.5046 24.5862 2653 2 413.7560 0.1149
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1204.5692 DDTVVLDGAGDK 309.6389 1204.5726 35.5900 3032 1 1204.5726 4.94
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 2079.0023 MISTSEEIAQVGTISANGDR 193.0376 2079.0439 32.0353 2131 2 1040.0256 21.0929
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1858.9141 DDTVVLDGAGDKQAIGER 249.1080 1858.9227 21.7396 11787 3 620.3124 3.99
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 Carbamidomethyl+C(7) 1359.6798 QAIGERCEQIR 194.4472 1359.6840 19.2864 3358 3 453.8995 2.0659
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 Carbamidomethyl+C(7) 2142.0141 AIFTEGCKSVAAGMNAMDLR 500.3481 2142.0161 36.5012 1685 2 1071.5117 2.1615
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1073.4820 MISTSEEIAQ 143.7537 1073.4843 32.1462 4548 1 1073.4843 3.26
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 860.4360 EDLADAVK 570.2986 860.4351 23.3849 4214 1 860.4351 ‐0.1808
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 1235.5871 SVAAGMNAMDLR 438.8988 1235.5868 37.0639 935 1 1235.5868 1.81
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 238.6155 61820.1386 23 9.66 None 2061.9757 MISTSEEIAQVGTISANGDR 234.0628 2061.9800 31.8870 1833 3 687.9982 1.48
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 1415.7853 LAVDTVVTNLQSR 7526.6480 1415.7825 17.0210 12916 2 708.3949 ‐1.8135
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 1196.7361 IGVQIIQNALK 13499.1800 1196.7355 18.2104 10622 2 598.8714 ‐0.6651
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 989.5448 ISNINAMVK 1444.1640 989.5448 16.3271 3147 2 495.2760 ‐0.4485
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 1775.9208 AMETVGKEGVITIQDGK 174.6514 1775.9343 25.2199 3235 2 888.4708 8.15
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 2521.4236 QRPLLIVAEDVESDALATLILNK 168.1068 2521.4692 20.5130 1132 5 505.0997 18.1025
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 2549.3167 EGVITIQDGKTLFNELEVVEGMK 2141.0530 2549.3179 20.8946 5859 3 850.4442 1.1725
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 Oxidation+M(9) 1705.8836 SVAAGMNAMDLRRGIK 491.6416 1705.8825 22.9722 1763 2 853.4449 ‐0.1029
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 1896.0324 IVAEDVESDALATLILNK 213.5289 1896.0222 16.9423 5150 3 632.6789 ‐5.5655
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 683.4450 TLILNK 35.4748 683.4460 18.5058 3961 1 683.4460 1.90
NP_001189665.1 heat shock protein 60 2 Arabidopsis thaliana 460.2455 61820.1386 23 9.66 None 511.3239 IGVQI 265.4143 511.3233 17.5175 2927 1 511.3233 ‐1.2711
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 500.3395 23894.8624 3 13.51 None 1438.7940 LGSYALVGLPASYK 901.5004 1438.7932 18.1421 6002 2 719.9002 ‐0.8058
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 500.3395 23894.8624 3 13.51 None 1735.8497 NSVATGEVYPLDSEVR 6153.3980 1735.8515 25.3039 5354 2 868.4294 1.10
NP_001189737.1 Aconitase 3 isopropylmalate dehydratase protein Arabidopsis thaliana 500.3395 23894.8624 3 13.51 None 2299.1717 IFFRNSVATGEVYPLDSEVR 347.4016 2299.1543 40.4579 5503 2 1150.0808 ‐6.1674
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1473.6856 TTPSYVAFTDSER 75703.0200 1473.6868 23.6669 47008 2 737.3470 0.6742
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1680.8340 NAVVTVPAYFNDSQR 17826.1400 1680.8334 27.2930 43317 2 840.9204 ‐0.0790



NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1675.7307 ATAGDTHLGGEDFDNR 36226.3500 1675.7324 18.5124 40021 3 559.2490 0.1441
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1358.6158 NALENYAYNMR 26410.3200 1358.6159 24.8698 34017 2 679.8116 ‐0.2142
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 9894.7410 1386.7277 26.2206 29249 2 693.8675 ‐1.8007
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 13519.4300 2658.2682 32.9202 26816 3 886.7609 0.3832
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1215.6514 DAGVIAGLNVMR 35654.1100 1215.6517 29.0756 25210 2 608.3295 ‐0.3850
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1278.6300 MVNHFVQEFK 55473.9400 1278.6300 15.2600 23534 2 639.8187 ‐0.4188
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 5103.4700 2574.2684 20.9455 21748 3 858.7610 0.3458
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1661.8316 NQVAMNPINTVFDAK 8431.1470 1661.8305 18.6565 15510 2 831.4189 ‐0.4007
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1308.7046 EIAEAYLGTTIK 1481.0780 1308.7026 26.0477 4762 2 654.8549 ‐1.9205
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1805.9062 MDKNSIDDVVLVGGSTR 4560.6300 1805.9087 25.6169 5154 3 602.6411 0.6459
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 Carbamidomethyl+C(20) 2975.4139 MAGKGEGPAIGIDLGTTYSCVGVWQH 706.8096 2975.4390 26.0529 2211 3 992.4845 9.64
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 Carbamidomethyl+C(12) 2297.1305 FEELNIDLFRKCMEPVEK 366.9209 2297.1252 34.8695 1629 2 1149.0662 ‐0.9112
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 180.7018 1015.5559 25.5053 5255 2 508.2816 ‐5.5557
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1249.6245 MNPINTVFDAK 457.0324 1249.6218 18.7582 3862 3 417.2121 ‐3.6643
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1147.5895 VNHFVQEFK 16734.7900 1147.5895 15.2594 2866 2 574.2984 ‐0.7052
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 833.3999 LSGEGNEK 121.1454 833.3962 22.4220 2213 1 833.3962 ‐3.8166
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 689.3763 GLNVMR 145.9099 689.3769 30.1962 1770 1 689.3769 1.0775
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1604.6936 TAGDTHLGGEDFDNR 1287.1940 1604.7009 18.5172 1675 2 802.8541 4.88
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1048.5211 NHFVQEFK 4419.9450 1048.5166 15.2398 1354 2 524.7619 ‐5.1662
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1060.4517 ENYAYNMR 601.9121 1060.4510 24.8741 1119 1 1060.4510 0.8574
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1174.5375 SYVAFTDSER 425.7580 1174.5336 23.6642 849 1 1174.5336 ‐1.4516
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 39 39.45 None 1663.8075 NAVVTVPAYFNDSQR 235.9481 1663.8030 28.8768 1336 2 832.4051 ‐2.4475
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1787.9902 IINEPTAAAIAYGLDKK 62685.5100 1787.9894 17.1487 109853 3 596.6680 ‐0.7117
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1278.6300 MVNHFVQEFK 55276.9600 1278.6300 15.2600 23534 2 639.8187 0.0340
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 3494.3390 2574.2684 20.9455 21748 3 858.7610 0.8179
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1661.8316 NQVAMNPINTVFDAK 8372.0070 1661.8305 18.6565 15510 2 831.4189 ‐0.1126
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 Carbamidomethyl+C(16) 2588.2198 GEGPAIGIDLGTTYSCVGVWQHDR 532.9651 2588.2237 19.1214 5492 3 863.4127 2.13
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1473.6856 TTPSYVAFTDSER 4761.6880 1473.6878 15.4858 3483 2 737.3476 1.88
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 2142.0713 TTPSYVAFTDSERLIGDAAK 159.0271 2142.0821 22.6387 2493 2 1071.5447 6.44
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1147.5895 VNHFVQEFK 14940.4500 1147.5895 15.2594 2866 2 574.2984 ‐0.1961
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1048.5211 NHFVQEFK 4211.5910 1048.5166 15.2398 1354 2 524.7619 ‐4.6145
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1249.6245 MNPINTVFDAK 343.2772 1249.6187 19.6400 1116 1 1249.6187 ‐2.4953
NP_001189847.1 heat shock protein 70 3 Arabidopsis thaliana 3583.2300 71603.9617 39 39.45 None 1156.5957 DSERLIGDAAK 68.1188 1156.5945 22.7653 917 2 578.8009 ‐1.2512
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1056.6048 AIALTVDTPR 29566.4100 1056.6035 23.2442 65370 2 528.8054 ‐2.1498
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 2011.9026 MDEANDSGLASYVAGQIDR 29651.5600 2011.9008 30.4352 56832 2 1006.4541 0.0057
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 46543.2400 2908.4342 24.7149 48094 3 970.1496 0.1780
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1143.6772 FTLPPNLTLK 14013.1700 1143.6779 18.4733 46702 2 572.3426 ‐0.1648
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1875.0110 QLDYVPATISALEEVVK 20263.0500 1875.0099 22.3090 43430 2 938.0086 0.0207
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 992.5047 NFEGLDLGK 21558.7000 992.5051 25.4844 36610 2 496.7562 ‐0.6837
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1107.5873 FFQLYVYK 6328.6240 1107.5888 18.7340 33952 2 554.2980 0.4731
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 2439.0558 MVYDYYASGAEDQWTLQENR 14095.8500 2439.0474 29.6766 29188 2 1220.0274 ‐1.7553
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1058.5993 VPVFLDGGVR 16827.2700 1058.5979 17.0591 26799 2 529.8026 ‐2.1996
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1533.8168 ISMPIMVAPTAFQK 8327.6260 1533.8165 19.5790 22060 2 767.4119 ‐0.1756
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1913.0565 DIQWLQTITNMPILVK 8152.6650 1913.0580 23.5097 18468 2 957.0326 1.09
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1718.9660 IAIQAGAAGIIVSNHGAR 4858.3250 1718.9661 16.2753 17938 3 573.6602 ‐0.8272
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1318.5845 MAHPDGEYATAR 52964.6000 1318.5879 14.4475 15369 3 440.2008 1.09
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1367.6702 NHIVTEWDTPR 1629.0150 1367.6729 21.1038 10752 2 684.3401 1.75
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1214.7004 VPVFLDGGVRR 4800.1010 1214.7011 15.6397 5080 2 607.8542 ‐0.0276
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 Carbamidomethyl+C(18) 2269.1138 VLQMLRDEFELTMALSGCR 634.3220 2269.1326 39.4317 1682 3 757.0491 8.1751
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1261.6245 VLQMLRDEFE 657.4241 1261.6302 36.5244 7531 2 631.3188 3.49
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 872.4836 ALTVDTPR 4126.9100 872.4839 23.2477 7113 1 872.4839 1.1480
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 731.3934 EGLDLGK 67.8229 731.3953 22.7597 4281 1 731.3953 2.42
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1355.7781 VPATISALEEVVK 182.8279 1355.7716 21.9216 2318 2 678.3895 ‐5.0804
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 738.2876 MAHPDGE 2538.4120 738.2886 14.4418 1581 1 738.2886 1.16
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1018.5792 VFLDGGVRR 166.9698 1018.5780 17.3295 1492 2 509.7927 ‐2.1405
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 980.5200 DIQWLQTI 459.7215 980.5170 22.5121 1059 1 980.5170 ‐1.8432
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1515.8062 ISMPIMVAPTAFQK 305.7325 1515.8120 18.6242 1366 2 758.4096 3.53
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1125.6667 FTLPPNLTLK 159.4956 1125.6623 16.2678 1209 2 563.3348 ‐4.6327
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 975.4782 NFEGLDLGK 92.5864 975.4722 24.3504 1662 1 975.4722 ‐4.8887
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 Carbamidomethyl+C(18) 2252.0872 VLQMLRDEFELTMALSGCR 323.1472 2252.0782 36.5202 1478 2 1126.5427 ‐2.7076
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 12823.1500 40363.6259 45 61.04 None 1126.6507 FTLPPNLTLK 157.4946 1126.6467 22.3734 1108 2 563.8270 ‐4.2980
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 2908.4357 AASAAGTIMTLSSWATSSVEEVASTGP 28183.6000 2908.4342 24.7149 48094 3 970.1496 0.6558
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1143.6772 FTLPPNLTLK 15514.3800 1143.6779 18.4733 46702 2 572.3426 0.3460
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1875.0110 QLDYVPATISALEEVVK 20394.8400 1875.0099 22.3090 43430 2 938.0086 0.2171
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1107.5873 FFQLYVYK 8481.8980 1107.5888 18.7340 33952 2 554.2980 0.9994
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1058.5993 VPVFLDGGVR 16393.5200 1058.5979 17.0591 26799 2 529.8026 ‐1.6522
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1533.8168 ISMPIMVAPTAFQK 9852.7840 1533.8165 19.5790 22060 2 767.4119 0.1675
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1913.0565 DIQWLQTITNMPILVK 10607.5300 1913.0580 23.5097 18468 2 957.0326 1.10
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1718.9660 IAIQAGAAGIIVSNHGAR 7573.2500 1718.9661 16.2753 17938 3 573.6602 ‐0.3695
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1214.7004 VPVFLDGGVRR 5171.0990 1214.7011 15.6397 5080 2 607.8542 0.4526
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1466.7373 EITNVTEYDAIAK 83.9510 1466.7705 21.2198 3259 2 733.8889 22.8872
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 959.5309 PVFLDGGVR 140.0110 959.5321 17.7868 2041 1 959.5321 2.43
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1018.5792 VFLDGGVRR 97.9048 1018.5780 17.3295 1492 2 509.7927 ‐1.5759
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 698.3508 QLDYVP 90.7875 698.3469 22.5137 1250 1 698.3469 ‐5.2368
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 980.5200 DIQWLQTI 170.3223 980.5170 22.5121 1059 1 980.5170 ‐1.7583
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 658.3406 EITNVT 83.8111 658.3402 21.9482 1031 1 658.3402 ‐0.2996



NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1515.8062 ISMPIMVAPTAFQK 202.4104 1515.8120 18.6242 1366 2 758.4096 4.1362
NP_001189892.1 peroxisomal S 2 hydroxy acid oxidase GLO2 Arabidopsis thaliana 5901.4070 40363.6259 45 61.04 None 1125.6667 FTLPPNLTLK 177.0709 1125.6623 16.2678 1209 2 563.3348 ‐4.1141
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1359.7882 IFSVDAPAIVSLK 3781.1550 1359.7889 19.3808 9864 2 680.3981 0.1860
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 3869.5340 1636.7709 25.8835 8975 2 818.8891 2.13
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 981.6091 LGVNVAPIAK 10642.4300 981.6096 22.9132 7782 2 491.3085 ‐0.5283
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1647.9720 LFGSPIEIVTALIFK 1771.6880 1647.9703 25.7209 4113 2 824.4888 ‐0.8633
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1469.7635 VYVGQGDSGVVYVK 2776.0180 1469.7612 14.9510 2696 2 735.3842 ‐1.7012
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 615.0337 2503.2309 35.6009 1329 3 835.0818 7.40
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1801.9079 ADYEKASKPVLGSDHGK 1032.0540 1801.9086 29.0908 4050 2 901.4580 0.8902
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 2050.0087 GKTSQPFGLTSGEEAELGGGK 118.4226 2049.9938 33.0538 3394 2 1025.5005 ‐6.3521
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 798.5084 APAIVSLK 262.7849 798.5087 18.8617 18911 1 798.5087 1.0024
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1259.6630 ADYEKASKPVLG 730.1954 1259.6666 29.0787 4747 2 630.3369 2.04
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 713.3577 LGSDHGK 117.6673 713.3577 31.2640 1381 1 713.3577 0.2971
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1871.8586 EEFEIDPEDYITYVK 842.7775 1871.8586 35.5771 765 3 624.6244 ‐0.5931
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 970.0607 32147.1196 22 35.02 None 1783.8973 ADYEKASKPVLGSDHGK 240.1421 1783.8987 29.2193 5240 2 892.4530 1.46
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1250.9180 32147.1196 22 35.02 None 1864.8923 TSQPFGLTSGEEAELGGGK 5454.6420 1864.8933 26.7529 17929 2 932.9503 1.1881
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1250.9180 32147.1196 22 35.02 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 5022.5450 1636.7709 25.8835 8975 2 818.8891 2.1878
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1250.9180 32147.1196 22 35.02 None 981.6091 LGVNVAPIAK 15962.6200 981.6096 22.9132 7782 2 491.3085 ‐0.6848
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1250.9180 32147.1196 22 35.02 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 1684.9480 2503.2138 38.0544 6786 2 1252.1105 2.04
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 1250.9180 32147.1196 22 35.02 None 1753.7664 GGEEWDDGGAYENVKK 159.9208 1753.7550 30.3238 12580 2 877.3812 ‐6.0575
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 373.6624 32147.1196 22 35.02 None 1359.7882 IFSVDAPAIVSLK 3941.1690 1359.7889 19.3808 9864 2 680.3981 0.6039
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 373.6624 32147.1196 22 35.02 None 1647.9720 LFGSPIEIVTALIFK 1986.1990 1647.9703 25.7209 4113 2 824.4888 ‐0.5693
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 373.6624 32147.1196 22 35.02 None 2736.3291 TLLGAEEFVLGPDEYVTAVSGYYDK 1197.9820 2736.3365 22.4235 2933 2 1368.6719 4.34
NP_001189913.1 JA responsive protein 1 Arabidopsis thaliana 373.6624 32147.1196 22 35.02 None 798.5084 APAIVSLK 334.4716 798.5082 18.9483 13881 1 798.5082 0.5274
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 392.4636 42637.5607 3 5.45 None 1118.5688 NTDVTEAIQK 3699.0530 1118.5705 17.1987 4232 2 559.7889 0.7084
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 392.4636 42637.5607 3 5.45 None 1222.7154 IVEGVLSHQLK 10373.4500 1222.7172 14.4672 3512 2 611.8622 0.8484
NP_001190060.1 putative nuclear DNA binding protein G2p Arabidopsis thaliana 392.4636 42637.5607 3 5.45 None 1958.0229 QTTIYKKDESVNYQLK 166.6554 1958.0062 26.6122 8328 3 653.3403 ‐9.0558
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 None 1448.7856 VLDIQPTEIHQR 7680.0190 1448.7855 22.0090 10918 3 483.6000 ‐1.2587
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 Carbamidomethyl+C(5) 2012.9820 LLYECAPMSFIVEQAGGK 3464.7380 2012.9800 20.3980 8019 2 1006.9937 ‐0.1250
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 None 1263.6480 YIGSLVGDFHR 7098.7670 1263.6492 16.4955 6494 2 632.3282 0.3949
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 None 1636.8693 SGYELQTLTGWLLR 2258.7700 1636.8696 22.7289 5754 2 818.9384 0.3393
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 None 862.4530 PTEIHQR 706.3287 862.4499 23.5815 1556 1 862.4499 ‐2.7958
NP_001190083.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 633.6564 45618.1762 6 13.19 None 1245.6375 YIGSLVGDFHR 418.0125 1245.6357 16.0167 20071 2 623.3215 ‐1.9888
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1645.8003 EGLPAFPMGNIDQTR 1729.4590 1645.8016 30.8697 16137 2 823.4044 0.9883
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 761.4040 DSLVEAK 426.2871 761.4033 21.4192 15787 1 761.4033 ‐0.4306
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 2532.9370 1350.6700 23.1919 6746 2 675.8387 0.9153
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 2495.2060 1086.6014 21.9235 4691 2 543.8044 2.98
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1980.0410 QIGVIGWGSQGPAQAQNLR 498.3445 1980.0307 26.7333 16313 3 660.6817 ‐5.7328
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 2213.0696 FYEKEGLPAFPMGNIDQTR 332.9780 2213.0276 39.6748 826 2 1107.0174 ‐17.6135
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1452.6979 GWGSQGPAQAQNLR 345.8979 1452.6978 25.3047 3980 2 726.8525 ‐0.2308
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(7) 972.5547 ISVVAVCPK 239.9803 972.5577 20.8275 2171 2 486.7825 1.23
NP_001190127.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 131.6737 1069.5678 22.7944 1816 2 535.2875 ‐4.0767
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1575.7649 ALPTYTPESPGDATR 47643.3400 1575.7650 21.6219 57006 2 788.3861 0.0785
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2077.0998 VVPGFLGGSADLASSNMTLLK 19340.8100 2077.0957 20.5407 56168 2 1039.0515 ‐0.9645
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1805.9796 SIGINSFGASAPAPLLYK 5063.4990 1805.9755 19.3102 49528 2 903.4914 ‐1.7930
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2017.9654 NNLGWPYEPFQVPDDVK 22259.9300 2017.9667 34.5875 44083 2 1009.4870 1.58
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1400.7420 SIITGELPAGWEK 30070.2100 1400.7420 29.4695 38648 2 700.8746 ‐0.2845
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1237.6423 VTTTIGYGSPNK 24641.5000 1237.6439 17.7526 36324 2 619.3256 0.7413
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1005.5615 FLAIDAVEK 10218.4500 1005.5623 25.8425 33459 2 503.2848 ‐0.2541
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2255.0584 AMPNTLMFRPADGNETAGAYK 24275.4600 2255.0594 16.7403 29303 3 752.3580 0.2994
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1628.7551 HTPEGATLESDWSAK 8644.1520 1628.7587 21.6281 20245 3 543.5911 1.62
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1403.6914 ANSYSVHGAALGEK 14728.6200 1403.6922 17.1742 17731 3 468.5689 ‐0.6312
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 957.5728 TPSILALSR 11603.9100 957.5715 16.6885 17241 2 479.2894 ‐2.3900
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAA 3303.2130 3646.8347 40.5242 15113 3 1216.2831 ‐1.0770
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1115.6671 TVTDKPTLIK 7136.3900 1115.6687 17.6580 9776 2 558.3380 0.6998
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1448.7631 EFGITVEAVVDAAK 1390.9270 1448.7635 22.5678 3679 2 724.8854 0.0842
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1159.5953 ESVLPSDVSAR 5671.9880 1159.5981 20.8051 3337 2 580.3027 1.07
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1098.6380 1359.7165 23.0621 32102 2 680.3619 8.1315
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2089.0309 ANSYSVHGAALGEKEVEATR 357.8342 2089.0011 18.7180 922 3 697.0052 ‐14.6365
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1193.6048 KYPEEASELK 20775.3300 1193.6076 16.3077 14823 2 597.3074 1.93
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1849.9403 NGNTGYDEIRAAIKEAK 1630.2730 1849.9399 20.1032 5593 2 925.4736 0.3468
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2604.2994 FEALGWHVIWVKNGNTGYDEIR 1193.3340 2604.3058 21.5427 4766 2 1302.6565 4.12
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1085.6677 KTPSILALSR 6375.1250 1085.6681 15.4632 2686 2 543.3377 ‐0.4532
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1102.4912 NGNTGYDEIR 214.7055 1102.4882 20.2738 6991 2 551.7477 ‐3.5835
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 704.3402 FEALGW 92.4311 704.3418 20.6585 4801 1 704.3418 2.60
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 645.3566 GAALGEK 96.3030 645.3531 18.6324 4211 1 645.3531 ‐5.3684
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1019.5156 TTIGYGSPNK 408.8559 1019.5159 16.0205 3145 2 510.2616 ‐0.7093
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1878.9630 PGFLGGSADLASSNMTLLK 384.4309 1878.9668 21.3434 3110 2 939.9870 2.78
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1065.5099 YPEEASELK 190.1934 1065.5160 17.8020 2763 2 533.2617 4.29
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 474.3286 TLLK 156.5323 474.3292 22.8451 1836 1 474.3292 0.8110
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 731.3682 PSDVSAR 124.4564 731.3691 19.8070 1550 1 731.3691 1.10
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 759.4723 SILALSR 1728.2960 759.4689 16.6772 1459 1 759.4689 ‐4.0335
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1391.6437 PTYTPESPGDATR 850.6189 1391.6500 21.6344 1450 2 696.3286 4.1867
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 629.3981 LNALAK 86.5339 629.4000 22.6906 1444 1 629.4000 3.1084
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 647.3399 ALPTYT 119.2972 647.3433 22.0887 1358 1 647.3433 5.35
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 693.3202 SDWSAK 2195.9050 693.3202 21.6763 1288 1 693.3202 0.2527
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 741.4617 SILALSR 174.7611 741.4605 16.3628 1218 1 741.4605 ‐1.2098
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 858.4931 LAIDAVEK 175.3651 858.4953 25.8347 941 1 858.4953 3.15
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 1332.6543 NSYSVHGAALGEK 309.4240 1332.6529 17.7228 770 2 666.8301 ‐1.4102



NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 2586.2888 FEALGWHVIWVKNGNTGYDEIR 285.9067 2586.3000 20.0012 1405 3 862.7715 4.87
NP_001190145.1 transketolase Arabidopsis thaliana 4880.4230 80295.5034 68 39.59 None 939.5622 TPSILALSR 151.0457 939.5618 16.0446 944 2 470.2845 ‐1.5079
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1575.7649 ALPTYTPESPGDATR 59439.9800 1575.7650 21.6219 57006 2 788.3861 0.0607
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 2017.9654 NNLGWPYEPFQVPDDVK 36982.1200 2017.9667 34.5875 44083 2 1009.4870 1.13
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1400.7420 SIITGELPAGWEK 33293.3100 1400.7420 29.4695 38648 2 700.8746 ‐0.3431
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1005.5615 FLAIDAVEK 9013.4540 1005.5623 25.8425 33459 2 503.2848 ‐0.4051
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1237.6423 VTTTIGYGSPNK 47246.6000 1237.6436 17.7532 33125 2 619.3254 0.3602
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1403.6914 ANSYSVHGAALGEK 22941.7500 1403.6922 17.1742 17731 3 468.5689 ‐0.3787
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1115.6671 TVTDKPTLIK 7659.9980 1115.6687 17.6580 9776 2 558.3380 0.5746
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 3646.8446 GGYTISDDSSGNKPDVILIGTGSELEIAA 1965.0810 3646.8347 40.5444 9633 3 1216.2831 ‐1.8945
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1159.5953 ESVLPSDVSAR 957.0243 1159.6255 20.2208 2328 2 580.3164 25.2228
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 2255.0584 AMPNTLMFRPADGNETAGAYK 596.3422 2255.0267 25.5315 1214 2 1128.0170 ‐12.5627
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1036.5323 QFRQWGSK 224.7598 1036.5317 19.3613 2296 2 518.7695 ‐1.6890
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1676.7955 GWPYEPFQVPDDVK 2866.5030 1676.7935 33.9732 11420 2 838.9004 ‐0.9217
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1218.6113 SYSVHGAALGEK 14758.4500 1218.6109 17.1709 1625 2 609.8091 ‐1.0507
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1391.6437 PTYTPESPGDATR 942.8257 1391.6500 21.6344 1450 2 696.3286 4.1260
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 915.5510 TDKPTLIK 1697.3660 915.5511 17.6627 1425 2 458.2792 ‐1.1893
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 1037.5262 TTIGYGSPNK 1458.9530 1037.5227 17.7543 952 1 1037.5227 ‐1.8707
NP_001190145.1 transketolase Arabidopsis thaliana 4179.4150 80295.5034 68 39.59 None 858.4931 LAIDAVEK 167.2349 858.4953 25.8347 941 1 858.4953 3.07
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 2077.0998 VVPGFLGGSADLASSNMTLLK 12236.2300 2077.0957 20.5407 56168 2 1039.0515 ‐0.8550
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 1805.9796 SIGINSFGASAPAPLLYK 6046.5380 1805.9755 19.3102 49528 2 903.4914 ‐1.5669
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 2255.0584 AMPNTLMFRPADGNETAGAYK 22423.0900 2255.0594 16.7403 29303 3 752.3580 0.7662
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 957.5728 TPSILALSR 17662.6400 957.5714 16.6772 16674 2 479.2893 ‐1.9082
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 Carbamidomethyl+C(6) 3420.5941 VVSFVCWELFDEQSDEYKESVLPSDVSA 608.8116 3420.5848 21.2197 10013 3 1140.8664 ‐0.8598
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 996.4686 NPYWFNR 909.2454 996.4678 16.0132 9002 2 498.7376 ‐1.2296
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 1476.8057 LPHLPGTSIEGVEK 428.0615 1476.7786 22.5496 5300 2 738.8929 ‐18.0960
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 3111.4542 LIAFYDDNHISIDGDTEIAFTENVDQR 379.9395 3111.5282 23.2341 966 3 1037.8476 25.2424
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 2052.9808 PNTLMFRPADGNETAGAYK 3558.4320 2052.9792 16.7310 3143 2 1026.9933 0.3205
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 1878.9630 PGFLGGSADLASSNMTLLK 306.5903 1878.9668 21.3434 3110 2 939.9870 2.25
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 759.4723 SILALSR 2171.7110 759.4689 16.6772 1459 1 759.4689 ‐3.8985
NP_001190145.1 transketolase Arabidopsis thaliana 1399.8900 80295.5034 68 39.59 None 939.5622 TPSILALSR 247.8794 939.5618 16.0446 944 2 470.2845 ‐0.9093
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 4991.9860 26631.8014 13 31.58 None 1347.7155 SFGAELVLTDPAK 93675.5500 1347.7152 29.0922 51029 2 674.3612 ‐0.6186
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 4991.9860 26631.8014 13 31.58 None 1270.6356 MGISLAFMAAMK 398.9214 1270.6317 29.7701 3459 2 635.8195 ‐3.6672
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 4991.9860 26631.8014 13 31.58 None 1342.7478 LIVTIHASFGER 870.9481 1342.7311 25.4897 5853 2 671.8692 ‐12.8433
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1541.7702 IIMTMPSYTSLER 50736.3100 1541.7698 18.3032 83061 2 771.3885 0.0826
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1469.7999 YLSSVLFDELRK 7257.9460 1469.7997 18.9109 33399 3 490.6048 ‐0.7853
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1341.7049 YLSSVLFDELR 9367.9890 1341.7052 20.2701 13832 2 671.3562 0.2585
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1745.9214 EGLMVGISSGANTVAAIR 1805.2740 1745.9211 18.3075 11384 2 873.4642 0.4574
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1347.7155 SFGAELVLTDPAK 2650.6320 1347.7257 17.8909 3949 2 674.3665 7.72
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1361.6617 KEAEEMKPVSVD 172.2798 1361.6774 17.7287 2031 2 681.3424 11.06
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1139.5952 GISLAFMAAMK 438.4690 1139.6038 17.7291 1393 2 570.3055 7.16
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1216.6644 GISSGANTVAAIR 182.3988 1216.6661 17.0645 1418 2 608.8367 1.93
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1083.5139 MPSYTSLER 339.5615 1083.5113 18.2801 1314 1 1083.5113 ‐0.7817
NP_001190152.1 cysteine synthase C1 Arabidopsis thaliana 3739.1050 26631.8014 13 31.58 None 1523.7596 IIMTMPSYTSLER 146.8079 1523.7634 17.2054 1591 2 762.3853 2.62
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1288.7334 IVMGLFGEVVPK 17273.2100 1288.7329 20.2937 74894 2 644.8701 ‐0.8546
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1343.7140 HVVFGQVIEGMK 61967.2300 1343.7131 16.8848 64182 2 672.3602 ‐1.0236
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 Carbamidomethyl+C(4) 1221.5820 IYACGELPLDA 25284.5200 1221.5785 29.1741 58574 1 1221.5785 ‐0.8387
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1531.7309 SMAAEEEVIEPQAK 777.6949 1531.7557 36.3691 1244 2 766.3815 16.2225
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1331.7278 LVRTLESQETR 348.2048 1331.7412 26.2725 6246 2 666.3743 9.58
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 3912.9000 IIKDFMIQGGDFTEGNGTGGISIYGAKF 1297.2120 3912.8901 24.5164 1721 3 1304.9682 ‐0.5515
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 Oxidation+M(3) 2451.1133 DFMIQGGDFTEGNGTGGISIYGAK 525.2669 2451.1031 31.5660 2272 2 1226.0552 ‐2.4882
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1175.6493 VMGLFGEVVPK 572.7521 1175.6447 20.3030 1583 1 1175.6447 ‐2.0486
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1076.5809 MGLFGEVVPK 460.6820 1076.5841 18.9990 1407 2 538.7957 2.1763
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 577.3014 IEGMK 258.9143 577.3026 17.2872 1155 1 577.3026 1.86
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 866.4254 DENFTLK 4894.2410 866.4242 24.3809 853 1 866.4242 ‐0.6231
NP_001190159.1 peptidyl prolyl cis trans isomerase CYP20 3 Arabidopsis thaliana 4787.2690 28421.2958 12 37.07 None 1380.6794 GAKFEDENFTLK 194.3787 1380.6790 23.6622 751 1 1380.6790 2.13
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 907.5247 NLLSVAYK 9666.7700 907.5275 16.0328 27835 2 454.2674 2.78
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 1189.6609 DSTLIMQLLR 13357.1500 1189.6622 21.3025 14213 2 595.3347 0.8785
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 1624.8541 LLDSHLIPSAGASESK 4585.7540 1624.8547 15.6165 4744 3 542.2898 ‐0.1038
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 1404.7329 IVSSIEQKEESR 92.4196 1404.7241 17.7405 4753 2 702.8657 ‐6.1440
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 1341.6719 KTAAEDTMLAYK 381.7929 1341.6720 17.1268 1334 2 671.3396 0.1427
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 680.3978 LSVAYK 8729.2350 680.3967 16.0409 3721 1 680.3967 ‐1.1571
NP_001190276.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 1802.7160 31162.4122 7 16.85 None 1386.7223 IVSSIEQKEESR 144.0099 1386.7194 18.5959 4647 2 693.8633 ‐1.9879
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1341.1550 29210.8248 4 23.72 None 2008.0709 ENAITVGTQHALDPLTTVK 6338.3060 2008.0710 28.4721 14770 3 670.0285 ‐0.4917
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1341.1550 29210.8248 4 23.72 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 5927.6590 2192.1319 35.4675 14201 2 1096.5696 0.7100
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1341.1550 29210.8248 4 23.72 None 1334.7314 GSLFLGDVATQVK 5532.1780 1334.7320 29.3897 8894 2 667.8697 ‐0.0098
NP_001190314.1 voltage dependent anion channel 3 Arabidopsis thaliana 1341.1550 29210.8248 4 23.72 None 1302.6212 SFFTVSGEVDSK 4220.7890 1302.6213 26.2681 5035 2 651.8143 ‐0.4474
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3569.2510 26801.9082 4 25.30 None 1204.6783 TAGGLLLTETTK 50436.8500 1204.6785 23.9347 47905 2 602.8429 ‐0.5921
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3569.2510 26801.9082 4 25.30 None 906.4601 ASDVMAILS 2663.0900 906.4609 30.8205 26764 1 906.4609 1.95
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3569.2510 26801.9082 4 25.30 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 5076.8670 2083.0928 27.8025 14983 3 695.0358 0.0708
NP_001190350.1 chaperonin 20 Arabidopsis thaliana 3569.2510 26801.9082 4 25.30 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 7599.8290 2540.3160 34.4717 14254 4 635.8345 0.9120
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1964.9712 ELELAGFQYLGGPDDGKR 2184.0910 1964.9767 31.1776 16423 3 655.6637 2.53
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 7630.7610 1391.6762 25.8991 13855 2 696.3417 1.63
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1098.5466 IQPDFYTSK 12527.4600 1098.5479 20.9048 11998 2 549.7776 0.2146
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1219.6933 VYVIGEEGILK 4485.1420 1219.6946 28.3296 11768 2 610.3509 0.3567
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 1785.9415 GDKLIEGVPETLDMLR 6324.9870 1785.9458 32.7308 4270 3 595.9868 1.23
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 957.5615 VIGEEGILK 502.2001 957.5587 29.4326 9567 2 479.2830 ‐4.2223
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 857.4040 PDFYTSK 252.5591 857.4042 20.8972 2237 1 857.4042 1.1315
NP_001190428.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 809.2997 40217.9260 8 18.23 None 967.4520 QPDFYTSK 202.2598 967.4561 20.4337 831 1 967.4561 5.85



NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 1712.8014 AIYYDPETGKEDPSK 5715.2510 1712.8044 18.9908 5549 3 571.6063 0.8909
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 910.4993 LYSIASTR 4667.1150 910.5031 19.0648 3719 2 455.7552 3.0310
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 1364.7056 EPYTATIVSVER 1171.1130 1364.7060 16.9449 2026 2 682.8566 ‐0.0331
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 1658.8683 ATHIMIATGTGVAPYR 3338.6700 1658.8694 15.4152 1092 3 553.6280 ‐0.2574
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 2036.9521 MYVQDKIEEYSDEIFK 2540.1310 2036.9568 33.4684 8431 3 679.6571 1.73
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 1120.5997 YTATIVSVER 515.0907 1120.6004 16.2550 2996 2 560.8038 ‐0.1948
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 1346.6951 EPYTATIVSVER 630.9547 1346.6913 16.9472 1944 2 673.8493 ‐3.1820
NP_001190682.1 ferredoxin NADP reductase root isozyme 1 Arabidopsis thaliana 544.3936 39608.9773 8 19.14 None 892.4887 LYSIASTR 192.8231 892.4897 19.1737 1268 2 446.7485 ‐0.0531
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1796.8602 EGPGAPGGQSWTPEWLK 6170.7030 1796.8603 31.3805 8133 2 898.9338 0.5693
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1669.8796 LSNLGAEFNPPEGIVI 1816.3430 1669.8817 36.7437 7476 2 835.4445 1.13
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1175.5368 YAADQDAFFK 2481.3790 1175.5384 24.1566 4233 2 588.2728 0.5618
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 2559.2613 YSGISYADLFQLASATAIEEAGGPK 521.4543 2559.2728 32.9983 2018 3 853.7625 4.58
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1063.4902 SSSSDPDQLK 383.7627 1063.5018 19.1027 3045 2 532.2545 9.57
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1987.0356 YRIASVNRSFNSTTAATK 248.4043 1987.0441 20.2138 3571 3 663.0196 3.09
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1510.7213 FDNSYFKVYAEK 192.3586 1510.7358 28.7951 1839 2 755.8715 9.80
NP_001190690.1 L ascorbate peroxidase S Arabidopsis thaliana 507.6624 37530.0682 8 19.65 None 1778.8497 EGPGAPGGQSWTPEWLK 272.7932 1778.8412 30.3722 3081 2 889.9243 ‐4.2717
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1707.8912 IDGFVSGIGTGGTITGAGK 11136.1700 1707.8906 17.1078 31445 2 854.4489 ‐0.0627
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1449.7440 LIITMPASMSTER 11226.3900 1449.7438 17.8696 17707 2 725.3755 ‐0.3120
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1473.7373 IHYETTGPEIWK 2295.6500 1473.7372 24.1897 16450 2 737.3722 ‐0.1701
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2768.8990 2135.1496 17.4413 14779 3 712.3880 ‐0.2854
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 10807.7400 1310.5806 22.3862 12768 2 655.7939 0.8478
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1382.7467 LFVAIFPSFGER 23403.5700 1382.7457 21.7384 12616 2 691.8765 ‐1.0160
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1285.6787 YLSTVLFDATR 3086.5560 1285.6777 18.6392 9722 2 643.3425 ‐1.2615
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 998.4135 EAEAMTFEA 2243.7130 998.4130 24.5532 8639 1 998.4130 0.7833
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1413.7736 YLSTVLFDATRK 2183.6780 1413.7745 17.3891 8081 3 471.9297 ‐0.6535
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDES 5052.9680 3586.8266 48.5218 2579 3 1196.2804 0.3650
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(21) 2972.5510 DVTELIGNTPLVYLNNVAEGCVGRVAA 1843.9720 2972.5487 22.9568 3178 3 991.5211 0.0105
NP_001190732.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(21) 2954.5405 DVTELIGNTPLVYLNNVAEGCVGRVAA 1123.8990 2954.5376 22.1893 3675 3 985.5174 ‐0.2227
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 1146.6405 VSVFLPEEVK 20122.9500 1146.6405 27.6829 31577 2 573.8239 ‐0.7614
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 2421.1973 AVSEASSSFGAGYVAGPVTFIFEK 5891.7870 2421.1900 21.7257 24480 2 1211.0986 ‐1.3939
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 893.4979 YLEELVK 5341.5480 893.4976 23.2136 12464 2 447.2525 ‐1.4565
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 1232.6369 ETINKEIEEK 330.3348 1232.6564 32.4400 2232 2 616.8318 15.2877
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 730.4345 LEELVK 641.5270 730.4341 23.2390 1868 1 730.4341 ‐0.1681
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2295.3680 18988.9907 13 30.54 None 1128.6299 VSVFLPEEVK 135.4640 1128.6251 28.7764 1092 2 564.8162 ‐5.0499
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 1146.6405 VSVFLPEEVK 35737.4900 1146.6405 27.6829 31577 2 573.8239 ‐0.8794
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 893.4979 YLEELVK 7593.9230 893.4976 23.2136 12464 2 447.2525 ‐1.6336
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 1939.9495 TFDESKETINKEIEEK 226.3272 1939.9207 32.1330 1522 3 647.3117 ‐15.4278
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 730.4345 LEELVK 610.2753 730.4341 23.2390 1868 1 730.4341 ‐0.1583
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 872.4360 NKEIEEK 60.0969 872.4386 31.7503 1177 1 872.4386 3.27
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 960.5401 VFLPEEVK 251.2288 960.5360 27.6734 818 1 960.5360 ‐2.9875
NP_001190778.1 plasma membrane associated cation binding protein 1 Arabidopsis thaliana 2479.9610 18988.9907 13 30.54 None 1128.6299 VSVFLPEEVK 172.2915 1128.6251 28.7764 1092 2 564.8162 ‐5.1721
NP_001190879.1 20S proteasome subunit PBA1 Arabidopsis thaliana 754.1336 25208.4942 1 6.44 None 1540.7238 SGSAADSQVVSDYVR 11714.2100 1540.7258 22.1370 6138 2 770.8665 1.29
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 1359.7591 VATIQGLSGTGSLR 9133.3650 1359.7592 24.2423 10570 2 680.3832 ‐0.2901
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 1531.8366 TEELQPYVLNVVK 3665.7700 1531.8346 30.2698 8767 2 766.4209 ‐1.3715
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 1878.9596 GDNKEYLPIEGLAAFNK 317.7985 1878.9678 32.3127 5739 3 626.9941 3.43
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 Carbamidomethyl+C(13) 3200.5470 EAPEGSFILLHGCAHNPTGIDPTPEQW 1373.2290 3200.5608 31.8856 1670 4 800.8957 3.1595
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 1679.8534 ADTNGMKLNLGVGAYR 768.4869 1679.8386 26.3946 4940 2 840.4229 ‐8.5450
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 1103.5878 KAENLMLER 503.0693 1103.5919 22.7371 1743 2 552.2996 2.07
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 492.7419 49495.9061 20 20.76 None 887.4291 ENLMLER 101.2163 887.4237 22.1442 1405 1 887.4237 ‐5.1244
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 2119.0780 FEGITMAPPDPILGVSEAFK 5256.8330 2119.0765 21.9338 12368 2 1060.0419 0.4493
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1464.7733 EYLPIEGLAAFNK 2691.3410 1464.7719 20.2678 9809 2 732.8896 ‐0.7294
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1134.6153 LGTSASNPFLK 1646.6700 1134.6166 16.4107 6449 2 567.8120 0.8953
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 972.6088 ISLAGLSLAK 6128.3740 972.6083 18.0535 5403 2 486.8078 ‐0.9971
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 962.5418 LNLGVGAYR 5437.3820 962.5411 15.5079 3105 2 481.7742 ‐1.2486
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1937.0603 ATAELLFGAGHPVIKEQR 1507.3550 1937.0348 18.1734 11916 3 646.3498 ‐13.2578
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 935.4945 NLGLYAER 306.7563 935.4809 22.1387 2264 1 935.4809 ‐13.3308
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1324.7008 VVISSPTWGNHK 229.6925 1324.6735 25.5187 1895 1 1324.6735 ‐18.1655
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 2127.0982 VVISSPTWGNHKNIFNDAK 157.0076 2127.0932 22.2425 1115 3 709.7026 ‐2.1747
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 2835.4346 AENLMLERGDNKEYLPIEGLAAFNK 2199.6210 2835.4339 20.4891 936 4 709.6139 ‐0.2252
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 479.2613 AFNK 54.6665 479.2641 18.2654 1967 1 479.2641 5.95
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1307.6743 VVISSPTWGNHK 652.0127 1307.6695 23.7247 4676 1 1307.6695 ‐1.2477
NP_001190885.1 aspartate aminotransferase Arabidopsis thaliana 671.4294 49495.9061 20 20.76 None 1117.5888 LGTSASNPFLK 134.8220 1117.5840 14.7372 2390 2 559.2956 ‐4.5741
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1252.7008 VINALANPIDGR 70150.6300 1252.7000 16.0742 162473 2 626.8536 ‐1.2209
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1252.7260 LIESPAPGIISR 26739.4000 1252.7259 24.6602 154667 2 626.8666 ‐0.6225
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1416.7845 IAQIPVSEAYLGR 42770.2900 1416.7828 27.1467 146505 2 708.8950 ‐1.4538
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 107171.1000 2273.2134 24.5192 107584 2 1137.1103 ‐1.9842
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1474.7860 ASSVAQVVTSLQER 79028.0000 1474.7854 27.6111 101064 2 737.8963 ‐0.5606
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1209.6361 TLTAEAESFLK 41410.3300 1209.6361 30.0053 95719 2 605.3217 ‐0.6752
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1942.0604 EVTIVNTGTVLQVGDGIAR 63659.2600 1942.0577 31.2821 89642 2 971.5325 ‐0.6330
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1604.8642 TNKPQFQEIIASTK 14920.3100 1604.8649 23.6959 88986 3 535.6265 ‐0.5899
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1553.7383 EAYPGDVFYLHSR 55154.8200 1553.7389 26.6075 88420 3 518.5845 ‐0.6994
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1101.5535 EGIQEQLER 100238.3000 1101.5538 19.1448 88114 2 551.2805 ‐0.5178
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1030.5527 ADEISNIIR 35356.8900 1030.5554 24.2667 85445 2 515.7813 1.50
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1574.8061 EQHTLIIYDDLSK 50278.9700 1574.8070 26.8239 70042 3 525.6072 ‐0.4466
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 815.4621 ELIIGDR 29311.4700 815.4629 20.5524 23397 2 408.2351 ‐0.4263
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 2292.1718 TLTAEAESFLKEGIQEQLER 3683.7560 2292.1764 36.4263 12678 3 764.7303 1.37
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 777.4505 FLLQEK 11084.2700 777.4503 21.2517 9599 1 777.4503 0.2750
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 775.4825 FLVQLR 5621.8260 775.4813 16.6603 8654 1 775.4813 ‐0.9844
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 860.5022 QMSLLLR 22903.9600 860.5019 16.8035 6411 2 430.7546 ‐1.6367



NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 2388.1605 LELAQFAELEAFSQFSSDLDK 2374.1310 2388.1565 42.0886 4692 2 1194.5819 ‐0.1435
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 876.5189 FLLQEKV 17451.2200 876.5199 16.4968 16876 2 438.7636 ‐0.1388
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 903.5774 KFLVQLR 1928.4890 903.5772 15.4720 2577 2 452.2922 ‐1.4368
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1103.6241 VGSAAQIKAMK 1274.6720 1103.6269 18.0811 1359 2 552.3171 1.13
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 918.4567 SVYEPLQT 155.5698 918.4584 24.8462 6367 1 918.4584 2.31
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1026.5578 ESPAPGIISR 1521.6340 1026.5550 24.6544 5697 1 1026.5550 ‐1.3384
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 515.3300 VQLR 3648.1090 515.3299 16.6626 5145 1 515.3299 ‐0.6530
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 740.3461 YDDLSK 34277.1300 740.3454 26.8243 4918 1 740.3454 ‐0.5856
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 628.4141 LVQLR 101.2189 628.4140 16.6578 4243 1 628.4140 ‐0.0239
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 517.2980 LQEK 1217.4330 517.2969 21.2451 2896 1 517.2969 ‐2.4993
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1190.5953 PGDVFYLHSR 266.0470 1190.5991 26.2405 2703 2 595.8032 2.03
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 732.4437 MSLLLR 88.2304 732.4402 17.9531 2392 1 732.4402 ‐4.3948
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1303.7005 AQIPVSEAYLGR 1588.8120 1303.6962 27.1730 2063 2 652.3517 ‐3.7466
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 900.4462 SVYEPLQT 137.7042 900.4406 25.8928 1753 1 900.4406 ‐5.2033
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 642.3933 PGIISR 3297.0550 642.3948 24.6586 1654 1 642.3948 2.84
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 625.3304 ASSVAQV 126.6659 625.3286 27.7816 1584 1 625.3286 ‐2.8103
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1130.6164 AQVVTSLQER 524.3976 1130.6163 27.6133 1489 1 1130.6163 1.64
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 926.5054 ALANPIDGR 2677.8000 926.5077 16.0777 1476 1 926.5077 3.14
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 817.4090 SVYEPLQ 166.2269 817.4059 25.5329 1343 1 817.4059 ‐3.1973
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1718.8669 SVYEPLQTGLIAIDSM 610.9911 1718.8631 25.4654 1203 3 573.6259 ‐3.0545
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1104.6048 IPVSEAYLGR 386.3861 1104.6044 27.1346 1136 1 1104.6044 1.84
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1021.5677 VINALANPID 231.7669 1021.5634 17.1438 814 2 511.2854 ‐5.1113
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1535.7278 EAYPGDVFYLHSR 297.0443 1535.7315 26.6099 5496 3 512.5820 1.61
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1083.5429 EGIQEQLER 147.7286 1083.5478 18.5348 2321 2 542.2776 3.81
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 842.4917 QMSLLLR 192.0839 842.4924 16.8005 770 2 421.7498 ‐0.3966
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 19980.0300 55385.3855 92 43.39 None 1086.5976 VGSAAQIKAMK 141.9249 1086.6032 19.5080 5661 2 543.8052 4.24
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1252.7260 LIESPAPGIISR 21752.1500 1252.7259 24.6602 154667 2 626.8666 ‐0.7157
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1416.7845 IAQIPVSEAYLGR 63255.3300 1416.7828 27.1467 146505 2 708.8950 ‐1.5087
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1474.7860 ASSVAQVVTSLQER 44307.9800 1474.7853 27.6104 100449 2 737.8963 ‐0.6051
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1209.6361 TLTAEAESFLK 33526.6100 1209.6361 30.0047 95031 2 605.3217 ‐0.7837
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1604.8642 TNKPQFQEIIASTK 15359.8600 1604.8649 23.6959 88986 3 535.6265 ‐0.4349
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1553.7383 EAYPGDVFYLHSR 54447.5700 1553.7389 26.6075 88420 3 518.5845 ‐0.5196
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1030.5527 ADEISNIIR 31285.5500 1030.5554 24.2667 85445 2 515.7813 1.99
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1942.0604 EVTIVNTGTVLQVGDGIAR 50945.9600 1942.0576 31.2778 84646 2 971.5324 ‐0.6138
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1574.8061 EQHTLIIYDDLSK 53210.5800 1574.8069 26.8232 69642 3 525.6072 ‐0.3036
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 2292.1718 TLTAEAESFLKEGIQEQLER 2667.4100 2292.1764 36.4263 12678 3 764.7303 1.56
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 777.4505 FLLQEK 21133.5900 777.4503 21.2517 9599 1 777.4503 0.2956
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 991.5207 PVSEAYLGR 9564.6900 991.5191 27.1468 12647 1 991.5191 ‐0.2962
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1026.5578 ESPAPGIISR 1583.5220 1026.5550 24.6544 5697 1 1026.5550 ‐1.2607
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 740.3461 YDDLSK 918.9726 740.3430 24.4610 5103 1 740.3430 ‐3.7762
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 517.2980 LQEK 2406.1460 517.2969 21.2451 2896 1 517.2969 ‐2.5385
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1190.5953 PGDVFYLHSR 198.4478 1190.5991 26.2405 2703 2 595.8032 2.26
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 832.4523 VTSLQER 223.9229 832.4536 27.6068 2681 1 832.4536 2.05
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 715.4461 ISNIIR 688.2476 715.4464 24.2702 2487 1 715.4464 0.7332
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 844.4887 EISNIIR 858.7374 844.4884 24.2628 2113 1 844.4884 0.4260
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 642.3933 PGIISR 4269.5380 642.3948 24.6586 1654 1 642.3948 2.79
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 625.3304 ASSVAQV 206.7743 625.3286 27.7816 1584 1 625.3286 ‐2.8246
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 931.5207 VVTSLQER 108.1057 931.5235 27.2092 1248 2 466.2654 1.49
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1104.6048 IPVSEAYLGR 505.3462 1104.6044 27.1346 1136 1 1104.6044 1.41
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1232.6634 QIPVSEAYLGR 586.8912 1232.6618 27.1362 940 1 1232.6618 0.9194
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 10092.1800 55385.3855 92 43.39 None 1191.6256 TLTAEAESFLK 119.5254 1191.6313 31.6902 2636 2 596.3193 4.0238
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1252.7008 VINALANPIDGR 85906.5400 1252.7000 16.0742 162473 2 626.8536 ‐0.7570
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 2273.2210 SVYEPLQTGLIAIDSMIPIGR 135852.7000 2273.2134 24.5192 107584 2 1137.1103 ‐1.9590
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1942.0604 EVTIVNTGTVLQVGDGIAR 5821.6190 1942.0573 18.6853 15526 2 971.5323 ‐0.6971
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 775.4825 FLVQLR 8639.9890 775.4813 16.6603 8654 1 775.4813 ‐0.8530
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1604.8642 TNKPQFQEIIASTK 4500.7500 1604.8650 15.4780 7414 3 535.6265 ‐0.0491
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 860.5022 QMSLLLR 8949.2560 860.5019 16.8035 6411 2 430.7546 ‐1.0042
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 Carbamidomethyl+C(18) 2804.4611 TAVATDTILNQQGQNVICVYVAIGQK 658.2372 2804.4613 21.9722 1182 3 935.4919 1.0951
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1209.6361 TLTAEAESFLK 703.0503 1209.6288 18.1580 11302 2 605.3181 ‐6.1783
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 2388.1605 LELAQFAELEAFSQFSSDLDK 554.2622 2388.1654 25.5440 2546 2 1194.5864 3.29
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 876.5189 FLLQEKV 14566.5900 876.5199 16.4968 16876 2 438.7636 0.4868
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 3270.6277 LELAQFAELEAFSQFSSDLDKATQNQLA 2476.8360 3270.6211 23.6102 10800 3 1090.8786 ‐0.3603
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 903.5774 KFLVQLR 4588.6890 903.5772 15.4720 2577 2 452.2922 ‐0.8228
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1773.9858 ATGKIAQIPVSEAYLGR 167.1227 1773.9925 20.9679 1545 2 887.4999 4.07
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 511.3239 VINAL 1350.6540 511.3231 16.0432 9529 1 511.3231 ‐1.5886
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1261.6787 PQFQEIIASTK 127.3570 1261.6723 16.2514 5805 2 631.3398 ‐5.1516
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 628.4141 LVQLR 113.6076 628.4140 16.6578 4243 1 628.4140 0.1408
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 671.3471 NPIDGR 6931.9910 671.3455 16.0794 3953 1 671.3455 ‐2.1387
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 732.4437 MSLLLR 78.2535 732.4402 17.9531 2392 1 732.4402 ‐4.2536
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 570.2994 GDGIAR 102.2159 570.3024 18.6651 1925 1 570.3024 5.77
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 729.4505 LLQEKV 1239.8470 729.4499 16.4944 1636 1 729.4499 ‐0.3434
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 884.4512 LELAQFAE 163.5222 884.4495 21.8942 1591 1 884.4495 ‐0.9740
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 926.5054 ALANPIDGR 2409.9810 926.5077 16.0777 1476 1 926.5077 3.86
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 1586.8537 TNKPQFQEIIASTK 455.6396 1586.8540 15.5415 3637 3 529.6229 ‐0.3461
NP_051044.1 ATP synthase CF1 alpha subunit Arabidopsis thaliana 9699.7860 55385.3855 92 43.39 None 842.4917 QMSLLLR 253.9146 842.4924 16.8005 770 2 421.7498 0.2437
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 1547.6900 AAEDPEFETFYTK 18093.6400 1547.6948 26.5783 20419 2 774.3510 3.0818
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 2591.2711 AWMAAQDQPHENLIFPEEVLPR 7744.9000 2591.2702 34.1342 14236 3 864.4282 ‐0.0822
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 2029.9284 AFNPTQAEETYSMVTANR 4005.7700 2029.9261 28.7058 6802 2 1015.4667 ‐0.2082
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 1530.7740 FWSQIFGVAFSNK 321.4074 1530.7625 29.5830 2371 3 510.9257 ‐8.5637



NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 2187.0427 FTKDEKDLFDIMDDWLR 565.6894 2186.9949 39.1698 914 2 1094.0011 ‐20.6619
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 1481.8032 MTIALGKFTKDEK 1462.4420 1481.7990 20.7591 4459 2 741.4031 ‐2.9485
NP_051054.1 photosystem II protein D2 Arabidopsis thaliana 1392.3620 39775.7263 7 21.81 None 1064.4935 EFETFYTK 186.3397 1064.4973 26.3099 1529 1 1064.4973 5.0915
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 568.1197 52095.9769 10 11.42 None 1426.7649 LGANVGSAQGPTGLGK 3761.6960 1426.7662 20.0858 17667 2 713.8868 0.7407
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 568.1197 52095.9769 10 11.42 None 1480.7101 SPTGEVIFGGETMR 6257.4640 1480.7119 26.3307 13344 2 740.8596 1.1179
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 568.1197 52095.9769 10 11.42 None 1803.8946 GIDRDFEPVLSMTPLN 5905.6410 1803.8973 34.6493 12156 2 902.4523 2.0278
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 568.1197 52095.9769 10 11.42 None 1071.5218 DIQPWQER 3304.8430 1071.5240 20.9771 6808 2 536.2656 1.1680
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 568.1197 52095.9769 10 11.42 None 910.4451 IFGGETMR 293.1563 910.4457 24.9148 5355 2 455.7265 ‐0.5010
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 798.7592 52095.9769 10 11.42 None 1426.7649 LGANVGSAQGPTGLGK 6713.5150 1426.7662 20.0858 17667 2 713.8868 0.6882
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 798.7592 52095.9769 10 11.42 None 1480.7101 SPTGEVIFGGETMR 7815.0640 1480.7119 26.3307 13344 2 740.8596 1.0780
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 798.7592 52095.9769 10 11.42 None 1803.8946 GIDRDFEPVLSMTPLN 10061.6200 1803.8973 34.6493 12156 2 902.4523 2.0634
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 798.7592 52095.9769 10 11.42 None 910.4451 IFGGETMR 259.4242 910.4457 24.9148 5355 2 455.7265 ‐0.6741
NP_051055.1 photosystem II 44 kDa protein Arabidopsis thaliana 798.7592 52095.9769 10 11.42 None 1362.6610 DFEPVLSMTPLN 465.6691 1362.6665 35.6101 3507 2 681.8369 3.60
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1955.0233 IFNVLGEPVDNLGPVDTR 66852.1600 1955.0203 19.7110 250460 2 978.0138 ‐0.7352
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2061.0321 GIYPAVDPLDSTSTMLQPR 149626.9000 2061.0295 32.8609 230952 2 1031.0184 ‐0.2882
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1517.7442 ESGVINEQNLAESK 222650.8000 1517.7449 20.0382 206919 2 759.3761 0.3928
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1415.7125 TNPTTSNPEVSIR 85644.8900 1415.7121 18.8729 193569 2 708.3597 ‐0.5438
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1601.8104 VALVYGQMNEPPGAR 85817.4100 1601.8107 24.2123 191955 2 801.4090 0.2544
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 57388.2100 2296.0888 29.5298 191484 2 1148.5480 ‐1.2399
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1433.7747 FVQAGSEVSALLGR 101092.3000 1433.7740 18.3842 172820 2 717.3907 ‐0.6703
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 88327.5900 2142.0637 19.8285 171143 2 1071.5355 ‐1.0004
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1735.0153 IAQIIGPVLDVAFPPGK 92531.6400 1735.0140 21.1520 163678 2 868.0106 ‐0.3818
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 975.5622 IGLFGGAGVGK 72090.7100 975.5614 16.9154 159582 2 488.2843 ‐1.8400
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1471.7614 VGLTALTMAEYFR 85118.0500 1471.7602 20.9561 151417 2 736.3837 ‐0.9474
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1630.8071 IVGEEHYETAQQVK 92494.4300 1630.8080 16.9799 145010 3 544.2742 ‐0.4194
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1191.6256 SAPAFIELDTK 75671.3600 1191.6260 26.9305 133438 2 596.3166 ‐0.3249
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1007.5772 LSIFETGIK 52752.5400 1007.5754 17.7956 126418 2 504.2913 ‐2.7923
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1471.8553 TVLIMELINNIAK 164173.2000 1471.8550 24.1529 106463 2 736.4311 ‐0.3406
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1261.6973 MPNIYNALVVK 66284.0300 1261.6975 18.8065 102393 2 631.3524 ‐0.3982
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 33303.2200 2401.1797 38.0414 91623 2 1201.0935 2.93
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1045.6041 VVDLLAPYR 37853.9100 1045.6035 17.9250 88416 2 523.3054 ‐1.4589
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1077.5609 AVAMSATEGLK 49789.2600 1077.5626 19.4893 52451 2 539.2850 0.7888
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1949.9967 DVNEQDVLLFIDNIFR 93271.2400 1949.9921 25.5666 49624 2 975.4997 ‐1.6224
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1233.6620 AVAMSATEGLKR 46700.5900 1233.6636 17.7733 45092 2 617.3354 0.7112
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1486.6665 TREGNDLYMEMK 37909.8000 1486.6701 21.1791 39821 3 496.2282 1.56
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1229.5177 EGNDLYMEMK 36338.0700 1229.5185 23.1436 38647 2 615.2629 0.1221
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 7365.6770 2614.3014 20.4627 22229 3 872.1053 0.7746
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1201.7052 VVDLLAPYRR 5600.5200 1201.7057 16.5107 20110 2 601.3565 ‐0.2068
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1328.6706 AHGGVSVFGGVGER 10198.4300 1328.6714 14.6693 6916 2 664.8394 0.2615
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 2578.4920 3002.5898 23.9160 29019 3 1001.5348 ‐4.0638
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 3842.9811 KGSITSIQAVYVPADDLTDPAPATTFAH 32850.6200 3842.9854 35.4279 23094 4 961.5018 ‐0.1571
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 10690.1500 2711.4499 42.7337 10019 3 904.4882 1.23
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2796.3192 AHGGVSVFGGVGERTREGNDLYMEM 1373.8270 2796.3185 20.1183 6194 3 932.7777 0.3043
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 2356.2336 IERFLSQPFFVAEVFTGSPGK 430.0286 2356.2447 24.1388 902 3 786.0864 4.05
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1309.7515 IGPVLDVAFPPGK 233.5745 1309.7580 19.1237 27947 2 655.3827 4.33
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 894.4931 SIFETGIK 2965.2480 894.4888 17.7985 13440 1 894.4888 ‐3.8696
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1063.5565 AMSATEGLKR 13940.5900 1063.5576 17.7687 12928 2 532.2824 0.1907
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1517.7231 VGEEHYETAQQVK 17393.4300 1517.7249 16.9812 9456 2 759.3661 1.1636
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1102.6368 VDLLAPYRR 2604.7980 1102.6364 16.5101 5503 2 551.8218 ‐1.1564
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1013.5738 SVPVGGATLGR 501.5092 1013.5755 20.2160 5009 2 507.2914 0.6484
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 861.4789 SATEGLKR 8597.3090 861.4793 17.7684 4765 1 861.4793 1.05
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1184.5769 VALVYGQMNEP 502.2665 1184.5811 19.9104 4608 2 592.7942 2.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 807.4611 IFETGIK 6670.2100 807.4594 17.7918 4227 1 807.4594 ‐1.4153
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 602.3620 EGLKR 157.2264 602.3616 17.8528 4101 1 602.3616 ‐0.7328
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1030.5026 LTMAEYFR 197.1996 1030.5050 21.2010 3738 1 1030.5050 3.68
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 701.2997 YMEMK 10105.8000 701.3014 21.1938 3072 1 701.3014 2.26
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1385.6332 IVGEEHYETAQQ 239.3491 1385.6292 18.3792 2739 2 693.3182 ‐3.1985
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 686.3944 LLGNNR 197.6320 686.3954 19.5579 2695 1 686.3954 1.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 917.4186 TMAEYFR 421.5211 917.4192 22.3123 2356 2 459.2132 ‐0.5153
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 715.4137 VAFPPGK 102.2294 715.4108 18.1547 2262 1 715.4108 ‐3.8347
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 772.3836 QNLAESK 223.0219 772.3849 19.4523 1976 1 772.3849 2.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1350.6648 GEPVDNLGPVDTR 145.3699 1350.6591 18.6922 1920 2 675.8332 ‐4.6170
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 873.4353 YKELQDI 101.2920 873.4366 28.8159 1866 1 873.4366 2.98
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1026.5102 DVNEQDVLL 1589.4860 1026.5053 25.6015 1709 1 1026.5053 ‐3.3529
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1007.5057 AHGGVSVFGGVG 307.2600 1007.5030 20.5487 1642 2 504.2552 ‐3.6600
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1002.5214 TSNPEVSIR 501.5578 1002.5224 18.8769 1631 1 1002.5224 2.53
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1103.5480 HYETAQQVK 236.5641 1103.5436 15.7522 1592 2 552.2755 ‐4.7575
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1315.6021 GMDVVDMGNPLSV 286.4999 1315.5974 18.2977 1591 1 1315.5974 ‐1.1967
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1345.6780 PLDSTSTMLQPR 346.6482 1345.6761 32.8722 1577 1 1345.6761 1.0252
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1201.5419 YGQMNEPPGAR 253.3683 1201.5395 21.1212 1574 2 601.2734 ‐2.6180
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1056.4891 GQMNEPPGAR 354.5174 1056.4907 24.2161 1505 1 1056.4907 3.0280
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 528.2664 IVGEE 89.0920 528.2691 18.7121 1370 1 528.2691 4.35
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 574.3307 GATLGR 170.6378 574.3310 19.0948 1367 1 574.3310 0.2827
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 774.4468 ATEGLKR 472.6150 774.4465 17.7722 1361 1 774.4465 0.0790
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 928.5251 VDLLAPYR 789.1212 928.5233 16.5829 1349 2 464.7653 ‐3.0592
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 703.4097 TEGLKR 358.4702 703.4120 17.7702 1305 1 703.4120 3.02
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1041.5687 AGSEVSALLGR 349.2975 1041.5744 17.6761 1262 2 521.2908 4.65
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1202.5874 TALTMAEYFR 210.5218 1202.5924 18.7709 1171 2 601.7998 3.52
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 970.4840 DTLGQEINV 101.8964 970.4869 40.3561 1170 1 970.4869 4.59



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1003.5459 YKELQDII 76.2690 1003.5417 25.6100 1013 2 502.2745 ‐5.1966
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1460.7050 DPLDSTSTMLQPR 723.8630 1460.6969 32.8584 844 1 1460.6969 ‐2.6176
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1453.7508 VGLTALTMAEYFR 457.0940 1453.7470 21.1703 6508 2 727.3771 ‐2.8036
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1215.6514 AVAMSATEGLKR 293.2440 1215.6547 17.9258 2844 2 608.3310 2.1122
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 56009.3600 53990.9783 165 81.53 None 1584.7839 VALVYGQMNEPPGAR 259.3973 1584.7775 25.8246 2424 2 792.8924 ‐3.9400
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 2061.0321 GIYPAVDPLDSTSTMLQPR 198799.8000 2061.0296 32.8608 229847 2 1031.0184 ‐0.1908
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1601.8104 VALVYGQMNEPPGAR 116989.2000 1601.8107 24.2123 191955 2 801.4090 0.2427
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 2296.0948 MPSAVGYQPTLSTEMGTLQER 54243.1400 2296.0888 29.5298 191484 2 1148.5480 ‐1.0894
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1191.6256 SAPAFIELDTK 90742.8000 1191.6260 26.9300 132882 2 596.3166 ‐0.4279
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 Carbamidomethyl+C(11) 2401.1776 DTLGQEINVTCEVQQLLGNNR 22406.7800 2401.1797 38.0414 91623 2 1201.0935 2.44
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1077.5609 AVAMSATEGLK 37288.8900 1077.5626 19.4893 52451 2 539.2850 0.6547
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1233.6620 AVAMSATEGLKR 50340.2200 1233.6636 17.7733 45092 2 617.3354 0.6135
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1328.6706 AHGGVSVFGGVGER 1007.1210 1328.6675 21.6926 15098 2 664.8374 ‐2.7634
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1630.8071 IVGEEHYETAQQVK 6494.6650 1630.8087 16.9159 11533 3 544.2744 0.1510
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1433.7747 FVQAGSEVSALLGR 1863.6500 1433.7747 30.4373 4619 2 717.3910 ‐0.2339
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1471.7614 VGLTALTMAEYFR 645.2025 1471.7661 36.1685 2909 2 736.3867 3.0525
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1415.7125 TNPTTSNPEVSIR 3985.1260 1415.7138 18.8279 6916 2 708.3605 0.6237
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1517.7442 ESGVINEQNLAESK 881.0581 1517.7399 19.9802 6530 2 759.3736 ‐2.9272
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1955.0233 IFNVLGEPVDNLGPVDTR 535.7500 1955.0024 33.0229 1490 2 978.0048 ‐9.8635
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 Carbamidomethyl+C(11) 3714.8902 DTLGQEINVTCEVQQLLGNNRVRAVA 985.4927 3714.8804 36.9240 5036 3 1238.9650 ‐1.7519
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 2711.4462 ELQDIIAILGLDELSEEDRLTVAR 5390.5590 2711.4473 42.7848 1783 3 904.4873 0.4762
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 2485.2080 3002.6008 42.1587 1659 3 1001.5384 ‐0.9302
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 Oxidation+M(2) 2158.0631 GMDVVDMGNPLSVPVGGATLGR 6941.5340 2158.0603 30.8435 13504 2 1079.5338 ‐0.0300
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 721.3628 FGGVGER 94.2041 721.3638 22.9211 13789 1 721.3638 1.29
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1063.5565 AMSATEGLKR 14209.2100 1063.5576 17.7687 12928 2 532.2824 0.0533
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1033.5564 PAFIELDTK 249.3825 1033.5607 25.2185 10952 2 517.2840 3.0808
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 907.4553 AMSATEGLK 1201.5610 907.4562 19.4872 5680 1 907.4562 2.0141
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 861.4789 SATEGLKR 9052.9070 861.4793 17.7684 4765 1 861.4793 1.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 865.4666 FIELDTK 16257.5800 865.4657 26.9199 4057 1 865.4657 ‐0.0804
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 992.5193 MSATEGLKR 2216.5310 992.5197 17.7683 2924 2 496.7635 ‐0.8354
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 836.4182 MSATEGLK 1117.7740 836.4195 19.4894 2918 1 836.4195 2.67
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1219.5524 YGQMNEPPGAR 938.1777 1219.5519 24.2162 2903 1 1219.5519 1.70
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1890.9266 YPAVDPLDSTSTMLQPR 1835.8140 1890.9331 32.8662 2126 2 945.9702 4.1223
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1431.7049 LVYGQMNEPPGAR 179.3022 1431.7094 21.6059 1938 2 716.3583 2.85
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 803.4258 ETAQQVK 189.6736 803.4277 19.5991 1754 1 803.4277 3.0861
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1184.5769 VALVYGQMNEP 238.9546 1184.5791 28.0476 1650 2 592.7932 1.1604
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1345.6780 PLDSTSTMLQPR 928.3130 1345.6761 32.8722 1577 1 1345.6761 1.1762
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1056.4891 GQMNEPPGAR 546.6099 1056.4907 24.2161 1505 1 1056.4907 3.1126
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 774.4468 ATEGLKR 300.7816 774.4465 17.7722 1361 1 774.4465 0.0989
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 703.4097 TEGLKR 232.6114 703.4120 17.7702 1305 1 703.4120 3.38
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1418.6546 GEEHYETAQQVK 795.8610 1418.6562 16.9158 1254 2 709.8318 0.8390
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 970.4840 DTLGQEINV 75.8954 970.4869 40.3561 1170 1 970.4869 4.08
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1427.6988 VALVYGQMNEPPGA 394.2160 1427.7057 24.1670 919 2 714.3565 4.55
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1460.7050 DPLDSTSTMLQPR 776.5155 1460.6969 32.8584 844 1 1460.6969 ‐2.4403
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 1613.7806 IVGEEHYETAQQVK 338.8500 1613.7801 19.1115 2601 3 538.5982 ‐1.1073
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 18810.0500 53990.9783 165 81.53 None 2044.0056 GIYPAVDPLDSTSTMLQPR 376.6385 2044.0033 32.2398 1533 3 682.0060 ‐1.5887
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1955.0233 IFNVLGEPVDNLGPVDTR 70753.1200 1955.0203 19.7110 250460 2 978.0138 ‐0.5732
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1433.7747 FVQAGSEVSALLGR 114388.8000 1433.7740 18.3842 172820 2 717.3907 ‐0.2842
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2142.0682 GMDVVDMGNPLSVPVGGATLGR 118696.4000 2142.0637 19.8285 171143 2 1071.5355 ‐0.9188
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1735.0153 IAQIIGPVLDVAFPPGK 124051.0000 1735.0140 21.1520 163678 2 868.0106 ‐0.1252
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 975.5622 IGLFGGAGVGK 80802.7600 975.5614 16.9154 159582 2 488.2843 ‐1.2570
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1471.7614 VGLTALTMAEYFR 92625.1300 1471.7602 20.9561 151417 2 736.3837 ‐0.5776
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1007.5772 LSIFETGIK 75663.7000 1007.5754 17.7956 126418 2 504.2913 ‐2.2231
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1471.8553 TVLIMELINNIAK 130183.1000 1471.8550 24.1529 106463 2 736.4311 0.0291
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1261.6973 MPNIYNALVVK 63018.2600 1261.6975 18.8065 102393 2 631.3524 0.0618
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1045.6041 VVDLLAPYR 42766.0900 1045.6035 17.9250 88416 2 523.3054 ‐0.9060
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1949.9967 DVNEQDVLLFIDNIFR 102290.8000 1949.9921 25.5666 49624 2 975.4997 ‐1.4582
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 3714.8861 GSITSIQAVYVPADDLTDPAPATTFAHL 1187.6520 3714.8682 20.9755 41905 3 1238.9609 ‐2.5758
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 3258.6205 GFNLILSGEFDSLPEQAFYLVGNIDEATA 3378.0350 3258.6116 25.4883 22770 3 1086.8754 ‐1.1056
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2061.0321 GIYPAVDPLDSTSTMLQPR 9937.5710 2061.0290 19.4029 22417 2 1031.0181 ‐0.4535
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 Carbamidomethyl+C(13) 2614.3002 GRDTLGQEINVTCEVQQLLGNNR 2173.7270 2614.3014 20.4627 22229 3 872.1053 1.74
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1201.7052 VVDLLAPYRR 6638.7780 1201.7057 16.5107 20110 2 601.3565 0.2791
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1601.8104 VALVYGQMNEPPGAR 11346.2300 1601.8110 15.7023 7479 2 801.4091 0.7651
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2462.2661 YKELQDIIAILGLDELSEEDR 1387.7210 2462.2720 23.7278 7311 3 821.4289 3.0138
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2171.1078 ELQDIIAILGLDELSEEDR 3116.2630 2171.0977 23.9784 7272 2 1086.0525 ‐3.4109
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1328.6706 AHGGVSVFGGVGER 7862.9940 1328.6714 14.6693 6916 2 664.8394 0.6927
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2985.3928 TREGNDLYMEMKESGVINEQNLAESK 192.2942 2985.4318 22.2029 3014 3 995.8154 14.3211
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1630.8071 IVGEEHYETAQQVK 103.1641 1630.8170 22.1192 1092 2 815.9121 6.02
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1517.7442 ESGVINEQNLAESK 252.7779 1517.7438 20.1440 976 2 759.3756 0.0726
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 3002.6045 YKELQDIIAILGLDELSEEDRLTVAR 9151.4690 3002.5898 23.9160 29019 3 1001.5348 ‐3.5845
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 2356.2336 IERFLSQPFFVAEVFTGSPGK 786.7971 2356.2447 24.1388 902 3 786.0864 5.1690
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 3387.6784 ESGVINEQNLAESKVALVYGQMNEPPG 211.1135 3387.6769 20.7866 820 3 1129.8972 1.58
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1309.7515 IGPVLDVAFPPGK 1352.8270 1309.7574 19.4491 120522 2 655.3823 4.13
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 894.4931 SIFETGIK 1054.4780 894.4888 17.7985 13440 1 894.4888 ‐3.7652
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 692.3726 FGGAGVGK 11565.8700 692.3725 16.9194 10920 1 692.3725 0.2183
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1003.5683 DLLAPYRR 2452.9240 1003.5691 16.5004 9132 2 502.2882 0.3823
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 715.4461 VSALLGR 357.2691 715.4440 17.8568 8864 1 715.4440 ‐2.4887
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1102.6368 VDLLAPYRR 4030.5470 1102.6364 16.5101 5503 2 551.8218 ‐0.6280
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 545.3042 GGAGVGK 6974.5840 545.3017 16.9178 4615 1 545.3017 ‐4.5817



NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 787.4382 VGLTALTM 290.8527 787.4396 19.7726 3878 1 787.4396 2.62
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1101.5397 ALTMAEYFR 1477.0060 1101.5387 20.9711 3788 1 1101.5387 0.7208
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1030.5026 LTMAEYFR 132.3909 1030.5050 21.2010 3738 1 1030.5050 3.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 988.5422 GSEVSALLGR 2433.1660 988.5414 18.3881 3335 1 988.5414 0.5256
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1368.6754 GEPVDNLGPVDTR 822.6360 1368.6741 19.7056 3276 1 1368.6741 1.86
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1182.6113 PVDNLGPVDTR 177.0119 1182.6099 19.3694 2290 1 1182.6099 0.7332
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1910.9350 GMDVVDMGNPLSVPVGGATL 383.2084 1910.9409 20.1194 2022 2 955.9741 3.41
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1270.6750 LSEEDRLTVAR 141.7445 1270.6756 19.2779 1789 2 635.8414 0.4259
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1026.5102 DVNEQDVLL 1213.3410 1026.5053 25.6015 1709 1 1026.5053 ‐3.2784
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1315.6021 GMDVVDMGNPLSV 341.1934 1315.5974 18.2977 1591 1 1315.5974 ‐1.1877
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1354.6824 GLTALTMAEYFR 288.8040 1354.6840 21.0664 1518 2 677.8457 1.11
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 574.2944 GGVGER 1276.8730 574.2957 14.6701 1448 1 574.2957 2.63
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1202.5874 TALTMAEYFR 207.8126 1202.5924 18.7709 1171 2 601.7998 4.0106
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 918.4527 GNIDEATAK 88.0675 918.4558 24.8101 1146 1 918.4558 4.75
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 643.3410 NLAESK 61.7145 643.3395 23.5069 1113 1 643.3395 ‐2.0445
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1931.9862 DVNEQDVLLFIDNIFR 280.7441 1931.9905 25.5134 1336 2 966.4989 3.1397
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 Carbamidomethyl+C(13) 2596.2897 GRDTLGQEINVTCEVQQLLGNNR 171.3022 2596.2762 20.9823 1230 2 1298.6417 ‐3.3606
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1717.0047 IAQIIGPVLDVAFPPGK 261.0170 1717.0017 20.3786 803 3 573.0054 ‐2.1222
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 1937.9967 IFNVLGEPVDNLGPVDTR 458.0788 1937.9994 19.6794 2302 3 646.6713 1.04
NP_051066.1 ATP synthase CF1 beta subunit Arabidopsis thaliana 31333.6300 53990.9783 165 81.53 None 3697.8596 GSITSIQAVYVPADDLTDPAPATTFAHL 166.8236 3697.8574 20.0995 1546 3 1233.2907 1.84
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1407.6678 LTYYTPEYETK 203987.0000 1407.6665 22.3405 2565811 2 704.3369 ‐1.1658
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1228.6532 DLAVEGNEIIR 225152.8000 1228.6518 25.4739 2408128 2 614.8295 ‐1.7486
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1465.7546 TFQGPPHGIQVER 134582.5000 1465.7542 20.6508 1770461 3 489.2563 ‐1.4508
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1021.5313 DTDILAAFR 138965.9000 1021.5314 31.3632 1550479 2 511.2694 ‐0.8142
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 251459.9000 1546.7351 31.5457 1534546 2 773.8712 ‐0.5101
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2169.9870 GGLDFTKDDENVNSQPFMR 215908.1000 2169.9822 27.1890 1389690 3 723.9989 ‐2.4714
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2270.1299 ESTLGFVDLLRDDYVEKDR 269589.8000 2270.1312 33.8134 1183825 4 568.2883 ‐1.3450
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 364303.4000 3854.8573 39.6889 1061551 3 1285.6239 ‐1.8784
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(5) 910.4452 AVYECLR 88662.5600 910.4450 17.9829 725563 2 455.7261 ‐1.3231
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 98098.7300 1116.5829 19.9601 638926 2 558.7951 ‐0.9112
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1249.6787 ESTLGFVDLLR 278337.9000 1249.6794 20.6151 638517 2 625.3434 0.0636
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1447.7652 LSGGDHIHAGTVVGK 105132.5000 1447.7647 16.2294 510074 3 483.2598 ‐1.5364
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 212191.2000 1950.9174 20.4463 422354 3 650.9773 0.1189
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 97012.8800 3038.4517 34.8827 326943 4 760.3684 ‐1.0312
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 87033.4500 1261.6290 31.5924 280860 2 631.3182 ‐0.1697
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1999.0019 ESTLGFVDLLRDDYVEK 60703.2600 1999.0029 35.2320 212728 3 667.0058 0.0314
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 76648.7500 1502.8498 13.8714 140211 3 501.6215 ‐2.0347
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1451.6220 DDENVNSQPFMR 164484.0000 1451.6234 21.3536 130057 2 726.3153 0.8085
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 56428.2300 1794.8150 21.8325 108458 3 598.9432 ‐0.7163
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1819.9549 LEGDRESTLGFVDLLR 42168.7000 1819.9563 19.8627 107158 3 607.3236 0.0708
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1187.6644 DNGLLLHIHR 98857.6300 1187.6655 22.7002 106030 3 396.5600 ‐0.5826
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1324.6783 EITFNFPTIDK 18346.3000 1324.6804 19.2822 75910 2 662.8438 1.1456
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 18858.6300 2840.4086 33.1234 58397 4 710.8576 ‐0.7896
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 5046.0950 2569.2848 34.3236 22697 4 643.0767 0.8618
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1684.8613 NEGRDLAVEGNEIIR 2592.8850 1684.8682 23.2660 3252 3 562.2943 3.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYPLDLFEEGS 1106.2920 5115.4227 50.7201 2542 3 1705.8124 ‐1.2267
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 912.4720 AMHAVIDR 6840.1530 912.4726 14.7799 2506 2 456.7400 ‐0.4609
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1866.9120 EITFNFPTIDKLDGQE 449033.6000 1866.9103 35.3076 3112309 2 933.9588 ‐0.3231
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1415.7893 LEDLRIPPAYTK 3821.8360 1415.7897 24.1745 17404 3 472.6014 ‐0.9201
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1827.8687 EYKLTYYTPEYETK 1092.3720 1827.8653 24.5138 4063 2 914.4363 ‐1.3427
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3)
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3) 740.3396 YECLR 23174.0700 740.3389 17.9798 233693 1 740.3389 ‐0.5062
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 577.3457 LAAFR 6239.7570 577.3457 31.3608 81641 1 577.3457 ‐0.0766
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 464.2616 AAFR 4476.8870 464.2614 31.3634 22193 1 464.2614 ‐1.0581
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 690.4297 ILAAFR 953.4128 690.4294 31.3613 21304 1 690.4294 ‐0.1847
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 644.3726 IQVER 379.1474 644.3733 20.6983 17937 1 644.3733 1.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(2) 1001.4761 FCAEAIYK 13572.2000 1001.4750 31.5993 12404 1 1001.4750 0.1480
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 958.5945 GLLLHIHR 2250.0990 958.5943 23.5421 12276 2 479.8008 ‐1.2602
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 932.5564 LGFVDLLR 177.2177 932.5573 20.6146 9098 1 932.5573 2.0542
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 750.4257 HAGTVVGK 110.8582 750.4283 18.9244 8800 1 750.4283 3.79
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 11102.6100 1339.7858 13.8759 8056 3 447.2668 ‐2.9043
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 550.2806 PFMR 10002.3300 550.2807 27.1929 7929 1 550.2807 ‐0.1696
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 854.4077 CAEAIYK 6093.3130 854.4091 31.5795 7774 1 854.4091 2.08
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(2) 803.4444 GCTIKPK 9626.7450 803.4440 13.8806 7716 1 803.4440 0.0902
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1532.7591 LEGDRESTLGFVDL 241.8387 1532.7535 18.3017 7143 2 766.8804 ‐3.6564
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1620.7136 GGLDFTKDDENVNSQ 1994.2920 1620.7128 27.1935 6749 2 810.8601 ‐0.3326
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 562.3208 HIHR 164.4121 562.3207 22.6983 6707 1 562.3207 ‐0.5312
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1071.5694 GPPHGIQVER 431.4579 1071.5761 21.9749 6696 2 536.2917 5.45
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 629.3141 DTDILA 1068.5410 629.3139 31.3607 6539 1 629.3139 ‐0.2804
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 762.4509 FVDLLR 1074.0900 762.4513 20.6155 6519 1 762.4513 1.0941
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 675.4049 LHIHR 3763.1450 675.4056 23.5174 6368 1 675.4056 1.67
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 683.8340 1404.5886 23.5840 6260 2 702.7980 2.76
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 656.3151 GHYLNA 171.9129 656.3132 20.4291 4972 1 656.3132 ‐2.7040
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 788.4890 LLHIHR 367.1629 788.4892 22.6965 3976 1 788.4892 0.8799
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(11) 1648.7094 GHYLNATAGTCEEMI 350.0103 1648.7144 20.5164 3882 2 824.8608 3.68
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 528.2664 DLAVE 669.2429 528.2637 25.4778 3790 1 528.2637 ‐5.3865
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 448.2337 CLR 82.1326 448.2331 17.9797 3731 1 448.2331 ‐1.8434
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1072.6374 NGLLLHIHR 510.6188 1072.6393 22.6996 3471 2 536.8233 0.8572
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 3724.6320 1126.6677 13.9298 3103 2 563.8375 1.28



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1262.6375 VWTDGLTSLDR 249.1781 1262.6327 38.8147 2901 2 631.8200 ‐4.3605
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(2) 704.3509 ACVQAR 141.4837 704.3523 21.5287 2869 1 704.3523 2.62
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1420.2410 967.4230 21.8267 2868 1 967.4230 1.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 834.3992 GGLDFTKD 219.0426 834.4001 27.8370 2822 1 834.4001 1.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 586.3923 TIKPK 1480.9440 586.3918 13.8765 2724 1 586.3918 ‐0.8778
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3) 722.3291 YECLR 72.0137 722.3248 17.9769 2649 1 722.3248 ‐5.5398
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1089.5800 GPPHGIQVER 406.6364 1089.5836 18.9488 2596 2 545.2954 2.40
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 847.4196 DTDILAAF 216.3323 847.4198 31.3691 2374 1 847.4198 1.0372
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 980.6575 1123.5249 20.9472 2293 2 562.2661 0.5040
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1591.8002 EITFNFPTIDKLDG 400.2265 1591.7976 35.7201 2265 2 796.4024 ‐1.5640
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 752.3614 EITFNF 126.0694 752.3640 35.2983 2200 1 752.3640 4.0109
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 746.4230 CTIKPK 353.1595 746.4187 13.8615 2151 1 746.4187 ‐5.3337
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 393.2245 AFR 61.9551 393.2249 31.3636 2134 1 393.2249 0.1630
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1308.6543 LRDDYVEKDR 610.7087 1308.6597 33.8141 2066 2 654.8335 3.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 828.3734 DLAVEGNE 1802.1750 828.3731 25.4617 1851 1 828.3731 0.3409
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 550.2806 PFMR 4283.6830 550.2819 21.3482 1774 1 550.2819 2.0775
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1120.6361 STLGFVDLLR 525.6174 1120.6305 20.6164 1695 1 1120.6305 ‐3.2997
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 633.3137 CVQAR 144.9640 633.3155 17.7938 1624 1 633.3155 2.30
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1324.6783 EITFNFPTIDK 355.1458 1324.6825 32.3350 1551 2 662.8449 2.72
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(3) 1114.5602 LFCAEAIYK 1670.1000 1114.5577 31.6168 1551 1 1114.5577 ‐0.5779
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 549.6285 1038.4560 21.8108 1518 1 1038.4560 ‐1.9589
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1033.6041 TLGFVDLLR 134.1578 1033.5985 18.8125 1480 1 1033.5985 ‐3.9671
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 757.4355 YGRPLLG 1011.1590 757.4355 13.8761 1438 1 757.4355 0.3748
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 881.5203 IHAGTVVGK 3947.1790 881.5192 16.2270 1434 1 881.5192 ‐0.3908
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1451.6220 DDENVNSQPFMR 317.2711 1451.6248 28.2681 1412 2 726.3161 1.28
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 787.4131 EEMIKR 887.6268 787.4121 23.3194 1349 1 787.4121 ‐0.6584
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 885.4213 GHYLNATAG 315.3157 885.4208 21.8965 1346 1 885.4208 0.2582
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 757.3628 GHYLNAT 161.2535 757.3656 19.0143 1328 1 757.3656 4.12
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 204.1440 1194.5649 19.6651 1307 1 1194.5649 5.65
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1291.6430 TFQGPPHGIQVE 181.0757 1291.6375 20.9901 1304 2 646.3224 ‐4.7008
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 573.3355 AVIDR 649.0565 573.3357 14.7718 1202 1 573.3357 0.2209
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 961.4560 VNSQPFMR 181.9377 961.4620 20.6120 1157 2 481.2346 5.1197
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 615.3824 VDLLR 97.1448 615.3813 19.8588 1139 1 615.3813 ‐1.9294
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1012.4622 YTPEYETK 148.3909 1012.4576 22.1445 1108 2 506.7324 ‐5.5189
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(5) 736.3335 AVYECL 689.6865 736.3345 17.9728 1055 1 736.3345 1.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1062.5142 EYKLTYYT 235.6451 1062.5132 25.0935 1026 1 1062.5132 0.5340
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 924.4309 DLAVEGNEI 262.7302 924.4279 23.6204 968 1 924.4279 ‐2.2304
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 986.4690 GHYLNATAGT 648.9036 986.4668 20.4293 963 1 986.4668 ‐0.9586
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1276.5732 TYYTPEYETK 225.9024 1276.5666 22.3417 941 1 1276.5666 ‐2.9476
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1262.6263 FPTIDKLDGQE 194.4953 1262.6328 37.9868 887 2 631.8201 4.52
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2327.1514 GDRESTLGFVDLLRDDYVEK 418.6157 2327.1551 34.3269 833 3 776.3899 1.83
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(1) 965.4543 CEEMIKR 564.0786 965.4582 20.9655 818 1 965.4582 5.1429
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1261.5623 LTYYTPEYET 336.4426 1261.5623 22.0236 802 2 631.2848 ‐0.5114
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 Carbamidomethyl+C(5) 1139.5072 TAGTCEEMIK 1033.7230 1139.5111 20.2476 763 2 570.2592 2.70
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2598.2794 GDRESTLGFVDLLRDDYVEKDR 542.9745 2598.2909 33.1265 752 3 866.7685 4.36
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1429.7546 LSGGDHIHAGTVVGK 717.3449 1429.7550 14.8556 6065 3 477.2565 ‐0.9722
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 1231.6681 ESTLGFVDLLR 462.4877 1231.6664 18.1499 4653 2 616.3368 ‐2.0004
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 114555.7000 53468.3747 291 70.77 None 2152.9604 GGLDFTKDDENVNSQPFMR 1827.0500 2152.9615 27.1917 15889 3 718.3253 0.2167
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1407.6678 LTYYTPEYETK 236645.0000 1407.6665 22.3397 2556113 2 704.3369 ‐1.2260
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1465.7546 TFQGPPHGIQVER 179568.3000 1465.7542 20.6499 1762467 3 489.2563 ‐1.2308
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1021.5313 DTDILAAFR 78110.5100 1021.5314 31.3628 1545751 2 511.2694 ‐0.9650
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 402242.3000 1546.7351 31.5454 1529940 2 773.8712 ‐0.5402
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2169.9870 GGLDFTKDDENVNSQPFMR 206078.4000 2169.9822 27.1888 1388602 3 723.9989 ‐2.5914
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2270.1299 ESTLGFVDLLRDDYVEKDR 218504.3000 2270.1311 33.8129 1175786 4 568.2882 ‐1.6242
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 210910.3000 3854.8569 39.6905 924184 3 1285.6238 ‐2.9097
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(5) 910.4452 AVYECLR 132433.3000 910.4450 17.9820 722823 2 455.7261 ‐1.5069
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 110613.7000 1116.5827 19.9624 596699 2 558.7950 ‐1.1853
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1447.7652 LSGGDHIHAGTVVGK 105449.2000 1447.7647 16.2279 507755 3 483.2598 ‐1.3010
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 207015.2000 1950.9172 20.4320 403125 3 650.9772 0.0007
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1999.0019 ESTLGFVDLLRDDYVEK 75210.5900 1999.0029 35.2319 211817 3 667.0058 ‐0.0087
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1187.6644 DNGLLLHIHR 110389.6000 1187.6655 22.7002 106030 3 396.5600 ‐0.2254
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 20965.4000 3038.4553 34.8833 104768 4 760.3693 0.4452
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 58562.7400 1794.8148 21.8219 102125 3 598.9431 ‐0.7509
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 22694.1800 1502.8522 20.3210 82020 3 501.6222 ‐0.2761
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1228.6532 DLAVEGNEIIR 70987.6300 1228.6534 25.4223 80226 2 614.8303 ‐0.5030
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2840.4061 LEGDRESTLGFVDLLRDDYVEKDR 21802.4400 2840.4086 33.1227 58031 4 710.8576 ‐0.6392
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2569.2780 LEGDRESTLGFVDLLRDDYVEK 5471.8550 2569.2848 34.3236 22697 4 643.0767 0.8233
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1249.6787 ESTLGFVDLLR 5222.9300 1249.6809 35.1931 2818 2 625.3441 1.1676
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 912.4720 AMHAVIDR 5385.0200 912.4726 14.7799 2506 2 456.7400 ‐0.6336
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1866.9120 EITFNFPTIDKLDGQE 535947.3000 1866.9103 35.3075 3101722 2 933.9588 ‐0.2777
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1415.7893 LEDLRIPPAYTK 5484.4870 1415.7897 24.1745 17404 3 472.6014 ‐0.6735
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1827.8687 EYKLTYYTPEYETK 777.2940 1827.8653 24.5138 4063 2 914.4363 ‐1.3016
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(3) 740.3396 YECLR 33604.5700 740.3389 17.9783 232290 1 740.3389 ‐0.5348
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 577.3457 LAAFR 6642.4720 577.3457 31.3608 81641 1 577.3457 ‐0.1019
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(2) 577.2763 ECLR 3107.0490 577.2766 17.9772 40491 1 577.2766 0.4342
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1030.4728 YTPEYETK 13467.5800 1030.4715 22.3393 37812 1 1030.4715 0.2126
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(7) 1273.6246 PELAAACEVWK 8703.8670 1273.6245 31.5462 32230 1 1273.6245 2.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 766.3618 PEYETK 7019.8260 766.3638 22.3454 27868 1 766.3638 3.1159
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 690.4297 ILAAFR 757.8545 690.4294 31.3613 21304 1 690.4294 ‐0.1841



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 701.3941 GIQVER 3564.7160 701.3925 20.6530 20831 1 701.3925 ‐1.9044
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 879.4141 NSQPFMR 487.0121 879.4138 27.1921 19604 1 879.4138 0.4790
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 644.3726 IQVER 348.2942 644.3733 20.6983 17937 1 644.3733 1.1860
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1032.5585 PPHGIQVER 6582.3160 1032.5590 20.6475 15265 2 516.7832 ‐0.5648
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 9955.7810 1194.5641 20.4293 14596 2 597.7857 2.1630
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 558.2770 DTDIL 569.1110 558.2799 31.3789 12928 1 558.2799 5.0225
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 958.5945 GLLLHIHR 1769.4880 958.5943 23.5421 12276 2 479.8008 ‐1.4221
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 550.2806 PFMR 4975.5600 550.2807 27.1929 7929 1 550.2807 ‐0.2011
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1942.8600 DFTKDDENVNSQPFMR 4117.4190 1942.8571 27.1917 7764 2 971.9322 ‐0.6524
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(8) 1259.6929 YGRPLLGCTIK 246.6689 1259.7007 18.5681 6874 2 630.3540 5.29
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 562.3208 HIHR 157.7053 562.3207 22.6983 6707 1 562.3207 ‐0.5600
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2575.2311 VTPQPGVPPEEAGAAVAAESSTGTWT 239.6739 2575.2355 37.9657 6596 2 1288.1214 3.16
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 675.4049 LHIHR 2130.9850 675.4056 23.5174 6368 1 675.4056 1.38
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1163.5691 WTDGLTSLDR 2643.7540 1163.5646 39.6903 6360 1 1163.5646 ‐1.9418
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(11) 1404.5849 GHYLNATAGTCEE 742.8731 1404.5886 23.5840 6260 2 702.7980 2.98
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(3) 833.3934 EACVQAR 396.6848 833.3903 20.8201 6249 1 833.3903 ‐3.0034
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 587.3300 YGRPL 1368.8520 587.3298 20.2914 6110 1 587.3298 ‐0.5664
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 678.3392 QPFMR 250.2404 678.3384 27.2320 5789 1 678.3384 ‐1.0408
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 700.3512 DTDILAA 533.9880 700.3499 31.3657 5540 1 700.3499 ‐1.6097
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 788.4890 LLHIHR 356.5952 788.4898 23.5207 5528 1 788.4898 1.14
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2355.1099 AAESSTGTWTTVWTDGLTSLDR 482.0870 2355.0957 37.4689 5490 2 1178.0515 ‐4.3477
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 656.3151 GHYLNA 127.6660 656.3132 20.4291 4972 1 656.3132 ‐2.7112
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 2796.6880 1339.7878 20.3240 4787 3 447.2674 ‐1.1497
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 401.2871 IIR 122.7270 401.2866 23.8129 4278 1 401.2866 ‐1.9889
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1523.7376 FNFPTIDKLDGQE 1125.2510 1523.7336 35.3009 3905 1 1523.7336 0.6145
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(11) 1648.7094 GHYLNATAGTCEEMI 302.3503 1648.7144 20.5164 3882 2 824.8608 3.61
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 768.4363 HAGTVVGK 29792.6400 768.4358 16.2267 3630 1 768.4358 ‐0.0266
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1072.6374 NGLLLHIHR 548.0755 1072.6393 22.6996 3471 2 536.8233 0.7220
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 631.3774 AGTVVGK 10705.3800 631.3766 16.2328 3362 1 631.3766 ‐1.2130
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1681.8796 LGFVDLLRDDYVEK 3248.6710 1681.8795 35.2326 3311 2 841.4434 0.2183
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 2106.6990 1756.8296 20.4348 3088 2 878.9184 ‐3.0592
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 445.1929 DTDI 64.6394 445.1931 31.3614 3021 1 445.1931 ‐0.3115
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(2) 704.3509 ACVQAR 147.7123 704.3523 21.5287 2869 1 704.3523 2.00
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(3) 967.4224 GTCEEMIK 1745.7400 967.4230 21.8267 2868 1 967.4230 1.90
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 929.5051 VEGNEIIR 813.6909 929.5066 25.4249 2867 1 929.5066 2.21
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 834.3992 GGLDFTKD 226.9780 834.4001 27.8370 2822 1 834.4001 1.07
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 585.2780 GHYLN 156.1169 585.2779 20.4288 2767 1 585.2779 ‐0.2529
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(3) 722.3291 YECLR 106.0818 722.3248 17.9769 2649 1 722.3248 ‐5.5319
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(1) 721.3338 CEVWK 493.4798 721.3352 31.5336 2634 1 721.3352 2.86
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1000.5422 AVEGNEIIR 818.1215 1000.5373 25.4289 2622 1 1000.5373 ‐3.4892
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1405.6230 GGLDFTKDDENVN 241.7234 1405.6187 27.1799 2495 2 703.3130 ‐3.4138
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 804.3734 DKLDGQE 412.9800 804.3772 32.4217 2427 1 804.3772 5.05
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 847.4196 DTDILAAF 131.5336 847.4198 31.3691 2374 1 847.4198 1.0739
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 2993.3160 1123.5249 20.9472 2293 2 562.2661 0.3806
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1192.5117 GGLDFTKDDEN 228.7512 1192.5071 25.0216 2246 1 1192.5071 ‐1.7761
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 752.3614 EITFNF 132.2502 752.3640 35.2983 2200 1 752.3640 4.0257
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2055.9440 LDFTKDDENVNSQPFMR 132.9484 2055.9530 26.0973 2088 3 685.9892 3.60
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 949.4262 GGLDFTKDD 241.4332 949.4276 27.1946 2035 1 949.4276 2.87
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 808.3988 WSPELAAA 397.6841 808.4009 34.2212 1935 1 808.4009 3.42
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2284.0728 AESSTGTWTTVWTDGLTSLDR 532.2858 2284.0747 39.6856 1795 2 1142.5410 2.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 547.2835 EKDR 391.4413 547.2823 33.8188 1789 1 547.2823 ‐2.3954
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 791.4046 YVEKDR 91.9043 791.3999 35.3034 1634 1 791.3999 ‐5.4082
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 510.2558 DLAVE 115.5434 510.2589 26.9206 1634 1 510.2589 5.93
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1133.6062 DHIHAGTVVGK 1876.6960 1133.6052 16.2419 1596 2 567.3062 ‐1.7788
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 3158.4913 PPEEAGAAVAAESSTGTWTTVWTDGL 784.8937 3158.4746 41.1629 1582 3 1053.4964 ‐4.8429
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2083.9931 SSTGTWTTVWTDGLTSLDR 1054.4010 2083.9896 39.6831 1555 2 1042.4985 ‐0.5487
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(4) 1038.4595 AGTCEEMIK 974.4507 1038.4560 21.8108 1518 1 1038.4560 ‐1.8785
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 881.5203 IHAGTVVGK 4888.0700 881.5192 16.2270 1434 1 881.5192 ‐0.3463
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 885.4213 GHYLNATAG 208.6131 885.4208 21.8965 1346 1 885.4208 0.3036
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 876.4421 DGLTSLDR 449.1748 876.4383 39.6804 1336 1 876.4383 ‐3.4774
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 757.3628 GHYLNAT 165.0571 757.3656 19.0143 1328 1 757.3656 4.71
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 901.5730 LLLHIHR 118.8466 901.5727 23.5238 1228 2 451.2900 ‐1.7074
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1262.6375 VWTDGLTSLDR 364.6367 1262.6356 37.3714 1219 2 631.8215 ‐2.1078
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 573.3355 AVIDR 457.4572 573.3357 14.7718 1202 1 573.3357 0.1946
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1401.7413 EITFNFPTIDKL 152.0683 1401.7494 32.2452 1167 2 701.3783 5.26
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1060.4582 GGLDFTKDDE 106.3846 1060.4510 24.8741 1119 1 1060.4510 ‐5.2097
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1012.4622 YTPEYETK 185.8298 1012.4576 22.1445 1108 2 506.7324 ‐5.6683
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 828.3999 GHYLNATA 653.9683 828.3966 20.4159 1074 1 828.3966 ‐3.1660
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(5) 736.3335 AVYECL 1052.4130 736.3345 17.9728 1055 1 736.3345 1.84
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1810.8065 FTKDDENVNSQPFMR 332.4382 1810.8157 29.1436 977 2 905.9115 5.53
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1018.5792 HIHAGTVVGK 2168.1980 1018.5825 16.2156 970 2 509.7949 2.1147
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1276.5732 TYYTPEYETK 289.2451 1276.5666 22.3417 941 1 1276.5666 ‐2.8125
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1078.4687 GGLDFTKDDE 209.4197 1078.4667 25.0169 867 1 1078.4667 ‐0.2135
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 2327.1514 GDRESTLGFVDLLRDDYVEK 350.0070 2327.1551 34.3269 833 3 776.3899 1.32
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(2) 1066.5020 TCEEMIKR 2810.2240 1066.5014 20.4370 833 1 1066.5014 1.0133
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1261.5623 LTYYTPEYET 412.8493 1261.5623 22.0236 802 2 631.2848 ‐0.6025
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1389.6573 LTYYTPEYETK 445.5938 1389.6588 22.3478 8783 2 695.3330 0.7573
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1447.7441 TFQGPPHGIQVER 219.7887 1447.7526 22.5917 8582 3 483.2557 4.49
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1003.5207 DTDILAAFR 132.4178 1003.5208 31.3625 7752 2 502.2640 ‐1.0699



NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 3836.8614 VTPQPGVPPEEAGAAVAAESSTGTWT 526.0972 3836.8470 39.6928 7410 3 1279.6205 ‐2.7728
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 498.9414 1776.8024 21.8207 3923 3 592.9390 ‐1.8095
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(26) 3020.4394 ELGVPIVMHDYLTGGFTANTSLSHYCR 282.3955 3020.4314 38.0404 2619 3 1007.4820 ‐2.3073
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 Carbamidomethyl+C(6) 1098.5725 VALEACVQAR 177.5225 1098.5753 23.6325 1385 2 549.7913 1.59
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 83071.1100 53468.3747 291 70.77 None 1170.6378 DNGLLLHIHR 214.4226 1170.6411 23.5348 1393 3 390.8852 1.01
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1249.6787 ESTLGFVDLLR 142578.9000 1249.6794 20.6151 638517 2 625.3434 0.5288
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(4) 1261.6286 FLFCAEAIYK 124046.2000 1261.6291 18.9934 452132 2 631.3182 0.3750
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(26) 3038.4499 ELGVPIVMHDYLTGGFTANTSLSHYCR 96158.4100 3038.4467 20.1227 379349 4 760.3671 ‐1.0738
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 3854.8719 VTPQPGVPPEEAGAAVAAESSTGTWT 244845.5000 3854.8596 22.3332 206126 3 1285.6247 ‐0.7841
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(8) 1502.8512 YGRPLLGCTIKPK 178531.4000 1502.8498 13.8714 140211 3 501.6215 ‐1.5806
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1819.9549 LEGDRESTLGFVDLLR 52251.3000 1819.9563 19.8627 107158 3 607.3236 0.5303
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(6) 1116.5830 VALEACVQAR 101906.3000 1116.5836 13.6758 93299 2 558.7954 0.2009
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(11) 1950.9161 GHYLNATAGTCEEMIKR 171756.9000 1950.9176 13.7541 93114 3 650.9774 0.7138
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1407.6678 LTYYTPEYETK 96579.6600 1407.6666 14.8379 79183 2 704.3370 ‐0.7075
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1324.6783 EITFNFPTIDK 23192.5600 1324.6804 19.2822 75910 2 662.8438 1.86
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 2169.9870 GGLDFTKDDENVNSQPFMR 17310.2200 2169.9852 16.9073 39800 3 723.9999 ‐0.5885
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(9) 1546.7359 WSPELAAACEVWK 11136.9800 1546.7353 18.8824 34219 2 773.8713 ‐0.0436
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1465.7546 TFQGPPHGIQVER 58695.1800 1465.7540 13.9951 30468 3 489.2562 ‐1.1430
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(11) 1794.8150 GHYLNATAGTCEEMIK 69900.3500 1794.8180 14.4780 28685 3 598.9442 1.47
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1187.6644 DNGLLLHIHR 31019.0500 1187.6645 15.1139 24888 3 396.5597 ‐0.9962
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 2410.1813 LTYYTPEYETKDTDILAAFR 6145.1080 2410.1822 19.6583 21315 3 804.0656 0.9063
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1228.6532 DLAVEGNEIIR 34369.9900 1228.6526 16.2667 18438 2 614.8299 ‐0.6076
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1021.5313 DTDILAAFR 12781.7900 1021.5321 19.0396 15278 2 511.2697 0.3889
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1447.7652 LSGGDHIHAGTVVGK 5212.5240 1447.7659 11.65 7729 3 483.2601 ‐0.2827
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(5) 910.4452 AVYECLR 7249.2300 910.4458 13.0278 1724 2 455.7266 0.2102
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 2270.1299 ESTLGFVDLLRDDYVEKDR 822.2722 2270.1461 19.7760 26489 3 757.3869 7.48
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(1) 5115.4471 CYHIEPVPGEETQFIAYVAYPLDLFEEGS 299.1408 5115.3655 25.7194 857 3 1705.7934 ‐11.8798
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1866.9120 EITFNFPTIDKLDGQE 21211.9700 1866.9119 20.5047 42852 2 933.9596 0.7462
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1001.4786 TIDKLDGQE 75.1400 1001.4740 18.9903 19959 1 1001.4740 ‐3.1893
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 932.5564 LGFVDLLR 177.9785 932.5573 20.6146 9098 1 932.5573 2.1500
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(7) 1339.7879 GRPLLGCTIKPK 53399.3700 1339.7858 13.8759 8056 3 447.2668 ‐2.4530
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(2) 803.4444 GCTIKPK 20489.8600 803.4440 13.8806 7716 1 803.4440 0.2153
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1262.6375 VWTDGLTSLDR 174.7792 1262.6313 21.0875 7408 2 631.8193 ‐4.9638
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 958.5945 GLLLHIHR 6173.5440 958.5929 15.5336 6535 2 479.8001 ‐2.1670
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 762.4509 FVDLLR 1027.3420 762.4513 20.6155 6519 1 762.4513 1.84
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(13) 1552.6962 GGFTANTSLSHYCR 233.5455 1552.6936 18.1602 5830 2 776.8505 ‐1.2816
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 562.3208 HIHR 2073.5500 562.3211 15.5286 4553 1 562.3211 0.3954
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1349.6922 ELGVPIVMHDYL 101.2569 1349.6866 18.3931 3422 2 675.3469 ‐4.0831
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1115.5579 PTIDKLDGQE 1385.9560 1115.5538 20.4900 3399 1 1115.5538 ‐1.8935
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(3) 833.3934 EACVQAR 4808.4540 833.3937 13.6784 3243 1 833.3937 1.97
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1058.5113 LEGDRESTLG 165.8535 1058.5122 21.2511 3172 1 1058.5122 2.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(5) 1126.6653 PLLGCTIKPK 6497.6650 1126.6677 13.9298 3103 2 563.8375 1.09
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 586.3923 TIKPK 3202.4610 586.3918 13.8765 2724 1 586.3918 ‐0.7035
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1217.6385 QGPPHGIQVER 22145.1400 1217.6374 13.9966 2512 2 609.3223 ‐1.0428
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 819.4723 GFVDLLR 475.4654 819.4701 19.8746 2503 1 819.4701 ‐1.8472
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(2) 704.3509 ACVQAR 7221.8290 704.3509 13.6845 2355 1 704.3509 0.5388
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(4) 1194.5606 AGTCEEMIKR 2340.7580 1194.5625 13.7552 2292 2 597.7849 1.92
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(1) 746.4230 CTIKPK 755.8585 746.4187 13.8615 2151 1 746.4187 ‐5.1958
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 788.4890 LLHIHR 487.7726 788.4880 15.5230 2089 1 788.4880 ‐0.5527
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(3) 1123.5235 GTCEEMIKR 1131.8610 1123.5272 13.7552 1983 2 562.2672 3.0736
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1120.6361 STLGFVDLLR 325.7333 1120.6305 20.6164 1695 1 1120.6305 ‐3.2465
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(1) 633.3137 CVQAR 52.5774 633.3155 17.7938 1624 1 633.3155 2.66
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 3176.5018 PPEEAGAAVAAESSTGTWTTVWTDGL 3245.7880 3176.4809 22.3292 1485 2 1588.7441 ‐3.9389
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1033.6041 TLGFVDLLR 121.2292 1033.5985 18.8125 1480 1 1033.5985 ‐3.8943
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(5) 1017.5146 ALEACVQAR 2852.4840 1017.5155 13.6763 1451 1 1017.5155 2.37
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 757.4355 YGRPLLG 2010.0340 757.4355 13.8761 1438 1 757.4355 0.5102
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1193.5361 YYTPEYETK 3093.3000 1193.5324 14.8390 1415 1 1193.5324 ‐1.1379
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 867.4094 TPEYETK 6183.6550 867.4074 14.8308 1414 1 867.4074 ‐1.3671
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1030.4728 YTPEYETK 1756.5860 1030.4690 14.8403 1339 1 1030.4690 ‐2.1372
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 656.3151 GHYLNA 117.5216 656.3138 13.7508 1272 1 656.3138 ‐1.7436
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1334.6811 SGGDHIHAGTVVGK 1296.4070 1334.6812 11.82 1255 2 667.8442 0.0906
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1055.6109 NGLLLHIHR 315.0611 1055.6117 15.1021 1196 2 528.3095 0.4492
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 766.3618 PEYETK 6776.4700 766.3642 14.8367 1154 1 766.3642 3.23
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 615.3824 VDLLR 115.6172 615.3813 19.8588 1139 1 615.3813 ‐1.7617
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1468.7505 ELGVPIVMHDYLT 111.0037 1468.7471 16.6969 1137 3 490.2539 ‐3.0006
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1089.5800 GPPHGIQVER 1642.8750 1089.5800 13.9993 1109 2 545.2936 ‐0.3176
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 675.4049 LHIHR 338.9476 675.4060 15.1108 1080 1 675.4060 1.63
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(5) 1295.6083 TAGTCEEMIKR 1756.7760 1295.6094 13.7462 872 2 648.3084 0.8879
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(9) 1756.8357 YLNATAGTCEEMIKR 1547.7770 1756.8391 14.1328 758 3 586.2845 1.81
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(11) 1932.9055 GHYLNATAGTCEEMIKR 1306.8430 1932.9051 13.7528 2273 4 483.9817 ‐0.2337
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 1003.5207 DTDILAAFR 45.0207 1003.5243 20.3348 1920 1 1003.5243 4.73
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 3836.8614 VTPQPGVPPEEAGAAVAAESSTGTWT 421.1620 3836.8556 23.9200 1014 3 1279.6234 0.9018
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 Carbamidomethyl+C(11) 1776.8044 GHYLNATAGTCEEMIK 336.2463 1776.8087 14.4806 1012 3 592.9411 2.0913
NP_051067.1 ribulose 1 5 bisphosphate carboxylase oxygenase large subunit Arabidopsis thaliana 55452.8600 53468.3747 291 70.77 None 3837.8454 VTPQPGVPPEEAGAAVAAESSTGTWT 439.9243 3837.8536 22.3412 1383 3 1279.9561 4.38
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 1609.8180 SNNTVYNATAGGIISK 3897.6220 1609.8201 22.9766 13796 2 805.4137 1.58
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 1234.7518 NILVIGPVPGQK 13461.7000 1234.7509 17.4202 11823 2 617.8791 ‐1.2784
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 967.4553 VQLSEMNF 943.3655 967.4575 29.6207 11467 1 967.4575 3.28
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 2248.2336 GALNVGAVLILPEGFELAPPDR 4998.3700 2248.2205 22.8350 9703 2 1124.6139 ‐4.5157
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 954.5619 EVIDIIPR 5527.7770 954.5615 27.4408 8689 2 477.7844 ‐1.5012



NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 1373.7522 GLELLVSEGESIK 391.0691 1373.7446 33.5124 2977 2 687.3759 ‐5.8995
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 1551.7914 NTFSWIREEITR 1312.3970 1551.7761 15.8898 880 3 517.9302 ‐10.9180
NP_051072.1 cytochrome f Arabidopsis thaliana 1270.2130 35470.9316 16 24.38 None 613.3668 DIIPR 166.9103 613.3663 28.1319 2450 1 613.3663 ‐0.8730
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 1609.8180 SNNTVYNATAGGIISK 6464.7480 1609.8201 22.9766 13796 2 805.4137 1.60
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 967.4553 VQLSEMNF 1383.6210 967.4575 29.6207 11467 1 967.4575 3.69
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 954.5619 EVIDIIPR 4441.6990 954.5615 27.4408 8689 2 477.7844 ‐1.6641
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 2950.4905 LDQPLTSNPNVGGFGQGDAEIVLQDP 201.8299 2950.4337 43.9081 3003 3 984.1494 ‐18.9955
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 1550.8074 IGNLSFQNYRPNK 327.1429 1550.7801 25.1731 1907 2 775.8937 ‐17.5802
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 1708.8501 EKGGYEITIVDASNGR 340.5624 1708.8537 27.5480 8349 2 854.9305 2.93
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 1156.5957 EITIVDASNGR 217.2797 1156.5976 24.4276 5267 2 578.8024 0.8020
NP_051072.1 cytochrome f Arabidopsis thaliana 499.8207 35470.9316 16 24.38 None 613.3668 DIIPR 94.9405 613.3663 28.1319 2450 1 613.3663 ‐0.8901
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20014.3700 9551.7469 10 62.96 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20014.3700 9551.7469 10 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20014.3700 9551.7469 10 62.96 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 20014.3700 9551.7469 10 62.96 None 1204.6109 VYLWHETTR 3360.7120 1204.6155 14.6176 2831 2 602.8114 3.1613
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13370.8800 9551.7469 10 62.96 Carbamidomethyl+C(5)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13370.8800 9551.7469 10 62.96 None 641.2963 SMGLAY 7328.6240 641.2972 23.3508 18013 1 641.2972 1.05
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13370.8800 9551.7469 10 62.96 Carbamidomethyl+C(1)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 13370.8800 9551.7469 10 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 9226.4710 9551.7469 10 62.96 Carbamidomethyl+C(2)
NP_051110.1 photosystem I subunit VII Arabidopsis thaliana 9226.4710 9551.7469 10 62.96 None 1204.6109 VYLWHETTR 2186.5740 1204.6155 14.6176 2831 2 602.8114 3.59
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1200.6293 VVDAMGVPIDGK 33004.4100 1200.6294 23.7860 20928 2 600.8184 ‐0.5015
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1250.6375 AAELTNLFESR 9642.9410 1250.6376 29.1800 19056 2 625.8225 ‐0.4556
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1043.5732 TGSIVDVPAGK 34573.0800 1043.5756 19.6210 18248 2 522.2914 1.96
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1330.7577 TTIAIDTILNQK 3990.8880 1330.7548 18.2539 17768 2 665.8810 ‐2.5495
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 4553.9420 2308.1594 23.9100 16628 3 770.0580 1.0441
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1026.5942 AVDSLVPIGR 33759.9000 1026.5955 25.0193 13475 2 513.8014 0.3386
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1283.6994 QPQYAPLPIEK 1485.1680 1283.7001 24.0142 8118 2 642.3537 0.0461
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 860.5022 QMSLLLR 22903.9600 860.5019 16.8035 6411 2 430.7546 ‐1.6367
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1704.8261 DNGMHALIIYDDLSK 2414.5240 1704.8399 30.6992 4648 3 568.9515 7.21
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1012.4806 GALSDHEQR 767.2794 1012.5017 20.4079 1085 1 1012.5017 22.1469
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 Carbamidomethyl+C(15) 2635.2491 QINSRATSESETMYCVYVAIGQK 529.9083 2635.2313 41.2294 5849 3 879.0820 ‐6.4065
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1929.0764 TTIAIDTILNQKQINSR 657.7200 1929.0728 20.1058 1553 2 965.0401 ‐1.1107
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 1591.8075 FGSDLDAATQALLNR 410.6601 1591.8144 21.7621 51183 2 796.4109 4.45
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 887.4655 AMGVPIDGK 340.8308 887.4641 25.4608 4288 1 887.4641 ‐0.6731
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 541.3457 VPIGR 74.6547 541.3482 25.7951 2855 1 541.3482 4.03
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 732.4437 MSLLLR 88.2304 732.4402 17.9531 2392 1 732.4402 ‐4.3948
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 3131.9400 55256.4040 26 28.21 None 842.4917 QMSLLLR 192.0839 842.4924 16.8005 770 2 421.7498 ‐0.3966
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1200.6293 VVDAMGVPIDGK 21237.0400 1200.6294 23.7860 20928 2 600.8184 ‐0.6069
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1250.6375 AAELTNLFESR 9430.9860 1250.6376 29.1800 19056 2 625.8225 ‐0.5493
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1043.5732 TGSIVDVPAGK 50596.5000 1043.5756 19.6210 18248 2 522.2914 1.76
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1026.5942 AVDSLVPIGR 36278.6800 1026.5955 25.0193 13475 2 513.8014 0.1926
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1283.6994 QPQYAPLPIEK 2384.5060 1283.7001 24.0142 8118 2 642.3537 ‐0.0399
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 1704.8261 DNGMHALIIYDDLSK 1991.6720 1704.8399 30.6992 4648 3 568.9515 7.86
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 Carbamidomethyl+C(14)
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 887.4655 AMGVPIDGK 586.3986 887.4641 25.4608 4288 1 887.4641 ‐0.6272
NP_085571.2 ATPase subunit 1 Arabidopsis thaliana 2631.2390 55256.4040 26 28.21 None 856.4887 DSLVPIGR 1664.2920 856.4898 25.0180 1832 1 856.4898 2.0948
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 2021.0776 LVWEQVLKPLYGMTTDK 24084.8200 2021.0770 21.2652 123271 3 674.3639 ‐0.7306
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1124.5259 VPAFEDGDFK 49722.7300 1124.5263 23.7470 86672 2 562.7668 ‐0.4074
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1030.5316 VLDVYEHR 53162.9600 1030.5317 17.4164 40278 2 515.7695 ‐0.8994
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 8773.2740 2315.1270 37.6264 34826 3 772.3805 1.39
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1503.7842 NLDFEFVHIELK 6179.7740 1503.7872 34.6565 26915 3 501.9339 0.8888
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1556.7744 AITQYIAHFYSDK 5703.0600 1556.7729 17.7742 24571 2 778.8901 ‐0.8975
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 922.5720 VLIALHEK 35115.1400 922.5719 13.9224 5750 2 461.7896 ‐1.3107
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1143.5905 VFGHPASTATR 3057.6440 1143.5929 13.8386 3172 2 572.3001 1.58
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1002.5578 GNQLVSLGSK 5836.4540 1002.5555 20.0837 2893 1 1002.5555 ‐1.0134
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1424.0380 2369.3523 24.9328 897 3 790.4556 1.57
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 2070.0291 NLDFEFVHIELKDGEHK 314.0541 2070.0733 37.8365 969 3 690.6959 20.9648
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1078.6731 RVLIALHEK 8642.5910 1078.6768 18.5409 3947 2 539.8421 2.66
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1025.4972 PLYGMTTDK 195.4321 1025.4935 22.0403 3622 2 513.2504 ‐4.5922
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 597.3355 ALHEK 22321.3700 597.3360 13.9175 2930 1 597.3360 0.7925
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 710.4196 IALHEK 2908.6550 710.4183 13.9186 1992 1 710.4183 ‐1.5157
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1372.6532 TQYIAHFYSDK 1513.4730 1372.6522 17.7644 1978 2 686.8297 ‐1.0337
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 528.2817 LVWE 105.5675 528.2831 21.9266 1285 1 528.2831 2.25
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 857.3676 FEDGDFK 842.9883 857.3642 23.6731 1080 1 857.3642 ‐3.1405
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1133.6565 IQYLLGTPTK 249.5295 1133.6547 24.1424 905 2 567.3310 ‐2.3312
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 815.3604 YGMTTDK 251.8692 815.3595 20.6893 816 1 815.3595 ‐0.4693
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 823.5036 LIALHEK 1898.0990 823.5033 13.9266 767 2 412.2553 ‐1.7522
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 2297.1118 DIAGIAMGIEIESHEFDPVGSK 280.6113 2297.1014 35.5925 906 2 1149.0543 ‐3.1381
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 9997.6330 23598.1604 57 66.03 None 1125.5800 VFGHPASTATR 236.0020 1125.5824 15.7123 880 2 563.2948 1.14
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1124.5259 VPAFEDGDFK 31153.8600 1124.5266 23.6822 47166 2 562.7669 ‐0.2436
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1030.5316 VLDVYEHR 56979.1000 1030.5317 17.4164 40278 2 515.7695 ‐1.0445
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 2315.1224 DIAGIAMGIEIESHEFDPVGSK 9473.3160 2315.1275 37.6452 25464 3 772.3807 1.10
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1503.7842 NLDFEFVHIELK 8936.9610 1503.7870 34.6643 24330 3 501.9338 0.9167
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 922.5720 VLIALHEK 15039.7500 922.5716 19.9735 15066 2 461.7894 ‐1.8287
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 2021.0776 LVWEQVLKPLYGMTTDK 1357.9820 2021.0783 37.2726 4337 3 674.3643 ‐0.1448
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1143.5905 VFGHPASTATR 1419.4120 1143.5929 13.8386 3172 2 572.3001 1.71
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1002.5578 GNQLVSLGSK 10921.3400 1002.5555 20.0837 2893 1 1002.5555 ‐0.9412
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 3298.6624 GNQLVSLGSKDIAGIAMGIEIESHEFDP 364.5306 3298.5939 32.1460 1846 3 1100.2028 ‐20.2351



NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 2070.0291 NLDFEFVHIELKDGEHK 103.6969 2070.0733 37.8365 969 3 690.6959 20.8944
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1078.6731 RVLIALHEK 15974.3300 1078.6768 18.5409 3947 2 539.8421 2.27
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 931.4632 LDVYEHR 17304.6100 931.4631 17.4239 15846 2 466.2352 ‐1.4326
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 818.3791 DVYEHR 18690.6600 818.3786 17.4158 13472 1 818.3786 0.0199
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 597.3355 ALHEK 3684.8600 597.3351 19.9680 8691 1 597.3351 ‐0.8121
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 604.2838 YEHR 6886.9650 604.2840 17.4180 8111 1 604.2840 0.3127
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 710.4196 IALHEK 2097.6150 710.4193 19.9716 5700 1 710.4193 ‐0.0433
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 823.5036 LIALHEK 1100.7330 823.5039 19.9698 2719 2 412.2556 ‐1.2128
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1044.5221 FGHPASTATR 547.5973 1044.5242 13.8356 1649 2 522.7657 0.9239
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1958.9528 IAMGIEIESHEFDPVGSK 479.9612 1958.9532 33.7122 1449 3 653.6559 ‐0.3327
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 857.3676 FEDGDFK 588.8093 857.3642 23.6731 1080 1 857.3642 ‐3.1016
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 2297.1118 DIAGIAMGIEIESHEFDPVGSK 397.2611 2297.1014 35.5925 906 2 1149.0543 ‐2.9874
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 1486.7577 NLDFEFVHIELK 465.1806 1486.7561 33.9356 1403 2 743.8817 ‐1.1655
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 6550.9100 23598.1604 57 66.03 None 985.5313 GNQLVSLGSK 233.8520 985.5316 20.0085 979 2 493.2694 ‐0.8534
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 2021.0776 LVWEQVLKPLYGMTTDK 38594.7300 2021.0770 21.2652 123271 3 674.3639 ‐0.2678
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 1556.7744 AITQYIAHFYSDK 3302.0970 1556.7729 17.7742 24571 2 778.8901 ‐0.5643
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 922.5720 VLIALHEK 24374.2900 922.5719 13.9224 5750 2 461.7896 ‐0.7049
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1323.3120 2369.3523 24.9328 897 3 790.4556 2.44
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 2610.3787 LFDERPHVSAWVADITSRPSAKK 336.4806 2610.3745 25.5501 2673 2 1305.6909 0.2626
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 2540.3144 AITQYIAHFYSDKGNQLVSLGSK 1072.5860 2540.3179 18.7680 15673 4 635.8349 1.06
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 597.3355 ALHEK 13824.3800 597.3360 13.9175 2930 1 597.3360 0.9643
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 2238.1190 QYIAHFYSDKGNQLVSLGSK 266.9474 2238.1091 18.9647 2462 2 1119.5582 ‐3.0957
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 710.4196 IALHEK 2085.7960 710.4183 13.9186 1992 1 710.4183 ‐1.3696
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 1889.9830 VWEQVLKPLYGMTTDK 185.7355 1889.9888 23.4488 1198 2 945.4980 3.78
NP_171791.1 glutathione S transferase 7 11 Arabidopsis thaliana 4467.8750 23598.1604 57 66.03 None 823.5036 LIALHEK 998.5910 823.5033 13.9266 767 2 412.2553 ‐1.1038
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 2021.0776 LVWEQVLKPLYGMTTDK 24084.8200 2021.0770 21.2652 123271 3 674.3639 ‐0.7306
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1124.5259 VPAFEDGDFK 49722.7300 1124.5263 23.7470 86672 2 562.7668 ‐0.4074
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1475.7529 NVDFEFVHVELK 17708.9700 1475.7538 31.4340 67965 3 492.5895 ‐0.5529
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1522.7536 AITQYIAHEFSDK 8796.4360 1522.7522 27.1736 44840 3 508.2556 ‐2.0287
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1030.5316 VLDVYEHR 53162.9600 1030.5317 17.4164 40278 2 515.7695 ‐0.8994
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 2389.1414 DMAIIAMGIEIESHEFDPVGSK 11725.2200 2389.1460 40.2832 37871 3 797.0535 1.99
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 922.5720 VLIALHEK 35115.1400 922.5719 13.9224 5750 2 461.7896 ‐1.3107
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1143.5905 VFGHPASTATR 3057.6440 1143.5929 13.8386 3172 2 572.3001 1.58
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 2369.3479 FTLVDLHTIPVIQYLLGTPTK 1424.0380 2369.3523 24.9328 897 3 790.4556 1.57
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1078.6731 RVLIALHEK 8642.5910 1078.6768 18.5409 3947 2 539.8421 2.66
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1025.4972 PLYGMTTDK 195.4321 1025.4935 22.0403 3622 2 513.2504 ‐4.5922
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 597.3355 ALHEK 22321.3700 597.3360 13.9175 2930 1 597.3360 0.7925
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 710.4196 IALHEK 2908.6550 710.4183 13.9186 1992 1 710.4183 ‐1.5157
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 528.2817 LVWE 105.5675 528.2831 21.9266 1285 1 528.2831 2.25
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 857.3676 FEDGDFK 842.9883 857.3642 23.6731 1080 1 857.3642 ‐3.1405
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1133.6565 IQYLLGTPTK 249.5295 1133.6547 24.1424 905 2 567.3310 ‐2.3312
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 815.3604 YGMTTDK 251.8692 815.3595 20.6893 816 1 815.3595 ‐0.4693
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 823.5036 LIALHEK 1898.0990 823.5033 13.9266 767 2 412.2553 ‐1.7522
NP_171792.1 glutathione S transferase 6 Arabidopsis thaliana 10871.3900 23485.9666 19 59.13 None 1125.5800 VFGHPASTATR 236.0020 1125.5824 15.7123 880 2 563.2948 1.14
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 1650.7978 EQIFEMPTGGAAIMR 94824.4300 1650.7976 31.2618 145602 2 825.9025 0.0905
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 2936.5152 EAPVGFTPPQLDPNTPSPIFAGSTGGLL 45702.8600 2936.5111 21.1071 96212 3 979.5085 ‐0.6904
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 990.5043 ITYQFYR 28112.1800 990.5037 15.3421 48703 2 495.7555 ‐1.7021
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 875.4404 EGVGLNMR 20551.7700 875.4420 19.5005 13671 2 438.2247 0.6792
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 885.5040 NVSPIEVK 5482.3610 885.5055 18.5891 8619 2 443.2564 0.4666
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 1810.9010 AQVEEFYVITWNSPK 1531.8490 1810.9051 33.1609 6439 2 905.9562 2.23
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 Carbamidomethyl+C(3) 1047.5252 EQCLALGTR 3213.0640 1047.5253 18.6025 5070 2 524.2663 ‐0.8466
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 3064.6102 EAPVGFTPPQLDPNTPSPIFAGSTGGLL 631.4493 3064.6057 20.0024 2489 3 1022.2067 ‐0.5792
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 1938.9960 KAQVEEFYVITWNSPK 2124.0230 1939.0014 30.9476 10429 3 647.0053 2.82
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 1058.5153 FTGKQSYDL 284.1679 1058.5122 21.2511 3172 1 1058.5122 ‐1.4539
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 631.3198 WNSPK 69.3086 631.3166 33.0180 16101 1 631.3166 ‐5.0173
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 877.4203 TYQFYR 9312.8080 877.4194 15.3406 5568 1 877.4194 ‐0.1258
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 873.4611 PTGGAAIMR 2826.7340 873.4574 31.2548 3965 1 873.4574 ‐3.3167
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 715.3410 TWNSPK 93.4471 715.3420 33.2687 2710 1 715.3420 1.53
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 672.3927 SPIEVK 998.5114 672.3934 18.6029 2644 1 672.3934 1.58
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 630.3933 LALGTR 498.3686 630.3936 20.5123 2226 1 630.3936 0.3904
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 2336.2245 TPPQLDPNTPSPIFAGSTGGLLR 906.5722 2336.2180 21.1075 1500 2 1168.6126 ‐1.3138
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 15802.1900 22363.6807 27 49.51 None 1041.4888 FTGKQSYDL 194.0908 1041.4849 20.4252 1086 2 521.2461 ‐4.6244
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 1650.7978 EQIFEMPTGGAAIMR 103165.9000 1650.7976 31.2611 144517 2 825.9024 0.0554
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 875.4404 EGVGLNMR 30099.2500 875.4420 19.5005 13671 2 438.2247 0.4979
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 885.5040 NVSPIEVK 8929.2100 885.5054 18.4801 4474 2 443.2563 0.1851
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 Carbamidomethyl+C(4) 1175.6202 KEQCLALGTR 190.6845 1175.6076 20.5404 1715 2 588.3074 ‐11.4922
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 1370.6957 ANPGREGVGLNMR 233.7792 1370.6799 20.9415 1479 2 685.8436 ‐11.9150
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 873.4611 PTGGAAIMR 7500.7170 873.4574 31.2548 3965 1 873.4574 ‐3.2741
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 1133.5442 EMPTGGAAIMR 903.9944 1133.5459 31.2483 2303 1 1133.5459 3.48
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 630.3933 LALGTR 243.3984 630.3936 20.5123 2226 1 630.3936 0.3772
NP_171812.1 photosystem I reaction center subunit D 2 Arabidopsis thaliana 9140.5040 22363.6807 27 49.51 None 672.3927 SPIEVK 2247.1420 672.3933 18.4825 1182 1 672.3933 1.0378
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1649.9949 VLVVANPANTNALILK 86544.3400 1649.9939 18.3731 130762 2 825.5006 ‐0.3687
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1360.7545 MELIDAAFPLLK 49150.6300 1360.7555 22.2297 50131 2 680.8814 0.4285
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 943.5459 LSVPVSDVK 20130.1300 943.5451 21.2302 47723 2 472.2762 ‐1.9764
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1017.5251 EFAPSIPEK 47471.1200 1017.5260 21.7983 42140 2 509.2666 ‐0.1115
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 2349.1721 ELVKDDAWLDGEFISTVQQR 7847.0640 2349.1759 33.0189 32748 3 783.7302 1.86
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1884.9450 NGDWSIVQGLPIDEVSR 14678.5400 1884.9463 34.4997 21532 2 942.9768 1.24
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 2000.1361 VLVTGAAGQIGYALVPMIAR 26563.1400 2000.1372 37.3447 19403 2 1000.5722 1.91
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 2155.2680 928.4062 23.8478 16592 1 928.4062 ‐0.9738



NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1435.6985 MDLTAEELKEEK 21866.3000 1435.7003 21.0285 15627 3 479.2383 0.0395
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 4776.5070 1645.7991 14.4866 4116 3 549.2712 0.7622
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1879.8821 DDAWLDGEFISTVQQR 1473.0760 1879.8866 33.4801 2581 2 940.4469 3.0186
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 830.4618 SVPVSDVK 1337.5480 830.4623 21.2334 3489 1 830.4623 1.07
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 741.4141 APSIPEK 3337.8390 741.4141 21.7997 2012 1 741.4141 0.3829
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 946.4840 LSSALSAASSA 205.8704 946.4778 13.6829 1835 1 946.4778 ‐5.4866
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1304.6580 DLTAEELKEEK 2032.6450 1304.6583 21.0320 1591 2 652.8328 ‐0.2392
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1168.6684 NPANTNALILK 1163.6150 1168.6623 18.3735 1202 1 1168.6623 ‐3.3433
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1239.7056 ANPANTNALILK 2619.2950 1239.7044 18.3714 1177 1 1239.7044 1.1573
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 987.5873 IDAAFPLLK 164.0577 987.5909 22.2329 866 1 987.5909 4.25
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1286.6474 DLTAEELKEEK 296.8848 1286.6496 22.0735 835 2 643.8284 1.1851
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1100.6714 LIDAAFPLLK 263.9215 1100.6677 22.2380 764 1 1100.6677 ‐1.7210
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 11747.8900 35913.2053 29 41.87 None 1417.6879 MDLTAEELKEEK 196.6234 1417.6946 21.2837 3492 2 709.3509 4.67
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 943.5459 LSVPVSDVK 26258.6200 943.5449 21.2295 46135 2 472.2761 ‐2.2748
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 2349.1721 ELVKDDAWLDGEFISTVQQR 4796.0760 2349.1759 33.0157 29137 3 783.7302 1.72
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 2266.1000 NVIIWGNHSSSQYPDVNHAK 2772.8100 2266.1024 23.3551 24369 3 756.0390 0.7993
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 1884.9450 NGDWSIVQGLPIDEVSR 18295.8800 1884.9463 34.4997 21532 2 942.9768 1.68
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 Carbamidomethyl+C(6) 928.4081 DLAYSCLS 2266.1150 928.4065 23.8505 14507 1 928.4065 ‐0.5864
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 Carbamidomethyl+C(12) 1645.7963 LSSALSAASSACDHIR 95.4773 1645.8177 29.9200 7368 2 823.4125 13.1989
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 830.4618 SVPVSDVK 2233.9720 830.4623 21.2334 3489 1 830.4623 1.35
NP_171936.1 malate dehydrogenase Arabidopsis thaliana 2163.8310 35913.2053 29 41.87 None 1245.5858 SSQYPDVNHAK 260.7388 1245.5839 24.5432 2125 2 623.2956 ‐2.2168
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 2540.2741 MSIASFYNPGSDSVIFPAPELIGK 2340.7380 2540.2703 22.3102 20226 2 1270.6388 0.3316
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 2069.9774 HLPVSNISDVPDLDDDYR 13668.8600 2069.9783 27.9280 19894 3 690.6643 0.0269
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 Carbamidomethyl+C(10) 1988.0257 LSEELLDLLCENLGLEK 4152.9880 1988.0203 23.3097 19195 2 994.5138 ‐1.8965
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 1831.8385 SEVNDVDWESTFYLK 7445.4290 1831.8393 32.8693 12061 2 916.4233 0.9847
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 1713.8806 AHTDAGGIILLFQDDK 2950.8380 1713.8851 32.3790 5237 3 571.9666 1.04
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 1078.4914 FVFEDYMK 616.1140 1078.4674 27.1942 6912 1 1078.4674 ‐20.6833
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 2552.4083 AHTDAGGIILLFQDDKVSGLQLLK 2134.6960 2552.4137 37.5013 3905 4 638.8589 0.3464
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 2227.2081 HSIVVNLGDQLEVITNGKYK 632.1914 2227.1926 18.7111 3477 3 743.0690 ‐7.1639
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 1309.5543 SDVPDLDDDYR 508.2210 1309.5553 30.3287 2879 2 655.2813 0.3452
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1662.8000 36962.1083 18 39.01 None 971.5560 FPAPELIGK 1270.9340 971.5550 24.2060 874 2 486.2811 ‐2.1068
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 Carbamidomethyl+C(7) 1599.7836 VSNYPPCPNPDLVK 5453.3250 1599.7839 22.4080 20281 2 800.3956 0.3027
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 2069.9774 HLPVSNISDVPDLDDDYR 16125.9300 2069.9783 27.9280 19894 3 690.6643 ‐0.0435
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 1559.7734 AMETTVANNVGPLATA 1342.8890 1559.7720 26.6930 14594 2 780.3896 ‐0.8722
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 1831.8385 SEVNDVDWESTFYLK 6370.3320 1831.8397 32.8678 11327 2 916.4235 1.95
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 1713.8806 AHTDAGGIILLFQDDK 2984.2540 1713.8851 32.3790 5237 3 571.9666 1.25
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 1078.4914 FVFEDYMK 748.4963 1078.4674 27.1942 6912 1 1078.4674 ‐20.5936
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 None 1309.5543 SDVPDLDDDYR 330.9011 1309.5553 30.3287 2879 2 655.2813 0.2653
NP_171994.1 1 aminocyclopropane 1 carboxylate oxidase Arabidopsis thaliana 1665.1340 36962.1083 18 39.01 Carbamidomethyl+C(7) 1581.7730 VSNYPPCPNPDLVK 131.5863 1581.7643 26.5803 2294 2 791.3858 ‐5.4557
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1611.9105 ALLDDPVFRPLVEK 15637.4500 1611.9109 19.1210 69981 3 537.9751 ‐0.7297
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 2280.0608 SGFEGAWTSNPLIFDNSYFK 34946.8200 2280.0550 21.8141 57959 2 1140.5311 ‐1.1914
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 922.4516 LSELGFADA 12575.6400 922.4515 27.9926 53111 1 922.4515 0.8437
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 2064.8644 YAADEDAFFADYAEAHMK 21984.0000 2064.8648 30.4874 45832 3 688.9598 ‐0.1862
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1858.0168 ELLSGEKEGLLQLVSDK 14051.5500 1858.0177 32.0971 36290 3 620.0108 ‐0.1421
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 2069.0808 QMGLSDKDIVALSGAHTLGR 6961.1070 2069.0800 17.0956 34131 3 690.3649 ‐0.7552
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1101.6150 EGLLQLVSDK 15093.0500 1101.6166 30.1715 31145 2 551.3119 0.6266
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 Carbamidomethyl+C(2) 960.4754 NCAPIMVR 32001.7400 960.4761 18.5660 29078 2 480.7417 ‐0.3536
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1906.9518 FDAEQAHGANSGIHIALR 5922.8700 1906.9544 23.1120 26165 4 477.4941 ‐0.6946
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 923.4404 TGGPFGTMR 3220.6110 923.4408 20.3844 21094 2 462.2240 ‐0.6604
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1343.6478 NYPTVSEDYKK 17474.9700 1343.6497 16.9116 15371 3 448.5547 0.0878
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 Carbamidomethyl+C(11) 1635.7333 LAWHSAGTFDCQSR 8206.6110 1635.7351 14.6215 9925 3 545.9166 0.1843
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1314.7052 DDPVFRPLVEK 2220.7760 1314.7067 19.1220 3707 2 657.8570 0.7053
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 615.3647 PIMVR 9574.3690 615.3652 18.5856 3005 1 615.3652 0.7804
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1066.5415 PTVSEDYKK 8247.5080 1066.5425 16.9006 2658 2 533.7749 0.0797
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 686.4018 APIMVR 1420.5660 686.4028 18.5785 1518 1 686.4028 1.67
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 1830.7639 ADEDAFFADYAEAHMK 4723.0160 1830.7652 30.4732 1188 2 915.8863 1.30
NP_172267.1 L ascorbate peroxidase 1 Arabidopsis thaliana 10618.0400 27846.3943 18 63.20 None 904.4411 LSELGFADA 449.6768 904.4417 28.7074 10540 1 904.4417 1.21
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1566.8261 EAEEVEPILEALPK 65325.5900 1566.8272 32.4771 34671 2 783.9172 0.6987
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1654.8224 AGGFPEPEIVHYNPK 8445.3980 1654.8263 25.7590 30476 3 552.2803 1.41
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 Carbamidomethyl+C(7) 1724.7796 SDILPHCEEDAVDPK 8848.5460 1724.7840 21.4635 27434 3 575.5995 1.44
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1504.8006 DLATAFLNVLGNEK 16174.3400 1504.7994 22.6326 27117 2 752.9034 ‐0.8324
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1485.6778 EADFTTDDMILSK 38004.8800 1485.6780 27.3485 25685 2 743.3427 0.0969
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1036.5310 EIFNISGEK 6445.0330 1036.5340 23.6921 21844 2 518.7706 2.0026
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1770.7817 QLPGESDQDFADFSSK 20560.0500 1770.7855 26.1033 19083 2 885.8964 2.06
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1013.5302 YVTFDGLAK 10623.3300 1013.5309 24.9279 17872 2 507.2691 ‐0.3211
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1207.5742 DQHFFASVEK 4491.8290 1207.5761 21.8937 8891 2 604.2917 0.9273
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 2734.6160 2168.2319 16.6148 8321 4 542.8134 ‐0.9868
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 4768.1300 1793.8765 17.3766 8319 2 897.4419 ‐0.2873
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1187.6167 EGHQVTLFTR 7882.7970 1187.6174 20.7736 7893 2 594.3123 ‐0.1259
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 786.3668 DYDFVK 10600.4300 786.3666 20.8452 5324 1 786.3666 0.2924
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1640.9483 ILVKEGHQVTLFTR 322.4800 1640.9427 24.5850 10498 3 547.6524 ‐4.3161
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1332.7369 GKLETESLLQSK 2329.2580 1332.7373 20.8585 7798 2 666.8723 ‐0.0901
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 Carbamidomethyl+C(3) 1260.6293 IYCSSAGVYLK 275.3855 1260.6332 16.5306 2152 2 630.8202 2.66
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 Carbamidomethyl+C(3) 1296.5525 PHCEEDAVDPK 261.9356 1296.5550 22.3504 1053 2 648.7812 1.33
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1548.8156 EAEEVEPILEALPK 459.9579 1548.8114 30.3099 20058 2 774.9093 ‐2.6815
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1314.7264 GKLETESLLQSK 204.5789 1314.7315 20.5879 6543 2 657.8694 3.38
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 2151.2033 AGRPIPVPNSGIQISQLGHVK 501.5461 2151.1972 17.3990 4080 4 538.5548 ‐4.7784
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 7137.1960 42790.9320 37 48.41 None 1170.5902 EGHQVTLFTR 176.6843 1170.5844 21.7359 1863 1 1170.5844 ‐3.0518
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1566.8261 EAEEVEPILEALPK 48272.9400 1566.8272 32.4771 34671 2 783.9172 0.6789



NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1654.8224 AGGFPEPEIVHYNPK 8370.5820 1654.8263 25.7590 30476 3 552.2803 1.49
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1036.5310 EIFNISGEK 7823.5120 1036.5340 23.6921 21844 2 518.7706 1.89
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1013.5302 YVTFDGLAK 13309.9900 1013.5309 24.9279 17872 2 507.2691 ‐0.4702
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1187.6167 EGHQVTLFTR 8689.8150 1187.6174 20.7736 7893 2 594.3123 ‐0.2343
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1640.9483 ILVKEGHQVTLFTR 230.6141 1640.9427 24.5850 10498 3 547.6524 ‐4.1786
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1828.8712 SSLSAEGFDVVYDINGR 480.8177 1828.8989 28.8872 2924 2 914.9531 15.7238
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 1770.7817 QLPGESDQDFADFSSK 350.1157 1770.8010 25.0558 1090 3 590.9385 10.1763
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 2898.1060 42790.9320 37 48.41 None 751.3985 TFDGLAK 793.0060 751.3995 24.9141 2612 1 751.3995 1.82
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 1504.8006 DLATAFLNVLGNEK 9285.2750 1504.7994 22.6326 27117 2 752.9034 ‐0.4768
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 2168.2298 AGRPIPVPNSGIQISQLGHVK 3718.9250 2168.2319 16.6148 8321 4 542.8134 0.9549
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 Carbamidomethyl+C(7) 1793.8779 LEQYIYCSSAGVYLK 3398.8580 1793.8765 17.3766 8319 2 897.4419 ‐0.0560
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 952.5615 FIGLFLSR 5315.5230 952.5621 19.8100 7696 2 476.7847 0.1665
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 1276.6896 ATAFLNVLGNEK 198.9884 1276.6846 20.5697 1787 2 638.8459 ‐3.9501
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 1477.8122 PNSGIQISQLGHVK 500.7462 1477.8103 16.6171 1489 2 739.4088 ‐1.0190
NP_172405.1 chloroplast stem loop binding protein Arabidopsis thaliana 797.8793 42790.9320 37 48.41 None 2151.2033 AGRPIPVPNSGIQISQLGHVK 328.7448 2151.1972 17.3990 4080 4 538.5548 ‐2.8300
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10909.7500 16181.9493 6 63.51 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10909.7500 16181.9493 6 63.51 None 1610.8748 ASTALSSAIVSTSFLR 1492.8490 1610.8750 18.7418 2485 2 805.9411 0.2374
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 10909.7500 16181.9493 6 63.51 None 1522.8264 SLPFANTQSLFGLK 290.5838 1522.8176 23.3231 9535 3 508.2774 ‐6.8613
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 14414.6600 16181.9493 6 63.51 Carbamidomethyl+C(12)
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 14414.6600 16181.9493 6 63.51 None 1522.8264 SLPFANTQSLFGLK 138.6172 1522.8176 23.3231 9535 3 508.2774 ‐6.6665
NP_172565.1 ferredoxin 1 Arabidopsis thaliana 14414.6600 16181.9493 6 63.51 Carbamidomethyl+C(27) 5122.3378 VVSGSIDQSDQSFLDDEQMSEGYVLTC 325.5244 5122.3245 38.2544 8807 4 1281.3366 ‐1.7011
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 1205.6313 FPSWLTALDR 601.7117 1205.6286 25.1300 5499 2 603.3179 ‐2.9239
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 2360.1623 NMLTAQGREDQNQNTAISIQK 1780.8350 2360.1549 21.8847 3524 2 1180.5811 ‐1.6405
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 1643.7984 TVNEAVAAAPENSNTR 11088.9500 1643.8024 16.4595 2621 2 822.4048 2.74
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 1102.5851 VSADQTVINR 1512.7740 1102.5873 16.5793 2179 2 551.7973 1.1688
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 5138.3942 TVIMQSFIDNHIDPAGWFPWDGEFAL 524.9668 5138.3484 37.1791 1242 4 1285.3426 ‐9.6862
NP_172624.1 methylesterase PCR A Arabidopsis thaliana 466.9912 62143.7425 6 10.23 None 730.4206 QTVINR 131.2562 730.4233 17.7950 1587 1 730.4233 4.0502
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 Carbamidomethyl+C(9) 1422.7046 ILNYVNELCER 19173.4300 1422.7061 16.8474 33569 2 711.8567 0.8246
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 1422.7515 VFDLAPEEYVLK 20905.6600 1422.7531 32.7696 14935 2 711.8802 0.8848
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 2361.2548 TVVDQYGQTILDLLLSETQPK 3232.4550 2361.2502 24.8370 12066 2 1181.1287 ‐0.4339
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 2260.0153 NADEEEGGELVFGGVDPNHFK 8361.8120 2260.0193 28.8701 9959 3 754.0113 1.34
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 Carbamidomethyl+C(9) 2253.1697 VGEGPVAQCISGFIALDVAPPR 2144.3710 2253.1622 21.4412 7051 2 1127.0847 ‐2.0055
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 1970.9858 FTVVFDTGSSNLWVPSSK 2909.6810 1970.9847 20.1144 6057 2 985.9960 0.2141
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 2141.0550 NYLDAQYYGEIAIGTPPQK 290.9540 2141.0877 33.8244 13158 2 1071.0475 16.4021
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 1294.6579 EPVFSFWLNR 351.5803 1294.6503 33.8011 1549 2 647.8288 ‐6.3128
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 2429.3147 QEKPLRAYRLGDSGDADVVVLK 774.3544 2429.3184 23.5043 1945 3 810.4443 1.34
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 None 3535.6553 EPVFSFWLNRNADEEEGGELVFGGVD 918.0200 3535.6567 39.0374 1446 3 1179.2238 1.75
NP_172655.1 aspartic proteinase A1 Arabidopsis thaliana 1608.3980 55354.9454 11 27.8 Carbamidomethyl+C(9) 1486.7359 VGEGPVAQCISGFIA 467.6479 1486.7289 22.6542 2382 2 743.8681 ‐4.8120
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1434.7587 AASFNIIPSSTGAAK 50785.5500 1434.7559 16.6418 245687 2 717.8816 ‐2.1552
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2172.0091 GILGYTEDDVVSTDFVGDNR 190109.8000 2172.0049 31.9240 218922 2 1086.5061 ‐0.7963
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1676.9734 TLLFGEKPVTVFGIR 38180.2600 1676.9743 19.9425 170161 3 559.6630 ‐0.3511
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1498.8475 VPTVDVSVVDLTVR 47039.7600 1498.8477 31.7244 110649 2 749.9275 0.0044
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1761.7867 LVSWYDNEWGYSSR 113041.5000 1761.7869 18.4136 102258 2 881.3971 0.4845
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1734.8156 DAPMFVVGVNEHEYK 54589.5700 1734.8158 26.7279 89653 3 578.9435 ‐0.6906
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 41116.2000 2923.3638 38.2157 87565 3 975.1261 0.9016
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2033.0736 FGIVEGLMTTVHSITATQK 22164.9300 2033.0750 22.6667 75447 3 678.3632 0.2704
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 19028.6100 2741.2623 23.9339 55475 2 1371.1348 ‐1.4937
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1140.6445 VVDLIVHMSK 27487.2500 1140.6439 16.0492 48785 2 570.8256 ‐1.2937
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 811.4131 LTGMSFR 4804.5720 811.4134 21.1628 13350 2 406.2103 ‐0.9362
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 910.4516 AATYDEIK 1100.9630 910.4526 20.3945 1476 2 455.7300 ‐0.0700
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 4338.1969 TLLFGEKPVTVFGIRNPEDIPWGEAGAD 226.4107 4338.1459 25.3723 5128 3 1446.7202 ‐9.1910
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1354.6824 FGIVEGLMTTVHS 641.5450 1354.6791 21.4173 9181 2 677.8432 ‐2.7764
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 551.2572 GYSSR 189.9890 551.2579 20.4611 7806 1 551.2579 0.9515
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1188.6259 FNIIPSSTGAAK 396.0940 1188.6256 17.1849 7038 2 594.8164 ‐0.8972
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1349.7576 FGEKPVTVFGIR 3690.9910 1349.7597 19.9446 6918 2 675.3835 1.17
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 868.4523 HSITATQK 208.7316 868.4527 23.2846 3521 1 868.4527 1.97
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 621.3202 SSTGAAK 325.0954 621.3197 16.5171 2296 1 621.3197 ‐0.9211
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 512.2463 YSSR 176.7167 512.2466 18.9830 1782 1 512.2466 0.1721
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1113.4596 DNEWGYSSR 480.9368 1113.4593 17.7127 1607 1 1113.4593 1.62
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1317.6831 MTTVHSITATQK 268.5771 1317.6910 22.0321 1365 2 659.3491 5.20
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1063.4942 GILGYTEDDV 321.1115 1063.4913 34.0626 1085 1 1063.4913 ‐1.2628
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 Carbamidomethyl+C(2)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1102.6103 DVSVVDLTVR 174.1873 1102.6033 31.7451 960 1 1102.6033 ‐4.6960
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2809.3203 PEDIPWGEAGADFVVESTGVFTDKDK 312.1018 2809.3305 38.1224 910 3 937.1150 4.78
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1300.6566 MTTVHSITATQK 139.5918 1300.6475 21.0037 858 1 1300.6475 ‐4.6504
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 1743.7762 LVSWYDNEWGYSSR 592.1570 1743.7812 17.9997 5956 3 581.9319 2.0946
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 36242.9900 37027.3918 74 64.20 None 2154.9826 GILGYTEDDVVSTDFVGDNR 282.0677 2154.9817 32.8144 916 2 1077.9945 0.7319
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 2172.0091 GILGYTEDDVVSTDFVGDNR 161192.9000 2172.0049 31.9230 212473 2 1086.5061 ‐0.6826
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 Carbamidomethyl+C(11)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1498.8475 VPTVDVSVVDLTVR 54729.6800 1498.8475 31.7250 104941 2 749.9274 ‐0.1206
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1734.8156 DAPMFVVGVNEHEYK 73269.3700 1734.8158 26.7279 89653 3 578.9435 ‐0.5986
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 40781.9000 2923.3641 38.2204 78716 3 975.1262 0.5468
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 811.4131 LTGMSFR 5017.5060 811.4134 21.1628 13350 2 406.2103 ‐1.1324
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1434.7587 AASFNIIPSSTGAAK 335.9430 1434.7597 26.1465 5892 2 717.8835 0.4300
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 2033.0736 FGIVEGLMTTVHSITATQK 630.6917 2033.0697 39.1486 3516 3 678.3614 ‐2.3909
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 Oxidation+M(18) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 960.8442 2757.2635 39.6293 9524 3 919.7594 ‐1.2991
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 698.3290 TGMSFR 634.6433 698.3306 21.1539 4929 1 698.3306 2.92



NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 975.4530 GVNEHEYK 1437.0930 975.4538 26.7239 2053 1 975.4538 2.0889
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 680.3614 VPTVDVS 70.9158 680.3597 34.3690 1633 1 680.3597 ‐2.1860
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1162.5626 GILGYTEDDVV 213.5372 1162.5540 31.9869 1534 1 1162.5540 ‐5.5162
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1063.4942 GILGYTEDDV 346.3314 1063.4913 34.0626 1085 1 1063.4913 ‐1.1766
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 1102.6103 DVSVVDLTVR 188.2294 1102.6033 31.7451 960 1 1102.6033 ‐4.6008
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 2809.3203 PEDIPWGEAGADFVVESTGVFTDKDK 447.9438 2809.3305 38.1224 910 3 937.1150 3.91
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 Oxidation+M(18) 2740.2408 DDVELVAVNDPFITTEYMTYMFK 194.2366 2740.2542 37.2956 60546 3 914.0896 4.47
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 24145.0800 37027.3918 74 64.20 None 2154.9826 GILGYTEDDVVSTDFVGDNR 334.7383 2154.9817 32.8144 916 2 1077.9945 0.8495
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1434.7587 AASFNIIPSSTGAAK 90636.2600 1434.7559 16.6418 245687 2 717.8816 ‐1.7695
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1676.9734 TLLFGEKPVTVFGIR 37120.1400 1676.9743 19.9425 170161 3 559.6630 0.1059
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1761.7867 LVSWYDNEWGYSSR 83011.8500 1761.7869 18.4136 102258 2 881.3971 0.7296
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 2033.0736 FGIVEGLMTTVHSITATQK 14966.3200 2033.0750 22.6667 75447 3 678.3632 0.7334
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 39861.8500 2741.2623 23.9339 55475 2 1371.1348 ‐1.6697
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1140.6445 VVDLIVHMSK 8336.4010 1140.6439 16.0492 48785 2 570.8256 ‐0.7816
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 2172.0091 GILGYTEDDVVSTDFVGDNR 7668.9540 2172.0064 18.9338 17537 2 1086.5068 ‐0.0480
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 2923.3632 NPEDIPWGEAGADFVVESTGVFTDKD 4542.9290 2923.3585 21.6578 16336 3 975.1243 ‐0.4302
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1734.8156 DAPMFVVGVNEHEYK 5266.4240 1734.8163 16.8619 6882 2 867.9118 1.0156
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1498.8475 VPTVDVSVVDLTVR 165.2128 1498.8557 21.9012 1110 2 749.9315 5.70
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 2680.2413 NPEDIPWGEAGADFVVESTGVFTDK 186.1489 2680.2696 22.9131 853 3 894.0947 11.98
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 3179.5201 MKGILGYTEDDVVSTDFVGDNRSSIFD 395.8857 3179.5037 20.0283 5767 3 1060.5061 ‐3.6410
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1619.8938 VLPSLNGKLTGMSFR 898.9593 1619.8903 19.9539 5350 2 810.4488 ‐1.6665
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 Carbamidomethyl+C(26)
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1049.5336 FGIVEGLMTT 339.9908 1049.5286 19.5202 18286 1 1049.5286 ‐3.2372
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1188.6259 FNIIPSSTGAAK 358.1746 1188.6256 17.1849 7038 2 594.8164 ‐0.4057
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1349.7576 FGEKPVTVFGIR 4506.2680 1349.7597 19.9446 6918 2 675.3835 1.39
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 868.4523 HSITATQK 142.4065 868.4527 23.2846 3521 1 868.4527 1.00
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1586.8247 FGIVEGLMTTVHSIT 261.4603 1586.8164 19.6880 3385 2 793.9119 ‐4.8016
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 621.3202 SSTGAAK 362.8781 621.3197 16.5171 2296 1 621.3197 ‐0.7548
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 827.4808 LIVHMSK 764.6176 827.4810 16.0515 1466 1 827.4810 1.0932
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1097.5473 STGVFTDKDK 129.8745 1097.5415 21.7904 1081 1 1097.5415 ‐3.6229
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1485.7770 FGIVEGLMTTVHSI 114.1768 1485.7686 23.9429 872 2 743.3879 ‐5.4311
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1743.7762 LVSWYDNEWGYSSR 433.4348 1743.7812 17.9997 5956 3 581.9319 2.27
NP_172801.1 glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 15221.0200 37027.3918 74 64.20 None 1716.8050 DAPMFVVGVNEHEYK 175.3367 1716.8078 18.3489 2775 2 858.9075 2.39
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 298.0096 41030.9019 16 21.7 None 2255.0687 AHAESVNLQFENPLDENTAR 2046.2870 2255.0640 28.2744 11289 3 752.3595 ‐2.2183
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 298.0096 41030.9019 16 21.7 None 2569.2385 MVVSTYQAASGAGAAAMEELVQQTR 757.0767 2569.2417 20.1438 9886 3 857.0854 1.28
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 298.0096 41030.9019 16 21.7 None 1265.6484 GTIVVDNSSAFR 4325.0810 1265.6481 22.4377 7607 2 633.3277 ‐0.7787
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 298.0096 41030.9019 16 21.7 None 1246.6790 KAPGVYIIDDR 1562.7400 1246.6816 22.2044 3432 2 623.8445 1.43
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 298.0096 41030.9019 16 21.7 None 709.3264 AHAESVN 163.4451 709.3288 28.3230 2293 1 709.3288 3.06
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 2255.0687 AHAESVNLQFENPLDENTAR 1401.1690 2255.0640 28.2744 11289 3 752.3595 ‐2.3784
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 2203.0990 ASNTFPTPLDVSNKDDVAVGR 1498.2290 2203.0978 26.7174 8748 3 735.0375 ‐0.8675
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 1265.6484 GTIVVDNSSAFR 4685.6800 1265.6481 22.4377 7607 2 633.3277 ‐0.8689
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 1771.8874 ATFTHQTPQTHFLSR 127.8134 1771.9176 29.3067 7357 2 886.4625 17.5002
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 Carbamidomethyl+C(16) 2411.1409 RDVSQDGNFGLDIFVCGDQIR 316.9930 2411.1554 38.8739 1799 2 1206.0813 7.32
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 3985.0263 MSLQESAPSLAVVGVTGAVGQEFLSVL 213.8276 3984.9235 36.8364 1602 3 1328.9793 ‐24.7069
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 1246.6790 KAPGVYIIDDR 1663.9980 1246.6816 22.2044 3432 2 623.8445 1.97
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 Carbamidomethyl+C(13) 1805.9215 IWNDTEVKVTATCIR 1027.7140 1805.9108 26.7441 2333 2 903.4591 ‐5.3704
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 Oxidation+M(17) 2585.2334 MVVSTYQAASGAGAAAMEELVQQTR 205.4111 2585.2254 33.2667 1522 3 862.4133 ‐3.1254
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 709.3264 AHAESVN 144.9981 709.3288 28.3230 2293 1 709.3288 3.56
NP_172934.1 aspartate semialdehyde dehydrogenase Arabidopsis thaliana 353.1036 41030.9019 16 21.7 None 2185.0884 ASNTFPTPLDVSNKDDVAVGR 236.7867 2185.1011 29.3340 1695 3 729.0385 5.27
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 607.5544 25701.2907 3 20.85 None 1676.8265 VLTPAEIDDYLAEVE 3273.2240 1676.8282 38.0994 9920 2 838.9177 1.49
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 607.5544 25701.2907 3 20.85 None 1555.9206 LYKEPIPVTQLVR 3952.0270 1555.9190 17.0427 8104 3 519.3112 ‐2.1234
NP_173096.1 20S proteasome subunit PAB1 Arabidopsis thaliana 607.5544 25701.2907 3 20.85 None 2122.1866 LVQIEHALTAVGSGQTSLGIK 2014.3140 2122.1876 18.1324 5237 3 708.0674 0.1471
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 1259.7106 ATGIVVVPGSGFR 8209.7280 1259.7072 16.9535 11833 2 630.3572 ‐3.2936
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 1030.5164 DAIADGIEAR 5653.5560 1030.5204 19.6363 10926 2 515.7639 3.0181
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 2207.1415 ALAVINPGNPTGQVLSEENQR 5458.7350 2207.1360 27.5199 9645 2 1104.0716 ‐1.2708
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 Carbamidomethyl+C(14) 3646.7635 TNKDAYPFDEIIYCNIGNPQSLGQQPIT 1706.4540 3646.8351 22.6671 5952 3 1216.2832 21.2801
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 911.5309 ILDQIPGR 1858.4360 911.5312 20.8537 2476 2 456.2693 ‐0.7887
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 Carbamidomethyl+C(8) 1271.5838 TAPDNFYCKR 205.5894 1271.6018 30.1917 2425 2 636.3046 13.7009
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 1293.7049 DLALVSFQSVSK 507.4034 1293.7396 17.3948 801 2 647.3734 26.3541
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 Carbamidomethyl+C(2) 2856.4125 FCKQEGLVLLADEVYQENVYVPDK 525.7350 2856.4027 19.9010 5071 3 952.8058 ‐2.7767
NP_173173.3 alanine aminotransferase Arabidopsis thaliana 651.5797 60448.4559 9 15.29 None 1241.7001 ATGIVVVPGSGFR 288.9521 1241.6963 18.0885 2041 2 621.3518 ‐3.6159
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 Carbamidomethyl+C(4) 1448.6991 YWLCAATEHGIK 6320.0230 1448.7001 16.1177 6950 3 483.5715 ‐0.5460
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1188.6371 LWDLAAGVSTR 918.7555 1188.6360 17.8303 6381 2 594.8216 ‐1.6455
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1414.7577 DGVVLLWDLAEGK 2305.8850 1414.7597 38.9348 2836 2 707.8835 1.72
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1890.9596 FSPNTLQPTIVSASWDK 942.4923 1890.9623 18.0210 1326 3 630.9923 0.7979
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 2005.0502 FVGHTKDVLSVAFSLDNR 836.7892 2005.0531 23.8281 1064 3 669.0226 1.0241
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1031.5592 QIVSASRDR 321.6669 1031.5377 22.3637 944 2 516.2725 ‐21.7966
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 Carbamidomethyl+C(16) 3979.9032 YTISEGGEGHRDWVSCVRFSPNTLQPT 550.1174 3979.9222 37.2512 7260 3 1327.3122 6.61
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1459.7023 AEAEKADNSGPAATK 364.2865 1459.7048 34.1360 1690 2 730.3560 1.12
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 Carbamidomethyl+C(5) 3010.4615 KVIYCTSLNWSADGSTLFSGYTDGVIR 1300.5980 3010.4569 35.3218 1210 3 1004.1572 ‐0.6998
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1914.9767 VDLKAEAEKADNSGPAATK 561.0102 1914.9775 33.2075 983 3 638.9974 ‐0.1755
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 533.2790 SRDR 205.0676 533.2792 22.1876 2678 1 533.2792 ‐0.0195
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1344.7158 LQPTIVSASWDK 237.0196 1344.7252 16.4774 1152 3 448.9132 5.35
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 Carbamidomethyl+C(4) 1430.6886 YWLCAATEHGIK 336.4665 1430.6878 15.8651 1162 2 715.8475 ‐0.7701
NP_173248.1 WD 40 repeat ArcA like protein Arabidopsis thaliana 458.4179 36146.7965 14 29.97 None 1873.9331 FSPNTLQPTIVSASWDK 350.7940 1873.9332 19.1962 2354 3 625.3159 ‐0.5543
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13495.2300 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 81256.1500 2586.2106 28.5373 62740 3 862.7417 0.2603
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13495.2300 17041.3670 5 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYS 7403.7910 4406.9776 36.4944 9230 3 1469.6640 0.0362
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 13495.2300 17041.3670 5 38.92 None 2569.1841 NNAGYPHNVVFDEDEIPSGVDVAK 472.8092 2569.1775 30.1732 940 2 1285.0924 ‐0.6690
NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 14131.7600 17041.3670 5 38.92 None 2586.2107 NNAGYPHNVVFDEDEIPSGVDVAK 90388.8400 2586.2106 28.5373 62740 3 862.7417 ‐0.0603



NP_173459.1 DNA damage resistance protein DRT112 Arabidopsis thaliana 14131.7600 17041.3670 5 38.92 Carbamidomethyl+C(30) 4406.9891 ISMDEQDLLNGAGETYEVALTEPGTYS 4650.5480 4406.9776 36.4944 9230 3 1469.6640 ‐1.1667
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 1529.7693 EVAPEVTTQAEEVK 4030.3450 1529.7746 20.2606 5380 2 765.3909 3.02
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 1659.7960 EESPVEEAVSVVEEK 4116.4990 1659.7989 32.6405 5180 2 830.4031 2.0036
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 2101.0196 ADAVNAQTPSLSEQYHLEK 616.2602 2101.0167 25.7303 3627 3 701.0104 ‐1.7262
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 1019.5156 LETAPADFR 334.4128 1019.5079 24.5520 2691 2 510.2576 ‐8.5317
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 1964.9825 LETAPADFRFPTTNQTR 261.5050 1964.9678 21.6515 2294 2 982.9875 ‐6.6951
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 500.2576 NQTR 91.4787 500.2594 20.5832 1967 1 500.2594 3.1878
NP_173661.1 cytochrome C oxidase 6B Arabidopsis thaliana 695.7642 21422.9568 7 25.13 None 1543.7540 LETAPADFRFPTTN 205.5020 1543.7436 22.3627 1200 1 1543.7436 ‐3.5462
NP_173707.2 thiamine biosynthetic bifunctional enzyme TH1 Arabidopsis thaliana 175.4523 56440.3569 5 4.41 None 2154.1401 VPQVLTVAGSDSGAGAGIQADLK 3628.4710 2154.1404 23.5353 5316 2 1077.5739 1.78
NP_173707.2 thiamine biosynthetic bifunctional enzyme TH1 Arabidopsis thaliana 175.4523 56440.3569 5 4.41 None 2875.3646 TPEQAHQAWKDGADYIGSGGVFPTNT 301.1590 2875.3204 37.9309 2408 3 959.1116 ‐14.7174
NP_173707.2 thiamine biosynthetic bifunctional enzyme TH1 Arabidopsis thaliana 175.4523 56440.3569 5 4.41 None 1744.8700 MNSLGGIRSWPANWR 841.8498 1744.8524 26.6567 1420 2 872.9298 ‐9.7136
NP_173707.2 thiamine biosynthetic bifunctional enzyme TH1 Arabidopsis thaliana 175.4523 56440.3569 5 4.41 None 1289.6332 SDSGAGAGIQADLK 258.0197 1289.6257 21.5993 1136 1 1289.6257 ‐3.4770
NP_173707.2 thiamine biosynthetic bifunctional enzyme TH1 Arabidopsis thaliana 175.4523 56440.3569 5 4.41 None 2136.1295 VPQVLTVAGSDSGAGAGIQADLK 334.0141 2136.1343 21.7498 1540 2 1068.5708 3.22
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1197.6660 AKELMEHLVK 786.4060 1197.6620 16.9656 8986 2 599.3346 ‐3.9681
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1717.7816 EDFGGGHPDPNLTYAK 4779.5780 1717.7863 21.2697 6915 3 573.2670 1.39
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1612.8792 ESQEALSPLVDLALK 2221.4910 1612.8813 34.7580 5548 2 806.9443 1.70
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 Carbamidomethyl+C(16) 2119.0740 IFVEELGAQESALLNCTPK 923.9817 2119.0763 33.6646 4883 2 1060.0418 2.1397
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1148.5906 LSGTGSEGATIR 11729.4200 1148.5931 15.3141 4745 2 574.8002 1.83
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 2757.7680 2516.1712 26.9648 4513 3 839.3952 1.45
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1031.5480 GATLVVSGDGR 4735.1640 1031.5499 17.4624 2492 2 516.2786 0.8649
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 1046.1190 2832.3990 35.9723 854 3 944.8045 2.87
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1800.9127 LYIEQYEKDASKTGR 1539.0670 1800.9188 24.8874 3700 3 600.9778 2.60
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 991.5167 EKDASKTGR 131.6832 991.5191 27.1468 12647 1 991.5191 3.26
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 810.4032 LYIEQY 114.6495 810.4007 23.3631 3380 1 810.4007 ‐2.4850
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1323.6103 LYIEQYEKDAS 265.2413 1323.6126 23.4915 3131 2 662.3099 1.06
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 850.3941 SFEGPEGK 174.8117 850.3891 33.0524 834 1 850.3891 ‐5.0834
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 Carbamidomethyl+C(16) 2101.0635 IFVEELGAQESALLNCTPK 209.7559 2101.0545 34.0323 2085 2 1051.0309 ‐3.2437
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 724.6772 63398.7992 24 25.56 None 1700.7551 EDFGGGHPDPNLTYAK 868.0728 1700.7569 20.5482 2583 3 567.5905 0.2194
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 1612.8792 ESQEALSPLVDLALK 2375.0170 1612.8813 34.7580 5548 2 806.9443 1.79
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 Carbamidomethyl+C(16) 2119.0740 IFVEELGAQESALLNCTPK 925.1094 2119.0763 33.6646 4883 2 1060.0418 2.89
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 2298.1401 QPNYLENFVQATFNALTAEK 483.0486 2298.1507 34.8381 920 3 766.7217 4.44
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 1085.5514 LYIEQYEK 221.9455 1085.5806 24.8591 66635 2 543.2939 25.9242
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 1029.5939 LVSVEDIVR 540.6166 1029.5926 20.2425 4506 2 515.2999 ‐2.3597
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 2516.1675 SDVASVASADEFEYKDPVDGSISK 152.8003 2516.1381 37.9947 1855 2 1258.5727 ‐9.6916
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 2832.3938 EYPIAQDLPNVDISAVGVTSFEGPEGK 1082.2690 2832.3990 35.9723 854 3 944.8045 1.89
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 810.4032 LYIEQY 124.8609 810.4007 23.3631 3380 1 810.4007 ‐2.4569
NP_173732.1 putative phosphoglucomutase Arabidopsis thaliana 175.6310 63398.7992 24 25.56 None 1011.5833 LVSVEDIVR 85.7031 1011.5881 20.2038 1290 2 506.2977 3.04
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1985.0590 ATDSPLPTVPGYDVAGVVVK 3461.4610 1985.0571 31.7390 16308 2 993.0322 ‐0.1142
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1384.7947 VVALTGAVTPPGFR 3638.6030 1384.7922 17.6275 15193 2 692.8997 ‐2.0938
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1571.7740 AWVYSDYGGVDVLK 8685.8300 1571.7730 30.8690 12761 2 786.3901 ‐0.6036
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 786.4760 VVVYPIP 5004.8680 786.4786 29.0763 7287 1 786.4786 3.33
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1571.7588 QFGSLAEYTAVEEK 1892.8600 1571.7608 26.7588 6334 2 786.3840 1.86
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 2384.2456 NIDFAQAAGLPLAIETADEGLVR 14274.0900 2384.2556 39.5081 12534 2 1192.6314 5.72
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1631.8785 MNAALATTTATTPVLR 572.2833 1631.8604 18.4230 4386 3 544.6250 ‐12.0422
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1487.8428 VAATASTEKLELVR 1147.4910 1487.8502 22.2477 14037 2 744.4287 4.12
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 Carbamidomethyl+C(20) 2586.1739 ENIEDLPDKYDVVFDAIGMCDK 969.1892 2586.1901 35.5408 7423 3 862.7349 6.48
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1131.6368 ATTTATTPVLR 163.2152 1131.6437 18.4341 2096 2 566.3255 5.45
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1425.6896 FGSLAEYTAVEEK 399.1092 1425.6930 25.2014 1628 2 713.3501 2.1277
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 1553.8533 GLPLAIETADEGLVR 335.9631 1553.8608 39.4616 940 2 777.4340 4.03
NP_173786.1 alkenal one oxidoreductase Arabidopsis thaliana 1660.0160 41157.3827 13 37.31 None 2366.2351 NIDFAQAAGLPLAIETADEGLVR 688.4016 2366.2390 38.3448 759 3 789.4179 1.54
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 None 2386.1197 VWLGTFNEEEEAASSYDIAVR 509.8825 2386.1233 54.5037 5855 3 796.0460 1.09
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 Carbamidomethyl+C(6) 1052.4830 AGDVVCFER 897.4756 1052.4786 19.0452 1666 2 526.7430 ‐5.0296
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 None 2096.9401 MGSGGSSVVLDSENGVETESR 324.6688 2096.9948 20.7191 12086 3 699.6698 25.7644
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 None 2225.0350 MGSGGSSVVLDSENGVETESRK 2011.6340 2225.0357 24.9648 9039 3 742.3501 0.1055
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 Carbamidomethyl+C(11) 1513.6952 SREDDLFSLGCSK 339.4420 1513.6861 20.3797 7787 2 757.3467 ‐6.0594
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 None 1890.8464 SQVDGNDAESAFLDAHSK 1206.5160 1890.8646 28.8611 1181 2 945.9359 10.68
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 Carbamidomethyl+C(11) 1641.7901 SREDDLFSLGCSKK 1574.1810 1641.7913 18.9141 6970 2 821.3993 0.8803
NP_173927.1 AP2 ERF and B3 domain containing transcription repressor TEM1 Arabidopsis thalian 265.8971 40785.8713 8 8.31 None 1335.6023 LDSENGVETESR 349.5344 1335.6030 16.0977 2737 2 668.3051 0.1526
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 1106.5589 TYPQSAGNIR 13106.2500 1106.5592 15.8537 14918 2 553.7832 ‐0.5559
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 1317.6467 LPTDDGLTAQMR 781.3026 1317.6490 20.4860 7010 2 659.3281 1.33
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 Carbamidomethyl+C(16) 2081.9916 DIVVSVMSSMGEEQICAVK 617.1490 2081.9986 37.1253 11392 3 694.6711 2.76
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 Carbamidomethyl+C(12) 2216.0877 KLEDIVPSSHNCDVPHVNR 2381.2240 2216.0909 21.6456 6797 4 554.7782 ‐0.4783
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 4356.1439 VDYQLIDITEDGFVSLLTDSGGTKDDLK 565.4758 4356.1337 43.2141 3150 4 1089.7889 ‐3.4466
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 813.3989 LPTDDGLT 167.5388 813.4022 20.2076 2966 1 813.4022 4.26
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 745.3951 QSAGNIR 110.4435 745.3968 16.3799 1855 1 745.3968 2.64
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 None 842.4479 PQSAGNIR 561.5894 842.4503 15.8589 1235 1 842.4503 3.59
NP_173985.1 eukaryotic translation initiation factor 5A 2 Arabidopsis thaliana 957.0059 17368.3981 9 37.74 Carbamidomethyl+C(12) 2199.0612 KLEDIVPSSHNCDVPHVNR 230.4150 2199.0556 21.9662 1681 2 1100.0314 ‐1.3245
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1343.6664 FYGEVTQQMLK 54444.9600 1343.6677 16.3718 72261 2 672.3375 0.6364
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1668.8778 ILVIEGLHPMFDER 19016.0100 1668.8796 19.4371 56965 3 556.9647 0.1987
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1475.8217 IRDLYEQLIANK 44660.8600 1475.8195 17.3587 49647 2 738.4134 ‐1.6123
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1472.6726 ANDFDLMYEQVK 70216.7500 1472.6741 28.7101 40813 2 736.8407 0.9164
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 16314.4900 2979.3624 33.3937 34079 3 993.7923 0.3795
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 8128.7930 2494.1687 23.2915 29657 2 1247.5880 ‐0.6845
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 12812.6500 2401.2106 36.6449 27937 2 1201.1089 0.4367
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1206.6365 DLYEQLIANK 2160.4720 1206.6307 29.0308 8355 2 603.8190 ‐5.4129
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 3574.1760 1038.5309 19.5272 6034 2 519.7691 0.9790
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 825.4618 QVFLYR 6648.7390 825.4603 17.1557 4941 1 825.4603 ‐1.0337
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1272.7310 LTSVFGGAAKPPK 1861.9120 1272.7358 14.2233 1800 2 636.8715 3.49
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 2048.0447 ASIEARKPDFDAFIDPQK 1448.8130 2048.0449 20.7630 1761 3 683.3532 ‐0.3343



NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(4) 1166.6238 KLTCSYPGIK 6201.3030 1166.6252 18.2783 11698 2 583.8162 0.4293
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(7)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 498.3035 IRDL 162.8188 498.3037 17.7068 8509 1 498.3037 ‐0.0115
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1442.7097 VIEGLHPMFDER 1444.8020 1442.7108 19.4391 5545 2 721.8590 0.5940
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 1122.7960 1038.5354 19.0601 3578 2 519.7713 5.93
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1343.6412 IEGLHPMFDER 1600.0690 1343.6398 19.4342 3065 2 672.3235 ‐1.4601
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 918.4680 IRDLYEQ 448.0052 918.4652 18.3224 3009 1 918.4652 ‐2.0149
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(4) 590.2967 KLTCS 126.9153 590.2980 18.2583 2168 1 590.2980 2.1039
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(7) 1638.7839 LAADSGCGKSTFMRR 366.0792 1638.7903 23.4233 1672 2 819.8988 4.0850
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 Carbamidomethyl+C(9) 2123.9914 ISDTTTVICLDDYHSLDR 632.5737 2123.9926 33.0290 1482 3 708.6690 0.2317
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 661.3668 IRDLY 128.1769 661.3647 17.3164 1461 1 661.3647 ‐3.0376
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 1188.6259 DLYEQLIANK 209.5102 1188.6221 28.7446 4621 2 594.8147 ‐3.8317
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 8305.4990 44748.8005 53 53.67 None 2384.1868 QYADAVIEVLPTTLIPDDNEGK 191.8649 2384.1907 34.4223 2341 2 1192.5990 3.17
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1472.6726 ANDFDLMYEQVK 80369.0000 1472.6740 28.7081 39631 2 736.8407 0.8000
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 Carbamidomethyl+C(18) 2979.3637 GGNPDSNTLISDTTTVICLDDYHSLDR 14878.1700 2979.3624 33.3937 34079 3 993.7923 ‐0.1315
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1420.7107 KPDFDAFIDPQK 20900.1000 1420.7121 26.7858 31117 2 710.8597 0.6786
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 18323.4800 2401.2106 36.6449 27937 2 1201.1089 0.6118
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1206.6365 DLYEQLIANK 1619.2860 1206.6307 29.0308 8355 2 603.8190 ‐5.5169
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1961.0226 LDELIYVESHLSNLSTK 1094.9500 1961.0278 33.2221 8039 3 654.3474 2.0828
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 Carbamidomethyl+C(3) 1038.5289 LTCSYPGIK 4486.8410 1038.5309 19.5272 6034 2 519.7691 0.8358
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 Carbamidomethyl+C(7)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 2048.0447 ASIEARKPDFDAFIDPQK 361.7996 2047.9924 32.3954 1644 2 1024.4998 ‐24.5328
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1343.6664 FYGEVTQQMLK 368.4496 1343.7034 37.5492 1431 2 672.3553 27.1010
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 Carbamidomethyl+C(9) 2123.9914 ISDTTTVICLDDYHSLDR 611.1452 2123.9926 33.0290 1482 3 708.6690 0.1351
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 5349.9870 44748.8005 53 53.67 None 1188.6259 DLYEQLIANK 127.9956 1188.6221 28.7446 4621 2 594.8147 ‐3.9398
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1343.6664 FYGEVTQQMLK 44417.3100 1343.6677 16.3718 72261 2 672.3375 1.0612
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1668.8778 ILVIEGLHPMFDER 17663.9800 1668.8796 19.4371 56965 3 556.9647 0.6556
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1475.8217 IRDLYEQLIANK 52059.2100 1475.8195 17.3587 49647 2 738.4134 ‐1.2443
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 Carbamidomethyl+C(19) 2494.1748 YFSPVYLFDEGSTISWIPCGR 5643.4900 2494.1687 23.2915 29657 2 1247.5880 ‐0.7543
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 825.4618 QVFLYR 5380.2000 825.4603 17.1557 4941 1 825.4603 ‐0.9136
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 2048.0447 ASIEARKPDFDAFIDPQK 187.9793 2048.0505 18.3697 3338 2 1024.5289 3.89
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1272.7310 LTSVFGGAAKPPK 2643.3440 1272.7358 14.2233 1800 2 636.8715 3.02
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 2517.2467 AVSTIYSTQALNSTHFLTSSSSSK 396.0448 2517.2061 19.5177 3025 2 1259.1067 ‐14.4100
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 2401.2133 QYADAVIEVLPTTLIPDDNEGK 592.8247 2401.1841 21.6004 2623 2 1201.0957 ‐10.6147
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1420.7107 KPDFDAFIDPQK 97.2208 1420.7208 19.3545 2575 2 710.8640 7.31
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 4881.2512 FNYEPDSYFDHEVSVLEMDGQFDRLDE 415.4331 4881.2424 23.5969 3402 5 977.0543 ‐1.8150
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 Carbamidomethyl+C(7)
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1557.7544 AVSTIYSTQALNSTH 580.3864 1557.7451 19.4261 15482 2 779.3762 ‐5.5602
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 918.4680 IRDLYEQ 126.7570 918.4652 18.3224 3009 1 918.4652 ‐1.9160
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1758.8810 EARKPDFDAFIDPQK 114.2809 1758.8719 18.6768 875 2 879.9396 ‐4.5208
NP_174486.1 phosphoribulokinase Arabidopsis thaliana 3981.9040 44748.8005 53 53.67 None 1402.7001 KPDFDAFIDPQK 127.7566 1402.7003 18.5023 2166 1 1402.7003 2.59
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 9080.3550 18011.2367 8 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 63175.3900 2237.0751 33.0254 138981 2 1119.0412 ‐0.6581
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 9080.3550 18011.2367 8 21.69 None 1653.8880 VKPSSPAELEALMGPK 12786.9900 1653.8877 27.5614 63367 3 551.9674 ‐1.1380
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 9080.3550 18011.2367 8 21.69 None 1038.5466 VKPSSPAELE 125.0476 1038.5526 27.9819 4307 2 519.7799 4.10
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 9080.3550 18011.2367 8 21.69 None 1138.5238 PYEDGWMIK 1577.5200 1138.5257 33.0330 1373 1 1138.5257 3.60
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 9080.3550 18011.2367 8 21.69 None 2219.0689 LTESPGLINSSPYEDGWMIK 473.6906 2219.0760 31.5517 3517 2 1110.0416 4.84
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 6147.1360 18011.2367 8 21.69 None 2237.0795 LTESPGLINSSPYEDGWMIK 39825.1300 2237.0751 33.0254 138981 2 1119.0412 ‐0.5214
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 6147.1360 18011.2367 8 21.69 None 1653.8880 VKPSSPAELEALMGPK 12449.1100 1653.8877 27.5614 63367 3 551.9674 ‐1.0068
NP_174525.1 probable glycine cleavage system H protein 2 Arabidopsis thaliana 6147.1360 18011.2367 8 21.69 None 1038.5466 VKPSSPAELE 123.5072 1038.5526 27.9819 4307 2 519.7799 4.78
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1685.7977 VSDSVPAPSDDAEQLR 20432.9100 1685.8008 21.1784 37140 2 843.4040 2.1125
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1369.6304 YEGDEVNMTLAK 21464.8500 1369.6315 22.2854 21350 2 685.3194 0.5002
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1146.5711 MLVALLGEDDA 5451.3640 1146.5678 33.7399 18609 1 1146.5678 ‐1.1233
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1397.7787 AILLWTLEPGER 31922.6900 1397.7788 20.4632 17674 2 699.3930 ‐0.2115
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1034.5378 AQINATFNR 11362.3100 1034.5387 18.3948 15896 2 517.7730 ‐0.0136
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1466.7122 TLDKELSNDFER 57875.2100 1466.7129 22.9058 14073 3 489.5758 ‐0.6370
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 Carbamidomethyl+C(13) 1781.8309 WTSSNQVLMEVACTR 4614.7990 1781.8304 17.8623 10918 2 891.4188 0.1400
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1201.6535 DALLANEATKR 3507.0990 1201.6514 17.2786 9255 2 601.3293 ‐2.3855
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 993.5000 VIGEEYQR 38366.2500 993.5013 15.4744 9158 2 497.2543 0.3598
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1346.6223 YQDDHGEEILK 5438.9610 1346.6259 17.5604 8579 3 449.5468 1.51
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1713.7827 SLEEDVAHHTTGDFR 2395.9860 1713.7860 22.2657 6340 3 571.9335 1.0503
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1009.4585 ELSNDFER 2852.9250 1009.4606 18.2517 2744 2 505.2339 1.0598
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1835.9021 SLEEGDDDDKFLALLR 11533.5800 1835.9041 32.8999 28494 3 612.6395 0.3631
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 2362.1422 AQINATFNRYQDDHGEEILK 296.1610 2362.1275 34.3614 2892 3 788.0473 ‐6.2575
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1730.8820 HYNDEDVIRILSTR 1541.1800 1730.8777 32.6440 2537 2 865.9425 ‐2.1560
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 825.4465 HGEEILK 168.5250 825.4471 18.0642 4680 1 825.4471 1.57
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 862.4054 LSNDFER 207.3223 862.4055 22.2295 2663 1 862.4055 0.9829
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1635.7861 EEGDDDDKFLALLR 6498.7370 1635.7865 32.8939 2040 2 818.3969 0.4551
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 781.3475 GEEYQR 16043.4200 781.3481 15.4754 1515 1 781.3481 1.39
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1437.7121 HYNDEDVIRILS 166.2864 1437.7164 34.8103 892 2 719.3618 2.46
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1695.7721 SLEEDVAHHTTGDFR 479.3550 1695.7686 21.5011 4662 3 565.9277 ‐2.9306
NP_174810.1 annexin 1 Arabidopsis thaliana 7437.3090 36317.7340 28 51.10 None 1016.5272 AQINATFNR 720.9814 1016.5232 18.0824 1301 1 1016.5232 ‐2.5732
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 1146.5711 MLVALLGEDDA 7008.9780 1146.5678 33.7399 18609 1 1146.5678 ‐1.0180
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 1034.5378 AQINATFNR 20677.7400 1034.5387 18.3948 15896 2 517.7730 ‐0.1577
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 1045.5524 DALLANEATK 478.2130 1045.5766 32.5464 5250 2 523.2920 22.1126
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 633.3202 ANEATK 51.2621 633.3228 31.4383 3014 1 633.3228 4.0342
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 722.3580 NATFNR 176.5246 722.3573 17.3908 1831 1 722.3573 ‐0.6110
NP_174810.1 annexin 1 Arabidopsis thaliana 845.3646 36317.7340 28 51.10 None 616.2937 ANEATK 83.7413 616.2933 31.8429 1712 1 616.2933 ‐0.6951
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1384.7795 AAALNIVPTSTGAAK 120783.6000 1384.7793 23.4640 262813 2 692.8933 ‐0.4164
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 7634.3500 1934.8567 32.1119 74316 2 967.9320 ‐0.4234



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1148.6198 VLDEEFGIVK 30561.8200 1148.6203 26.9451 69832 2 574.8138 ‐0.2418
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1627.8537 DSPLEVVVLNDSGGVK 67405.5400 1627.8535 31.0914 57200 2 814.4304 0.0395
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1289.6583 IVDNETISVDGK 10796.2600 1289.6594 19.8505 52799 2 645.3334 0.3849
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1555.6805 GTMTTTHSYTGDQR 58483.2700 1555.6837 13.4782 51720 3 519.2328 0.9807
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 4729.1480 1775.9017 20.8506 50531 2 888.4545 1.72
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1067.6823 AVSLVLPQLK 30023.4600 1067.6834 18.5283 49640 2 534.3453 0.1142
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1822.0320 VPTPNVSVVDLVINVEK 7296.3830 1822.0315 21.1932 43568 2 911.5194 0.2155
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1151.6783 VVDLAHLVASK 118922.6000 1151.6783 16.7469 41183 2 576.3428 ‐0.6834
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1061.4972 YDSMLGTFK 10841.2800 1061.4988 25.6654 38752 2 531.2530 0.5749
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1449.7332 GLTAEDVNEAFRK 18146.0700 1449.7354 23.3275 34312 3 483.9166 0.2738
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1772.8027 VVAWYDNEWGYSQR 28372.1500 1772.8028 18.0843 32634 2 886.9051 0.4974
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 Carbamidomethyl+C(29)
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 812.5240 VIITAPAK 24298.3100 812.5242 17.7922 22170 2 406.7657 ‐1.1266
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1321.6383 GLTAEDVNEAFR 2972.2560 1321.6399 25.4445 21057 2 661.3236 0.8371
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1950.1270 VPTPNVSVVDLVINVEKK 2954.3480 1950.1282 20.3034 17928 3 650.7142 0.0682
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1755.9487 KDSPLEVVVLNDSGGVK 2745.1330 1755.9485 27.8747 13750 3 585.9877 ‐0.9259
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 1712.2560 2392.0298 36.8844 7231 2 1196.5186 ‐2.1396
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 Carbamidomethyl+C(8) 1440.5948 TNPADEECKVYD 34782.6600 1440.5957 17.3050 37617 2 720.8015 0.4458
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 2732.3169 GTMTTTHSYTGDQRLLDASHRDLR 3412.6490 2732.3177 21.6098 7666 3 911.4441 0.7476
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1577.8282 KGLTAEDVNEAFRK 975.3752 1577.8349 19.8895 5915 2 789.4211 4.23
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 600.3715 ITAPAK 8602.6870 600.3717 17.7880 8763 1 600.3717 0.2198
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 929.5302 DLVINVEK 729.2788 929.5304 22.3374 7870 2 465.2689 ‐0.9118
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1328.7420 LEVVVLNDSGGVK 266.6715 1328.7352 28.9928 4690 2 664.8712 ‐5.5218
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1397.6114 MTTTHSYTGDQR 13195.2300 1397.6158 13.4801 3955 2 699.3115 2.03
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1266.5709 TTTHSYTGDQR 7453.4800 1266.5738 13.4804 2932 2 633.7905 1.09
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 676.3260 NDSGGVK 165.7177 676.3280 28.3331 2817 1 676.3280 3.0224
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1279.6277 TAEDVNEAFRK 263.3910 1279.6244 24.1754 2723 2 640.3159 ‐3.0418
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1050.4851 AEDVNEAFR 216.6973 1050.4913 23.1048 2685 2 525.7493 5.0052
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 765.4114 SHRDLR 119.6472 765.4146 23.4010 2589 1 765.4146 4.31
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 730.4458 INVEKK 260.9393 730.4451 19.5450 2288 1 730.4451 ‐0.6021
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1041.5575 NIVPTSTGAAK 230.4143 1041.5608 23.4667 1844 1 1041.5608 4.56
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 814.5033 LVINVEK 363.9986 814.5029 21.8790 1553 2 407.7551 ‐1.8010
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 829.5142 VINVEKK 301.1552 829.5127 21.5359 1525 2 415.2600 ‐3.0918
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1176.5743 VDNETISVDGK 131.4771 1176.5814 18.1715 1513 2 588.7944 5.00
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 697.4607 VLPQLK 160.4622 697.4598 18.5280 1509 1 697.4598 ‐1.0108
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 487.2875 TAPAK 291.4759 487.2871 17.7923 1493 1 487.2871 ‐1.2789
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1077.5059 DNETISVDGK 1375.7070 1077.5064 19.8384 1431 1 1077.5064 2.0431
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1261.6171 TAEDVNEAFRK 221.6737 1261.6247 18.7819 867 2 631.3160 5.62
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 725.4305 AHLVASK 15814.3500 725.4332 16.7453 866 1 725.4332 4.0894
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 826.3690 SYTGDQR 619.2357 826.3709 13.4665 820 1 826.3709 3.0677
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 845.4628 VNEAFRK 173.5049 845.4612 21.4665 783 2 423.2342 ‐3.2067
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1220.6885 VPTPNVSVVDLV 365.7261 1220.6918 20.9494 766 2 610.8495 2.0910
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1215.6579 EVVVLNDSGGVK 231.1274 1215.6583 32.9488 763 1 1215.6583 2.36
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1271.6478 IVDNETISVDGK 415.7262 1271.6503 20.6169 19128 2 636.3288 1.09
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1537.6700 GTMTTTHSYTGDQR 1011.5720 1537.6744 13.4780 1188 3 513.2296 1.60
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1804.0215 VPTPNVSVVDLVINVEK 463.3450 1804.0205 20.0682 895 3 602.0117 ‐1.2730
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 17840.5300 48115.8491 90 59.96 None 1432.7067 GLTAEDVNEAFRK 297.8420 1432.7063 24.2531 1382 2 716.8568 ‐0.4411
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1384.7795 AAALNIVPTSTGAAK 151215.4000 1384.7793 23.4635 262249 2 692.8933 ‐0.4860
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 Carbamidomethyl+C(17) 1934.8589 WPGAEAVGSGDPLEDFCK 12543.6800 1934.8567 32.1119 74316 2 967.9320 ‐0.3573
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1148.6198 VLDEEFGIVK 19698.3800 1148.6203 26.9451 69832 2 574.8138 ‐0.3593
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1627.8537 DSPLEVVVLNDSGGVK 66869.7200 1627.8535 31.0914 57200 2 814.4304 0.0340
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1061.4972 YDSMLGTFK 10919.2500 1061.4988 25.6654 38752 2 531.2530 0.4371
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1289.6583 IVDNETISVDGK 3434.9400 1289.6592 19.8236 37001 2 645.3333 0.1384
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1449.7332 GLTAEDVNEAFRK 5638.3400 1449.7354 23.3275 34312 3 483.9166 0.5039
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 812.5240 VIITAPAK 24365.1700 812.5242 17.7922 22170 2 406.7657 ‐1.3226
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1321.6383 GLTAEDVNEAFR 3510.0440 1321.6399 25.4445 21057 2 661.3236 0.7600
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1755.9487 KDSPLEVVVLNDSGGVK 3223.5500 1755.9485 27.8747 13750 3 585.9877 ‐0.8442
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 Carbamidomethyl+C(1) 2392.0387 CSDVSTTIDSSLTMVMGDDMVK 2020.8970 2392.0296 36.8895 6568 2 1196.5184 ‐2.0667
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1822.0320 VPTPNVSVVDLVINVEK 261.1516 1821.9816 27.8440 1367 2 911.4944 ‐27.1219
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1577.8282 KGLTAEDVNEAFRK 1658.2520 1577.8281 21.6201 7968 3 526.6142 ‐0.8958
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 732.3886 PTSTGAAK 8487.5030 732.3877 23.4678 9042 1 732.3877 ‐0.8858
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 600.3715 ITAPAK 10295.0000 600.3717 17.7880 8763 1 600.3717 0.1997
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 898.4339 DSMLGTFK 2380.3210 898.4353 25.6815 4994 1 898.4353 2.32
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 789.4101 LNDSGGVK 287.5205 789.4085 28.9150 2967 1 789.4085 ‐1.3856
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 676.3260 NDSGGVK 169.4459 676.3280 28.3331 2817 1 676.3280 3.0198
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1050.4851 AEDVNEAFR 120.6203 1050.4913 23.1048 2685 2 525.7493 4.48
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 713.4556 IITAPAK 1547.4930 713.4562 17.7880 2369 1 713.4562 1.1280
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 944.5411 IVPTSTGAAK 622.8343 944.5411 23.4555 1941 1 944.5411 1.1770
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1041.5575 NIVPTSTGAAK 402.6545 1041.5608 23.4667 1844 1 1041.5608 4.67
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 487.2875 TAPAK 674.6810 487.2871 17.7923 1493 1 487.2871 ‐1.3249
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 987.5469 VVLNDSGGVK 940.5110 987.5440 32.9361 1337 1 987.5440 ‐1.6682
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1215.6579 EVVVLNDSGGVK 196.9005 1215.6583 32.9488 763 1 1215.6583 2.47
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 11058.3300 48115.8491 90 59.96 None 1431.7227 GLTAEDVNEAFRK 375.9146 1431.7183 21.9467 1135 2 716.3628 ‐3.2737
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 Carbamidomethyl+C(6) 1775.8997 GILDVCDAPLVSVDFR 8468.6460 1775.9017 20.8506 50531 2 888.4545 1.62
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1067.6823 AVSLVLPQLK 32399.1300 1067.6834 18.5283 49640 2 534.3453 0.6576
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1822.0320 VPTPNVSVVDLVINVEK 7752.6590 1822.0315 21.1932 43568 2 911.5194 0.4347
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1151.6783 VVDLAHLVASK 133563.5000 1151.6783 16.7469 41183 2 576.3428 ‐0.1761
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1772.8027 VVAWYDNEWGYSQR 37475.0100 1772.8028 18.0843 32634 2 886.9051 0.7377
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 Carbamidomethyl+C(29)



NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1950.1270 VPTPNVSVVDLVINVEKK 1233.2410 1950.1282 20.3034 17928 3 650.7142 0.5298
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1384.7795 AAALNIVPTSTGAAK 33509.2800 1384.7799 15.4684 7616 2 692.8936 0.4492
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 Carbamidomethyl+C(6) 1135.5816 GILDVCDAPLV 324.8513 1135.5774 21.7202 6889 1 1135.5774 ‐1.9687
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 897.5768 SLVLPQLK 1376.2750 897.5775 18.5263 4154 1 897.5775 1.93
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1058.5840 NIVPTSTGAAK 303.3946 1058.5825 16.6441 2197 1 1058.5825 0.0954
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 697.4607 VLPQLK 177.9252 697.4598 18.5280 1509 1 697.4598 ‐0.8618
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 725.4305 AHLVASK 4021.2270 725.4332 16.7453 866 1 725.4332 4.21
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1220.6885 VPTPNVSVVDLV 296.0568 1220.6918 20.9494 766 2 610.8495 2.87
NP_174996.1 glyceraldehyde 3 phosphate dehydrogenase B Arabidopsis thaliana 7639.7480 48115.8491 90 59.96 None 1804.0215 VPTPNVSVVDLVINVEK 832.1654 1804.0205 20.0682 895 3 602.0117 ‐0.8138
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 2119.0917 FISPNEVSVETIDGGNTIVK 12283.4100 2119.0892 30.4699 29548 2 1060.0483 ‐0.1111
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1586.8458 VSSVEVDLPAMLAQK 3275.1280 1586.8438 19.2099 24741 2 793.9255 ‐1.1986
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 Carbamidomethyl+C(7)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1178.5899 VVSVDSSSDGVK 20406.7900 1178.5918 15.6344 13257 2 589.7996 0.9514
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1029.5575 AIDNAEGLVK 37977.8600 1029.5586 20.4096 12546 2 515.2829 0.0967
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1139.6419 HIIVATGSDVK 31499.4300 1139.6424 16.5288 11390 2 570.3248 ‐0.2975
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1487.8315 IVSSTGALSLSEVPK 2333.6000 1487.8311 16.6356 8698 2 744.4192 ‐0.4045
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 3012.9770 2548.3025 36.4655 7812 3 850.1057 2.26
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 7953.5240 2420.1910 38.5297 7757 2 1210.5991 ‐2.6683
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1615.9265 IVSSTGALSLSEVPKK 7514.8560 1615.9297 15.1841 4547 3 539.3147 0.9898
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 3570.4530 2539.3072 36.3323 13707 3 847.1073 ‐6.7696
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 851.4985 NKVTYVK 207.8649 851.5020 19.4503 12174 1 851.5020 4.32
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1771.9072 PNEVSVETIDGGNTIVK 430.4925 1771.9005 32.2514 2617 2 886.4539 ‐3.3681
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1032.5143 PSMDGEIRK 237.2125 1032.5092 36.3991 1813 1 1032.5092 ‐3.4633
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 980.4531 SVDSSSDGVK 2582.3690 980.4527 15.6371 1144 1 980.4527 0.7820
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 Carbamidomethyl+C(1)
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1568.8353 VSSVEVDLPAMLAQK 227.0958 1568.8441 18.0604 3336 3 523.6196 4.56
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1121.6313 HIIVATGSDVK 302.5041 1121.6346 15.0194 975 2 561.3209 2.1183
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 None 1012.5310 AIDNAEGLVK 342.1643 1012.5277 18.5570 3150 1 1012.5277 ‐1.8683
NP_175237.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 20 30.77 Carbamidomethyl+C(7)
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1058.1200 21922.4723 3 30.89 None 2319.2806 TLTSVHEAILDDVVLPAEIVGK 2181.4290 2319.2860 36.7603 6672 3 773.7668 2.0689
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1058.1200 21922.4723 3 30.89 None 1266.6252 DVVFEFPITEA 5822.9620 1266.6266 37.6399 6239 1 1266.6266 3.02
NP_175314.1 40S ribosomal protein S7 1 Arabidopsis thaliana 1058.1200 21922.4723 3 30.89 None 2966.4266 GVELSELDEQVAQAFFDLENTNQELK 3463.7240 2966.4327 44.4818 6092 3 989.4824 2.95
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 2712.4164 VISKPLTMGSFGDVLAVPSYDTISSK 5457.2770 2712.4163 20.1610 9942 3 904.8103 0.3843
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1119.5827 SAVLMNLESR 2731.4440 1119.5836 24.4302 9398 2 560.2954 0.0168
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1749.9091 TYVPEMVEVLIDSVR 7530.7170 1749.9055 24.3756 7830 2 875.4564 ‐1.7025
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1625.8567 MVLAASGVEHEELLK 3215.4700 1625.8584 26.0808 7699 3 542.6243 0.0617
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1462.7132 EIEAIGGNTSASASR 2634.9820 1462.7156 17.5941 6762 2 731.8615 1.83
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 979.5207 QILTYGER 2432.2670 979.5174 19.1759 5322 2 490.2623 ‐4.4566
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1028.4796 SQYVGGDFR 877.2789 1028.4808 18.6409 4610 2 514.7440 0.2433
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1731.8337 NPAFLDWEVNEELR 1431.7660 1731.8359 33.8419 2967 2 866.4216 1.42
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 2526.1797 QHTGGEATHFAVAFEVPGWNNEK 360.3953 2526.1861 39.3475 2479 3 842.7336 2.36
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 2742.3251 EIEAIGGNTSASASREQMSYTIDALK 553.7327 2742.3109 34.7266 984 3 914.7751 ‐4.6940
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 896.4360 DIADFTSK 1777.5920 896.4435 20.6425 7245 1 896.4435 9.25
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1197.7201 LQITTLPNGLK 148.2424 1197.7534 20.1814 5141 2 599.3803 27.1069
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1067.5666 MAFKSTLNR 799.6298 1067.5673 24.1521 2958 2 534.2873 ‐0.2561
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1520.7380 AFLDWEVNEELR 214.0179 1520.7328 35.4462 5067 2 760.8701 ‐3.4251
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 779.4120 MAFKSTL 174.9999 779.4101 22.6033 2287 1 779.4101 ‐1.9028
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1479.7512 MVLAASGVEHEELL 520.3993 1479.7487 24.7923 1638 2 740.3780 ‐1.7903
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1124.5405 MVLAASGVEHE 416.3801 1124.5381 24.7346 1139 1 1124.5381 ‐0.3615
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1049.5561 MAFKSTLNR 150.3612 1049.5543 26.9551 2866 1 1049.5543 ‐0.1861
NP_175610.1 putative mitochondrial processing peptidase subunit alpha 1 Arabidopsis thaliana 909.6887 54573.1929 19 32.41 None 1444.7027 EIEAIGGNTSASASR 291.9782 1444.7119 17.3076 800 3 482.2422 5.97
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 2229.6730 15273.5842 2 30.34 None 1305.6514 FFETFAAPFTK 22392.4200 1305.6520 19.5230 27309 2 653.3297 0.4816
NP_175633.1 photosystem I reaction center subunit H 2 Arabidopsis thaliana 2229.6730 15273.5842 2 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSP 2332.9050 3663.6584 21.7172 11254 3 1221.8910 ‐2.6794
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 7128.2670 1797.0465 22.2350 19857 2 899.0269 1.0020
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1423.7468 FSDGLITPDFLAK 2480.3130 1423.7495 19.8622 8011 2 712.3784 1.26
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1366.7154 TLVAQGFWPYGK 2037.7070 1366.7152 18.8328 6755 2 683.8612 ‐0.4737
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 2492.2245 NSPASAPFQFTVFDFYNAVLTR 1496.9180 2492.2311 24.4674 5347 2 1246.6192 4.99
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1995.9885 SVFMIYIGANDYLNFTK 355.1696 1995.9752 30.9414 1997 2 998.4912 ‐5.8310
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 2877.4319 NSPASAPFQFTVFDFYNAVLTRTQR 911.2758 2877.4280 19.7066 2625 3 959.8142 ‐0.6634
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1053.5152 AQGFWPYGK 101.5652 1053.5196 18.8560 1036 1 1053.5196 5.70
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 308.6750 1309.7604 21.1583 825 1 1309.7604 ‐1.9888
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1348.7048 TLVAQGFWPYGK 252.0585 1348.7107 16.9023 5398 3 450.2417 3.0213
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1405.7362 FSDGLITPDFLAK 362.8279 1405.7380 18.3963 1488 2 703.3726 1.0219
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 543.0228 43650.3196 22 18.93 None 1978.9619 SVFMIYIGANDYLNFTK 644.1598 1978.9604 31.0989 1096 2 989.9838 0.0309
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 5748.3550 1797.0465 22.2350 19857 2 899.0269 1.20
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 1423.7468 FSDGLITPDFLAK 2707.2740 1423.7495 19.8622 8011 2 712.3784 2.0630
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 1366.7154 TLVAQGFWPYGK 2501.6060 1366.7152 18.8328 6755 2 683.8612 ‐0.0588
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 2492.2245 NSPASAPFQFTVFDFYNAVLTR 865.0533 2492.2311 24.4674 5347 2 1246.6192 4.10
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 988.4887 SFLFFDGR 1249.3580 988.4898 19.7804 5147 2 494.7485 0.6392
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 2877.4319 NSPASAPFQFTVFDFYNAVLTRTQR 840.6702 2877.4280 19.7066 2625 3 959.8142 ‐0.1861
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 132.8080 1309.7604 21.1583 825 1 1309.7604 ‐1.9785
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 1206.6041 FSDGLITPDFL 225.1732 1206.5988 19.0349 796 1 1206.5988 ‐2.3370
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 970.4781 SFLFFDGR 135.8976 970.4802 18.5569 8374 1 970.4802 3.33
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 1348.7048 TLVAQGFWPYGK 358.6227 1348.7005 17.6058 7172 2 674.8539 ‐3.1836
NP_175802.1 GDSL esterase lipase Arabidopsis thaliana 481.9371 43650.3196 22 18.93 None 1405.7362 FSDGLITPDFLAK 217.0265 1405.7380 18.3963 1488 2 703.3726 1.00
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1109.5950 LGEEGAPAIPR 113875.1000 1109.5960 20.7491 94340 2 555.3016 0.1059
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1194.6001 TIEAYNIADGK 46472.8500 1194.5993 21.3108 81578 2 597.8033 ‐1.3075
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1141.6364 APTLQGQWIK 5082.3180 1141.6360 24.9771 62936 2 571.3216 ‐1.1120
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 61231.8800 1231.6107 21.9470 61264 2 616.3090 ‐0.0149



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1516.7067 WAQLPDPGDNFEK 28177.5900 1516.7064 27.5392 57665 2 758.8569 ‐0.2135
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1325.6736 LYSFGGELTPNK 17296.9100 1325.6738 16.5871 55380 2 663.3406 ‐0.2208
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1042.5164 LDEVGGPEAR 88066.7300 1042.5174 15.4224 47277 2 521.7623 0.0513
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1532.7703 WTEVETTGAKPSAR 68872.5800 1532.7699 16.9450 42008 3 511.5948 ‐1.3774
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1014.5731 SVFAHAVVGK 31512.7800 1014.5747 19.0136 34311 2 507.7910 0.6138
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1340.6481 GWTAYTAATVDGK 16098.4800 1340.6487 23.8434 31754 2 670.8280 0.0361
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1677.8006 SYDTVTSEWTFLTK 37812.1500 1677.8011 19.7851 30607 2 839.4042 0.5069
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1378.6161 TDDLYFYAVNSA 7082.2560 1378.6169 31.6217 29775 2 689.8121 0.2587
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 990.5367 GGAGFAVVQGK 35904.2100 990.5362 19.3036 22403 2 495.7717 ‐1.5637
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 2212.0128 TFHSMASDENHVYVFGGVSK 6156.9360 2212.0170 25.1936 22324 3 738.0105 1.71
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1672.8078 WAQLPDPGDNFEKR 10040.8600 1672.8106 25.9890 21036 3 558.2750 0.7592
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 2666.3249 HIDKDLYVFDFNTQTWSIAQPK 1613.0530 2666.3325 34.2446 6833 3 889.4490 3.18
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1848.7923 DDYESNAVQFYDPASK 6880.7460 1848.7969 26.2114 6618 2 924.9021 3.0780
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 825.4618 IYIFGGR 10719.6400 825.4630 16.5100 5810 2 413.2352 0.2393
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 328.0294 2348.1677 32.3623 21603 2 1174.5875 ‐7.1956
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1146.6378 RGGAGFAVVQGK 4175.4630 1146.6381 17.4169 6805 2 573.8227 ‐0.5217
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1259.5903 QLPDPGDNFEK 534.4894 1259.5911 27.8122 22923 2 630.2992 0.1772
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 530.3297 VVQGK 173.7981 530.3299 18.2539 10865 1 530.3299 0.1149
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 780.3886 YNIADGK 203.1806 780.3869 22.4619 8430 1 780.3869 ‐1.6943
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 980.4684 EAYNIADGK 11648.9200 980.4665 21.3099 6419 1 980.4665 ‐0.7018
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 828.4727 FAHAVVGK 5953.9260 828.4739 19.0405 4037 2 414.7406 0.2212
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 795.4400 WTFLTK 72.7116 795.4418 18.1505 3661 1 795.4418 2.01
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 851.4258 AYNIADGK 11178.6000 851.4224 21.3032 3144 1 851.4224 ‐3.1663
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 996.5109 GEEGAPAIPR 1593.8190 996.5100 20.7571 3095 1 996.5100 0.4092
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 586.2944 GGPEAR 5194.7890 586.2946 15.4218 2777 1 586.2946 0.2745
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 553.3457 PAIPR 13489.8600 553.3460 20.7554 2360 1 553.3460 0.3522
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 601.3668 AVVQGK 254.5407 601.3682 20.8724 2043 1 601.3682 2.84
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 929.4323 DEVGGPEAR 1015.8840 929.4342 15.4218 2020 1 929.4342 3.0529
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 Carbamidomethyl+C(5) 988.5245 PTVSCLGVR 140.0905 988.5288 20.4622 1949 2 494.7680 3.11
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1018.4476 PDPGDNFEK 385.9622 1018.4497 27.5531 1929 1 1018.4497 3.09
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 681.4042 AHAVVGK 103.1371 681.4060 20.7583 1850 1 681.4060 2.80
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 Carbamidomethyl+C(2) 691.3556 SCLGVR 139.2733 691.3545 23.2558 1761 1 691.3545 ‐1.3325
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1112.5623 TSEWTFLTK 206.0168 1112.5629 18.7053 1693 1 1112.5629 2.53
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 865.4163 GDNFEKR 231.3443 865.4146 24.8218 1334 1 865.4146 ‐1.1106
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1011.5146 SEWTFLTK 109.4387 1011.5077 20.3013 1201 1 1011.5077 ‐5.4354
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 805.4567 GFAVVQGK 3134.2700 805.4569 19.2896 1053 1 805.4569 0.9410
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 25842.5300 37065.3696 85 67.45 None 1498.6961 WAQLPDPGDNFEK 252.0945 1498.7043 26.9261 2098 2 749.8558 5.78
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1194.6001 TIEAYNIADGK 39084.8000 1194.5993 21.3108 81578 2 597.8033 ‐1.4142
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1141.6364 APTLQGQWIK 7080.7240 1141.6360 24.9771 62936 2 571.3216 ‐1.2312
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 57940.4200 1231.6107 21.9470 61264 2 616.3090 ‐0.1130
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1516.7067 WAQLPDPGDNFEK 25071.1700 1516.7064 27.5392 57665 2 758.8569 ‐0.2451
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1532.7703 WTEVETTGAKPSAR 35823.1400 1532.7699 16.9450 42008 3 511.5948 ‐1.1875
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1014.5731 SVFAHAVVGK 65745.6500 1014.5747 19.0136 34311 2 507.7910 0.4649
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1340.6481 GWTAYTAATVDGK 19609.4400 1340.6487 23.8434 31754 2 670.8280 ‐0.0365
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1378.6161 TDDLYFYAVNSA 8335.1590 1378.6169 31.6217 29775 2 689.8121 0.1949
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1325.6736 LYSFGGELTPNK 15051.1500 1325.6737 26.0937 29227 2 663.3405 ‐0.4047
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1677.8006 SYDTVTSEWTFLTK 32931.3000 1677.8045 33.5389 29032 2 839.4059 2.83
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 990.5367 GGAGFAVVQGK 55913.7700 990.5362 19.3036 22403 2 495.7717 ‐1.7182
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1672.8078 WAQLPDPGDNFEKR 16295.4600 1672.8106 25.9890 21036 3 558.2750 0.8813
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 2212.0128 TFHSMASDENHVYVFGGVSK 6603.6070 2212.0162 25.1790 20428 3 738.0103 1.05
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1272.6769 MAPTLQGQWIK 494.1889 1272.6832 29.5764 7063 2 636.8452 4.48
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 380.9196 2348.1677 32.3623 21603 2 1174.5875 ‐7.0329
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1146.6378 RGGAGFAVVQGK 5699.4010 1146.6381 17.4169 6805 2 573.8227 ‐0.6396
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 2999.3806 DENRNFENFRSYDTVTSEWTFLTK 631.5841 2999.3817 30.6226 800 3 1000.4654 0.6783
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 851.4258 AYNIADGK 9497.8100 851.4224 21.3032 3144 1 851.4224 ‐3.1287
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 Carbamidomethyl+C(3) 790.4240 VSCLGVR 114.3100 790.4258 22.4943 3139 1 790.4258 2.01
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1116.6008 VETTGAKPSAR 215.8073 1116.6016 15.9451 2353 2 558.8044 ‐0.1428
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 601.3668 AVVQGK 385.3405 601.3682 20.8724 2043 1 601.3682 2.86
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1346.6910 TEVETTGAKPSAR 5433.2920 1346.6913 16.9472 1944 2 673.8493 ‐0.2657
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1018.4476 PDPGDNFEK 374.6367 1018.4497 27.5531 1929 1 1018.4497 3.67
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 Carbamidomethyl+C(2) 691.3556 SCLGVR 108.5863 691.3545 23.2558 1761 1 691.3545 ‐1.3317
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 790.3883 WAQLPDP 323.4579 790.3864 25.9942 1741 1 790.3864 ‐1.7871
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 805.4567 GFAVVQGK 11589.6900 805.4569 19.2896 1053 1 805.4569 0.9680
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1112.5623 TSEWTFLTK 2626.8990 1112.5543 33.5274 1019 1 1112.5543 ‐5.3403
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1325.6736 LYSFGGELTPNK 238.9911 1325.6730 34.4333 832 2 663.3402 ‐0.8959
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1322.6375 GWTAYTAATVDGK 310.2628 1322.6421 24.1337 2324 2 661.8247 2.19
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1498.6961 WAQLPDPGDNFEK 209.4511 1498.7043 26.9261 2098 2 749.8558 5.20
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 16991.7500 37065.3696 85 67.45 None 1255.6504 MAPTLQGQWIK 240.2133 1255.6435 28.3607 3250 1 1255.6435 ‐3.1220
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1325.6736 LYSFGGELTPNK 33254.8900 1325.6738 16.5871 55380 2 663.3406 0.2117
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1677.8006 SYDTVTSEWTFLTK 39037.9600 1677.8011 19.7851 30607 2 839.4042 0.7881
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1340.6481 GWTAYTAATVDGK 21314.6000 1340.6482 15.5207 10653 2 670.8277 0.0940
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 825.4618 IYIFGGR 10382.0700 825.4630 16.5100 5810 2 413.2352 0.8869
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1141.6364 APTLQGQWIK 407.8158 1141.6214 16.7828 12333 2 571.3143 ‐13.3884
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 Carbamidomethyl+C(8) 1231.6100 GDAPTVSCLGVR 1287.9050 1231.6085 22.4741 2796 1 1231.6085 0.8934
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 2348.1881 SSHGIAAVGDKLYSFGGELTPNK 255.3345 2348.1932 17.7521 3885 3 783.4026 2.37
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 Carbamidomethyl+C(8) 1917.9885 GDAPTVSCLGVRMVAVGTK 311.5049 1918.0022 17.7940 960 3 640.0056 7.0371
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 742.3883 QGQWIK 134.7457 742.3843 16.0727 4534 1 742.3843 ‐4.7151
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 795.4400 WTFLTK 96.4017 795.4418 18.1505 3661 1 795.4418 2.70
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1049.5262 SFGGELTPNK 2487.5660 1049.5249 16.5860 3109 1 1049.5249 0.3011



NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1112.5623 TSEWTFLTK 190.0015 1112.5629 18.7053 1693 1 1112.5629 2.03
NP_175806.3 epithiospecifier protein Arabidopsis thaliana 3855.9750 37065.3696 85 67.45 None 1011.5146 SEWTFLTK 138.1509 1011.5077 20.3013 1201 1 1011.5077 ‐5.3575
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1190.5953 FTSAFPHVER 714.0450 1190.5941 26.5859 9002 2 595.8007 ‐1.7379
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 Carbamidomethyl+C(4) 1238.5908 MLICGSEGPFK 1218.2470 1238.5918 26.3753 8961 2 619.7995 0.1261
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1923.9521 MGYAPFSAPAEEAAISALK 1217.5350 1923.9523 34.8708 2831 2 962.4798 0.8906
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1717.8407 YFWTMVNQPEFKK 794.1295 1717.8382 38.3229 2484 2 859.4227 ‐1.1024
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1589.7457 YFWTMVNQPEFK 692.5071 1589.7440 36.7807 28785 2 795.3756 ‐1.0317
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1568.7261 IEESADFQMGVTNK 679.4345 1568.7112 30.7194 1455 2 784.8593 ‐9.4458
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1289.6332 VDISDEAQKER 144.7924 1289.6680 22.9007 1023 2 645.3376 26.4269
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 2270.1009 IEESADFQMGVTNKSPEFLK 593.8924 2270.1106 32.4276 1449 3 757.3751 3.63
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 1664.7625 MGYAPFSAPAEEAAISA 495.2044 1664.7710 35.9753 931 2 832.8891 5.81
NP_176084.1 elongation factor EF 1 gamma subunit Arabidopsis thaliana 177.7552 46628.5595 10 12.83 None 2253.0744 IEESADFQMGVTNKSPEFLK 415.8421 2253.0670 30.9899 19716 2 1127.0371 ‐1.8254
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 7870.1900 15824.4513 7 63.51 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 7870.1900 15824.4513 7 63.51 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTC 1765.4550 5030.3208 37.0720 44816 4 1258.3356 ‐1.8602
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 7870.1900 15824.4513 7 63.51 None 1462.7900 SLPSANTQSLFGLK 192.9343 1462.7607 30.8880 1473 2 731.8840 ‐20.2221
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9114.1710 15824.4513 7 63.51 Carbamidomethyl+C(12)
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9114.1710 15824.4513 7 63.51 Carbamidomethyl+C(27) 5030.3260 VVSGSVDQSDQSFLDDEQIGEGFVLTC 3013.3540 5030.3207 37.0746 41400 4 1258.3356 ‐0.2442
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9114.1710 15824.4513 7 63.51 None 1462.7900 SLPSANTQSLFGLK 115.6785 1462.7650 18.5724 1753 3 488.2598 ‐18.0782
NP_176291.1 ferredoxin 2 Arabidopsis thaliana 9114.1710 15824.4513 7 63.51 None 1060.5786 ANTQSLFGLK 81.9611 1060.5740 18.0969 1656 2 530.7906 ‐5.3542
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 5813.5150 2500.1867 32.6374 10861 2 1250.5970 ‐0.0496
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2516.1464 GLDNLETEVEDVDWESTFYVR 1861.2300 2516.1398 38.6495 8445 2 1258.5735 ‐0.8027
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 1742.7254 DSEYPSFVFDDYMK 6136.6190 1742.7293 33.9917 6944 2 871.8683 2.19
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 1713.8806 AHTDAGGIILLFQDDK 2950.8380 1713.8851 32.3790 5237 3 571.9666 1.04
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 Carbamidomethyl+C(13) 2314.1847 LENLAEDLLDLLCENLGLEK 497.1553 2314.2339 21.6148 3322 4 579.3139 19.3619
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2552.4083 AHTDAGGIILLFQDDKVSGLQLLK 2134.6960 2552.4137 37.5013 3905 4 638.8589 0.3464
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2533.1987 HLPQSNLNDISDVSDEYRTAMK 1306.8790 2533.1963 23.3482 2795 2 1267.1018 0.8722
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2665.3290 EPRFAAMKNASAVTELNPTAAVETF 450.6612 2665.3433 20.4146 2548 3 889.1193 5.50
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 1028.4982 EPRFAAMKN 124.8030 1028.4919 19.3207 1532 1 1028.4919 ‐4.7658
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1005.2480 36411.2031 17 35.94 None 2647.3185 EPRFAAMKNASAVTELNPTAAVETF 307.4728 2647.3281 18.8078 1208 3 883.1142 4.0105
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 None 2500.1912 MSVASFYNPGSDAEISPATSLVEK 7691.8080 2500.1867 32.6374 10861 2 1250.5970 0.1486
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 None 2516.1464 GLDNLETEVEDVDWESTFYVR 2245.9070 2516.1398 38.6495 8445 2 1258.5735 ‐0.6008
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 None 1742.7254 DSEYPSFVFDDYMK 6358.6990 1742.7293 33.9917 6944 2 871.8683 2.31
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 None 1713.8806 AHTDAGGIILLFQDDK 2984.2540 1713.8851 32.3790 5237 3 571.9666 1.25
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 Carbamidomethyl+C(7) 1659.8233 VSNYPPCPKPEMIK 303.2537 1659.8295 21.1742 1413 3 553.9480 2.68
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 Oxidation+M(21) 2996.4054 HLPQSNLNDISDVSDEYRTAMKDFGK 408.2783 2996.3900 40.3447 2365 3 999.4682 ‐4.8572
NP_176428.1 1 aminocyclopropane 1 carboxylate oxidase 2 Arabidopsis thaliana 1164.9460 36411.2031 17 35.94 Carbamidomethyl+C(7) 1025.4873 VSNYPPCPK 92.5916 1025.4935 22.0403 3622 2 513.2504 4.68
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1676.7618 VANPIVEMDGDEMTR 16770.2400 1676.7630 26.9357 37683 2 838.8852 0.9654
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 2041.9964 DTYLNTEEFIDAVAAELK 104047.7000 2041.9969 43.6153 29605 2 1021.5021 1.1546
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 Carbamidomethyl+C(5) 1320.6464 LEAACVGTVESGK 60095.8400 1320.6475 18.6751 21174 2 660.8274 0.3877
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1287.7559 LITPFVELDIK 13760.6900 1287.7569 20.8506 20997 2 644.3821 0.3630
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1251.6653 LIDDMVAYALK 7665.9630 1251.6657 19.2163 20310 2 626.3365 ‐0.2548
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1797.8766 GGETSTNSIASIFAWTR 3845.8200 1797.8778 21.1182 19008 2 899.4425 1.1382
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1418.6257 AFADASMNTAYEK 16910.5900 1418.6258 20.9572 17585 2 709.8165 ‐0.1216
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1355.6914 TIEAEAAHGTVTR 32079.4200 1355.6939 15.9859 16537 3 452.5695 0.5713
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 7379.9290 1156.5093 21.2187 16247 2 578.7583 ‐0.6004
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1117.5789 YFDLGLPHR 8201.7340 1117.5821 16.9737 15111 2 559.2947 2.1054
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1066.6255 DLALIIHGSK 9654.3840 1066.6264 16.1109 12562 2 533.8169 ‐0.0170
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 926.4652 LTMTFEGK 5298.5400 926.4648 22.2731 11632 2 463.7361 ‐1.5199
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 2327.1401 DTYLNTEEFIDAVAAELKER 15852.6300 2327.1460 41.4302 9883 3 776.3869 2.05
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1789.8796 FKDIFQEVYEASWK 3452.2900 1789.8820 20.5864 9736 3 597.2988 0.6082
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 Carbamidomethyl+C(27) 3290.5344 NYDGDVQSDFLAQGFGSLGLMTSVLV 2253.9580 3290.5304 24.7645 3474 3 1097.5150 ‐0.0225
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 865.4666 LLDFTEK 6445.5180 865.4676 23.6636 4517 2 433.2374 ‐0.0269
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1821.9076 DATDDKVTIESAEATKK 2969.3950 1821.9109 17.2552 9872 3 607.9751 1.0798
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1693.8127 DATDDKVTIESAEATK 1888.3980 1693.8163 18.7715 6971 3 565.2769 1.49
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 2203.0886 VANPIVEMDGDEMTRVIWK 436.5610 2203.1031 31.3994 2333 3 735.0392 6.43
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 Carbamidomethyl+C(20) 2389.1567 LIDDMVAYALKSEGGYVWACK 695.7470 2389.1505 41.8069 1432 3 797.0550 ‐2.5711
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1865.0379 VTIESAEATKKYNVAIK 916.2043 1865.0295 22.9902 1003 2 933.0184 ‐3.8620
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 2792.3737 YFDLGLPHRDATDDKVTIESAEATK 188.3171 2792.3485 54.4668 919 3 931.4544 ‐8.4716
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 813.3811 TMTFEGK 738.4207 813.3833 22.2762 2140 1 813.3833 3.57
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 812.4373 AAHGTVTR 188.4712 812.4351 16.9401 956 1 812.4351 ‐2.0273
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 541.3093 IHGSK 189.0098 541.3098 15.0783 937 1 541.3098 0.6993
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1366.7114 TNSIASIFAWTR 407.3521 1366.7143 21.6440 773 2 683.8608 1.88
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 2186.0620 VANPIVEMDGDEMTRVIWK 347.5468 2186.0717 32.6255 1498 3 729.3621 4.1882
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 11245.1800 46088.4641 47 55.85 None 1848.0113 VTIESAEATKKYNVAIK 398.9641 1848.0068 22.1882 1346 2 924.5071 ‐1.8605
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1676.7618 VANPIVEMDGDEMTR 17021.2200 1676.7630 26.9357 37683 2 838.8852 0.9712
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 2041.9964 DTYLNTEEFIDAVAAELK 50062.0200 2041.9969 43.6153 29605 2 1021.5021 1.58
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1418.6257 AFADASMNTAYEK 8240.8790 1418.6260 20.9505 16492 2 709.8167 ‐0.0202
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 9472.0220 1156.5093 21.2187 16247 2 578.7583 ‐0.7160
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 926.4652 LTMTFEGK 10132.2200 926.4648 22.2731 11632 2 463.7361 ‐1.6893
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 2327.1401 DTYLNTEEFIDAVAAELKER 7640.4340 2327.1460 41.4302 9883 3 776.3869 2.55
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1380.6331 YDAAGIWYEHR 506.5793 1380.6403 23.9864 4550 2 690.8238 4.98
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1033.5789 NILNGTVFR 852.0920 1033.5589 26.8757 20647 2 517.2831 ‐20.4614
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1355.6914 TIEAEAAHGTVTR 227.8023 1355.6651 25.2595 3586 2 678.3362 ‐19.7553
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1789.8796 FKDIFQEVYEASWK 220.9593 1789.8897 25.3118 2371 3 597.3014 4.43
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1762.8395 YFDLGLPHRDATDDK 522.5905 1762.7916 21.9461 2346 3 588.2687 ‐27.8741
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1226.6086 LTMTFEGKDGK 264.1428 1226.6041 24.2302 1459 2 613.8057 ‐4.3029
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 2203.0886 VANPIVEMDGDEMTRVIWK 215.0201 2203.1031 31.3994 2333 3 735.0392 6.93
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 Carbamidomethyl+C(20) 2389.1567 LIDDMVAYALKSEGGYVWACK 798.9822 2389.1505 41.8069 1432 3 797.0550 ‐2.7962
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1062.5214 TIEAEAAHGTV 104.4281 1062.5259 25.2184 4372 2 531.7666 3.10



NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 813.3811 TMTFEGK 9075.0910 813.3833 22.2762 2140 1 813.3833 3.45
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1234.6249 GDEMTRVIWK 98.5728 1234.6266 30.4431 1257 1 1234.6266 3.66
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 Carbamidomethyl+C(7) 940.4346 GGYVWACK 481.2589 940.4313 21.2321 1186 1 940.4313 ‐2.3329
NP_176768.1 isocitrate dehydrogenase Arabidopsis thaliana 3956.5680 46088.4641 47 55.85 None 1362.6226 YDAAGIWYEHR 229.5976 1362.6174 23.7464 5770 2 681.8123 ‐4.1754
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 3415.7209 HAAAEIFANPDVIAEVPWYGIEQEYTLL 4984.8230 3415.7065 23.6367 11951 3 1139.2404 ‐2.8532
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 1111.5994 TLPGPVTDPSK 7508.6890 1111.6004 18.8925 5150 2 556.3038 0.1311
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 2252.1207 LTGHHETADINTFLWGVANR 2403.0950 2252.1253 18.7791 4806 3 751.3800 1.87
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 1361.6080 EHISAYGEGNER 16017.3300 1361.6108 14.1231 4575 3 454.5418 0.7534
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 960.4785 DIVDAHYK 1152.2890 960.4811 16.5171 4181 2 480.7442 1.16
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 1517.7091 EHISAYGEGNERR 297.5242 1517.7081 28.1976 3671 2 759.3577 ‐0.7112
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 651.3097 DIVDAH 221.0389 651.3090 14.4784 2418 1 651.3090 ‐0.9469
NP_176794.1 glutamine synthetase Arabidopsis thaliana 1365.2110 39321.2500 8 22.75 None 2234.1101 LTGHHETADINTFLWGVANR 284.2808 2234.1180 17.9736 792 3 745.3775 3.99
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 439816.1000 1548.8094 18.5064 3283555 2 774.9083 0.2128
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 935.4945 IIGFDNTR 71026.1000 935.4935 21.7731 1336371 2 468.2504 ‐2.2174
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 158597.7000 2080.9963 20.8124 717861 3 694.3369 0.2466
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 914.4229 YWTMWK 33572.6100 914.4212 17.8992 409363 2 457.7143 ‐2.9883
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1009.5102 EYPNAFIR 59629.5000 1009.5103 23.3892 376265 2 505.2588 ‐0.8577
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 907.4884 EVDYLIR 60855.9800 907.4887 23.0906 278813 2 454.2480 ‐0.7731
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 81895.6300 1942.9719 19.4244 270243 2 971.9896 0.0764
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1941.9692 FETLSYLPDLTDSELAK 183651.6000 1941.9687 34.8987 269139 2 971.4880 0.4769
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1351.5662 EHGNSPGYYDGR 25412.5700 1351.5689 13.3167 18602 3 451.1945 0.7304
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 924.5666 VWPPIGKK 4430.6840 924.5642 15.9856 7833 1 924.5642 ‐1.4575
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 796.4716 VWPPIGK 1315.8110 796.4701 15.4658 2286 2 398.7387 ‐3.2089
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 2070.0641 KFETLSYLPDLTDSELAK 221877.0000 2070.0648 33.0297 490753 3 690.6931 ‐0.0433
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 2198.1591 KKFETLSYLPDLTDSELAK 31711.4400 2198.1604 30.9375 66394 3 733.3916 0.3657
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 3072.5776 FETLSYLPDLTDSELAKEVDYLIRNK 914.3602 3072.5473 38.5886 1361 3 1024.8539 ‐8.9486
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 679.3774 DYLIR 1180.8280 679.3764 23.8087 93226 1 679.3764 ‐1.1751
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 565.2803 TMWK 3031.6370 565.2799 17.8937 20872 1 565.2799 ‐0.8978
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 228.2161 1440.6663 24.7726 15639 2 720.8368 3.0223
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 730.3155 GYYDGR 132.7303 730.3169 13.8613 8477 1 730.3169 2.99
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 414.2711 PIGK 77.2224 414.2706 15.8354 6759 1 414.2706 ‐1.9877
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 510.2307 YDGR 83.4421 510.2306 13.8490 6343 1 510.2306 ‐0.5725
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1278.6266 FELEHGFVYR 822.7495 1278.6279 22.8890 5445 2 639.8176 0.5695
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 505.2365 DNTR 740.0530 505.2353 21.7438 5368 1 505.2353 ‐2.6993
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 907.4421 EHGFVYR 389.0767 907.4449 19.6049 4328 1 907.4449 4.0493
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 854.4294 FETLSYL 1273.1570 854.4251 34.9188 3873 1 854.4251 ‐4.2838
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1296.6371 FELEHGFVYR 232.7201 1296.6418 19.9271 3779 2 648.8246 3.1616
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1020.5261 LEHGFVYR 143.9263 1020.5252 18.9736 2089 2 510.7663 ‐1.8452
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 489.1980 EVDY 76.9746 489.1967 23.8047 1810 1 489.1967 ‐3.0936
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1070.5364 PDLTDSELAK 529.7018 1070.5328 33.0668 1586 1 1070.5328 ‐1.8430
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 880.4676 YPNAFIR 69.4034 880.4704 23.3929 1331 1 880.4704 4.0894
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 751.3596 WTMWK 81.8599 751.3628 17.0843 1287 1 751.3628 4.64
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 620.3515 NAFIR 105.0981 620.3509 22.6183 1218 1 620.3509 ‐0.9222
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1451.7264 SYLPDLTDSELAK 1014.3040 1451.7213 34.8878 1187 1 1451.7213 ‐0.6581
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1407.6692 EFELEHGFVYR 343.9568 1407.6772 21.9874 1106 2 704.3422 5.40
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1364.6944 YLPDLTDSELAK 314.4794 1364.6898 34.8956 917 1 1364.6898 ‐0.8075
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1425.6797 EFELEHGFVYR 387.5488 1425.6762 22.3270 851 1 1425.6762 0.2622
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 1333.5556 EHGNSPGYYDGR 608.8828 1333.5592 15.0331 5490 2 667.2832 2.87
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 2052.0536 KFETLSYLPDLTDSELAK 769.2161 2052.0571 30.7357 1587 3 684.6906 1.47
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 84619.8400 20501.3116 90 64.44 None 896.4124 YWTMWK 101.9014 896.4099 17.9076 1135 2 448.7086 ‐3.8957
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 935.4945 IIGFDNTR 107161.4000 935.4935 21.7724 1330352 2 468.2504 ‐2.3943
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 907.4884 EVDYLIR 45556.7000 907.4873 23.8128 477097 2 454.2473 ‐2.5374
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1009.5102 EYPNAFIR 66873.4300 1009.5103 23.3882 374811 2 505.2588 ‐1.0157
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1941.9692 FETLSYLPDLTDSELAK 134932.2000 1941.9686 34.8988 267793 2 971.4880 0.5379
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 35384.9400 2080.9979 36.2514 45838 3 694.3375 0.9544
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 907.4632 SSAAFPATR 584.6111 907.4846 24.8085 6274 1 907.4846 24.6594
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 2070.0641 KFETLSYLPDLTDSELAK 202177.9000 2070.0648 33.0294 487396 3 690.6931 ‐0.1116
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 2198.1591 KKFETLSYLPDLTDSELAK 59305.6200 2198.1605 30.9138 61011 3 733.3917 0.2670
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 3072.5776 FETLSYLPDLTDSELAKEVDYLIRNK 856.4658 3072.5473 38.5886 1361 3 1024.8539 ‐9.5049
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 Carbamidomethyl+C(6) 3655.6812 NKWIPCVEFELEHGFVYREHGNSPGYY 285.8629 3655.6488 31.0919 857 4 914.6677 ‐9.5330
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 717.4042 PNAFIR 9715.1720 717.4039 23.3883 49137 1 717.4039 ‐0.0963
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1088.5470 PDLTDSELAK 1469.4730 1088.5449 33.0288 28324 1 1088.5449 ‐0.1965
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 652.3049 FDNTR 4391.7530 652.3024 21.7877 14896 1 652.3024 ‐3.7708
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 564.3504 YLIR 116.2716 564.3497 23.8083 14383 1 564.3497 ‐1.5145
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 763.3832 TDSELAK 573.9601 763.3819 33.0421 6088 1 763.3819 ‐1.1963
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 505.2365 DNTR 1083.2260 505.2353 21.7438 5368 1 505.2353 ‐2.7412
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 854.4294 FETLSYL 779.2020 854.4251 34.9188 3873 1 854.4251 ‐4.2456
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 706.3770 KFETLS 1712.6510 706.3786 33.0333 2550 1 706.3786 2.80
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1194.6041 KFETLSYLPD 1840.2640 1194.5997 33.0352 2356 1 1194.5997 ‐1.5872
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1407.6692 EFELEHGFVYR 237.2905 1407.6719 36.5193 1955 2 704.3396 1.47
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 662.3355 DSELAK 442.3309 662.3368 33.0225 1832 1 662.3368 2.0213
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1070.5364 PDLTDSELAK 147.8372 1070.5328 33.0668 1586 1 1070.5328 ‐1.7552
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1201.6311 LPDLTDSELAK 214.6280 1201.6243 34.9052 1491 1 1201.6243 ‐3.5150
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 880.4676 YPNAFIR 82.2399 880.4704 23.3929 1331 1 880.4704 4.1336
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1451.7264 SYLPDLTDSELAK 1116.0520 1451.7213 34.8878 1187 1 1451.7213 ‐0.4828
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1523.7628 KFETLSYLPDLTD 1688.5480 1523.7570 32.3028 1143 2 762.3821 ‐3.8639
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 1364.6944 YLPDLTDSELAK 312.7519 1364.6898 34.8956 917 1 1364.6898 ‐0.6521
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 991.4996 EYPNAFIR 209.1975 991.5013 23.3838 19528 2 496.2543 0.5476
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 25588.9100 20501.3116 90 64.44 None 889.4778 EVDYLIR 414.0017 889.4786 23.0906 10219 2 445.2429 ‐0.5117



NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 300021.7000 1548.8094 18.5064 3283555 2 774.9083 0.5494
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 133744.0000 2080.9963 20.8124 717861 3 694.3369 0.7104
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 914.4229 YWTMWK 44493.2600 914.4212 17.8992 409363 2 457.7143 ‐2.3790
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(4) 1942.9732 QVQCISFIAYKPPSFTG 112896.6000 1942.9719 19.4244 270243 2 971.9896 0.2436
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 935.4945 IIGFDNTR 25513.3100 935.4940 14.8958 17920 2 468.2506 ‐1.0842
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 2830.4397 FETLSYLPDLTDSELAKEVDYLIR 896.6420 2830.4404 24.0484 10406 3 944.1516 1.21
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 924.5666 VWPPIGKK 4784.9030 924.5642 15.9856 7833 1 924.5642 ‐1.3599
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 1009.5102 EYPNAFIR 10380.7100 1009.5097 15.5423 4614 2 505.2585 ‐0.8719
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 796.4716 VWPPIGK 2809.9200 796.4701 15.4658 2286 2 398.7387 ‐2.5489
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 2070.0641 KFETLSYLPDLTDSELAK 4966.0270 2070.0671 19.3857 24774 3 690.6939 1.80
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 565.2803 TMWK 9706.2930 565.2799 17.8937 20872 1 565.2799 ‐0.7188
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 278.5838 1781.8304 17.8623 10918 2 891.4188 0.0088
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 414.2711 PIGK 346.6135 414.2706 15.8354 6759 1 414.2706 ‐1.7745
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1210.3350 1289.6184 18.5062 4737 1 1289.6184 1.38
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 709.3264 GFDNTR 3607.6420 709.3256 14.8970 4384 1 709.3256 ‐0.6263
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 907.4421 EHGFVYR 117.2511 907.4449 19.6049 4328 1 907.4449 4.1507
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(4) 1320.6617 LFGCTDSAQVLK 96.7421 1320.6671 17.3006 3986 2 660.8372 4.1495
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 1314.6729 SFIAYKPPSFTG 494.4260 1314.6725 19.4364 1743 1 1314.6725 2.0931
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 1923.9586 KFETLSYLPDLTDSELA 165.5921 1923.9674 18.2217 1508 2 962.4873 5.18
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 822.4104 IGFDNTR 973.2386 822.4097 14.8969 1387 1 822.4097 ‐0.0774
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(6) 1384.6930 LPLFGCTDSAQVL 161.1735 1384.6958 17.2863 1356 2 692.8515 2.1376
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 106.3971 1338.6651 17.2560 1020 2 669.8362 ‐5.2524
NP_176880.1 ribulose bisphosphate carboxylase small chain 1A Arabidopsis thaliana 49405.7200 20501.3116 90 64.44 None 896.4124 YWTMWK 101.9752 896.4099 17.9076 1135 2 448.7086 ‐3.2787
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 Carbamidomethyl+C(7)
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 828.4614 SPITPWK 1101.1550 828.4817 19.9698 26675 2 414.7445 23.1832
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 2309.1116 AGVAEALTDDHKPGRDDEKER 2831.3740 2309.0898 29.5249 5152 3 770.3681 ‐9.5467
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 1469.7172 KSFFGVYDGHGGAK 269.4095 1469.7030 28.2471 2677 2 735.3551 ‐9.7806
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 2380.1449 ESEEENLVQGFVNMSPSSKLR 370.0056 2380.1395 34.0279 1554 3 794.0514 ‐2.2464
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 810.4509 SPITPWK 136.4865 810.4500 19.5227 1971 1 810.4500 ‐0.3440
NP_176948.2 putative protein phosphatase 2C 14 Arabidopsis thaliana 235.2713 49866.3669 7 10.79 None 2362.1343 ESEEENLVQGFVNMSPSSKLR 157.8626 2362.1459 34.7432 959 3 788.0535 4.02
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2222.1049 VGLDVFEEEPFMKPGLADTK 10078.1500 2222.1088 34.3170 29833 3 741.3744 1.39
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1449.7948 EADLISLHPVLDK 29819.1600 1449.7953 28.2387 16513 3 483.9366 ‐0.8055
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1415.7675 EGMATLAALNVLGR 3953.8490 1415.7708 20.0754 15866 2 708.3890 2.0967
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1490.8213 GPVIDEAALVEHLK 7749.7630 1490.8213 29.2935 15607 3 497.6119 ‐1.1802
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1109.5296 IVEADEFMR 10236.2500 1109.5310 24.3668 15024 2 555.2691 0.5080
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAA 3149.8410 2817.5008 24.3699 13486 3 939.8384 1.1093
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1663.8149 MNLIYFDLYQSTR 3489.4690 1663.8121 20.7332 13273 2 832.4097 ‐1.4221
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1021.4983 ASSMEEVLR 15022.4200 1021.4999 21.1470 11842 2 511.2536 0.6128
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2013.9335 AFSNMAVGYNNVDVEAANK 8362.6670 2013.9288 25.8798 10827 2 1007.4680 ‐1.4612
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 10875.5100 1373.6997 18.9478 9711 2 687.3535 ‐0.1279
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1014.5691 GQTVGVIGAGR 18895.5500 1014.5679 17.4889 7546 2 507.7876 ‐2.1609
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1306.7478 NAIVVPHIASASK 3612.5860 1306.7474 22.0833 7030 2 653.8774 ‐0.6923
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1643.9102 TILSVEDIIDLIGDK 802.4550 1643.9098 24.2863 5071 2 822.4585 ‐0.0728
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1858.9956 WTREGMATLAALNVLGR 403.0384 1858.9534 27.2639 9620 3 620.3227 ‐23.3419
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1285.6648 ANGEQPVTWKR 537.5471 1285.6634 18.8858 1649 2 643.3353 ‐1.5601
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2284.1761 FVTAYGQFLKANGEQPVTWK 2113.6540 2284.1641 19.4113 44836 3 762.0596 ‐5.3490
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 897.5768 ALGLPVSKL 749.5681 897.5760 17.8134 2283 2 449.2916 ‐2.0457
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2034.0365 MNLIYFDLYQSTRLEK 2038.5550 2034.0459 24.1801 2230 2 1017.5266 5.18
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 863.4291 SMEEVLR 545.3845 863.4269 21.5250 3438 1 863.4269 ‐1.7060
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 474.2922 VLDK 121.9844 474.2914 26.3319 2447 1 474.2914 ‐2.2621
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 713.4556 GLPVSKL 149.2383 713.4562 17.7880 2369 1 713.4562 1.1221
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 897.3771 EADEFMR 2175.7110 897.3796 24.3478 1729 1 897.3796 3.45
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 810.4468 PHIASASK 165.1353 810.4485 20.7588 1484 1 810.4485 2.19
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1562.7849 YFDLYQSTRLEK 265.5995 1562.7742 25.5470 1058 1 1562.7742 ‐3.6230
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1055.5116 NNVDVEAANK 203.8553 1055.5047 26.5122 810 1 1055.5047 ‐5.0441
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1288.7372 NAIVVPHIASASK 261.7716 1288.7405 21.3528 1579 2 644.8739 2.1246
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 1645.8043 MNLIYFDLYQSTR 901.7614 1645.7998 21.9948 1371 3 549.2715 ‐3.6627
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 None 2016.0259 MNLIYFDLYQSTRLEK 710.6254 2016.0193 23.6472 1140 2 1008.5133 ‐2.3959
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 4339.9920 42476.0530 57 58.55 Carbamidomethyl+C(10) 1356.6729 WINLLVDQGCR 335.0626 1356.6676 18.4141 2124 2 678.8374 ‐4.2462
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 2222.1049 VGLDVFEEEPFMKPGLADTK 9317.1610 2222.1088 34.3170 29833 3 741.3744 1.97
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1449.7948 EADLISLHPVLDK 25921.9700 1449.7953 28.2387 16513 3 483.9366 ‐0.5754
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1490.8213 GPVIDEAALVEHLK 6548.3320 1490.8213 29.2935 15607 3 497.6119 ‐0.9699
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1109.5296 IVEADEFMR 5771.4040 1109.5310 24.3668 15024 2 555.2691 0.3813
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1021.4983 ASSMEEVLR 14134.0800 1021.4999 21.1470 11842 2 511.2536 0.4656
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 2013.9335 AFSNMAVGYNNVDVEAANK 6488.7650 2013.9288 25.8798 10827 2 1007.4680 ‐1.3766
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1014.5691 GQTVGVIGAGR 23829.2600 1014.5679 17.4889 7546 2 507.7876 ‐2.3098
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1306.7478 NAIVVPHIASASK 3676.9200 1306.7474 22.0833 7030 2 653.8774 ‐0.7729
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1858.9956 WTREGMATLAALNVLGR 193.7077 1858.9534 27.2639 9620 3 620.3227 ‐23.3101
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 2486.1917 MMVEGFKMNLIYFDLYQSTR 1513.9260 2486.1862 40.8075 1206 3 829.4003 ‐2.3009
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 897.3771 EADEFMR 1516.1260 897.3796 24.3478 1729 1 897.3796 3.26
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 950.4612 SSMEEVLR 109.2443 950.4619 22.3243 912 1 950.4619 1.66
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 3188.2290 42476.0530 57 58.55 None 1055.5116 NNVDVEAANK 182.3512 1055.5047 26.5122 810 1 1055.5047 ‐4.9597
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 1415.7675 EGMATLAALNVLGR 2535.4590 1415.7708 20.0754 15866 2 708.3890 2.05
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2817.4993 YGIAVGNTPGVLTETTAELAASLSLAAA 5509.0960 2817.5008 24.3699 13486 3 939.8384 1.55
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 1663.8149 MNLIYFDLYQSTR 2803.1910 1663.8121 20.7332 13273 2 832.4097 ‐1.1350
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 Carbamidomethyl+C(10) 1373.6995 WINLLVDQGCR 10078.8900 1373.6997 18.9478 9711 2 687.3535 0.2840
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 1643.9102 TILSVEDIIDLIGDK 1371.7130 1643.9098 24.2863 5071 2 822.4585 0.2229
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 1858.9956 WTREGMATLAALNVLGR 159.1732 1858.9525 16.4666 5398 2 929.9799 ‐22.3897
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 975.5258 TTYHLVNK 507.7299 975.5430 16.4496 2759 2 488.2752 17.1907



NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2284.1761 FVTAYGQFLKANGEQPVTWK 3510.5530 2284.1641 19.4113 44836 3 762.0596 ‐4.8818
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 897.5768 ALGLPVSKL 938.1376 897.5760 17.8134 2283 2 449.2916 ‐1.4291
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2034.0365 MNLIYFDLYQSTRLEK 937.8191 2034.0459 24.1801 2230 2 1017.5266 5.98
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2555.3221 GQTVGVIGAGRIGSAYARMMVEGFK 109.1786 2555.3440 22.7600 1716 3 852.4529 9.66
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2856.4133 MMVEGFKMNLIYFDLYQSTRLEK 676.0361 2856.4095 23.7741 1103 3 952.8080 ‐0.2237
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 874.4781 TYHLVNK 75.4537 874.4781 17.9918 3137 1 874.4781 0.9729
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 1234.6426 DLYQSTRLEK 262.0914 1234.6374 21.2944 2078 1 1234.6374 ‐2.1303
NP_176968.1 hydroxypyruvate reductase Arabidopsis thaliana 958.3236 42476.0530 57 58.55 None 2267.1495 FVTAYGQFLKANGEQPVTWK 149.6508 2267.1409 21.0065 1604 3 756.3852 ‐3.4710
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1310.6297 VLEGDLMNEYK 14387.9700 1310.6296 25.0678 23604 2 655.8184 ‐0.5130
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1197.5634 EIDEHLLAEE 18228.1000 1197.5643 24.1603 20139 2 599.2858 0.1699
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 960.5248 LETEVEIK 16175.7300 960.5262 19.9917 8966 2 480.7667 0.3626
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1238.6779 SFAFTLQVTPK 398.2738 1238.6508 20.4132 1766 2 619.8290 ‐22.4865
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 Carbamidomethyl+C(15) 3507.7200 ISEEVAHPETLLQFCVEISKEIDEHLLAEE 240.8310 3507.7608 23.5595 772 4 877.6956 10.96
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 921.4676 EIDEHLLA 100.3683 921.4645 22.4139 13159 2 461.2359 ‐4.5257
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1447.7427 ISEEVAHPETLLQ 116.6946 1447.7526 22.5917 8582 3 483.2557 5.80
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 850.4305 EIDEHLL 175.4532 850.4289 25.3761 2100 1 850.4289 ‐1.0615
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1050.5102 IDEHLLAEE 260.8957 1050.5084 25.7299 801 1 1050.5084 ‐0.2277
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 942.5142 LETEVEIK 1280.0630 942.5155 19.2082 5735 2 471.7614 0.1962
NP_177245.1 MLP like protein 43 Arabidopsis thaliana 3047.8520 18003.4241 11 37.97 None 1293.6031 VLEGDLMNEYK 219.4240 1293.6097 24.2617 5967 2 647.3085 4.65
NP_177329.2 WD 40 repeat containing protein Arabidopsis thaliana 303.6940 44475.6055 4 8.35 Carbamidomethyl+C(8) 2382.1130 GELYALACSPTDATLVATGGGDDK 4084.5580 2382.1062 31.9315 10409 2 1191.5567 ‐1.1335
NP_177329.2 WD 40 repeat containing protein Arabidopsis thaliana 303.6940 44475.6055 4 8.35 None 1214.5688 VFESSEFQNK 1722.8760 1214.5746 27.6474 6396 2 607.7910 4.1153
NP_177329.2 WD 40 repeat containing protein Arabidopsis thaliana 303.6940 44475.6055 4 8.35 None 1338.7376 DGSVHIVNIVTGK 216.7528 1338.7747 30.9252 4089 2 669.8910 27.2812
NP_177329.2 WD 40 repeat containing protein Arabidopsis thaliana 303.6940 44475.6055 4 8.35 Carbamidomethyl+C(1) 1528.7577 CVLDGPGAGIEWVR 394.8237 1528.7463 26.4095 1208 2 764.8768 ‐7.5281
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1563.8013 AVVQVFEGTSGIDNK 14550.2300 1563.8019 25.7530 25233 2 782.4046 0.3861
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1912.8786 GYPGYMYTDLATIYER 25208.8600 1912.8793 33.5369 17472 2 956.9433 1.0622
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 2186.7330 2469.2003 22.7603 17045 2 1235.1038 1.53
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1715.9327 VTLFLNLANDPTIER 2639.9710 1715.9331 20.0898 16382 2 858.4702 0.6013
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1088.5769 TPVSLDMLGR 5013.9350 1088.5768 27.3171 14318 2 544.7920 ‐0.9198
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1596.9108 QIYPPINVLPSLSR 3520.6520 1596.9133 19.9236 13762 2 798.9603 1.99
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1034.5629 YQEIVNIR 11127.4800 1034.5633 22.4144 13602 2 517.7853 ‐0.5444
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 2731.5100 1702.8404 28.6345 12363 2 851.9238 3.0468
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1369.7362 FTTVQFTGEVLK 5165.1710 1369.7312 17.9142 12068 2 685.3692 ‐3.9845
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1029.5000 TLDQFYSR 2119.1470 1029.4993 21.4298 11260 2 515.2533 ‐1.6292
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1187.5514 FVMQGAYDTR 3247.6410 1187.5514 21.3053 5432 2 594.2793 ‐0.6451
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1368.8097 TVSGVAGPLVILDK 4639.5260 1368.8097 31.5525 5077 2 684.9085 ‐0.3253
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 Carbamidomethyl+C(19) 2178.1489 IPLFSAAGLPHNEIAAQICR 866.5061 2178.1506 32.4281 932 3 726.7217 0.5325
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 2567.2195 DHSDVSNQLYANYAIGKDVQAMK 1329.7920 2567.1875 35.7721 1463 3 856.4007 ‐12.1950
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 3761.3190 2772.4011 40.9985 11170 3 924.8052 1.86
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 Carbamidomethyl+C(19) 2774.5135 IPLFSAAGLPHNEIAAQICRQAGLVK 1264.7830 2774.4954 20.6254 6677 3 925.5033 ‐5.9921
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 743.4410 EIVNIR 150.7162 743.4397 21.2422 34479 1 743.4397 ‐1.3717
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 725.4304 EIVNIR 92.1289 725.4338 20.4703 1851 1 725.4338 4.07
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 554.2569 YDTR 91.4902 554.2586 20.0500 1305 1 554.2586 2.57
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 2503.2239 GEEALSSEDLLYLEFLDKFER 874.0754 2503.2062 40.9730 906 2 1252.1068 ‐5.2712
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1070.5663 TPVSLDMLGR 199.7776 1070.5706 28.4232 3115 2 535.7889 3.1201
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 1011.4894 TLDQFYSR 199.9931 1011.4952 19.5822 1809 2 506.2513 4.51
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 2393.0130 54221.7466 42 47.74 None 2451.1894 TYPEEMIQTGISTIDVMNSIAR 405.1992 2451.1803 22.1179 1520 2 1226.0938 ‐2.0388
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1563.8013 AVVQVFEGTSGIDNK 13768.6100 1563.8019 25.7530 25233 2 782.4046 0.3656
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1912.8786 GYPGYMYTDLATIYER 23328.8500 1912.8793 33.5369 17472 2 956.9433 1.1232
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1088.5769 TPVSLDMLGR 4954.1100 1088.5768 27.3171 14318 2 544.7920 ‐1.0514
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1034.5629 YQEIVNIR 13314.4900 1034.5633 22.4144 13602 2 517.7853 ‐0.6885
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1029.5000 TLDQFYSR 5979.2380 1029.4993 21.4298 11260 2 515.2533 ‐1.7745
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 Carbamidomethyl+C(13) 1702.8357 IALTTAEYLAYECGK 1762.7470 1702.8406 28.6323 10776 2 851.9240 3.27
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1187.5514 FVMQGAYDTR 3892.5520 1187.5514 21.3053 5432 2 594.2793 ‐0.7535
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1368.8097 TVSGVAGPLVILDK 5708.6040 1368.8097 31.5525 5077 2 684.9085 ‐0.3914
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1073.5473 GQVLEVDGEK 84.9361 1073.5415 26.6829 7153 2 537.2744 ‐6.4337
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 2772.3978 AVVGEEALSSEDLLYLEFLDKFER 1881.8860 2772.4009 41.0021 10254 3 924.8052 1.37
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 743.4410 EIVNIR 194.2682 743.4397 21.2422 34479 1 743.4397 ‐1.3589
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 725.4304 EIVNIR 125.1617 725.4338 20.4703 1851 1 725.4338 4.94
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1070.5663 TPVSLDMLGR 275.2913 1070.5706 28.4232 3115 2 535.7889 2.43
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 1913.2060 54221.7466 42 47.74 None 1011.4894 TLDQFYSR 260.5068 1011.4952 19.5822 1809 2 506.2513 4.56
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 468.4853 54221.7466 42 47.74 None 2469.2000 TYPEEMIQTGISTIDVMNSIAR 4237.9290 2469.2003 22.7603 17045 2 1235.1038 1.63
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 468.4853 54221.7466 42 47.74 None 1715.9327 VTLFLNLANDPTIER 3311.3870 1715.9331 20.0898 16382 2 858.4702 0.8661
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 468.4853 54221.7466 42 47.74 None 1596.9108 QIYPPINVLPSLSR 2945.1230 1596.9133 19.9236 13762 2 798.9603 1.58
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 468.4853 54221.7466 42 47.74 None 1369.7362 FTTVQFTGEVLK 2751.1250 1369.7312 17.9142 12068 2 685.3692 ‐3.5709
NP_177729.1 V type proton ATPase subunit B1 Arabidopsis thaliana 468.4853 54221.7466 42 47.74 None 2340.1857 AVVGEEALSSEDLLYLEFLDK 501.5898 2340.2013 22.0582 1355 3 780.7386 7.0846
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 342.6990 33970.0137 3 7.62 None 1693.8982 DMNVIEVPTFLFIR 4351.6420 1693.9028 23.8053 4909 2 847.4551 3.0210
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 342.6990 33970.0137 3 7.62 None 999.5833 GELIGEILR 4730.2360 999.5847 29.9738 2914 2 500.2960 0.3766
NP_177735.1 thioredoxin like protein CDSP32 Arabidopsis thaliana 342.6990 33970.0137 3 7.62 None 898.4339 DMNVIEVP 225.6496 898.4353 25.6815 4994 1 898.4353 2.45
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2069.9600 20786.3981 4 27.57 None 1393.6441 VATEESSAEVTDR 20526.3900 1393.6469 14.8258 13187 2 697.3271 1.94
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2069.9600 20786.3981 4 27.57 None 1263.6579 VHISEPEPEVK 5005.1390 1263.6577 18.5274 7343 2 632.3325 ‐0.7172
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2069.9600 20786.3981 4 27.57 None 2719.4301 KPEDGSAVAAAPVVVPPPVEEAHPVEK 2260.8540 2719.4442 24.7761 4498 4 680.6165 3.51
NP_177745.1 dehydrin ERD14 Arabidopsis thaliana 2069.9600 20786.3981 4 27.57 None 1294.5757 ATEESSAEVTDR 116.3590 1294.5706 15.5601 907 2 647.7889 ‐4.4533
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 273.8227 46320.4538 5 9.15 None 1983.0328 MGLDDKEIVALSGAHTLGR 3252.9760 1983.0355 28.4537 3120 3 661.6834 0.8595
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 273.8227 46320.4538 5 9.15 None 2221.0911 DDDLLVLPTDAALFEDPSFK 2007.7740 2221.0859 39.9465 3112 2 1111.0466 ‐0.9514
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 273.8227 46320.4538 5 9.15 None 2123.0669 LPDAGPPSPADHLRDVFYR 308.7631 2123.0222 31.0328 4933 3 708.3456 ‐21.4614
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 273.8227 46320.4538 5 9.15 Carbamidomethyl+C(1) 1305.6468 CAASDAAQLISAK 218.0687 1305.6576 24.7875 1650 2 653.3324 7.68
NP_177873.1 L ascorbate peroxidase Arabidopsis thaliana 273.8227 46320.4538 5 9.15 None 2045.9603 YAEDVAAFFKDYAEAHAK 332.5027 2045.9263 26.7818 1192 2 1023.4668 ‐15.5995
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1352.6441 SASGNVVVYEGDR 7025.7200 1352.6451 18.3906 9249 2 676.8262 0.4080
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1721.8228 LDATANDIPSDTFDVK 7057.6720 1721.8234 26.3713 6993 2 861.4153 0.6622



NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1422.7223 SQPIPAENNEPVK 9944.8700 1422.7250 17.5020 5501 2 711.8661 1.67
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1605.8595 AASELSSHNPPLALAK 404.9507 1605.8648 19.3834 4162 2 803.4360 3.59
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1106.5212 TEETAAKDEL 1120.4480 1106.5152 33.9954 2392 1 1106.5152 ‐3.7306
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1592.7955 VNVEVDQIESWFK 1135.3770 1592.7943 23.0747 1429 2 796.9008 ‐0.6805
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1250.6991 EAEGIVTYLKK 1187.5910 1250.6963 23.0218 3362 2 625.8518 ‐2.7386
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 2283.0928 VNVEVDQIESWFKDFQDGK 1352.1880 2283.0428 30.8051 1497 3 761.6858 ‐22.0021
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 976.4582 IDASEEANK 803.1422 976.4626 30.7143 1322 1 976.4626 5.87
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 3199.6845 QSGPASVEIKSADSATEVVGEKNVVAV 931.3051 3199.6922 21.1267 2876 3 1067.2356 3.41
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 987.4629 EETAAKDEL 119.3818 987.4636 34.0558 1748 1 987.4636 1.10
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1107.5429 GNVVVYEGDR 255.0135 1107.5404 17.5289 1293 2 554.2738 ‐3.0796
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1339.6488 QSGPASVEIKSADS 426.6870 1339.6466 20.5519 1178 2 670.3269 ‐2.0741
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 1334.6335 SASGNVVVYEGDR 175.2798 1334.6295 19.1320 1412 2 667.8184 ‐3.4295
NP_177875.1 protein disulfide isomerase 2 Arabidopsis thaliana 833.8681 56649.6896 15 27.36 None 2266.0663 VNVEVDQIESWFKDFQDGK 386.3884 2266.0547 31.4519 2190 3 756.0231 ‐5.2315
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 587.6581 25120.5464 5 20.74 None 1341.6321 FGNFSIESESPK 751.5358 1341.6341 24.8887 14021 2 671.3207 1.1055
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 587.6581 25120.5464 5 20.74 None 1346.7791 SPLLLQSNPIHK 2856.2080 1346.7763 15.7050 6335 2 673.8918 ‐2.3915
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 587.6581 25120.5464 5 20.74 None 835.4560 EFIEAVK 8594.4150 835.4569 20.6134 3362 2 418.2321 ‐0.2714
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 587.6581 25120.5464 5 20.74 None 1748.7762 GVEFEYREEDFSNK 1719.1400 1748.7805 23.5366 3969 3 583.5983 1.66
NP_177958.1 glutathione S transferase TAU 20 Arabidopsis thaliana 587.6581 25120.5464 5 20.74 None 805.4315 QSNPIHK 337.0554 805.4329 15.4694 1124 2 403.2201 0.4054
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1795.8683 LAEMPADSGYPAYLAAR 11160.7100 1795.8653 27.7940 21098 2 898.4363 ‐1.2214
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1578.7170 FEDPAEGEDTLVEK 11534.9000 1578.7189 23.5193 14100 2 789.8631 1.37
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1801.9344 NIIHFYNLANQAVER 4160.1690 1801.9347 17.7454 11772 3 601.3164 ‐0.5569
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1545.8054 TTLVANTSNMPVAAR 7791.2480 1545.8057 22.5146 11615 2 773.4065 0.2212
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1471.7639 EDDLNEIVQLVGK 5487.7720 1471.7625 34.2244 8905 2 736.3849 ‐1.0472
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 Carbamidomethyl+C(14)
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1019.5520 ISGDVYIPR 2660.8690 1019.5523 22.3565 8637 2 510.2798 ‐0.6823
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1255.7005 LAADTPLLTGQR 5320.0350 1255.7027 23.4880 8522 2 628.3550 1.57
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 1641.2800 2690.3545 34.7899 7974 3 897.4563 1.63
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1337.6260 YSTALESFYEK 2171.0430 1337.6291 26.4243 6290 2 669.3182 1.61
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 885.4465 LASFYER 2568.1340 885.4449 20.1131 6138 2 443.2261 ‐2.9739
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 2080.9346 LTTFEDDEKESEYGYVR 2644.3600 2080.9357 23.5723 5949 3 694.3168 0.1804
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4797.9770 1675.7370 21.3932 5309 2 838.3721 ‐0.4262
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 2465.1509 GNEMAEVLMDFPQLTMTLPDGR 2061.3970 2465.1497 23.6171 5008 2 1233.0785 1.67
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 883.4672 LGDLFYR 4204.3440 883.4681 16.6092 4939 2 442.2377 ‐0.1923
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1674.7646 EDYLAQNAFTPYDK 1747.6350 1674.7727 27.3679 3562 2 837.8900 5.0953
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 3736.8237 FVEGDTITGGDLYATVFENTLMNHLVA 2585.7560 3736.8177 24.0836 7368 3 1246.2774 0.1508
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 2097.1186 EVLQREDDLNEIVQLVGK 2233.5950 2097.1249 33.3425 3953 3 699.7131 2.06
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1424.7784 ITYIAPAGQYSLK 385.1030 1424.7677 23.5695 3792 2 712.8875 ‐7.7439
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 3168.4720 GNEMAEVLMDFPQLTMTLPDGREESV 672.0026 3168.4715 22.9037 1578 3 1056.8287 0.8623
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 3350.6344 SVWMMRNIIHFYNLANQAVERAAGM 2567.7920 3350.6335 29.5221 3934 3 1117.5494 1.0263
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1592.8544 FDPDFINIRTKAR 1295.4340 1592.8453 26.4877 2210 2 796.9263 ‐5.5800
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 2560.2725 NIIHFYNLANQAVERAAGMDGQK 859.0426 2560.2785 22.0707 1584 3 854.0977 2.26
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 494.2722 GYVR 65.5782 494.2698 24.1224 3829 1 494.2698 ‐5.1388
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1556.7968 IHFYNLANQAVER 283.4151 1556.8056 19.1860 3315 2 778.9064 5.76
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1001.4696 SVWMMRNI 163.9531 1001.4700 32.0382 2370 1 1001.4700 1.76
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1187.5790 PAEGEDTLVEK 176.6568 1187.5736 22.8886 1815 1 1187.5736 ‐2.6124
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 828.4284 LPPDAMGK 151.9038 828.4290 22.1409 1757 1 828.4290 1.59
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1214.5946 AVERAAGMDGQK 422.8040 1214.5972 26.8182 1664 2 607.8022 1.66
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 770.3832 GDLFYR 289.9212 770.3792 16.6150 1544 1 770.3792 ‐4.6034
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 772.3624 ASFYER 108.4793 772.3626 19.9895 1115 1 772.3626 0.7302
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 3022.4867 FVEGDTITGGDLYATVFENTLMNHLVA 328.0573 3022.4835 24.2631 827 3 1008.1660 ‐0.2045
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1001.5415 ISGDVYIPR 137.2204 1001.5359 23.7009 3876 1 1001.5359 ‐4.1981
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 865.4567 LGDLFYR 131.7813 865.4512 14.4958 1059 1 865.4512 ‐5.4323
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 2342.7820 69154.7867 60 51.85 None 1657.7380 EDYLAQNAFTPYDK 284.4281 1657.7422 24.9364 1103 2 829.3747 2.83
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1795.8683 LAEMPADSGYPAYLAAR 7593.5670 1795.8653 27.7940 21098 2 898.4363 ‐1.1877
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1545.8054 TTLVANTSNMPVAAR 8151.5510 1545.8057 22.5146 11615 2 773.4065 0.1964
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1471.7639 EDDLNEIVQLVGK 2255.7670 1471.7625 34.2244 8905 2 736.3849 ‐1.0892
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1019.5520 ISGDVYIPR 2975.0120 1019.5523 22.3565 8637 2 510.2798 ‐0.8299
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1255.7005 LAADTPLLTGQR 4621.0630 1255.7027 23.4880 8522 2 628.3550 1.1832
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 2690.3519 LEGDSATIQVYEETAGLTVNDPVLR 1084.2020 2690.3551 34.7898 7218 3 897.4565 1.77
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1337.6260 YSTALESFYEK 3443.3200 1337.6291 26.4243 6290 2 669.3182 1.28
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 Carbamidomethyl+C(12) 1675.7381 YSNSDAVVYVGCGER 4693.2990 1675.7370 21.3932 5309 2 838.3721 ‐0.4206
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 885.4465 LASFYER 6351.9140 885.4467 20.0008 4267 2 443.2270 ‐1.1302
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1674.7646 EDYLAQNAFTPYDK 1872.2560 1674.7727 27.3679 3562 2 837.8900 5.1007
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 833.3999 ALEDETR 145.1855 833.3938 19.9604 17449 1 833.3938 ‐6.5758
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 775.4560 ITLETAK 617.6344 775.4453 20.2900 4798 1 775.4453 ‐13.2291
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 2097.1186 EVLQREDDLNEIVQLVGK 2498.4960 2097.1249 33.3425 3953 3 699.7131 2.70
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1424.7784 ITYIAPAGQYSLK 402.2770 1424.7677 23.5695 3792 2 712.8875 ‐7.7969
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 2271.1351 EDDLNEIVQLVGKDALAEGDK 401.6339 2271.1174 26.7526 3277 2 1136.0623 ‐6.2791
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 2080.9346 LTTFEDDEKESEYGYVR 269.4740 2080.9892 30.6209 2130 2 1040.9982 27.3271
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 2057.0338 LLREDYLAQNAFTPYDK 324.6595 2056.9874 24.4483 1100 3 686.3340 ‐23.0331
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 3064.5309 WAEALREISGRLAEMPADSGYPAYLAA 456.3531 3064.5334 40.4735 3706 3 1022.1827 1.1649
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1592.8544 FDPDFINIRTKAR 1526.3380 1592.8453 26.4877 2210 2 796.9263 ‐5.5938
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1249.6212 LAQNAFTPYDK 143.5198 1249.6162 24.4113 4239 2 625.3118 ‐4.5870
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 561.3243 LETAK 46.7635 561.3217 21.8159 2324 1 561.3217 ‐4.7281
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 946.4775 TSNMPVAAR 135.7201 946.4736 21.8799 1659 1 946.4736 ‐2.9554
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 772.3624 ASFYER 197.6201 772.3626 19.9895 1115 1 772.3626 0.7496
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 744.3523 LEDETR 50.0294 744.3552 22.0957 1102 1 744.3552 4.30
NP_178011.1 V type proton ATPase catalytic subunit A Arabidopsis thaliana 1032.1820 69154.7867 60 51.85 None 1656.7540 EDYLAQNAFTPYDK 417.5329 1656.7482 29.1586 5594 2 828.8777 ‐3.3034
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1573.8432 GVTTIIGGGDSVAAVEK 219923.0000 1573.8437 25.6384 153283 2 787.4255 0.4004



NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 2015.9516 VDLNVPLDDNSNITDDTR 13128.0800 2015.9475 27.4444 30973 2 1008.4774 ‐1.1442
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 7342.7400 2266.1726 21.7288 26275 2 1133.5899 ‐1.4090
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1749.0269 LVAGLPEGGVLLLENVR 20832.0500 1749.0272 21.2524 25490 2 875.0173 0.5817
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1388.7420 ELDYLVGAVANPK 24229.2300 1388.7414 28.2177 21730 2 694.8743 ‐0.7314
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1539.8992 GVSLLLPTDVVIADK 12797.8600 1539.8983 20.3750 17878 2 770.4528 ‐0.5876
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 5785.0850 2359.2061 36.5830 6117 3 787.0736 ‐0.0019
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1074.6306 KPFAAIVGGSK 1117.7000 1074.6316 13.9237 3797 2 537.8195 0.0835
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1048.9440 2370.2933 20.7133 12761 3 790.7693 0.7711
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1716.7752 FYAEEEKNDPEFAK 2742.5730 1716.7632 19.9657 9556 3 572.9259 ‐7.7831
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1577.8468 AAVPTIKYLMGNGSR 280.0604 1577.8310 18.6789 4504 2 789.4192 ‐9.9344
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1844.8701 FYAEEEKNDPEFAKK 3676.1530 1844.8749 18.2428 2746 3 615.6298 1.88
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 2164.7420 2157.1792 27.6404 1027 3 719.7313 1.1560
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 856.5251 LLLENVR 2015.9870 856.5246 20.8188 24531 2 428.7659 ‐1.8101
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1298.6951 TIIGGGDSVAAVEK 490.8449 1298.6931 24.9773 2536 2 649.8502 ‐1.9911
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1698.7646 FYAEEEKNDPEFAK 404.7339 1698.7689 22.4810 1017 2 849.8881 2.93
NP_178073.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 17 44.64 None 1699.7486 FYAEEEKNDPEFAK 398.7656 1699.7543 21.0581 6113 2 850.3808 3.47
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 874.4629 IDVSQNAK 1139.6940 874.4629 17.9428 7499 1 874.4629 0.8750
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1496.7236 FIGTAGAASTMMNPK 2840.7760 1496.7228 15.7618 6374 2 748.8651 ‐0.5888
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1759.9225 REEFEEISIPILER 2365.0530 1759.9202 33.4533 3639 3 587.3116 ‐2.0845
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1138.5197 EFEMALQDR 7330.6200 1138.5200 24.0117 2364 2 569.7636 ‐0.5182
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1248.6834 YATPALLSADVK 864.2960 1248.6824 20.0552 2095 2 624.8448 ‐1.3583
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1475.7489 QFSDPELQRDIK 555.6808 1475.7276 30.0678 7188 2 738.3675 ‐14.5144
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1101.5575 FDHIELAEK 569.1600 1101.5387 20.9711 3788 1 1101.5387 ‐15.4575
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 Carbamidomethyl+C(2)
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 2281.0983 SGTFSIDVQYSDVNDLQAPPK 291.3124 2281.1156 30.8996 993 3 761.0434 7.59
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 Carbamidomethyl+C(13) 2369.1489 MSVVGFDFGNENCLVAVARQR 1166.6410 2369.1674 31.5954 3807 3 790.3940 7.66
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1836.9450 DEYKIDVSQNAKASLR 293.0087 1836.9634 33.4321 3682 3 612.9926 9.30
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 1131.6256 TVEVEKAVEK 614.0278 1131.6237 21.4213 3170 2 566.3155 ‐2.3785
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 2269.1459 EAAVSNDPKFDHIELAEKQK 1432.5380 2269.1464 22.0504 1179 3 757.0537 0.1119
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 3690.8174 SGTFSIDVQYSDVNDLQAPPKISTYTIGP 1258.2450 3690.8240 22.8860 948 4 923.4615 0.4543
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 933.4169 AASTMMNPK 475.9449 933.4176 16.2284 6002 1 933.4176 1.33
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 530.2569 SQNAK 79.3756 530.2552 17.3719 3615 1 530.2552 ‐3.5594
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 739.3985 TVEVEKA 175.9106 739.3960 19.7527 3224 1 739.3960 ‐2.8968
NP_178110.6 Heat shock protein 70 Arabidopsis thaliana 236.5171 92421.4254 18 6.98 None 2263.0877 SGTFSIDVQYSDVNDLQAPPK 508.0044 2263.0830 30.6198 8369 3 755.0325 ‐2.1996
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 873.4577 EAAWGLAR 19733.1300 873.4576 21.6906 41117 2 437.2325 ‐1.3441
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 7055.1400 1484.8170 26.2126 10319 2 742.9121 1.76
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 1809.4360 2404.1146 32.5753 9993 2 1202.5610 ‐0.5600
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 4542.4790 3073.5796 37.3037 5831 3 1025.1980 ‐0.5442
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 Carbamidomethyl+C(5) 910.4451 TFVDCLR 3626.1290 910.4458 22.6619 5783 2 455.7266 ‐0.4249
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 1417.6918 LASIGLDNTEDNR 306.2967 1417.6543 19.8538 2389 2 709.3308 ‐26.6296
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 2021.0662 AGAYSDELVKTAKSIASPGR 1018.3570 2021.0636 25.5608 2607 2 1011.0354 ‐0.4172
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 673.3780 AWGLAR 141.3415 673.3777 21.6955 5688 1 673.3777 ‐0.3691
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 855.4472 EAAWGLAR 198.4464 855.4475 21.6884 1274 2 428.2274 ‐0.9209
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1285.0940 42555.2237 18 25.83 None 1399.6812 LASIGLDNTEDNR 350.6830 1399.6789 22.3650 986 1 1399.6789 1.0483
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 None 873.4577 EAAWGLAR 24611.1600 873.4576 21.6906 41117 2 437.2325 ‐1.5259
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 Carbamidomethyl+C(7) 1484.8142 TVVSVPCGPSALAVK 7989.3500 1484.8170 26.2126 10319 2 742.9121 1.86
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 Carbamidomethyl+C(14) 2404.1198 GLSPLAGSNEESWCQGLDGLASR 2463.8100 2404.1146 32.5753 9993 2 1202.5610 ‐0.3843
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 None 3073.5841 YAAISQDNGLVPIVEPEILLDGDHPIER 3682.8960 3073.5796 37.3037 5831 3 1025.1980 ‐1.1010
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 None 1417.6918 LASIGLDNTEDNR 96.8860 1417.6543 19.8538 2389 2 709.3308 ‐26.6843
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 None 673.3780 AWGLAR 196.7207 673.3777 21.6955 5688 1 673.3777 ‐0.3724
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 Carbamidomethyl+C(14) 2386.1092 GLSPLAGSNEESWCQGLDGLASR 326.9799 2386.1184 34.8822 3501 3 796.0443 3.68
NP_178224.1 fructose bisphosphate aldolase 3 Arabidopsis thaliana 1351.4690 42555.2237 18 25.83 None 855.4472 EAAWGLAR 262.3462 855.4475 21.6884 1274 2 428.2274 ‐1.1069
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 983.4985 FGEAVWFK 41044.0600 983.4969 18.1578 89349 2 492.2521 ‐2.0864
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 Carbamidomethyl+C(9) 1893.9602 WAMLGALGCTFPEILSK 5028.5280 1893.9597 22.9439 18119 2 947.4835 0.5970
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 3555.7530 IGGGPLGEGLDPLYPGGAFDPLNLAED 10167.9800 3555.7360 24.3583 16275 3 1185.9169 ‐2.7388
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 4016.8025 YLGPFSENTPSYLTGEYPGDYGWDTAG 6807.6380 4016.7924 21.5762 16138 3 1339.6023 0.1202
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 3157.5378 GPIENLFDHLADPVANNAWSYATNFV 780.2296 3157.6077 22.7841 1949 3 1053.2074 23.6607
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 836.4301 GEAVWFK 13480.5100 836.4292 18.1566 9106 1 836.4292 ‐0.2119
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 None 690.3246 FGEAVW 149.5355 690.3234 18.6661 1663 1 690.3234 ‐1.4017
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 Carbamidomethyl+C(6) 1487.7927 LGALGCTFPEILSK 143.0139 1487.8000 21.4207 877 2 744.4036 5.1467
NP_178582.1 photosystem II light harvesting complex protein 2 2 Arabidopsis thaliana 4041.6230 28677.6266 9 47.55 Carbamidomethyl+C(9) 1875.9496 WAMLGALGCTFPEILSK 244.9220 1875.9549 23.7934 2536 2 938.4811 3.17
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 6123.0420 1548.8245 21.4427 14003 2 774.9159 ‐2.0742
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 9381.2720 2104.0878 22.3991 12572 2 1052.5475 ‐1.4174
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1550.7849 VVNFSFDGQPAELK 2420.0310 1550.7846 17.7174 12560 2 775.8959 ‐0.2158
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1116.6259 TSLAPGSGVVTK 20762.0100 1116.6273 18.4289 12335 2 558.8173 0.4221
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1292.6634 FYSLPALNDPR 7745.7980 1292.6622 17.7481 11400 2 646.8347 ‐1.3911
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 914.5669 ILLESAIR 10956.2800 914.5666 16.3116 10048 2 457.7869 ‐1.5695
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 1433.4490 2997.4240 19.9445 8824 3 999.8129 ‐1.3571
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1009.5135 LSVFDAAMR 4146.3340 1009.5185 17.2464 8404 2 505.2629 3.57
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 3555.7563 DIWPTTEEIAEVVQSSVLPDMFRATYES 1082.6140 3555.7501 44.1995 5103 3 1185.9216 ‐0.2145
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 688.3988 LESAIR 5824.6400 688.3974 16.3177 3720 1 688.3974 ‐1.8262
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1866.9120 DIWPTTEEIAEVVQSSV 597.6885 1866.9153 43.6478 2979 2 933.9613 2.45
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 Carbamidomethyl+C(4) 765.3382 DLACMR 96.3886 765.3413 23.4933 2802 1 765.3413 4.11
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 744.4250 PGSGVVTK 3984.5560 744.4256 18.4206 1133 1 744.4256 1.23
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 810.7298 108828.8021 28 18.48 None 1532.7744 VVNFSFDGQPAELK 295.2012 1532.7821 16.5313 1396 3 511.5989 3.23
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8350.6900 1548.8245 21.4427 14003 2 774.9159 ‐1.7376
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 13745.0800 2104.0878 22.3991 12572 2 1052.5475 ‐1.3195
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 1550.7849 VVNFSFDGQPAELK 1932.9750 1550.7846 17.7174 12560 2 775.8959 0.1200
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 1292.6634 FYSLPALNDPR 7630.7010 1292.6622 17.7481 11400 2 646.8347 ‐0.9443



NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 914.5669 ILLESAIR 7696.9410 914.5666 16.3116 10048 2 457.7869 ‐0.9603
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 2997.4305 LSVPENTLYSWDPNSTYIHEPPYFK 1229.3460 2997.4240 19.9445 8824 3 999.8129 ‐0.8779
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 1009.5135 LSVFDAAMR 3664.0100 1009.5185 17.2464 8404 2 505.2629 4.42
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 3101.5111 ATIANMSPEYGATMGFFPVDHVTLQY 383.6782 3101.5047 21.5478 5117 3 1034.5064 ‐0.6389
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 1774.9545 SVLSPSVSSTSPSSLLAR 517.3000 1774.9493 18.9673 3032 3 592.3213 ‐3.2581
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 1300.6718 LSVFDAAMRYK 389.6254 1300.6799 17.1159 4964 2 650.8436 6.69
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 3617.9214 ANYLASPPLVVAYALAGTVNIDFETEPIG 467.7308 3617.9416 25.4758 1622 4 905.2409 5.43
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 688.3988 LESAIR 1458.2500 688.3974 16.3177 3720 1 688.3974 ‐1.6751
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 Carbamidomethyl+C(8) 1131.5649 PAVVDLACMR 119.3516 1131.5567 21.4751 1626 1 1131.5567 ‐5.4567
NP_178634.2 aconitate hydratase 3 Arabidopsis thaliana 686.3094 108828.8021 28 18.48 None 801.4829 LLESAIR 162.5602 801.4812 16.3127 1398 1 801.4812 ‐1.3216
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1200.6293 VVDAMGVPIDGK 33004.4100 1200.6294 23.7860 20928 2 600.8184 ‐0.5015
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1250.6375 AAELTNLFESR 9642.9410 1250.6376 29.1800 19056 2 625.8225 ‐0.4556
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1043.5732 TGSIVDVPAGK 34573.0800 1043.5756 19.6210 18248 2 522.2914 1.96
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1330.7577 TTIAIDTILNQK 3990.8880 1330.7548 18.2539 17768 2 665.8810 ‐2.5495
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 2308.1568 EVAAFAQFGSDLDAATQALLNR 4553.9420 2308.1594 23.9100 16628 3 770.0580 1.0441
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1026.5942 AVDSLVPIGR 33759.9000 1026.5955 25.0193 13475 2 513.8014 0.3386
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1283.6994 QPQYAPLPIEK 1485.1680 1283.7001 24.0142 8118 2 642.3537 0.0461
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 860.5022 QMSLLLR 22903.9600 860.5019 16.8035 6411 2 430.7546 ‐1.6367
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 815.4621 ELLIGDR 6440.4120 815.4634 21.3331 4531 2 408.2353 0.1941
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1865.9352 AESLHAGNIELAEDLQR 1239.6690 1865.9367 28.7639 3294 2 933.4720 1.52
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1057.5636 QGLDQELVR 1081.2230 1057.5645 17.9492 2149 2 529.2859 ‐0.0684
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1704.8261 DNGMHALIIYDDLSK 2414.5240 1704.8399 30.6992 4648 3 568.9515 7.21
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1012.4806 GALSDHEQR 767.2794 1012.5017 20.4079 1085 1 1012.5017 22.1469
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 Carbamidomethyl+C(15) 2635.2491 QINSRATSESETMYCVYVAIGQK 529.9083 2635.2313 41.2294 5849 3 879.0820 ‐6.4065
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1929.0764 TTIAIDTILNQKQINSR 657.7200 1929.0728 20.1058 1553 2 965.0401 ‐1.1107
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 1591.8075 FGSDLDAATQALLNR 410.6601 1591.8144 21.7621 51183 2 796.4109 4.45
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 887.4655 AMGVPIDGK 340.8308 887.4641 25.4608 4288 1 887.4641 ‐0.6731
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 912.4785 GLDQELVR 157.6823 912.4818 18.6428 3658 1 912.4818 4.28
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 541.3457 VPIGR 74.6547 541.3482 25.7951 2855 1 541.3482 4.03
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 732.4437 MSLLLR 88.2304 732.4402 17.9531 2392 1 732.4402 ‐4.3948
NP_178788.1 ATPase F1 complex alpha subunit protein Arabidopsis thaliana 3229.6080 86275.6177 21 22.65 None 842.4917 QMSLLLR 192.0839 842.4924 16.8005 770 2 421.7498 ‐0.3966
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1804.9222 GLASVGLTSLQSGMDNVR 5987.9380 1804.9246 18.4831 9664 2 902.9659 1.63
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1276.5838 LQADDMDELAR 3134.1320 1276.5866 22.7501 8893 2 638.7969 1.54
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1181.5797 LADTYGSGELR 5821.0930 1181.5825 19.2937 7447 2 591.2949 1.84
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1797.9957 LTVEQNIIIPNVETSK 4654.6100 1797.9982 29.4732 7270 2 899.5027 1.48
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1536.9611 VTELVPLVAEILIK 4238.7330 1536.9606 24.1304 6806 2 768.9840 ‐0.3176
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1278.7668 GVVLPDVPEILK 1044.6990 1278.7660 20.1234 5899 2 639.8866 ‐1.1146
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1148.6020 FSPEPSILMK 382.1797 1148.5929 21.6084 6661 2 574.8001 ‐8.6502
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 Carbamidomethyl+C(2)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 2882.4966 RSVLVAAAQTTAPAESTASVDADRLEP 1880.7230 2882.4817 22.9591 1953 3 961.4987 ‐4.5285
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 608.3014 66018.3175 21 22.53 None 1713.8402 PAESTASVDADRLEPR 336.7925 1713.8345 22.3351 1530 2 857.4209 ‐3.0319
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1804.9222 GLASVGLTSLQSGMDNVR 3897.6640 1804.9246 18.4831 9664 2 902.9659 2.0528
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1536.9611 VTELVPLVAEILIK 8082.6570 1536.9606 24.1304 6806 2 768.9840 0.0241
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1278.7668 GVVLPDVPEILK 805.7510 1278.7660 20.1234 5899 2 639.8866 ‐0.6619
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1857.9646 DGRFGFNLLVGGFFSPK 1956.5570 1857.9477 21.4527 4072 2 929.4775 ‐8.3171
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 4218.1235 LQADDMDELARLADTYGSGELRLTVEQ 1229.0130 4218.0888 21.2862 3725 3 1406.7011 ‐5.3089
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1878.9340 EPMKLFMENGIEELAK 222.5205 1878.9431 20.8824 2254 2 939.9752 5.31
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 Carbamidomethyl+C(17)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 Carbamidomethyl+C(11)
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1106.5259 SLQSGMDNVR 273.5372 1106.5251 17.7562 926 2 553.7662 ‐0.9977
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1510.7478 DGRFGFNLLVGGFF 178.9369 1510.7545 23.1444 789 2 755.8809 4.22
NP_179164.1 Ferredoxin nitrite reductase Arabidopsis thaliana 329.3245 66018.3175 21 22.53 None 1840.9381 DGRFGFNLLVGGFFSPK 290.6759 1840.9426 19.1783 902 3 614.3190 2.83
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1389.6744 LITADDLDDAAEK 13103.7400 1389.6766 23.4044 21447 2 695.3419 1.15
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1660.8428 VPIDVFAGITDEDAAK 6497.9830 1660.8456 32.5900 20526 2 830.9264 1.85
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1687.8901 AIQDVFPNESELVVK 11650.9600 1687.8898 30.8570 17274 2 844.4486 0.0957
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1217.6736 GVAASSLEEVKK 7110.0030 1217.6754 17.5490 4055 2 609.3413 0.8545
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1182.5538 LNFDDNAAFR 2529.2570 1182.5617 25.1872 17009 2 591.7845 5.57
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1230.6437 LEGTNVEQGKR 330.8796 1230.6230 25.5882 1685 1 1230.6230 ‐14.7356
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 Carbamidomethyl+C(4) 2834.3911 KTDCTMLEINPLAETSTNQLVAADAK 3825.7090 2834.3868 31.9125 9415 3 945.4671 ‐0.8858
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 716.4050 VEQGKR 82.2187 716.4087 25.8535 3752 1 716.4087 5.06
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 1338.0830 45630.7876 14 21.85 None 1164.5432 LNFDDNAAFR 398.7525 1164.5421 24.1490 2877 2 582.7747 ‐1.7074
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 731.9725 45630.7876 14 21.85 None 1089.5786 GVAASSLEEVK 1479.3020 1089.5803 20.6453 53676 2 545.2938 0.6016
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 731.9725 45630.7876 14 21.85 None 1660.8428 VPIDVFAGITDEDAAK 7643.4120 1660.8456 32.5900 20526 2 830.9264 1.06
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 731.9725 45630.7876 14 21.85 None 1687.8901 AIQDVFPNESELVVK 10435.8200 1687.8898 30.8570 17274 2 844.4486 0.1042
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 731.9725 45630.7876 14 21.85 Carbamidomethyl+C(1) 1317.6831 CDVIASGIVNAAK 497.8873 1317.6780 24.5657 5264 2 659.3426 ‐4.4356
NP_179632.1 Succinyl CoA ligase GDP forming subunit beta Arabidopsis thaliana 731.9725 45630.7876 14 21.85 Carbamidomethyl+C(1) 1858.0103 CDVIASGIVNAAKEVALK 365.7588 1858.0157 32.6229 1436 3 620.0101 2.47
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 1449.7584 GPEFATIVNSVTSK 3350.2270 1449.7582 18.3568 29849 2 725.3828 0.1012
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 954.4832 FFVGGNWK 11963.0100 954.4823 17.0515 24379 2 477.7448 ‐1.4624
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 2776.3981 AFADAVPSWDNIVVAYEPVWAIGTGK 6270.0640 2776.3897 23.5874 23150 2 1388.6985 ‐0.9247
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 Carbamidomethyl+C(5) 1228.6031 TFDVCFAQLK 2162.7360 1228.6023 18.2398 19135 2 614.8048 ‐0.7246
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 1096.5898 WVILGHSER 35391.3200 1096.5904 15.4195 4567 2 548.7988 0.2236
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 Carbamidomethyl+C(14) 1821.9415 AAYALSEGLGVIACIGEK 957.2104 1821.9555 22.0951 16596 2 911.4814 8.96
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 1435.7427 GGAFTGEISVEQLK 1574.8660 1435.7505 17.1301 8694 2 718.3789 5.15
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 None 3146.6507 LISDLNSATLEADVDVVVSPPFVYIDQV 156.4646 3146.6047 21.1124 773 3 1049.5398 ‐13.1334
NP_179713.1 triosephosphate isomerase Arabidopsis thaliana 2504.9940 33573.8825 9 41.90 Carbamidomethyl+C(9) 1613.7992 EAGKTFDVCFAQLK 159.4484 1613.7894 22.2408 2888 2 807.3983 ‐5.6876
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 2150.1703 ELINSPANVLTPAVLAEEAAK 12584.8600 2150.1692 35.0529 21233 2 1075.5882 0.6968
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1271.6266 GLTFDSGGYNIK 3045.2840 1271.6268 25.6330 15150 2 636.3170 ‐0.4976
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 Carbamidomethyl+C(19) 2289.0704 VASTYSDVFTANILNEEQCK 1066.9710 2289.0601 31.7253 8238 2 1145.0337 ‐2.9876
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1163.5473 SGVADMVNTGGR 7551.8640 1163.5502 19.6014 8132 2 582.2787 1.56



NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1294.6460 FDMGGSAAVLGAAK 9222.6740 1294.6463 26.2713 7718 2 647.8268 ‐0.3253
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1031.5408 EIDVIEWK 9099.9040 1031.5417 28.3709 6781 2 516.2745 ‐0.2360
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1475.7165 YAEDVSYGVIFGR 1103.2350 1475.7276 30.0678 7188 2 738.3675 7.25
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 Carbamidomethyl+C(5) 1192.5701 TGPGCSIELMK 229.9068 1192.5864 23.4713 4955 1 1192.5864 15.7638
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 2787.3745 QFVSEKVQWMHIDMAGPVWNEKK 644.1355 2787.3664 37.4789 5127 3 929.7937 ‐2.7943
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 651.3461 GGYNIK 117.5926 651.3464 28.1480 3474 1 651.3464 0.5828
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 2252.0780 QFVSEKVQWMHIDMAGPVW 578.1949 2252.0782 36.5202 1478 2 1126.5427 1.29
NP_179997.1 aminopeptidase family protein Arabidopsis thaliana 1214.5670 54794.5679 12 25.77 None 1125.5211 GLTFDSGGYNI 302.3492 1125.5280 25.7243 1321 2 563.2676 5.61
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 None 1187.6565 SVAIMNPATRK 542.9529 1187.6645 15.1139 24888 3 396.5597 5.1756
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 None 1659.8874 VVLVMESVADELVEK 3882.9740 1659.8881 36.0380 6523 2 830.4477 0.6639
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 None 1708.9421 IAWEEPFGPVVPVLR 4247.5350 1708.9377 21.6936 6327 2 854.9725 ‐2.2676
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 None 3319.6250 LTVGPPEENSDITAVVSESSANFIEGLVM 1493.6620 3319.6267 24.8810 5793 3 1107.2138 1.10
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 Carbamidomethyl+C(3) 2173.1057 DACIVLDDADLDLVASNIIK 1507.6700 2173.1016 39.3530 5479 2 1087.0544 ‐0.7275
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 Carbamidomethyl+C(8) 1555.7057 SGDLISYCAEEGVR 11052.9500 1555.7073 24.2631 5166 2 778.3573 1.0410
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 Carbamidomethyl+C(4) 1919.9202 VQACTQEEVNAVMELAK 2661.6450 1919.9205 30.7592 5568 3 640.6450 ‐0.4102
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 Carbamidomethyl+C(11)
NP_180004.1 NADP dependent glyceraldehyde 3 phosphate dehydrogenase Arabidopsis thaliana 831.0217 53744.7642 9 25.00 None 1307.6664 ANFIEGLVMDAK 349.5900 1307.6730 25.3664 1412 2 654.3401 4.39
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1479.7478 GYISPQFVTNPEK 12324.5100 1479.7488 25.2295 26174 2 740.3780 0.5174
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1204.6208 NVVLDEFGSPK 8157.2420 1204.6252 25.8606 26104 2 602.8162 2.34
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1290.6172 VGAATETELEDR 13651.2300 1290.6194 17.7364 24319 2 645.8133 1.35
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 20943.0200 2247.1145 40.0827 23814 2 1124.0609 0.0504
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1561.6904 ELFETDSVYDSEK 42911.3100 1561.6904 25.1392 23155 2 781.3489 0.0376
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1753.9265 AIELPNAMENAGAALIR 6565.2830 1753.9267 19.7953 20855 2 877.4670 0.4906
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1650.7929 TNDSAGDGTTTASILAR 6886.0540 1650.7925 21.2458 17231 2 825.8999 ‐0.0306
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1043.5844 VVNDGVTIAR 19319.1800 1043.5848 17.9358 16972 2 522.2960 ‐0.5434
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1904.9560 DSTTLIADAASKDELQAR 22764.9100 1904.9589 25.2777 16667 3 635.6578 0.9352
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 25148.0500 1271.6761 16.6942 15758 2 636.3417 ‐1.7231
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1257.7049 TVQGLIEELQK 8053.6170 1257.7071 30.7565 12747 2 629.3572 1.30
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 2250.2955 APLLIIAEDVTGEALATLVVNK 7147.1530 2250.2973 25.6770 12170 2 1125.6523 2.0780
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1097.5660 APAAAAPEGLMV 1929.1330 1097.5667 27.7643 12002 2 549.2870 ‐0.1848
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPA 4288.4130 2916.6208 22.7668 11747 3 972.8784 1.67
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 843.5298 LSGGVAVIK 2491.7360 843.5303 19.5478 6403 2 422.2688 ‐0.7732
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 898.5720 GVLNVVAVK 1673.3850 898.5707 24.7620 5746 2 449.7890 ‐2.6782
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1102.5276 EIAFDQHSR 4462.9230 1102.5317 16.1294 2482 2 551.7695 2.75
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1192.6056 DSTTLIADAASK 3051.6490 1192.6031 25.5786 2168 1 1192.6031 ‐0.1210
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1735.9813 HGLLSVTSGANPVSLKR 88.5448 1735.9770 24.4063 5128 3 579.3305 ‐3.3040
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 Carbamidomethyl+C(4) 2670.4032 LADCVGLTLGPRGRNVVLDEFGSPK 591.9039 2670.3993 22.9212 1696 3 890.8046 ‐1.0642
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1387.7176 IADAASKDELQAR 218.1093 1387.7113 23.8279 2516 2 694.3593 ‐4.8229
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1134.5273 AATETELEDR 144.2870 1134.5231 17.5358 2400 2 567.7652 ‐4.5076
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 801.3777 NATFAAIE 108.7537 801.3795 21.4882 1577 1 801.3795 2.32
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 713.4305 GLTLGPR 4938.3290 713.4328 16.6914 1554 1 713.4328 3.00
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1059.5469 PQFVTNPEK 184.7580 1059.5456 24.1838 1091 1 1059.5456 0.2825
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 5290.3000 62243.1879 59 42.66 None 1186.6103 NVVLDEFGSPK 149.4395 1186.6164 27.2128 1696 2 593.8119 4.88
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1479.7478 GYISPQFVTNPEK 15169.4900 1479.7488 25.2295 26174 2 740.3780 0.4772
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1204.6208 NVVLDEFGSPK 7466.0970 1204.6252 25.8606 26104 2 602.8162 2.90
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 2247.1173 AVASISAGNDDLIGSMIADAIDK 19007.3900 2247.1145 40.0827 23814 2 1124.0609 0.1895
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1043.5844 VVNDGVTIAR 9068.7810 1043.5848 17.9358 16972 2 522.2960 ‐0.6854
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1650.7929 TNDSAGDGTTTASILAR 3916.2330 1650.7913 21.2289 15069 2 825.8993 ‐0.8086
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1257.7049 TVQGLIEELQK 4341.9190 1257.7071 30.7565 12747 2 629.3572 1.1710
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1097.5660 APAAAAPEGLMV 1541.9950 1097.5667 27.7643 12002 2 549.2870 ‐0.3142
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 843.5298 LSGGVAVIK 3427.7420 843.5303 19.5478 6403 2 422.2688 ‐0.9620
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 898.5720 GVLNVVAVK 1504.3200 898.5707 24.7620 5746 2 449.7890 ‐2.8542
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 843.4934 LGADIVQK 7015.3470 843.4937 17.5865 4197 2 422.2505 ‐1.1612
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1735.9813 HGLLSVTSGANPVSLKR 224.7718 1735.9751 24.3254 3726 3 579.3299 ‐4.3199
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1514.7710 ANVKEIAFDQHSR 122.9415 1514.7882 27.3577 1132 2 757.8978 11.52
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 Oxidation+M(8) 1769.9214 AIELPNAMENAGAALIR 1383.4630 1769.9214 28.6480 3932 2 885.4643 0.4348
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 Oxidation+M(8) 856.4233 AIELPNAM 112.4515 856.4249 27.4831 3353 1 856.4249 2.41
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 845.4476 NDGVTIAR 2003.6410 845.4435 17.9349 3081 1 845.4435 ‐4.0418
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 Oxidation+M(8) 1482.7257 AIELPNAMENAGAAL 144.7096 1482.7202 28.5380 2390 2 741.8638 ‐3.8271
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 730.4458 SGGVAVIK 3116.4500 730.4451 19.5450 2288 1 730.4451 ‐0.5936
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 730.4094 GADIVQK 965.3694 730.4091 17.5850 1848 1 730.4091 0.0369
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 Oxidation+M(4) 1343.6736 PNAMENAGAALIR 222.7259 1343.6805 30.0675 1603 2 672.3439 4.68
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1059.5469 PQFVTNPEK 213.3534 1059.5451 25.2276 1013 1 1059.5451 ‐0.0998
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1020.5030 GSMIADAIDK 672.7424 1020.5024 40.4548 937 1 1020.5024 0.8285
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1784.9150 62243.1879 59 42.66 None 1186.6103 NVVLDEFGSPK 170.6680 1186.6164 27.2128 1696 2 593.8119 4.01
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1753.9265 AIELPNAMENAGAALIR 16399.5000 1753.9267 19.7953 20855 2 877.4670 0.7391
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 Carbamidomethyl+C(4) 1271.6777 LADCVGLTLGPR 16233.8500 1271.6761 16.6942 15758 2 636.3417 ‐1.2674
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 2250.2955 APLLIIAEDVTGEALATLVVNK 14221.2200 2250.2973 25.6770 12170 2 1125.6523 2.1131
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 2916.6193 NATFAAIEEGIVPGGGAALVHLSTVIPA 4973.0930 2916.6208 22.7668 11747 3 972.8784 1.46
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1385.7999 TVQGLIEELQKK 1109.8810 1385.7993 17.7920 2293 3 462.6046 ‐1.2155
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1579.8802 HGLLSVTSGANPVSLK 935.5180 1579.8668 16.5274 9098 3 527.2938 ‐9.0867
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1097.5660 APAAAAPEGLMV 506.0865 1097.5805 18.1721 2773 2 549.2939 12.03
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1192.6056 DSTTLIADAASK 527.1151 1192.6031 25.5786 2168 1 1192.6031 ‐0.0841
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1720.9327 VTISKDSTTLIADAASK 119.5929 1720.8849 19.3427 1927 2 860.9461 ‐27.1836
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 713.4305 GLTLGPR 4907.6350 713.4328 16.6914 1554 1 713.4328 3.54
NP_180367.1 chaperonin 60 alpha Arabidopsis thaliana 1669.5830 62243.1879 59 42.66 None 1368.7733 TVQGLIEELQKK 194.5815 1368.7710 17.1631 1168 2 684.8891 ‐1.6207
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 895.6798 15538.8405 2 12.16 None 1601.8680 NAMLAGAATGAVLSAVGK 7364.4790 1601.8694 18.8915 8847 2 801.4383 1.0125
NP_180456.1 outer plastid envelope protein 16 1 Arabidopsis thaliana 572.6723 15538.8405 2 12.16 None 1601.8680 NAMLAGAATGAVLSAVGK 4708.6390 1601.8694 18.8915 8847 2 801.4383 1.63
NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 588.6632 26114.3506 2 6.25 None 1695.8476 GIPYEYVEEILENK 9376.6710 1695.8498 37.5477 9859 2 848.4285 1.95



NP_180506.1 glutathione S transferase tau 5 Arabidopsis thaliana 588.6632 26114.3506 2 6.25 None 1038.5540 ELIMYLEK 73.3951 1038.5354 19.0601 3578 2 519.7713 ‐18.9586
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 1514.8213 LAGVLDVYEAHLSK 61624.6700 1514.8190 17.4992 114430 3 505.6112 ‐2.2117
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 2892.5182 YLAGDFVSLADLAHLPFTDYLVGPIGK 36895.3800 2892.5127 25.2077 72033 3 964.8424 ‐0.7658
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 2349.2125 QPAYLALQPFGTVPAVVDGDYK 12604.9000 2349.2090 20.9112 46154 2 1175.1081 ‐0.0296
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 1940.9402 HVSAWWDDISSRPAWK 343.7189 1940.9174 19.4437 4015 3 647.6440 ‐11.8559
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 1330.7001 GVLDVYEAHLSK 4070.3490 1330.7003 17.5009 5769 2 665.8538 0.1802
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 1174.6103 LDVYEAHLSK 303.5042 1174.6096 17.3618 4617 2 587.8084 ‐0.7628
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 1061.5262 DVYEAHLSK 4084.4470 1061.5253 17.4980 4139 1 1061.5253 0.7054
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 813.4366 SSRPAWK 180.7128 813.4361 19.5624 2659 1 813.4361 0.2064
NP_180643.1 glutathione S transferase PHI 9 Arabidopsis thaliana 9961.5250 24145.9233 9 36.74 None 2332.1860 QPAYLALQPFGTVPAVVDGDYK 263.7163 2332.1753 18.8601 802 3 778.0633 ‐4.1503
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1118.6092 IPVLVDGDYK 43125.7900 1118.6079 24.8987 74319 2 559.8076 ‐1.9322
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1577.8421 LAEVLDVYEAQLSK 36875.6100 1577.8411 31.1012 57090 2 789.4242 ‐0.5668
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1409.8039 VLTIYAPLFASSK 24644.6900 1409.8031 20.2871 45849 2 705.4052 ‐0.7984
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1438.7246 GVSFETVNVDLMK 24474.1900 1438.7253 30.9316 38738 2 719.8663 0.2879
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIG 2304.3470 3149.6089 25.3923 32285 3 1050.5412 ‐2.3023
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 578.3184 YSLPV 6415.4090 578.3188 26.0716 21630 1 578.3188 0.3879
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 858.5295 AVVTLVEK 8237.0380 858.5304 20.0737 14588 2 429.7688 ‐0.2059
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1014.6306 RAVVTLVEK 11658.5700 1014.6318 18.3874 7915 2 507.8195 0.1765
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 688.4240 VTLVEK 834.9332 688.4252 20.0677 4725 1 688.4252 1.89
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 589.3556 TLVEK 123.6885 589.3547 20.0643 2321 1 589.3547 ‐1.5796
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 749.4192 PLFASSK 246.6227 749.4187 21.1771 1911 1 749.4187 ‐0.2159
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1165.6099 LDVYEAQLSK 945.1299 1165.6060 31.1148 1156 1 1165.6060 ‐1.5340
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1052.5259 DVYEAQLSK 314.7445 1052.5238 32.2804 837 1 1052.5238 ‐0.4610
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 8143.5410 24230.0320 30 43.26 None 1096.6037 IYAPLFASSK 166.3209 1096.6015 21.2104 769 2 548.8044 ‐2.8845
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1118.6092 IPVLVDGDYK 52896.4400 1118.6079 24.8987 74319 2 559.8076 ‐2.0567
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1577.8421 LAEVLDVYEAQLSK 41465.8800 1577.8412 31.0994 55969 2 789.4242 ‐0.5419
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1438.7246 GVSFETVNVDLMK 35861.7200 1438.7253 30.9316 38738 2 719.8663 0.2381
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1390.7365 QPEYLAIQPFGK 3635.1010 1390.7371 29.6601 16936 2 695.8722 0.0765
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 858.5295 AVVTLVEK 10291.3400 858.5304 20.0737 14588 2 429.7688 ‐0.3912
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 688.4240 VTLVEK 1213.0920 688.4252 20.0677 4725 1 688.4252 1.90
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 589.3556 TLVEK 168.8039 589.3547 20.0643 2321 1 589.3547 ‐1.6022
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1165.6099 LDVYEAQLSK 770.4264 1165.6060 31.1148 1156 1 1165.6060 ‐1.4243
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1052.5259 DVYEAQLSK 578.9760 1052.5238 32.2804 837 1 1052.5238 ‐0.3773
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 7914.6090 24230.0320 30 43.26 None 1373.7100 QPEYLAIQPFGK 142.2157 1373.7036 31.3081 1543 2 687.3555 ‐4.9878
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 None 1409.8039 VLTIYAPLFASSK 32449.3400 1409.8031 20.2871 45849 2 705.4052 ‐0.4020
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 None 3149.6194 NEYLAGDFVSLADLAHLPFTEYLVGPIG 3045.6530 3149.6089 25.3923 32285 3 1050.5412 ‐1.8205
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 None 1390.7365 QPEYLAIQPFGK 1588.3820 1390.7352 18.1410 5736 2 695.8712 ‐0.8146
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 None 1577.8421 LAEVLDVYEAQLSK 1267.6950 1577.8359 18.0224 4848 2 789.4216 ‐3.5234
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 Oxidation+M(12) 1454.7195 GVSFETVNVDLMK 424.5416 1454.7251 18.8120 1868 2 727.8662 4.0070
NP_180644.1 glutathione S transferase PHI 10 Arabidopsis thaliana 2544.0630 24230.0320 30 43.26 None 1096.6037 IYAPLFASSK 220.6199 1096.6015 21.2104 769 2 548.8044 ‐2.3534
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 2058.9978 EANLYSEIAEGISSYGVTR 2389.2060 2058.9998 36.5486 5280 2 1030.0035 1.59
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1297.8090 AIIISVIDNLVK 3586.4620 1297.8089 22.6236 3259 2 649.4081 ‐0.4631
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1291.7256 EVVYGLTEILR 1461.0470 1291.7229 19.6927 3172 2 646.3651 ‐2.6003
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1736.8814 HVPEIEQGLSDVAQSK 561.0673 1736.8852 24.7507 2931 3 579.6332 1.35
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1676.8425 LTLGSHVASPSSMSFR 646.8851 1676.8341 19.2419 5601 2 838.9207 ‐4.7228
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1052.5735 HENIIIDAK 684.1714 1052.5743 17.9508 2546 2 526.7908 ‐0.0906
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 607.3198 HENII 122.7360 607.3223 18.3508 2202 1 607.3223 3.79
NP_180668.5 uncharacterized protein Arabidopsis thaliana 324.1615 44421.0243 8 14.46 None 1050.5578 LTLGSHVASPS 293.8796 1050.5581 18.6370 1824 2 525.7827 ‐0.6749
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1629.8094 MAAFYAGFPETVAVR 11800.8700 1629.8118 19.2748 21708 2 815.4096 1.91
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 5687.5790 2323.2204 21.0888 20796 3 775.0783 ‐2.1119
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 4559.2360 2336.2995 21.5827 16605 2 1168.6534 ‐0.7440
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1487.7740 DTYPDDLLAPVLR 19762.1200 1487.7757 34.3901 10670 2 744.3915 1.0022
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1934.0018 GNFKDTYPDDLLAPVLR 3942.2340 1934.0051 32.8698 7744 3 645.3399 1.1437
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 957.5880 GLPVLGVFR 2604.0110 957.5842 19.8163 2198 1 957.5842 ‐2.7809
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1615.8438 TSLYGDDVVIVAAHR 1376.8430 1615.8477 27.8728 5444 2 808.4275 2.21
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1929.9162 FGVSRQEQDQAAVDSHR 453.2756 1929.9110 18.8211 1567 2 965.4591 ‐1.9593
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1343.7028 TFAAVGVDPAIMGI 271.3292 1343.7047 22.1750 1357 2 672.3560 1.0501
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 1709.5730 49091.9856 16 26.19 None 1577.8170 TNLNPSEVGDIVVGTV 492.8029 1577.8103 22.8820 923 2 789.4088 ‐4.1633
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 653.8705 49091.9856 16 26.19 None 1487.7740 DTYPDDLLAPVLR 17824.9200 1487.7757 34.3901 10670 2 744.3915 0.9639
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 653.8705 49091.9856 16 26.19 None 1934.0018 GNFKDTYPDDLLAPVLR 4139.0720 1934.0051 32.8698 7744 3 645.3399 1.1392
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 987.1356 49091.9856 16 26.19 None 1629.8094 MAAFYAGFPETVAVR 15090.5000 1629.8118 19.2748 21708 2 815.4096 1.09
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 987.1356 49091.9856 16 26.19 None 2323.2252 TNLNPSEVGDIVVGTVLAPGSQR 3500.3530 2323.2204 21.0888 20796 3 775.0783 ‐1.6439
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 987.1356 49091.9856 16 26.19 None 2336.3047 TFAAVGVDPAIMGIGPAVAIPAAVK 5967.6400 2336.2995 21.5827 16605 2 1168.6534 ‐0.7459
NP_180873.1 3 ketoacyl CoA thiolase 2 Arabidopsis thaliana 987.1356 49091.9856 16 26.19 None 1577.8170 TNLNPSEVGDIVVGTV 175.9360 1577.8103 22.8820 923 2 789.4088 ‐3.8391
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1809.0164 VMLRPASPGTGVIAGGAVR 8735.3400 1809.0177 15.5202 7749 3 603.6774 ‐0.0017
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1443.7876 IVLEMAGVENALGK 992.5817 1443.7910 18.7724 7334 2 722.3992 2.16
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1029.5761 NIVQVPMTK 944.7883 1029.5921 27.3804 2442 2 515.2997 14.5725
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1330.7035 VLEMAGVENALGK 435.7254 1330.7041 20.0858 2481 2 665.8557 0.0421
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 897.5226 IVQVPMTK 129.4426 897.5200 26.3326 2009 1 897.5200 ‐1.9640
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1166.6350 VMLRPASPGTGV 322.8853 1166.6312 14.9935 1253 2 583.8192 ‐3.9990
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1067.5666 VMLRPASPGTG 307.2108 1067.5617 14.9814 787 2 534.2845 ‐5.4551
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 621.6855 32702.2169 15 17.49 None 1425.7770 IVLEMAGVENALGK 383.2836 1425.7729 19.0794 2771 2 713.3901 ‐3.0799
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1809.0164 VMLRPASPGTGVIAGGAVR 7686.9690 1809.0177 15.5202 7749 3 603.6774 0.4575
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1443.7876 IVLEMAGVENALGK 751.4390 1443.7910 18.7724 7334 2 722.3992 2.34
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1088.5881 ATLAAVQQMR 115.0664 1088.5590 24.5025 1172 1 1088.5590 ‐25.0679
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1918.0004 NIVQVPMTKYSTFPHR 208.0333 1918.0165 18.6760 6819 3 640.0103 8.98
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 2288.2761 SIVSFSSFLNRRFSSLTLVK 652.4142 2288.2559 22.6934 2789 3 763.4235 ‐8.4765
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1039.5129 IVLEMAGVEN 188.5154 1039.5061 19.5911 2134 1 1039.5061 ‐4.9721
NP_180936.1 30S ribosomal protein S5 Arabidopsis thaliana 520.5386 32702.2169 15 17.49 None 1389.7671 VMLRPASPGTGVIAG 981.2664 1389.7710 15.5194 1093 2 695.3891 2.47



NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 2887.4434 MAVLEASLSIFSFSSSSSSSKPYLFSK 493.3100 2887.4562 36.0428 10164 3 963.1569 4.54
NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 1537.7645 ELFTAADFNPVSAR 1503.1780 1537.7642 30.8571 5712 2 769.3857 ‐0.2563
NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 989.5051 VVFADPEGR 7994.4110 989.5096 20.0685 5191 2 495.2584 3.59
NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 1056.5109 FDTFQVSGR 809.5071 1056.5384 30.1084 2930 2 528.7728 24.9776
NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 2980.4145 GFAFVTMASGEEAQAAIDKFDTFQVSG 318.1076 2980.4284 39.7374 1548 3 994.1477 4.49
NP_181084.1 RNA binding RRM RBD RNP motifs family protein Arabidopsis thaliana 368.8283 33899.6745 6 19.16 None 1639.8036 MAVLEASLSIFSFSSS 126.6566 1639.7979 33.5105 1952 2 820.4026 ‐3.2930
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 13281.6600 2329.1974 20.6998 63619 2 1165.1024 ‐1.1176
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1750.9010 FADELIANAAYIGTPGK 13618.0200 1750.8992 18.6823 37065 2 875.9533 ‐0.6393
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1332.7005 GILAADESTGTIGK 16001.6800 1332.6997 22.0553 23649 2 666.8535 ‐1.0139
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1488.8016 GILAADESTGTIGKR 6845.8860 1488.8026 20.3336 20011 3 496.9391 ‐0.4948
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 2152.1145 IGVNEPSQLAIHENAYGLAR 5387.0090 2152.1163 26.6014 15838 3 718.0436 0.5557
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1296.6140 SSDGTPFVDMLK 7678.4220 1296.6159 30.4677 9797 2 648.8116 0.9792
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1320.7270 VAPEVIAEHTVR 12261.6700 1320.7285 20.5354 9517 3 440.9144 ‐0.2115
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1210.6426 LGEGAAESLHVK 5624.4660 1210.6440 19.0781 7159 2 605.8257 0.5579
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 933.5152 AQEAFLVR 1168.8530 933.5134 21.6138 1233 1 933.5134 ‐0.9489
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1600.8402 LASINVENVESNRR 396.3554 1600.8404 21.5673 2017 3 534.2850 ‐0.8602
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1147.5742 TWGGKEENVK 150.2976 1147.5507 38.2073 970 1 1147.5507 ‐18.6782
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1495.7387 ANSEATLGAYKGDAK 5291.7340 1495.7391 16.2529 3481 3 499.2512 ‐0.8804
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 732.4363 TGTIGKR 222.2896 732.4401 21.3079 4422 1 732.4401 5.00
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 978.4738 ADESTGTIGK 292.0575 978.4750 22.6327 2023 1 978.4750 2.83
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1143.5905 IHENAYGLAR 389.5518 1143.5862 27.0505 1139 2 572.2968 ‐4.4893
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 783.4359 AESLHVK 1531.7490 783.4368 18.5591 1035 1 783.4368 1.55
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 3616.2400 38729.0214 29 41.34 None 1192.6321 LGEGAAESLHVK 324.6873 1192.6297 18.3090 10204 2 596.8185 ‐2.6605
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1332.7005 GILAADESTGTIGK 9563.3820 1332.6997 22.0553 23649 2 666.8535 ‐1.0884
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1488.8016 GILAADESTGTIGKR 3688.4510 1488.8026 20.3336 20011 3 496.9391 ‐0.2836
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 2152.1145 IGVNEPSQLAIHENAYGLAR 3943.0780 2152.1163 26.6014 15838 3 718.0436 0.4454
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1296.6140 SSDGTPFVDMLK 6565.6800 1296.6159 30.4677 9797 2 648.8116 0.8962
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1320.7270 VAPEVIAEHTVR 10860.9100 1320.7285 20.5354 9517 3 440.9144 0.0812
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1210.6426 LGEGAAESLHVK 7162.8870 1210.6440 19.0781 7159 2 605.8257 0.4549
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 933.5152 AQEAFLVR 2416.4890 933.5134 21.6138 1233 1 933.5134 ‐0.8925
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1600.8402 LASINVENVESNRR 681.8303 1600.8404 21.5673 2017 3 534.2850 ‐0.7033
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1186.5950 GILAADESTGTIG 772.0224 1186.5983 20.3347 7651 2 593.8028 2.0283
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1143.5905 IHENAYGLAR 279.4118 1143.5862 27.0505 1139 2 572.2968 ‐4.6080
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 783.4359 AESLHVK 1319.3660 783.4368 18.5591 1035 1 783.4368 1.75
NP_181187.1 fructose bisphosphate aldolase 6 Arabidopsis thaliana 1653.7070 38729.0214 29 41.34 None 1470.7911 GILAADESTGTIGKR 780.6472 1470.7960 21.5841 1232 3 490.9369 2.56
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2005.0600 VTAAVPSGASTGIYEALELR 36276.6000 2005.0586 33.0243 74506 2 1003.0329 0.1367
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1573.8432 VNQIGSVTESIEAVK 44817.2700 1573.8413 27.1206 61494 2 787.4243 ‐1.1607
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 64473.1100 3000.3549 38.0859 57586 3 1000.7898 ‐0.0299
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1852.9700 LAMQEFMILPVGAASFK 28441.0700 1852.9686 22.4318 46895 2 926.9879 ‐0.1854
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1174.6830 AGAVVSGIPLYK 19829.9200 1174.6832 26.4068 39770 2 587.8452 ‐0.5378
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1896.9338 IEEELGSEAIYAGVNFR 5567.8630 1896.9346 31.1617 29839 2 948.9709 1.0960
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2324.0426 YGQDATNVGDEGGFAPNIQENK 17864.3400 2324.0424 23.8566 21153 2 1162.5248 1.24
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 2681.8410 2420.1624 31.4637 20239 2 1210.5848 ‐0.8588
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 7037.4930 3220.4066 37.3791 18920 3 1074.1404 0.0778
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 Carbamidomethyl+C(2) 918.5077 SCNALLLK 3914.1040 918.5066 21.2669 16542 2 459.7570 ‐2.3561
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 10545.7800 2252.1227 40.1509 13356 2 1126.5650 ‐1.5907
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1212.6194 MGVEVYHHLK 6413.8670 1212.6201 18.3556 10907 3 404.8782 ‐0.9411
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 801.4716 EGLELLK 7648.5640 801.4726 25.0229 5510 2 401.2400 ‐0.1168
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2312.1851 LAMQEFMILPVGAASFKEAMK 509.2641 2312.1856 21.6208 4663 3 771.4000 0.1240
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 799.3985 YDLNFK 646.0162 799.4014 27.5698 1903 1 799.4014 4.82
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 Carbamidomethyl+C(5) 2576.2695 MTTECGTEVQIVGDDLLVTNPKR 654.2377 2576.2746 19.1462 1213 3 859.4297 2.93
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2585.2478 TYDLNFKEENNNGSQKISGDALK 325.7676 2585.2646 18.5565 10717 3 862.4264 6.79
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 3462.7322 KAGWGVMTSHRSGETEDTFIADLAVG 556.0593 3462.7422 19.4468 2596 3 1154.9189 4.10
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 825.4101 PNIQENK 92.4834 825.4066 22.2812 4012 1 825.4066 ‐3.5683
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 2304.0455 PIVSIEDPFDQDDWEHYAK 10257.8000 2304.0470 38.0993 2486 2 1152.5271 2.0568
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1355.6637 KAGWGVMTSHRSG 182.1373 1355.6706 20.6339 2079 2 678.3389 4.98
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1427.7376 VNQIGSVTESIEAV 754.9905 1427.7288 25.5095 1629 1 1427.7288 ‐3.4471
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1850.9543 EFMILPVGAASFKEAMK 226.6360 1850.9433 21.2227 1059 2 925.9753 ‐5.3997
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1251.6579 STGIYEALELR 281.1250 1251.6613 32.2314 928 2 626.3343 2.1290
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 876.5189 VSGIPLYK 321.4252 876.5211 25.6368 920 2 438.7642 1.65
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 10987.3300 48004.5112 59 59.23 None 1194.6088 MGVEVYHHLK 196.9606 1194.6036 19.5424 2340 2 597.8054 ‐5.0311
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 2005.0600 VTAAVPSGASTGIYEALELR 39134.5500 2005.0588 33.0232 71688 2 1003.0330 0.3016
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1573.8432 VNQIGSVTESIEAVK 27760.8000 1573.8412 27.1187 60499 2 787.4242 ‐1.2238
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 45550.9500 3000.3548 38.0865 56735 3 1000.7898 ‐0.5608
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1174.6830 AGAVVSGIPLYK 21048.3800 1174.6832 26.4068 39770 2 587.8452 ‐0.6492
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 2252.1292 SGETEDTFIADLAVGLSTGQIK 272.9724 2252.1217 33.8149 31192 4 563.7859 ‐5.5345
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1896.9338 IEEELGSEAIYAGVNFR 3741.5390 1896.9341 31.1537 26162 2 948.9707 0.8641
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 Carbamidomethyl+C(26) 3220.4099 DPTQQTAIDNFMVHELDGTQNEWGW 6068.7350 3220.4066 37.3791 18920 3 1074.1404 ‐0.5501
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 Carbamidomethyl+C(5) 2420.1684 MTTECGTEVQIVGDDLLVTNPK 1497.6930 2420.1603 31.4515 16858 2 1210.5838 ‐1.5615
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 Carbamidomethyl+C(2) 918.5077 SCNALLLK 13820.9200 918.5066 21.2669 16542 2 459.7570 ‐2.5274
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1212.6194 MGVEVYHHLK 8284.2100 1212.6201 18.3556 10907 3 404.8782 ‐0.5961
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 801.4716 EGLELLK 5641.9290 801.4726 25.0229 5510 2 401.2400 ‐0.3154
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1680.8551 GNPTVEVDIHTSNGIK 349.4053 1680.8745 28.2945 4531 3 560.9630 10.35
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1360.7318 QIGSVTESIEAVK 182.9224 1360.7314 28.0813 5255 2 680.8693 ‐0.7210
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1119.5892 GSVTESIEAVK 3817.5840 1119.5881 27.1254 1394 1 1119.5881 0.8304
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 876.5189 VSGIPLYK 477.3363 876.5211 25.6368 920 2 438.7642 1.0354
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 6971.5500 48004.5112 59 59.23 None 1194.6088 MGVEVYHHLK 153.6215 1194.6036 19.5424 2340 2 597.8054 ‐5.1378
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1852.9700 LAMQEFMILPVGAASFK 27027.8800 1852.9686 22.4318 46895 2 926.9879 0.0205
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1174.6830 AGAVVSGIPLYK 22398.3400 1174.6832 16.7454 12544 2 587.8452 ‐0.0836



NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1896.9338 IEEELGSEAIYAGVNFR 954.5840 1896.9372 18.5953 8844 2 948.9722 2.99
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1573.8432 VNQIGSVTESIEAVK 2507.8590 1573.8356 16.9253 6825 2 787.4214 ‐4.4461
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 3000.3574 SFVAEYPIVSIEDPFDQDDWEHYAK 989.7346 3000.3796 21.6451 7502 3 1000.7980 8.17
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 2312.1851 LAMQEFMILPVGAASFKEAMK 600.9426 2312.1856 21.6208 4663 3 771.4000 0.5917
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1222.6678 ISGDALKDLYK 173.0033 1222.6794 21.1038 2444 2 611.8433 9.81
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 Carbamidomethyl+C(5) 2576.2695 MTTECGTEVQIVGDDLLVTNPKR 1034.4630 2576.2746 19.1462 1213 3 859.4297 2.15
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 3462.7322 KAGWGVMTSHRSGETEDTFIADLAVG 1506.9010 3462.7422 19.4468 2596 3 1154.9189 4.81
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 3397.7427 YNQLLRIEEELGSEAIYAGVNFRKPVEPY 708.3556 3397.7190 20.9603 1241 3 1133.2445 ‐5.1654
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1355.6637 KAGWGVMTSHRSG 200.7595 1355.6706 20.6339 2079 2 678.3389 5.1695
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1458.7587 YNQLLRIEEELG 238.9669 1458.7627 22.2080 1340 2 729.8850 2.74
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 800.4149 ISGDALKD 102.7559 800.4138 23.1012 1307 1 800.4138 ‐0.5670
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1850.9543 EFMILPVGAASFKEAMK 178.1718 1850.9433 21.2227 1059 2 925.9753 ‐5.1929
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 876.5189 VSGIPLYK 120.6960 876.5158 17.3550 807 2 438.7615 ‐4.2179
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 Carbamidomethyl+C(5) 2558.2589 MTTECGTEVQIVGDDLLVTNPKR 269.8593 2558.2645 20.6098 1748 3 853.4263 2.43
NP_181192.1 bifunctional enolase 2 transcriptional activator Arabidopsis thaliana 1903.5110 48004.5112 59 59.23 None 1835.9434 LAMQEFMILPVGAASFK 406.4824 1835.9320 23.6438 997 2 918.4696 ‐5.4772
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 5959.1850 8255.5719 5 17.72 None 1458.7369 GGVIMDVVNAEQAR 33626.8300 1458.7366 27.6663 16350 2 729.8719 ‐0.3886
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 5959.1850 8255.5719 5 17.72 None 1440.7264 GGVIMDVVNAEQAR 256.2246 1440.7345 29.5098 929 2 720.8709 5.16
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 3818.6660 8255.5719 5 17.72 None 1458.7369 GGVIMDVVNAEQAR 21548.1800 1458.7366 27.6663 16350 2 729.8719 ‐0.4337
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 3818.6660 8255.5719 5 17.72 None 1001.5010 DVVNAEQAR 159.6186 1001.4956 27.3131 1438 1 1001.4956 ‐4.0948
NP_181356.1 putative PDX1 like protein 4 Arabidopsis thaliana 3818.6660 8255.5719 5 17.72 None 1440.7264 GGVIMDVVNAEQAR 214.9431 1440.7345 29.5098 929 2 720.8709 5.24
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 1721.4250 23735.2535 9 32.74 None 3092.5397 GPSPPVGFQVAANYVAMVPSGQIFDS 4481.4370 3092.5272 22.4525 15554 3 1031.5139 ‐3.1215
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 1721.4250 23735.2535 9 32.74 Carbamidomethyl+C(2)
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 1721.4250 23735.2535 9 32.74 None 1830.9994 VGSGQVIKGLDEGILSMK 1215.4560 1830.9913 18.1429 1122 2 915.9993 ‐3.8578
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 1721.4250 23735.2535 9 32.74 None 1368.6583 GPSPPVGFQVAANY 511.4844 1368.6603 23.2787 5298 2 684.8338 1.1735
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 1721.4250 23735.2535 9 32.74 None 1353.6719 PMVTTESGLQYK 1157.5580 1353.6720 31.0303 1671 2 677.3396 ‐0.2903
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 751.9591 23735.2535 9 32.74 None 3092.5397 GPSPPVGFQVAANYVAMVPSGQIFDS 5589.5630 3092.5272 22.4525 15554 3 1031.5139 ‐2.6406
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 751.9591 23735.2535 9 32.74 None 1830.9994 VGSGQVIKGLDEGILSMK 1474.7470 1830.9913 18.1429 1122 2 915.9993 ‐3.6425
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 751.9591 23735.2535 9 32.74 None 1172.6344 KGLDEGILSMK 727.4763 1172.6391 19.1550 3631 2 586.8232 3.70
NP_181884.1 peptidyl prolyl cis trans isomerase FKBP16 3 Arabidopsis thaliana 751.9591 23735.2535 9 32.74 None 1967.9419 NYVAMVPSGQIFDSSLEK 555.9571 1967.9449 20.6220 3181 2 984.4761 2.91
NP_181887.1 Chitinase family protein Arabidopsis thaliana 3542.6710 29322.4332 1 7.20 None 2071.9832 DSFVNAANTFPNFANSVTR 49224.4800 2071.9787 19.3246 69740 2 1036.4930 ‐1.0584
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 667.3754 41941.3524 12 15.5 None 1356.6352 IGYSMITDAEEK 7960.1280 1356.6361 24.4813 9902 2 678.8217 0.3188
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 667.3754 41941.3524 12 15.5 Carbamidomethyl+C(7)
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 667.3754 41941.3524 12 15.5 None 2523.2712 NLDLAIVDEYIAISSEEAIETSK 4070.9780 2523.2576 42.2335 4326 2 1262.1324 ‐3.3752
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 1334.7467 LIAVVFPSFGER 9728.7450 1334.7509 20.5266 13741 2 667.8791 3.66
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 1086.6306 IQGIGAGFVPK 8416.2850 1086.6305 16.4350 10503 2 543.8189 ‐0.4041
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 1425.7220 YSPELSSLSLSSR 221.4726 1425.6970 17.2662 4915 2 713.3522 ‐17.3425
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 2933.5255 YSPELSSLSLSSRKAAAFDVSSAAFTLK 889.8114 2933.5172 24.8660 2372 3 978.5106 ‐1.6155
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 3977.8763 TPNSYMLQQFDNPANPKIHYETTGPEI 148.0324 3977.8472 20.8231 1081 3 1326.6206 ‐4.7225
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 Oxidation+M(2) 821.4186 GMTGAIQK 449.4956 821.4183 22.4280 2033 1 821.4183 0.5118
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 2284.1456 YSPELSSLSLSSRKAAAFDVSS 161.6430 2284.1490 24.8797 1263 2 1142.5781 2.64
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 None 3959.8657 TPNSYMLQQFDNPANPKIHYETTGPEI 182.6127 3959.8335 20.5535 4312 3 1320.6160 ‐5.5682
NP_181903.1 O acetylserine thiol lyase OAS TL isoform oasB Arabidopsis thaliana 541.3347 41941.3524 12 15.5 Oxidation+M(2) 803.4080 GMTGAIQK 84.3456 803.4089 21.5028 1928 1 803.4089 1.35
NP_181908.1 formin like protein 2 Arabidopsis thaliana 123.1240 98662.4666 1 0.78 None 831.4822 EVITELK 13455.6900 831.4841 19.4595 5372 2 416.2457 1.0021
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 737.4832 36207.4081 12 14.77 None 1283.7569 LVSGLIPDAGTLK 12945.7700 1283.7567 17.8559 4722 2 642.3820 ‐0.6586
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 737.4832 36207.4081 12 14.77 None 1494.7547 VVHQEGDVEIVDR 3509.3340 1494.7577 18.3546 4626 3 498.9241 0.8936
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 737.4832 36207.4081 12 14.77 None 2449.3086 NPNPVPIPLIDVNYLVESDGRK 1171.1640 2449.3166 20.3627 3303 3 817.1104 3.90
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 737.4832 36207.4081 12 14.77 None 790.4054 VESDGRK 215.6452 790.4062 22.9243 1662 1 790.4062 1.89
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 1283.7569 LVSGLIPDAGTLK 11927.7900 1283.7567 17.8559 4722 2 642.3820 ‐0.2080
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 2449.3086 NPNPVPIPLIDVNYLVESDGRK 339.2755 2449.3166 20.3627 3303 3 817.1104 3.91
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 2151.1808 LEGTIGFGKPTADVSAIHIPK 163.6742 2151.1375 22.2185 5141 3 717.7174 ‐19.9491
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 1513.8373 FSLEETVAILHVR 307.0111 1513.8044 22.3287 4364 2 757.4058 ‐21.4421
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 1753.8578 STYNDINPGMIIPYR 209.4987 1753.8978 23.2950 3041 2 877.4525 23.4517
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 1630.8734 NGSGLINVPMTFRPK 122.0420 1630.8926 17.9207 2814 2 815.9500 12.09
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 1369.7045 NGSGLINVPMTFR 197.3999 1369.7003 16.4165 4200 2 685.3538 ‐2.9485
NP_181934.1 Late embryogenesis abundant protein group 2 Arabidopsis thaliana 538.2360 36207.4081 12 14.77 None 972.5037 FSLEETVAI 115.6553 972.4989 22.0225 2141 1 972.4989 ‐3.6661
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 1032.5585 IHEIHEVR 369.1729 1032.5590 20.6475 15265 2 516.7832 ‐0.4201
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 2054.0553 VNIIDTPGHVDFTIEVER 4153.3120 2054.0565 33.8164 13594 3 685.3570 0.1685
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 631.3774 ATIAQK 672.1618 631.3766 16.2328 3362 1 631.3766 ‐1.1985
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 Carbamidomethyl+C(11) 2005.9688 GITIQSAATYCTWKDYK 312.8503 2005.9782 26.6852 1258 2 1003.4927 5.85
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 3038.4313 AYFFHGSSGENVVAGDIPADMEGLVG 2885.4080 3038.4575 22.9407 5943 4 760.3698 7.0394
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 Carbamidomethyl+C(11) 1599.7836 GITIQSAATYCTWK 450.3454 1599.8231 25.4813 785 2 800.4152 24.7804
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 3524.7326 KGIIVGNDQEGDDSVITANVPLNNMFG 981.2001 3524.7220 22.0887 3979 3 1175.5789 ‐1.4988
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 Carbamidomethyl+C(13) 1856.9211 EKGITIQSAATYCTWK 1866.2240 1856.9240 18.9455 2896 3 619.6462 0.8509
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 2800.4628 DYKVNIIDTPGHVDFTIEVERALR 401.6724 2800.4723 22.5874 1331 4 700.8735 1.48
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 1549.7645 DYKVNIIDTPGHVD 224.9810 1549.7745 24.1675 3686 3 517.2630 5.22
NP_182029.1 elongation factor EF G Arabidopsis thaliana 234.8091 83339.8226 11 10.34 None 1246.6314 EKGITIQSAATY 285.1317 1246.6270 19.3409 1194 2 623.8171 ‐4.0667
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1092.5684 IGYDNAAAVAK 4724.7320 1092.5699 18.4260 10635 2 546.7886 0.4368
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1345.6780 AIMQAAQEVAEGK 1583.2220 1345.6794 22.3772 9518 2 673.3433 0.5880
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 2358.2439 EAALNLGVLTAEEFDTLVVPEK 5142.9680 2358.2421 41.6220 6277 2 1179.6247 0.9326
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 2463.2150 THTQDATPLTLGQEFGGYATQVK 416.8917 2463.2146 30.6615 3283 3 821.7430 ‐0.3367
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1988.0335 IAAAVAEETNLPFVTAENK 494.7884 1987.9815 33.9760 8565 2 994.4944 ‐25.2406
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1249.6171 SLQNFEIGGER 336.5681 1249.6321 25.6186 5238 2 625.3197 11.17
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1436.7090 VNMEYGLDPTIGK 1106.1720 1436.7183 26.3715 4324 2 718.8628 6.58
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1538.7598 YATSLRSYSTSFR 236.3008 1538.7453 26.7588 1627 2 769.8763 ‐9.4718
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 Carbamidomethyl+C(13) 1680.8374 LIADASASFEKNCVR 325.4300 1680.8241 22.0218 1219 2 840.9157 ‐7.6745
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 749.3828 GYATQVK 112.3465 749.3834 30.2879 35108 1 749.3834 1.1681
NP_182273.1 fumarate hydratase 1 Arabidopsis thaliana 452.7870 53512.8464 11 16.67 None 1231.6066 SLQNFEIGGER 356.2455 1231.6063 23.2734 1780 2 616.3068 ‐0.8710
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 1885.9906 FSITTFSPAGVAITSTGTK 5720.2210 1885.9879 19.3067 23690 2 943.4976 ‐0.6069
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 1949.0603 VNSAGIASALIQHEWKPK 201.1628 1949.0646 17.6214 10198 4 488.0216 2.91



NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 881.5819 VGLALALKP 6935.3340 881.5808 17.8577 6616 2 441.2941 ‐1.7609
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 1390.7325 GDLLLGDVAFQSR 449.4166 1390.7277 25.5633 1046 1 1390.7277 ‐0.8030
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 2249.2024 INAGLSFTKEDLIASLTVNDK 307.6598 2249.1573 25.1104 1508 2 1125.0823 ‐18.7079
NP_186777.1 voltage dependent anion channel 1 Arabidopsis thaliana 677.6318 29482.4114 6 21.38 None 782.5135 GLALALKP 1832.6300 782.5145 17.8510 969 1 782.5145 2.0499
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 454.8891 48209.9941 2 10.7 None 2262.1765 IVLDGYNAPVTAGNFVDLVER 7164.6530 2262.1691 20.9124 10403 2 1131.5882 ‐1.9004
NP_186797.1 peptidyl prolyl cis trans isomerase CYP38 Arabidopsis thaliana 454.8891 48209.9941 2 10.7 None 2431.2715 VGDVIESIQVVSGLENLANPSYK 2101.2540 2431.2611 22.0523 9004 2 1216.1342 ‐2.6698
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2117.0146 ALEEEIEDIGGHLNAYTSR 1567.4160 2117.0171 32.2153 11914 3 706.3439 0.8680
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 1040.6099 TILGPAQNVK 5167.1310 1040.6138 19.5919 8437 2 520.8106 2.88
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 2318.3350 2006.9107 39.7097 6429 2 1003.9590 1.98
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2012.0117 SSLLLHMDGTSPIAEDIGR 8943.8110 2012.0106 30.8878 6146 3 671.3417 ‐1.0119
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2269.2034 VLDSNVNQALDVLADILQNSK 3573.5980 2269.2040 24.8486 5197 3 757.0729 0.1439
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2028.0107 VAINEIAESIMAFNTNYK 483.0027 2028.0193 35.2725 2581 3 676.6780 3.10
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 1019.5368 VATESNLSAK 277.4864 1019.5367 26.4500 1182 2 510.2720 ‐1.0659
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2625.3447 YIYDKDIAISAIGPIQDLPDYNK 1048.6740 2625.3443 19.5240 8525 3 875.7863 0.2102
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 1173.6739 RIPTAELFAR 7936.9180 1173.6732 16.0716 8452 2 587.3402 ‐1.2484
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 2629.3329 RTVRALEEEIEDIGGHLNAYTSR 274.2295 2629.3516 43.0530 1094 3 877.1220 7.89
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 1285.6284 DIGGHLNAYTSR 202.1369 1285.6235 41.7272 1599 1 1285.6235 ‐1.4822
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 755.9892 59217.0685 19 27.68 None 826.4781 LGPAQNVK 450.8579 826.4793 19.5933 892 1 826.4793 2.1580
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 2117.0146 ALEEEIEDIGGHLNAYTSR 2763.4460 2117.0171 32.2153 11914 3 706.3439 0.7748
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 1040.6099 TILGPAQNVK 8478.6270 1040.6138 19.5919 8437 2 520.8106 2.61
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 3313.5794 EMQEVEGQTDEVVLDHLHATAFQYTP 1969.7710 3313.5791 33.8326 6683 4 829.1502 ‐1.1288
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 Carbamidomethyl+C(3) 2006.9086 ADCLDDLSYAIMYEVTK 950.9481 2006.9107 39.7097 6429 2 1003.9590 1.28
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 2012.0117 SSLLLHMDGTSPIAEDIGR 6120.9060 2012.0106 30.8878 6146 3 671.3417 ‐1.0543
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 2028.0107 VAINEIAESIMAFNTNYK 1390.2200 2028.0193 35.2725 2581 3 676.6780 3.09
NP_186858.1 probable mitochondrial processing peptidase subunit beta Arabidopsis thaliana 662.7164 59217.0685 19 27.68 None 826.4781 LGPAQNVK 827.8312 826.4793 19.5933 892 1 826.4793 2.1898
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 1631.8527 IQTPTDEIVVPYEK 3045.3480 1631.8552 26.9482 10906 2 816.4312 1.42
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 1300.7359 SIPSIVELDSLK 15032.8900 1300.7365 31.8591 5678 2 650.8719 ‐0.0063
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 941.5125 MEIIPNPK 8300.5930 941.5140 22.4007 3602 2 471.2606 0.3393
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 1629.8119 TNPSNPSIELGPEFK 424.5542 1629.8104 26.6619 2871 2 815.4088 ‐0.7623
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 1475.8005 IFNTNNLWVNLK 1409.9480 1475.8025 35.2093 2435 2 738.4049 1.1713
NP_186975.1 UDP GLUCOSE PYROPHOSPHORYLASE 1 Arabidopsis thaliana 666.7847 51909.5962 6 13.1 None 1019.5408 SIELGPEFK 176.9289 1019.5367 26.4500 1182 2 510.2720 ‐5.1604
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1434.7587 AASFNIIPSSTGAAK 50785.5500 1434.7559 16.6418 245687 2 717.8816 ‐2.1552
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 2172.0091 GILGYTEDDVVSTDFVGDNR 190109.8000 2172.0049 31.9240 218922 2 1086.5061 ‐0.7963
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1676.9734 TLLFGEKPVTVFGIR 38180.2600 1676.9743 19.9425 170161 3 559.6630 ‐0.3511
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1498.8475 VPTVDVSVVDLTVR 47039.7600 1498.8477 31.7244 110649 2 749.9275 0.0044
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1761.7867 LVSWYDNEWGYSSR 113041.5000 1761.7869 18.4136 102258 2 881.3971 0.4845
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1734.8156 DAPMFVVGVNEHEYK 54589.5700 1734.8158 26.7279 89653 3 578.9435 ‐0.6906
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKD 28179.7700 2953.3730 37.9021 75734 3 985.1292 0.4787
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 2033.0736 FGIVEGLMTTVHSITATQK 22164.9300 2033.0750 22.6667 75447 3 678.3632 0.2704
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 2741.2725 DDVELVAVNDPFITTEYMTYMFK 19028.6100 2741.2623 23.9339 55475 2 1371.1348 ‐1.4937
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1140.6445 VVDLIVHMSK 27487.2500 1140.6439 16.0492 48785 2 570.8256 ‐1.2937
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 811.4131 LTGMSFR 4804.5720 811.4134 21.1628 13350 2 406.2103 ‐0.9362
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 910.4516 AATYDEIK 1100.9630 910.4526 20.3945 1476 2 455.7300 ‐0.0700
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 Carbamidomethyl+C(26)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1354.6824 FGIVEGLMTTVHS 641.5450 1354.6791 21.4173 9181 2 677.8432 ‐2.7764
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 551.2572 GYSSR 189.9890 551.2579 20.4611 7806 1 551.2579 0.9515
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1188.6259 FNIIPSSTGAAK 396.0940 1188.6256 17.1849 7038 2 594.8164 ‐0.8972
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1349.7576 FGEKPVTVFGIR 3690.9910 1349.7597 19.9446 6918 2 675.3835 1.17
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 868.4523 HSITATQK 208.7316 868.4527 23.2846 3521 1 868.4527 1.97
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 621.3202 SSTGAAK 325.0954 621.3197 16.5171 2296 1 621.3197 ‐0.9211
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 512.2463 YSSR 176.7167 512.2466 18.9830 1782 1 512.2466 0.1721
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1113.4596 DNEWGYSSR 480.9368 1113.4593 17.7127 1607 1 1113.4593 1.62
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1317.6831 MTTVHSITATQK 268.5771 1317.6910 22.0321 1365 2 659.3491 5.20
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1063.4942 GILGYTEDDV 321.1115 1063.4913 34.0626 1085 1 1063.4913 ‐1.2628
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 Carbamidomethyl+C(2)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1102.6103 DVSVVDLTVR 174.1873 1102.6033 31.7451 960 1 1102.6033 ‐4.6960
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1300.6566 MTTVHSITATQK 139.5918 1300.6475 21.0037 858 1 1300.6475 ‐4.6504
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 1743.7762 LVSWYDNEWGYSSR 592.1570 1743.7812 17.9997 5956 3 581.9319 2.0946
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 35209.6100 37028.3960 46 61.54 None 2154.9826 GILGYTEDDVVSTDFVGDNR 282.0677 2154.9817 32.8144 916 2 1077.9945 0.7319
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 2172.0091 GILGYTEDDVVSTDFVGDNR 161192.9000 2172.0049 31.9230 212473 2 1086.5061 ‐0.6826
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 Carbamidomethyl+C(11)
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1498.8475 VPTVDVSVVDLTVR 54729.6800 1498.8475 31.7250 104941 2 749.9274 ‐0.1206
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1734.8156 DAPMFVVGVNEHEYK 73269.3700 1734.8158 26.7279 89653 3 578.9435 ‐0.5986
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 2953.3738 NPEDIPWAEAGADYVVESTGVFTDKD 16448.3900 2953.3730 37.9030 74010 3 985.1292 ‐0.0248
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 811.4131 LTGMSFR 5017.5060 811.4134 21.1628 13350 2 406.2103 ‐1.1324
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1434.7587 AASFNIIPSSTGAAK 335.9430 1434.7597 26.1465 5892 2 717.8835 0.4300
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 2033.0736 FGIVEGLMTTVHSITATQK 630.6917 2033.0697 39.1486 3516 3 678.3614 ‐2.3909
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 Oxidation+M(18) 2757.2674 DDVELVAVNDPFITTEYMTYMFK 960.8442 2757.2635 39.6293 9524 3 919.7594 ‐1.2991
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 698.3290 TGMSFR 634.6433 698.3306 21.1539 4929 1 698.3306 2.92
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 975.4530 GVNEHEYK 1437.0930 975.4538 26.7239 2053 1 975.4538 2.0889
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 680.3614 VPTVDVS 70.9158 680.3597 34.3690 1633 1 680.3597 ‐2.1860
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1162.5626 GILGYTEDDVV 213.5372 1162.5540 31.9869 1534 1 1162.5540 ‐5.5162
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1063.4942 GILGYTEDDV 346.3314 1063.4913 34.0626 1085 1 1063.4913 ‐1.1766
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 1102.6103 DVSVVDLTVR 188.2294 1102.6033 31.7451 960 1 1102.6033 ‐4.6008
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 Oxidation+M(18) 2740.2408 DDVELVAVNDPFITTEYMTYMFK 194.2366 2740.2542 37.2956 60546 3 914.0896 4.47
NP_187062.1 glyceraldehyde 3 phosphate dehydrogenase C subunit 1 Arabidopsis thaliana 22201.2800 37028.3960 46 61.54 None 2154.9826 GILGYTEDDVVSTDFVGDNR 334.7383 2154.9817 32.8144 916 2 1077.9945 0.8495
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 2009.9253 ATYHFYNPAQNNWDLR 78108.1300 2009.9214 17.4405 167421 3 670.6453 ‐2.3944
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 32838.1400 2146.9645 27.2730 104272 3 716.3264 ‐0.5772



NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 62274.4300 1439.6507 17.3599 98895 2 720.3290 ‐1.4507
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 1018.5350 NMLVSAIDR 576.5348 1018.5571 21.5449 4063 2 509.7822 20.7212
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 2122.1330 1654.7817 16.2259 11607 3 552.2654 0.4137
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(22) 3088.7048 IRLSITIILLSYTVATVAGQQCGRQGGGR 584.6605 3088.7277 24.9087 2910 3 1030.2474 8.32
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(2) 975.4538 QCGRQGGGR 219.3538 975.4538 26.7239 2053 1 975.4538 1.37
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 703.3522 NWDLR 137.8428 703.3509 18.1574 1971 1 703.3509 ‐1.5351
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 928.4272 QNNWDLR 1166.7600 928.4278 17.4151 1912 1 928.4278 1.03
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 1537.7183 FYNPAQNNWDLR 416.1039 1537.7189 17.2868 1734 2 769.3631 0.4030
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 1065.4789 ATYHFYNPA 330.5221 1065.4801 17.4369 1323 1 1065.4801 2.82
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 None 994.4417 ATYHFYNP 219.4928 994.4470 16.1844 1244 2 497.7271 4.56
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(5) 1219.5677 WTAFCGPAGPR 100.5883 1219.5648 16.7508 819 2 610.2860 ‐2.9961
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 12526.2900 23735.0415 32 41.04 Carbamidomethyl+C(9) 1636.7689 SKYGWTAFCGPAGPR 218.6149 1636.7719 16.4135 994 2 818.8896 2.0025
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3119.0620 23735.0415 32 41.04 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 36179.7100 2146.9645 27.2725 103910 3 716.3263 ‐0.6945
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3119.0620 23735.0415 32 41.04 None 1018.5350 NMLVSAIDR 540.0474 1018.5571 21.5449 4063 2 509.7822 20.5733
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3119.0620 23735.0415 32 41.04 None 2009.9253 ATYHFYNPAQNNWDLR 321.6237 2009.9111 34.0196 1846 2 1005.4592 ‐6.1077
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 3119.0620 23735.0415 32 41.04 Carbamidomethyl+C(4) 1976.8596 SAYCSTWDADKPYAWR 4085.6940 1976.8585 27.2673 6373 2 988.9329 0.3147
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 2009.9253 ATYHFYNPAQNNWDLR 73458.8900 2009.9214 17.4405 167421 3 670.6453 ‐1.9317
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(7) 1439.6525 YGWTAFCGPAGPR 40692.4000 1439.6507 17.3599 98895 2 720.3290 ‐1.0672
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(6) 2146.9651 AVSAYCSTWDADKPYAWR 2953.9280 2146.9678 16.9241 8163 3 716.3275 1.82
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(9) 1654.7795 SKYGWTAFCGPAGPR 2198.3480 1654.7817 16.2259 11607 3 552.2654 0.8704
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 945.4537 QNNWDLR 2974.9270 945.4537 17.4517 4557 1 945.4537 1.1817
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 897.3890 ATYHFYN 3075.1930 897.3917 17.4388 3569 1 897.3917 4.0326
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(3) 932.4407 AFCGPAGPR 1156.4100 932.4371 17.3651 2673 1 932.4371 ‐2.7349
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(4) 1033.4884 TAFCGPAGPR 1240.2540 1033.4849 17.3546 2442 1 1033.4849 ‐1.9294
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 703.3522 NWDLR 101.5824 703.3509 18.1574 1971 1 703.3509 ‐1.3874
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(5) 1201.5572 WTAFCGPAGPR 798.0396 1201.5640 17.3705 1935 2 601.2856 5.05
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 1537.7183 FYNPAQNNWDLR 356.0018 1537.7189 17.2868 1734 2 769.3631 0.7444
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 1065.4789 ATYHFYNPA 270.4262 1065.4801 17.4369 1323 1 1065.4801 2.39
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 Carbamidomethyl+C(9) 1636.7689 SKYGWTAFCGPAGPR 184.9193 1636.7719 16.4135 994 2 818.8896 2.13
NP_187123.1 pathogenesis related 4 Arabidopsis thaliana 8290.1610 23735.0415 32 41.04 None 1992.8987 ATYHFYNPAQNNWDLR 390.0444 1992.9017 17.4387 2589 3 664.9721 1.08
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 1791.9739 LLSSGELYDIVGIPTSK 7709.4550 1791.9716 20.1290 21146 2 896.4895 ‐0.7775
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 2025.0386 IDLAIDGADEVDPNLDLVK 3344.9490 2025.0371 33.5722 17100 2 1013.0222 0.1495
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 2701.4593 AVEAIKPGMVLGLGTGSTAAFAVDQIG 1872.3070 2701.4645 34.9370 3381 3 901.1597 2.32
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 1474.8376 SLGIPLVGLDTHPR 941.6029 1474.8204 23.1878 1734 2 737.9138 ‐11.8089
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 1274.6587 AQSVALSQDDLK 1012.1910 1274.6672 19.2881 1375 2 637.8372 6.60
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 843.5047 GGALLREK 143.6509 843.4902 19.2047 971 2 422.2487 ‐18.4560
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 991.0047 29419.8729 10 41.30 None 2805.4094 LRVDGDGKPYVTDNSNYIIDLYFK 6612.8400 2805.4068 21.4284 5546 3 935.8071 ‐0.3739
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 420.5410 29419.8729 10 41.30 None 2025.0386 IDLAIDGADEVDPNLDLVK 5917.6540 2025.0370 33.5720 16722 2 1013.0222 0.1839
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 420.5410 29419.8729 10 41.30 None 1504.8118 ASLSFVSSSHLTLR 122.6663 1504.7795 33.8316 1580 2 752.8934 ‐21.5607
NP_187130.1 ribose 5 phosphate isomerase A Arabidopsis thaliana 420.5410 29419.8729 10 41.30 None 843.5047 GGALLREK 239.5698 843.4902 19.2047 971 2 422.2487 ‐18.6447
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 310.1751 47765.2844 2 6.60 None 1158.6517 GVLLYGPPGTGK 6086.0060 1158.6511 15.8973 10052 2 579.8292 ‐1.2495
NP_187204.1 regulatory particle triple A ATPase 5A Arabidopsis thaliana 310.1751 47765.2844 2 6.60 None 1886.9018 DSYLILDTLPSEYDSR 3356.9530 1886.9038 33.7916 4028 2 943.9556 1.09
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 76.0905 90795.1185 4 2.88 None 1656.7904 VFISDDFDGELFPR 2336.1430 1656.7904 34.8226 9320 2 828.8988 0.2077
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 76.0905 90795.1185 4 2.88 None 1097.4833 FGWSANMER 1754.6150 1097.4840 24.3232 4520 2 549.2457 ‐0.1355
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 76.0905 90795.1185 4 2.88 None 1275.6427 ELISNASDALDK 910.4677 1275.6316 23.4540 2651 2 638.3194 ‐9.2155
NP_187434.2 HEAT SHOCK PROTEIN 89 1 Arabidopsis thaliana 76.0905 90795.1185 4 2.88 None 1014.5102 ELISNASDAL 371.0859 1014.5089 23.3455 2130 1 1014.5089 0.0104
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 490.5097 41589.6888 3 8.66 None 1207.6317 AVAGAGVLSGYDK 4018.7570 1207.6302 22.3303 8029 2 604.3187 ‐1.8831
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 490.5097 41589.6888 3 8.66 None 1084.4836 MMMTSGEAVK 11223.6400 1084.4849 17.8749 6072 2 542.7461 0.4227
NP_187470.1 ADP ATP carrier protein 1 Arabidopsis thaliana 490.5097 41589.6888 3 8.66 None 1211.6055 QFDGLVDVYR 2240.3980 1211.6032 27.9522 3593 2 606.3052 ‐2.5151
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 641.3268 60934.9776 15 19.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 10997.3000 2251.1094 31.9582 11587 2 1126.0583 ‐0.2401
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 641.3268 60934.9776 15 19.64 None 1717.9344 GTVHLIGLLSDGGVHSR 2835.0870 1717.9390 17.2940 7039 3 573.3178 1.55
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 641.3268 60934.9776 15 19.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 3180.0330 2277.1673 47.9196 5059 2 1139.0873 4.1700
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 641.3268 60934.9776 15 19.64 None 3014.5252 TILDAIEQVGGIYVVTADHGNAEDMVK 362.8021 3014.5336 21.7446 2651 4 754.3889 1.1817
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 641.3268 60934.9776 15 19.64 None 930.5367 ARDAILSGK 1209.0410 930.5374 18.3702 2728 1 930.5374 1.74
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 1407.7015 GWDAQVLGEAPHK 547.8554 1407.7059 25.7415 15748 2 704.3566 2.69
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 10556.7300 2251.1094 31.9582 11587 2 1126.0583 ‐0.1001
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 2775.2400 2277.1673 47.9196 5059 2 1139.0873 4.61
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2249.0721 AEPGANDQYLPSFVIVDDNGK 494.8331 2249.0888 31.1869 3951 3 750.3678 7.1457
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 1985.9749 APTPAMDSLKDGKPDTWR 358.6783 1985.9592 22.9241 1839 2 993.4832 ‐7.0416
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2858.4241 TILDAIEQVGGIYVVTADHGNAEDMVK 2269.0050 2858.3554 39.4111 1565 3 953.4567 ‐23.8302
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 3845.6320 3076.4671 34.5727 2995 3 1026.1605 ‐3.3794
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2035.9252 MYVTMDRYENDWSVVK 306.5284 2035.9352 28.8738 1189 3 679.3166 4.86
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 1780.8428 SGYFNEKLEEYVEIP 560.5751 1780.8398 34.2717 3158 2 890.9235 ‐1.2560
NP_187471.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 15 19.64 None 2840.4135 TILDAIEQVGGIYVVTADHGNAEDMVK 522.5692 2840.4245 37.8765 755 4 710.8616 2.42
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 19123.1000 2779.3120 28.6555 70619 4 695.5835 0.0875
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 21988.3300 2251.1811 17.7424 51832 3 751.0652 ‐0.9583
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 28437.5800 1250.6002 18.5329 50219 2 625.8037 0.6720
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1552.6955 EYADFVFQEYGGK 21271.0800 1552.6974 29.8545 48802 2 776.8523 1.55
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 950.4690 NLNTDAFR 20523.6900 950.4693 19.7973 47500 2 475.7383 ‐0.7809
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1523.7199 WMQDSLITWESK 13928.6900 1523.7212 19.0344 37340 2 762.3643 0.8555
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1417.7798 DFLSQGVRPSALK 10278.4400 1417.7804 25.2702 27347 3 473.2650 ‐0.8125
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1167.6078 YKEDIQLMK 7428.6050 1167.6086 20.6774 27151 2 584.3079 ‐0.0626
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 860.4447 MSIAWPR 25215.4700 860.4451 16.9489 15006 2 430.7262 ‐0.7853
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 876.4495 EDIQLMK 375.4018 876.4532 20.6638 928 1 876.4532 5.0897
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 2680.2718 VNVTGYFVWSLLDNFEWQDGYK 827.3920 2680.2696 22.9131 853 3 894.0947 ‐0.4182
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 2499.2826 NLNTDAFRMSIAWPRIFPHGR 2501.3110 2499.2963 23.1352 12225 2 1250.1518 7.01
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 979.5584 PRIFPHGR 327.6861 979.5587 22.9805 8827 2 490.2830 ‐0.7299
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 729.4042 SIAWPR 2313.7230 729.4036 16.9820 6675 1 729.4036 ‐0.5246
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 723.3420 NTDAFR 10506.5800 723.3420 19.7977 6109 1 723.3420 0.3171



NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1316.6416 NLNTDAFRMSIA 446.1774 1316.6429 21.7260 4187 2 658.8251 0.5727
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 706.3155 NTDAFR 92.2149 706.3167 18.7429 3149 1 706.3167 2.0778
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1042.6004 SQGVRPSALK 2687.5100 1042.6029 25.2680 2687 2 521.8051 1.07
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 Carbamidomethyl+C(5) 912.4033 WDIYCR 1063.5490 912.3989 18.5334 1670 1 912.3989 ‐3.7965
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1206.6001 QDSLITWESK 278.4504 1206.5988 19.0349 796 1 1206.5988 0.9645
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 4310.1160 60233.8928 48 28.5 None 1399.7692 DFLSQGVRPSALK 144.0679 1399.7763 26.2746 1664 2 700.3918 4.30
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 10241.6200 2779.3120 28.6555 70619 4 695.5835 0.1908
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1552.6955 EYADFVFQEYGGK 23488.5700 1552.6973 29.8516 46518 2 776.8523 1.58
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 950.4690 NLNTDAFR 27328.2500 950.4693 19.7825 43332 2 475.7383 ‐1.0089
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1417.7798 DFLSQGVRPSALK 13172.3500 1417.7804 25.2702 27347 3 473.2650 ‐0.5669
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1167.6078 YKEDIQLMK 8325.0710 1167.6086 20.6709 24911 2 584.3080 ‐0.1097
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1545.8748 DFLSQGVRPSALKK 215.4670 1545.8553 24.2455 4809 2 773.4313 ‐12.6090
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 2680.2718 VNVTGYFVWSLLDNFEWQDGYK 140.1788 2680.2328 39.7495 1463 2 1340.6200 ‐12.2160
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 2132.1022 GVSQAGVQFYHDLIDELIK 517.6625 2132.1191 34.8432 949 2 1066.5632 9.1038
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 723.3420 NTDAFR 18482.3800 723.3420 19.7977 6109 1 723.3420 0.3253
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1155.6844 LSQGVRPSALK 3109.6440 1155.6808 25.2790 4022 2 578.3441 ‐3.9486
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1846.8202 FEAHDLADSQDGASIDR 228.6123 1846.8147 29.0147 3463 2 923.9110 ‐2.3693
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 706.3155 NTDAFR 1435.8790 706.3167 18.7429 3149 1 706.3167 2.0821
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2008.3240 60233.8928 48 28.5 None 1362.6132 DLADSQDGASIDR 110.9406 1362.6063 28.4612 836 2 681.8068 ‐5.4618
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 2251.1830 NAQNYAIGSKPLTAALNVYSR 29609.2500 2251.1811 17.7424 51832 3 751.0652 ‐0.4916
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 Carbamidomethyl+C(9) 1250.5987 GPALWDIYCR 18345.8800 1250.6002 18.5329 50219 2 625.8037 1.1369
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 2132.1022 GVSQAGVQFYHDLIDELIK 2106.0300 2132.1032 23.2304 38295 3 711.3726 0.6274
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 1523.7199 WMQDSLITWESK 15894.8200 1523.7212 19.0344 37340 2 762.3643 1.29
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 860.4447 MSIAWPR 5455.6040 860.4451 16.9489 15006 2 430.7262 ‐0.1528
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 Carbamidomethyl+C(10) 1543.7607 HLLSMQEAVCIDK 1590.7730 1543.7652 16.3135 1938 3 515.2599 2.66
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 2779.3070 IGIAHSPAWFEAHDLADSQDGASIDR 1260.3450 2779.3118 17.3737 1835 3 927.1088 2.12
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 2499.2826 NLNTDAFRMSIAWPRIFPHGR 1944.7530 2499.2963 23.1352 12225 2 1250.1518 7.1582
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 1749.8959 FGLYYVDFKNNLTR 398.9903 1749.9055 24.3756 7830 2 875.4564 6.1292
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 874.4417 GVSQAGVQF 1528.0610 874.4406 22.5722 3902 1 874.4406 ‐0.3298
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 Carbamidomethyl+C(5) 912.4033 WDIYCR 1174.4440 912.3989 18.5334 1670 1 912.3989 ‐3.6961
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 650.3144 TWESK 100.0193 650.3170 19.9125 1548 1 650.3170 4.47
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 1337.6406 MQDSLITWESK 195.0431 1337.6342 19.0234 874 1 1337.6342 ‐2.3453
NP_187537.1 beta glucosidase 23 Arabidopsis thaliana 2151.9920 60233.8928 48 28.5 None 1515.7842 QFYHDLIDELIK 119.4751 1515.7738 25.5602 827 1 1515.7738 ‐3.8469
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1473.6856 TTPSYVAFTDSER 75703.0200 1473.6868 23.6669 47008 2 737.3470 0.6742
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1680.8340 NAVVTVPAYFNDSQR 17826.1400 1680.8334 27.2930 43317 2 840.9204 ‐0.0790
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1675.7307 ATAGDTHLGGEDFDNR 36226.3500 1675.7324 18.5124 40021 3 559.2490 0.1441
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1358.6158 NALENYAYNMR 26410.3200 1358.6159 24.8698 34017 2 679.8116 ‐0.2142
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 9894.7410 1386.7277 26.2206 29249 2 693.8675 ‐1.8007
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 13519.4300 2658.2682 32.9202 26816 3 886.7609 0.3832
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1215.6514 DAGVIAGLNVMR 35654.1100 1215.6517 29.0756 25210 2 608.3295 ‐0.3850
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1278.6300 MVNHFVQEFK 55473.9400 1278.6300 15.2600 23534 2 639.8187 ‐0.4188
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 5103.4700 2574.2684 20.9455 21748 3 858.7610 0.3458
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1661.8316 NQVAMNPINTVFDAK 8431.1470 1661.8305 18.6565 15510 2 831.4189 ‐0.4007
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1308.7046 EIAEAYLGTTIK 1481.0780 1308.7026 26.0477 4762 2 654.8549 ‐1.9205
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1805.9062 MDKNSIDDVVLVGGSTR 4560.6300 1805.9087 25.6169 5154 3 602.6411 0.6459
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 Carbamidomethyl+C(20) 2975.4139 MAGKGEGPAIGIDLGTTYSCVGVWQH 706.8096 2975.4390 26.0529 2211 3 992.4845 9.64
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 Carbamidomethyl+C(12) 2297.1305 FEELNIDLFRKCMEPVEK 366.9209 2297.1252 34.8695 1629 2 1149.0662 ‐0.9112
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 Carbamidomethyl+C(3) 1015.5605 SICNPIIAK 180.7018 1015.5559 25.5053 5255 2 508.2816 ‐5.5557
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1249.6245 MNPINTVFDAK 457.0324 1249.6218 18.7582 3862 3 417.2121 ‐3.6643
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1147.5895 VNHFVQEFK 16734.7900 1147.5895 15.2594 2866 2 574.2984 ‐0.7052
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 833.3999 LSGEGNEK 121.1454 833.3962 22.4220 2213 1 833.3962 ‐3.8166
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 689.3763 GLNVMR 145.9099 689.3769 30.1962 1770 1 689.3769 1.0775
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1604.6936 TAGDTHLGGEDFDNR 1287.1940 1604.7009 18.5172 1675 2 802.8541 4.88
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1048.5211 NHFVQEFK 4419.9450 1048.5166 15.2398 1354 2 524.7619 ‐5.1662
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1060.4517 ENYAYNMR 601.9121 1060.4510 24.8741 1119 1 1060.4510 0.8574
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1174.5375 SYVAFTDSER 425.7580 1174.5336 23.6642 849 1 1174.5336 ‐1.4516
NP_187555.1 heat shock protein 70 3 Arabidopsis thaliana 9986.2930 71603.9617 28 39.45 None 1663.8075 NAVVTVPAYFNDSQR 235.9481 1663.8030 28.8768 1336 2 832.4051 ‐2.4475
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1842.9848 NAPSIIFIDEIDSIAPK 14437.6400 1842.9853 39.3702 10952 2 921.9963 0.8348
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1786.9222 LDQLIYIPLPDEDSR 3316.1990 1786.9243 34.8388 7170 2 893.9658 1.81
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1158.6517 GILLYGPPGSGK 7990.5110 1158.6516 16.5814 5752 2 579.8295 ‐0.8032
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1059.5317 LAEDVDLER 4708.9480 1059.5349 20.1820 5380 2 530.2711 2.1040
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1312.6743 EIDIGVPDEIGR 2881.1170 1312.6788 27.8718 4929 2 656.8431 3.0205
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1203.6328 LAGESESNLRK 796.5602 1203.6368 30.7925 3162 2 602.3220 2.12
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1430.8287 IVSQLLTLMDGLK 902.7581 1430.8289 22.5952 2283 2 715.9181 ‐0.0713
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 2298.1612 ETVVEVPNVSWNDIGGLENVK 710.7510 2298.1507 34.8381 920 3 766.7217 ‐4.6689
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(17)
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 1871.6860 1845.8427 26.2870 5463 2 923.4250 0.0337
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1935.9269 GPELLTMWFGESEANVR 406.5582 1935.9314 26.9633 1973 2 968.4693 3.0481
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1379.6438 LDDVGYDDVGGVR 1564.3240 1379.6467 26.0320 1270 2 690.3270 1.01
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(10) 1566.7945 LGDVISVHQCPDVK 398.2703 1566.7687 21.9193 829 3 522.9278 ‐17.4872
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 2256.2234 NAPSIIFIDEIDSIAPKREK 3750.5530 2256.2184 21.9265 11760 2 1128.6129 ‐0.8900
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(12) 3056.5146 EIFDKARQSAPCVLFFDELDSIATQR 1209.5500 3056.4985 23.8604 4276 3 1019.5044 ‐4.3778
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(7) 2424.1977 ARQSAPCVLFFDELDSIATQR 984.3907 2424.1883 20.8027 3384 3 808.7343 ‐3.7928
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 2165.9945 EDEERLDDVGYDDVGGVRK 454.7307 2166.0138 21.5789 1899 4 542.2589 6.37
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 Carbamidomethyl+C(6) 3481.6879 AIANECQANFISVKGPELLTMWFGESE 1067.3270 3481.6881 39.0189 1766 3 1161.2342 1.92



NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1100.5623 NAPSIIFIDE 245.3996 1100.5572 22.8054 2451 1 1100.5572 ‐2.9841
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1057.5176 GPELLTMWF 346.9435 1057.5192 25.4251 2007 2 529.2632 0.6238
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1213.6463 NAPSIIFIDEI 172.5265 1213.6538 20.6158 1555 2 607.3305 5.68
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 727.8852 90134.8774 28 28.6 None 1413.8022 IVSQLLTLMDGLK 492.3333 1413.8038 23.8024 796 2 707.4055 0.9292
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 None 1786.9222 LDQLIYIPLPDEDSR 3121.9670 1786.9243 34.8388 7170 2 893.9658 1.96
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 None 1312.6743 EIDIGVPDEIGR 3326.0790 1312.6788 27.8718 4929 2 656.8431 2.13
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 None 2454.2623 ETVVEVPNVSWNDIGGLENVKR 3009.2610 2454.2642 32.9623 3767 3 818.7596 0.6015
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 None 1730.8708 FDREIDIGVPDEIGR 412.9048 1730.8777 32.6440 2537 2 865.9425 4.17
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 Carbamidomethyl+C(14) 1845.8436 YTQGFSGADITEICQR 2127.5590 1845.8427 26.2870 5463 2 923.4250 0.0791
NP_187595.1 cell division control protein 48 A Arabidopsis thaliana 238.7895 90134.8774 28 28.6 None 1294.6638 EIDIGVPDEIGR 219.6392 1294.6591 29.7438 3180 2 647.8332 ‐4.1556
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4947.4390 16329.8395 8 37.33 None 1443.7326 IEDVTPIPTDSTR 34835.2600 1443.7337 21.9824 14178 2 722.3705 0.6366
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4947.4390 16329.8395 8 37.33 None 1157.6525 VETVTLGPSVR 9063.1460 1157.6529 21.9422 10611 2 579.3301 ‐0.3603
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4947.4390 16329.8395 8 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 2236.2570 2265.0548 27.8348 9304 3 755.6898 ‐0.8575
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4947.4390 16329.8395 8 37.33 None 1054.5640 TPGPGAQSALR 3436.4170 1054.5656 15.7842 8272 2 527.7864 0.6430
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 4947.4390 16329.8395 8 37.33 None 828.4938 VTLGPSVR 231.5197 828.4929 23.0836 2072 1 828.4929 ‐0.3299
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1194.7880 16329.8395 8 37.33 None 1157.6525 VETVTLGPSVR 14939.3500 1157.6529 21.9422 10611 2 579.3301 ‐0.4757
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1194.7880 16329.8395 8 37.33 None 2265.0564 ADRDESSPYAAMLAAQDVAQR 708.8286 2265.0548 27.8348 9304 3 755.6898 ‐1.0224
NP_187758.1 40S ribosomal protein S14 2 Arabidopsis thaliana 1194.7880 16329.8395 8 37.33 None 828.4938 VTLGPSVR 282.5385 828.4929 23.0836 2072 1 828.4929 ‐0.2976
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1748.9065 SGGLGDLNYPLISDVTK 5830.6170 1748.9104 33.3339 38046 2 874.9588 2.18
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1855.8749 APDFEAEAVFDQEFIK 1989.7320 1855.8766 35.0361 26723 2 928.4419 1.15
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1525.8485 SFGVLIHDQGIALR 4851.4580 1525.8455 17.8751 26371 3 509.2867 ‐3.0753
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1240.6532 AQADDLPLVGNK 11801.1100 1240.6575 23.4347 20204 2 620.8324 2.48
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 3700.3110 2494.3712 18.9960 14208 3 832.1286 ‐2.4138
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1707.9137 EGVIQHSTINNLGIGR 3581.5740 1707.9147 24.0667 14190 3 569.9764 ‐0.2670
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 4232.3840 2871.3977 30.7281 13267 3 957.8041 0.4622
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 2764.8190 2672.3725 41.3039 6937 3 891.4624 2.1476
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1266.6688 SSLSSPSVSFLR 137.7215 1266.6301 29.5174 1063 1 1266.6301 ‐28.3393
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 Carbamidomethyl+C(12) 2458.1708 LQYIQENPDEVCPAGWKPGEK 307.1207 2458.1756 31.2392 3819 3 820.0634 2.0806
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1407.6791 EAEAVFDQEFIK 259.0031 1407.6719 36.5193 1955 2 704.3396 ‐5.3676
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1079.5480 EGVIQHSTIN 379.5077 1079.5436 24.6648 1292 1 1079.5436 ‐2.5361
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 610.3559 PLVGNK 126.9540 610.3593 21.1218 1276 1 610.3593 5.78
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 657.4042 QGIALR 359.7365 657.4043 19.5834 952 1 657.4043 0.2341
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 2468.8730 29206.0989 31 49.25 None 1690.8871 EGVIQHSTINNLGIGR 821.0712 1690.8879 22.9512 1176 3 564.3008 ‐0.4303
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1748.9065 SGGLGDLNYPLISDVTK 5745.8320 1748.9104 33.3339 38046 2 874.9588 2.45
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1855.8749 APDFEAEAVFDQEFIK 1274.6450 1855.8769 35.0371 23741 2 928.4421 1.89
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1240.6532 AQADDLPLVGNK 14827.6800 1240.6575 23.4347 20204 2 620.8324 2.87
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1707.9137 EGVIQHSTINNLGIGR 5227.1680 1707.9147 24.0667 14190 3 569.9764 ‐0.1620
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 Carbamidomethyl+C(16) 2871.3982 TLQALQYIQENPDEVCPAGWKPGEK 5286.3830 2871.3977 30.7281 13267 3 957.8041 0.0035
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1681.8425 MASVASSTTLISSPSSR 133.4081 1681.8211 27.7048 7142 2 841.4142 ‐12.4856
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 Carbamidomethyl+C(12) 2458.1708 LQYIQENPDEVCPAGWKPGEK 383.5892 2458.1756 31.2392 3819 3 820.0634 1.21
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1489.7203 MASVASSTTLISSPSS 240.8414 1489.7148 28.6127 3082 2 745.3610 ‐3.8099
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 1932.5860 29206.0989 31 49.25 None 1407.6791 EAEAVFDQEFIK 70.7349 1407.6865 33.5181 2843 2 704.3469 4.65
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 1525.8485 SFGVLIHDQGIALR 2983.5680 1525.8455 17.8751 26371 3 509.2867 ‐2.6208
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 2494.3776 GLFIIDKEGVIQHSTINNLGIGR 2452.8160 2494.3712 18.9960 14208 3 832.1286 ‐1.9430
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 2800.4628 LNTEVLGVSVDSVFSHLAWVQTDRK 701.0730 2800.4522 22.2326 1286 4 700.8685 ‐3.7922
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 2672.3679 LNTEVLGVSVDSVFSHLAWVQTDR 1681.9930 2672.3833 23.6428 25437 3 891.4659 6.74
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 1176.6219 TLSSPSASASLR 131.7645 1176.6104 25.5572 1993 1 1176.6104 ‐7.8109
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 875.4370 AWVQTDR 85.9912 875.4393 20.9623 2557 1 875.4393 3.86
NP_187769.1 2 Cys peroxiredoxin BAS1 Arabidopsis thaliana 592.7088 29206.0989 31 49.25 None 653.3505 LNTEVL 178.3515 653.3488 21.5433 1949 1 653.3488 ‐2.3219
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1473.6856 TTPSYVAFTDSER 75703.0200 1473.6868 23.6669 47008 2 737.3470 0.6742
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1680.8340 NAVVTVPAYFNDSQR 17826.1400 1680.8334 27.2930 43317 2 840.9204 ‐0.0790
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1675.7307 ATAGDTHLGGEDFDNR 36226.3500 1675.7324 18.5124 40021 3 559.2490 0.1441
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1358.6158 NALENYAYNMR 26410.3200 1358.6159 24.8698 34017 2 679.8116 ‐0.2142
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1278.6300 MVNHFVQEFK 55473.9400 1278.6300 15.2600 23534 2 639.8187 ‐0.4188
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 2574.2682 SINPDEAVAYGAAVQAAILSGEGNEK 5103.4700 2574.2684 20.9455 21748 3 858.7610 0.3458
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1313.6194 FEELNMDLFR 7617.9370 1313.6217 33.7966 7944 2 657.3145 1.35
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1260.6834 EIAEAFLGSPVK 6300.4600 1260.6826 28.0123 5788 2 630.8449 ‐1.1861
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1540.7577 ARFEELNMDLFR 5595.9790 1540.7576 19.0275 14423 2 770.8825 ‐0.0249
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 Carbamidomethyl+C(18) 2305.2373 IPKVQQLLQDFFNGKELCK 1485.4370 2305.2359 20.5368 4087 3 769.0835 ‐0.6904
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 Carbamidomethyl+C(20) 2975.4139 MAGKGEGPAIGIDLGTTYSCVGVWQH 706.8096 2975.4390 26.0529 2211 3 992.4845 9.64
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1112.6171 DITGNPRALR 167.6692 1112.6069 28.1946 897 2 556.8071 ‐9.9048
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 Carbamidomethyl+C(14) 1849.9266 QQLLQDFFNGKELCK 401.6139 1849.9186 18.6908 5865 2 925.4630 ‐3.7114
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1147.5895 VNHFVQEFK 16734.7900 1147.5895 15.2594 2866 2 574.2984 ‐0.7052
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 833.3999 LSGEGNEK 121.1454 833.3962 22.4220 2213 1 833.3962 ‐3.8166
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1604.6936 TAGDTHLGGEDFDNR 1287.1940 1604.7009 18.5172 1675 2 802.8541 4.88
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1048.5211 NHFVQEFK 4419.9450 1048.5166 15.2398 1354 2 524.7619 ‐5.1662
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 997.5901 ITGNPRALR 77.3385 997.5961 26.5700 1233 2 499.3017 5.0096
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1060.4517 ENYAYNMR 601.9121 1060.4510 24.8741 1119 1 1060.4510 0.8574
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1174.5375 SYVAFTDSER 425.7580 1174.5336 23.6642 849 1 1174.5336 ‐1.4516
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1242.6729 EIAEAFLGSPVK 205.8859 1242.6665 26.7308 2403 2 621.8369 ‐5.6621
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 8498.3510 71500.7772 40 30.77 None 1663.8075 NAVVTVPAYFNDSQR 235.9481 1663.8030 28.8768 1336 2 832.4051 ‐2.4475
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1473.6856 TTPSYVAFTDSER 86081.6600 1473.6868 23.6669 47008 2 737.3470 0.6326
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1680.8340 NAVVTVPAYFNDSQR 23355.8300 1680.8334 27.2930 43317 2 840.9204 ‐0.0722
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1358.6158 NALENYAYNMR 20581.8100 1358.6159 24.8698 34017 2 679.8116 ‐0.2826
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1659.8952 IINEPTAAAIAYGLDK 8388.1690 1659.8963 29.6777 21017 2 830.4518 0.8448



NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1313.6194 FEELNMDLFR 12791.0100 1313.6217 33.7966 7944 2 657.3145 1.46
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1231.6463 DAGVISGLNVMR 7483.8590 1231.6448 28.1618 6497 2 616.3260 ‐1.8971
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1260.6834 EIAEAFLGSPVK 11754.7100 1260.6826 28.0123 5788 2 630.8449 ‐1.2775
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 2672.2839 EQIFSTYSDNQPGVLIQVYEGER 1832.0020 2672.2720 33.8943 5533 3 891.4289 ‐4.3893
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 902.5306 NTTIPTKK 72.2331 902.5134 17.9449 1780 2 451.7603 ‐20.3604
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 776.4083 SGLNVMR 260.4031 776.4037 26.0402 3502 1 776.4037 ‐5.4062
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 825.3737 AFTDSER 1231.8470 825.3778 23.6676 1676 1 825.3778 5.08
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1295.6089 FEELNMDLFR 267.4053 1295.6071 31.9162 1306 1 1295.6071 1.0372
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1214.6198 DAGVISGLNVMR 306.0338 1214.6199 28.2196 2273 2 607.8136 ‐0.6344
NP_187864.1 heat shock protein 70 4 Arabidopsis thaliana 4178.8910 71500.7772 40 30.77 None 1663.8075 NAVVTVPAYFNDSQR 1623.3450 1663.8102 25.0094 824 2 832.4087 1.60
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2015.9516 ADLNVPLDDNQTITDDTR 184483.8000 2015.9494 26.1765 229941 2 1008.4783 ‐0.2380
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 47920.8400 2270.1330 21.1962 156479 2 1135.5702 ‐0.5405
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1573.8432 GVTTIIGGGDSVAAVEK 219923.0000 1573.8437 25.6384 153283 2 787.4255 0.4004
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1404.7369 ELDYLVGAVSNPK 62516.5000 1404.7360 27.5126 149596 2 702.8716 ‐0.9317
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1092.5684 FAAGTEAIANK 69760.3400 1092.5685 17.9434 132604 2 546.7879 ‐0.7810
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1605.9462 VLPGVIALDEAIPVTV 64326.6900 1605.9448 23.1783 120845 2 803.4760 ‐0.7450
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1933.9767 LASLADLYVNDAFGTAHR 42692.9500 1933.9756 19.2897 102058 3 645.3300 ‐1.1328
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1100.6562 IGVIESLLEK 69711.0900 1100.6561 19.4777 86760 2 550.8317 ‐0.8499
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 999.5986 FSLAPLVPR 39703.7200 999.5977 18.8556 85055 2 500.3025 ‐1.8428
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1525.8836 GVSLLLPTDVVVADK 37444.3500 1525.8835 19.8728 71144 2 763.4454 ‐0.1120
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 26902.3000 2951.4966 25.4417 64618 3 984.5037 ‐1.4462
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1447.8671 FLKPSVAGFLLQK 5133.9650 1447.8669 18.8014 62614 3 483.2938 ‐1.3872
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1105.5735 SVGDLTSADLK 36588.4600 1105.5737 21.6695 49714 2 553.2905 ‐0.6304
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 14890.7000 2858.3363 22.7586 48568 3 953.4503 0.1961
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 41012.5500 2269.1882 33.4230 44969 3 757.0676 0.9773
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1201.7038 LSELLGIEVTK 69982.1300 1201.7047 29.6207 19166 2 601.3560 0.0852
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1102.6368 RPFAAIVGGSK 6062.6990 1102.6366 14.1914 12500 2 551.8219 ‐0.9590
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 713.4556 AAIPTIK 4959.4100 713.4563 19.4146 9501 1 713.4563 1.43
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1220.7474 VILSTHLGRPK 19192.6100 1220.7491 13.2379 6023 3 407.5879 ‐0.0470
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 907.4884 YLIENGAK 485.2859 907.4906 29.1662 6487 2 454.2490 1.20
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2356.2759 GVSLLLPTDVVVADKFAPDANSK 24862.4000 2356.2749 20.1937 67917 3 786.0965 ‐0.4105
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 3659.8600 2600.4034 36.2554 42837 3 867.4726 0.4888
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1773.8330 FYKEEEKNDPEFAK 7041.4250 1773.8359 17.4259 16607 3 591.9501 0.8346
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2062.0716 KLASLADLYVNDAFGTAHR 3386.6640 2062.0692 18.6007 5988 3 688.0279 ‐1.5534
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 3815.0742 AHASTEGVTKFLKPSVAGFLLQKELDYL 622.7631 3815.0628 25.6150 3853 4 954.5212 ‐4.2908
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 953.4575 ADLNVPLDD 100.7724 953.4510 24.4588 35750 1 953.4510 ‐5.6194
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 872.5451 LLGIEVTK 161.4441 872.5434 30.3317 16701 2 436.7753 ‐3.2540
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 821.3999 TITDDTR 130.8873 821.3980 24.7690 11388 1 821.3980 ‐1.6296
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 581.3770 PLVPR 156.1477 581.3772 18.8547 7389 1 581.3772 0.1945
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 571.3814 IPTIK 1183.2380 571.3826 19.4087 4031 1 571.3826 1.25
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 652.4141 APLVPR 217.5694 652.4134 18.8554 3919 1 652.4134 ‐0.8681
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 616.3301 GPDSIK 84.4080 616.3294 20.5912 3618 1 616.3294 ‐1.0394
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 458.2973 PTIK 332.7715 458.2967 19.4170 3432 1 458.2967 ‐1.8184
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 771.4359 VGAVSNPK 950.0788 771.4386 27.5288 3410 1 771.4386 4.0348
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1937.0161 VGVAGVMSHISTGGGASLELL 372.2253 1937.0046 32.8950 3150 2 969.0059 ‐5.2169
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1503.6922 PLDDNQTITDDTR 11527.6400 1503.6870 26.1809 2912 1 1503.6870 ‐0.4365
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1161.5786 ELDYLVGAVSN 321.1681 1161.5799 26.6472 2795 2 581.2936 0.3894
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 541.2841 GTAHR 371.7831 541.2845 19.6268 2650 1 541.2845 0.3493
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1298.6951 TIIGGGDSVAAVEK 490.8449 1298.6931 24.9773 2536 2 649.8502 ‐1.9911
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1187.7147 KPSVAGFLLQK 189.2637 1187.7129 19.8584 2476 2 594.3601 ‐2.1819
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 852.5302 SLAPLVPR 166.8675 852.5295 18.8514 2424 1 852.5295 0.0682
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1431.7690 ISTGGGASLELLEGK 314.5457 1431.7655 32.9471 2241 2 716.3864 ‐2.5943
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1008.5949 LSTHLGRPK 6609.2160 1008.5936 13.2344 2237 2 504.8004 ‐2.2489
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1162.6103 DYLVGAVSNPK 911.0432 1162.6033 27.5129 2186 1 1162.6033 ‐4.1630
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 765.4981 LAPLVPR 173.7509 765.4978 18.8528 2088 1 765.4978 0.0389
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1620.7904 TFNEALDTTQTVIW 221.5481 1620.7897 24.8299 1913 3 540.9348 ‐1.4078
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 839.3968 GVFEMEK 82.5988 839.4005 24.3869 1852 1 839.4005 5.1469
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 656.3879 RPFAAI 978.5818 656.3888 14.1886 1595 1 656.3888 1.18
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1125.5575 IVPASGIEDGW 171.3366 1125.5585 19.4117 1549 2 563.2829 0.0971
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1942.9903 GVMSHISTGGGASLELLEGK 7013.6580 1942.9827 33.4183 1464 2 971.9950 ‐3.1399
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 729.4141 IGPDSIK 69.0200 729.4161 20.0053 1460 1 729.4161 3.1274
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1238.5544 NGPMGVFEMEK 105.5626 1238.5500 21.0705 1435 2 619.7786 ‐4.1260
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 930.5506 VIESLLEK 367.5219 930.5495 19.0147 1403 1 930.5495 ‐0.1983
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1387.8195 VLPGVIALDEAIPV 766.3521 1387.8132 23.1741 1249 1 1387.8132 ‐1.9268
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1288.7511 VLPGVIALDEAIP 178.3030 1288.7459 24.6131 1141 2 644.8766 ‐4.5025
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1191.6984 VLPGVIALDEAI 121.0481 1191.6898 23.6467 995 1 1191.6898 ‐5.2415
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1121.6790 ILSTHLGRPK 6325.3770 1121.6794 13.2334 933 2 561.3433 ‐0.3634
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1549.7394 ADLYVNDAFGTAHR 553.6979 1549.7481 20.4948 873 2 775.3777 5.76
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1169.6776 LLPTDVVVADK 153.7959 1169.6802 19.8771 819 1 1169.6802 4.1221
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 718.3981 ESLLEK 210.7337 718.3970 19.9943 809 1 718.3970 ‐1.2948
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 889.4778 YLIENGAK 127.7237 889.4760 28.9705 5358 1 889.4760 ‐1.1314
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1183.6933 LSELLGIEVTK 271.7654 1183.6966 27.7985 1777 2 592.3520 2.1755
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1429.8566 FLKPSVAGFLLQK 280.5755 1429.8531 19.9379 1569 3 477.2892 ‐3.6687
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 2338.2653 GVSLLLPTDVVVADKFAPDANSK 253.0469 2338.2562 18.5557 1065 3 780.0903 ‐3.9226
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1997.9411 ADLNVPLDDNQTITDDTR 228.3245 1997.9354 24.3004 806 3 666.6500 ‐3.2976
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 37981.5900 50225.9048 123 74.01 None 1430.8406 FLKPSVAGFLLQK 495.4030 1430.8391 20.8439 2560 2 715.9232 ‐1.2829
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1404.7369 ELDYLVGAVSNPK 74603.1900 1404.7360 27.5126 149596 2 702.8716 ‐0.9894
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1573.8432 GVTTIIGGGDSVAAVEK 174699.0000 1573.8436 25.6350 145554 2 787.4255 0.3372
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1092.5684 FAAGTEAIANK 31395.9700 1092.5685 17.9431 132020 2 546.7879 ‐0.8878



NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 505.4504 2270.1371 37.4311 31186 3 757.3839 ‐0.3903
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 3281.0460 2269.1885 33.4070 9578 3 757.0677 0.9387
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 713.4556 AAIPTIK 6456.3040 713.4563 19.4146 9501 1 713.4563 1.02
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 2015.9516 ADLNVPLDDNQTITDDTR 853.4891 2015.9554 26.0988 4046 2 1008.4814 2.04
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 2488.3558 ELDYLVGAVSNPKRPFAAIVGGSK 687.6030 2488.3402 32.6650 3260 4 622.8405 ‐8.1963
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 2600.4029 AQGLSVGSSLVEEDKLELATELLAK 2683.2970 2600.4038 36.2761 31527 3 867.4728 0.3186
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1331.6664 WMGLDIGPDSIK 112.1293 1331.6719 34.3146 5601 2 666.3396 3.38
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 571.3814 IPTIK 1704.7730 571.3826 19.4087 4031 1 571.3826 1.58
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1102.5739 IGGGDSVAAVEK 3709.7290 1102.5702 25.6328 3876 1 1102.5702 ‐1.6313
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 458.2973 PTIK 573.2094 458.2967 19.4170 3432 1 458.2967 ‐1.8711
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 771.4359 VGAVSNPK 1069.2040 771.4386 27.5288 3410 1 771.4386 4.0540
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1161.5786 ELDYLVGAVSN 482.8699 1161.5799 26.6472 2795 2 581.2936 0.2750
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 10920.6900 50225.9048 123 74.01 None 1162.6103 DYLVGAVSNPK 1745.9520 1162.6033 27.5129 2186 1 1162.6033 ‐4.0540
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 2270.1373 IVPASGIEDGWMGLDIGPDSIK 32500.4100 2270.1330 21.1962 156479 2 1135.5702 ‐0.5140
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1605.9462 VLPGVIALDEAIPVTV 118244.7000 1605.9448 23.1783 120845 2 803.4760 ‐0.4329
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1933.9767 LASLADLYVNDAFGTAHR 48097.3800 1933.9756 19.2897 102058 3 645.3300 ‐0.6715
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1100.6562 IGVIESLLEK 64897.3000 1100.6561 19.4777 86760 2 550.8317 ‐0.3207
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 999.5986 FSLAPLVPR 40351.3700 999.5977 18.8556 85055 2 500.3025 ‐1.2701
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 2269.1857 VGVAGVMSHISTGGGASLELLEGK 13298.1200 2269.1871 19.4734 77351 3 757.0672 0.9623
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1525.8836 GVSLLLPTDVVVADK 54136.3000 1525.8835 19.8728 71144 2 763.4454 0.2345
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 Carbamidomethyl+C(4) 2951.5031 ADDCIGPEVESLVASLPEGGVLLLENVR 62028.9600 2951.4966 25.4417 64618 3 984.5037 ‐0.9677
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1447.8671 FLKPSVAGFLLQK 8126.8760 1447.8669 18.8014 62614 3 483.2938 ‐0.9340
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1201.7038 LSELLGIEVTK 79179.0500 1201.7025 18.1492 59804 2 601.3549 ‐1.2323
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 2858.3375 TFNEALDTTQTVIWNGPMGVFEMEK 24317.9200 2858.3363 22.7586 48568 3 953.4503 0.6731
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1573.8432 GVTTIIGGGDSVAAVEK 52584.3200 1573.8441 16.2953 28528 2 787.4257 0.9556
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1102.6368 RPFAAIVGGSK 15068.1300 1102.6366 14.1914 12500 2 551.8219 ‐0.4306
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1220.7474 VILSTHLGRPK 28615.0600 1220.7491 13.2379 6023 3 407.5879 0.4024
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 2543.3828 ASLLPIPSTSVSARPLGFSATLDSR 589.2585 2543.3626 23.1718 4220 3 848.4591 ‐7.2161
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1282.7617 LLLPTDVVVADK 1204.5430 1282.7565 19.2581 197763 2 641.8819 ‐4.0767
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1191.6984 VLPGVIALDEAI 6286.5190 1191.6955 23.1790 9742 1 1191.6955 ‐0.3720
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 581.3770 PLVPR 162.1597 581.3772 18.8547 7389 1 581.3772 0.3699
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 872.5451 LLGIEVTK 397.1101 872.5438 18.5685 4201 2 436.7755 ‐2.1958
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 652.4141 APLVPR 282.7455 652.4134 18.8554 3919 1 652.4134 ‐0.7088
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1541.7305 IVPASGIEDGWMGLD 465.4458 1541.7255 22.4918 3848 1 1541.7255 ‐0.1338
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1215.6579 IIGGGDSVAAVEK 220.1150 1215.6547 17.9258 2844 2 608.3310 ‐2.7760
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 543.3038 RPFAA 2146.6540 543.3051 14.1996 2594 1 543.3051 2.84
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 852.5302 SLAPLVPR 166.7913 852.5295 18.8514 2424 1 852.5295 0.1821
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1008.5949 LSTHLGRPK 9771.0190 1008.5936 13.2344 2237 2 504.8004 ‐1.6800
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 765.4981 LAPLVPR 156.5151 765.4978 18.8528 2088 1 765.4978 0.1725
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1088.6198 SELLGIEVTK 987.0076 1088.6177 18.1420 1858 1 1088.6177 ‐0.2821
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1056.5936 LPTDVVVADK 1386.1750 1056.5922 19.8697 1653 1 1056.5922 0.2927
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 656.3879 RPFAAI 3628.2540 656.3888 14.1886 1595 1 656.3888 1.02
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 726.4396 LSELLGI 189.2325 726.4409 18.8632 1582 1 726.4409 2.26
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 930.5506 VIESLLEK 379.4162 930.5495 19.0147 1403 1 930.5495 ‐0.1021
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 705.4294 GFLLQK 1213.2760 705.4300 18.8105 1250 1 705.4300 1.73
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1387.8195 VLPGVIALDEAIPV 1169.3120 1387.8132 23.1741 1249 1 1387.8132 ‐1.9341
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1288.7511 VLPGVIALDEAIP 253.1108 1288.7459 24.6131 1141 2 644.8766 ‐4.0541
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1007.5772 VLPGVIALDE 184.7671 1007.5798 22.0181 1081 2 504.2935 2.1695
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1121.6790 ILSTHLGRPK 6288.4050 1121.6794 13.2334 933 2 561.3433 0.1569
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 989.4898 GGGDSVAAVEK 1193.5300 989.4930 16.2894 877 1 989.4930 4.48
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1169.6776 LLPTDVVVADK 193.8170 1169.6802 19.8771 819 1 1169.6802 4.1642
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 2525.3722 ASLLPIPSTSVSARPLGFSATLDSR 203.0102 2525.3815 25.2637 1602 3 842.4653 4.77
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1555.8326 GVTTIIGGGDSVAAVEK 350.4089 1555.8296 17.3278 1302 3 519.2814 ‐2.5145
NP_187884.1 phosphoglycerate kinase 1 Arabidopsis thaliana 22925.5500 50225.9048 123 74.01 None 1430.8406 FLKPSVAGFLLQK 647.7477 1430.8391 20.8439 2560 2 715.9232 ‐0.8956
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1541.7693 EVELEDPVENIGAK 83144.5700 1541.7706 26.8227 35582 2 771.3889 0.8108
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1280.7685 VVAAGANPVLITR 80058.1300 1280.7677 15.3921 35474 2 640.8875 ‐1.1155
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1736.8337 NLIEQAEQDYEKEK 54355.1800 1736.8358 27.6833 31221 3 579.6168 0.3571
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1199.6630 DLVGVLEDAIR 83893.4100 1199.6645 38.3601 29708 2 600.3359 0.5675
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1505.7159 GYISPYFVTDSEK 9056.4920 1505.7168 27.6333 27662 2 753.3620 0.5740
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1536.7614 YEDLMAAGIIDPTK 60046.8600 1536.7619 30.3959 22317 2 768.8846 0.3256
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1182.7093 LADLVGVTLGPK 40335.7300 1182.7091 17.9154 21577 2 591.8582 ‐0.7746
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1043.5844 IVNDGVTVAR 19362.3600 1043.5845 16.9694 20403 2 522.2959 ‐0.8369
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 8656.7040 2464.2597 34.1732 19413 3 822.0914 1.23
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1871.8592 SAENNLYVVEGMQFDR 1177.0040 1871.8579 30.0399 16188 2 936.4326 ‐0.1318
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 989.5150 EEVGLSLDK 31828.9800 989.5165 21.5170 13038 2 495.2619 0.5359
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 791.4662 ALSYPLK 3075.5620 791.4659 20.9070 6150 1 791.4659 0.2778
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 3160.4409 EVEDSELADVAAVSAGNNHEVGSMIA 714.5685 3160.4374 35.4968 5320 3 1054.1506 ‐0.0861
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1073.5949 AGKEVLGNASK 104.5921 1073.6215 25.6033 3319 2 537.3144 23.8764
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1950.0542 ASTFTATSSLGSLLAPNAIK 572.4141 1950.0702 17.9045 2171 4 488.2730 6.1434
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1793.8586 EMTTIVGDGTTQEAVNK 280.1875 1793.8975 25.5373 1383 1 1793.8975 25.7228
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1245.7235 ALVNELKLMSK 1663.0540 1245.7225 17.3776 4845 2 623.3649 ‐1.3632
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 945.5364 KEVLGNASK 117.2864 945.5354 24.7433 5081 2 473.2713 ‐2.1049
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 872.4836 GVLEDAIR 7557.4460 872.4816 38.3662 2495 1 872.4816 ‐1.4914
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1509.7067 IEQAEQDYEKEK 19601.0100 1509.7114 27.6808 2184 2 755.3593 3.0002
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 502.2984 NIGAK 1805.9250 502.2959 26.8360 2062 1 502.2959 ‐5.2682
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 716.3937 LEDAIR 3639.8050 716.3921 38.3734 1464 1 716.3921 ‐1.9766
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1082.6317 AAGANPVLITR 3560.6880 1082.6270 15.3882 1259 1 1082.6270 ‐2.7407
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 913.4738 VNDGVTVAR 241.5155 913.4755 17.0026 1066 2 457.2414 0.7086
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1172.5470 SPYFVTDSEK 671.1973 1172.5490 27.6228 883 1 1172.5490 3.81



NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 998.5881 DLVGVTLGPK 360.9217 998.5853 17.9157 819 1 998.5853 ‐1.5038
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 940.5574 GANPVLITR 5446.8960 940.5573 15.3935 776 1 940.5573 0.9237
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 930.5003 VNDGVTVAR 412.9930 930.5033 16.9728 769 1 930.5033 4.85
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1523.7588 EVELEDPVENIGAK 465.7790 1523.7600 28.5191 8418 2 762.3836 0.7458
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 10247.2800 63740.8883 44 41.61 None 1719.8072 NLIEQAEQDYEKEK 427.6305 1719.8098 27.8283 1438 2 860.4085 1.50
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1280.7685 VVAAGANPVLITR 62785.1400 1280.7677 15.3921 35474 2 640.8875 ‐0.6637
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1182.7093 LADLVGVTLGPK 41287.9600 1182.7091 17.9154 21577 2 591.8582 ‐0.2806
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 2569.4123 GGYPILIIAEDIEQEALATLVVNK 831.4581 2569.4161 25.7547 7605 3 857.1435 2.1788
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 Carbamidomethyl+C(13) 1700.9000 AAVEEGIVVGGGCTLLR 4372.1280 1700.8995 17.7002 4595 2 850.9534 0.2663
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 2819.5037 SQYLDDIAILTGATVIREEVGLSLDK 456.0158 2819.4618 24.0459 8260 3 940.4921 ‐13.7862
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 2566.3359 IVNDGVTVAREVELEDPVENIGAK 391.1631 2566.3650 24.9750 6568 3 856.1265 12.0663
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1950.0542 ASTFTATSSLGSLLAPNAIK 260.4533 1950.0702 17.9045 2171 4 488.2730 8.1701
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 2464.2566 TNDLAGDGTTTSVVLAQGFIAEGVK 756.9100 2464.2137 20.8623 1604 3 822.0761 ‐16.7964
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 2446.1959 FGYNAATGKYEDLMAAGIIDPTK 6841.5930 2446.1935 19.0116 6291 3 816.0693 ‐0.4250
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1245.7235 ALVNELKLMSK 2337.8560 1245.7225 17.3776 4845 2 623.3649 ‐0.8963
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1977.1015 KSQYLDDIAILTGATVIR 721.4073 1977.1071 20.5017 3513 3 659.7072 2.84
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 1343.6842 SQYLDDIAILTGA 128.0794 1343.6791 21.3011 2169 2 672.3432 ‐3.7339
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 998.5881 DLVGVTLGPK 301.8656 998.5853 17.9157 819 1 998.5853 ‐1.4230
NP_187956.1 TCP 1 cpn60 chaperonin family protein Arabidopsis thaliana 2435.1000 63740.8883 44 41.61 None 940.5574 GANPVLITR 2211.7650 940.5573 15.3935 776 1 940.5573 1.0177
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 5957.5980 2638.1968 30.4432 36519 3 880.0705 1.22
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1118.6052 IGATSDLQSVK 50756.7000 1118.6061 18.6721 25570 2 559.8067 0.0096
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1427.7489 TDPNQNTGIVIQK 18825.3700 1427.7482 18.7274 19239 2 714.3777 ‐0.6917
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1278.6325 DITFQNTAGPSK 19941.2000 1278.6321 19.7889 18057 2 639.8197 ‐0.7989
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1569.8343 TVAAAVAAAPENSNKR 11064.5200 1569.8347 16.1741 15693 3 523.9497 ‐0.8218
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETVEDLHLYPT 2005.3030 3550.7042 43.7455 7519 4 888.4315 2.49
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 2017.9938 NVVDGSTTFHSATVAAVGER 3146.9170 2017.9988 23.6335 7420 3 673.3378 2.0477
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1408.7372 GSFPTYLGRPWK 902.8465 1408.7362 17.0917 6772 2 704.8717 ‐0.9710
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1310.6223 ADATVAADGSGTFK 1642.6510 1310.6264 18.5411 3904 2 655.8169 2.59
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1040.4652 NIMFMGDGR 2940.8790 1040.4700 25.5518 8260 2 520.7386 3.98
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(6) 3678.7844 TALHDCLETIDETLDELHETVEDLHLYPT 1525.2760 3678.7955 42.2587 4695 5 736.5649 3.0315
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDT 708.7039 3871.8843 39.6882 297480 3 1291.2996 ‐1.1212
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDDADKQVR 6820.9560 3021.4230 29.5850 21451 4 756.1112 ‐1.2428
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 2705.3377 ADATVAADGSGTFKTVAAAVAAAPEN 873.7533 2705.3459 19.6895 1637 3 902.4535 3.97
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 674.3468 NTAGPSK 743.8058 674.3455 19.1221 2664 1 674.3455 ‐1.7121
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 948.4997 ATSDLQSVK 350.8866 948.5006 18.0515 2264 1 948.5006 2.1088
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 689.3828 DLQSVK 139.7738 689.3848 19.2356 2208 1 689.3848 3.1008
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(5) 2234.9731 NQETCLDGFSHDDADKQVR 407.0638 2234.9579 29.2868 1598 2 1117.9826 ‐5.5435
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 877.4625 TSDLQSVK 3582.2490 877.4634 18.6427 1113 1 877.4634 1.95
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 1156.6069 VAAAPENSNKR 593.3679 1156.6048 15.9478 1067 2 578.8060 ‐2.5506
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 None 827.4006 PENSNKR 262.1850 827.4000 15.1111 882 1 827.4000 ‐0.0595
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2699.4580 64769.2416 42 33.61 Carbamidomethyl+C(13) 3854.8697 ALLKGQIHVEHMCSNALAMIKNMTDT 403.8158 3854.8550 38.6615 4894 3 1285.6232 ‐1.8848
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(13) 2638.1937 TLISSAITNQETCLDGFSHDDADK 9500.8910 2638.1968 30.4432 36519 3 880.0705 1.1764
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1118.6052 IGATSDLQSVK 45711.0700 1118.6061 18.6721 25570 2 559.8067 ‐0.1150
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1278.6325 DITFQNTAGPSK 34134.7500 1278.6321 19.7889 18057 2 639.8197 ‐0.8861
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1569.8343 TVAAAVAAAPENSNKR 11537.4500 1569.8347 16.1741 15693 3 523.9497 ‐0.6498
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(6) 3550.6894 TALHDCLETIDETLDELHETVEDLHLYPT 1412.3880 3550.7042 43.7455 7519 4 888.4315 3.92
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 2017.9938 NVVDGSTTFHSATVAAVGER 3244.0500 2017.9984 23.6241 6784 3 673.3377 1.43
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1040.4652 NIMFMGDGR 2184.8610 1040.4700 25.5518 8260 2 520.7386 3.71
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1772.8710 MAPSMKEIFSKDNFK 458.6597 1772.8949 20.0015 3796 3 591.6365 12.75
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1310.6223 ADATVAADGSGTFK 822.2017 1310.6357 26.1493 2091 2 655.8215 9.10
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1427.7489 TDPNQNTGIVIQK 99.5800 1427.7848 29.6174 1715 2 714.3960 24.9013
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(13) 3871.8962 ALLKGQIHVEHMCSNALAMIKNMTDT 448.0132 3871.8839 39.6898 249834 3 1291.2995 ‐2.1781
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(13) 3021.4219 TLISSAITNQETCLDGFSHDDADKQVR 7926.2330 3021.4230 29.5850 21451 4 756.1112 ‐0.9760
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1725.8112 NMTDTDIANFEQKAK 570.1956 1725.8148 27.9917 1900 2 863.4111 2.80
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1005.5211 GATSDLQSVK 3123.5490 1005.5209 18.6754 1954 1 1005.5209 1.1488
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(5) 2234.9731 NQETCLDGFSHDDADKQVR 355.6556 2234.9579 29.2868 1598 2 1117.9826 ‐5.4072
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 877.4625 TSDLQSVK 2437.0720 877.4634 18.6427 1113 1 877.4634 1.30
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1263.6328 TDPNQNTGIVIQ 213.4349 1263.6293 30.7987 809 2 632.3183 ‐3.3968
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1707.8007 NMTDTDIANFEQKAK 567.9318 1707.7914 26.8758 3012 2 854.3994 ‐5.0799
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 Carbamidomethyl+C(13) 3854.8697 ALLKGQIHVEHMCSNALAMIKNMTDT 339.0698 3854.8581 41.4126 36508 3 1285.6242 ‐2.0006
NP_188048.1 pectin methylesterase 3 Arabidopsis thaliana 2485.9140 64769.2416 42 33.61 None 1261.6059 DITFQNTAGPSK 204.4777 1261.6005 18.8721 3611 2 631.3039 ‐4.9290
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 1185.7090 21343.3863 9 21.24 None 1264.7082 MIHPIVDQLAK 3570.7710 1264.7021 15.7068 13132 2 632.8547 ‐5.3504
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 1185.7090 21343.3863 9 21.24 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 1185.7090 21343.3863 9 21.24 None 927.5258 DSIIGAVPR 5707.5430 927.5263 23.0570 6083 2 464.2668 ‐0.5922
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 1185.7090 21343.3863 9 21.24 Carbamidomethyl+C(3)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 647.6921 21343.3863 9 21.24 None 1264.7082 MIHPIVDQLAK 5307.1670 1264.7021 15.7068 13132 2 632.8547 ‐4.8916
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 647.6921 21343.3863 9 21.24 Carbamidomethyl+C(17)
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 647.6921 21343.3863 9 21.24 None 1292.6879 MASLLDSVTVTR 188.6061 1292.6842 22.4131 8591 2 646.8458 ‐2.8165
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 647.6921 21343.3863 9 21.24 None 1303.6965 SLVTQSASLGANR 125.5176 1303.6603 22.0651 2478 1 1303.6603 ‐25.3849
NP_188155.1 thioredoxin M4 Arabidopsis thaliana 647.6921 21343.3863 9 21.24 None 1274.6773 MASLLDSVTVTR 231.8456 1274.6775 20.3889 997 2 637.8424 0.1454
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2087.9140 15216.6600 3 30.34 None 1305.6514 FFETFAAPFTK 22307.5900 1305.6520 19.5230 27309 2 653.3297 0.0405
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2087.9140 15216.6600 3 30.34 None 3663.6762 SVYFDLEDLGNTTGQWDVYGSDAPSP 1738.3050 3663.6584 21.7172 11254 3 1221.8910 ‐3.1699
NP_188235.1 photosystem I subunit H 1 Arabidopsis thaliana 2087.9140 15216.6600 3 30.34 None 634.3559 AAPFTK 140.9784 634.3535 19.0661 1424 1 634.3535 ‐3.6975
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 1812.8803 IYSFGGEFTPNQPIDK 4822.7050 1812.8823 28.6676 15534 2 906.9448 1.25
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 1308.7158 LLTPVEEGPTPR 6742.6040 1308.7130 22.0633 14878 2 654.8601 ‐2.6268
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 950.5306 SVFASAALGK 5663.8530 950.5309 22.5767 13058 2 475.7691 ‐0.8471
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 1486.7723 MVSIGSTLYVFGGR 214.7212 1486.7753 26.5984 13025 2 743.8913 1.74
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 1853.7937 GGDTGDIWDDGVYDNVR 118.1132 1853.8128 21.7648 978 2 927.4101 10.58
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 2063.9345 APTNDRFDDLFFYGIDSA 1854.0530 2063.9360 37.6729 12428 2 1032.4717 1.29



NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 764.4301 FASAALGK 635.1465 764.4297 22.6113 2083 1 764.4297 0.0051
NP_188262.1 nitrile specifier protein 4 Arabidopsis thaliana 467.4637 67889.5427 8 11.31 None 981.5000 PVEEGPTPR 87.4028 981.5062 22.0201 2051 2 491.2567 5.1175
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1434.7587 VYVGQAQDGISAVK 17729.4900 1434.7546 21.3749 77057 2 717.8809 ‐3.1547
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1686.7718 GANLWDDGSTHDAVTK 5232.2510 1686.7718 21.1698 64994 3 562.9288 ‐0.7678
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1933.9502 TSDVIGSDEGTHFTLQVK 8697.4600 1933.9512 26.2309 26144 3 645.3219 ‐0.0397
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1091.6320 IGVHVRPLSN 13229.5200 1091.6332 20.0142 23025 2 546.3203 0.1716
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 685.3991 VRPLSN 96.6869 685.3983 21.5235 16121 1 685.3983 ‐1.0715
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1331.5862 WDDGSTHDAVTK 233.6656 1331.5834 22.3499 2815 2 666.2954 ‐2.5548
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 959.5785 IGVHVRPLS 891.2322 959.5772 20.0203 1063 2 480.2922 ‐2.6442
NP_188263.1 PYK10 binding protein 1 Arabidopsis thaliana 2083.1490 32158.1143 8 19.46 None 1669.7453 GANLWDDGSTHDAVTK 264.1259 1669.7509 21.1631 1304 3 557.2552 2.77
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1420.7431 VYVGQGQDGISAVK 3101.5980 1420.7440 20.6581 15930 2 710.8756 0.3638
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 2866.5560 2225.0357 24.9648 9039 3 742.3501 ‐0.3345
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1348.7107 TSPPYGLETQKK 3698.8810 1348.7107 16.9023 5398 3 450.2417 ‐1.0531
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEY 1403.0360 4275.0244 39.6552 2954 4 1069.5115 ‐1.1396
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1766.8959 QTSAPFGLEAGTAFELK 406.9493 1766.8838 36.4559 2839 2 883.9456 ‐6.4150
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 2225.0357 KLSAIGGDEGTAWDDGAYDGVK 625.8576 2225.0369 25.6817 1580 3 742.3505 0.2190
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 158.1948 1840.7922 23.4584 5691 2 920.8997 ‐2.8015
NP_188266.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1160.6310 PPYGLETQKK 863.6954 1160.6318 16.8935 1102 2 580.8195 ‐0.1298
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1292.6481 SGFQISAPEATGK 1738.2460 1292.6495 22.7965 8926 2 646.8284 0.5950
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1390.7325 VYVGQGQDGVAAVK 9158.5210 1390.7335 19.4311 8860 2 695.8704 0.4335
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1214.6627 SSTTPVPSTPLK 2653.2430 1214.6635 19.8841 7669 2 607.8354 0.0890
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2335.2630 1939.9735 29.8679 5116 2 970.4904 ‐0.5463
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1012.3370 2122.9626 31.4623 3335 2 1061.9849 ‐1.2859
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 3342.6391 EFVINHPDEYLVSVEGWYETVMLGIQF 344.8975 3342.5653 22.8571 9835 3 1114.8600 ‐20.8189
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 1117.2140 2990.3673 43.8443 2211 2 1495.6873 1.67
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1106.6204 FTLQVQDKK 325.1136 1106.6281 17.8185 1203 2 553.8177 6.1182
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1485.1200 2068.0729 19.4051 7449 3 690.0292 0.5599
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2708.3890 VSVGQAQDGIGAVSFVYDKAGQVVEG 1422.5290 2708.3810 24.0387 1577 2 1354.6941 ‐0.7889
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1390.7325 VYVGQGQDGVAAVK 6932.4270 1390.7335 19.4311 8860 2 695.8704 0.3726
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1214.6627 SSTTPVPSTPLK 4640.3210 1214.6635 19.8841 7669 2 607.8354 ‐0.0131
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1292.6481 SGFQISAPEATGK 1891.1220 1292.6500 22.7868 7033 2 646.8286 0.9015
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2948.8730 1939.9735 29.8679 5116 2 970.4904 ‐0.4790
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 689.3417 2122.9626 31.4623 3335 2 1061.9849 ‐1.1759
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1106.6204 FTLQVQDKK 1855.0960 1106.6216 18.9898 1466 2 553.8144 0.0969
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2460.0433 LEAQGNSTGGTSWDDGSDYDGVTK 285.0958 2460.0506 29.5931 1384 2 1230.5289 4.68
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 907.1505 2990.3673 43.8443 2211 2 1495.6873 1.93
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1547.7740 IYASYGGEGIQYVK 201.1311 1547.8150 28.4347 1047 3 516.6098 25.5721
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1518.8275 KVYVGQGQDGVAAVK 410.6379 1518.8370 19.8277 1663 3 506.9505 5.62
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1774.8395 FEYKNGSQVVFGDER 240.3810 1774.8238 28.1537 1130 2 887.9156 ‐8.3574
NP_188267.1 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1317.6546 KNGSQVVFGDER 184.4418 1317.6529 28.6780 9839 2 659.3301 ‐1.8084
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 92595.8000 2963.3586 22.9530 131042 2 1482.1829 ‐1.0100
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 145900.6000 2170.0739 21.8864 94689 2 1085.5406 ‐0.9046
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1156.5997 TSFTFSITPR 30203.3000 1156.5995 17.7481 77736 2 578.8034 ‐0.8433
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1729.9331 NKDSTITVTLAPENVK 49956.2500 1729.9339 23.4245 77358 3 577.3161 ‐0.3549
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 980.4948 AGYWVQTR 31082.1500 980.4955 20.1795 64963 2 490.7514 ‐0.4068
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1590.7336 HDIWSWSFENAAK 37117.4400 1590.7330 18.8665 64069 2 795.8702 ‐0.2417
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1487.7952 DSTITVTLAPENVK 22609.9000 1487.7949 25.9646 30841 2 744.4011 ‐0.2863
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 12106.1000 2574.2916 35.1487 22797 3 858.7687 2.1030
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 769.4567 ALIEAPR 8496.2000 769.4581 18.9757 7368 1 769.4581 2.00
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 925.5578 RALIEAPR 4607.0570 925.5582 17.2995 6471 2 463.2828 ‐0.6529
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 766.3730 SFENAAK 187.5122 766.3710 17.9002 7884 1 766.3710 ‐2.1626
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 871.4884 TLAPENVK 346.6916 871.4874 21.3406 6908 1 871.4874 ‐0.2531
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 720.4039 FSITPR 2495.6040 720.4007 17.7735 3797 1 720.4007 ‐4.1337
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 968.5200 FTFSITPR 5476.9950 968.5209 17.7373 3630 1 968.5209 2.1366
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 760.3836 NKDSTIT 77.0163 760.3855 24.4101 3445 1 760.3855 3.0732
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 909.4577 GYWVQTR 340.1920 909.4566 20.1606 3410 1 909.4566 ‐0.2945
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1989.8865 FNFDSFDGSNLLFLGDAE 701.6635 1989.8777 23.2838 3401 2 995.4425 ‐3.5982
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 942.4891 NKDSTITVT 154.4381 942.4925 24.7541 2575 1 942.4925 4.06
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 668.3978 VLNEVL 356.2517 668.3982 21.7450 1412 1 668.3982 0.8339
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 962.4843 AGYWVQTR 120.7760 962.4803 19.9408 3612 1 962.4803 ‐2.9725
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1572.7230 HDIWSWSFENAAK 398.2021 1572.7244 17.2429 2075 2 786.8658 0.9169
NP_188274.1 legume lectin like protein Arabidopsis thaliana 29214.4100 30566.4136 57 46.01 None 1138.5891 TSFTFSITPR 160.2849 1138.5938 19.6564 961 2 569.8006 3.76
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 1729.9331 NKDSTITVTLAPENVK 56895.9800 1729.9339 23.4245 77358 3 577.3161 ‐0.2606
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 980.4948 AGYWVQTR 41873.4300 980.4954 20.1710 63855 2 490.7513 ‐0.6246
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 1487.7952 DSTITVTLAPENVK 24576.4500 1487.7949 25.9646 30841 2 744.4011 ‐0.3246
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 4036.2700 2170.0763 38.5416 9512 2 1085.5418 0.3146
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 769.4567 ALIEAPR 10879.7800 769.4581 18.9757 7368 1 769.4581 2.88
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 2406.2200 2574.2923 35.1367 5063 3 858.7689 2.0655
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1539.2490 2963.3687 40.9945 3911 3 988.4611 0.0516
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 2431.1888 TNDGKPENHILAIEFDTFQNK 321.5200 2431.2235 40.8291 2638 2 1216.1154 16.0891
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 925.5578 RALIEAPR 6248.5020 925.5582 17.2995 6471 2 463.2828 ‐0.8225
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 585.3355 IEAPR 14740.8400 585.3363 18.9779 8436 1 585.3363 1.1878
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 871.4884 TLAPENVK 260.6461 871.4874 21.3406 6908 1 871.4874 ‐0.2109
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 689.3729 WVQTR 3213.1700 689.3734 20.1702 6534 1 689.3734 0.8560
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 472.2514 EAPR 5731.9070 472.2524 18.9831 3704 1 472.2524 1.06
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 760.3836 NKDSTIT 74.9742 760.3855 24.4101 3445 1 760.3855 3.0899
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 909.4577 GYWVQTR 1209.8870 909.4566 20.1606 3410 1 909.4566 ‐0.2437
NP_188274.1 legume lectin like protein Arabidopsis thaliana 6719.8280 30566.4136 57 46.01 None 962.4843 AGYWVQTR 158.0762 962.4847 21.4869 2554 1 962.4847 1.71
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 80150.7700 2963.3586 22.9530 131042 2 1482.1829 ‐1.2814



NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 2170.0784 VLNEVLLQNMYAGFAGSMGR 109453.3000 2170.0739 21.8864 94689 2 1085.5406 ‐0.8350
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1156.5997 TSFTFSITPR 36214.4800 1156.5995 17.7481 77736 2 578.8034 ‐0.3381
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1590.7336 HDIWSWSFENAAK 41251.6100 1590.7330 18.8665 64069 2 795.8702 0.0769
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 2574.2868 EFLDISGNHVGVNINSMTSLVAEK 7445.4290 2574.2869 20.2532 43797 3 858.7671 0.7596
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1729.9331 NKDSTITVTLAPENVK 3622.2910 1729.9330 15.3757 6325 3 577.3159 ‐0.3874
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 766.3730 SFENAAK 195.8339 766.3710 17.9002 7884 1 766.3710 ‐2.0292
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 821.4516 TFSITPR 1961.1300 821.4477 17.7445 4420 1 821.4477 ‐3.9468
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 720.4039 FSITPR 2503.1680 720.4007 17.7735 3797 1 720.4007 ‐3.9898
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 968.5200 FTFSITPR 1902.7930 968.5209 17.7373 3630 1 968.5209 2.43
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 974.4901 LGPSSDGVSR 1340.3960 974.4839 22.9550 3120 1 974.4839 ‐5.1435
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1462.7570 GVNINSMTSLVAEK 2052.3560 1462.7587 21.8739 2464 2 731.8830 1.10
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 668.3978 VLNEVL 213.6949 668.3982 21.7450 1412 1 668.3982 0.9895
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 657.3566 APENVK 123.9633 657.3557 16.4145 1231 1 657.3557 ‐1.1412
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1037.5415 SFTFSITPR 1563.8350 1037.5443 17.0494 979 1 1037.5443 4.43
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 2185.0918 DISGNHVGVNINSMTSLVAEK 361.3904 2185.0867 20.2183 970 2 1093.0470 ‐1.0862
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1317.6871 VLNEVLLQNMY 532.5566 1317.6907 21.2125 925 2 659.3490 2.90
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 1138.5891 TSFTFSITPR 93.6924 1138.5938 19.6564 961 2 569.8006 3.06
NP_188274.1 legume lectin like protein Arabidopsis thaliana 20349.4100 30566.4136 57 46.01 None 2557.2603 EFLDISGNHVGVNINSMTSLVAEK 130.6475 2557.2500 18.5462 1654 3 853.0882 ‐3.3178
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 1063.5782 VVDIVDTFR 29788.7100 1063.5766 28.3907 32246 2 532.2919 ‐2.4029
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 1165.5735 LSEEDQAVFK 3444.3130 1165.5764 20.4727 9383 2 583.2919 1.47
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 1293.6685 LSEEDQAVFKK 5440.0360 1293.6703 17.9933 9195 2 647.3388 0.9367
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 811.4713 GFIAYIK 6894.9410 811.4715 16.7195 3316 1 811.4715 0.8944
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 1717.9371 LLTPKLSEEDQAVFK 604.2859 1717.9203 24.8746 3204 2 859.4638 ‐9.4304
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 2444.3250 18967.3870 10 30.95 None 1180.5844 SEEDQAVFKK 391.1596 1180.5883 16.9937 821 2 590.7978 2.38
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1008.3700 18967.3870 10 30.95 None 1781.8857 EGSTNPTFLYFAHGLK 7390.2900 1781.8859 18.6485 24452 3 594.6335 ‐0.1906
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1008.3700 18967.3870 10 30.95 None 2447.2051 MLVYQDLLTGDELLSDSFPYK 2436.2650 2447.1966 23.1282 22661 2 1224.1019 ‐1.8452
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1008.3700 18967.3870 10 30.95 None 1717.9371 LLTPKLSEEDQAVFK 274.5680 1717.9203 24.8746 3204 2 859.4638 ‐9.1665
NP_188286.1 translationally controlled tumor protein like protein Arabidopsis thaliana 1008.3700 18967.3870 10 30.95 None 1763.8751 EGSTNPTFLYFAHGLK 373.5632 1763.8719 18.6482 775 3 588.6288 ‐2.1713
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 1206.6113 ANVDYEQIVR 1382.0050 1206.6099 22.6394 14277 2 603.8086 ‐1.8982
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 Carbamidomethyl+C(2)
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 2383.2728 VLVNIEQQSPDIAQGVHGHLTK 3476.8710 2383.2751 25.6042 8402 4 596.5742 ‐1.0643
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 873.5152 SIVASGLAR 12514.2300 873.5152 19.1050 6986 2 437.2612 ‐1.4407
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 2649.3366 VHTVLISTQHDETVTNDEIAADLK 359.0101 2649.3381 26.5571 6031 4 663.0900 ‐1.1953
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 2007.0216 TQVTIEYINESGAMVPVR 849.7155 2007.0158 29.6569 5499 2 1004.0116 ‐1.9133
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 1662.8374 DDADFTWEVVKPLK 11142.8700 1662.8371 30.6066 5302 3 554.9506 ‐0.9331
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 2405.1884 IIIDTYGGWGAHGGGAFSGKDPTK 476.1331 2405.1859 34.0898 2423 3 802.4001 ‐1.2522
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 765.4254 SGAYIVR 220.1270 765.4146 23.4010 2589 1 765.4146 ‐13.5448
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 2658.3266 TNMVMVFGEITTKANVDYEQIVR 264.6919 2658.3026 30.8672 1509 3 886.7724 ‐8.9950
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 673.3992 VASGLAR 670.0562 673.3989 19.1003 1768 1 673.3989 ‐0.2562
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 959.5057 QGVHGHLTK 158.7729 959.5081 24.2710 1628 1 959.5081 3.76
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 574.3307 ASGLAR 1026.0520 574.3310 19.0948 1367 1 574.3310 0.2566
NP_188365.1 S adenosylmethionine synthase 4 Arabidopsis thaliana 1101.9660 43194.8578 14 39.44 None 1189.5848 ANVDYEQIVR 177.9353 1189.5808 23.2161 2949 2 595.2941 ‐4.0714
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 None 3038.4604 IFSHPDVAKEEPWYGIEQEYTLMQK 2916.2120 3038.4595 29.5176 33808 3 1013.4914 0.5707
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 None 1111.5994 TLPGPVTDPSK 7508.6890 1111.6004 18.8925 5150 2 556.3038 0.1311
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 None 960.4785 DIVDAHYK 1152.2890 960.4811 16.5171 4181 2 480.7442 1.16
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 Carbamidomethyl+C(8) 2361.1214 GNNILVMCDAYTPAGDPIPTNK 773.0754 2361.1551 27.6694 4685 4 591.0442 12.89
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 None 3133.4969 GYFEDRRPASNMDPYVVTSMIAETTILG 334.8466 3133.5799 27.4270 977 6 523.1027 26.4757
NP_188409.1 glutamine synthetase cytosolic isozyme 1 3 Arabidopsis thaliana 539.8377 38822.7429 6 12.43 None 651.3097 DIVDAH 221.0389 651.3090 14.4784 2418 1 651.3090 ‐0.9469
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 252.3177 39725.4443 8 14.79 Carbamidomethyl+C(20) 2571.3375 VISGSFIGSIKETEEVLAFCKEK 3283.4040 2571.3375 22.0167 6079 3 857.7840 0.2726
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 252.3177 39725.4443 8 14.79 None 1219.6317 IDELNIAFER 763.7816 1219.6247 21.6722 3731 1 1219.6247 ‐3.7379
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 252.3177 39725.4443 8 14.79 None 776.3785 GSVEAGEK 1117.4820 776.3750 19.1272 1511 1 776.3750 ‐3.8940
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 252.3177 39725.4443 8 14.79 None 2256.1143 YRFVVDVAGSNLVEEAATTTN 2302.1950 2256.1115 29.3884 1767 2 1128.5594 0.0834
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 252.3177 39725.4443 8 14.79 Carbamidomethyl+C(21) 2442.2949 KVISGSFIGSIKETEEVLAFCK 805.0228 2442.3070 19.3140 994 3 814.7738 5.0437
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 197.5887 39725.4443 8 14.79 Carbamidomethyl+C(20) 2571.3375 VISGSFIGSIKETEEVLAFCKEK 2432.5390 2571.3375 22.0167 6079 3 857.7840 0.7447
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 197.5887 39725.4443 8 14.79 None 1351.7515 GGILGLGGVGHMGVK 1078.0980 1351.7493 17.3859 3115 2 676.3783 ‐1.5226
NP_188576.1 cinnamyl alcohol dehydrogenase 4 Arabidopsis thaliana 197.5887 39725.4443 8 14.79 Carbamidomethyl+C(21) 2442.2949 KVISGSFIGSIKETEEVLAFCK 406.2685 2442.3070 19.3140 994 3 814.7738 5.37
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 2357.1905 LDDGSVVNMSVPIVLAIDDEQK 4701.2550 2357.1813 37.7489 17908 2 1179.0943 ‐2.3988
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 1720.8653 ESEFLQTLHFNSLR 3407.9560 1720.8630 18.8802 11145 2 860.9351 ‐1.0206
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 2204.0845 MAFFDPSRPQDFLFISGTK 2326.7300 2204.0841 21.2274 10222 3 735.3662 ‐0.3687
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 1086.5215 ADDVPLDWR 23411.5800 1086.5226 26.1906 6398 2 543.7649 0.2071
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 853.4488 LLEMGYK 8611.9500 853.4490 21.5462 4796 2 427.2281 ‐1.0566
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 2413.2081 INAGANFYIVGRDPAGMGHPVEK 996.9656 2413.1992 18.4172 1812 3 805.0713 ‐3.6221
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 1921.9879 YNDGLDRFRLSPAELR 1277.4060 1921.9858 21.0605 2440 2 961.4965 ‐0.4061
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 2640.4032 VALFNSDGNPVAILSDIEIYKHPK 823.1559 2640.3898 21.2317 1245 4 660.8529 ‐6.8140
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 854.4189 GMGHPVEK 262.4181 854.4198 19.4371 2193 1 854.4198 1.25
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 1477.7798 SRPQDFLFISGTK 387.0271 1477.7769 19.2838 1826 3 493.2638 ‐3.1117
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 2186.0739 MAFFDPSRPQDFLFISGTK 412.5126 2186.0649 19.2240 17433 2 1093.5361 ‐2.9450
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 1056.7280 51516.1234 16 28.94 None 1903.9773 YNDGLDRFRLSPAELR 284.0183 1903.9737 21.2286 4956 2 952.4905 ‐1.2569
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 502.2600 51516.1234 16 28.94 None 2357.1905 LDDGSVVNMSVPIVLAIDDEQK 3749.5320 2357.1813 37.7489 17908 2 1179.0943 ‐2.2340
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 502.2600 51516.1234 16 28.94 None 853.4488 LLEMGYK 19916.5800 853.4490 21.6529 2566 2 427.2281 ‐1.2352
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 502.2600 51516.1234 16 28.94 None 2413.2081 INAGANFYIVGRDPAGMGHPVEK 279.2801 2413.1888 30.7191 17627 3 805.0678 ‐8.1998
NP_188929.1 ATP sulfurylase 1 Arabidopsis thaliana 502.2600 51516.1234 16 28.94 None 1294.6902 INAGANFYIVGR 351.4315 1294.6689 27.6081 2565 2 647.8381 ‐17.0519
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1508.7665 TLFNELEVVEGMK 5368.7030 1508.7681 35.2726 12199 2 754.8877 0.9677
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1196.7361 IGVQIIQNALK 11735.0400 1196.7355 18.2104 10622 2 598.8714 ‐1.1531
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1927.0647 AAVEEGILPGGGVALLYAAR 3450.7350 1927.0651 20.5088 9420 2 964.0362 0.9173
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1016.5259 GVEDLADAVK 2679.4910 1016.5283 23.3867 8228 2 508.7678 1.67
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1585.7592 SAIELSTSDYDKEK 6662.9580 1585.7633 20.3412 6916 3 529.2593 1.13
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1418.6951 GYTSPYFITNQK 2212.3280 1418.6959 24.7815 6665 2 709.8516 0.3450
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 2615.3233 ANLQDLAALTGGEVITDELGMNLEK 3617.4040 2615.3185 40.3229 5725 2 1308.1629 0.1720



NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 2276.2560 1123.5501 16.4050 4211 2 562.2787 0.5341
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1732.8963 VTVSKDDTVILDGAGDK 1407.8870 1732.8885 23.0607 3740 3 578.3010 ‐5.3434
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 826.5033 AGIIDPLK 3883.9150 826.5046 24.5862 2653 2 413.7560 0.3076
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1059.5681 EGVITIQDGK 1535.0090 1059.5631 30.0326 2154 2 530.2852 ‐5.5827
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1146.5637 IGGASEAEVGEK 400.0978 1146.5600 34.3126 998 1 1146.5600 ‐1.4642
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 932.5047 VTDALNATK 1096.3960 932.4778 22.6973 7589 1 932.4778 ‐27.8657
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1789.0000 RGISMAVDAVVTNLKSK 1171.5890 1789.0030 20.4601 5859 2 895.0051 2.1109
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1287.6514 MYRFASNLASK 379.3214 1287.6503 27.1317 4736 2 644.3288 ‐1.3258
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1540.8231 GRNVVIEQSWGAPK 834.6609 1540.8225 33.7174 3683 2 770.9149 ‐0.3794
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 2743.4182 KANLQDLAALTGGEVITDELGMNLEK 2705.8890 2743.4241 37.9074 3337 3 915.1462 2.77
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1860.9913 VTVSKDDTVILDGAGDKK 1261.6880 1861.0011 20.5044 2019 4 466.0057 3.57
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 652.3301 AAVEEGI 106.6961 652.3331 20.6881 5386 1 652.3331 4.07
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 511.3239 IGVQI 324.3542 511.3233 17.5175 2927 1 511.3233 ‐1.4624
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1149.5456 TDELGMNLEK 447.8659 1149.5426 37.4052 1782 1 1149.5426 ‐0.8460
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 1061.9400 61622.8664 33 35.36 None 1051.5419 AAVEEGILPGGG 236.2261 1051.5436 19.8453 1578 2 526.2754 0.7125
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 1196.7361 IGVQIIQNALK 13499.1800 1196.7355 18.2104 10622 2 598.8714 ‐0.6651
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 1927.0647 AAVEEGILPGGGVALLYAAR 4055.2500 1927.0651 20.5088 9420 2 964.0362 1.0913
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 Carbamidomethyl+C(9) 1123.5486 VDLSMLGTCK 2915.1600 1123.5501 16.4050 4211 2 562.2787 1.0536
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 2093.0179 MISTSEEIAQVGTISANGER 445.5805 2093.0121 21.1529 3671 3 698.3422 ‐2.6568
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 2537.4185 QRPLLIVSEDVESDALATLILNK 143.8678 2537.3884 20.4687 2911 3 846.4676 ‐11.1758
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 837.4465 FASNLASK 80.0291 837.4602 25.5824 2036 1 837.4602 17.2826
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 2426.3290 AAVEEGILPGGGVALLYAARELEK 489.5678 2426.2653 21.7918 1006 3 809.4266 ‐25.6928
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 2549.3167 EGVITIQDGKTLFNELEVVEGMK 2141.0530 2549.3179 20.8946 5859 3 850.4442 1.1725
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 2583.2283 LLEQDNPDLGYDAAKGEYVDMVK 294.6236 2583.2419 23.1658 2803 2 1292.1246 7.0627
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 847.4268 TISANGER 97.6102 847.4284 21.5361 3995 1 847.4284 2.89
NP_189041.1 heat shock protein 60 Arabidopsis thaliana 491.0884 61622.8664 33 35.36 None 511.3239 IGVQI 265.4143 511.3233 17.5175 2927 1 511.3233 ‐1.2711
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 948.9637 27858.5953 3 9.6 None 1089.6303 LQQLVYPTK 15971.1200 1089.6292 21.3175 20529 2 545.3183 ‐1.9248
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 948.9637 27858.5953 3 9.6 None 1692.8439 VQELSVYEINDLDR 6909.1820 1692.8419 29.3238 11391 2 846.9246 ‐0.9066
NP_189204.1 allene oxide cyclase 1 Arabidopsis thaliana 948.9637 27858.5953 3 9.6 None 632.2998 NDLDR 667.2682 632.2988 30.2663 4374 1 632.2988 ‐1.6820
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1613.7766 AGAEVIGISGDDSASHK 45536.9800 1613.7789 19.1635 32253 3 538.5978 0.4673
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1047.5469 GQAAPDFTLK 10651.7900 1047.5478 22.5601 25162 2 524.2775 ‐0.0703
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 Carbamidomethyl+C(17) 2142.0576 GKPVVLYFYPADETPGCTK 4530.9920 2142.0644 17.9117 11459 3 714.6930 2.66
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1556.7856 DWGVPGDLFGALPGR 6612.1970 1556.7940 21.5273 8055 2 778.9006 5.56
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1890.9708 NGVVQLIYNNQFQPEK 2299.9170 1890.9753 18.3186 1843 3 630.9966 1.49
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1604.8642 LPYTLLSDEGNKVR 2896.9420 1604.8658 16.3319 7209 3 535.6268 0.0026
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 1640.8530 YKLPYTLLSDEGNK 4776.5490 1640.8528 17.3736 4418 3 547.6224 ‐1.0773
NP_189235.1 peroxiredoxin Q Arabidopsis thaliana 5105.1710 23849.1166 8 43.06 None 903.3803 SGDDSASHK 535.5071 903.3836 19.1648 945 1 903.3836 4.88
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1317.3720 27220.5619 3 11.16 None 1595.8275 SITNYQSINVDTLK 1985.2190 1595.8300 26.2906 6784 2 798.4186 1.43
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1317.3720 27220.5619 3 11.16 None 1565.7693 GELEITYVDEELR 22385.4600 1565.7728 30.0516 6772 2 783.3900 2.33
NP_189236.3 putative plastid lipid associated protein 4 Arabidopsis thaliana 1317.3720 27220.5619 3 11.16 None 1024.4946 TYVDEELR 249.1873 1024.4886 28.6378 2819 1 1024.4886 ‐4.4215
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 920.4910 ITMIWEK 53264.1100 920.4895 17.0436 93772 2 460.7484 ‐2.7368
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1798.9010 IWNYTLGDGKEEVFK 2939.2990 1798.9021 17.5127 21982 3 600.3055 ‐0.1503
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1783.8207 NDDFPEPSSYMQLLK 11952.4100 1783.8221 34.1886 17911 2 892.4147 1.27
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1472.7566 VVGLEGHVMEQFK 4321.0930 1472.7579 26.2534 10959 3 491.5908 ‐0.2677
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1166.5841 IWNYTLGDGK 493.9880 1166.5951 24.9587 4163 2 583.8012 8.24
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1487.7233 SMVIDMEDHVLKA 18335.0900 1487.7239 29.1082 16171 3 496.5795 ‐0.7416
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1367.6842 YTLGDGKEEVFK 415.6909 1367.6797 18.3999 5663 2 684.3435 ‐3.6119
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 807.4069 TMIWEK 227.3711 807.4069 18.4158 3126 2 404.2071 ‐1.4081
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 414.2136 IWN 81.0589 414.2139 18.5052 2214 1 414.2139 0.1357
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 902.4804 ITMIWEK 235.8395 902.4849 17.8469 759 2 451.7461 3.75
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1766.7942 NDDFPEPSSYMQLLK 178.2788 1766.8015 34.2531 2794 2 883.9044 4.24
NP_189276.1 SRPBCC ligand binding domain containing protein Arabidopsis thaliana 4340.8400 17905.2175 12 41.45 None 1149.5575 IWNYTLGDGK 218.5870 1149.5557 23.3313 1066 2 575.2815 ‐2.2902
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 1443.6638 EIYDQYGEDALK 5118.6460 1443.6654 23.7371 5360 2 722.3363 0.9190
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 929.5302 VLEVNVEK 3404.5070 929.5315 19.3588 3992 2 465.2694 0.2918
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 1866.9484 FKELAQAYEVLSDPEK 753.6884 1866.9789 28.0805 4030 3 622.9978 15.6956
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 1591.7850 ELAQAYEVLSDPEK 854.3656 1591.7467 32.2270 3781 2 796.3770 ‐23.9346
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 2450.2086 GGDPEKFKELAQAYEVLSDPEK 888.4332 2450.2092 20.9247 5332 3 817.4079 0.3577
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 1433.7972 QRRGEDVVHPLK 302.0252 1433.7891 20.4755 1054 2 717.3982 ‐5.8575
NP_189997.1 chaperone protein dnaJ 3 Arabidopsis thaliana 268.2856 47071.6534 7 4.76 None 1269.6811 QRRGEDVVHPL 172.0971 1269.6839 20.4814 778 2 635.3456 1.52
NP_190018.1 nitrilase 3 Arabidopsis thaliana 730.7607 38364.4292 16 15.3 None 2052.0495 VTIVQSSTVYNDTPATLDK 5094.8590 2052.0470 25.1905 11574 2 1026.5271 ‐0.3099
NP_190018.1 nitrilase 3 Arabidopsis thaliana 730.7607 38364.4292 16 15.3 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 5402.7630 2164.0319 31.1772 10389 2 1082.5196 ‐1.6447
NP_190018.1 nitrilase 3 Arabidopsis thaliana 730.7607 38364.4292 16 15.3 Carbamidomethyl+C(6) 1189.5783 IGAAICWENR 3433.2720 1189.5824 24.2164 6459 2 595.2948 2.33
NP_190018.1 nitrilase 3 Arabidopsis thaliana 730.7607 38364.4292 16 15.3 Carbamidomethyl+C(6)
NP_190018.1 nitrilase 3 Arabidopsis thaliana 730.7607 38364.4292 16 15.3 Carbamidomethyl+C(2)
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 2052.0495 VTIVQSSTVYNDTPATLDK 4428.6260 2052.0470 25.1905 11574 2 1026.5271 ‐0.2164
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 Carbamidomethyl+C(1) 2164.0380 CIWGQGDGSTIPVYDTPIGK 2118.6300 2164.0319 31.1772 10389 2 1082.5196 ‐1.5250
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 Carbamidomethyl+C(6) 1189.5783 IGAAICWENR 3800.6430 1189.5824 24.2164 6459 2 595.2948 2.53
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1573.8180 NTTQVIGVDPSSTVR 252.1278 1573.8431 31.7504 4395 2 787.4252 15.9821
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1384.6968 FGLAVGVHNEEGR 132.5128 1384.7076 18.7073 2947 3 462.2407 6.43
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1324.7042 NNVHLVMGAIEK 106.6911 1324.6976 28.2472 1545 2 662.8524 ‐5.4349
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 2380.2242 VTIVQSSTVYNDTPATLDKAEK 1002.9880 2380.2309 24.3542 9549 3 794.0818 2.17
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 Carbamidomethyl+C(1)
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1564.7853 VYNDTPATLDKAEK 358.2944 1564.7769 24.3719 10554 2 782.8921 ‐5.3425
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1282.6274 NTTQVIGVDPSST 326.6867 1282.6256 30.9259 793 1 1282.6256 1.0097
NP_190018.1 nitrilase 3 Arabidopsis thaliana 495.1092 38364.4292 16 15.3 None 1306.6936 NNVHLVMGAIEK 142.6672 1306.6966 29.2536 2405 2 653.8520 1.43
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2448.7830 13807.1787 2 9.84 None 1318.7253 VIDLFSSPDVVK 24895.9600 1318.7225 18.8390 29911 2 659.8649 ‐2.4978
NP_190321.1 40S ribosomal protein S20 2 Arabidopsis thaliana 2448.7830 13807.1787 2 9.84 None 991.5459 LFSSPDVVK 184.3323 991.5522 19.8107 1189 2 496.2797 5.30
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 1219.7045 LFGVTTLDVVR 7474.8320 1219.7039 19.3246 14362 2 610.3556 ‐1.0925
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 1777.0946 VAVLGAAGGIGQPLSLLIK 2561.3880 1777.0981 21.9984 7111 2 889.0527 2.42



NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 1272.6695 GVAFANKPAAAAAN 2691.5310 1272.6697 17.9161 6345 2 636.8385 ‐0.3780
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 2106.0713 TKPSVNFTDEEIQELTVR 799.3968 2106.0741 29.3023 3347 3 702.6962 0.9901
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 894.4680 ANTFVSQK 95.1294 894.4576 30.0057 2839 1 894.4576 ‐10.6310
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 1347.7995 KLFGVTTLDVVR 1544.7030 1347.7995 17.8396 5811 2 674.4034 ‐0.3164
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 2287.1499 AGAGSATLSMAYAAARFVESSLR 789.4585 2287.1493 28.9075 1615 2 1144.0783 1.0970
NP_190336.1 malate dehydrogenase Arabidopsis thaliana 512.0558 42633.7482 8 15.63 None 959.5520 GVTTLDVVR 246.3497 959.5536 18.8998 991 2 480.2804 0.5272
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 1895.9094 TGEVIAHVAEGDAEDINR 1636.5770 1895.9119 23.1347 9273 3 632.6421 0.7051
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 1026.5619 YGLAAGVFTK 3390.9960 1026.5599 16.5940 8026 2 513.7836 ‐2.9062
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 Carbamidomethyl+C(8) 2434.1537 AGTVWVNCFDVFDAAIPFGGYK 5573.6860 2434.1493 23.3679 3734 2 1217.5783 ‐0.1545
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 946.4993 TFPTLDPR 77.9413 946.4805 19.2368 14652 1 946.4805 ‐18.7510
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 1197.6474 GIEQGPQIDLK 177.7147 1197.6261 23.5639 2790 2 599.3167 ‐18.3626
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 3688.8453 FGTSSAAAEEIINPSVQVSHTQLLINGN 366.5825 3688.7541 33.3218 1094 3 1230.2562 ‐23.0031
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 2354.2099 ANETKYGLAAGVFTKNLDTANR 1927.5210 2354.2089 22.6930 3460 3 785.4078 ‐0.4634
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 2492.2852 TGEVIAHVAEGDAEDINRAVKAAR 903.7670 2492.2839 24.0057 1052 3 831.4328 ‐0.3721
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 1590.8598 LAAGVFTKNLDTANR 161.9722 1590.8682 22.7432 1098 2 795.9377 5.99
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 375.0275 58988.1952 18 11.52 None 1546.7577 FDVFDAAIPFGGYK 274.0499 1546.7509 23.4682 1001 2 773.8791 ‐4.3608
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 1026.5619 YGLAAGVFTK 5165.7820 1026.5599 16.5940 8026 2 513.7836 ‐2.3450
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 Carbamidomethyl+C(8) 2434.1537 AGTVWVNCFDVFDAAIPFGGYK 7574.5540 2434.1493 23.3679 3734 2 1217.5783 ‐0.1984
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 1425.7736 GIYSLNNYLQIK 1008.2790 1425.7729 19.0794 2771 2 713.3901 ‐0.3252
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 1499.7893 GYFIQPTVFSNVK 269.9008 1499.7673 17.4322 3363 2 750.3873 ‐14.4116
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 3612.8658 GYFIQPTVFSNVKDDMLIAQDEIFGPVQ 264.9733 3612.7632 24.2930 2413 3 1204.9259 ‐26.2980
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 Carbamidomethyl+C(11) 1950.8710 SGIESNATLECGGDQIGDK 324.7101 1950.9109 15.0855 1579 3 650.9752 20.3971
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 1546.7577 FDVFDAAIPFGGYK 306.9872 1546.7509 23.4682 1001 2 773.8791 ‐4.0233
NP_190383.1 aldehyde dehydrogenase 2B4 Arabidopsis thaliana 461.9976 58988.1952 18 11.52 None 1408.7471 GIYSLNNYLQIK 293.8878 1408.7455 19.5991 2200 2 704.8764 ‐0.9585
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 689.8036 50483.8266 8 18.43 None 1286.7215 IIGGGLPVGAYGGR 17183.7500 1286.7214 16.3434 15457 2 643.8643 ‐0.5939
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 689.8036 50483.8266 8 18.43 None 1622.8748 AGSGVATLGLPDSPGVPK 2868.8050 1622.8743 27.1534 13328 2 811.9408 ‐0.1781
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 689.8036 50483.8266 8 18.43 None 1950.9655 AATSDTLTAPYNDIAAVEK 1756.6460 1950.9641 28.1232 11199 2 975.9857 0.0339
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 689.8036 50483.8266 8 18.43 None 1755.9163 LSQPGTYEYLDKITK 1523.2740 1755.9138 16.3063 2436 3 585.9761 ‐2.2161
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 689.8036 50483.8266 8 18.43 None 2188.0815 SEEAFNAAKNLMPGGVNSPVR 1129.4130 2188.0765 33.1348 2196 2 1094.5419 ‐1.0904
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 155.3304 50483.8266 8 18.43 None 1622.8748 AGSGVATLGLPDSPGVPK 1961.2410 1622.8743 27.1534 13328 2 811.9408 ‐0.1849
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 155.3304 50483.8266 8 18.43 None 1950.9655 AATSDTLTAPYNDIAAVEK 2000.7160 1950.9641 28.1232 11199 2 975.9857 0.1038
NP_190442.1 glutamate 1 semialdehyde 2 1 aminomutase 2 Arabidopsis thaliana 155.3304 50483.8266 8 18.43 None 1604.8642 AGSGVATLGLPDSPGVPK 110.5721 1604.8608 28.9204 975 3 535.6251 ‐2.9909
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1426.8264 GVPLTQLNLASSVK 9990.6390 1426.8248 17.7731 17128 2 713.9160 ‐1.3315
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1221.5845 EGTTVTEEDIK 2055.6830 1221.5866 16.8631 10862 2 611.2969 1.0868
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 Carbamidomethyl+C(7) 1420.6890 YGEEINCAVIPR 8336.4150 1420.6907 24.2124 10533 2 710.8490 1.0229
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 2275.1870 YNATWYTAVPTIHQIILDR 743.3184 2275.1942 20.4972 5686 3 759.0696 3.0695
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1330.6136 FSATTFWPDMK 1461.6200 1330.6132 19.3059 4911 2 665.8102 ‐0.7057
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 2932.5302 ISPIEVDAVLLTHPDVSQGVAFGVPDEK 267.9154 2932.4951 23.0664 10295 3 978.1699 ‐11.2434
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1735.0126 IQRRIVAQHFLEKP 838.5161 1735.0149 21.5110 49045 2 868.0111 1.92
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 Carbamidomethyl+C(13) 2339.1773 GEIQEPNNKGEVCIRGPNVTK 566.5670 2339.1807 19.4603 2721 2 1170.0940 2.19
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 773.3828 FGVPDEK 88.5231 773.3794 25.3106 2933 1 773.3794 ‐3.9282
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 942.5255 QLNLASSVK 305.2051 942.5245 17.4166 2591 1 942.5245 0.0971
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1091.6208 TIHQIILDR 148.5310 1091.6246 21.6430 1794 2 546.3159 2.19
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 Carbamidomethyl+C(5) 1183.5776 EEINCAVIPR 185.7370 1183.5720 22.4771 1280 2 592.2897 ‐5.3725
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1132.6612 ISPIEVDAVLL 188.0607 1132.6577 23.1232 899 2 566.8325 ‐3.8598
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 584.0874 55772.4915 18 13.4 None 1717.0020 IQRRIVAQHFLEKP 451.0263 1717.0017 20.3786 803 3 573.0054 ‐1.0150
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 412.1142 55772.4915 18 13.4 None 1426.8264 GVPLTQLNLASSVK 13541.8700 1426.8248 17.7731 17128 2 713.9160 ‐0.9425
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 412.1142 55772.4915 18 13.4 None 2275.1870 YNATWYTAVPTIHQIILDR 821.6700 2275.1942 20.4972 5686 3 759.0696 3.66
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 412.1142 55772.4915 18 13.4 None 1330.6136 FSATTFWPDMK 602.6127 1330.6132 19.3059 4911 2 665.8102 ‐0.2752
NP_190468.1 4 coumarate CoA ligase like 10 Arabidopsis thaliana 412.1142 55772.4915 18 13.4 None 942.5255 QLNLASSVK 305.3892 942.5245 17.4166 2591 1 942.5245 0.1906
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 21975.7600 2140.1132 17.1960 50233 3 714.0426 ‐0.9026
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 30856.6400 1193.5738 23.1756 36454 2 597.2905 ‐0.1741
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 973.5313 ETIVNELR 32625.1600 973.5323 22.2949 30773 2 487.2698 0.0424
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 2152.9757 AYADGTQTFFNAFVEAMNR 10558.5000 2152.9711 23.1613 27380 2 1076.9892 ‐0.9734
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 1574.7955 MGNITPTTGTQGQIR 13194.5800 1574.7978 19.8403 22230 2 787.9025 1.86
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 1035.5469 SALVDFDLR 21673.9600 1035.5478 29.1260 20141 2 518.2776 ‐0.0748
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 Carbamidomethyl+C(2) 1079.5303 QCQFILDR 179.9284 1079.5264 23.9628 3947 2 540.2669 ‐4.4117
NP_190481.1 peroxidase 34 Arabidopsis thaliana 4541.4570 39345.4223 19 28.5 None 1927.0032 GLDRPSDLVALSGGHTFGK 984.6679 1927.0050 17.1864 1077 2 964.0061 1.52
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2199.3140 39345.4223 19 28.5 Carbamidomethyl+C(3) 1193.5732 NQCQFILDR 53658.1600 1193.5738 23.1756 36454 2 597.2905 ‐0.2812
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2199.3140 39345.4223 19 28.5 None 1574.7955 MGNITPTTGTQGQIR 10010.9200 1574.7978 19.8403 22230 2 787.9025 1.06
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2199.3140 39345.4223 19 28.5 None 1035.5469 SALVDFDLR 15618.7900 1035.5478 29.1260 20141 2 518.2776 ‐0.2187
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2199.3140 39345.4223 19 28.5 None 2152.9757 AYADGTQTFFNAFVEAMNR 142.1882 2152.9615 27.1917 15889 3 718.3253 ‐6.9804
NP_190481.1 peroxidase 34 Arabidopsis thaliana 2199.3140 39345.4223 19 28.5 Carbamidomethyl+C(3) 1176.5467 NQCQFILDR 184.5697 1176.5434 21.3453 3061 2 588.7754 ‐3.5297
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 None 2140.1145 NVGLDRPSDLVALSGGHTFGK 18728.8200 2140.1132 17.1960 50233 3 714.0426 ‐0.4378
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 None 2152.9757 AYADGTQTFFNAFVEAMNR 7370.3500 2152.9711 23.1613 27380 2 1076.9892 ‐0.8965
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 None 2758.4814 DSLQAFLELANANLPAPFFTLPQLK 1326.4520 2758.4740 25.5362 8644 3 920.1629 ‐1.6976
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 Carbamidomethyl+C(4) 2620.2858 TVSCADMLTIAAQQSVTLAGGPSWR 517.4241 2620.3338 24.0850 3450 3 874.1161 19.0998
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 Carbamidomethyl+C(24) 3314.6699 NVGLDRPSDLVALSGGHTFGKNQCQF 263.4122 3314.6380 25.6196 4645 3 1105.5509 ‐7.8998
NP_190481.1 peroxidase 34 Arabidopsis thaliana 1641.4700 39345.4223 19 28.5 None 1927.0032 GLDRPSDLVALSGGHTFGK 363.8781 1927.0074 17.0039 1376 4 482.5073 2.1629
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 97227.9800 2604.3059 33.2810 300632 3 868.7735 1.0609
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1203.6579 NTAASVGEITLK 72380.8600 1203.6581 22.8556 253484 2 602.3327 ‐0.5139
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 950.5710 VPFLFTVK 50701.0600 950.5712 19.4504 143388 2 475.7892 ‐0.8941
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 75951.4400 1362.6406 18.5268 101892 2 681.8239 0.1736
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 881.4880 FLVPSYR 26469.0600 881.4861 15.9813 99638 2 441.2467 ‐3.3354
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 44459.5200 2256.0894 34.2774 71968 2 1128.5484 0.2694
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1192.5997 IQGVWYGQIE 61841.1400 1192.6007 30.5718 69110 2 596.8040 0.1855
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 18037.2100 2174.9611 26.2182 53894 2 1087.9842 ‐1.0518
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1562.7558 GGSTGYDNAVALPAGGR 41567.0400 1562.7552 21.5413 39371 2 781.8812 ‐0.3460
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 13004.1500 2294.1307 29.4366 30764 3 765.3818 0.2637



NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1096.5521 LTYDEIQSK 10428.0100 1096.5550 18.9728 27651 2 548.7811 1.09
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2018.9665 EEDGIDYAAVTVQLPGGER 12416.7800 2018.9641 29.9569 24781 2 1009.9857 ‐0.3483
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1131.5429 NAPPDFQNTK 11171.6200 1131.5445 15.5767 23984 2 566.2759 0.6180
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1464.7329 QLEASGKPESFSGK 16186.8100 1464.7348 16.4473 17652 3 488.9165 0.1555
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1252.6532 RLTYDEIQSK 49702.6100 1252.6547 17.6380 77430 2 626.8310 0.6933
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 6561.5910 1490.7323 17.4830 44594 2 745.8698 ‐1.7964
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2920.3919 GGSTGYDNAVALPAGGRGDEEELSKEN 3691.4820 2920.3964 22.8557 9864 4 730.8546 ‐0.1026
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1775.8783 GRGGSTGYDNAVALPAGGR 3254.8250 1775.8812 20.0323 8340 3 592.6319 0.8164
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 4531.2039 LTYTLDEIEGPFEVGSDGSVKFKEEDGID 802.4899 4531.1509 50.5305 3207 3 1511.0551 ‐8.8995
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 522.2671 PSYR 1576.8390 522.2662 15.9753 26131 1 522.2662 ‐1.9848
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 908.4724 EPTSFTVK 396.1039 908.4728 17.8628 22851 2 454.7400 ‐0.6840
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 621.3355 VPSYR 1788.4080 621.3345 15.9859 18248 1 621.3345 ‐1.5786
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1607.7839 LTYTLDEIEGPFEV 648.5602 1607.7845 32.0030 4298 2 804.3959 0.4696
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 747.3824 IQGVWY 1088.6390 747.3832 30.5820 1967 1 747.3832 1.53
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 882.4203 YDEIQSK 2366.9320 882.4208 18.9749 1808 1 882.4208 1.29
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 949.4877 LTYTLDEI 328.4086 949.4867 32.7401 1806 1 949.4867 0.0556
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 903.4418 PSDTDLGAK 242.2652 903.4400 33.7487 1660 1 903.4400 ‐1.0630
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 983.4680 TYDEIQSK 1647.9770 983.4668 18.9563 1583 1 983.4668 ‐0.0321
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1663.8174 GVFESLQPSDTDLGAK 348.2590 1663.8205 35.6108 1532 2 832.4139 2.0972
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1097.5837 SKPETGEVIGV 355.0833 1097.5814 33.2789 1523 1 1097.5814 ‐0.4857
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1538.7373 FKEEDGIDYAAVTV 238.3741 1538.7320 27.4327 1454 2 769.8696 ‐3.4806
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1203.6117 YDNAVALPAGGR 449.0060 1203.6095 19.3700 1299 2 602.3084 ‐2.4112
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 157.5085 1215.5726 18.5295 1174 1 1215.5726 2.74
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 828.4098 SKPETGEV 229.9797 828.4085 35.7513 1039 1 828.4085 ‐0.7989
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 917.5302 ASVGEITLK 218.5751 917.5277 23.9670 972 1 917.5277 ‐1.7367
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1223.5903 EASGKPESFSGK 2337.0090 1223.5963 16.4413 920 2 612.3018 4.03
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1185.6474 NTAASVGEITLK 360.8232 1185.6473 22.8622 3435 2 593.3273 ‐0.7239
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 2238.0812 LTYTLDEIEGPFEVGSDGSVK 366.9733 2238.0891 35.6011 994 2 1119.5482 4.60
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1114.5164 NAPPDFQNTK 103.0088 1114.5117 17.6995 1968 2 557.7595 ‐4.9937
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1545.7292 GGSTGYDNAVALPAGGR 611.8688 1545.7303 23.4318 1348 2 773.3688 0.6819
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 25088.5200 35247.4575 89 61.03 None 1447.7063 QLEASGKPESFSGK 143.5986 1447.7140 16.3503 799 2 724.3606 5.0854
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 60933.9800 2604.3059 33.2809 298334 3 868.7735 0.7412
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1203.6579 NTAASVGEITLK 87156.8900 1203.6581 22.8556 253484 2 602.3327 ‐0.6185
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 2256.0918 LTYTLDEIEGPFEVGSDGSVK 28441.4300 2256.0894 34.2779 70793 2 1128.5484 0.4128
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 18955.5000 2174.9611 26.2182 53894 2 1087.9842 ‐0.9296
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1562.7558 GGSTGYDNAVALPAGGR 55853.7400 1562.7552 21.5413 39371 2 781.8812 ‐0.3668
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1192.5997 IQGVWYGQIE 4629.6630 1192.6008 29.9396 28610 2 596.8040 0.1471
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 12239.2300 2294.1313 29.4308 25927 3 765.3819 0.3114
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 2018.9665 EEDGIDYAAVTVQLPGGER 15545.7100 2018.9641 29.9559 24276 2 1009.9857 ‐0.2278
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1252.6532 RLTYDEIQSK 62238.4300 1252.6542 17.6053 59833 2 626.8307 0.1434
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1775.8783 GRGGSTGYDNAVALPAGGR 2776.6080 1775.8812 20.0323 8340 3 592.6319 0.8885
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1632.8163 NAPPDFQNTKLMTR 225.8702 1632.8062 26.2017 3877 2 816.9067 ‐6.0022
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 988.5673 AASVGEITLK 2858.3300 988.5669 22.8559 9053 1 988.5669 0.8650
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 980.5047 SKPETGEVIG 187.1514 980.5078 32.5887 7709 1 980.5078 4.37
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 903.4418 PSDTDLGAK 20034.2700 903.4423 33.2800 6531 1 903.4423 1.44
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 846.4931 SVGEITLK 1980.5070 846.4932 22.8557 5418 1 846.4932 0.9138
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1607.7839 LTYTLDEIEGPFEV 343.0404 1607.7845 32.0030 4298 2 804.3959 0.4594
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 825.4101 NTAASVGEI 453.4209 825.4066 22.2812 4012 1 825.4066 ‐3.5376
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 649.3304 RLTYD 5987.7270 649.3303 17.5999 3091 1 649.3303 ‐0.0058
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 778.3730 RLTYDE 3086.7680 778.3751 17.6068 3036 1 778.3751 3.34
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 719.3570 DEIQSK 19152.4500 719.3564 17.6044 2684 1 719.3564 ‐0.5641
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 747.3824 IQGVWY 175.2254 747.3832 30.5820 1967 1 747.3832 1.89
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 604.3301 EIQSK 6478.6790 604.3327 17.6011 1843 1 604.3327 4.06
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 949.4877 LTYTLDEI 193.5456 949.4867 32.7401 1806 1 949.4867 0.1157
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1106.5477 RLTYDEIQS 796.1517 1106.5497 17.6350 1646 2 553.7785 0.9423
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1097.5837 SKPETGEVIGV 292.6205 1097.5814 33.2789 1523 1 1097.5814 ‐0.3917
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1197.6586 AAVTVQLPGGER 234.7245 1197.6551 28.6669 1498 2 599.3312 ‐3.6977
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 759.4611 VGEITLK 1123.7400 759.4626 22.8477 1491 1 759.4626 2.93
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1538.7373 FKEEDGIDYAAVTV 107.5141 1538.7320 27.4327 1454 2 769.8696 ‐3.5070
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1203.6117 YDNAVALPAGGR 492.8704 1203.6095 19.3700 1299 2 602.3084 ‐2.5159
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 475.2875 IQSK 3651.4370 475.2866 17.6081 1268 1 475.2866 ‐2.3512
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 917.5302 ASVGEITLK 251.4781 917.5277 23.9670 972 1 917.5277 ‐1.6840
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 15446.4400 35247.4575 89 61.03 None 1186.6314 NTAASVGEITLK 194.3082 1186.6270 24.1775 1313 2 593.8172 ‐4.4369
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 950.5710 VPFLFTVK 94662.0100 950.5712 19.4504 143388 2 475.7892 ‐0.3003
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 88358.0800 1362.6406 18.5268 101892 2 681.8239 0.5903
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 881.4880 FLVPSYR 48307.4200 881.4861 15.9813 99638 2 441.2467 ‐2.7120
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 821.1525 2604.3014 19.4935 10601 3 868.7720 ‐0.1743
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 4289.4340 2294.1354 17.7852 7112 3 765.3833 2.05
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 1203.6579 NTAASVGEITLK 5952.6270 1203.6600 15.1911 3575 2 602.3336 1.41
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 1517.8322 ATSLQAAATFLQPAK 154.0961 1517.8390 19.9956 1364 2 759.4231 4.00
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 7870.2740 1490.7323 17.4830 44594 2 745.8698 ‐1.4348
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 3869.8902 NAPPDFQNTKLMTRLTYTLDEIEGPFEV 1056.7300 3869.8833 22.8904 5699 3 1290.6326 0.6535
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 522.2671 PSYR 2239.2100 522.2662 15.9753 26131 1 522.2662 ‐1.7961
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 696.3675 ATSLQAAA 99.4257 696.3701 19.2389 21640 1 696.3701 4.1195
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 621.3355 VPSYR 3385.3920 621.3345 15.9859 18248 1 621.3345 ‐1.4123
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 754.4498 FLFTVK 16213.6300 754.4496 19.4491 6618 1 754.4496 0.3202
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 607.3814 LFTVK 322.0973 607.3810 19.4554 2657 1 607.3810 ‐0.5230
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 162.4836 1215.5726 18.5295 1174 1 1215.5726 2.90
NP_190651.1 oxygen evolving enhancer protein 1 2 Arabidopsis thaliana 6802.8300 35247.4575 89 61.03 None 2586.2934 SKPETGEVIGVFESLQPSDTDLGAK 258.9492 2586.3000 20.0012 1405 3 862.7715 3.80



NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 15409.0200 2255.0295 36.8908 18143 2 1128.0184 1.04
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1878.9848 TSVPDVYAVGDVATFPLK 7530.9820 1878.9860 19.8923 13684 2 939.9966 1.88
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1496.6686 VVGAFMEGGSGDENK 11719.1900 1496.6701 20.9636 12255 2 748.8387 0.9083
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1430.7638 EAVAPYERPALSK 12738.2500 1430.7656 19.0108 10767 3 477.5934 0.0371
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1112.5524 FGAYWVQGGK 7178.9170 1112.5552 16.1016 9267 2 556.7812 1.11
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1414.7536 ARPSAESLDELVK 2789.0970 1414.7548 23.8924 8594 3 472.2564 ‐0.4161
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1535.8792 YQTLIIATGSTVLR 4816.3170 1535.8779 18.3969 3545 2 768.4426 ‐0.8617
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 804.3734 GQVEEDK 258.0357 804.3772 32.4217 2427 1 804.3772 5.37
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 2160.1295 GTVASGFTAQPNGEVKEVQLK 331.3663 2160.1633 20.3628 1840 2 1080.5853 16.7570
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 3345.5447 SFDLSWQFYGDNVGDSVLFGDSNPSN 355.4412 3345.5551 20.9666 909 3 1115.8565 4.07
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1060.5786 PYERPALSK 167.0256 1060.5753 18.0398 2299 2 530.7913 ‐3.9976
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 932.4935 ESLDELVK 836.5608 932.4925 23.9374 1549 2 466.7499 ‐2.2017
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 1011.5833 GEVKEVQLK 221.8694 1011.5881 20.2038 1290 2 506.2977 3.99
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2258.1270 46658.2958 30 37.10 None 786.3628 GQVEEDK 105.0876 786.3634 32.1506 1941 1 786.3634 1.94
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 2255.0291 AAEGGAAVEEYDYLPFFYSR 20976.1800 2255.0295 36.8908 18143 2 1128.0184 1.13
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1496.6686 VVGAFMEGGSGDENK 5680.2040 1496.6701 20.9636 12255 2 748.8387 0.8721
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1430.7638 EAVAPYERPALSK 15923.2800 1430.7656 19.0108 10767 3 477.5934 0.2764
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1414.7536 ARPSAESLDELVK 2432.8850 1414.7548 23.8924 8594 3 472.2564 ‐0.1690
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1562.7809 GTVASGFTAQPNGEVK 1323.5940 1562.7833 20.3370 1608 2 781.8953 1.83
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 Carbamidomethyl+C(6)
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 2036.0295 GADSKNILYLREIDDADK 989.9874 2036.0092 30.1349 4771 2 1018.5082 ‐8.9625
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 2315.1594 LFTADIAAFYETYYTNKGVK 354.3336 2315.1536 32.3135 1077 3 772.3894 ‐2.7800
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1058.5517 GADSKNILYL 1127.4400 1058.5552 29.0362 1887 2 529.7812 2.14
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 932.4935 ESLDELVK 850.6954 932.4925 23.9374 1549 2 466.7499 ‐2.3697
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 1806.2900 46658.2958 30 37.10 None 1544.7703 GTVASGFTAQPNGEVK 331.1563 1544.7672 20.0177 945 3 515.5939 ‐2.9259
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 838.1827 46658.2958 30 37.10 None 1878.9848 TSVPDVYAVGDVATFPLK 8759.8680 1878.9860 19.8923 13684 2 939.9966 1.35
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 838.1827 46658.2958 30 37.10 None 1112.5524 FGAYWVQGGK 11605.5500 1112.5552 16.1016 9267 2 556.7812 2.53
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 838.1827 46658.2958 30 37.10 None 1535.8792 YQTLIIATGSTVLR 5366.7710 1535.8779 18.3969 3545 2 768.4426 ‐0.5195
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 838.1827 46658.2958 30 37.10 None 1562.7809 GTVASGFTAQPNGEVK 209.8460 1562.7742 25.5470 1058 1 1562.7742 ‐1.0958
NP_190856.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 838.1827 46658.2958 30 37.10 None 3345.5447 SFDLSWQFYGDNVGDSVLFGDSNPSN 384.8619 3345.5551 20.9666 909 3 1115.8565 4.59
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 13281.6600 2329.1974 20.6998 63619 2 1165.1024 ‐1.1176
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1750.9010 FADELIANAAYIGTPGK 13618.0200 1750.8992 18.6823 37065 2 875.9533 ‐0.6393
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 10377.1700 2263.0660 26.2488 25408 2 1132.0366 0.2534
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1332.7005 GILAADESTGTIGK 16001.6800 1332.6997 22.0553 23649 2 666.8535 ‐1.0139
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1488.8016 GILAADESTGTIGKR 6845.8860 1488.8026 20.3336 20011 3 496.9391 ‐0.4948
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2223.0425 IGENEPSEHSIHENAYGLAR 3323.7290 2223.0447 20.2279 19591 4 556.5166 ‐0.9240
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1614.8558 LASINVENVETNRR 4225.1430 1614.8558 21.3554 19390 3 538.9568 ‐1.0041
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1336.7219 VSPEVIAEHTVR 15456.1500 1336.7207 21.6634 18782 3 446.2451 ‐2.2911
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1020.5473 AAQEALYVR 12322.0300 1020.5476 18.5782 16035 2 510.7774 ‐0.6728
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1196.6270 LGDGAAESLHVK 13704.5300 1196.6300 18.5532 11833 2 598.8186 1.78
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 847.5288 LFVDILK 8701.3450 847.5281 18.9605 6985 2 424.2677 ‐2.0654
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 869.5091 EGGVLPGIK 5061.8420 869.5103 22.2230 6457 2 435.2588 0.0973
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 2364.1570 2856.4932 17.5291 4749 4 714.8788 ‐1.3812
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1154.5688 ANSEATLGTYK 352.9280 1154.5705 21.6200 2294 1 1154.5705 3.88
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 Carbamidomethyl+C(15) 1907.9644 EENVKAAQEALYVRCK 567.9883 1907.9450 29.4880 18658 2 954.4761 ‐9.5079
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 Carbamidomethyl+C(24) 2679.2890 GTVELAGTDGETTTQGLDGLGDRCKK 2418.4780 2679.2700 35.7198 5663 3 893.7615 ‐6.7161
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1614.8558 RLASINVENVETNR 1919.8250 1614.8557 18.1419 4633 2 807.9315 0.0621
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 Carbamidomethyl+C(24) 2551.1941 GTVELAGTDGETTTQGLDGLGDRCK 526.8561 2551.1878 29.6845 4292 3 851.0674 ‐2.2296
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 418.3087 2605.2741 34.7312 2128 3 869.0962 6.10
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 732.4363 TGTIGKR 222.2896 732.4401 21.3079 4422 1 732.4401 5.00
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1150.6215 PEVIAEHTVR 169.8161 1150.6194 20.5341 2768 2 575.8133 ‐2.5781
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 978.4738 ADESTGTIGK 292.0575 978.4750 22.6327 2023 1 978.4750 2.83
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 2109.9584 GENEPSEHSIHENAYGLAR 298.3978 2109.9453 20.4397 1460 2 1055.4763 ‐5.1968
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 460.2514 LGDR 52.8011 460.2537 25.9367 803 1 460.2537 4.60
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 5203.9240 38882.0050 50 59.22 None 1003.5207 AAQEALYVR 286.9766 1003.5243 20.3348 1920 1 1003.5243 4.70
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1332.7005 GILAADESTGTIGK 9563.3820 1332.6997 22.0553 23649 2 666.8535 ‐1.0884
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1488.8016 GILAADESTGTIGKR 3688.4510 1488.8026 20.3336 20011 3 496.9391 ‐0.2836
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 2223.0425 IGENEPSEHSIHENAYGLAR 3986.4910 2223.0447 20.2279 19591 4 556.5166 ‐1.1963
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1614.8558 LASINVENVETNRR 5121.4710 1614.8558 21.3554 19390 3 538.9568 ‐0.8539
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1336.7219 VSPEVIAEHTVR 12529.2500 1336.7207 21.6634 18782 3 446.2451 ‐2.0062
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1020.5473 AAQEALYVR 12375.5100 1020.5476 18.5782 16035 2 510.7774 ‐0.8202
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1196.6270 LGDGAAESLHVK 11790.0500 1196.6300 18.5532 11833 2 598.8186 1.15
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 869.5091 EGGVLPGIK 6456.0270 869.5103 22.2230 6457 2 435.2588 ‐0.0854
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 2263.0684 GTVELAGTDGETTTQGLDGLGDR 1139.2530 2263.0830 30.6198 8369 3 755.0325 6.1550
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 2605.2588 VDKGTVELAGTDGETTTQGLDGLGDR 1601.4400 2605.2619 25.2435 11084 3 869.0921 1.1737
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 Carbamidomethyl+C(24) 2551.1941 GTVELAGTDGETTTQGLDGLGDRCK 447.8116 2551.1878 29.6845 4292 3 851.0674 ‐2.5332
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 2503.2537 MSAFTSKFADELIANAAYIGTPGK 572.1531 2503.2309 35.6009 1329 3 835.0818 ‐9.2231
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1186.5950 GILAADESTGTIG 772.0224 1186.5983 20.3347 7651 2 593.8028 2.0283
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1063.5419 VSPEVIAEHT 356.3934 1063.5454 21.6579 2593 2 532.2763 2.04
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1083.5429 GDGAAESLHVK 4964.0550 1083.5478 18.5348 2321 2 542.2776 3.38
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2313.3040 38882.0050 50 59.22 None 1470.7911 GILAADESTGTIGKR 780.6472 1470.7960 21.5841 1232 3 490.9369 2.56
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 2329.2034 TVPAAVPAIVFLSGGQSEEEATR 16273.3100 2329.1974 20.6998 63619 2 1165.1024 ‐1.1164
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 1750.9010 FADELIANAAYIGTPGK 21730.3800 1750.8992 18.6823 37065 2 875.9533 ‐0.3896
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 847.5288 LFVDILK 7586.2260 847.5281 18.9605 6985 2 424.2677 ‐1.4273
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 2856.4924 ALSDHHVLLEGTLLKPNMVTPGSDSPK 2609.0990 2856.4932 17.5291 4749 4 714.8788 0.2925
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 1196.6270 LGDGAAESLHVK 794.8126 1196.6080 25.5391 5872 1 1196.6080 ‐13.8567
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 1045.5459 NLNAMNQLK 181.9394 1045.5708 24.1526 2751 1 1045.5708 25.3651
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 1488.8016 GILAADESTGTIGKR 272.1202 1488.8226 22.6083 2201 2 744.9149 14.3483
NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 1311.6844 KPWSLSFSFGR 222.2464 1311.6506 23.3795 1307 1 1311.6506 ‐23.4145



NP_190861.1 fructose bisphosphate aldolase Arabidopsis thaliana 2471.9370 38882.0050 50 59.22 None 900.4574 SLSFSFGR 66.7324 900.4534 22.1524 5046 1 900.4534 ‐3.3696
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 2125.0118 VLNLEEGGAFTNSSAEDMLK 22799.3100 2125.0052 31.4945 47854 2 1063.0063 ‐2.0002
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 1163.6307 YAILADDGVVK 24883.7000 1163.6307 24.9682 26454 2 582.3190 ‐0.6756
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 Carbamidomethyl+C(14) 1837.9517 TILFAVPGAFTPTCSQK 13513.3700 1837.9517 19.9931 25782 2 919.4795 0.5113
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 1063.5994 TVTVSSLTAGK 5282.5140 1063.6001 20.8757 11193 2 532.3037 ‐0.1753
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 1191.6943 TVTVSSLTAGKK 7666.0210 1191.6968 18.5307 10153 2 596.3520 1.39
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 914.5306 LGVELDLR 7835.5290 914.5297 27.2050 7688 2 457.7685 ‐2.1218
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 3142.6857 FMSSSATVISVAKPLLSPTVSFTAPLSFT 1208.2550 3142.6841 29.6700 1618 4 786.4265 ‐2.0681
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 2224.0438 DLGINDEVMLLSDGNGEFTGK 233.2906 2224.0270 19.8180 2690 2 1112.5171 ‐6.2894
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 2352.1388 KDLGINDEVMLLSDGNGEFTGK 380.0361 2352.1734 29.1266 1274 3 784.7293 14.6842
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 Carbamidomethyl+C(9) 2481.2265 SKGIDVIACISVNDAFVMEAWR 2233.0350 2481.2224 24.6787 13192 2 1241.1149 0.0880
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 546.3286 TILFA 451.9296 546.3277 18.7395 36635 1 546.3277 ‐1.9735
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 Carbamidomethyl+C(9) 1690.8469 SKGIDVIACISVNDAF 224.0583 1690.8400 23.9119 4912 3 564.2848 ‐4.9889
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 863.4833 TVSSLTAGK 302.0623 863.4829 20.8777 1603 1 863.4829 0.4341
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 991.5782 TVSSLTAGKK 3644.8260 991.5789 18.5208 1143 2 496.2931 ‐0.3150
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 791.4621 SSLTAGKK 5846.1850 791.4618 18.5324 1037 1 791.4618 0.1664
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 1045.5888 TVTVSSLTAGK 377.0694 1045.5900 20.0313 18518 2 523.2986 0.2453
NP_190864.1 peroxiredoxin 2E Arabidopsis thaliana 5286.8450 24798.3627 17 60.68 None 2334.1282 KDLGINDEVMLLSDGNGEFTGK 390.7044 2334.1364 27.8797 1249 3 778.7170 3.79
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 1267.7984 VTVVPSAAALVIK 24307.5100 1267.7976 18.2871 28686 2 634.4025 ‐1.1076
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 1343.7165 VTGGEVGAASSLAPK 11903.5400 1343.7197 20.3789 27152 2 672.3635 1.98
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 1883.8869 DLQQEIQEGEIEIPEN 19033.4800 1883.8882 31.7546 12767 2 942.4478 1.02
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 865.5506 IGPLGLAPK 5507.2620 865.5497 15.9174 5359 2 433.2785 ‐2.2517
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 869.5455 PSAAALVIK 7252.8870 869.5460 18.2846 3207 1 869.5460 1.38
NP_190911.1 60S ribosomal protein L12 2 Arabidopsis thaliana 5112.3600 18083.9248 6 31.93 None 752.4665 GPLGLAPK 2023.0810 752.4627 15.9102 1227 1 752.4627 ‐4.5996
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 1263.6480 YIGSLVGDFHR 8906.2820 1263.6492 16.4955 6494 2 632.3282 0.8541
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 1636.8693 SGYELQTLTGWLLR 948.3245 1636.8696 22.7289 5754 2 818.9384 0.6381
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 1774.9294 AATAATTTSSHLLLSSSR 486.2994 1774.8874 17.2479 4250 2 887.9474 ‐22.9602
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 2227.1677 AGISNLTGVQGAVNIQGEDQKK 264.7429 2227.1926 18.7111 3477 3 743.0690 11.59
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 1448.7856 VLDIQPTEIHQR 125.0519 1448.7476 19.6824 2624 2 724.8774 ‐26.0134
NP_190973.1 fructose 1 6 bisphosphatase Arabidopsis thaliana 305.3333 45618.1762 6 6.00 None 1431.7591 VLDIQPTEIHQR 216.6611 1431.7601 18.6799 2549 2 716.3837 0.9291
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 1500.7176 TTLIDASEHDVDGK 1991.7090 1500.7205 20.9962 6184 3 500.9117 0.7910
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 1926.0430 DVIEPLESVSVNLVPTSK 1702.0270 1926.0520 34.5136 2217 2 963.5297 5.23
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 1144.6361 QTIKEFGPPK 342.7125 1144.6534 19.9216 3078 2 572.8303 14.3725
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 3406.6630 GFLAVSDNKDAYAFLYPFGWQEVVIEG 466.4524 3406.6062 31.2282 2380 3 1136.2069 ‐15.3346
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 1078.5891 KGFLAVSDNK 1017.6250 1078.5903 15.9150 3309 2 539.7988 0.1912
NP_191093.1 PsbP like protein 1 Arabidopsis thaliana 330.1787 25680.4322 6 13.91 None 1127.6095 QTIKEFGPPK 123.2170 1127.6089 19.1205 1072 2 564.3081 ‐1.3057
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1407.6784 EAGSTMDVVAAQTK 132079.7000 1407.6792 19.6210 52770 2 704.3432 0.2800
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1408.6955 AILNESSEFVGDK 21379.0600 1408.6940 24.3585 48921 2 704.8507 ‐1.2502
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 16876.1500 2304.1957 22.0014 41702 2 1152.6015 ‐1.4418
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1104.5644 NVSADVAATTR 37306.1300 1104.5667 16.3765 38417 2 552.7870 1.50
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 9850.9790 3392.8634 24.0062 36537 3 1131.6260 ‐1.0866
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 17933.8600 1375.6909 23.3482 34135 2 688.3491 1.94
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1777.9191 VASPAQAQEVHDELRK 43826.4500 1777.9195 17.9178 30855 3 593.3113 ‐0.5771
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 30291.4000 1571.7307 18.7150 25909 2 786.3690 ‐0.2276
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 954.4832 FFVGGNWK 7332.5760 954.4823 17.0515 24379 2 477.7448 ‐2.0545
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 7191.1790 2788.4813 38.9905 19873 3 930.1653 2.1727
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1033.6041 VAYALAQGLK 12131.9700 1033.6035 15.4771 9502 2 517.3054 ‐1.4711
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1933.9648 EAGSTMDVVAAQTKAIADR 486.8527 1933.9653 18.9533 10012 3 645.3266 ‐0.2696
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1224.6331 AQEVHDELRK 10773.9000 1224.6362 17.9102 1529 2 612.8217 1.22
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 447.2562 AQTK 45.2202 447.2585 17.5200 1132 1 447.2585 4.03
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1111.4902 NESSEFVGDK 359.1021 1111.4916 24.3605 1085 1 1111.4916 2.17
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 699.4036 VVAAQTK 804.9325 699.4050 19.5971 990 1 699.4050 2.44
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1224.5743 LNESSEFVGDK 264.6614 1224.5666 24.3527 951 1 1224.5666 ‐4.2222
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 318.1054 1163.5351 23.3601 917 1 1163.5351 0.9887
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 1352.6917 QAQEVHDELRK 4108.7430 1352.6886 17.9223 805 2 676.8480 ‐2.6078
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 962.4975 MDVVAAQTK 182.1517 962.4961 17.4964 799 2 481.7517 ‐2.5902
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 19218.7000 27397.2140 51 71.26 None 934.5356 AYALAQGLK 157.0069 934.5314 16.2500 761 2 467.7694 ‐5.6322
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1408.6955 AILNESSEFVGDK 10719.8600 1408.6940 24.3585 48921 2 704.8507 ‐1.3070
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 11422.1700 1375.6911 23.3366 31593 2 688.3492 1.94
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1777.9191 VASPAQAQEVHDELRK 38114.8500 1777.9194 17.9108 29844 3 593.3113 ‐0.5424
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 2788.4767 ELGGQADVDGFLVGGASLKPEFIDIIK 440.9087 2788.4836 39.0269 8410 3 930.1661 2.81
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 Carbamidomethyl+C(4) 2764.3492 VIACVGETLEEREAGSTMDVVAAQTK 814.3418 2764.3528 28.6789 2063 3 922.1224 1.96
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1104.5644 NVSADVAATTR 2680.4320 1104.5683 16.2322 1218 2 552.7878 2.36
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1564.7966 RAILNESSEFVGDK 1487.9670 1564.7990 22.1343 5216 3 522.2712 0.6702
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 833.3999 GETLEER 423.9381 833.4007 25.0546 3411 1 833.4007 1.86
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1334.6811 QAQEVHDELRK 397.3593 1334.6837 17.0247 2444 2 667.8455 1.99
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1246.6426 RAILNESSEFV 816.0263 1246.6460 22.8448 2278 2 623.8266 2.0279
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1153.5960 QEVHDELRK 348.6085 1153.5982 16.9125 1702 2 577.3027 1.0492
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1520.7816 PAQAQEVHDELRK 13478.0000 1520.7793 17.9192 1591 2 760.8933 ‐1.5966
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1224.6331 AQEVHDELRK 9633.6780 1224.6362 17.9102 1529 2 612.8217 1.24
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1111.4902 NESSEFVGDK 209.4208 1111.4916 24.3605 1085 1 1111.4916 3.0689
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1278.6358 AGSTMDVVAAQTK 405.4674 1278.6301 28.1565 1050 2 639.8187 ‐5.0754
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 Carbamidomethyl+C(1) 1092.4990 CVGETLEER 71.7227 1092.4925 19.9038 1007 1 1092.4925 ‐4.2830
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1224.5743 LNESSEFVGDK 179.9331 1224.5666 24.3527 951 1 1224.5666 ‐4.0991
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 Carbamidomethyl+C(2) 1163.5361 ACVGETLEER 211.2833 1163.5351 23.3601 917 1 1163.5351 1.0978
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1352.6917 QAQEVHDELRK 2742.4900 1352.6886 17.9223 805 2 676.8480 ‐2.6777
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 3735.5280 27397.2140 51 71.26 None 1086.5538 NVSADVAATTR 531.0712 1086.5555 17.3643 1101 2 543.7814 0.5854
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 2304.2023 VTNWSNVVIAYEPVWAIGTGK 13055.6900 2304.1957 22.0014 41702 2 1152.6015 ‐1.4299
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 3392.8716 IVNTLNEAQVPSQDVVEVVVSPPYVFL 8299.4490 3392.8634 24.0062 36537 3 1131.6260 ‐0.6007



NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 Carbamidomethyl+C(10) 1571.7312 SDFFVAAQNCWVK 31040.3800 1571.7307 18.7150 25909 2 786.3690 0.0991
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 954.4832 FFVGGNWK 11963.0100 954.4823 17.0515 24379 2 477.7448 ‐1.4624
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 1033.6041 VAYALAQGLK 16154.8600 1033.6035 15.4771 9502 2 517.3054 ‐0.9130
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 Carbamidomethyl+C(4) 1375.6886 VIACVGETLEER 5502.4040 1375.6899 15.3207 9248 2 688.3486 1.0271
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 1096.5898 WVILGHSER 35391.3200 1096.5904 15.4195 4567 2 548.7988 0.2236
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 1649.8242 VASPAQAQEVHDELR 212.4463 1649.8524 17.0248 1803 2 825.4298 17.6074
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 2423.2817 AILNESSEFVGDKVAYALAQGLK 1645.9540 2423.2852 21.0122 12638 3 808.4332 1.16
NP_191104.1 triosephosphate isomerase Arabidopsis thaliana 6220.3430 27397.2140 51 71.26 None 934.5356 AYALAQGLK 153.7208 934.5314 16.2500 761 2 467.7694 ‐5.0315
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1633.8618 YTGGMVPDVNQIIVK 17865.9300 1633.8538 18.2274 48791 2 817.4306 ‐4.7132
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1202.5688 FEETLYGTSR 24634.1400 1202.5696 21.0830 37120 2 601.7885 0.0840
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1659.8377 GFPGTHEFLLLDEGK 8579.7540 1659.8403 31.4717 36953 3 553.9516 0.6295
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1235.6630 GIFTNVTSPTAK 65358.7100 1235.6628 15.7802 31736 2 618.3351 ‐0.7237
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 16553.5200 2484.3158 24.2296 25039 3 828.7768 1.1663
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 959.5156 TIINLDDR 18892.0000 959.5166 22.5988 24243 2 480.2619 ‐0.0528
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 15270.1900 1294.6321 19.0546 22010 2 647.8197 ‐0.0815
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 770.4407 NVPIGVTA 4707.3570 770.4400 22.1995 18855 1 770.4400 ‐0.3498
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 894.5295 TTYVLAVK 3832.5230 894.5282 21.7057 16667 2 447.7677 ‐2.6373
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 7938.6020 1607.8263 18.0865 12827 3 536.6136 ‐0.2461
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1161.5059 ATFDNSEYSK 7284.5030 1161.5116 15.4712 12216 2 581.2594 4.07
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1068.5320 SSSIFGDSLR 459.3728 1068.5227 35.2999 1199 1 1068.5227 ‐7.1399
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1879.9218 ETTEIAEGKMFSPGNLR 1363.1770 1879.9121 33.9815 3798 3 627.3089 ‐5.7921
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 Carbamidomethyl+C(4)
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1455.7478 PGTHEFLLLDEGK 1900.9680 1455.7502 31.4540 3108 2 728.3787 1.29
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 926.4578 ETLYGTSR 370.3257 926.4595 21.6820 2976 2 463.7334 0.6700
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 676.3413 FGDSLR 41.5943 676.3385 34.4160 2771 1 676.3385 ‐4.0103
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 604.3301 TSPTAK 80.3621 604.3327 17.6011 1843 1 604.3327 4.98
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 563.3188 NVPIGV 126.1891 563.3182 21.5920 1729 1 563.3182 ‐1.3057
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 1025.5990 PDVNQIIVK 986.4410 1025.6000 18.2251 1009 1 1025.6000 2.95
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 793.4818 TYVLAVK 475.2052 793.4814 21.7052 966 1 793.4814 0.0906
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 None 2466.3027 LLFEVAPLGLLIENAGGFSSDGHK 353.7557 2466.2892 21.9723 4022 3 822.7679 ‐5.3765
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 6088.2530 42813.6359 47 47.58 Carbamidomethyl+C(12) 1590.7985 LLFEALQYSHVCK 545.8577 1590.7934 17.7721 1922 2 795.9004 ‐3.1029
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 1202.5688 FEETLYGTSR 29456.3400 1202.5696 21.0830 37120 2 601.7885 ‐0.0209
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 1659.8377 GFPGTHEFLLLDEGK 15023.6000 1659.8403 31.4717 36953 3 553.9516 0.7579
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 959.5156 TIINLDDR 17145.9600 959.5167 22.5023 18960 2 480.2620 ‐0.0806
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 770.4407 NVPIGVTA 3785.0090 770.4400 22.1995 18855 1 770.4400 ‐0.3309
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 894.5295 TTYVLAVK 4270.1160 894.5282 21.7057 16667 2 447.7677 ‐2.8141
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 1235.6630 GIFTNVTSPTAK 2490.6660 1235.6649 24.2066 14908 2 618.3361 0.8883
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 745.3839 INLDDR 4799.2270 745.3831 22.5125 5163 1 745.3831 ‐0.6684
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 1455.7478 PGTHEFLLLDEGK 388.7897 1455.7457 33.3204 3539 2 728.3765 ‐1.6578
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 926.4578 ETLYGTSR 2019.6550 926.4557 21.0766 2407 1 926.4557 ‐1.1044
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 563.3188 NVPIGV 129.6676 563.3182 21.5920 1729 1 563.3182 ‐1.3343
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 793.4818 TYVLAVK 737.4335 793.4814 21.7052 966 1 793.4814 0.1148
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 1911.9950 42813.6359 47 47.58 None 752.4301 NVPIGVTA 106.7942 752.4308 22.5797 983 1 752.4308 1.03
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 1633.8618 YTGGMVPDVNQIIVK 25191.1700 1633.8538 18.2274 48791 2 817.4306 ‐4.4131
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 1235.6630 GIFTNVTSPTAK 83717.1600 1235.6628 15.7802 31736 2 618.3351 ‐0.2524
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 2484.3133 LLFEVAPLGLLIENAGGFSSDGHK 13235.6000 2484.3158 24.2296 25039 3 828.7768 1.69
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 Carbamidomethyl+C(5) 1294.6316 TLLMCMGEALR 14013.3900 1294.6321 19.0546 22010 2 647.8197 0.3644
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 Carbamidomethyl+C(12) 1607.8251 LLFEALQYSHVCK 7192.0310 1607.8263 18.0865 12827 3 536.6136 0.2097
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 1761.8541 SSTLVSPPSYSTSSSFK 226.5625 1761.8483 18.1979 2558 3 587.9543 ‐3.6600
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 913.5029 LIDYYVK 323.1626 913.5213 18.8605 5801 1 913.5213 21.1445
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 1256.5794 SPPSYSTSSSFK 283.5971 1256.5789 17.6531 4944 2 628.7931 ‐0.4200
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 1025.5990 PDVNQIIVK 652.8226 1025.6000 18.2251 1009 1 1025.6000 2.42
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 918.4891 TNVTSPTAK 552.4852 918.4897 15.7741 919 1 918.4897 1.31
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 817.4414 NVTSPTAK 755.0145 817.4404 15.7816 813 1 817.4404 ‐0.4291
NP_191139.1 Sedoheptulose 1 7 bisphosphatase Arabidopsis thaliana 4971.7180 42813.6359 47 47.58 None 2466.3027 LLFEVAPLGLLIENAGGFSSDGHK 255.7201 2466.2892 21.9723 4022 3 822.7679 ‐4.9062
NP_191183.1 copper chaperone Arabidopsis thaliana 2246.4160 13084.7737 13 52.89 None 1506.7111 TSYWPVEAEAEPK 13209.9500 1506.7115 26.1467 20712 2 753.8594 0.1882
NP_191183.1 copper chaperone Arabidopsis thaliana 2246.4160 13084.7737 13 52.89 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 2246.4160 13084.7737 13 52.89 None 1504.7642 GNVEPEAVFQTVSK 3460.5820 1504.7739 26.8852 56689 2 752.8906 6.06
NP_191183.1 copper chaperone Arabidopsis thaliana 2246.4160 13084.7737 13 52.89 None 1767.8469 MEGVESFDIDIKEQK 461.4052 1767.8321 28.4302 1886 2 884.4197 ‐8.0031
NP_191183.1 copper chaperone Arabidopsis thaliana 2246.4160 13084.7737 13 52.89 Carbamidomethyl+C(13)
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 None 1506.7111 TSYWPVEAEAEPK 16910.0400 1506.7115 26.1467 20712 2 753.8594 0.1543
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 Carbamidomethyl+C(5)
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 None 1504.7642 GNVEPEAVFQTVSK 3093.6210 1504.7741 26.8813 55669 2 752.8907 6.91
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 None 1767.8469 MEGVESFDIDIKEQK 541.4679 1767.8321 28.4302 1886 2 884.4197 ‐7.9760
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 Carbamidomethyl+C(13)
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 None 562.3195 QTVSK 843.0345 562.3194 25.4240 5115 1 562.3194 ‐0.3421
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 None 969.4888 PVEAEAEPK 1211.2070 969.4862 26.1466 1562 1 969.4862 ‐1.4194
NP_191183.1 copper chaperone Arabidopsis thaliana 3100.3490 13084.7737 13 52.89 Carbamidomethyl+C(13)
NP_191193.1 40S ribosomal protein S26 3 Arabidopsis thaliana 224.2285 14970.1560 1 11.54 None 1698.8221 DVQEASVYEGYTLPK 1943.3130 1698.8253 26.1358 6480 2 849.9163 2.1806
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 None 1720.8640 FLADLASAIDEEDIAK 1086.7100 1720.8649 33.7811 4488 2 860.9361 0.8742
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(20) 2430.1945 EIDSVSPLVWAVNHMQLFGCK 475.1395 2430.1992 32.5044 3552 3 810.7379 2.0263
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(26) 3107.5329 FTDVSKEIDSVSPLVWAVNHMQLFGC 1279.9140 3107.5302 24.3264 3005 3 1036.5149 0.0898
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 None 1166.5576 YEDAADLLEK 2777.0600 1166.5587 24.5375 2725 2 583.7830 0.2808
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(1) 1425.6831 CILDWNNVYTK 326.3605 1425.6806 23.2107 1904 2 713.3439 ‐2.0179
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(1) 484.2225 CILD 98.1393 484.2235 23.1069 71731 1 484.2235 1.93
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(1) 997.4560 CILDWNNV 254.4864 997.4575 23.2400 6883 2 499.2324 0.4600
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 Carbamidomethyl+C(19) 2283.1413 IDSVSPLVWAVNHMQLFGCK 388.0573 2283.1316 25.3904 1091 3 761.7154 ‐4.3547
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 None 1405.6846 FTDVSKEIDSVSP 653.0016 1405.6908 22.5399 776 2 703.3491 4.45
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 244.8387 44622.3528 15 16.80 None 1148.5470 YEDAADLLEK 294.3954 1148.5494 22.2179 948 2 574.7783 1.04



NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 126.9186 44622.3528 15 16.80 None 1720.8640 FLADLASAIDEEDIAK 1650.1710 1720.8649 33.7811 4488 2 860.9361 0.8903
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 126.9186 44622.3528 15 16.80 Carbamidomethyl+C(20) 2430.1945 EIDSVSPLVWAVNHMQLFGCK 217.9549 2430.1992 32.5044 3552 3 810.7379 1.13
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 126.9186 44622.3528 15 16.80 Carbamidomethyl+C(1) 1425.6831 CILDWNNVYTK 656.9152 1425.6806 23.2107 1904 2 713.3439 ‐2.0708
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 126.9186 44622.3528 15 16.80 Carbamidomethyl+C(2) 1880.9647 LCLVLDHDNNVVEGKR 634.3833 1880.9683 25.6061 1508 2 940.9878 2.42
NP_191204.1 alpha soluble NSF attachment protein 1 Arabidopsis thaliana 126.9186 44622.3528 15 16.80 Carbamidomethyl+C(1) 997.4560 CILDWNNV 129.3046 997.4575 23.2400 6883 2 499.2324 0.3072
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 6961.3760 1903.8744 27.5815 19260 3 635.2963 ‐0.5202
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1927.8556 EADVDGDGQINYEEFVK 9529.3560 1927.8579 28.0563 18452 2 964.4326 1.21
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1568.7075 DTDSEEELKEAFR 17372.0000 1568.7095 24.1067 15504 3 523.5747 0.2630
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1827.8429 MKDTDSEEELKEAFR 2928.6520 1827.8443 22.9402 9999 3 609.9530 0.0771
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1809.9130 VFDKDQNGFISAAELR 1208.0880 1809.9089 30.8897 2844 2 905.4581 ‐1.7389
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1640.7472 MADQLTDDQISEFK 447.9938 1640.7426 19.4479 3066 2 820.8749 ‐2.6414
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGTI 1284.6780 4064.9383 24.8988 1318 3 1355.6510 15.2630
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1150.5739 EEELKEAFR 150.0833 1150.5692 22.3748 5625 2 575.7882 ‐4.8144
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1398.6536 GDGQINYEEFVK 189.1760 1398.6469 28.2631 1979 2 699.8271 ‐5.0308
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 1352.6329 DSEEELKEAFR 5371.8310 1352.6376 24.1043 1626 2 676.8224 3.1789
NP_191239.1 calmodulin 3 Arabidopsis thaliana 4182.8370 16876.7423 13 77.85 None 981.4524 DDQISEFK 245.1564 981.4526 19.4825 877 2 491.2299 ‐0.8198
NP_191239.1 calmodulin 3 Arabidopsis thaliana 614.6319 16876.7423 13 77.85 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 5146.7520 1903.8744 27.5815 19260 3 635.2963 ‐0.5101
NP_191239.1 calmodulin 3 Arabidopsis thaliana 614.6319 16876.7423 13 77.85 Carbamidomethyl+C(5) 1752.8255 DGDGCITTKELGTVMR 255.3350 1752.8647 28.8340 754 2 876.9360 22.7753
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 None 1490.7710 LAGQEFGTTTGRPR 1036.5930 1490.7754 20.3367 46486 3 497.5966 1.58
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 None 1886.9607 VGSGPFPTENLGTGGDLLR 3751.5750 1886.9598 30.7493 6387 2 943.9835 0.2351
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 Carbamidomethyl+C(13) 2077.0019 IGSLSQVSGVLGCQWGDEGK 272.2983 2077.0113 29.3532 6011 3 693.0086 4.0659
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 None 1420.7101 MSLSSLTLDSNPR 171.7120 1420.6975 30.0114 3255 2 710.8524 ‐9.1350
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 Carbamidomethyl+C(13) 2262.1183 IGSLSQVSGVLGCQWGDEGKGK 659.4984 2262.1049 26.8937 6093 2 1131.5561 ‐4.4818
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 None 2365.1533 FQGFKYTPEMLREEVEAYK 143.9348 2365.1388 38.2033 873 2 1183.0730 ‐4.4621
NP_191320.1 adenylosuccinate synthetase Arabidopsis thaliana 190.7560 53420.5783 7 6.73 None 1473.7445 LAGQEFGTTTGRPR 473.9148 1473.7534 21.4753 1811 3 491.9227 5.1302
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1645.8003 EGLPAFPMGNIDQTR 1729.4590 1645.8016 30.8697 16137 2 823.4044 0.9883
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 761.4040 DSLVEAK 426.2871 761.4033 21.4192 15787 1 761.4033 ‐0.4306
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(5) 1350.6682 NTVECITGTISR 2532.9370 1350.6700 23.1919 6746 2 675.8387 0.9153
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(8) 1086.5976 NISVVAVCPK 2495.2060 1086.6014 21.9235 4691 2 543.8044 2.98
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1980.0410 QIGVIGWGSQGPAQAQNLR 498.3445 1980.0307 26.7333 16313 3 660.6817 ‐5.7328
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 2213.0696 FYEKEGLPAFPMGNIDQTR 332.9780 2213.0276 39.6748 826 2 1107.0174 ‐17.6135
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 None 1452.6979 GWGSQGPAQAQNLR 345.8979 1452.6978 25.3047 3980 2 726.8525 ‐0.2308
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(7) 972.5547 ISVVAVCPK 239.9803 972.5577 20.8275 2171 2 486.7825 1.23
NP_191420.1 ketol acid reductoisomerase Arabidopsis thaliana 169.3203 64211.7382 9 7.45 Carbamidomethyl+C(8) 1069.5711 NISVVAVCPK 131.6737 1069.5678 22.7944 1816 2 535.2875 ‐4.0767
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1541.7702 IIMTMPSYTSLER 48777.5400 1541.7698 18.3032 83061 2 771.3885 ‐0.2570
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1347.7155 SFGAELVLTDPAK 55850.5900 1347.7153 29.0940 52590 2 674.3613 ‐0.4943
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 931.5611 TPLVFLNK 32496.5300 931.5593 17.0787 51018 2 466.2833 ‐3.0858
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1233.5667 EAEEMKPVSVD 46021.9200 1233.5678 18.8565 40564 2 617.2875 0.3029
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 Carbamidomethyl+C(5) 1297.6093 VTEGCEAYVAAK 32141.0500 1297.6114 16.5517 40205 2 649.3093 1.1341
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1469.7999 YLSSVLFDELRK 8998.3040 1469.7997 18.9109 33399 3 490.6048 ‐1.2388
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1400.7202 DRPAIAMIADAEK 13675.5800 1400.7187 24.8793 32236 2 700.8630 ‐1.3691
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1528.8152 DRPAIAMIADAEKK 10152.2200 1528.8164 23.0222 16792 3 510.2770 ‐0.2714
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1341.7049 YLSSVLFDELR 11822.1400 1341.7054 20.2815 14782 2 671.3563 ‐0.0085
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 816.4825 DASLLIGK 13010.6300 816.4825 22.0504 14577 1 816.4825 0.6203
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 2284.1386 TTLIEPTSGNMGISLAFMAAMK 3252.6790 2284.1347 22.3040 8230 2 1142.5710 ‐0.3461
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 Carbamidomethyl+C(8) 1374.6471 QEHFQPTCSIK 3459.3660 1374.6467 17.3820 6913 3 458.8871 ‐1.6116
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1656.9102 DRPAIAMIADAEKKK 869.5447 1656.9023 18.8542 2706 2 828.9548 ‐4.5469
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1065.5575 SSVLFDELR 430.7985 1065.5612 19.4922 6975 2 533.2842 2.75
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1001.4608 EAEEMKPVS 156.1830 1001.4644 19.8878 6860 1 1001.4644 4.14
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1184.5616 TMPSYTSLER 360.8451 1184.5603 18.3941 5211 2 592.7838 ‐1.7729
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 630.4185 SLLIGK 3057.0580 630.4183 22.0652 2860 1 630.4183 ‐0.2024
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1033.4870 EEMKPVSVD 221.4213 1033.4849 17.3546 2442 1 1033.4849 ‐0.6729
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 Carbamidomethyl+C(2) 968.4506 GCEAYVAAK 168.9810 968.4567 15.6151 2412 2 484.7320 5.73
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 952.4734 PSYTSLER 248.7506 952.4769 17.9262 1969 2 476.7421 2.36
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 733.4607 LVFLNK 371.7072 733.4596 17.0738 1811 1 733.4596 ‐1.0442
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1726.8325 PTSGNMGISLAFMAAMK 460.6008 1726.8311 23.6852 1403 2 863.9192 ‐0.4743
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1083.5139 MPSYTSLER 445.6264 1083.5113 18.2801 1314 1 1083.5113 ‐0.8433
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 830.5135 PLVFLNK 372.8745 830.5138 17.0761 1215 1 830.5138 1.1871
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 Carbamidomethyl+C(3) 1097.4932 EGCEAYVAAK 9541.9160 1097.4932 16.5631 915 1 1097.4932 1.84
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 1523.7596 IIMTMPSYTSLER 300.3012 1523.7634 17.2054 1591 2 762.3853 2.88
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 Carbamidomethyl+C(8) 1356.6365 QEHFQPTCSIK 283.5777 1356.6387 16.7961 1072 2 678.8230 1.57
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 9038.3070 40155.4964 43 33.97 None 2267.1120 TTLIEPTSGNMGISLAFMAAMK 657.8571 2267.1045 24.1537 2949 3 756.3730 ‐3.4321
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1541.7702 IIMTMPSYTSLER 50736.3100 1541.7698 18.3032 83061 2 771.3885 0.0826
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 931.5611 TPLVFLNK 68417.8000 931.5593 17.0787 51018 2 466.2833 ‐2.4838
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1469.7999 YLSSVLFDELRK 7257.9460 1469.7997 18.9109 33399 3 490.6048 ‐0.7853
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1341.7049 YLSSVLFDELR 9367.9890 1341.7052 20.2701 13832 2 671.3562 0.2585
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1745.9214 EGLMVGISSGANTVAAIR 1805.2740 1745.9211 18.3075 11384 2 873.4642 0.4574
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 2284.1386 TTLIEPTSGNMGISLAFMAAMK 3476.8820 2284.1347 22.3040 8230 2 1142.5710 ‐0.3256
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1347.7155 SFGAELVLTDPAK 2650.6320 1347.7257 17.8909 3949 2 674.3665 7.72
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1361.6617 KEAEEMKPVSVD 172.2798 1361.6774 17.7287 2031 2 681.3424 11.06
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1139.5952 GISLAFMAAMK 438.4690 1139.6038 17.7291 1393 2 570.3055 7.16
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 733.4607 LVFLNK 920.7618 733.4596 17.0738 1811 1 733.4596 ‐0.9033
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1216.6644 GISSGANTVAAIR 182.3988 1216.6661 17.0645 1418 2 608.8367 1.93
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1083.5139 MPSYTSLER 339.5615 1083.5113 18.2801 1314 1 1083.5113 ‐0.7817
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 830.5135 PLVFLNK 2448.8860 830.5138 17.0761 1215 1 830.5138 1.60
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 1523.7596 IIMTMPSYTSLER 146.8079 1523.7634 17.2054 1591 2 762.3853 2.62
NP_191703.1 cysteine synthase C1 Arabidopsis thaliana 5552.5750 40155.4964 43 33.97 None 913.5506 TPLVFLNK 178.0989 913.5462 17.5159 1542 2 457.2767 ‐5.3275
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1859.0498 AVPIPGSGLQLTNISHVR 13345.9800 1859.0485 17.8467 36031 3 620.3543 ‐1.3623
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 905.4761 AVTLDGMAK 7147.1700 905.4749 19.8479 13692 2 453.2411 ‐2.5030



NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1493.7231 STEQPPHVEGDAVK 11043.5000 1493.7272 15.9475 12253 3 498.5806 1.72
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 980.5047 FSEIVSGGGK 4078.3350 980.5054 17.5418 11048 2 490.7564 ‐0.3160
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1214.6375 TNLPEDLKER 11300.8100 1214.6393 18.3191 7631 2 607.8233 0.8628
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1200.6259 TVEIVHYDPK 409.7672 1200.6318 19.8578 10975 2 600.8195 4.02
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 2786.3744 TVWGNPANVANVVGGETFDVVLDNN 536.4701 2786.3944 23.9308 1044 3 929.4697 7.28
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1136.5834 EIKFELDDK 4870.7070 1136.5857 23.3358 6512 2 568.7965 1.40
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 Carbamidomethyl+C(11) 1647.8557 AVTLDGMAKLCAAAAGK 525.3448 1647.8683 26.3461 5759 2 824.4378 7.22
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1159.5742 QPPHVEGDAVK 225.9246 1159.5693 16.2959 14082 2 580.2883 ‐4.9147
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 545.3406 LKER 1165.3050 545.3436 18.0667 14064 1 545.3436 5.84
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 789.4101 EDLKER 969.3599 789.4056 18.3425 1012 1 789.4056 ‐5.1084
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1118.5728 EIKFELDDK 379.5483 1118.5750 22.6123 2145 2 559.7912 1.41
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 962.4942 FSEIVSGGGK 289.3723 962.4931 16.5710 1549 1 962.4931 0.0904
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 1555.5050 44100.9590 31 31.53 None 1197.6110 TNLPEDLKER 202.7724 1197.6071 18.3979 1444 2 599.3072 ‐3.8781
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 905.4761 AVTLDGMAK 6759.4510 905.4749 19.8479 13692 2 453.2411 ‐2.6773
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 980.5047 FSEIVSGGGK 4481.2070 980.5054 17.5418 11048 2 490.7564 ‐0.4728
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 1136.5834 EIKFELDDK 4666.1670 1136.5857 23.3358 6512 2 568.7965 1.1336
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 Carbamidomethyl+C(11) 1647.8557 AVTLDGMAKLCAAAAGK 474.0273 1647.8683 26.3461 5759 2 824.4378 7.13
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 2143.1030 DLLGWESKTNLPEDLKER 945.4091 2143.1225 32.6192 1578 3 715.0457 8.35
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 1007.5408 IKFELDDK 148.3892 1007.5363 22.0323 10226 2 504.2718 ‐5.6246
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 833.4363 SEIVSGGGK 4583.6880 833.4351 17.5404 1187 1 833.4351 ‐0.6908
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 260.2146 44100.9590 31 31.53 None 962.4942 FSEIVSGGGK 292.9048 962.4961 17.4964 799 2 481.7517 0.7508
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 1859.0498 AVPIPGSGLQLTNISHVR 18088.4900 1859.0485 17.8467 36031 3 620.3543 ‐0.9023
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 2786.3744 TVWGNPANVANVVGGETFDVVLDNN 1022.3470 2786.3730 21.3251 1986 2 1393.6901 1.20
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 1217.6525 AAKDLLGWESK 486.1396 1217.6460 16.3652 1207 2 609.3267 ‐5.3904
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 Carbamidomethyl+C(23) 2826.3033 DLSSMLTSAVANPEAASGNIFNCVSDR 315.5148 2826.2793 18.6887 6078 3 942.7646 ‐7.4269
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 2751.2984 YLAETFGNWASFRPQYMIGSGNNK 915.8245 2751.2939 21.5680 1993 3 917.7695 ‐0.6768
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 1331.6842 AALSSSSLFFSSK 299.7324 1331.6568 22.8328 1942 1 1331.6568 ‐18.0824
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 1857.9593 DLLGWESKTNLPEDLK 606.5527 1857.9665 19.7748 1901 3 619.9937 3.14
NP_191873.1 chloroplast stem loop binding protein 41 Arabidopsis thaliana 967.8298 44100.9590 31 31.53 None 2769.3478 TVWGNPANVANVVGGETFDVVLDNN 327.6967 2769.3558 23.2861 861 3 923.7901 3.40
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 1296.7886 DIALITGQKPIK 6358.2460 1296.7875 15.6958 5748 2 648.8974 ‐1.2988
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 1580.9119 IREDQPLGIAVTLR 1331.5840 1580.9074 27.9708 3647 3 527.6406 ‐3.8743
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 1202.5510 GDVMYSFLDR 1259.1120 1202.5534 30.0825 3068 2 601.7803 1.26
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 909.5880 LINLALPR 4082.5570 909.5871 17.7033 1929 2 455.2972 ‐2.1599
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 719.3756 GLEAAMK 172.6151 719.3564 17.6044 2684 1 719.3564 ‐26.4674
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 1633.8643 VSASGTVLVEKSEAEK 460.3062 1633.8767 26.9560 2540 3 545.2971 6.15
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 721.3628 IREDQP 195.2667 721.3616 25.9757 2240 1 721.3616 ‐1.3207
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 539.6985 28457.9123 10 16.79 None 1071.6045 VSASGTVLVEK 258.3207 1071.6051 26.2588 1512 1 1071.6051 2.1150
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 595.7236 28457.9123 10 16.79 None 1296.7886 DIALITGQKPIK 8744.2700 1296.7875 15.6958 5748 2 648.8974 ‐0.8538
NP_192040.1 50S ribosomal protein L5 Arabidopsis thaliana 595.7236 28457.9123 10 16.79 None 909.5880 LINLALPR 6393.5430 909.5871 17.7033 1929 2 455.2972 ‐1.5485
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 253085.3000 1924.9352 28.9112 565251 2 962.9712 ‐1.0780
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1633.7857 NPFGQVPAFEDGDLK 147606.0000 1633.7859 30.1488 481588 2 817.3966 0.3201
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1610.7657 YENQGTNLLQTDSK 178304.3000 1610.7657 20.4934 380258 2 805.8865 0.1469
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 964.5098 VLDVYEAR 66155.0600 964.5101 20.3656 296742 2 482.7587 ‐0.7732
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 995.5560 LAFEQIFK 94673.6100 995.5564 19.1091 236887 2 498.2819 ‐0.6084
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1188.6259 VNEWVAEITK 103300.9000 1188.6257 27.3020 231762 2 594.8165 ‐0.8481
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1455.7842 NLDFELVHVELK 44569.2600 1455.7847 32.4236 168114 3 485.9331 ‐0.8159
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 158143.2000 2792.3388 37.3268 109967 3 931.4511 0.7420
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1072.5898 AITQYIAHR 56411.3700 1072.5902 18.8120 53176 2 536.7987 ‐0.5203
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 3886.8770 3013.6041 22.8650 32959 4 754.1565 ‐1.3635
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 3141.6983 YLAGETFTLTDLHHIPAIQYLLGTPTKK 3302.7480 3141.7106 21.8203 14863 4 786.1831 2.27
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1155.6269 VFGHPASIATR 9905.0890 1155.6291 12.10 7825 2 578.3182 1.36
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 922.5720 VLIALHEK 35115.1400 922.5719 13.9224 5750 2 461.7896 ‐1.3107
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 748.3988 EPFLSR 2730.9150 748.3989 19.1871 4249 1 748.3989 0.5933
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 2266.1139 NPFGQVPAFEDGDLKLFESR 16611.9900 2266.1126 20.2505 30051 3 756.0424 ‐0.7027
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1078.6731 RVLIALHEK 8642.5910 1078.6768 18.5409 3947 2 539.8421 2.66
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 888.4686 TQYIAHR 8071.2970 888.4697 18.8167 15488 2 444.7385 ‐0.0144
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 659.3624 YIAHR 8597.8340 659.3629 18.8102 9285 1 659.3629 0.9140
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 446.2609 TPTK 96.7322 446.2611 21.0089 5090 1 446.2611 ‐0.2158
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1001.5527 ITQYIAHR 1715.7790 1001.5547 18.8175 4597 2 501.2810 0.9955
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 846.4720 WVAEITK 1377.2320 846.4725 27.3031 4561 1 846.4725 1.25
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1056.5585 FGHPASIATR 4789.7870 1056.5593 12.79 4378 2 528.7833 ‐0.1005
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 847.4308 LDVYEAR 182.5387 847.4284 21.5361 3995 1 847.4284 ‐2.1351
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 920.4108 YENQGTNL 248.3204 920.4147 21.5076 3477 2 460.7110 3.0809
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 787.4209 QYIAHR 1454.7660 787.4211 18.8120 3322 1 787.4211 0.7287
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1778.8331 SIYGLTTDEAVVAEEEA 247.6395 1778.8412 30.3722 3081 2 889.9243 5.0271
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 597.3355 ALHEK 22321.3700 597.3360 13.9175 2930 1 597.3360 0.7925
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 770.3944 QYIAHR 1958.1610 770.3913 18.7980 2855 1 770.3913 ‐3.5476
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 522.3035 FLSR 156.3860 522.3035 19.1904 2770 1 522.3035 ‐0.2699
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 715.4097 PASIATR 1735.1470 715.4113 12.19 2359 1 715.4113 2.69
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 851.4145 SIYGLTTD 128.7116 851.4098 27.1810 2131 1 851.4098 ‐4.7405
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 710.4196 IALHEK 2908.6550 710.4183 13.9186 1992 1 710.4183 ‐1.5157
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1519.7427 PFGQVPAFEDGDLK 219.4628 1519.7486 30.1975 1723 2 760.3779 3.54
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 2187.0573 AIMAIGMQVEDHQFDPVASK 1183.3440 2187.0643 37.3262 1661 2 1094.0358 4.46
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1318.6597 NQGTNLLQTDSK 883.5854 1318.6560 20.5004 1108 1 1318.6560 ‐0.4704
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 1871.8956 AIGMQVEDHQFDPVASK 2103.1240 1871.8858 37.3168 921 2 936.4465 ‐4.6417
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 81088.3200 24128.6155 85 83.96 None 823.5036 LIALHEK 1898.0990 823.5033 13.9266 767 2 412.2553 ‐1.7522
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1633.7857 NPFGQVPAFEDGDLK 200597.0000 1633.7859 30.1482 478054 2 817.3966 0.2867
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1610.7657 YENQGTNLLQTDSK 206440.7000 1610.7657 20.4927 377856 2 805.8865 0.1215
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 964.5098 VLDVYEAR 64888.6800 964.5101 20.3647 295226 2 482.7587 ‐0.9335



NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1188.6259 VNEWVAEITK 99386.9200 1188.6257 27.3020 231762 2 594.8165 ‐0.9563
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1455.7842 NLDFELVHVELK 63773.4600 1455.7847 32.4234 161529 3 485.9331 ‐0.5928
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 65870.0000 1924.9389 28.8613 62952 2 962.9731 0.9157
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1072.5898 AITQYIAHR 57676.8900 1072.5902 18.8120 53176 2 536.7987 ‐0.6555
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 12287.7600 2792.3397 37.3734 24659 3 931.4514 0.6687
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 922.5720 VLIALHEK 15039.7500 922.5716 19.9735 15066 2 461.7894 ‐1.8287
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1155.6269 VFGHPASIATR 2839.8900 1155.6283 18.1566 6989 2 578.3178 0.3743
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1078.6731 RVLIALHEK 15974.3300 1078.6768 18.5409 3947 2 539.8421 2.27
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 752.3573 DVYEAR 17182.5000 752.3577 20.3637 46275 1 752.3577 0.8728
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 865.4414 LDVYEAR 3266.1300 865.4420 20.3632 22840 1 865.4420 1.90
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 888.4686 TQYIAHR 2991.5570 888.4697 18.8167 15488 2 444.7385 ‐0.1927
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 659.3624 YIAHR 7576.3770 659.3629 18.8102 9285 1 659.3629 0.9075
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 597.3355 ALHEK 3684.8600 597.3351 19.9680 8691 1 597.3351 ‐0.8121
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 538.2620 YEAR 4719.9410 538.2623 20.3678 7581 1 538.2623 0.2100
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 975.5146 EWVAEITK 4143.0030 975.5136 27.3003 6023 1 975.5136 0.2922
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 710.4196 IALHEK 2097.6150 710.4193 19.9716 5700 1 710.4193 ‐0.0433
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1001.5527 ITQYIAHR 796.3840 1001.5547 18.8175 4597 2 501.2810 0.8437
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 846.4720 WVAEITK 1012.9990 846.4725 27.3031 4561 1 846.4725 1.89
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 920.4108 YENQGTNL 321.1772 920.4147 21.5076 3477 2 460.7110 2.01
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 787.4209 QYIAHR 431.9492 787.4211 18.8120 3322 1 787.4211 0.7516
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 770.3944 QYIAHR 597.1642 770.3913 18.7980 2855 1 770.3913 ‐3.5286
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1391.6536 TTDEAVVAEEEAK 110.6758 1391.6611 26.6023 2724 3 464.5585 4.98
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 823.5036 LIALHEK 1100.7330 823.5039 19.9698 2719 2 412.2556 ‐1.2128
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1076.5582 GTNLLQTDSK 1014.9640 1076.5592 20.4958 2450 1 1076.5592 2.12
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 715.4097 PASIATR 473.7782 715.4108 18.1547 2262 1 715.4108 1.64
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 1113.6303 FELVHVELK 1240.1420 1113.6317 32.4069 1637 2 557.3195 0.3874
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 48788.6800 24128.6155 85 83.96 None 946.4993 VLDVYEAR 344.7806 946.5005 20.7008 10208 2 473.7539 0.0199
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 995.5560 LAFEQIFK 77688.8800 995.5564 19.1091 236887 2 498.2819 ‐0.0339
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 2792.3382 NISQYAIMAIGMQVEDHQFDPVASK 72374.6800 2792.3378 21.2290 183608 3 931.4508 0.8668
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 3013.6033 YLAGETFTLTDLHHIPAIQYLLGTPTK 4237.9900 3013.6041 22.8650 32959 4 754.1565 0.2490
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1924.9386 SIYGLTTDEAVVAEEEAK 10144.7700 1924.9356 17.5922 26387 2 962.9714 ‐0.6931
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1455.7842 NLDFELVHVELK 7636.3420 1455.7859 19.1980 16768 2 728.3966 1.64
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 3141.6983 YLAGETFTLTDLHHIPAIQYLLGTPTKK 2156.5420 3141.7106 21.8203 14863 4 786.1831 3.54
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1155.6269 VFGHPASIATR 13372.5300 1155.6291 12.10 7825 2 578.3182 1.92
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 922.5720 VLIALHEK 24374.2900 922.5719 13.9224 5750 2 461.7896 ‐0.7049
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 964.5098 VLDVYEAR 2056.7590 964.5096 14.1138 1371 2 482.7584 ‐0.7347
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 2266.1139 NPFGQVPAFEDGDLKLFESR 17044.5800 2266.1126 20.2505 30051 3 756.0424 ‐0.2358
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1056.5585 FGHPASIATR 3675.6160 1056.5593 12.79 4378 2 528.7833 0.4478
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 597.3355 ALHEK 13824.3800 597.3360 13.9175 2930 1 597.3360 0.9643
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 715.4097 PASIATR 1286.1320 715.4113 12.19 2359 1 715.4113 2.19
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1391.6536 TTDEAVVAEEEAK 961.6001 1391.6532 16.2666 2254 2 696.3302 ‐0.2043
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 710.4196 IALHEK 2085.7960 710.4183 13.9186 1992 1 710.4183 ‐1.3696
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 2565.2112 SQYAIMAIGMQVEDHQFDPVASK 245.9679 2565.2087 17.2468 909 3 855.7411 ‐0.2682
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 823.5036 LIALHEK 998.5910 823.5033 13.9266 767 2 412.2553 ‐1.1038
NP_192161.1 glutathione S transferase F2 Arabidopsis thaliana 15293.5100 24128.6155 85 83.96 None 1437.7736 NLDFELVHVELK 992.0654 1437.7732 20.6588 7143 2 719.3902 ‐0.1382
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1632.7938 LMDAVDEYIPDPVR 8543.6520 1632.7922 31.6219 8232 2 816.8997 ‐0.8125
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1588.7925 GSALSALQGTNDEIGR 1804.6230 1588.7914 24.9713 7525 2 794.8994 ‐0.6163
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 2113.0733 VDVVDDPELLELVEMELR 2179.7840 2113.0723 42.8211 5009 2 1057.0398 0.6598
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1021.5201 AIAFDEIDK 264.4094 1021.5140 20.6946 22258 2 511.2606 ‐7.0817
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 705.3777 TADITGK 222.8770 705.3601 17.9657 2192 1 705.3601 ‐24.6657
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1726.8646 FEAEIYVLTKDEGGR 230.2288 1726.8290 22.3327 1068 2 863.9181 ‐20.2985
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1575.7901 AIAFDEIDKAPEEK 443.1934 1575.7790 26.0699 2010 2 788.3931 ‐7.0003
NP_192202.1 putative elongation factor Tu Arabidopsis thaliana 429.7676 49638.0295 8 10.57 None 1571.7660 GSALSALQGTNDEIGR 416.4573 1571.7696 24.8689 811 2 786.3884 2.78
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1504.7966 GLLTSVQDTASSVAR 7651.6800 1504.7958 28.5283 27059 2 752.9015 ‐0.5698
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 2240.0677 VDEISQTIDSDSFTVQNSVR 697.9538 2240.0609 28.8417 16077 3 747.3585 ‐3.2146
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1297.6634 VFASSSTVSVADK 3900.3590 1297.6660 19.5598 5308 2 649.3366 1.81
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 2229.1074 FSLPSDNTQSWLLTTYLDK 4277.2080 2229.1006 21.6624 3358 2 1115.0539 ‐1.7979
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1695.9064 NPTPAPNEALFLLNGK 256.4099 1695.9355 19.2511 5793 3 565.9834 16.2781
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1528.7714 TLNPSSSNTKHQSK 163.3842 1528.7687 19.8078 1247 3 510.2611 ‐2.8729
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1051.5266 ASSSTVSVADK 513.0909 1051.5283 20.1931 3689 2 526.2678 0.6990
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1510.7608 TLNPSSSNTKHQSK 136.5054 1510.7540 18.5539 5576 2 755.8806 ‐4.5959
NP_192311.1 fibrillin Arabidopsis thaliana 842.0452 35005.5075 16 23.27 None 1486.7860 GLLTSVQDTASSVAR 370.3070 1486.7786 29.1189 2111 2 743.8929 ‐5.0689
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1504.7966 GLLTSVQDTASSVAR 6481.3130 1504.7958 28.5283 27059 2 752.9015 ‐0.6041
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 2240.0677 VDEISQTIDSDSFTVQNSVR 1238.0690 2240.0609 28.8417 16077 3 747.3585 ‐3.3674
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1297.6634 VFASSSTVSVADK 2779.0350 1297.6660 19.5598 5308 2 649.3366 1.54
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1197.5746 SLADSLYGTDR 900.4687 1197.5722 22.9526 5843 2 599.2897 ‐2.7784
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1562.7485 FAGPFSTTSFSTNAK 738.3546 1562.7353 29.9611 4170 2 781.8713 ‐8.4509
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1051.5266 ASSSTVSVADK 343.8793 1051.5283 20.1931 3689 2 526.2678 0.5588
NP_192311.1 fibrillin Arabidopsis thaliana 571.0626 35005.5075 16 23.27 None 1328.5794 FAGPFSTTSFSTN 485.6670 1328.5756 29.6764 1652 2 664.7914 ‐3.3281
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1261.6324 AWPYVQNDLR 22743.7900 1261.6323 26.5882 83919 2 631.3198 ‐0.5661
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1563.8166 FYIQPLSPTEAAAR 13629.8800 1563.8122 17.4352 38636 2 782.4098 ‐2.7336
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1539.7802 LFQTIDNLDYAAR 12285.7700 1539.7794 17.8326 35228 2 770.3933 ‐0.5207
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1687.8537 YYSETVSSLNNVLAK 14536.6600 1687.8540 17.2994 24928 2 844.4306 0.4149
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1348.7471 YDLNTVISAKPK 1930.7770 1348.7461 23.7194 3032 3 450.2535 ‐2.0656
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1457.7455 AQQNVSVPESSRR 428.2295 1457.7680 35.8021 2490 2 729.3876 15.2717
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1104.5830 AQAVTSMAGLR 419.9903 1104.5645 20.5849 1813 2 552.7859 ‐17.5183
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 1941.0512 TGLVIRAQQNVSVPESSR 924.7034 1941.0401 22.6678 2320 4 486.0155 ‐7.7366
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 742.4822 VISAKPK 161.7606 742.4821 24.7621 1486 1 742.4821 0.3575
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3637.0280 24643.0476 27 40.87 None 824.4261 AQQNVSVP 72.3559 824.4225 34.6612 1199 1 824.4225 ‐3.6070



NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1261.6324 AWPYVQNDLR 40866.7900 1261.6324 26.5866 81992 2 631.3199 ‐0.5675
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1991.9781 VGGPPLPSGGLPGTDNSDQAR 2855.3190 1991.9774 24.4747 20151 2 996.4923 0.5382
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1348.7471 YDLNTVISAKPK 2242.5230 1348.7461 23.7194 3032 3 450.2535 ‐1.7865
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1539.7802 LFQTIDNLDYAAR 218.3495 1539.7585 36.3495 2269 2 770.3829 ‐14.1313
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 2068.0709 DLTAKLFQTIDNLDYAAR 319.6311 2068.0665 32.4063 3298 3 690.0270 ‐2.5966
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1941.0512 TGLVIRAQQNVSVPESSR 1204.4200 1941.0401 22.6678 2320 4 486.0155 ‐8.1994
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1439.7350 RAQQNVSVPESSR 840.9946 1439.7386 23.9051 5211 2 720.3729 2.25
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1343.6842 DLTAKLFQTIDN 188.3196 1343.6791 31.7545 1574 2 672.3432 ‐4.2213
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 742.4822 VISAKPK 125.9031 742.4821 24.7621 1486 1 742.4821 0.3701
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 937.4374 DNLDYAAR 134.1574 937.4394 35.8568 1035 1 937.4394 3.71
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 2222.6370 24643.0476 27 40.87 None 1974.9516 VGGPPLPSGGLPGTDNSDQAR 442.8050 1974.9494 24.0774 5274 3 658.9880 ‐1.6101
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 1563.8166 FYIQPLSPTEAAAR 15569.7100 1563.8122 17.4352 38636 2 782.4098 ‐2.4034
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 1539.7802 LFQTIDNLDYAAR 19753.8200 1539.7789 17.8110 33535 2 770.3931 ‐0.4682
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 1687.8537 YYSETVSSLNNVLAK 14187.6700 1687.8540 17.2994 24928 2 844.4306 0.6917
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 1261.6324 AWPYVQNDLR 2216.1850 1261.6321 16.8270 3111 2 631.3197 ‐0.2898
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 1348.7471 YDLNTVISAKPK 506.6811 1348.7459 15.4455 2092 3 450.2535 ‐1.7713
NP_192427.1 photosystem II subunit Q 2 Arabidopsis thaliana 3115.3400 24643.0476 27 40.87 None 2068.0709 DLTAKLFQTIDNLDYAAR 1035.4680 2068.0809 19.8656 19954 3 690.0318 4.35
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1539.8377 VLSDVGDIPVQEIR 1719.0590 1539.8377 28.0601 9663 2 770.4225 ‐0.0011
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1401.7332 SLPTSLVETGQNR 1190.6710 1401.7311 21.8813 9363 2 701.3692 ‐1.7443
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 2791.4373 DVLNILHNLQGDLVGADVVEYNPQR 2038.3290 2791.4339 23.1734 7019 3 931.1495 ‐0.6865
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1339.5868 DTADDMTAMVAAK 2022.5810 1339.5869 23.8657 5160 2 670.2971 ‐0.3012
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1100.6674 VIDASLTLIR 2640.3120 1100.6665 17.7240 4591 2 550.8369 ‐1.6189
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 803.4006 EGREQGK 271.7774 803.4165 33.0061 1536 1 803.4165 20.3548
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1631.8024 GDLVGADVVEYNPQR 239.1059 1631.8111 24.2594 1274 3 544.6086 4.80
NP_192626.1 arginine amidohydrolase Arabidopsis thaliana 421.8107 38094.5677 8 21.80 None 1383.7227 SLPTSLVETGQNR 297.5123 1383.7250 21.4898 1507 2 692.3661 1.22
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 None 1930.9968 AENEGLSDGLSLIEEVKK 4032.1070 1930.9979 31.1212 10288 3 644.3375 0.0282
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 None 1254.6035 LALNDAMTYDK 10892.9600 1254.6036 24.3186 6895 2 627.8055 ‐0.3854
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 None 2303.1401 SRETVSQTDYEVDLITAFTK 1587.9520 2303.1409 34.6270 6421 3 768.3852 0.2561
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 None 1041.5728 FTYLASAIR 1883.7410 1041.5743 16.5920 6420 2 521.2908 0.5296
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 None 1049.5296 ATVQEMKDK 377.5878 1049.5286 19.5202 18286 1 1049.5286 0.5269
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 756.8481 38105.1038 12 16.62 Carbamidomethyl+C(3) 2288.1016 LSCLGQQINFEAYTYPVER 717.0949 2288.0507 24.0646 950 3 763.3551 ‐22.3579
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 1041.5728 FTYLASAIR 11526.8800 1041.5743 16.5920 6420 2 521.2908 1.0843
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 1888.0175 GGPISYADIIQLAGQSAVK 179.8457 1888.0081 23.0799 3957 2 944.5077 ‐4.1469
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 2303.1401 SRETVSQTDYEVDLITAFTK 256.3987 2303.1697 22.4687 13915 3 768.3947 13.2022
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 3200.5719 GGVSFLSTVPSFTNTTNHQHLTTLSSSS 425.9393 3200.5479 22.5241 2425 3 1067.5208 ‐5.9301
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 2716.4338 DVLKLAGTAVGMELIGNGFINNVGDA 892.9498 2716.4302 25.4862 825 3 906.1482 ‐0.4192
NP_192640.1 thylakoid lumenal protein Arabidopsis thaliana 358.3527 38105.1038 12 16.62 None 2285.1296 SRETVSQTDYEVDLITAFTK 240.2894 2285.1273 22.8532 1200 2 1143.0673 0.3759
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1181.6888 LEAPQLAQIAK 14092.6400 1181.6913 25.7253 26150 2 591.3493 1.72
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1145.6161 LTDTQLAEVR 6057.5900 1145.6172 20.5403 24663 2 573.3123 0.2767
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 3188.2920 2636.3594 22.5718 12356 3 879.4580 ‐0.1391
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1028.6350 INIVTEIVK 6052.7780 1028.6338 17.8655 11934 2 514.8205 ‐2.1303
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1041.5251 EFELVYNK 3157.3030 1041.5269 24.6184 9464 2 521.2671 0.7948
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 2189.0945 SSSLQSHTSNFLNVLVDANR 2457.0870 2189.0931 19.3077 8102 3 730.3692 ‐0.8919
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 2051.1423 INIVTEIVKEFELVYNK 1565.1420 2051.1407 25.4470 2406 3 684.3851 ‐1.1930
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1971.0281 QLEDIASQLELGEIQLAT 1403.3910 1971.0152 38.3899 4899 2 986.0112 ‐5.7463
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 929.5302 QVIDDIVK 353.9144 929.5311 24.9658 987 1 929.5311 1.76
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1664.8160 RNDTMELTVTDIEK 1778.1140 1664.8164 25.2804 5042 3 555.6103 ‐0.6729
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 523.2875 VYNK 65.4678 523.2866 23.6537 2946 1 523.2866 ‐1.9786
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 915.5510 NIVTEIVK 341.3454 915.5511 17.6627 1425 2 458.2792 ‐1.0173
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 868.5251 PQLAQIAK 2739.1490 868.5288 25.7210 868 1 868.5288 5.1862
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 2019.2340 25668.6132 27 51.71 None 1954.0015 QLEDIASQLELGEIQLAT 630.8065 1954.0035 37.0715 5239 2 977.5054 1.19
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 1181.6888 LEAPQLAQIAK 17246.5300 1181.6913 25.7253 26150 2 591.3493 1.74
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 1145.6161 LTDTQLAEVR 3501.2650 1145.6172 20.5403 24663 2 573.3123 0.1585
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 1041.5251 EFELVYNK 4504.8650 1041.5269 24.6184 9464 2 521.2671 0.6523
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 1971.0281 QLEDIASQLELGEIQLAT 751.0098 1971.0152 38.3899 4899 2 986.0112 ‐5.6717
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 816.4574 TQLAEVR 175.0635 816.4550 21.4311 4692 1 816.4550 ‐2.2804
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 523.2875 VYNK 104.9627 523.2866 23.6537 2946 1 523.2866 ‐2.0163
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 931.4843 DTQLAEVR 143.7943 931.4851 20.5345 1262 1 931.4851 1.89
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 1172.1430 25668.6132 27 51.71 None 1954.0015 QLEDIASQLELGEIQLAT 633.0601 1954.0030 37.0899 1895 2 977.5052 1.71
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 764.1738 25668.6132 27 51.71 None 2636.3606 LEQVFSDPQVLNFFANPTITVEK 1863.6210 2636.3594 22.5718 12356 3 879.4580 0.3341
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 764.1738 25668.6132 27 51.71 None 1028.6350 INIVTEIVK 7099.0000 1028.6338 17.8655 11934 2 514.8205 ‐1.5700
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 764.1738 25668.6132 27 51.71 None 2189.0945 SSSLQSHTSNFLNVLVDANR 2802.6150 2189.0931 19.3077 8102 3 730.3692 ‐0.4262
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 764.1738 25668.6132 27 51.71 None 2051.1423 INIVTEIVKEFELVYNK 941.7695 2051.1407 25.4470 2406 3 684.3851 ‐0.7296
NP_192703.1 F type H transporting ATPase subunit delta Arabidopsis thaliana 764.1738 25668.6132 27 51.71 None 2172.0680 SSSLQSHTSNFLNVLVDANR 138.8412 2172.0541 20.9104 11097 2 1086.5307 ‐5.1548
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1308.0840 30213.7516 5 16.43 None 1158.6517 IFLPDGLLDR 16076.6900 1158.6522 19.7006 18622 2 579.8298 0.2374
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1308.0840 30213.7516 5 16.43 None 1696.8905 TGALLLDGNTLNYFGK 8643.9290 1696.8896 19.8634 17369 2 848.9485 0.0749
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1308.0840 30213.7516 5 16.43 None 2125.1036 HLSDPFGNNLLTVIAGTAER 3359.6790 2125.1033 21.5690 12233 3 709.0393 ‐0.0313
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1308.0840 30213.7516 5 16.43 None 785.4152 PDGLLDR 418.5175 785.4142 19.7282 7130 1 785.4142 ‐0.5615
NP_192772.1 chlorophyll a b binding protein CP26 Arabidopsis thaliana 1308.0840 30213.7516 5 16.43 None 717.3890 IAGTAER 187.5723 717.3889 22.9130 3008 1 717.3889 0.3643
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 1344.7634 TFIAIKPDGVQR 34166.9400 1344.7645 22.7006 17138 3 448.9264 ‐0.2313
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 887.4945 GDLAVTVGR 5538.6050 887.4927 19.1576 10874 2 444.2500 ‐3.4594
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 1231.7045 VIVPSKDFAQK 6942.7710 1231.7063 19.5545 6029 2 616.3568 0.7973
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 1151.6208 IPLYASNFAR 973.8630 1151.6169 19.0623 5735 2 576.3121 ‐4.1767
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 1038.5367 PLYASNFAR 152.3794 1038.5385 20.5964 7667 2 519.7729 0.6231
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 671.3471 PDGVQR 753.8833 671.3475 22.6928 2453 1 671.3475 0.7734
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 602.3620 AVTVGR 1565.2260 602.3632 19.1587 2319 1 602.3632 1.85
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 1019.5520 VPSKDFAQK 646.1169 1019.5542 19.5500 1089 2 510.2808 1.0525
NP_192839.1 nucleoside diphosphate kinase 3 Arabidopsis thaliana 2293.9490 25848.5057 9 17.65 None 983.5633 AIKPDGVQR 446.4651 983.5623 22.6890 803 2 492.2848 ‐2.1673
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 4827.4680 1190.5851 17.7412 21964 2 595.7962 0.7770



NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 1444.7464 VLQAQDDIVNAMK 8114.6500 1444.7463 26.2147 20781 2 722.8768 ‐0.2566
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(6) 1129.6398 DLIVQCLLR 19917.2500 1129.6398 19.7520 13536 2 565.3235 ‐0.8063
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 1165.6212 VHAPEVAVDTK 18549.7800 1165.6239 17.3816 5094 2 583.3156 1.52
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 1054.6619 LKEPSVLLR 2843.2600 1054.6627 22.3178 3680 2 527.8350 ‐0.1390
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 2671.2440 2609.2432 36.5241 2822 4 653.0663 ‐0.5363
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 902.4876 QIQQMVR 529.3979 902.4763 22.3618 2803 1 902.4763 ‐11.5689
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 1585.7857 DLLNVSRDEYAYK 431.3823 1585.7620 33.1406 1644 2 793.3847 ‐14.8224
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(6) 2192.1129 DGKIVCENTLDARLDVAFR 609.2457 2192.1137 21.7144 1210 3 731.3761 0.1613
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(9)
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 None 929.4938 APEVAVDTK 435.6378 929.4935 19.3937 1624 2 465.2504 ‐1.4750
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 2753.9550 26288.1451 22 53.04 Carbamidomethyl+C(1) 978.4310 CENTLDAR 374.1057 978.4311 17.7473 1260 1 978.4311 1.38
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 Carbamidomethyl+C(3) 1190.5834 IVCENTLDAR 4377.5870 1190.5851 17.7412 21964 2 595.7962 0.6693
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 1444.7464 VLQAQDDIVNAMK 4036.6730 1444.7463 26.2147 20781 2 722.8768 ‐0.3049
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 1054.6619 LKEPSVLLR 4999.0370 1054.6627 22.3178 3680 2 527.8350 ‐0.2784
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 Carbamidomethyl+C(1) 2609.2400 CREEDLGLVEAVLDDAKEEYAGK 1078.4520 2609.2432 36.5241 2822 4 653.0663 ‐0.5478
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 1297.6205 IDYSMQLNASR 3128.7290 1297.6219 22.8933 3074 2 649.3146 0.5683
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 1958.0012 VLQAQDDIVNAMKDQAAK 305.4024 1957.9657 35.0814 2996 2 979.4865 ‐17.2810
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 2099.0404 DQAAKDLLNVSRDEYAYK 397.8426 2098.9896 32.0937 1697 2 1049.9984 ‐23.0670
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 1585.7857 DLLNVSRDEYAYK 195.5068 1585.7620 33.1406 1644 2 793.3847 ‐14.8378
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 None 401.2871 LLR 137.7961 401.2875 23.0943 2630 1 401.2875 0.2677
NP_192853.1 V type proton ATPase subunit E1 Arabidopsis thaliana 937.6711 26288.1451 22 53.04 Carbamidomethyl+C(1) 978.4310 CENTLDAR 133.9681 978.4311 17.7473 1260 1 978.4311 1.04
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 332.9108 23108.7107 5 11.87 None 1527.8013 EGEPSIAPSLTLTGR 3806.5560 1527.8018 27.3021 6564 2 764.4045 0.2753
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 332.9108 23108.7107 5 11.87 None 1156.5593 SSFSSASLSQR 298.0818 1156.5634 18.9296 1198 2 578.7853 2.45
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 332.9108 23108.7107 5 11.87 None 883.5360 TAVNPLLR 1566.2800 883.5319 21.6304 3474 2 442.2696 ‐5.8789
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 332.9108 23108.7107 5 11.87 None 401.2871 LLR 43.3376 401.2875 23.0943 2630 1 401.2875 0.3334
NP_193016.1 photosystem I subunit L Arabidopsis thaliana 332.9108 23108.7107 5 11.87 None 1139.5327 SSFSSASLSQR 153.1682 1139.5302 20.8287 1378 1 1139.5302 ‐0.4265
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 1517.7707 NAVFGDSSALAPGGVR 7694.5940 1517.7706 25.4901 19026 2 759.3889 ‐0.1312
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 1351.7038 ANAVALGNYLMSK 3958.7820 1351.7047 17.7370 10124 2 676.3560 0.2968
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 Carbamidomethyl+C(4) 1206.6300 LLICGGSAYPR 4916.4710 1206.6297 15.3691 7565 2 603.8185 ‐0.8501
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 1618.8363 ISATSIYFESLPYK 1539.2980 1618.8354 18.9968 6741 2 809.9213 ‐0.4068
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 992.4796 YSEGIPGNR 6320.4650 992.4811 16.0101 3022 2 496.7442 0.4995
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 903.4717 IGAPAMTSR 7551.8210 903.4739 16.7192 1779 2 452.2406 1.71
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 644.3726 GLVNNK 122.2479 644.3767 21.9082 3204 1 644.3767 6.62
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 831.2593 52174.2496 14 17.62 None 1334.6773 ANAVALGNYLMSK 246.6417 1334.6837 17.0247 2444 2 667.8455 4.99
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 868.1410 52174.2496 14 17.62 None 1517.7707 NAVFGDSSALAPGGVR 14584.9400 1517.7706 25.4901 19026 2 759.3889 ‐0.1625
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 868.1410 52174.2496 14 17.62 Carbamidomethyl+C(2)
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 868.1410 52174.2496 14 17.62 None 903.4717 IGAPAMTSR 11168.5000 903.4739 16.7192 1779 2 452.2406 1.1323
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 868.1410 52174.2496 14 17.62 None 1351.7038 ANAVALGNYLMSK 544.5678 1351.7021 21.1015 2875 2 676.3547 ‐1.7481
NP_193129.1 serine hydroxymethyltransferase 4 Arabidopsis thaliana 868.1410 52174.2496 14 17.62 None 3039.4979 MEPVSSWGNTSLVSVDPEIHDLIEKEK 635.5023 3039.4584 35.8456 2777 4 760.6201 ‐14.3239
NP_193204.1 ATP sulfurylase Arabidopsis thaliana 179.7276 52086.8916 3 6.45 None 853.4488 LLEMGYK 8611.9500 853.4490 21.5462 4796 2 427.2281 ‐1.0566
NP_193204.1 ATP sulfurylase Arabidopsis thaliana 179.7276 52086.8916 3 6.45 None 2413.2081 INAGANFYIVGRDPAGMGHPVEK 996.9656 2413.1992 18.4172 1812 3 805.0713 ‐3.6221
NP_193204.1 ATP sulfurylase Arabidopsis thaliana 179.7276 52086.8916 3 6.45 None 854.4189 GMGHPVEK 262.4181 854.4198 19.4371 2193 1 854.4198 1.25
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1707.8912 IDGFVSGIGTGGTITGAGK 11136.1700 1707.8906 17.1078 31445 2 854.4489 ‐0.0627
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1449.7440 LIITMPASMSTER 11226.3900 1449.7438 17.8696 17707 2 725.3755 ‐0.3120
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1473.7373 IHYETTGPEIWK 2295.6500 1473.7372 24.1897 16450 2 737.3722 ‐0.1701
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 2135.1495 LYGVEPVESAILSGGKPGPHK 2768.8990 2135.1496 17.4413 14779 3 712.3880 ‐0.2854
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(7) 1310.5789 LEMMEPCSSVK 10807.7400 1310.5806 22.3862 12768 2 655.7939 0.8478
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1382.7467 LFVAIFPSFGER 23403.5700 1382.7457 21.7384 12616 2 691.8765 ‐1.0160
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1285.6787 YLSTVLFDATR 3086.5560 1285.6777 18.6392 9722 2 643.3425 ‐1.2615
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 998.4135 EAEAMTFEA 2243.7130 998.4130 24.5532 8639 1 998.4130 0.7833
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 1413.7736 YLSTVLFDATRK 2183.6780 1413.7745 17.3891 8081 3 471.9297 ‐0.6535
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 None 3586.8309 IQGIGAGFIPSVLNVDLIDEVVQVSSDES 5052.9680 3586.8266 48.5218 2579 3 1196.2804 0.3650
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(21) 2972.5510 DVTELIGNTPLVYLNNVAEGCVGRVAA 1843.9720 2972.5487 22.9568 3178 3 991.5211 0.0105
NP_193224.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 3400.9420 33919.2387 12 53.11 Carbamidomethyl+C(21) 2954.5405 DVTELIGNTPLVYLNNVAEGCVGRVAA 1123.8990 2954.5376 22.1893 3675 3 985.5174 ‐0.2227
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 1458.7700 LYDPNQAALNALR 14708.7800 1458.7693 26.6733 45382 2 729.8883 ‐0.6042
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 1042.5316 AFYTNLASR 10236.9900 1042.5331 22.4878 33906 2 521.7702 0.5170
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 2043.0334 SWLQNNVLNYYPAVSFK 10339.9200 2043.0294 21.0336 28833 2 1022.0184 ‐1.0309
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 1710.9385 NTGIEVIIGVPNTDLR 15327.0100 1710.9407 32.4869 15993 2 855.9740 1.80
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 1791.8258 GVETYLFAMFDENQK 3264.2410 1791.8263 22.1554 8211 2 896.4168 0.7518
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 2172.0972 GYQNLFDALLDVVYSAVER 1575.1920 2172.1004 25.7758 3551 2 1086.5538 2.15
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 932.4796 SLTNPSSAR 178.9741 932.4763 17.3312 2699 1 932.4763 ‐2.4164
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 561.2991 SAVER 58.5389 561.3016 24.9381 16895 1 561.3016 4.61
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 824.4261 YTNLASR 513.3568 824.4251 22.4871 2975 1 824.4251 ‐0.5259
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 971.4945 FYTNLASR 123.8549 971.4954 22.1073 2529 1 971.4954 2.1673
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 661.3628 TNLASR 420.7591 661.3637 22.4839 2405 1 661.3637 1.76
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 611.2936 SWLQN 69.2516 611.2963 22.8479 1987 1 611.2963 4.70
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 2281.5730 37768.5905 28 28.49 None 982.4299 AMFDENQK 169.3172 982.4271 22.6343 767 2 491.7172 ‐3.8493
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 1458.7700 LYDPNQAALNALR 15169.9200 1458.7693 26.6733 45382 2 729.8883 ‐0.6493
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 1042.5316 AFYTNLASR 14723.8400 1042.5331 22.4878 33906 2 521.7702 0.3747
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 1710.9385 NTGIEVIIGVPNTDLR 20360.5100 1710.9407 32.4794 10566 2 855.9740 1.03
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 932.4796 SLTNPSSAR 274.7339 932.4763 17.3312 2699 1 932.4763 ‐2.3603
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 2299.1605 DISLSYALFTSPSVVVWDGSR 322.6537 2299.1290 40.4688 1857 2 1150.0681 ‐12.1641
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 1604.8139 NVYDALRGANLQDR 750.5744 1604.8096 21.5871 5107 3 535.6081 ‐3.5149
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 824.4261 YTNLASR 730.2245 824.4251 22.4871 2975 1 824.4251 ‐0.4946
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 661.3628 TNLASR 935.0569 661.3637 22.4839 2405 1 661.3637 1.15
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1932.3840 37768.5905 28 28.49 None 1441.7434 LYDPNQAALNALR 401.8190 1441.7393 26.4225 952 2 721.3733 ‐3.0821
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 2043.0334 SWLQNNVLNYYPAVSFK 16520.3700 2043.0294 21.0336 28833 2 1022.0184 ‐0.9067
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 1710.9385 NTGIEVIIGVPNTDLR 10289.4700 1710.9364 19.2967 11427 2 855.9719 ‐0.6150



NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 1791.8258 GVETYLFAMFDENQK 1158.7790 1791.8263 22.1554 8211 2 896.4168 0.9839
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 2172.0972 GYQNLFDALLDVVYSAVER 1378.2060 2172.1004 25.7758 3551 2 1086.5538 2.01
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 811.4349 YPAVSFK 120.1528 811.4349 19.1070 18149 1 811.4349 0.7546
NP_193361.4 putative beta 1 3 endoglucanase that interacts with the 30C02 cyst nematode effect 1421.6440 37768.5905 28 28.49 None 1692.9279 NTGIEVIIGVPNTDLR 157.0699 1692.9362 17.2296 1116 2 846.9718 5.60
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1681.9483 ILDEALAGDNVGLLLR 57983.2900 1681.9485 20.3154 62986 2 841.4779 0.3610
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1810.8817 GITINTATVEYETENR 53819.4800 1810.8831 25.7845 58124 2 905.9452 1.74
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1157.6525 VGETVDLVGLR 66943.3600 1157.6521 26.8078 56499 2 579.3297 ‐1.0628
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1129.6463 TVGAGVIGTILE 17001.0700 1129.6440 34.1214 54303 1 1129.6440 ‐0.3384
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 2051.0154 IYELMDAVDDYIPIPQR 39749.6800 2051.0139 21.5027 49712 2 1026.0106 0.2204
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 15663.7100 1812.9720 19.9624 32674 2 906.9896 0.9875
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTEN 541.9755 3435.7250 25.3525 29263 3 1145.9132 ‐3.4994
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1907.0518 TTLTAALTMALASIGSSVAK 20886.4800 1907.0523 25.3801 28441 3 636.3556 ‐0.3449
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 2135.1383 QTELPFLLAVEDVFSITGR 10759.9900 2135.1338 25.6371 15779 2 1068.0705 ‐1.0206
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1095.6449 FEAIIYVLK 8098.7240 1095.6428 19.7634 13723 2 548.3251 ‐2.6637
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 2114.0499 EDQVDDAELLELVELEVR 24502.4700 2114.0489 40.1630 13664 2 1057.5281 0.5585
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELV 5312.6880 3540.8098 45.2939 9445 3 1180.9414 0.2694
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1445.7821 QVGVPDMVVFLNK 8642.4460 1445.7840 19.9442 9225 2 723.3956 1.1336
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1307.5750 YDEIDAAPEER 709.7878 1307.5787 18.4307 1532 2 654.2930 2.89
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1435.6700 KYDEIDAAPEER 39391.3400 1435.6718 17.3788 28641 3 479.2288 0.0581
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1455.7802 DEALAGDNVGLLLR 190.1487 1455.7859 19.1980 16768 2 728.3966 3.26
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 755.4298 TTLTAALT 300.0160 755.4301 24.7337 6676 1 755.4301 0.8296
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 764.3461 KYDEID 698.2971 764.3463 17.3832 1680 1 764.3463 0.6902
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 906.4203 KYDEIDAA 206.6876 906.4190 17.6783 1416 1 906.4190 ‐0.5276
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 610.3671 PIPQR 51.5783 610.3648 21.4973 1276 1 610.3648 ‐3.8783
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1532.7414 MDAVDDYIPIPQR 117.4896 1532.7505 20.9579 1271 3 511.5883 4.69
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 771.4723 VDLVGLR 244.7486 771.4743 26.8067 1107 1 771.4743 3.0692
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 1027.5895 AGDNVGLLLR 118.7348 1027.5959 20.3751 998 2 514.3016 5.16
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 2033.0048 IYELMDAVDDYIPIPQR 220.3212 2033.0054 20.6535 1355 2 1017.0063 1.1876
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 10701.4600 51915.3932 57 44.33 None 2118.1117 QTELPFLLAVEDVFSITGR 662.0386 2118.1100 25.8413 4439 2 1059.5586 0.2357
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1810.8817 GITINTATVEYETENR 60405.4300 1810.8831 25.7830 57105 2 905.9452 1.17
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1157.6525 VGETVDLVGLR 79550.8100 1157.6521 26.8078 56499 2 579.3297 ‐1.1782
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1129.6463 TVGAGVIGTILE 17523.1200 1129.6440 34.1214 54303 1 1129.6440 ‐0.2370
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 3540.8142 QVGVPDMVVFLNKEDQVDDAELLELV 3071.2150 3540.8098 45.2939 9445 3 1180.9414 ‐0.5138
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1389.6719 SYTVTGVEMFQK 17910.5800 1389.6826 26.8699 46220 2 695.3449 7.22
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1543.8438 VGETVDLVGLRETR 393.0936 1543.8185 24.2894 3472 3 515.2777 ‐17.3302
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1907.0518 TTLTAALTMALASIGSSVAK 874.1224 1907.0570 45.9656 3429 3 636.3572 2.1378
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1903.9061 HSPFFAGYRPQFYMR 356.7976 1903.9186 31.5199 1963 2 952.4629 7.40
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 939.4604 TGVEMFQK 261.2719 939.4586 27.9003 3610 1 939.4586 ‐0.7721
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1038.5288 VTGVEMFQK 208.9010 1038.5279 26.3084 1845 2 519.7676 ‐1.9950
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 872.5200 TVDLVGLR 1173.8350 872.5194 26.7993 1619 1 872.5194 0.2607
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 771.4723 VDLVGLR 264.0330 771.4743 26.8067 1107 1 771.4743 3.0884
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1371.6613 SYTVTGVEMFQK 311.6428 1371.6607 26.8467 1130 2 686.3340 ‐0.8400
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 5021.6300 51915.3932 57 44.33 None 1793.8552 GITINTATVEYETENR 271.9612 1793.8494 26.9921 2919 2 897.4284 ‐2.7115
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1681.9483 ILDEALAGDNVGLLLR 58999.9600 1681.9485 20.3154 62986 2 841.4779 0.6404
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 2051.0154 IYELMDAVDDYIPIPQR 69701.3800 2051.0139 21.5027 49712 2 1026.0106 0.3412
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 Carbamidomethyl+C(11) 1812.9711 IVVELIVPVACEQGMR 19920.9200 1812.9720 19.9624 32674 2 906.9896 1.06
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 3435.7417 ELLSSYEFNGDDIPIISGSALLAVETLTEN 1237.0050 3435.7250 25.3525 29263 3 1145.9132 ‐3.0128
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1907.0518 TTLTAALTMALASIGSSVAK 8263.5450 1907.0523 25.3801 28441 3 636.3556 0.1160
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 2135.1383 QTELPFLLAVEDVFSITGR 8407.6440 2135.1338 25.6371 15779 2 1068.0705 ‐0.9361
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1095.6449 FEAIIYVLK 3803.9910 1095.6428 19.7634 13723 2 548.3251 ‐2.1322
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1445.7821 QVGVPDMVVFLNK 5560.3010 1445.7840 19.9442 9225 2 723.3956 1.45
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1810.8817 GITINTATVEYETENR 3042.0910 1810.8804 16.2838 7391 2 905.9439 ‐0.0034
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1389.6719 SYTVTGVEMFQK 3352.7340 1389.6680 16.9188 5839 2 695.3376 ‐2.6797
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1157.6525 VGETVDLVGLR 1059.5290 1157.6500 16.9757 2397 2 579.3287 ‐2.2994
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 2673.3045 NMITGAAQMDGAILVVSGADGPMPQ 769.5342 2673.3685 23.0822 8150 3 891.7944 24.8358
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1268.6303 VVSGADGPMPQTK 399.0212 1268.6325 22.0796 1339 1 1268.6325 3.55
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1507.8366 ILDEALAGDNVGLLL 332.3889 1507.8341 20.7877 1220 2 754.4207 ‐1.4035
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 3417.7312 ELLSSYEFNGDDIPIISGSALLAVETLTEN 243.0819 3417.7421 24.7699 2487 3 1139.9189 5.0469
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 2033.0048 IYELMDAVDDYIPIPQR 483.9775 2033.0054 20.6535 1355 2 1017.0063 1.61
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 2118.1117 QTELPFLLAVEDVFSITGR 710.4680 2118.1100 25.8413 4439 2 1059.5586 0.3276
NP_193769.1 putative elongation factor Tu Arabidopsis thaliana 6386.7990 51915.3932 57 44.33 None 1372.6453 SYTVTGVEMFQK 374.6297 1372.6522 17.7644 1978 2 686.8297 5.1071
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1573.8373 FYLQPLPPTEAAAR 55679.2900 1573.8353 17.5563 212957 2 787.4213 ‐1.1915
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1670.8636 YYAETVSALNEVLAK 105748.4000 1670.8604 18.8653 166119 2 835.9338 ‐1.6766
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1498.7424 LFDTIDNLDYAAK 66933.3000 1498.7420 29.6855 161442 2 749.8746 ‐0.3398
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1261.6324 AWPYVQNDLR 22743.7900 1261.6323 26.5882 83919 2 631.3198 ‐0.5661
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 37666.0400 1989.9600 21.1780 68726 2 995.4837 ‐0.3894
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1378.7577 YDLNTIISSKPK 49814.2200 1378.7563 16.0801 64293 2 689.8818 ‐1.2957
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1295.7682 DIINVKPLIDR 36889.2100 1295.7684 28.1258 47709 2 648.3879 ‐0.2359
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 777.4505 DFALALK 29214.8100 777.4499 26.8944 23499 1 777.4499 ‐0.2906
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1710.9749 ESAKDIINVKPLIDR 2012.4530 1710.9773 26.5604 14849 3 570.9973 0.6008
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1423.8631 DIINVKPLIDRK 9746.5790 1423.8615 16.3685 14259 3 475.2920 ‐2.3396
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1750.9222 YDLNTIISSKPKDEK 3591.8160 1750.9266 23.3499 13192 3 584.3137 1.59
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1048.5786 DFALALKDR 10185.8400 1048.5781 23.7510 10943 2 524.7927 ‐1.3423
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 3019.5232 VGPPPAPSGGLPGTDNSDQARDFALA 419.2758 3019.5792 25.5361 1652 3 1007.1979 19.3968
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1123.5630 TIDNLDYAAK 218.0504 1123.5557 30.2229 25218 1 1123.5557 ‐4.7847
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1067.6572 INVKPLIDR 5315.6110 1067.6560 28.1273 6187 2 534.3317 ‐1.9199
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 515.3552 ALALK 5462.0470 515.3555 26.8951 4793 1 515.3555 0.2285
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1322.6263 YYAETVSALNEV 266.4457 1322.6280 19.7293 2499 1 1322.6280 3.92
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 715.4461 LALKDR 184.3561 715.4464 24.2702 2487 1 715.4464 0.7255



NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1195.7521 INVKPLIDRK 5915.7210 1195.7513 16.3677 2065 2 598.3793 ‐1.2947
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 907.4996 LPPTEAAAR 301.0059 907.5021 17.5220 2044 1 907.5021 3.45
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 618.3206 TEAAAR 255.7325 618.3204 18.3476 1668 1 618.3204 ‐0.2866
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1156.5229 LPGTDNSDQAR 303.0046 1156.5253 18.8363 1446 2 578.7663 1.63
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1344.7369 AETVSALNEVLAK 550.1282 1344.7320 18.8682 1360 1 1344.7320 ‐1.1480
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1031.5732 ISSKPKDEK 294.2219 1031.5708 23.3615 1262 2 516.2890 ‐3.2139
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1082.6681 NVKPLIDRK 2899.8950 1082.6655 16.3685 1040 2 541.8364 ‐3.2242
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 25863.7800 23795.1646 56 50.67 None 1833.8726 PPPAPSGGLPGTDNSDQAR 295.9502 1833.8775 23.6623 889 2 917.4424 3.37
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1498.7424 LFDTIDNLDYAAK 31809.9400 1498.7420 29.6851 160502 2 749.8747 ‐0.3538
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1261.6324 AWPYVQNDLR 40866.7900 1261.6324 26.5866 81992 2 631.3199 ‐0.5675
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1989.9625 VGPPPAPSGGLPGTDNSDQAR 53662.1200 1989.9600 21.1780 68726 2 995.4837 ‐0.3104
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1295.7682 DIINVKPLIDR 44743.2600 1295.7684 28.1258 47709 2 648.3879 ‐0.3191
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 777.4505 DFALALK 28727.0000 777.4499 26.8944 23499 1 777.4499 ‐0.2700
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1710.9749 ESAKDIINVKPLIDR 2374.4120 1710.9773 26.5604 14849 3 570.9973 0.7043
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1750.9222 YDLNTIISSKPKDEK 3010.2460 1750.9266 23.3499 13192 3 584.3137 1.01
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1048.5786 DFALALKDR 13050.7100 1048.5781 23.7510 10943 2 524.7927 ‐1.4832
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1670.8636 YYAETVSALNEVLAK 2006.1010 1670.8601 31.8481 937 2 835.9337 ‐1.8265
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1123.5630 TIDNLDYAAK 119.0107 1123.5557 30.2229 25218 1 1123.5557 ‐4.6847
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1067.6572 INVKPLIDR 5667.3840 1067.6560 28.1273 6187 2 534.3317 ‐2.0563
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 515.3552 ALALK 6484.0110 515.3555 26.8951 4793 1 515.3555 0.1890
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 953.4938 ESAKDIINV 305.2191 953.5004 25.9350 2471 2 477.2539 5.64
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 954.5731 NVKPLIDR 731.0590 954.5726 28.1245 1600 2 477.7899 ‐1.7992
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1156.5229 LPGTDNSDQAR 190.8790 1156.5253 18.8363 1446 2 578.7663 1.07
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 12873.0200 23795.1646 56 50.67 None 1031.5732 ISSKPKDEK 212.6310 1031.5708 23.3615 1262 2 516.2890 ‐3.3588
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1573.8373 FYLQPLPPTEAAAR 63519.1900 1573.8353 17.5549 212219 2 787.4213 ‐0.8753
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1670.8636 YYAETVSALNEVLAK 113580.9000 1670.8604 18.8662 165648 2 835.9338 ‐1.3906
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1378.7577 YDLNTIISSKPK 53479.3200 1378.7563 16.0801 64293 2 689.8818 ‐0.8860
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1423.8631 DIINVKPLIDRK 7188.7620 1423.8615 16.3685 14259 3 475.2920 ‐1.8868
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1261.6324 AWPYVQNDLR 2216.1850 1261.6321 16.8270 3111 2 631.3197 ‐0.2898
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 2398.2136 SPSQAEKYYAETVSALNEVLAK 683.8140 2398.1986 22.3793 2014 3 800.0710 ‐5.7715
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1144.6572 TVSALNEVLAK 228.5037 1144.6534 19.9216 3078 2 572.8303 ‐3.5762
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1322.6263 YYAETVSALNEV 192.0380 1322.6280 19.7293 2499 1 1322.6280 3.66
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 659.4087 ISSKPK 849.9014 659.4086 16.0808 2479 1 659.4086 0.1945
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1195.7521 INVKPLIDRK 4264.5770 1195.7513 16.3677 2065 2 598.3793 ‐0.8063
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1241.5685 YYAETVSALNE 147.2526 1241.5731 17.0687 1825 2 621.2902 3.17
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 618.3206 TEAAAR 207.3243 618.3204 18.3476 1668 1 618.3204 ‐0.1196
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1344.7369 AETVSALNEVLAK 702.9611 1344.7320 18.8682 1360 1 1344.7320 ‐1.1456
NP_193860.1 oxygen evolving complex of photosystem II subunit PsbQ Arabidopsis thaliana 14991.7500 23795.1646 56 50.67 None 1082.6681 NVKPLIDRK 2087.8570 1082.6655 16.3685 1040 2 541.8364 ‐2.6872
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1504.7966 GLLTSVQDTASSVAR 7651.6800 1504.7958 28.5283 27059 2 752.9015 ‐0.5698
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 16271.3500 2989.5399 38.6843 17262 3 997.1848 0.6248
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1477.7645 FAGPLGTNSISTNAK 17707.1300 1477.7647 15.5579 16311 2 739.3860 0.0063
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1416.7581 AEIGDLITQLESK 14232.3500 1416.7598 34.1247 15521 2 708.8836 1.0267
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 14903.4900 2719.2792 44.7634 14634 3 907.0979 0.4484
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1225.6059 SLVDSLYGTDR 4902.5910 1225.6091 25.8224 13283 2 613.3082 1.26
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 2183.1019 FSLPADNAQSWLLTTYLDK 329.4644 2183.0907 22.1065 3756 2 1092.0490 ‐3.9727
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 Carbamidomethyl+C(11) 1626.7905 ATVQLSTQFSCQTR 861.9941 1626.7834 20.6403 2576 2 813.8953 ‐4.1798
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 840.4938 IDLNPIR 1736.3120 840.4938 23.4815 2370 2 420.7505 ‐1.3091
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 2270.1371 RSLVDSLYGTDRGLSASSETR 388.8549 2270.1349 38.1928 3166 3 757.3831 ‐1.1161
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 3725.8253 VDEISQTIDSDNFTVQNSVRFAGPLGTN 1966.7910 3725.8504 25.6342 3011 3 1242.6216 8.36
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 2648.2421 TDTGEIGSALLAAEEAIEDVEETER 4253.4710 2648.2458 44.7583 3397 3 883.4201 1.88
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 720.3886 SISTNAK 2336.7700 720.3865 27.1321 2463 1 720.3865 ‐2.6788
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1486.7860 GLLTSVQDTASSVAR 370.3070 1486.7786 29.1189 2111 2 743.8929 ‐5.0689
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 4763.3240 33712.4766 34 57.10 None 1459.7540 FAGPLGTNSISTNAK 425.8137 1459.7547 15.7939 1117 3 487.2564 ‐0.6854
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 2719.2792 ATDTGEIGSALLAAEEAIEDVEETER 326.0803 2719.2810 32.1307 53061 3 907.0985 0.7329
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1504.7966 GLLTSVQDTASSVAR 6481.3130 1504.7958 28.5283 27059 2 752.9015 ‐0.6041
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 12149.5600 2989.5399 38.6843 17262 3 997.1848 0.1088
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1416.7581 AEIGDLITQLESK 8186.2910 1416.7598 34.1247 15521 2 708.8836 0.9718
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1225.6059 SLVDSLYGTDR 3387.8930 1225.6091 25.8224 13283 2 613.3082 1.30
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 840.4938 IDLNPIR 1115.3480 840.4938 23.4815 2370 2 420.7505 ‐1.4986
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1477.7645 FAGPLGTNSISTNAK 859.0342 1477.7498 24.1919 4904 2 739.3785 ‐10.1431
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1381.7070 RSLVDSLYGTDR 1528.6660 1381.7096 23.2186 1458 3 461.2414 0.8510
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1929.4110 33712.4766 34 57.10 None 1399.7315 AEIGDLITQLESK 1288.5770 1399.7339 34.6614 1904 2 700.3706 1.00
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 1477.7645 FAGPLGTNSISTNAK 19549.9500 1477.7647 15.5579 16311 2 739.3860 0.3734
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 2567.3140 FSLPADNAQSWLLTTYLDKDIR 695.9143 2567.3114 21.6680 14490 3 856.4420 ‐0.2867
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 2183.1019 FSLPADNAQSWLLTTYLDK 2377.6440 2183.0907 22.1065 3756 2 1092.0490 ‐3.9087
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 2989.5405 FEQGVIGTPQLTDSIEIPEYVEVLGQK 1047.8690 2989.5333 21.8535 3275 3 997.1826 ‐1.1023
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 Carbamidomethyl+C(11) 1626.7905 ATVQLSTQFSCQTR 338.3753 1626.7834 20.6403 2576 2 813.8953 ‐3.8767
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 1225.6059 SLVDSLYGTDR 240.2466 1225.5865 18.5044 18411 1 1225.5865 ‐13.7401
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 1899.0222 GDGGSVFVLIKEGSPLLNP 242.4065 1899.0194 18.0130 3517 2 950.0133 ‐0.6509
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 1504.7966 GLLTSVQDTASSVAR 719.6061 1504.7992 23.1760 1567 2 752.9032 2.0215
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 600.3352 ATVQLS 52.8799 600.3383 18.8273 8680 1 600.3383 5.39
NP_193955.1 plastid lipid associated protein PAP fibrillin family protein Arabidopsis thaliana 1305.8280 33712.4766 34 57.10 None 1459.7540 FAGPLGTNSISTNAK 554.9139 1459.7547 15.7939 1117 3 487.2564 ‐0.2320
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 15878.8200 1894.0037 17.7621 35702 2 947.5055 ‐1.0096
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1533.8887 FSSIVPVVTLGSISK 18686.1300 1533.8898 20.0194 23663 2 767.4485 0.7202
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1194.6187 IMVVSDEVFR 36747.1000 1194.6194 28.1532 19908 2 597.8134 ‐0.0394
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1348.6591 NEILETSNTAEK 42130.1200 1348.6612 17.4297 19702 2 674.8343 1.11
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1643.9003 EENLVVLPGIAFSQK 8829.1930 1643.8967 20.0322 19551 2 822.4520 ‐2.0155
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILE 4542.0500 3173.7110 22.7911 16760 3 1058.5752 ‐1.9569
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1629.8384 TGWLTLHDLDGVFR 1722.9230 1629.8411 20.7713 13789 3 543.9519 0.6996



NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1580.7930 WTLFGSNPFVPMGK 6003.3350 1580.7925 22.1051 13385 2 790.8999 ‐0.2330
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1854.8902 HSIDMETPVLEDALER 6818.2250 1854.8950 30.0626 10244 3 618.9699 1.94
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1167.5793 TPQEFFDKR 4774.1130 1167.5801 19.9408 9713 2 584.2937 0.0167
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 Carbamidomethyl+C(1) 1498.6631 CIDWQFSGSEAAK 1661.5040 1498.6781 28.5310 11641 2 749.8427 9.92
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1973.0239 TGWLTLHDLDGVFRNTK 891.2670 1973.0398 30.9246 2119 3 658.3514 7.99
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1299.7882 SIVPVVTLGSISK 266.8766 1299.7839 18.9321 50417 2 650.3956 ‐3.7414
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1480.7682 EENLVVLPGIAFSQ 346.6499 1480.7740 19.4221 2747 3 494.2629 2.30
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1132.5462 WTLFGSNPFV 152.2494 1132.5409 20.8909 2746 2 566.7741 ‐5.4601
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 889.4600 NPFVPMGK 137.6901 889.4618 23.6066 2077 1 889.4618 2.92
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 806.3832 WTLFGSN 168.6444 806.3785 21.3084 1696 1 806.3785 ‐5.0954
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 2347.2405 VLQAAQDFLQINNNPPTVIQAA 212.6138 2347.2493 23.0962 1635 3 783.0880 3.16
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1390.7325 SGNAYAPSLGLAAAK 385.6000 1390.7391 16.8544 1290 3 464.2512 3.94
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 714.4032 PDILEK 91.0658 714.4015 22.5043 1279 1 714.4015 ‐2.1472
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1610.8173 YGSGNAYAPSLGLAAAK 391.0446 1610.8128 16.4551 776 3 537.6091 ‐3.7674
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1955.9974 TGWLTLHDLDGVFRNTK 418.9062 1955.9949 30.2324 2197 2 978.5011 ‐0.5075
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1331.6325 NEILETSNTAEK 322.7888 1331.6302 18.0340 2146 2 666.3187 ‐2.1207
NP_194091.1 cystine lyase Arabidopsis thaliana 4779.3450 47438.3211 38 40.28 None 1563.7664 WTLFGSNPFVPMGK 328.7274 1563.7654 21.0457 1484 2 782.3863 ‐0.6337
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1894.0069 AVLYGSGNAYAPSLGLAAAK 13389.2800 1894.0037 17.7621 35702 2 947.5055 ‐0.8214
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1533.8887 FSSIVPVVTLGSISK 18228.2800 1533.8898 20.0194 23663 2 767.4485 1.0632
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1643.9003 EENLVVLPGIAFSQK 14080.2600 1643.8967 20.0322 19551 2 822.4520 ‐1.7198
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 3173.7205 VLQAAQDFLQINNNPPTVIQAAIPDILE 5175.1960 3173.7110 22.7911 16760 3 1058.5752 ‐1.4747
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1629.8384 TGWLTLHDLDGVFR 2688.1430 1629.8411 20.7713 13789 3 543.9519 1.1559
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1580.7930 WTLFGSNPFVPMGK 8329.6390 1580.7925 22.1051 13385 2 790.8999 0.0899
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 Carbamidomethyl+C(18) 3012.5248 DAAAASLGSYTSALYALCDPHGKPILPP 470.3579 3012.5320 19.8307 7188 4 753.8885 2.43
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1508.9047 QAIELAVDILAKPK 3031.6040 1508.9055 18.8875 3423 3 503.6400 ‐0.0739
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 Carbamidomethyl+C(13) 1598.7917 KLTADDVFMTLGCK 1211.7340 1598.7932 18.1535 9569 2 799.9003 1.56
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 1299.7882 SIVPVVTLGSISK 184.9009 1299.7824 19.2578 212409 2 650.3948 ‐4.4734
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 784.4927 DILAKPK 292.9864 784.4896 17.9771 9295 1 784.4896 ‐3.3360
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 889.4600 NPFVPMGK 113.1065 889.4618 23.6066 2077 1 889.4618 3.0548
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 806.3832 WTLFGSN 390.2407 806.3785 21.3084 1696 1 806.3785 ‐4.9710
NP_194091.1 cystine lyase Arabidopsis thaliana 2637.0290 47438.3211 38 40.28 None 958.4741 HDLDGVFR 229.0481 958.4711 22.6490 1390 1 958.4711 ‐1.8582
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1383.7559 VFDIIYEFIPK 78509.6300 1383.7549 23.3376 175316 2 692.3811 ‐0.9666
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 920.4910 ITMIWEK 53264.1100 920.4895 17.0436 93772 2 460.7484 ‐2.7368
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1399.5835 NDDFPEPSGYMK 134750.0000 1399.5840 24.1396 83644 2 700.2957 0.1411
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1262.5688 SWDYTYDGKK 26214.8700 1262.5698 19.2966 41239 2 631.7886 0.3021
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1235.6201 GLDGHVMEHLK 34841.4000 1235.6210 19.9978 39561 2 618.3141 0.1595
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1134.4738 SWDYTYDGK 8562.2550 1134.4735 21.7416 16237 2 567.7404 ‐1.0453
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1555.6846 RNDDFPEPSGYMK 14811.5100 1555.6847 22.1687 60662 3 519.2331 ‐0.9505
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1439.7311 QMVVDIEGHVNKA 13702.4700 1439.7304 22.3459 39342 3 480.5817 ‐1.6771
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 1461.7544 EIDDENKTLTKR 5799.9020 1461.7579 13.6685 6501 3 487.9241 1.25
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 648.2736 RNDDF 370.7014 648.2754 22.1925 4934 1 648.2754 2.65
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 682.3229 PSGYMK 253.4069 682.3231 22.1835 3722 1 682.3231 0.5347
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 807.4069 TMIWEK 227.3711 807.4069 18.4158 3126 2 404.2071 ‐1.4081
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 908.4182 PEPSGYMK 195.1612 908.4197 22.1611 2878 1 908.4197 2.24
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 751.4025 VFDIIY 142.5649 751.3995 24.9141 2612 1 751.3995 ‐3.5408
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 861.3625 DYTYDGK 1004.9730 861.3646 21.7416 1256 1 861.3646 3.05
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 501.2052 RNDD 968.7501 501.2059 22.1846 1208 1 501.2059 0.8990
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 23681.5800 17631.8509 29 50.99 None 902.4804 ITMIWEK 235.8395 902.4849 17.8469 759 2 451.7461 3.75
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1262.5688 SWDYTYDGKK 47624.2300 1262.5698 19.2966 41239 2 631.7886 0.2112
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1235.6201 GLDGHVMEHLK 24854.4700 1235.6210 19.9978 39561 2 618.3141 0.0623
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1399.5835 NDDFPEPSGYMK 9633.4820 1399.5841 24.0559 18921 2 700.2957 0.1090
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1134.4738 SWDYTYDGK 9159.0290 1134.4735 21.7416 16237 2 567.7404 ‐1.1661
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1439.7311 QMVVDIEGHVNKA 8507.2580 1439.7302 22.3326 36578 3 480.5816 ‐1.5913
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 861.3625 DYTYDGK 862.9647 861.3646 21.7416 1256 1 861.3646 3.03
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 754.3842 EGHVNKA 184.9559 754.3826 23.1038 1138 1 754.3826 ‐1.6656
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 6275.9900 17631.8509 29 50.99 None 1217.6096 GLDGHVMEHLK 189.6946 1217.6137 21.2472 14944 2 609.3105 2.20
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 8700.8560 17631.8509 29 50.99 None 1383.7559 VFDIIYEFIPK 80614.4100 1383.7549 23.3376 175316 2 692.3811 ‐0.5591
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 8700.8560 17631.8509 29 50.99 None 920.4910 ITMIWEK 61010.1100 920.4895 17.0436 93772 2 460.7484 ‐2.1300
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 8700.8560 17631.8509 29 50.99 None 1439.7311 QMVVDIEGHVNKA 4095.1770 1439.7296 14.8204 11661 3 480.5814 ‐1.7812
NP_194098.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 8700.8560 17631.8509 29 50.99 None 807.4069 TMIWEK 10780.9900 807.4077 17.0404 21396 1 807.4077 1.72
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1788.8228 SWNYTWDGKEEVFK 17265.6900 1788.8245 28.4354 34429 3 596.9463 0.1959
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1240.6354 GLEGHVMEQLK 12364.9000 1240.6355 22.0202 32385 2 620.8214 ‐0.5204
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1257.6256 SLVADMGNHVSK 7354.3840 1257.6257 19.6575 20664 2 629.3165 ‐0.4118
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1339.5471 NDDSPEPSGYMK 26215.8600 1339.5489 17.5064 19580 2 670.2781 1.0276
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 902.5346 ITLIWEK 63311.2300 902.5347 17.8450 19396 2 451.7710 ‐1.0670
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1370.7355 VYDVVYQFIPK 14560.8200 1370.7465 19.8210 52448 2 685.8769 7.95
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1495.6482 RNDDSPEPSGYMK 7947.2540 1495.6518 16.1162 5483 3 499.2221 1.88
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 633.3243 EEVFK 83.6681 633.3207 26.7335 5676 1 633.3207 ‐5.5404
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 648.3385 MEQLK 97.9091 648.3411 23.3542 2217 1 648.3411 4.0586
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 688.4028 LIWEK 1226.5660 688.4044 17.8435 2043 1 688.4044 2.21
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 9165.0610 17530.6210 18 45.03 None 1223.6089 GLEGHVMEQLK 600.1267 1223.6058 21.2790 1213 1 1223.6058 ‐0.4345
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 1788.8228 SWNYTWDGKEEVFK 21651.0500 1788.8245 28.4354 34429 3 596.9463 0.2618
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 1240.6354 GLEGHVMEQLK 13026.0100 1240.6355 22.0202 32385 2 620.8214 ‐0.6165
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 1257.6256 SLVADMGNHVSK 7658.1900 1257.6257 19.6575 20664 2 629.3165 ‐0.5039
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 951.4782 DGKEEVFK 217.6331 951.4789 30.7254 7441 1 951.4789 1.96
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 1401.6685 YTWDGKEEVFK 414.7919 1401.6686 28.3572 2656 2 701.3379 ‐0.2705
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 648.3385 MEQLK 74.6685 648.3411 23.3542 2217 1 648.3411 4.0495
NP_194099.1 polyketide cyclase dehydrase and lipid transport superfamily protein Arabidopsis tha 3564.8950 17530.6210 18 45.03 None 887.4040 DMGNHVSK 652.4482 887.4057 19.6545 990 1 887.4057 2.83
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1580.8067 AVITVPAYFNDSQR 72188.1600 1580.8053 17.7303 35987 2 790.9063 ‐0.8430



NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1381.6594 NQADSVVYQTEK 66524.3000 1381.6612 17.2009 25824 2 691.3342 0.9829
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1066.5779 TTPSVVAYTK 35221.7000 1066.5786 18.9046 22195 2 533.7929 ‐0.2419
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1579.8115 QAVVNPENTFFSVK 4230.4960 1579.8112 29.7589 20627 2 790.4093 ‐0.0899
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1024.6150 IPAVQELVR 10797.4600 1024.6158 25.7450 19355 2 512.8115 ‐0.1232
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 1514.7230 2535.3014 21.5252 17802 2 1268.1544 1.39
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1737.8806 IINEPTAASLAYGFDR 13236.1200 1737.8809 29.8629 16872 2 869.4441 0.5179
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1145.6048 DEGIDLLKDK 16145.6000 1145.6058 23.4463 16603 2 573.3066 0.1338
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1373.7271 DIDEVILVGGSTR 21215.9700 1373.7270 28.5345 12432 2 687.3671 ‐0.3739
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1461.7696 QFAAEEISAQVLR 13178.9900 1461.7699 29.7754 10673 2 731.3886 0.0713
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 870.5407 IAGLEVLR 10664.6600 870.5412 16.7931 10606 2 435.7742 ‐0.7066
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1626.6402 GGDGDDVIDADFTDSQ 6259.2830 1626.6455 26.6324 9671 2 813.8264 3.40
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 869.5091 GVPQIEVK 8412.0570 869.5102 20.4236 6063 2 435.2587 ‐0.0029
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 Carbamidomethyl+C(3) 944.4870 LECPAINK 1489.3730 944.4903 17.2231 4061 2 472.7488 2.15
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 2673.7420 1396.6423 28.4337 3814 2 698.8248 0.4427
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1849.0066 LSFKDIDEVILVGGSTR 1461.8010 1849.0106 20.3406 2540 3 617.0084 1.82
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1305.7202 VVDWLAAEFKK 1985.9700 1305.7192 18.2472 2152 3 435.9112 ‐2.1300
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 2349.1980 MASSAAQIHVLGGIGFASSSSSKR 326.1912 2349.2021 22.6228 8243 2 1175.1047 3.59
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 2988.5901 DAGRIAGLEVLRIINEPTAASLAYGFDR 1995.6880 2988.5862 41.9069 36394 3 996.8669 ‐0.5282
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 4745.8670 1595.7722 28.1241 15182 2 798.3898 ‐0.6362
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1447.7587 RNLNGKGGTFMPR 113.3249 1447.7693 23.4200 5101 3 483.2613 6.1440
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 2734.4332 AKIELSSLTQTNMSLPFITATADGPK 3184.6960 2734.4298 35.8977 4276 3 912.1481 ‐0.7594
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 3120.5518 QDITITGASTLPKDEVDQMVQEAERFA 1373.0180 3120.5328 37.5546 3185 3 1040.8491 ‐5.1167
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1600.8653 DKQALQRLTEAAEK 474.7094 1600.8769 27.6215 1078 2 800.9421 7.03
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1256.6205 RNLNGKGGTFMP 112.9249 1256.6183 23.3732 12666 2 628.8128 ‐2.2236
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 812.4876 VPQIEVK 230.0404 812.4874 19.8591 11583 2 406.7473 ‐1.6588
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 743.4410 VQELVR 148.3302 743.4418 23.6985 3382 1 743.4418 1.32
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1097.5010 PAYFNDSQR 6199.6450 1097.5020 17.7337 3376 1 1097.5020 2.64
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 757.4567 AGLEVLR 230.9473 757.4574 16.7860 3123 1 757.4574 1.54
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1117.5888 PFITATADGPK 240.6369 1117.5892 37.9517 1285 2 559.2982 ‐0.4300
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 993.5251 DIDEVILVGG 684.7590 993.5240 26.2980 1278 1 993.5240 0.1554
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1443.7591 QFAAEEISAQVLR 216.9879 1443.7541 29.7947 1121 2 722.3807 ‐3.6138
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 4937.4760 76622.1668 70 38.02 None 1430.7321 RNLNGKGGTFMPR 154.0290 1430.7348 21.3596 1454 2 715.8711 1.65
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1066.5779 TTPSVVAYTK 46954.9800 1066.5786 18.9046 22195 2 533.7929 ‐0.3786
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1579.8115 QAVVNPENTFFSVK 7481.5320 1579.8112 29.7589 20627 2 790.4093 ‐0.1067
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1024.6150 IPAVQELVR 9847.1720 1024.6158 25.7450 19355 2 512.8115 ‐0.2697
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1737.8806 IINEPTAASLAYGFDR 10031.8800 1737.8809 29.8629 16872 2 869.4441 0.5380
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1373.7271 DIDEVILVGGSTR 23746.9000 1373.7270 28.5345 12432 2 687.3671 ‐0.4388
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1461.7696 QFAAEEISAQVLR 14658.1400 1461.7699 29.7754 10673 2 731.3886 0.0269
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 869.5091 GVPQIEVK 8406.5530 869.5102 20.4236 6063 2 435.2587 ‐0.1856
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 1496.7550 1396.6423 28.4337 3814 2 698.8248 0.3831
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 870.5407 IAGLEVLR 1895.4780 870.5400 26.2956 2214 2 435.7736 ‐2.2372
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1580.8067 AVITVPAYFNDSQR 285.0125 1580.7662 37.0154 1345 2 790.8868 ‐25.5689
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 Carbamidomethyl+C(7) 1595.7734 AKFEELCSDLLDR 5930.5220 1595.7722 28.1241 15182 2 798.3898 ‐0.6492
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 812.4876 VPQIEVK 188.3908 812.4874 19.8591 11583 2 406.7473 ‐1.8548
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 841.4203 LAYGFDR 48.9921 841.4155 28.0187 4260 1 841.4155 ‐4.8647
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 864.4825 PSVVAYTK 10899.2400 864.4835 18.8989 3745 1 864.4835 1.31
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 993.5251 DIDEVILVGG 174.6741 993.5240 26.2980 1278 1 993.5240 0.2255
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 1363.6892 VVNPENTFFSVK 345.2180 1363.6886 27.6754 1246 2 682.3479 ‐0.8755
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1997.8180 76622.1668 70 38.02 None 852.5302 IAGLEVLR 338.6456 852.5303 24.5371 5056 2 426.7688 ‐1.2620
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1580.8067 AVITVPAYFNDSQR 56782.2500 1580.8053 17.7303 35987 2 790.9063 ‐0.5201
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 7623.8790 2535.3014 21.5252 17802 2 1268.1544 1.65
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 870.5407 IAGLEVLR 11633.5100 870.5412 16.7931 10606 2 435.7742 ‐0.0784
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 3056.5681 VVGIDLGTTNSAVAAMEGGKPTIVTNA 360.9667 3056.5746 18.4765 4926 3 1019.5297 3.66
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1177.6252 VVDWLAAEFK 483.3020 1177.6293 19.8008 4654 2 589.3183 3.83
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1849.0066 LSFKDIDEVILVGGSTR 1318.5930 1849.0106 20.3406 2540 3 617.0084 1.82
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1305.7202 VVDWLAAEFKK 1334.8020 1305.7192 18.2472 2152 3 435.9112 ‐1.6793
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 3325.6295 SEVFSTAADGQTSVEINVLQGEREFVRD 706.3808 3325.5789 20.6291 4950 3 1109.1978 ‐13.5037
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 869.5091 GVPQIEVK 170.8941 869.4868 18.9098 2985 1 869.4868 ‐24.6471
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1579.8115 QAVVNPENTFFSVK 137.8286 1579.8279 21.2539 1721 2 790.4176 10.86
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 2062.0564 ASSAAQIHVLGGIGFASSSSSK 201.7742 2062.0224 24.2920 1089 2 1031.5149 ‐15.3751
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 2988.5901 DAGRIAGLEVLRIINEPTAASLAYGFDR 802.6849 2988.5831 23.5523 37382 3 996.8659 ‐1.0848
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1097.5010 PAYFNDSQR 4701.9440 1097.5020 17.7337 3376 1 1097.5020 2.48
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 757.4567 AGLEVLR 194.4921 757.4574 16.7860 3123 1 757.4574 1.09
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1646.8094 TNMSLPFITATADGPK 141.8620 1646.8158 20.1510 2998 2 823.9115 4.46
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1099.5782 PFITATADGPK 109.4365 1099.5716 20.7592 2055 1 1099.5716 ‐4.2974
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1410.7012 ITVPAYFNDSQR 148.3036 1410.7062 18.9178 2004 2 705.8568 3.33
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 851.4985 GVPQIEVK 57.4362 851.5020 19.4503 12174 1 851.5020 5.0170
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 1830.9960 LSFKDIDEVILVGGSTR 394.9219 1831.0008 19.8323 2577 2 916.0040 3.96
NP_194159.1 chloroplast heat shock protein 70 1 Arabidopsis thaliana 1605.9080 76622.1668 70 38.02 None 2044.0458 ASSAAQIHVLGGIGFASSSSSK 151.5258 2044.0415 22.8547 1747 2 1022.5244 ‐1.0713
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 24722.0500 14601.4680 8 58.39 None 1655.8850 EQLALAADVPLTAESK 69817.4700 1655.8847 28.9769 40917 2 828.4460 0.0182
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 24722.0500 14601.4680 8 58.39 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 77845.4900 3233.6022 47.5256 19963 3 1078.5389 ‐0.0452
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 24722.0500 14601.4680 8 58.39 None 2238.1210 FSALGADSLDTVEIVMALEEK 586.7443 2238.0792 39.5230 1232 2 1119.5432 ‐17.3847
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 24722.0500 14601.4680 8 58.39 Carbamidomethyl+C(5) 1546.8258 LQISCAAKAETVQK 238.9169 1546.8205 25.6423 1757 2 773.9139 ‐3.4187
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 24722.0500 14601.4680 8 58.39 None 2220.1104 FSALGADSLDTVEIVMALEEK 583.8009 2220.1110 38.6634 826 3 740.7085 0.0712
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 21564.6500 14601.4680 8 58.39 None 1655.8850 EQLALAADVPLTAESK 56254.1400 1655.8847 28.9769 40917 2 828.4460 0.0192
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 21564.6500 14601.4680 8 58.39 None 3233.6060 FNISVEESDAQNITTIQEAADLIEDLVQK 70340.3800 3233.6028 47.5268 18927 3 1078.5391 ‐0.4998
NP_194235.1 acyl carrier protein 4 Arabidopsis thaliana 21564.6500 14601.4680 8 58.39 None 2238.1210 FSALGADSLDTVEIVMALEEK 686.6913 2238.0792 39.5230 1232 2 1119.5432 ‐17.2477
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 1332.7005 GILAADESTGTIGK 9563.3820 1332.6997 22.0553 23649 2 666.8535 ‐1.0884
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 1488.8016 GILAADESTGTIGKR 3688.4510 1488.8026 20.3336 20011 3 496.9391 ‐0.2836



NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 907.4996 AQATFLTR 2137.5910 907.5017 19.5326 1430 2 454.2545 0.9355
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 Carbamidomethyl+C(5) 3009.5238 YAIICQENGLVPIVEPEVLTDGSHDIK 563.3163 3009.5097 34.2123 3705 3 1003.8414 ‐4.3760
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 1186.5950 GILAADESTGTIG 772.0224 1186.5983 20.3347 7651 2 593.8028 2.0283
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 1470.7911 GILAADESTGTIGKR 780.6472 1470.7960 21.5841 1232 3 490.9369 2.56
NP_194383.1 fructose bisphosphate aldolase 5 Arabidopsis thaliana 618.7832 38578.8257 7 13.97 None 890.4730 AQATFLTR 148.9099 890.4787 20.4831 3493 2 445.7430 4.61
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 1301.6484 VALVNYGEDHGK 37056.4300 1301.6491 18.5433 9503 3 434.5546 ‐0.8555
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 904.4808 ALIEAMEK 6265.3780 904.4801 21.4331 7539 2 452.7437 ‐1.9694
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 1371.7842 LSLTDIVIDINR 1560.2470 1371.7857 21.1483 4704 2 686.3965 0.7803
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 964.4483 ANLNDFDR 7542.0980 964.4504 18.8173 3357 2 482.7288 1.0952
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 1116.5354 ALVDAPDMER 7524.9020 1116.5430 21.8228 23076 2 558.7751 6.0362
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 415.2551 LSLT 236.9353 415.2541 20.3563 14052 1 415.2541 ‐3.1215
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4844.0960 15505.4234 14 37.31 None 720.3597 IEAMEK 3785.4740 720.3613 21.3721 3994 1 720.3613 2.16
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 1301.6484 VALVNYGEDHGK 45477.4600 1301.6491 18.5433 9503 3 434.5546 ‐0.5536
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 904.4808 ALIEAMEK 5098.1580 904.4801 21.4331 7539 2 452.7437 ‐2.1439
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 2034.0259 ALVDAPDMERIQMNFKR 372.8412 2034.0334 32.0606 4529 2 1017.5203 4.69
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 Oxidation+M(8)
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 720.3597 IEAMEK 1766.3800 720.3613 21.3721 3994 1 720.3613 2.90
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 1334.6820 MERIQMNFKR 248.1346 1334.6817 31.4488 2077 2 667.8445 ‐0.6560
NP_194439.1 60S ribosomal protein L14 2 Arabidopsis thaliana 4376.9760 15505.4234 14 37.31 None 1202.5800 ALVNYGEDHGK 18501.9000 1202.5808 18.5365 1538 2 601.7941 ‐0.0573
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein Arabidops 265.1007 44486.9531 4 8.79 None 1158.6517 GVLLYGPPGTGK 6086.0060 1158.6511 15.8973 10052 2 579.8292 ‐1.2495
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein Arabidops 265.1007 44486.9531 4 8.79 None 597.3355 ALEHK 1353.5320 597.3351 19.9680 8691 1 597.3351 ‐0.7913
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein Arabidops 265.1007 44486.9531 4 8.79 None 1927.9144 TQVAAGEYSLSSQSSAWR 480.9233 1927.9091 35.0500 921 2 964.4582 ‐2.0430
NP_194498.1 P loop containing nucleoside triphosphate hydrolases superfamily protein Arabidops 265.1007 44486.9531 4 8.79 Carbamidomethyl+C(2)
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.5460 14111.9643 4 41.22 None 1079.5619 LGDYLIESGL 3444.8220 1079.5595 33.0578 21862 1 1079.5595 ‐0.5969
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.5460 14111.9643 4 41.22 Carbamidomethyl+C(19) 2798.3488 TTQALVFGIYDEPMTGGQCNLVVER 2950.1350 2798.3529 34.6557 14882 3 933.4558 1.69
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.5460 14111.9643 4 41.22 None 1987.9760 DFEEAGHLAPTGLFLGGEK 4071.8890 1987.9802 31.9841 12134 3 663.3316 1.65
NP_194664.1 profilin 2 Arabidopsis thaliana 1416.5460 14111.9643 4 41.22 None 1061.5514 LGDYLIESGL 240.8583 1061.5452 33.1616 5718 1 1061.5452 ‐4.2031
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 4022.1540 1850.9312 19.6994 13657 2 925.9692 0.4970
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 1863.9447 SASTPSAFQSLGEAVAAAAK 866.0501 1863.9458 19.9299 7568 2 932.4765 1.31
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 2186.0459 ASQASSVAVVLASSESFSDESK 1010.1930 2186.0520 18.1360 2395 3 729.3555 3.0015
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 1255.7330 IGPELIIELMK 150.1450 1255.7577 19.0545 234867 2 628.3825 19.5950
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 Carbamidomethyl+C(10) 1472.7454 VSFAITPLYCSSK 1348.6100 1472.7577 16.5205 9871 3 491.5907 7.77
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 2062.0485 GDILAVGVTEKDMAKDANSK 185.5295 2062.0790 18.3537 6332 3 688.0312 14.8590
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 1902.9167 FVSENVEWLHIDMAGR 427.9336 1902.9317 20.2111 2168 2 951.9695 8.83
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 1271.6266 GLTFDSGGYNIK 761.2488 1271.6587 19.8239 994 1 1271.6587 27.4798
NP_194820.1 cytosol aminopeptidase family protein Arabidopsis thaliana 279.4015 61632.3923 9 12.39 None 1337.6525 FVSENVEWLHI 357.5741 1337.6497 20.2242 1594 1 1337.6497 0.4269
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1271.6266 GLTFDSGGYNIK 2985.4220 1271.6268 25.6330 15150 2 636.3170 ‐0.4088
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 Carbamidomethyl+C(11) 1850.9317 LTLADALVYACNQGVDK 4264.0510 1850.9312 19.6994 13657 2 925.9692 0.2902
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1163.5473 SGVADMVNTGGR 4608.6760 1163.5519 19.6688 11563 2 582.2796 3.83
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1318.6233 TIEVNNTDAEGR 18998.9900 1318.6278 15.5692 11475 2 659.8176 2.75
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1294.6460 FDMGGSAAVLGAAK 7355.7790 1294.6463 26.2713 7718 2 647.8268 ‐0.2419
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1863.9447 SASTPSAFQSLGEAVAAAAK 2332.5250 1863.9458 19.9299 7568 2 932.4765 1.1719
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 874.4629 EVIAASER 1413.7590 874.4702 27.3381 12814 1 874.4702 9.15
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1543.7785 MAVTLVTSFASSSSR 1280.0510 1543.7652 16.3135 1938 3 515.2599 ‐9.6672
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1638.8374 ISFSGKEIDVTEWK 963.5677 1638.8237 36.1388 1500 2 819.9155 ‐8.1753
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 2998.5116 LDAHLGGLLADVSSEEDFSGKPGQSTV 465.8676 2998.4672 25.6108 935 3 1000.1606 ‐13.9814
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 2317.1935 KKAATGFGVATLVEWVQNHSSS 568.4851 2317.1984 20.1518 3467 2 1159.1028 3.34
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1848.9524 DMAKDVNSKFENPILK 886.5444 1848.9610 24.0353 1039 2 924.9841 5.32
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 3778.9974 KLDAHLGGLLADVSSEEDFSGKPGQST 952.7938 3779.0213 16.6431 938 6 630.6763 6.54
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 651.3461 GGYNIK 127.1722 651.3464 28.1480 3474 1 651.3464 0.5911
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1125.5211 GLTFDSGGYNI 157.8957 1125.5280 25.7243 1321 2 563.2676 5.90
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1028.5007 VTSFASSSSR 542.6666 1028.5022 15.1725 897 2 514.7547 0.5062
NP_194821.1 leucine aminopeptidase 2 Arabidopsis thaliana 1204.5060 61706.4725 17 34.13 None 1525.7679 MAVTLVTSFASSSSR 504.1894 1525.7680 17.8517 791 3 509.2609 ‐1.0200
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 908.4091 28595.2031 5 22.00 None 1040.6463 LVTPLTLQR 20596.6500 1040.6467 16.6176 7662 2 520.8270 ‐0.4952
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 908.4091 28595.2031 5 22.00 Carbamidomethyl+C(10) 1336.6314 FNVANPTTGCQK 3477.7050 1336.6285 18.9194 3926 2 668.8179 ‐2.5960
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 908.4091 28595.2031 5 22.00 None 2389.1670 AFYDKRISQEVSGDALGEEFK 994.3879 2389.1479 22.6085 5138 3 797.0541 ‐7.9853
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 908.4091 28595.2031 5 22.00 None 1658.8133 KEDDVRTYVNTYR 673.3522 1658.8124 28.9591 2031 2 829.9099 ‐0.2854
NP_194898.1 40S ribosomal protein S6 1 Arabidopsis thaliana 908.4091 28595.2031 5 22.00 None 727.4461 PLTLQR 145.7463 727.4441 16.6148 1037 1 727.4441 ‐2.3300
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1700.9429 ALDSQIAALSEDIVKK 6193.3310 1700.9450 31.6464 24060 3 567.6532 0.3848
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1232.5940 ELDEQAAAVMR 27184.3900 1232.5954 21.7121 18440 2 616.8014 0.6146
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1675.8749 EALASLESQKEETIK 11875.3500 1675.8775 21.4037 11317 3 559.2973 0.6577
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1572.8479 ALDSQIAALSEDIVK 8201.5520 1572.8479 33.9508 11025 2 786.9276 0.0547
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1992.9543 DTSTEVKELDEQAAAVMR 3232.8750 1992.9523 30.5442 5807 3 664.9889 ‐1.4741
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1277.6947 LASVKDTSTEVK 449.5435 1277.6607 17.9032 5853 2 639.3340 ‐27.1382
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 900.5149 AEIAAALNK 268.0294 900.5018 31.5209 3350 2 450.7545 ‐15.7599
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1090.5263 ETQVEVEEK 367.9597 1090.4983 17.7133 1566 2 545.7528 ‐26.4705
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1218.6212 KETQVEVEEK 376.7946 1218.6298 27.8773 1365 2 609.8185 6.97
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1477.7567 MKKETQVEVEEK 432.1843 1477.7627 26.6095 2354 2 739.3850 3.86
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 490.2871 ETIK 119.8543 490.2860 22.5856 8315 1 490.2860 ‐2.8366
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 3526.7270 23917.8178 17 34.25 None 1259.6842 LASVKDTSTEVK 339.9955 1259.6830 18.4675 1988 2 630.3451 ‐1.4735
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 940.1315 23917.8178 17 34.25 None 1700.9429 ALDSQIAALSEDIVKK 5238.9210 1700.9450 31.6464 24060 3 567.6532 0.4932
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 940.1315 23917.8178 17 34.25 None 1572.8479 ALDSQIAALSEDIVK 6454.7330 1572.8479 33.9508 11025 2 786.9276 0.0362
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 940.1315 23917.8178 17 34.25 None 1075.5630 EALASLESQK 390.8410 1075.5588 19.9727 2823 2 538.2830 ‐4.9041
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 940.1315 23917.8178 17 34.25 None 2104.0168 VYYSPLGNFMDQRDASIK 1185.3700 2104.0371 35.7109 13120 2 1052.5222 10.59
NP_194953.1 F type H transporting ATPase subunit b Arabidopsis thaliana 940.1315 23917.8178 17 34.25 None 1591.7897 PLGNFMDQRDASIK 138.6138 1591.7901 35.3121 796 1 1591.7901 3.34
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1620.8203 GAPHPPSLLMADTWK 4940.3340 1620.8189 18.0028 25079 2 810.9131 ‐0.6982
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1221.6660 IAILNANYMAK 51962.7300 1221.6650 17.0443 18454 2 611.3361 ‐1.4117
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1320.6735 EYAAFPAPWLR 4524.6030 1320.6752 19.9642 11525 2 660.8412 0.8591
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 5152.1670 1094.5686 17.5958 9794 2 547.7879 1.02



NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1243.6165 NTAGIEPEDVAK 5755.6990 1243.6183 18.7142 8097 2 622.3128 0.9478
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 2570.5820 2484.2156 17.6014 7717 4 621.8094 ‐0.7253
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1171.6066 GNADVQNNVLK 3950.0350 1171.6093 17.1495 7008 2 586.3083 1.44
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1399.7176 NTAGIEPEDVAKR 14007.4200 1399.7196 17.6613 5916 3 467.2447 0.1740
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 Carbamidomethyl+C(10) 3424.5777 DIDYSSGDVCGVLVQYPGTEGEVLDYA 3118.9060 3424.5780 37.8622 5788 3 1142.1975 1.07
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 959.5044 EEIAQIEK 10334.0900 959.5053 17.2415 5340 2 480.2563 ‐0.1315
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 2328.1118 FGVPMGYGGPHAAFLATSQEYK 1792.2850 2328.1079 18.2864 3670 3 776.7075 ‐1.7187
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1043.5480 GNINIEEVR 8673.7700 1043.5493 20.7561 3624 2 522.2783 0.3347
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 931.5148 HYPVLFR 12060.9800 931.5162 15.5457 3482 2 466.2617 0.3327
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1075.5994 IIGISVDSSGK 4872.1530 1075.5992 15.1064 1584 2 538.3032 ‐1.0495
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 2269.1684 HQQTRSISVDAVKPSDTFPR 1315.9390 2269.1719 20.7490 4805 3 757.0622 1.13
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 3056.4692 FGVPMGYGGPHAAFLATSQEYKRMM 1359.6790 3056.4939 22.9844 3845 3 1019.5028 8.04
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 872.4836 INIEEVR 185.4204 872.4831 20.6047 1419 2 436.7452 ‐1.8227
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 929.5051 DVQNNVLK 422.1130 929.5064 16.2305 1285 2 465.2569 0.3346
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 601.4032 LISIR 169.7378 601.4042 16.8029 1216 1 601.4042 1.99
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 814.4417 PEDVAKR 168.6308 814.4435 18.8766 862 1 814.4435 2.60
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 3038.4586 FGVPMGYGGPHAAFLATSQEYKRMM 335.0630 3038.4597 22.8051 3944 3 1013.4914 1.92
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1225.6059 NTAGIEPEDVAK 310.1317 1225.6099 19.4008 2413 2 613.3086 2.98
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 None 1153.5960 GNADVQNNVLK 272.1100 1153.5982 16.9125 1702 2 577.3027 1.1661
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1932.5160 113894.9909 43 21.60 Carbamidomethyl+C(2) 1076.5558 FCDALISIR 246.1297 1076.5604 17.8924 1069 2 538.7838 3.93
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1620.8203 GAPHPPSLLMADTWK 7852.6920 1620.8189 18.0028 25079 2 810.9131 ‐0.3925
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1791.9527 LGVAEVQELPFFDTVK 981.7014 1791.9546 21.4115 19243 2 896.4809 1.70
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1221.6660 IAILNANYMAK 53250.2500 1221.6650 17.0443 18454 2 611.3361 ‐0.9344
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1320.6735 EYAAFPAPWLR 2585.5340 1320.6752 19.9642 11525 2 660.8412 1.38
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(2) 1094.5663 FCDALISIR 3589.7190 1094.5686 17.5958 9794 2 547.7879 1.21
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(5)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 2484.2129 FGVPMGYGGPHAAFLATSQEYKR 1524.9500 2484.2156 17.6014 7717 4 621.8094 1.0934
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(3)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 2221.0628 FDAGLTESQMIQHMVDLASK 410.1922 2221.0618 22.6116 2219 2 1111.0346 0.8866
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1075.5994 IIGISVDSSGK 4147.4000 1075.5992 15.1064 1584 2 538.3032 ‐0.5095
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(3) 1899.9732 LVCTLLPEEEQVAAAVSA 1840.5700 1899.9813 21.9111 1454 2 950.4943 5.1026
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 3029.5942 VFASGKPVPFTAESLAPEVQNSIPSSLTR 265.5996 3029.5715 22.5896 2546 3 1010.5287 ‐6.1686
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 1453.7686 YVSSLSPFISTPR 83.2647 1453.7292 25.5068 1739 1 1453.7292 ‐24.2352
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(9)
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 Carbamidomethyl+C(3) 1411.7138 LVCTLLPEEEQV 247.4493 1411.7113 20.8043 2580 2 706.3593 ‐1.6255
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 601.4032 LISIR 99.8893 601.4042 16.8029 1216 1 601.4042 1.07
NP_195027.1 glycine dehydrogenase decarboxylating 2 Arabidopsis thaliana 1297.9530 113894.9909 43 21.60 None 2466.2023 FGVPMGYGGPHAAFLATSQEYKR 177.8224 2466.2116 19.0510 1611 3 822.7421 4.94
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1198.7154 LAVQLVAGGSGVK 77983.6800 1198.7141 15.8054 42069 2 599.8607 ‐1.7218
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 2701.1680 2555.3484 22.2084 37488 2 1278.1779 3.65
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1143.6004 GGVIDEDALVR 108451.3000 1143.6011 24.1243 28711 2 572.3042 ‐0.1254
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 11965.7400 2567.1914 31.8933 27625 2 1284.0993 ‐1.6377
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 5427.4030 1159.6503 18.6711 15747 2 580.3288 ‐0.7742
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 905.5455 TLAVLGFGK 5967.3570 905.5439 17.8543 14296 2 453.2756 ‐2.9492
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1324.6644 VIAHDPYAPADR 38442.3800 1324.6655 17.0459 13480 3 442.2267 ‐0.5454
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLT 3534.8620 3468.7898 44.4721 8900 4 867.9529 3.97
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1240.6056 FASSLSESGEVK 4749.4540 1240.6060 19.1869 8666 2 620.8066 ‐0.2507
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMS 1560.8900 3005.4732 22.0876 8245 3 1002.4959 ‐2.0885
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 921.5404 YVGVSLVGK 6117.4830 921.5413 22.8132 7487 2 461.2743 ‐0.1150
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1702.9374 ALDAGIVAQAALDVFTK 2417.2750 1702.9359 22.9545 5707 2 851.9716 ‐0.5687
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 Carbamidomethyl+C(18) 4354.1629 AGVGIDNVDLSAATEFGCLVVNAPTAN 1754.1160 4354.1724 49.1956 5113 4 1089.2986 1.1076
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1457.7668 QAIMAIGVDDIPSK 448.7454 1457.7782 18.3240 2083 2 729.3928 7.58
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1660.9051 DDLDTRLLRAMITK 1149.1760 1660.9081 22.6057 14635 3 554.3076 0.9104
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1703.9618 IGEIPAVEEFVFLKL 3605.2570 1703.9501 24.4214 11752 2 852.4787 ‐6.5976
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1585.8618 KQAIMAIGVDDIPSK 3792.0300 1585.8651 25.9936 7104 3 529.2932 1.0769
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 2822.5008 AMITKGIIEPISDVYVNLVNADFTAK 222.5493 2822.5335 19.5859 3022 4 706.3888 9.24
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1291.7297 PAVEEFVFLKL 312.4844 1291.7273 24.3431 6825 2 646.3673 ‐2.2912
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1200.6470 ITVQLSNVESK 297.7635 1200.6484 23.0172 3982 2 600.8278 0.4976
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 969.4888 GGVIDEDALV 212.6455 969.4927 23.0513 2606 1 969.4927 5.68
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 691.4137 AVLGFGK 1974.7100 691.4109 17.8493 2459 1 691.4109 ‐3.8310
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 686.4196 DALIVR 224.4488 686.4194 16.7936 2094 1 686.4194 ‐0.0586
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 904.4159 DPYAPADR 239.1014 904.4139 15.8844 1847 1 904.4139 ‐1.3028
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 924.4785 DDLDTRLL 199.3582 924.4738 24.2203 1741 1 924.4738 ‐4.0531
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 870.4203 GGVIDEDAL 527.7878 870.4234 23.8172 1534 1 870.4234 4.11
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 521.3082 LGFGK 1176.3860 521.3108 17.0763 1343 1 521.3108 4.79
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1311.6977 AIMAIGVDDIPSK 283.2238 1311.6981 17.4319 1191 2 656.3527 ‐0.1299
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 Carbamidomethyl+C(3) 1046.5663 SLCDALIVR 420.6839 1046.5682 18.6741 1033 1 1046.5682 3.30
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 915.5258 QLVAGGSGVK 903.2672 915.5264 15.7813 959 1 915.5264 1.95
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 898.4993 QLVAGGSGVK 224.0375 898.4975 17.5752 824 2 449.7524 ‐3.1028
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 5816.3410 63610.2070 63 51.41 None 1440.7403 QAIMAIGVDDIPSK 396.5309 1440.7437 19.3613 2299 2 720.8755 2.1843
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 Carbamidomethyl+C(10) 2567.2004 LLEDVANVDCSYNMTPEELNIK 8386.5540 2567.1914 31.8933 27625 2 1284.0993 ‐1.4238
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 1050.5466 ILNDETFAK 2163.4550 1050.5466 20.6449 18998 2 525.7769 ‐1.0583
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 1324.6644 VIAHDPYAPADR 23490.6800 1324.6655 17.0459 13480 3 442.2267 ‐0.2547
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 1240.6056 FASSLSESGEVK 2082.8650 1240.6060 19.1869 8666 2 620.8066 ‐0.3467
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 921.5404 YVGVSLVGK 5662.9320 921.5413 22.8132 7487 2 461.2743 ‐0.2856
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMS 686.5626 3005.4834 39.1895 830 3 1002.4993 0.8086
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 1143.6004 GGVIDEDALVR 425.3954 1143.6237 21.2961 2472 2 572.3155 19.5232
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 Oxidation+M(10) 1325.6769 ILNDETFAKMK 208.6367 1325.6703 32.6444 2465 2 663.3388 ‐5.4755



NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 None 867.4359 VIAHDPYA 963.1539 867.4346 17.0436 782 1 867.4346 ‐0.6626
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 972.4940 63610.2070 63 51.41 Oxidation+M(10) 1307.6664 ILNDETFAKMK 472.9297 1307.6697 29.7512 6984 2 654.3385 2.0250
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1198.7154 LAVQLVAGGSGVK 88098.4700 1198.7141 15.8054 42069 2 599.8607 ‐1.2347
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 2555.3451 VLLDGSPESPLETITVQLSNVESK 4659.8690 2555.3484 22.2084 37488 2 1278.1779 3.1005
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 2278.1965 GIIEPISDVYVNLVNADFTAK 3749.9760 2278.1889 22.5966 28431 2 1139.5981 ‐1.9525
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 Carbamidomethyl+C(4) 1159.6504 ISLCDALIVR 4189.7130 1159.6503 18.6711 15747 2 580.3288 ‐0.2703
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 905.5455 TLAVLGFGK 7938.1050 905.5439 17.8543 14296 2 453.2756 ‐2.3361
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 3468.7719 AHAIGVDLVSFDEALATADFISLHMPLT 1746.5240 3468.7822 24.5821 10420 4 867.9510 2.73
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 3005.4819 QVDQPGMIGTVGSILGESNVNVNFMS 3507.7580 3005.4732 22.0876 8245 3 1002.4959 ‐1.6090
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1702.9374 ALDAGIVAQAALDVFTK 1952.8940 1702.9359 22.9545 5707 2 851.9716 ‐0.2983
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1050.5466 ILNDETFAK 616.2220 1050.5686 21.1800 2618 1 1050.5686 22.5091
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1457.7668 QAIMAIGVDDIPSK 891.8119 1457.7782 18.3240 2083 2 729.3928 8.0315
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 2555.3715 ALDAGIVAQAALDVFTKEPPAKDSK 280.8573 2555.3802 21.0225 1564 4 639.6005 3.76
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1703.9618 IGEIPAVEEFVFLKL 6605.8830 1703.9501 24.4214 11752 2 852.4787 ‐6.3277
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 691.4137 AVLGFGK 1780.3610 691.4109 17.8493 2459 1 691.4109 ‐3.6806
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 686.4196 DALIVR 119.8769 686.4194 16.7936 2094 1 686.4194 0.0929
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1323.6474 SNVNVNFMSVGR 189.2524 1323.6505 21.2066 1590 1 1323.6505 4.35
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 521.3082 LGFGK 93.4453 521.3108 17.0763 1343 1 521.3108 4.69
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 447.2562 GSGVK 304.4719 447.2585 17.5200 1132 1 447.2585 4.38
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 Carbamidomethyl+C(3) 1046.5663 SLCDALIVR 358.1344 1046.5682 18.6741 1033 1 1046.5682 3.30
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 915.5258 QLVAGGSGVK 732.6447 915.5264 15.7813 959 1 915.5264 1.91
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1684.9268 ALDAGIVAQAALDVFTK 285.9148 1684.9219 22.7682 1090 2 842.9646 ‐2.3882
NP_195146.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2773.1490 63610.2070 63 51.41 None 1440.7403 QAIMAIGVDDIPSK 230.1916 1440.7437 19.3613 2299 2 720.8755 2.74
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 Carbamidomethyl+C(7) 1627.7607 VIPGFMCQGGDFTAK 21002.7700 1627.7598 17.6596 34330 2 814.3835 ‐0.4437
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 None 2098.9750 IEMELFADTTPNTAENFR 42304.7300 2098.9743 32.5598 30823 2 1049.9908 0.6919
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 None 1526.7672 VFFDMSLSGTPIGR 2260.5760 1526.7651 20.1416 19696 2 763.8862 ‐1.4199
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 None 1168.6361 FKDENFIKK 1280.0970 1168.6378 17.1447 7018 3 390.2174 ‐0.1285
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 Carbamidomethyl+C(5) 1415.6083 PGFMCQGGDFTAK 2538.8980 1415.6145 17.6532 1774 2 708.3109 4.1465
NP_195213.1 rotamase cyclophilin 5 Arabidopsis thaliana 6442.8760 18606.1756 6 32.56 None 1508.7566 VFFDMSLSGTPIGR 393.6149 1508.7605 18.6692 1330 2 754.8839 2.18
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1136.6786 APGVQTPVIVR 58083.7200 1136.6788 22.4026 211528 2 568.8431 ‐0.6863
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 798.4832 LNVRPSI 6222.9890 798.4824 21.5266 39409 2 399.7448 ‐2.5750
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1072.5422 WIDALSDPR 8734.9440 1072.5427 25.3249 22326 2 536.7750 ‐0.5643
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1679.7880 HMDGSGVNTYMLINK 2451.8280 1679.7925 24.8614 16243 3 560.6024 1.92
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 2831.3020 VGGTNHSHATQDLYDSIAAGNYPEWK 2204.3710 2831.3106 29.3547 11007 4 708.5831 1.29
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1483.7216 SIWISYWSQADK 715.9347 1483.7268 30.9988 6432 2 742.3670 3.12
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 Carbamidomethyl+C(7) 1259.6354 FHWKPTCGVK 320.2353 1259.6286 18.2389 3384 2 630.3180 ‐5.9812
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 Carbamidomethyl+C(1) 1862.9066 CIIEKENNFKEPGER 109.8431 1862.9189 29.8772 1298 2 931.9631 7.26
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 1000.6770 2242.0775 37.5970 1062 3 748.0307 7.34
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1616.8544 FIQRWIDALSDPR 458.0653 1616.8434 30.2666 7311 2 808.9253 ‐6.6445
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 472.2878 RPSI 190.6920 472.2886 20.4813 12106 1 472.2886 1.37
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 571.3562 VRPSI 106.5552 571.3560 20.4808 9150 1 571.3560 ‐0.6099
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1065.6415 PGVQTPVIVR 1318.4740 1065.6441 22.4091 3097 2 533.3257 1.49
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 773.3788 DALSDPR 325.9408 773.3794 25.3106 2933 1 773.3794 1.36
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 583.3926 PVIVR 4914.2890 583.3903 22.4015 1902 1 583.3903 ‐4.0499
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1411.6886 DGSGVNTYMLINK 450.5635 1411.6899 23.2775 1627 2 706.3486 0.6301
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 779.3988 FHWKPT 99.9721 779.3943 18.9219 1116 1 779.3943 ‐5.1867
NP_195235.1 catalase 2 Arabidopsis thaliana 2008.9920 57273.5396 18 22.97 None 1661.7774 HMDGSGVNTYMLINK 546.2903 1661.7780 24.8891 1424 2 831.3926 0.5838
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1901.0531 VFNFAAGPATLPENVLLK 9327.8160 1901.0514 21.0604 18515 2 951.0294 ‐0.2201
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1589.7693 VPSFEELEQTPDAK 4920.4240 1589.7721 26.5949 18336 2 795.3897 1.76
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1905.9626 DLIGNAQDITPVMLDYK 5718.5610 1905.9639 34.0734 16651 2 953.4856 1.78
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1463.7563 ASIYNAMPLAGVEK 5463.6240 1463.7565 28.5463 15191 2 732.3819 0.0185
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1065.5463 SELEAEFIK 6385.6070 1065.5453 25.4884 8723 2 533.2763 ‐1.7633
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1136.5483 AQADLYNWR 4564.9680 1136.5488 23.9797 7678 2 568.7780 ‐0.3702
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1324.7947 NVGPSGVTIVIIR 4777.4220 1324.7965 18.0893 7193 2 662.9019 0.9579
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1162.6830 GKEFLSIIQK 1317.9460 1162.6841 16.4735 4609 2 581.8457 0.2338
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1308.5493 GSGMSVMEMSHR 2651.8320 1308.5504 19.8784 4570 2 654.7789 0.4126
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 Carbamidomethyl+C(13) 2302.0843 NGFLVADMSSNFCSKPVDVSK 203.2267 2302.1048 32.9728 787 2 1151.5561 10.39
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 2788.4628 SGSVGSQERVFNFAAGPATLPENVLLK 998.0949 2788.4724 21.9968 15133 3 930.1623 3.69
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 2051.0412 SVGGMRASIYNAMPLAGVEK 1096.3000 2051.0373 26.6925 5090 2 1026.0223 ‐1.0026
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1274.7137 EAAKEKMVQLK 656.0019 1274.7266 18.4677 2816 2 637.8669 9.29
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 987.4854 SGSVGSQERV 434.7025 987.4848 20.4965 2693 1 987.4848 0.6159
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1194.7093 PATLPENVLLK 309.9070 1194.7065 19.8777 2378 2 597.8569 ‐2.9587
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1145.6565 GKEFLSIIQK 217.1546 1145.6602 16.6216 1376 2 573.3338 2.10
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 1456.1940 47815.6348 39 33.02 None 1119.5218 AQADLYNWR 249.2498 1119.5224 23.7599 922 2 560.2648 ‐0.2598
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1589.7693 VPSFEELEQTPDAK 7520.3070 1589.7721 26.5853 16667 2 795.3897 1.89
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1905.9626 DLIGNAQDITPVMLDYK 4801.5030 1905.9639 34.0734 16651 2 953.4856 1.72
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1463.7563 ASIYNAMPLAGVEK 9313.1050 1463.7565 28.5463 15191 2 732.3819 ‐0.0254
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1136.5483 AQADLYNWR 4417.3770 1136.5488 23.9797 7678 2 568.7780 ‐0.4906
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1308.5493 GSGMSVMEMSHR 2526.2540 1308.5504 19.8784 4570 2 654.7789 0.3324
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1901.0531 VFNFAAGPATLPENVLLK 252.4451 1901.0351 32.3424 2822 2 951.0212 ‐8.7720
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 Carbamidomethyl+C(13) 2302.0843 NGFLVADMSSNFCSKPVDVSK 326.8869 2302.1048 32.9728 787 2 1151.5561 10.58
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1986.9920 KADLLYNAIEESNGFFR 459.3477 1986.9914 30.5094 19072 2 993.9994 0.6379
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 Carbamidomethyl+C(17) 2814.3880 ADLLYNAIEESNGFFRCPVEKSVR 900.9694 2814.4084 33.2738 11758 3 938.8077 7.74
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1151.5480 AIEESNGFFR 202.6988 1151.5496 31.7732 2236 1 1151.5496 3.54
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 Carbamidomethyl+C(17) 1983.8906 ADLLYNAIEESNGFFRC 352.2169 1983.8794 33.2610 2007 2 992.4433 ‐4.7377
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1429.7110 VFNFAAGPATLPEN 161.6403 1429.7003 31.5715 848 1 1429.7003 ‐4.5975
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 927.3800 47815.6348 39 33.02 None 1119.5218 AQADLYNWR 346.6077 1119.5224 23.7599 922 2 560.2648 ‐0.3842
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1901.0531 VFNFAAGPATLPENVLLK 6279.6590 1901.0514 21.0604 18515 2 951.0294 ‐0.0349
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1324.7947 NVGPSGVTIVIIR 4665.8950 1324.7965 18.0893 7193 2 662.9019 1.08



NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1162.6830 GKEFLSIIQK 1798.1850 1162.6841 16.4735 4609 2 581.8457 0.7364
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1039.5571 FGVIYGGAQK 2191.7160 1039.5530 14.7914 860 2 520.2801 ‐4.3713
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 2788.4628 SGSVGSQERVFNFAAGPATLPENVLLK 507.6912 2788.4724 21.9968 15133 3 930.1623 4.27
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1620.8778 SVRSLMNVPFTLEK 309.9159 1620.8713 20.9854 1121 3 540.9619 ‐4.5236
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1194.7093 PATLPENVLLK 129.3904 1194.7065 19.8777 2378 2 597.8569 ‐2.4699
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1145.6565 GKEFLSIIQK 420.4659 1145.6602 16.6216 1376 2 573.3338 3.0510
NP_195288.1 phosphoserine aminotransferase Arabidopsis thaliana 496.7198 47815.6348 39 33.02 None 1603.8512 SVRSLMNVPFTLEK 178.9014 1603.8475 21.8571 968 2 802.4274 ‐1.8986
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 1116.6259 TSLAPGSGVVTK 35193.6000 1116.6273 18.4289 12335 2 558.8173 0.2971
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 1777.9041 EVAEVVQSSVLPDMFK 4455.0760 1777.9064 33.8059 4798 2 889.4568 1.78
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 2624.2699 NEGRDTIILAGAEYGSGSSRDWAAK 202.3877 2624.3118 31.8931 9097 3 875.4421 15.9471
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 168.5388 2618.2695 34.1176 3770 3 873.4280 ‐18.1966
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 2168.0618 DTIILAGAEYGSGSSRDWAAK 659.2913 2168.1150 27.1155 1557 2 1084.5611 25.7833
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 1322.6699 NEGRDTIILAGAE 168.9849 1322.6695 30.5228 3124 2 661.8384 ‐0.7871
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 575.0397 98836.5880 23 10.36 None 744.4250 PGSGVVTK 6361.6690 744.4256 18.4206 1133 1 744.4256 1.53
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(12) 1548.8277 SNLVGMGIIPLCFK 8350.6900 1548.8245 21.4427 14003 2 774.9159 ‐1.7376
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(17) 2104.0930 VLLQDFTGVPAVVDLACMR 13745.0800 2104.0878 22.3991 12572 2 1052.5475 ‐1.3195
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 914.5669 ILLESAIR 7696.9410 914.5666 16.3116 10048 2 457.7869 ‐0.9603
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 981.5364 TVHIPTGEK 127.7116 981.5183 16.9589 5887 2 491.2628 ‐18.8511
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 981.5074 LSVFDAAMK 463.1202 981.4946 17.3935 2984 1 981.4946 ‐11.7110
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 2052.9945 NEGRDTIILAGAEYGSGSSR 572.0810 2053.0209 17.2804 2446 3 685.0118 12.92
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 2618.3171 DIWPSNKEVAEVVQSSVLPDMFK 806.7848 2618.2802 20.1424 2218 3 873.4316 ‐13.2968
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(10) 2150.1274 ILLESAIRNCDEFQVKSK 238.1741 2150.1301 24.5483 4268 2 1075.5687 2.07
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 1850.9548 DGKQIFFRDIWPSNK 402.9926 1850.9581 18.0213 1019 3 617.6575 1.40
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 688.3988 LESAIR 1458.2500 688.3974 16.3177 3720 1 688.3974 ‐1.6751
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 823.4097 DIWPSNK 147.9313 823.4102 20.9287 1912 1 823.4102 1.36
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(8) 1131.5649 PAVVDLACMR 119.3516 1131.5567 21.4751 1626 1 1131.5567 ‐5.4567
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(10) 1396.6890 ILLESAIRNCDE 126.2470 1396.6885 22.3633 1479 1 1396.6885 2.06
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 801.4829 LLESAIR 162.5602 801.4812 16.3127 1398 1 801.4812 ‐1.3216
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 None 1833.9282 DGKQIFFRDIWPSNK 211.0565 1833.9185 17.7220 2657 3 611.9777 ‐5.5535
NP_195308.1 aconitate hydratase 1 Arabidopsis thaliana 528.9051 98836.5880 23 10.36 Carbamidomethyl+C(10) 2133.1009 ILLESAIRNCDEFQVKSK 157.0362 2133.0941 22.6160 1169 3 711.7029 ‐3.0213
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1550.7962 AVVTVPAYFNDAQR 13295.0400 1550.7948 27.5224 14125 2 775.9010 ‐0.8540
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1760.8847 MVKEAELNAQKDQEK 1904.7910 1760.8822 27.9459 6599 2 880.9447 ‐1.0244
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1806.9055 IINEPTAAALSYGMNNK 2379.8380 1806.9059 16.6126 5494 2 903.9566 0.7583
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1417.7355 EVDEVLLVGGMTR 6073.9520 1417.7329 29.5718 5099 2 709.3701 ‐2.0861
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1813.9542 IPAEIASEIETAVSDLR 1255.6820 1813.9525 40.3867 4246 2 907.4799 ‐0.4189
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1140.6735 GELLVGTPAKR 2709.5280 1140.6740 18.5200 1841 2 570.8406 ‐0.3590
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 2307.1537 GMPQIEVTFDIDANGITTVSAK 1283.7760 2307.1540 24.3584 1340 2 1154.0806 1.12
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1175.6089 TTPSVVAMNQK 1240.4610 1175.6076 20.5404 1715 2 588.3074 ‐1.7946
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1715.8923 SDNIDLTKDNLALQR 349.6019 1715.9289 20.6888 1462 2 858.4681 21.6617
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1796.9290 IVKAPNGDAWVEANGQK 215.6137 1796.9201 34.5508 817 3 599.6449 ‐5.6909
NP_195504.2 heat shock protein 70 1 Arabidopsis thaliana 634.0244 73360.1934 11 17.60 None 1346.6297 GMPQIEVTFDID 318.5360 1346.6301 24.9157 1566 2 673.8187 ‐0.0269
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1569.8054 NTVPGDVSAMVPGGIR 25690.9800 1569.8017 28.3579 54905 2 785.4045 ‐2.2773
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1806.7738 LDESTGYIDYDQMEK 80033.0000 1806.7744 24.7679 53657 2 903.8909 0.8171
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 42320.9400 2402.2114 35.9722 50245 3 801.4086 1.17
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 2171.0900 LKDFVSAMESSSTIQSEIAK 7233.1040 2171.0884 18.1382 43295 3 724.3677 ‐0.9926
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1041.4888 GFVEEDFAK 50266.5500 1041.4893 23.3442 37145 2 521.2483 ‐0.3973
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 10970.4700 2253.2229 17.4636 36134 4 564.0612 ‐2.2679
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1180.6684 VLEAVHIASNK 41340.5000 1180.6685 19.2444 35949 2 590.8379 ‐0.6084
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 18763.3200 2738.3755 23.2202 33843 3 913.4633 1.0411
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 995.4979 FAQTLMER 6721.6850 995.4975 20.7600 30508 2 498.2524 ‐1.4027
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1660.8403 ISAVSIFFETMPYR 28653.7200 1660.8416 22.3578 26332 2 830.9244 0.9791
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1337.6696 AYQEQVLSNSAK 58439.6400 1337.6723 17.6923 25961 2 669.3398 1.33
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 933.4822 MGTPALTSR 18487.2800 933.4817 17.6150 24803 2 467.2445 ‐1.7342
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1066.5568 QFPTIGFEK 9135.3430 1066.5579 27.6770 18030 2 533.7826 0.2069
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 999.4530 YSEGYPGAR 4297.7700 999.4559 14.7278 12873 2 500.2316 1.34
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1091.6208 LIVAGASAYAR 32528.4700 1091.6207 14.4991 12560 2 546.3140 ‐0.8877
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 841.4389 GAMIFFR 9600.4780 841.4381 18.1097 12069 1 841.4381 ‐0.2135
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1157.5361 EVLYDFEDK 31800.6900 1157.5361 25.1973 9895 2 579.2717 ‐0.6808
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYAD 5522.5780 3655.8563 41.9072 8004 4 914.7195 0.4082
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 715.4713 AVTIALK 8372.0910 715.4709 20.4414 5462 1 715.4709 ‐0.1870
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 5047.8820 2291.1274 15.6269 4186 4 573.5373 ‐0.2857
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 871.4196 VAEYFDK 97.0962 871.4342 33.0128 2177 1 871.4342 17.6049
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 545.3657 TIALK 9953.8880 545.3662 20.4412 4025 1 545.3662 0.6793
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 902.4407 QFPTIGFE 100.6178 902.4364 27.8086 3447 1 902.4364 ‐3.7523
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1255.6463 PGDVSAMVPGGIR 4309.1610 1255.6435 28.3607 3250 1 1255.6435 ‐0.0500
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 644.3726 PALTSR 77.7836 644.3761 19.2133 3208 1 644.3761 5.72
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 777.3923 QTLMER 383.8309 777.3935 20.7524 2952 1 777.3935 2.0013
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 738.3305 EEDFAK 25249.0200 738.3303 23.3437 2886 1 738.3303 0.2291
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1634.7670 PHGGHLSHGYQTDTK 476.9393 1634.7624 17.1345 2484 2 817.8849 ‐2.6189
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 839.4734 AVHIASNK 422.8809 839.4721 18.5785 2461 1 839.4721 ‐0.7901
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 935.4833 GLELIPSEN 180.6199 935.4779 23.6544 2152 1 935.4779 ‐4.6862
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1791.0123 VSGGTDNHLVLVNLKPK 1719.5730 1791.0161 17.4772 1580 2 896.0117 2.40
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 763.3621 GYELVSGG 168.8515 763.3576 17.4092 1551 1 763.3576 ‐5.3529
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 978.5367 IVAGASAYAR 428.6122 978.5399 15.7653 1213 2 489.7736 2.19
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1048.5462 QFPTIGFEK 238.7236 1048.5475 25.2828 1710 2 524.7774 0.3359
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1023.4782 GFVEEDFAK 292.0332 1023.4806 22.0474 1497 2 512.2439 1.20
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1320.6430 AYQEQVLSNSAK 247.5300 1320.6473 17.5049 4846 2 660.8273 2.52
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 13121.1000 57571.8807 75 57.45 None 1163.6419 VLEAVHIASNK 372.8905 1163.6483 19.1862 900 2 582.3278 4.36
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1569.8054 NTVPGDVSAMVPGGIR 18691.9000 1569.8017 28.3579 54905 2 785.4045 ‐2.2965



NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 2402.2086 QLNAPLEEVDPEIADIIEHEK 70868.3400 2402.2114 35.9724 49903 3 801.4086 0.9753
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1180.6684 VLEAVHIASNK 41698.9300 1180.6685 19.2444 35949 2 590.8379 ‐0.7185
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 995.4979 FAQTLMER 4840.6830 995.4973 20.7712 29553 2 498.2523 ‐1.7527
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 933.4822 MGTPALTSR 42579.5900 933.4817 17.6150 24803 2 467.2445 ‐1.9020
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1066.5568 QFPTIGFEK 8952.9920 1066.5579 27.6770 18030 2 533.7826 0.0703
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1337.6696 AYQEQVLSNSAK 16188.0800 1337.6712 17.6292 9586 2 669.3393 0.7954
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 715.4713 AVTIALK 9746.6320 715.4709 20.4414 5462 1 715.4709 ‐0.1806
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 795.2305 2738.3741 41.6627 1397 3 913.4629 0.1299
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYAD 2708.8470 3655.8612 41.9744 1677 4 914.7208 2.58
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 2314.1496 AYQEQVLSNSAKFAQTLMER 684.4250 2314.1730 31.8172 5336 3 772.0625 9.25
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 545.3657 TIALK 11385.0100 545.3662 20.4412 4025 1 545.3662 0.6466
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 777.3923 QTLMER 523.2953 777.3935 20.7524 2952 1 777.3935 2.0218
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 644.3726 PALTSR 7457.1700 644.3733 17.6100 2526 1 644.3733 1.1191
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 2296.1390 AYQEQVLSNSAKFAQTLMER 180.4313 2296.1337 32.0785 2758 3 766.0494 ‐2.5853
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1048.5462 QFPTIGFEK 335.5443 1048.5475 25.2828 1710 2 524.7774 0.1951
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1320.6430 AYQEQVLSNSAK 279.7599 1320.6473 17.5049 4846 2 660.8273 2.79
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 6047.3530 57571.8807 75 57.45 None 1163.6419 VLEAVHIASNK 432.4909 1163.6483 19.1862 900 2 582.3278 4.96
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2171.0900 LKDFVSAMESSSTIQSEIAK 8715.8290 2171.0884 18.1382 43295 3 724.3677 ‐0.5273
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2253.2238 GYELVSGGTDNHLVLVNLKPK 18294.2700 2253.2229 17.4636 36134 4 564.0612 ‐0.3593
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2738.3739 GLELIPSENFTSVSVMQAVGSVMTNK 16064.0100 2738.3755 23.2202 33843 3 913.4633 1.60
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 1660.8403 ISAVSIFFETMPYR 18613.1100 1660.8416 22.3578 26332 2 830.9244 1.75
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 1091.6208 LIVAGASAYAR 34801.2700 1091.6207 14.4991 12560 2 546.3140 ‐0.3545
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 841.4389 GAMIFFR 7269.8450 841.4381 18.1097 12069 1 841.4381 ‐0.0971
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 3655.8499 AVMLADMAHISGLVAANVIPSPFDYAD 2027.5430 3655.8483 23.4450 8671 4 914.7175 ‐0.4335
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 5744.8960 2291.1274 15.6269 4186 4 573.5373 1.81
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 1569.8054 NTVPGDVSAMVPGGIR 587.4273 1569.8016 17.4175 1077 2 785.4045 ‐1.9955
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2808.3549 MGTPALTSRGFVEEDFAKVAEYFDK 880.0372 2808.3336 20.3842 23212 3 936.7827 ‐6.5290
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 3013.5517 VTWPKQLNAPLEEVDPEIADIIEHEK 821.9149 3013.5494 24.1969 5466 3 1005.1880 0.5535
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 Oxidation+M(10) 2500.2646 NTVPGDVSAMVPGGIRMGTPALTSR 301.8884 2500.2494 24.6578 3073 2 1250.6283 ‐4.4169
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 713.3803 MIFFR 117.9983 713.3804 18.0900 2574 1 713.3804 0.5723
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 1100.5623 GLELIPSENF 226.7435 1100.5572 22.8054 2451 1 1100.5572 ‐2.9264
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2237.0907 MGTPALTSRGFVEEDFAKVAE 299.9625 2237.0950 20.4275 2249 2 1119.0512 3.51
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 935.4833 GLELIPSEN 191.1164 935.4779 23.6544 2152 1 935.4779 ‐4.5911
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 763.3621 GYELVSGG 143.4305 763.3576 17.4092 1551 1 763.3576 ‐5.2188
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 1691.9439 SGGTDNHLVLVNLKPK 4054.9180 1691.9437 17.4882 1530 2 846.4755 0.4468
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 978.5367 IVAGASAYAR 412.6690 978.5399 15.7653 1213 2 489.7736 2.37
NP_195506.1 serine transhydroxymethyltransferase 1 Arabidopsis thaliana 3619.8310 57571.8807 75 57.45 None 2236.1972 GYELVSGGTDNHLVLVNLKPK 717.5021 2236.1959 17.8857 2680 4 559.8044 ‐0.6005
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1624.9057 HVVFGQVVEGLDVVK 3158.2190 1624.9101 18.6332 43396 3 542.3082 1.86
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1111.5704 IVMELYTDK 10626.2900 1111.5708 24.8425 27205 2 556.2891 ‐0.3825
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1085.4534 FEDENFER 29795.8300 1085.4543 18.7087 23895 2 543.2308 ‐0.0028
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 834.3992 TDWLDGK 8624.0410 834.4007 21.4407 9434 2 417.7040 0.5371
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1465.7719 IVMELYTDKTPR 7317.0500 1465.7720 15.4798 14505 3 489.2622 ‐1.0981
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 899.4179 MELYTDK 6304.5780 899.4175 24.8446 4271 1 899.4175 0.4781
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 668.3515 HVVFGQ 261.0844 668.3521 16.9004 3006 1 668.3521 1.0585
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 809.3424 DENFER 10578.6200 809.3409 18.6855 2077 1 809.3409 ‐1.1811
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1352.6879 VMELYTDKTPR 4525.9400 1352.6903 15.4936 1807 2 676.8488 1.34
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1253.6194 MELYTDKTPR 3663.5690 1253.6192 15.4730 1776 2 627.3132 ‐0.7611
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 938.3850 EDENFER 10185.5500 938.3840 18.7123 1484 1 938.3840 0.0263
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 858.4931 VEGLDVVK 159.5532 858.4915 18.0530 1027 2 429.7494 ‐3.1343
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 2568.2840 18601.0075 19 31.40 None 1607.8792 HVVFGQVVEGLDVVK 249.8768 1607.8894 18.5784 796 3 536.6347 5.87
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 None 1111.5704 IVMELYTDK 11146.5900 1111.5708 24.8425 27205 2 556.2891 ‐0.5086
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 Carbamidomethyl+C(17) 2073.0645 VGSSSGKPTKPVVVADCGQLS 4113.2970 2073.0670 19.7338 19006 3 691.6938 0.7245
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 None 834.3992 TDWLDGK 557.9565 834.3904 27.2042 2088 1 834.3904 ‐9.8144
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 None 3016.4907 VYFDMTIDGQPAGRIVMELYTDKTPR 368.9382 3016.5076 34.6259 1957 3 1006.1740 5.37
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 None 899.4179 MELYTDK 3565.9880 899.4175 24.8446 4271 1 899.4175 0.5267
NP_195585.1 peptidyl prolyl cis trans isomerase CYP1 Arabidopsis thaliana 1108.1640 18601.0075 19 31.40 Carbamidomethyl+C(17) 1854.9379 VGSSSGKPTKPVVVADCGQ 979.6013 1854.9388 19.7324 967 2 927.9730 1.1372
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 922.5242 20420.9192 12 21.55 None 1399.7104 IYDKDGDYIGIK 7357.7090 1399.7159 21.6260 22731 3 467.2435 2.07
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 922.5242 20420.9192 12 21.55 None 2144.9858 NLQAWAGLMGPDYNYFER 2013.3100 2144.9857 21.2269 21330 2 1072.9965 1.0563
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 922.5242 20420.9192 12 21.55 None 978.5003 GNLDIFSGR 4716.0860 978.5010 26.0880 15975 2 489.7541 ‐0.3468
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 922.5242 20420.9192 12 21.55 None 1123.5630 DKDGDYIGIK 485.3531 1123.5648 22.5505 2486 2 562.2860 0.8503
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 922.5242 20420.9192 12 21.55 None 961.4738 GNLDIFSGR 54.3219 961.4761 27.9877 4345 1 961.4761 3.90
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 1399.7104 IYDKDGDYIGIK 4508.8870 1399.7159 21.6260 22731 3 467.2435 2.51
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 978.5003 GNLDIFSGR 4140.1780 978.5010 26.0880 15975 2 489.7541 ‐0.5040
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 2144.9858 NLQAWAGLMGPDYNYFER 202.0309 2144.9664 29.0879 3046 2 1072.9869 ‐7.8229
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 1123.5630 DKDGDYIGIK 411.9535 1123.5648 22.5505 2486 2 562.2860 0.7270
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 1400.6303 NLQAWAGLMGPDY 211.8725 1400.6189 31.5588 899 1 1400.6189 ‐5.3635
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 961.4738 GNLDIFSGR 138.4297 961.4761 27.9877 4345 1 961.4761 3.18
NP_195683.1 Lipase lipooxygenase PLAT LH2 family protein Arabidopsis thaliana 524.8884 20420.9192 12 21.55 None 2127.9593 NLQAWAGLMGPDYNYFER 232.8855 2127.9550 31.0941 1706 2 1064.4811 ‐0.8341
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 None 1015.5531 NLAGDVIGTR 1745.8930 1015.5571 22.4255 35383 2 508.2822 2.63
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 None 1755.8701 STPFQPYSEVFGIQR 22310.6700 1755.8701 19.1851 31722 2 878.4387 0.3912
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 None 1419.7155 FFDPLGLAADPEK 1159.1090 1419.7164 16.8075 2004 3 473.9103 ‐0.5949
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 Carbamidomethyl+C(4) 1316.6529 FRECELIHGR 520.2065 1316.6534 18.7360 1381 3 439.5560 ‐0.9425
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 None 1507.7533 AATSAAAAAASSIMGTR 921.0198 1507.7405 19.5307 2793 2 754.3739 ‐8.5485
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 None 1306.6426 QPYSEVFGIQR 275.6954 1306.6405 19.5064 1806 2 653.8239 ‐2.0783
NP_195773.1 chlorophyll a b binding protein CP29 1 Arabidopsis thaliana 1338.9090 31196.5219 7 22.41 Carbamidomethyl+C(3) 1151.5739 RECELIHGR 130.5552 1151.5806 20.2458 1066 2 576.2940 5.1434
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1473.6856 TTPSYVAFTDSER 86081.6600 1473.6868 23.6669 47008 2 737.3470 0.6326
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1647.8159 NQVAMNPVNTVFDAK 18447.0500 1647.8165 28.6197 44112 2 824.4119 0.5621
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1680.8340 NAVVTVPAYFNDSQR 23355.8300 1680.8334 27.2930 43317 2 840.9204 ‐0.0722
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 2560.2526 SINPDEAVAYGAAVQGAILSGEGNEK 22165.9900 2560.2564 34.2262 37589 3 854.0903 1.16



NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1358.6158 NALENYAYNMR 20581.8100 1358.6159 24.8698 34017 2 679.8116 ‐0.2826
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 Carbamidomethyl+C(6) 1386.7298 ELESICNPIIAK 8277.2930 1386.7277 26.2206 29249 2 693.8675 ‐1.8626
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 2658.2682 EQVFSTYSDNQPGVLIQVYEGER 13192.4200 2658.2682 32.9202 26816 3 886.7609 0.0277
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1215.6514 DAGVIAGLNVMR 35440.3300 1215.6517 29.0756 25210 2 608.3295 ‐0.4868
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1659.8952 IINEPTAAAIAYGLDK 8388.1690 1659.8963 29.6777 21017 2 830.4518 0.8448
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1426.7649 STVHDVVLVGGSTR 4969.4980 1426.7658 20.2656 10380 3 476.2601 ‐0.3597
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1313.6194 FEELNMDLFR 12791.0100 1313.6217 33.7966 7944 2 657.3145 1.46
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1803.9170 NQVAMNPVNTVFDAKR 256.0175 1803.8656 32.2723 2270 2 902.4364 ‐27.9828
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 3020.4007 IEDSIEQAIQWLEGNQLAEADEFEDK 166.7807 3020.4072 35.6328 1936 3 1007.4739 2.76
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 902.5306 NTTIPTKK 72.2331 902.5134 17.9449 1780 2 451.7603 ‐20.3604
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 3148.4957 KIEDSIEQAIQWLEGNQLAEADEFEDK 2390.6570 3148.4908 43.2299 8592 3 1050.1685 ‐1.1314
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 873.4975 IAGLNVMR 96.1581 873.5016 30.8671 3317 2 437.2545 3.35
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1552.6914 EQVFSTYSDNQPGV 251.2254 1552.6880 29.1656 2660 2 776.8476 ‐2.2160
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1188.6259 VLIQVYEGER 255.2311 1188.6298 32.6419 2635 2 594.8186 2.75
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1029.5874 GVIAGLNVMR 1399.4280 1029.5921 27.3804 2442 2 515.2997 3.49
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 689.3763 GLNVMR 113.7683 689.3769 30.1962 1770 1 689.3769 1.0779
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 825.3737 AFTDSER 1231.8470 825.3778 23.6676 1676 1 825.3778 5.08
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1295.6089 FEELNMDLFR 267.4053 1295.6071 31.9162 1306 1 1295.6071 1.0372
NP_195870.1 heat shock cognate protein 70 1 Arabidopsis thaliana 7018.9170 71757.0669 23 31.18 None 1663.8075 NAVVTVPAYFNDSQR 1623.3450 1663.8102 25.0094 824 2 832.4087 1.60
NP_195916.1 40S ribosomal protein S23 2 Arabidopsis thaliana 576.1208 15849.5972 3 7.75 None 1133.6929 VSGVSLLALFK 7192.5420 1133.6956 21.9322 4969 2 567.3515 1.57
NP_195916.1 40S ribosomal protein S23 2 Arabidopsis thaliana 576.1208 15849.5972 3 7.75 None 970.4741 SHLGNEWK 336.3976 970.4882 20.2814 7387 2 485.7478 13.4933
NP_195916.1 40S ribosomal protein S23 2 Arabidopsis thaliana 576.1208 15849.5972 3 7.75 None 953.4476 SHLGNEWK 89.3218 953.4516 19.1237 1595 1 953.4516 5.20
NP_196005.1 40S ribosomal protein S28 1 Arabidopsis thaliana 1719.3190 7370.5678 1 18.75 None 1374.7111 EGDILTLLESER 9169.7000 1374.7120 35.0424 17370 2 687.8596 0.2588
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 2584.3505 YPLNEELLTEAPNVNESAVQLIK 3001.0590 2584.3535 35.1083 16654 3 862.1227 1.10
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 Carbamidomethyl+C(10) 1527.8200 ITPNQNIVLCDIK 9627.7690 1527.8201 26.8137 12596 2 764.4137 0.0744
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1077.5251 ELPEWEFK 4919.1540 1077.5271 28.3328 8460 2 539.2672 0.9319
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1089.4847 ESFGEYTTR 4223.0120 1089.4859 18.8409 7851 2 545.2466 0.2807
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1142.6568 NVLAPAAPYVK 3913.3830 1142.6590 23.8804 6997 2 571.8332 1.58
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 Carbamidomethyl+C(2) 1378.6613 VCEPLFYHWK 1100.6280 1378.6643 17.4696 4551 2 689.8358 1.42
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 903.4393 SYSFMLR 5758.6630 903.4400 16.7583 1993 2 452.2236 ‐0.3798
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1265.7073 AIVVTQREHGR 569.2029 1265.7312 18.9219 30737 2 633.3692 18.3840
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1122.6405 LKELIDTYK 736.8936 1122.6343 20.8550 3220 2 561.8208 ‐6.2687
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 1252.6420 ELIDTYKGVSQ 417.1480 1252.6468 18.5793 1449 2 626.8270 3.69
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 880.4887 AIVVTQRE 174.0468 880.4886 19.9374 1413 2 440.7479 ‐1.3104
NP_196079.1 sulfite reductase Arabidopsis thaliana 590.0359 72406.4715 12 12.62 None 929.5455 LAPAAPYVK 121.4186 929.5414 23.1984 1034 1 929.5414 ‐3.3416
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 466.5851 28634.4479 6 9.9 Carbamidomethyl+C(4) 1448.6587 NLACEWASDNIR 9539.2860 1448.6611 25.5993 4694 2 724.8342 1.85
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 466.5851 28634.4479 6 9.9 None 1163.6419 KEFVEAVVSR 870.7018 1163.6423 17.2059 2467 2 582.3248 ‐0.3606
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 466.5851 28634.4479 6 9.9 Carbamidomethyl+C(4) 1431.6322 NLACEWASDNIR 209.9430 1431.6390 26.7991 2939 2 716.3232 4.06
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 424.7935 28634.4479 6 9.9 Carbamidomethyl+C(4) 1448.6587 NLACEWASDNIR 7870.0340 1448.6611 25.5993 4694 2 724.8342 1.11
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 424.7935 28634.4479 6 9.9 None 1237.6423 LIQEASSAFSGK 1475.4220 1237.6314 22.9216 1163 2 619.3194 ‐9.4331
NP_196225.1 putative tropine dehydrogenase Arabidopsis thaliana 424.7935 28634.4479 6 9.9 Carbamidomethyl+C(4) 1431.6322 NLACEWASDNIR 294.7313 1431.6390 26.7991 2939 2 716.3232 4.92
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1199.6630 AEIINLNGDIK 1170.3160 1199.6581 26.4529 3921 2 600.3327 ‐4.8427
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1257.7049 QLKEELEQLK 1659.6890 1257.7077 21.5830 2753 2 629.3575 1.51
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1276.6532 DAFSIIQETPR 210.2232 1276.6482 22.2257 1774 2 638.8277 ‐4.4733
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1705.8167 EGTPEIIDDAFIEEK 890.5035 1705.8151 31.8492 9776 2 853.4112 ‐0.6176
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1650.8333 IREDEQGTYIEGIK 2087.8910 1650.8329 21.8527 8865 2 825.9201 ‐0.0702
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1837.8926 RDLTDDENLELYVSR 662.3497 1837.8964 29.1779 7612 3 613.3037 1.51
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 979.5207 VFGPTTTTR 1072.1500 979.5174 19.1759 5322 2 490.2623 ‐4.6126
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1614.8333 AAELSELNEQLEIR 436.5389 1614.8382 33.3964 5044 2 807.9227 3.1222
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1101.6150 IIQEQLTEK 487.1230 1101.5883 21.9477 1217 2 551.2978 ‐25.1535
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1520.7955 EREVSFEAALIEK 233.7257 1520.7832 20.2747 1103 3 507.5992 ‐9.0153
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 Carbamidomethyl+C(5) 2388.1712 VSLICTVTPASSNSEETHNTLK 397.8869 2388.1315 35.0929 1007 3 796.7153 ‐16.8223
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 Carbamidomethyl+C(7) 1607.8098 AQLNEKCFELEVK 1404.9140 1607.8118 26.3470 4715 2 804.4095 1.17
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1222.6678 SFKLLSEEAAK 1894.2570 1222.6665 23.9058 3822 2 611.8369 ‐1.7176
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 3866.8978 EAYLENELANMWGLVAKLRSQGAANS 645.8686 3866.8614 37.3087 1488 3 1289.6253 ‐8.3983
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 Carbamidomethyl+C(5) 1408.7141 LNEKCFELEVK 158.7930 1408.7205 28.2468 2533 3 470.2450 3.54
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1083.6044 IIQEQLTEK 92.8753 1083.6029 24.5904 4535 2 542.3051 ‐2.4400
NP_196285.5 kinesin heavy chain like protein Arabidopsis thaliana 117.8935 110265.5474 17 3.25 None 1259.6266 DAFSIIQETPR 527.0767 1259.6263 21.6207 1779 2 630.3168 ‐0.8934
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1211.6994 ILSQPLADIGGK 5592.0880 1211.6952 16.4127 11270 2 606.3512 ‐4.1189
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1376.7169 GSPLALAQAYETR 1344.6960 1376.7150 27.3161 7520 2 688.8611 ‐1.6693
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1061.5514 DVPTYLPEK 4331.6810 1061.5545 21.8771 6633 2 531.2809 2.0779
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 988.5058 DAGQELLSR 2660.1690 988.5078 19.4489 3814 2 494.7575 0.9889
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(5) 1083.5980 TILPCNLPR 411.5674 1083.6013 18.9522 2942 2 542.3043 2.28
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1633.8544 GSPLALAQAYETREK 674.6592 1633.8616 28.6847 871 2 817.4345 4.62
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 944.5047 GLVASPDGTK 229.0607 944.5277 32.1549 2629 2 472.7675 23.2367
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1485.8496 GNVQTRLSKLQGGK 180.4162 1485.8635 20.1407 33577 3 495.9593 8.37
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(6) 2750.3414 DEEGNCIFRGLVASPDGTKVLETSR 604.7202 2750.3183 19.8252 3710 3 917.4443 ‐7.9203
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(10) 2157.0645 AFLETLDGSCRTPIAGYASK 2347.3320 2157.0595 20.7460 2855 2 1079.0334 ‐1.1962
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(10) 1724.8636 QSSSGFVKACVAVEQK 931.8633 1724.8728 24.1036 1912 2 862.9400 5.80
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(5)
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 770.4407 PLADIGGK 180.7811 770.4361 17.2287 1992 1 770.4361 ‐5.4491
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1095.5429 AQAYETREK 132.4599 1095.5369 27.0122 1820 1 1095.5369 ‐3.8519
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 None 1358.7063 GSPLALAQAYETR 235.4022 1358.7029 25.7598 2685 2 679.8551 ‐2.8378
NP_196445.1 Porphobilinogen deaminase Arabidopsis thaliana 428.3438 41556.5712 16 19.37 Carbamidomethyl+C(5) 1065.5874 TILPCNLPR 113.6487 1065.5941 18.5098 1284 2 533.3007 5.24
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 None 1443.6937 IGSAMYELFQER 3914.0130 1443.6943 19.0226 10427 2 722.3508 0.2766
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 None 1410.7926 IGIMPGYIHKPGK 10023.9900 1410.7938 15.0323 4159 3 470.9361 ‐0.3600
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 None 1695.7973 NGTFHTEQAIEYGTK 773.6808 1695.7931 19.9126 1369 3 565.9359 ‐3.3402
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 None 1954.0393 KGGTEHLGLPVFNSVAEAK 3657.7510 1954.0364 17.2377 7596 3 652.0170 ‐1.9842



NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 Carbamidomethyl+C(6) 1346.7209 NTRVLCQGITGK 295.7024 1346.7175 21.5637 1513 1 1346.7175 ‐0.0486
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 808.8600 36607.8299 12 21.61 None 1426.6671 IGSAMYELFQER 513.6581 1426.6623 18.3162 12662 2 713.8348 ‐3.6321
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 946.3004 36607.8299 12 21.61 None 1443.6937 IGSAMYELFQER 5575.9040 1443.6943 19.0226 10427 2 722.3508 0.6585
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 946.3004 36607.8299 12 21.61 Carbamidomethyl+C(6)
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 946.3004 36607.8299 12 21.61 None 1410.7926 IGIMPGYIHKPGK 12265.8200 1410.7938 15.0323 4159 3 470.9361 0.0926
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 946.3004 36607.8299 12 21.61 None 2039.1284 ASGTEKPVVAFIAGLTAPPGR 137.2258 2039.1642 20.7882 1337 3 680.3929 17.5901
NP_196447.1 Succinyl CoA ligase GDP forming subunit alpha 1 Arabidopsis thaliana 946.3004 36607.8299 12 21.61 None 1954.0393 KGGTEHLGLPVFNSVAEAK 2507.9070 1954.0364 17.2377 7596 3 652.0170 ‐1.5225
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1550.7962 AVVTVPAYFNDAQR 13295.0400 1550.7948 27.5224 14125 2 775.9010 ‐0.8540
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1793.9102 IINEPTAAALSYGMTNK 3766.3270 1793.9091 16.8949 10027 2 897.4582 ‐0.1343
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1130.5688 EIEDAVADLR 15367.5400 1130.5700 24.3418 5794 2 565.7887 0.3471
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1164.6259 TTPSVVAFNTK 3461.9110 1164.6250 22.1796 5408 2 582.8161 ‐1.4792
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1417.7355 EVDEVLLVGGMTR 6073.9520 1417.7329 29.5718 5099 2 709.3701 ‐2.0861
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1355.6689 NTADTTIYSIEK 572.2505 1355.6628 22.3641 5042 2 678.3350 ‐4.8658
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1311.6838 MVREAELHAQK 1767.7610 1311.6850 20.2924 2521 2 656.3462 0.5388
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1140.6735 GELLVGTPAKR 2709.5280 1140.6740 18.5200 1841 2 570.8406 ‐0.3590
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 844.4887 AKIEAANK 866.4965 844.4884 24.2628 2113 1 844.4884 0.3888
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1112.5582 EIEDAVADLR 256.5094 1112.5533 25.2149 6876 2 556.7803 ‐5.2188
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 1659.9280 73218.7294 22 15.69 None 1337.6583 NTADTTIYSIEK 698.6332 1337.6497 20.2242 1594 1 1337.6497 ‐3.9670
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1550.7962 AVVTVPAYFNDAQR 15239.5000 1550.7948 27.5224 14125 2 775.9010 ‐0.8776
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1164.6259 TTPSVVAFNTK 5690.2530 1164.6250 22.1796 5408 2 582.8161 ‐1.5930
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1417.7355 EVDEVLLVGGMTR 5246.5450 1417.7329 29.5718 5099 2 709.3701 ‐2.1407
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1355.6689 NTADTTIYSIEK 375.9209 1355.6628 22.3641 5042 2 678.3350 ‐4.9350
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1140.6735 GELLVGTPAKR 4470.7510 1140.6740 18.5200 1841 2 570.8406 ‐0.4783
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1793.9102 IINEPTAAALSYGMTNK 359.0372 1793.9382 21.4360 2703 3 598.6509 14.9385
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 902.5306 NTTIPTKK 72.2331 902.5134 17.9449 1780 2 451.7603 ‐20.3604
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 981.5000 SLGEYREK 764.0300 981.4993 17.1684 836 2 491.2533 ‐1.8617
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1933.9515 ASLNSSYLGQNFRSFSR 270.3326 1933.9630 29.6576 1364 3 645.3258 5.15
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1421.6808 ASLNSSYLGQNFR 119.5347 1421.6812 31.2597 1053 1 1421.6812 3.1864
NP_196521.1 mitochondrial HSO70 2 Arabidopsis thaliana 602.1443 73218.7294 22 15.69 None 1915.9409 ASLNSSYLGQNFRSFSR 102.9432 1915.9301 31.1733 1129 2 958.4687 ‐4.9167
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1492.6914 VQEEGPAESLDYR 12716.5600 1492.6940 21.0473 27864 2 746.8507 1.39
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1318.6638 IIQETNESWAK 12767.3900 1318.6638 19.8996 21739 2 659.8355 ‐0.3660
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1112.6211 HFPGTLTAIR 18852.7100 1112.6217 15.3565 13914 2 556.8145 ‐0.2651
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1039.4942 SVDAGDLSLY 2698.5190 1039.4923 28.2676 12758 1 1039.4923 ‐0.4728
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 2693.4338 VSPWHDIPLTLGDGVFNFIVEIPK 1416.6070 2693.4272 25.4596 12478 3 898.4806 ‐2.0241
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1367.6801 AHLVNDVEDVEK 4615.6430 1367.6842 19.8648 11777 2 684.3457 2.73
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 969.5040 VFFLDGSGK 2255.0870 969.5037 17.3089 9915 2 485.2555 ‐1.3688
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1495.6985 MEVATDEDFTPIK 6180.5970 1495.6991 26.0756 5627 2 748.3532 0.3479
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1967.9266 MEVATDEDFTPIKQDTK 7463.0170 1967.9263 23.8418 12626 3 656.6469 ‐0.7156
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 2039.0001 ESKAKMEVATDEDFTPIK 719.5516 2039.0038 34.4524 1220 2 1020.0056 2.30
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1373.7172 DYKIPDGKPANR 714.3605 1373.7189 16.1724 1007 3 458.5778 ‐0.0481
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1608.7752 ATDEDFTPIKQDTK 340.3132 1608.7770 25.1816 4974 2 804.8921 1.76
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 653.3406 HFPGTL 119.2382 653.3425 16.7538 2141 1 653.3425 3.0690
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1092.4956 QETNESWAK 660.8895 1092.4917 19.9039 1647 1 1092.4917 ‐2.0188
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 2370.9960 33665.2145 31 41.00 None 1300.6532 IIQETNESWAK 237.8052 1300.6430 20.0412 2268 1 1300.6430 ‐5.5438
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 1318.6638 IIQETNESWAK 5210.2270 1318.6638 19.8996 21739 2 659.8355 ‐0.4438
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 1039.4942 SVDAGDLSLY 3772.7450 1039.4923 28.2676 12758 1 1039.4923 ‐0.3921
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 1367.6801 AHLVNDVEDVEK 505.8463 1367.6729 21.1038 10752 2 684.3401 ‐5.6552
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 1908.9702 DYALKIIQETNESWAK 766.4926 1908.9580 27.8273 796 3 636.9909 ‐6.9627
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 929.4211 NDVEDVEK 160.8600 929.4192 20.6425 2749 2 465.2132 ‐3.3132
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 337.0337 33665.2145 31 41.00 None 1349.6696 AHLVNDVEDVEK 241.1293 1349.6638 22.6323 1136 2 675.3356 ‐4.6655
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 1112.6211 HFPGTLTAIR 15106.6100 1112.6217 15.3565 13914 2 556.8145 0.2590
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 2693.4338 VSPWHDIPLTLGDGVFNFIVEIPK 3584.1460 2693.4272 25.4596 12478 3 898.4806 ‐1.5499
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 969.5040 VFFLDGSGK 4576.5220 969.5037 17.3089 9915 2 485.2555 ‐0.7831
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 2013.0725 IKPLAALAMIDEGELDWK 2041.2080 2013.0738 21.6175 4515 3 671.6961 0.6414
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 1318.6638 IIQETNESWAK 76.2450 1318.6446 21.1797 1649 1 1318.6446 ‐12.0931
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 Oxidation+M(6) 2054.9950 ESKAKMEVATDEDFTPIK 293.3938 2054.9878 21.3116 24680 2 1027.9975 ‐2.4581
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 653.3406 HFPGTL 81.0578 653.3425 16.7538 2141 1 653.3425 3.81
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 1047.4993 TDEDFTPIK 83.5011 1047.4955 21.5270 1888 1 1047.4955 ‐2.1007
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 828.4938 PGTLTAIR 220.0583 828.4948 16.6083 842 1 828.4948 2.0392
NP_196527.1 soluble inorganic pyrophosphatase 1 Arabidopsis thaliana 1052.8490 33665.2145 31 41.00 None 1300.6532 IIQETNESWAK 155.1191 1300.6475 21.0037 858 1 1300.6475 ‐2.0465
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1799.0459 VAILGAAGGIGQSLSLLMK 6651.1270 1799.0469 22.7292 14048 2 900.0271 1.04
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1157.6888 LLGVTTLDVAR 13751.3800 1157.6906 17.6942 12876 2 579.3490 1.76
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 2122.1577 QLEDALTGMDLVIIPAGIPR 8270.4580 2122.1503 22.4560 11800 2 1061.5788 ‐2.3156
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1440.7151 AGAGSATLSMAYAAAK 5940.2770 1440.7150 15.7061 7512 2 720.8611 0.0861
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1501.8009 ANTFVAEVLGLDPR 1624.4320 1501.8010 21.3030 3048 3 501.2718 ‐0.6355
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 3490.7821 MNPLVSLLHLYDVVNAPGVTADVSHM 1239.0060 3490.7835 23.6392 3401 4 873.4513 0.3878
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1244.6481 IQNGGTEVVEAK 169.5050 1244.6313 25.5930 2461 1 1244.6313 ‐11.3222
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 Carbamidomethyl+C(11) 2916.4561 GLRGDANVVECSFVASQVTELAFFATK 1220.1860 2916.4690 22.5313 6824 3 972.8279 5.16
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 2666.3454 IQNGGTEVVEAKAGAGSATLSMAYAA 285.6013 2666.3236 19.6003 952 2 1333.6654 ‐6.2508
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1026.5288 TLSMAYAAAK 186.9015 1026.5247 16.0153 3387 2 513.7660 ‐4.3802
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 610.3671 PAGIPR 89.4707 610.3648 21.4973 1276 1 610.3648 ‐3.7112
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 1422.7046 AGAGSATLSMAYAAAK 219.1423 1422.7061 16.8474 33569 2 711.8567 1.91
NP_196528.1 peroxisomal NAD malate dehydrogenase 2 Arabidopsis thaliana 1813.0730 37711.4602 13 42.94 None 2105.1311 QLEDALTGMDLVIIPAGIPR 3176.6840 2105.1259 24.6322 8177 2 1053.0666 ‐1.3531
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 4883.6140 2289.9939 34.8120 7233 2 1145.5006 0.0912
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 1135.5300 VGDIMTEENK 10775.8200 1135.5340 17.4257 6365 2 568.2706 2.53
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 1079.4972 AMQLMTDNR 5005.1220 1079.4984 19.3499 4479 2 540.2529 0.2754
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 1333.6967 GMIGMVSIGDVVR 3266.6270 1333.6990 32.5901 1161 2 667.3531 1.98
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 2118.0999 VGDIMTEENKLITVTPETK 1566.8570 2118.0996 27.9527 4289 3 706.7047 ‐0.4425
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 1447.7508 VLRAMQLMTDNR 445.2472 1447.7607 27.6189 1000 3 483.2584 5.53



NP_196647.1 CBS domain containing protein Arabidopsis thaliana 1422.0520 22843.2794 16 32.52 None 1099.5088 VGDIMTEENK 106.3053 1099.5121 27.2821 1817 1 1099.5121 4.38
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 1790.7823 MEESGFESTTISDVMK 761.2588 1790.7875 28.7257 7248 2 895.8974 3.53
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 Carbamidomethyl+C(9) 2289.9969 SADGSWLWCTTDDTVYDAVK 5506.3620 2289.9939 34.8120 7233 2 1145.5006 0.2403
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 1079.4972 AMQLMTDNR 3381.3710 1079.4984 19.3499 4479 2 540.2529 0.1418
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 Carbamidomethyl+C(13) 2690.2403 SKGKSADGSWLWCTTDDTVYDAVK 264.5646 2690.2579 25.8679 4484 3 897.4242 6.35
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 2118.0999 VGDIMTEENKLITVTPETK 1104.4700 2118.0996 27.9527 4289 3 706.7047 ‐0.5363
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 1447.7508 VLRAMQLMTDNR 521.7197 1447.7607 27.6189 1000 3 483.2584 5.64
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 749.3610 LMTDNR 217.8110 749.3601 20.3124 1983 1 749.3601 ‐0.7884
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 1099.5088 VGDIMTEENK 132.3671 1099.5121 27.2821 1817 1 1099.5121 4.83
NP_196647.1 CBS domain containing protein Arabidopsis thaliana 741.4550 22843.2794 16 32.52 None 1430.7243 VLRAMQLMTDNR 304.0563 1430.7286 28.6789 2185 2 715.8680 2.50
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1755.8588 AIFGSGSPFDPVVYDGK 14671.3500 1755.8584 19.6041 31630 2 878.4328 0.1623
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1319.6954 TYDLGLASNLPR 22360.4400 1319.6960 27.9838 26657 2 660.3517 0.0871
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 6377.5330 2700.4134 23.0088 26250 3 900.8093 ‐0.6995
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3134.1250 1784.9401 20.0260 23637 2 892.9737 0.6076
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1436.6515 FAESSMYSPVYR 21517.1300 1436.6521 24.3743 21599 2 718.8297 0.2332
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 2364.2558 DAHYLTGLLPPVILSQDVQER 8524.8720 2364.2576 21.3293 21489 3 788.7574 0.7740
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1269.5966 YMALMDLQER 9374.8070 1269.5973 28.5706 17595 2 635.3023 0.0546
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 2094.0660 2600.4621 21.0866 17230 3 867.4922 ‐1.1117
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 Carbamidomethyl+C(27) 4108.9842 EVVEAMATNNEKPLILALSNPTSQAECT 907.3125 4108.9828 20.7057 10542 3 1370.3324 1.81
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1285.7110 GIQVIVVTDGER 18557.5500 1285.7117 25.2618 10130 2 643.3595 0.0092
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 6357.5640 3788.8135 24.7849 9816 3 1263.6094 ‐3.1302
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 777.4141 PVVYDGK 275.5353 777.4167 19.7831 5672 1 777.4167 3.26
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1668.8414 TPWVTSVASGYTLMR 191.7313 1668.8331 26.2021 2479 2 834.9202 ‐4.7337
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 984.5149 DAHYLTGLL 151.0974 984.5082 21.9587 1904 1 984.5082 ‐5.5735
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 Carbamidomethyl+C(4) 692.3032 GEACQK 96.4078 692.3049 23.6368 1885 1 692.3049 2.61
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 698.3508 YTWTK 66.5293 698.3469 22.5137 1250 1 698.3469 ‐5.3848
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 3068.2410 64812.0598 38 39.63 None 1267.7005 GIQVIVVTDGER 439.6648 1267.7025 23.2382 1737 2 634.3549 1.1195
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1319.6954 TYDLGLASNLPR 31107.5000 1319.6960 27.9838 26657 2 660.3517 0.0096
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1436.6515 FAESSMYSPVYR 39973.0500 1436.6521 24.3743 21599 2 718.8297 0.1830
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1269.5966 YMALMDLQER 6275.7640 1269.5973 28.5706 17595 2 635.3023 ‐0.0346
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1285.7110 GIQVIVVTDGER 17450.9500 1285.7117 25.2618 10130 2 643.3595 ‐0.0763
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1755.8588 AIFGSGSPFDPVVYDGK 720.3712 1755.8635 32.6230 2234 2 878.4354 3.0715
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 None 1389.7736 KPQGLYISLNEK 1670.4500 1389.7488 23.6496 9153 2 695.3780 ‐18.2165
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 1972.5080 64812.0598 38 39.63 Carbamidomethyl+C(15) 2130.9624 ATGQEYAEFLHEFMCAVK 133.7609 2130.9384 38.2641 1469 2 1065.9728 ‐10.0445
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 1755.8588 AIFGSGSPFDPVVYDGK 5187.3890 1755.8584 19.6041 31630 2 878.4328 0.4099
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 9520.0040 2700.4134 23.0088 26250 3 900.8093 ‐0.2252
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 2974.6880 1784.9401 20.0260 23637 2 892.9737 0.8427
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 2364.2558 DAHYLTGLLPPVILSQDVQER 14108.5700 2364.2576 21.3293 21489 3 788.7574 1.26
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 2600.4658 DLIGAVNAIKPTVLIGTSGVGQTFTK 2234.6700 2600.4621 21.0866 17230 3 867.4922 ‐0.6391
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 Carbamidomethyl+C(27) 4108.9842 EVVEAMATNNEKPLILALSNPTSQAECT 888.0126 4108.9828 20.7057 10542 3 1370.3324 2.61
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 2932.5051 YSDSHLVFNDDIQGTASVVLAGLIAAQ 8055.4530 2932.4951 23.0664 10295 3 978.1699 ‐2.1880
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 12553.4500 3788.8135 24.7849 9816 3 1263.6094 ‐2.6375
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 2207.1131 VLVQFEDFANHNAFDLLSK 540.1155 2207.0836 19.7341 2205 3 736.3660 ‐13.1309
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 Carbamidomethyl+C(22) 3423.7869 LLIDNVEELLPVVYTPTVGEACQKYGSIF 592.1825 3423.7516 23.0776 2117 3 1141.9220 ‐8.4680
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 1878.8657 QFEDFANHNAFDLLSK 125.5683 1878.8754 19.7057 15265 3 626.9633 4.32
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 1406.6587 GSGSPFDPVVYDGK 185.9427 1406.6527 20.5440 2706 2 703.8300 ‐4.0753
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 Carbamidomethyl+C(3) 1199.5912 LGCQGMGIPVGK 145.7503 1199.5942 18.1416 2104 2 600.3007 2.95
NP_196728.1 NADP dependent malic enzyme 2 Arabidopsis thaliana 2479.1500 64812.0598 38 39.63 None 984.5149 DAHYLTGLL 201.7228 984.5082 21.9587 1904 1 984.5082 ‐5.4895
NP_196829.2 RING finger protein Arabidopsis thaliana 277.3256 43911.8125 4 11.11 None 1595.7660 DSFLELNLSSGGSNR 1632.5180 1595.7678 22.2182 6023 3 532.5941 0.1424
NP_196829.2 RING finger protein Arabidopsis thaliana 277.3256 43911.8125 4 11.11 Carbamidomethyl+C(18) 2983.3999 MVSAAESSSSTSTLLLPCAFANSFAFMR 1660.2270 2983.4000 22.9536 4549 3 995.1382 0.8316
NP_196829.2 RING finger protein Arabidopsis thaliana 277.3256 43911.8125 4 11.11 None 3386.6757 GSRDTSSLSQNITLLPNSSTSDHLMVLH 1172.6090 3386.6354 21.6019 5542 3 1129.5500 ‐10.5980
NP_196829.2 RING finger protein Arabidopsis thaliana 277.3256 43911.8125 4 11.11 None 1578.7394 DSFLELNLSSGGSNR 497.6613 1578.7417 19.8028 7109 3 526.9187 0.3840
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1608.7686 QVDGMVAEFTEINR 1242.7200 1608.7767 27.9456 26309 2 804.8920 5.1529
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1059.5582 QNFIPPTSR 3778.5290 1059.5649 20.1924 5825 2 530.2861 5.73
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1268.6555 QLEITGTFTMK 788.0256 1268.6543 29.1704 4047 2 634.8308 ‐1.5610
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 2091.9916 ENPNLDTWMEVGRDFIR 523.9002 2091.9951 31.0167 1476 2 1046.5012 2.78
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 2858.4063 QVDGMVAEFTEINRQLEITGTFTMK 518.5320 2858.3838 39.7038 989 2 1429.6955 ‐5.1687
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1381.6416 DGMVAEFTEINR 238.0973 1381.6382 25.4429 2886 2 691.3228 ‐2.8247
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1041.5476 QNFIPPTSR 197.7095 1041.5478 20.9795 28552 2 521.2775 ‐0.9116
NP_196865.1 uncharacterized protein Arabidopsis thaliana 171.5906 46314.9150 8 8.46 None 1591.7421 QVDGMVAEFTEINR 243.1577 1591.7329 27.9536 1314 2 796.3701 ‐5.6674
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 Carbamidomethyl+C(9) 1156.5092 SEGGYVWACK 9472.0220 1156.5093 21.2187 16247 2 578.7583 ‐0.7160
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 2284.0842 MVFVPEDGNAPVELDVYDFK 1220.3210 2284.0828 35.8232 5730 2 1142.5450 0.8854
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 Carbamidomethyl+C(5) 1216.5813 EPIMCSNIPR 76.7163 1216.6008 29.9953 16497 2 608.8040 15.3229
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1691.8421 GPGVALAMYNVDESIR 1838.7530 1691.8390 30.5862 4770 2 846.4231 ‐1.5952
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 2234.0969 ASLTAMLSSSTSAGLSSSFVSSR 1478.2940 2234.1179 30.1034 4640 3 745.3775 9.0780
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1371.6863 TLESEAAHGTVTR 157.2163 1371.7233 25.4185 4348 2 686.3653 26.6126
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1585.8081 FLSSGIFSSGASRNR 435.7353 1585.7931 23.8824 12294 2 793.4002 ‐9.4349
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 2073.0440 FKDIFQEVYEANWKQK 713.1669 2073.0568 31.9003 4478 2 1037.0320 7.97
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1479.7876 LDKNEKLMDFVK 485.3041 1479.7802 27.1230 4173 3 493.9316 ‐5.8901
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1797.8806 DIFQEVYEANWKQK 284.4014 1797.8698 34.4598 1652 2 899.4386 ‐5.4975
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1123.5816 NEKLMDFVK 131.9303 1123.5789 28.0258 6141 2 562.2931 ‐3.3143
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 Carbamidomethyl+C(7) 940.4346 GGYVWACK 481.2589 940.4313 21.2321 1186 1 940.4313 ‐2.3329
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1353.6757 TLESEAAHGTVTR 232.8334 1353.6789 25.0719 3082 2 677.3431 1.72
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1461.7770 LDKNEKLMDFVK 976.4789 1461.7748 26.2432 1244 3 487.9298 ‐2.4444
NP_196963.2 isocitrate dehydrogenase Arabidopsis thaliana 417.9078 54538.3990 15 17.53 None 1462.7610 LDKNEKLMDFVK 143.9178 1462.7562 29.1845 1004 2 731.8817 ‐3.4940
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1264.6684 NFVPGYNQVVK 15400.9300 1264.6676 24.3002 48114 2 632.8374 ‐1.1833
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1334.6661 FVEDLNEMLPK 9580.5530 1334.6682 18.4399 38382 2 667.8378 1.55
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1235.6167 GEWNVAGIAYR 32321.4300 1235.6169 27.3225 33001 2 618.3121 ‐0.4780
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 18737.3200 1673.8443 22.5167 30945 2 837.4258 1.0979



NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1411.6740 GEDFPTENYIVK 26856.3100 1411.6748 25.8275 30373 2 706.3410 0.3433
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1048.5058 DGELAPQYR 39483.9500 1048.5075 17.4420 27113 2 524.7574 0.7365
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1544.7989 LQMAPELEKETGAK 39041.3400 1544.8004 21.9303 24773 3 515.6050 ‐0.0585
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 955.5683 GVLIVNNAR 27804.2000 955.5687 19.5561 23489 2 478.2880 ‐0.6965
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 4034.6670 2333.1020 24.1464 21769 3 778.3722 0.2457
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVT 28375.3500 4178.1560 50.5897 20817 3 1393.3902 0.2079
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1058.5551 LQMAPELEK 2696.4700 1058.5549 22.2130 20500 2 529.7811 ‐0.9993
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 8367.9720 1632.8315 16.2786 16663 3 544.9487 ‐0.9630
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPA 7486.5750 2779.3313 29.3460 14814 3 927.1153 0.2222
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 758.4957 ILILMR 4501.8870 758.4931 17.3610 6039 1 758.4931 ‐2.9937
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 2441.1619 GEDFPTENYIVKDGELAPQYR 836.6085 2441.1638 28.6125 1386 3 814.3928 0.8664
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1168.5593 QFNASSGDSKK 518.6541 1168.5864 27.9132 5640 2 584.7968 22.5177
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1849.9007 YFKGEDFPTENYIVK 3288.7580 1849.9016 26.8692 25890 3 617.3054 ‐0.1996
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1083.6633 KGVLIVNNAR 2281.7850 1083.6638 17.2992 2103 2 542.3356 ‐0.3421
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 Carbamidomethyl+C(6) 1807.8392 ATIRACSSSSSSGYFAR 1029.8520 1807.8421 17.4599 1263 2 904.4247 2.0850
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 Carbamidomethyl+C(14) 2451.2086 ANEYATKNPNFLGCVENALGIR 648.5247 2451.2327 18.5139 1002 3 817.7491 9.41
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 453.3435 ILIL 277.8008 453.3436 16.1320 13666 1 453.3436 ‐0.4729
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 904.4887 PGYNQVVK 581.1291 904.4871 24.3355 9949 1 904.4871 ‐0.7565
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 645.4116 LILMR 5633.8930 645.4115 17.3448 4022 1 645.4115 ‐0.1698
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 731.3756 NEMLPK 337.1036 731.3787 20.0883 2438 1 731.3787 4.19
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 799.4785 LIVNNAR 1178.1250 799.4800 19.5525 2393 1 799.4800 2.55
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1172.6157 APELEKETGAK 1034.8530 1172.6198 21.9700 2114 2 586.8135 2.09
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 747.4148 LAPQYR 1336.2300 747.4129 17.4407 1042 1 747.4129 ‐2.0646
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1420.6856 ANEYATKNPNFLG 302.6447 1420.6928 16.4796 832 3 474.2358 3.67
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1316.6555 FVEDLNEMLPK 165.2647 1316.6621 16.7067 2175 2 658.8347 4.29
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 2315.0907 YMPNQAMTPHTSGTTIDAQLR 523.4034 2315.0947 25.0406 866 3 772.3698 1.36
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 10541.1600 42694.8017 62 62.50 None 1247.6419 NFVPGYNQVVK 126.7584 1247.6384 24.0743 1388 2 624.3228 ‐3.3671
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1264.6684 NFVPGYNQVVK 21226.9200 1264.6676 24.3002 48114 2 632.8374 ‐1.2737
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1235.6167 GEWNVAGIAYR 33481.7300 1235.6169 27.3225 33001 2 618.3121 ‐0.5752
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1411.6740 GEDFPTENYIVK 25371.3000 1411.6749 25.8242 29021 2 706.3411 0.3767
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1544.7989 LQMAPELEKETGAK 37006.4500 1544.8004 21.9303 24773 3 515.6050 0.1256
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 955.5683 GVLIVNNAR 40148.1800 955.5687 19.5561 23489 2 478.2880 ‐0.8591
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 2333.1013 YMPNQAMTPHTSGTTIDAQLR 4328.3330 2333.1020 24.1464 21769 3 778.3722 0.0478
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1058.5551 LQMAPELEK 2969.9870 1058.5549 22.2130 20500 2 529.7811 ‐1.1378
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 2779.3322 QAVVDAVESGHIGGYSGDVWDPQPA 5124.1080 2779.3310 29.3428 14260 3 927.1152 ‐0.3147
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 4178.1649 LLLTAGIGSDHIDLQAAAAAGLTVAEVT 21486.9000 4178.1588 50.5939 7341 3 1393.3911 ‐0.2170
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 Carbamidomethyl+C(1) 1531.7859 CDVIVINMPLTEK 231.1555 1531.8091 24.5454 3080 2 766.4082 15.0952
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1849.9007 YFKGEDFPTENYIVK 3387.8740 1849.9016 26.8692 25890 3 617.3054 ‐0.1634
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1820.9099 ETGAKFVEDLNEMLPK 241.3811 1820.8918 31.0043 7257 2 910.9495 ‐9.3906
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1083.6633 KGVLIVNNAR 6735.3800 1083.6638 17.2992 2103 2 542.3356 ‐0.4748
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1049.5527 WNVAGIAYR 143.3755 1049.5543 26.9551 2866 1 1049.5543 3.1072
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 686.3944 IVNNAR 5360.6870 686.3954 19.5579 2695 1 686.3954 1.10
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 799.4785 LIVNNAR 2046.6590 799.4800 19.5525 2393 1 799.4800 2.12
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 Carbamidomethyl+C(1) 1367.6698 CDVIVINMPLTE 206.4353 1367.6703 25.6960 2356 2 684.3388 ‐0.0133
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1217.6062 GEWNVAGIAYR 195.6156 1217.6092 28.7041 992 2 609.3082 1.38
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 7674.7530 42694.8017 62 62.50 None 1247.6419 NFVPGYNQVVK 201.3877 1247.6384 24.0743 1388 2 624.3228 ‐3.4615
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 1334.6661 FVEDLNEMLPK 8875.5200 1334.6682 18.4399 38382 2 667.8378 1.41
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 Carbamidomethyl+C(7) 1673.8428 NPNFLGCVENALGIR 13899.8500 1673.8443 22.5167 30945 2 837.4258 1.08
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 Carbamidomethyl+C(6) 1632.8315 LKPFGCNLLYHDR 19453.0000 1632.8315 16.2786 16663 3 544.9487 ‐0.5067
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 758.4957 ILILMR 4685.4690 758.4931 17.3610 6039 1 758.4931 ‐2.8584
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 955.5683 GVLIVNNAR 144.1460 955.5604 18.9511 3620 1 955.5604 ‐7.0482
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 Carbamidomethyl+C(1) 2366.2029 CDVIVINMPLTEKTRGMFNK 331.3311 2366.1788 23.3456 12285 2 1183.5930 ‐8.6898
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 453.3435 ILIL 195.0546 453.3436 16.1320 13666 1 453.3436 ‐0.2685
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 1088.5292 EDLNEMLPK 1088.3210 1088.5333 18.4261 4493 1 1088.5333 5.59
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 645.4116 LILMR 5101.7830 645.4115 17.3448 4022 1 645.4115 ‐0.0090
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 532.3276 ILMR 3475.2090 532.3271 17.3478 3920 1 532.3271 ‐1.0499
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 Carbamidomethyl+C(5) 1462.7471 NFLGCVENALGIR 176.2954 1462.7487 21.0996 1019 2 731.8780 1.20
NP_196982.1 formate dehydrogenase Arabidopsis thaliana 1532.3640 42694.8017 62 62.50 None 1317.6395 FVEDLNEMLPK 215.0300 1317.6428 18.6740 2113 2 659.3250 2.73
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 2192.1333 VSTDSSLLTTLTFDEPAPGLK 6048.3810 2192.1314 35.4683 15079 2 1096.5693 0.3559
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 2008.0709 ENAITVGTQHALDPLTTVK 14729.4000 2008.0710 28.4721 14770 3 670.0285 ‐0.4513
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 2826.4308 LNASYYQIVSPSTVVGAEISHNFTTK 6642.1570 2826.4310 19.9743 14227 3 942.8152 0.6428
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 1334.7314 GSLFLGDVATQVK 5144.2750 1334.7320 29.3897 8894 2 667.8697 0.0642
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 881.5819 VGIALALKP 8795.5230 881.5808 17.8577 6616 2 441.2941 ‐2.3844
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 679.3774 DLLYR 485.2919 679.3768 29.0922 3370 1 679.3768 ‐0.5521
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 505.2657 DLLY 33.9257 505.2636 29.4873 4638 1 505.2636 ‐4.5659
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 1484.7995 LTTLTFDEPAPGLK 278.1413 1484.8071 34.9875 1940 3 495.6072 3.11
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 782.5135 GIALALKP 919.3235 782.5145 17.8510 969 1 782.5145 1.01
NP_197013.1 voltage dependent anion channel 3 Arabidopsis thaliana 2657.0520 29210.8248 10 33.94 None 1204.5957 GAEISHNFTTK 243.6458 1204.5951 17.4796 781 2 602.8012 ‐1.0759
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1658.8285 YGAGIGPGVYDIHSPR 18813.2000 1658.8314 24.1180 31728 3 553.6153 0.7915
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 15496.8500 2140.2574 24.5051 27115 2 1070.6323 ‐1.4273
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 11015.5400 2861.4324 20.5867 22125 3 954.4823 1.14
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1411.7904 GGIGVIQIDEAALR 27007.6500 1411.7916 30.8498 19749 2 706.3994 0.6276
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1116.5531 IPSSEEIADR 17289.8800 1116.5549 17.6659 19203 2 558.7811 0.8212
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1181.6313 GVTAFGFDLVR 7729.3400 1181.6316 19.7779 18618 2 591.3194 ‐0.4600
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 942.5619 VVEVNALAK 11591.8100 942.5615 19.7643 17027 2 471.7844 ‐1.4880
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 4862.7860 2384.2151 39.6836 16661 3 795.4099 ‐0.6262
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1235.5759 GNASVPAMEMTK 1888.2360 1235.5780 20.4654 14963 2 618.2926 1.1367
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1199.5732 FALESFWDGK 4773.0110 1199.5750 19.9950 14727 2 600.2911 0.9091
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1146.6769 SFELLSLLPK 11703.1100 1146.6782 22.3072 13759 2 573.8427 0.3946



NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 6506.9130 2213.1396 22.0230 11549 2 1107.0734 ‐1.5370
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 831.4822 EVITELK 13455.6900 831.4841 19.4595 5372 2 416.2457 1.0021
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 2077.1764 GGIGVIQIDEAALREGLPLR 149.2805 2077.1218 21.3097 6305 2 1039.0645 ‐25.3022
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1506.7547 DEALFSANAAALASR 2011.0380 1506.7364 28.2407 2755 2 753.8719 ‐12.1895
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 744.4250 EVNALAK 5355.5380 744.4243 19.7653 3166 1 744.4243 ‐0.5780
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 674.3468 DEAALR 143.7069 674.3490 30.8796 1541 1 674.3490 3.84
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 843.4934 VEVNALAK 2432.4100 843.4910 19.7571 1252 1 843.4910 ‐2.0830
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 2873.9580 84698.9500 45 30.72 None 1128.6663 SFELLSLLPK 115.9858 1128.6617 22.1954 1676 2 564.8345 ‐4.8565
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 1658.8285 YGAGIGPGVYDIHSPR 16148.9100 1658.8314 24.1180 31728 3 553.6153 0.9204
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 1411.7904 GGIGVIQIDEAALR 21863.1500 1411.7916 30.8498 19749 2 706.3994 0.5716
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 942.5619 VVEVNALAK 11693.2700 942.5615 19.7643 17027 2 471.7844 ‐1.6536
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 2384.2166 AAGATWIQLDEPVLVMDLEGQK 2704.5070 2384.2151 39.6836 16661 3 795.4099 ‐0.8489
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 1235.5759 GNASVPAMEMTK 2370.0450 1235.5780 20.4654 14963 2 618.2926 1.0395
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 1506.7547 DEALFSANAAALASR 2042.0660 1506.7364 28.2407 2755 2 753.8719 ‐12.2233
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 744.4250 EVNALAK 8271.6530 744.4243 19.7653 3166 1 744.4243 ‐0.5650
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 674.3468 DEAALR 129.7350 674.3490 30.8796 1541 1 674.3490 3.54
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1030.4270 84698.9500 45 30.72 None 843.4934 VEVNALAK 2874.1360 843.4910 19.7571 1252 1 843.4910 ‐2.0473
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 2140.2628 ALGVDTVPVLVGPVSYLLLSK 17532.7000 2140.2574 24.5051 27115 2 1070.6323 ‐1.3449
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 2861.4291 FIPSNTFAHYDQVLDTTAMLGAVPPR 13319.7400 2861.4324 20.5867 22125 3 954.4823 2.83
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1181.6313 GVTAFGFDLVR 5092.4140 1181.6316 19.7779 18618 2 591.3194 0.0345
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1199.5732 FALESFWDGK 4938.2470 1199.5750 19.9950 14727 2 600.2911 1.58
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1146.6769 SFELLSLLPK 8733.3440 1146.6782 22.3072 13759 2 573.8427 0.9041
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 Carbamidomethyl+C(16) 2213.1457 MLAVLEQNILWVNPDCGLK 4212.7350 2213.1396 22.0230 11549 2 1107.0734 ‐1.4860
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1790.9622 GMLTGPVTILNWSFVR 1862.1980 1790.9619 23.2967 10355 2 895.9846 0.5461
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 2418.2664 NIWANDFAASLSTLQALEGIVGK 1422.4290 2418.2538 25.5055 9508 2 1209.6305 ‐3.6248
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1506.7547 DEALFSANAAALASR 206.9187 1506.7389 24.4138 2758 2 753.8731 ‐10.1832
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 Carbamidomethyl+C(7) 2300.2167 LVVSTSCSLLHTAVDLINETK 555.5126 2300.1833 22.1335 2060 3 767.3993 ‐14.1436
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1658.8285 YGAGIGPGVYDIHSPR 259.5546 1658.8170 19.9174 1679 2 829.9121 ‐6.4349
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 Carbamidomethyl+C(4) 2404.1701 HETCYQIALAIKDEVEDLEK 324.9427 2404.1826 23.7248 909 2 1202.5949 6.96
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 2071.9971 FALESFWDGKSTAEDLQK 229.6197 2071.9933 23.6010 2948 2 1036.5003 ‐0.7571
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 Oxidation+M(13) 2052.0542 VSADLRSSIWKQMSAAGTK 591.8771 2052.0526 18.3436 30176 3 684.6891 ‐0.7347
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 706.3883 GFDLVR 146.7155 706.3877 19.7662 1464 1 706.3877 ‐0.3559
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1163.6208 GVTAFGFDLVR 147.9032 1163.6250 19.4178 811 1 1163.6250 5.65
NP_197294.1 5 methyltetrahydropteroyltriglutamate homocysteine methyltransferase Arabidopsi 1405.4990 84698.9500 45 30.72 None 1489.7281 DEALFSANAAALASR 211.3443 1489.7238 25.5538 889 1 1489.7238 ‐0.0047
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1228.6208 NLQYYEISAK 2610.5760 1228.6254 22.7755 20294 2 614.8163 3.1507
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1015.5782 LVIVGDGGTGK 9395.9100 1015.5800 19.6093 14393 2 508.2936 0.7674
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 Carbamidomethyl+C(2)
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1761.8959 SNYNFEKPFLYLAR 1203.0240 1761.9006 19.0518 7133 3 587.9717 1.68
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 2429.0991 NEAELLQAAAQPLPDDDDDIFE 4028.1630 2429.0925 35.8588 4246 2 1215.0499 ‐1.0560
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1738.8469 MALPNQQTVDYPSFK 307.2796 1738.8930 22.4910 3503 2 869.9501 26.8799
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1484.8108 KKNLQYYEISAK 161.2011 1484.7973 18.4166 4772 2 742.9023 ‐9.1778
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 Carbamidomethyl+C(18)
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 None 1467.7842 KKNLQYYEISAK 123.5571 1467.7788 17.2530 4103 3 489.9311 ‐4.8225
NP_197501.1 GTP binding nuclear protein Ran 1 Arabidopsis thaliana 1359.9650 25617.9951 10 31.67 Carbamidomethyl+C(2)
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 1704.8915 VLDVVYNASNNELVR 18379.9900 1704.8914 17.1604 18423 2 852.9493 0.2079
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 1561.7241 SLDSHIEDQFASGR 5880.7350 1561.7246 23.0410 13570 3 521.2464 ‐0.7674
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 1245.6838 SAIVQVDAAPFK 11046.9500 1245.6844 26.2516 12211 2 623.3459 ‐0.0050
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 965.4938 ADGYILEGK 6709.5940 965.4956 20.0182 9839 2 483.2515 0.8059
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 1857.8712 DGEEGEEAAVAAPEEVKK 1859.3120 1857.8761 18.6019 5958 3 619.9636 1.36
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 2632.6460 25107.6706 11 30.63 None 894.4567 DGYILEGK 548.7974 894.4576 17.8312 2720 2 447.7324 ‐0.2630
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1192.9110 25107.6706 11 30.63 None 1561.7241 SLDSHIEDQFASGR 5182.7270 1561.7246 23.0410 13570 3 521.2464 ‐0.5916
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1192.9110 25107.6706 11 30.63 None 1245.6838 SAIVQVDAAPFK 13564.6800 1245.6844 26.2516 12211 2 623.3459 ‐0.0998
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1192.9110 25107.6706 11 30.63 None 959.4543 ELEFYMK 413.0589 959.4549 25.9550 5788 2 480.2311 ‐0.6261
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1192.9110 25107.6706 11 30.63 None 1729.7763 DGEEGEEAAVAAPEEVK 1454.9900 1729.7729 23.7457 3120 2 865.3901 ‐1.6005
NP_197529.1 40S ribosomal protein S8 1 Arabidopsis thaliana 1192.9110 25107.6706 11 30.63 None 965.4938 ADGYILEGK 207.3005 965.4816 22.5673 885 1 965.4816 ‐11.4248
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1013.4040 22007.2837 5 19.91 None 2075.0379 GDSMVFPQGLLHFQLNSGK 5242.1020 2075.0414 20.5537 16334 3 692.3520 1.21
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1013.4040 22007.2837 5 19.91 None 2187.1921 AAVTPAFAPAYAGINGLGVSLAR 4060.8930 2187.1862 20.4614 14490 2 1094.0967 ‐1.5108
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1013.4040 22007.2837 5 19.91 Carbamidomethyl+C(29) 3799.0211 LDLAGGGVIPLHTHPGASEVLVVIQGTI 522.7684 3798.9444 21.3570 6809 4 950.4916 ‐21.5112
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1013.4040 22007.2837 5 19.91 Carbamidomethyl+C(10) 1167.5099 GPQSPSGYSCK 87.5041 1167.5347 29.7072 6017 2 584.2710 20.5157
NP_197563.1 germin like protein subfamily 3 member 3 Arabidopsis thaliana 1013.4040 22007.2837 5 19.91 None 602.3620 GVSLAR 181.5254 602.3632 19.1587 2319 1 602.3632 1.81
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 1658.8285 YGAGIGPGVYDIHSPR 18813.2000 1658.8314 24.1180 31728 3 553.6153 0.7915
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 942.5619 VVEVNALAK 11591.8100 942.5615 19.7643 17027 2 471.7844 ‐1.4880
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 1199.5732 FALESFWDGK 4773.0110 1199.5750 19.9950 14727 2 600.2911 0.9091
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 1457.7594 VTNAAVQQDVDAVK 662.5988 1457.7543 36.4879 884 1 1457.7543 ‐0.6721
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 1972.9750 ISEVDYVQTIKEEYEK 641.5286 1972.9296 31.4824 1263 2 986.9685 ‐22.1890
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 1391.7682 ELKSWLAFAAQK 2651.3820 1391.7648 20.8927 7007 2 696.3861 ‐2.6640
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 2013.0723 SSPRVTNAAVQQDVDAVKK 1546.8740 2013.0738 21.6175 4515 3 671.6961 0.2711
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 744.4250 EVNALAK 5355.5380 744.4243 19.7653 3166 1 744.4243 ‐0.5780
NP_197598.2 methionine synthase 3 Arabidopsis thaliana 616.3102 91050.5243 9 8.13 None 843.4934 VEVNALAK 2432.4100 843.4910 19.7571 1252 1 843.4910 ‐2.0830
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1980.9621 TINQVQETGSSVFDATQR 1942.0580 1980.9675 25.0870 15821 3 660.9940 2.02
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1596.8115 GSNIIILDSYTDSAK 21076.4400 1596.8110 28.3902 13566 2 798.9091 ‐0.2415
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1988.9712 LGTDSYNFSFAQVLSPSR 1889.8910 1988.9678 20.2835 12694 2 994.9875 ‐0.9101
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1351.7831 VISIPLEELPNK 3334.6530 1351.7845 30.1726 11171 2 676.3959 0.6467
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1347.7002 DQIVSSLTEVEK 17931.1600 1347.7012 25.5441 10591 2 674.3542 0.3956
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 6079.9350 1645.8478 32.2622 9406 2 823.4276 0.9540
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 5565.3240 1445.6472 24.4560 9267 2 723.3273 ‐0.5797
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1578.9465 VISIPLEELPNKVK 7317.9150 1578.9457 17.9940 7772 3 526.9868 ‐1.5291
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1099.6470 RVEAEIAALK 3146.4370 1099.6477 20.6053 7559 2 550.3275 ‐0.1788
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 Carbamidomethyl+C(16) 1994.0263 GYKGDLTPAQTLDLLCTK 1430.8120 1994.0282 18.4494 6690 2 997.5178 1.82



NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 504.2664 EVEK 94.3670 504.2648 23.1951 52657 1 504.2648 ‐3.6330
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 Carbamidomethyl+C(4) 749.3862 DLLCTK 132.1447 749.3834 30.2879 35108 1 749.3834 ‐3.3912
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1515.7591 YNFSFAQVLSPSR 472.4821 1515.7607 18.8194 1582 2 758.3840 1.0556
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 877.4163 VTDGFSGGR 1101.4580 877.4126 23.2758 1342 1 877.4126 ‐3.2511
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 2080.2780 41399.5387 39 30.49 None 1081.6364 RVEAEIAALK 332.7445 1081.6369 21.5602 1003 2 541.3221 ‐0.3837
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1980.9621 TINQVQETGSSVFDATQR 1717.8060 1980.9675 25.0870 15821 3 660.9940 2.29
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1596.8115 GSNIIILDSYTDSAK 23859.9100 1596.8110 28.3902 13566 2 798.9091 ‐0.2544
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1351.7831 VISIPLEELPNK 5650.9230 1351.7845 30.1726 11171 2 676.3959 0.5766
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 Carbamidomethyl+C(13) 1645.8466 GDLTPAQTLDLLCTK 5408.8830 1645.8478 32.2622 9406 2 823.4276 0.9526
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 Carbamidomethyl+C(2) 1445.6478 NCYIVTDGFSGGR 5934.9440 1445.6472 24.4560 9267 2 723.3273 ‐0.6278
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1347.7002 DQIVSSLTEVEK 356.1013 1347.6975 26.0729 2406 2 674.3524 ‐2.4610
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 943.5459 VEAEIAALK 274.0654 943.5540 26.4599 12296 2 472.2807 7.86
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1107.5681 LASPAFSEASK 2114.3660 1107.5701 19.4842 5216 2 554.2887 0.9486
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 2014.1067 AAVSIPKDQIVSSLTEVEK 134.4350 2014.0562 38.3647 1192 2 1007.5317 ‐24.0950
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 Carbamidomethyl+C(2) 2173.0244 NCYIVTDGFSGGRGWLQSR 415.2891 2173.0207 35.6735 7792 2 1087.0140 ‐0.4210
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1099.6470 RVEAEIAALK 3846.2580 1099.6477 20.6053 7559 2 550.3275 ‐0.3077
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1184.5681 DQIVSSLTEVE 572.5543 1184.5688 26.1259 4237 2 592.7880 ‐0.2317
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1171.5742 YIVTDGFSGGR 208.2481 1171.5765 26.0726 2388 2 586.2919 1.1143
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 877.4163 VTDGFSGGR 1535.3670 877.4126 23.2758 1342 1 877.4126 ‐3.2076
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 None 1081.6364 RVEAEIAALK 325.2789 1081.6369 21.5602 1003 2 541.3221 ‐0.5169
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 Carbamidomethyl+C(13) 1627.8360 GDLTPAQTLDLLCTK 286.4427 1627.8377 34.0903 853 2 814.4225 1.1709
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 1673.0490 41399.5387 39 30.49 Carbamidomethyl+C(2) 2155.9978 NCYIVTDGFSGGRGWLQSR 283.1870 2155.9861 34.6156 3041 2 1078.4967 ‐4.1908
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 2166.2533 VFQVVGDALKPALDTALPIAK 7517.3430 2166.2534 20.2660 16003 3 722.7560 0.2539
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 1988.9712 LGTDSYNFSFAQVLSPSR 2902.0980 1988.9678 20.2835 12694 2 994.9875 ‐0.7627
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 2014.1067 AAVSIPKDQIVSSLTEVEK 587.3165 2014.0659 18.3801 2795 3 672.0268 ‐20.2353
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 1578.9465 VISIPLEELPNKVK 5432.5100 1578.9457 17.9940 7772 3 526.9868 ‐1.0737
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 Carbamidomethyl+C(16) 1994.0263 GYKGDLTPAQTLDLLCTK 1238.3500 1994.0282 18.4494 6690 2 997.5178 1.35
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 1515.7591 YNFSFAQVLSPSR 220.0012 1515.7607 18.8194 1582 2 758.3840 1.64
NP_197697.1 calcium sensing receptor Arabidopsis thaliana 571.7338 41399.5387 39 30.49 None 1497.7485 YNFSFAQVLSPSR 606.3937 1497.7522 19.2178 1017 2 749.3798 2.51
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 2595.3310 44160.6201 5 15.88 None 1777.8603 GTGITEEFEEVPVQSR 33762.1500 1777.8629 26.9143 18694 2 889.4351 1.97
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 2595.3310 44160.6201 5 15.88 None 1556.6863 SIPSAEEEDFNYR 20779.5500 1556.6868 23.2793 13053 2 778.8470 0.3187
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 2595.3310 44160.6201 5 15.88 None 1333.7110 AADNIAANLYAVK 3194.6460 1333.7103 26.0239 8432 2 667.3588 ‐0.9412
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 2595.3310 44160.6201 5 15.88 None 1259.7106 GFVLGNDGVLLR 12638.6900 1259.7132 18.9145 4667 2 630.3602 1.89
NP_197703.1 photosystem II stability assembly factor HCF136 Arabidopsis thaliana 2595.3310 44160.6201 5 15.88 None 1099.6259 ADGGLWLLVR 4239.5200 1099.6245 20.4392 4283 2 550.3159 ‐2.0202
NP_197771.1 MD 2 related lipid recognition domain containing protein Arabidopsis thaliana 1143.5440 18135.7055 1 6.10 None 1186.6202 TLEEEDPIIK 18754.1300 1186.6206 22.7293 11740 2 593.8139 ‐0.3045
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 Carbamidomethyl+C(22) 2700.4165 LLIDNVEELLPVVYTPTVGEACQK 6377.5330 2700.4134 23.0088 26250 3 900.8093 ‐0.6995
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 Carbamidomethyl+C(9) 1784.9398 ILGLGDLGCQGMGIPVGK 3134.1250 1784.9401 20.0260 23637 2 892.9737 0.6076
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1269.5966 YMALMDLQER 9374.8070 1269.5973 28.5706 17595 2 635.3023 0.0546
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1285.7110 GIQVIVVTDGER 18557.5500 1285.7117 25.2618 10130 2 643.3595 0.0092
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 3788.8324 SGVGGGISDVYGEDSATLDQLVTPWVT 6357.5640 3788.8135 24.7849 9816 3 1263.6094 ‐3.1302
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1798.8646 AIFASGSPFDPVQYDGK 522.1285 1798.8693 28.5205 2266 2 899.9383 3.0592
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1145.5797 ETGKPIDETR 375.2027 1145.5747 25.4847 2623 2 573.2910 ‐5.1163
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1735.9854 LLNNEFYIGLKQKR 540.6299 1735.9818 15.6299 5493 3 579.3321 ‐2.8957
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1668.8414 TPWVTSVASGYTLMR 191.7313 1668.8331 26.2021 2479 2 834.9202 ‐4.7337
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 Carbamidomethyl+C(4) 692.3032 GEACQK 96.4078 692.3049 23.6368 1885 1 692.3049 2.61
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1267.7005 GIQVIVVTDGER 439.6648 1267.7025 23.2382 1737 2 634.3549 1.1195
NP_197960.1 NADP dependent malic enzyme 3 Arabidopsis thaliana 1315.9380 65066.5343 12 22.45 None 1781.8381 AIFASGSPFDPVQYDGK 308.5152 1781.8327 29.3146 2217 2 891.4200 ‐2.6101
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 150.7272 61547.5664 10 4.13 None 1167.6078 YKEDIQLMK 7428.6050 1167.6086 20.6774 27151 2 584.3079 ‐0.0626
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 150.7272 61547.5664 10 4.13 None 876.4495 EDIQLMK 375.4018 876.4532 20.6638 928 1 876.4532 5.0897
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1167.6078 YKEDIQLMK 8325.0710 1167.6086 20.6709 24911 2 584.3080 ‐0.1097
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1432.7795 EFLSEGVRPSAIK 953.7205 1432.7738 26.2320 2192 2 716.8906 ‐4.1778
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1469.7496 IFPHGREENGVSK 380.0919 1469.7631 22.5914 10113 2 735.3852 9.0689
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 3395.6010 ALDFIMGWHLDTTMFGDYPQTMKDIV 505.1684 3395.5918 38.0509 3357 3 1132.5354 ‐2.0889
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1566.7475 EYAEFVFKEYGGK 417.3811 1566.7687 21.9193 829 3 522.9278 12.48
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1851.9177 IGIAHSPAWFEPHDFK 396.1613 1851.8897 34.1389 794 2 926.4485 ‐14.5076
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1521.8060 FKQDSLVEWKNK 563.6882 1521.8194 24.1836 923 2 761.4133 8.59
NP_198203.1 beta glucosidase 24 Arabidopsis thaliana 225.0779 61547.5664 10 4.13 None 1095.5178 HGREENGVSK 100.0792 1095.5182 24.0597 1952 2 548.2628 ‐0.5154
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1494.7223 ITPSWVGFTDSER 11414.3800 1494.7215 17.8160 26007 2 747.8644 ‐0.6472
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1564.8291 VFSPEEISAMILTK 23588.3400 1564.8288 21.6263 23424 2 782.9181 ‐0.1394
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1907.0021 IKDAVVTVPAYFNDAQR 17211.9000 1907.0034 16.9727 22481 3 636.3393 0.0463
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1483.4870 1861.9512 31.2043 21058 2 931.4792 2.72
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1345.6457 NALETYVYNMK 3016.7600 1345.6475 27.9996 18983 2 673.3274 1.0030
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 1715.1580 2103.1246 18.2125 16521 3 701.7131 ‐1.3328
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 2053.0124 VEIESLFDGVDFSEPLTR 7008.6180 2053.0107 38.4193 14653 2 1027.0090 0.1126
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1155.6480 DAGVIAGLNVAR 19084.9100 1155.6496 25.6969 14233 2 578.3284 0.6276
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 2498.0841 EALEWLDENQNSEKEEYDEK 4919.5230 2498.0878 26.3363 11468 3 833.3675 1.92
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1296.6219 FEELNNDLFR 4266.1370 1296.6193 28.7979 11219 2 648.8133 ‐2.4409
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1210.5739 DFFEGKEPNK 6122.5110 1210.5752 19.2060 6764 2 605.7912 0.4730
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 929.4801 VMEYFIK 6540.0410 929.4802 16.5324 5620 2 465.2438 ‐0.9779
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1536.7513 NGHVEIIANDQGNR 3036.3450 1536.7543 16.4691 2775 3 512.9230 0.8783
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1293.6434 FEDKEVQKDR 328.9835 1293.6372 21.2135 1892 2 647.3223 ‐5.1975
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 818.4618 ITITNEK 1197.8560 818.4415 25.4474 2364 1 818.4415 ‐24.1567
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1347.6937 LSQEEIDRMVK 1961.0260 1347.6925 17.1639 948 2 674.3499 ‐1.2473
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 630.3392 DRMVK 95.5792 630.3369 16.0353 12937 1 630.3369 ‐3.6187
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1318.6923 SPEEISAMILTK 858.6893 1318.6976 20.3317 3388 2 659.8524 3.18
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49



NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 Carbamidomethyl+C(3) 1487.7675 AVCNPIITAVYQR 222.6994 1487.7594 31.6567 2786 2 744.3833 ‐5.6028
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 Carbamidomethyl+C(8) 1253.6559 LKEVEAVCNPI 442.5079 1253.6565 19.8836 2734 2 627.3319 ‐0.0581
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1081.5061 PAYFNDAQR 218.4729 1081.5110 16.0159 1447 2 541.2591 3.42
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 778.3842 NNDLFR 203.0368 778.3805 27.4390 1329 1 778.3805 ‐4.2959
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 763.4382 SAMILTK 111.9963 763.4340 19.8399 1185 1 763.4340 ‐5.0377
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 633.2991 NGHVEI 262.8633 633.2993 16.5242 1115 1 633.2993 0.4284
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1275.6328 FEDKEVQKDR 162.6924 1275.6362 21.2237 2425 1 1275.6362 4.85
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1137.6375 DAGVIAGLNVAR 235.6416 1137.6426 24.0089 2149 2 569.3249 3.04
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 5335.6820 73914.5211 60 31.24 None 1518.7408 NGHVEIIANDQGNR 501.4434 1518.7391 17.9335 2007 2 759.8732 ‐1.1787
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 821.8451 1861.9512 31.2043 21058 2 931.4792 2.63
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1659.8952 IINEPTAAAIAYGLDK 8388.1690 1659.8963 29.6777 21017 2 830.4518 0.8448
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1345.6457 NALETYVYNMK 2245.5510 1345.6475 27.9996 18983 2 673.3274 0.9315
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1155.6480 DAGVIAGLNVAR 17212.0500 1155.6496 25.6969 14233 2 578.3284 0.5117
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 2053.0124 VEIESLFDGVDFSEPLTR 6217.9700 2053.0105 38.4204 14123 2 1027.0089 0.0922
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1296.6219 FEELNNDLFR 3001.2670 1296.6193 28.7979 11219 2 648.8133 ‐2.5239
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 154.2116 2691.2356 26.2208 3489 3 897.7501 ‐20.0244
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1665.8231 DAVVTVPAYFNDAQR 312.2334 1665.7871 26.5559 2335 3 555.9339 ‐22.3854
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1494.7223 ITPSWVGFTDSER 556.4957 1494.7137 29.2284 1733 2 747.8605 ‐5.9128
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1523.7601 ARFEELNNDLFR 479.6261 1523.7553 34.8684 1467 2 762.3813 ‐3.2240
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1505.8170 ASGKSEKITITNEK 160.5017 1505.8172 18.9637 774 3 502.6106 ‐0.7789
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 619.3198 AVYQR 124.4969 619.3181 29.5803 1566 1 619.3181 ‐2.7849
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1137.6375 DAGVIAGLNVAR 319.9805 1137.6426 24.0089 2149 2 569.3249 3.03
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1647.8125 DAVVTVPAYFNDAQR 324.8585 1647.8106 24.9090 1171 2 824.4089 ‐0.9769
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 897.7773 73914.5211 60 31.24 None 1648.7966 DAVVTVPAYFNDAQR 324.3329 1648.7995 26.0129 948 2 824.9034 1.89
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1787.9902 IINEPTAAAIAYGLDKK 62685.5100 1787.9894 17.1487 109853 3 596.6680 ‐0.7117
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1494.7223 ITPSWVGFTDSER 16016.8700 1494.7215 17.8160 26007 2 747.8644 ‐0.2874
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1564.8291 VFSPEEISAMILTK 34702.5900 1564.8288 21.6263 23424 2 782.9181 0.1903
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1907.0021 IKDAVVTVPAYFNDAQR 17992.4300 1907.0034 16.9727 22481 3 636.3393 0.5072
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 4672.1240 2103.1246 18.2125 16521 3 701.7131 ‐0.8686
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 2053.0124 VEIESLFDGVDFSEPLTR 7280.3070 2053.0110 21.8828 9200 2 1027.0092 0.3884
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 929.4801 VMEYFIK 3741.6610 929.4802 16.5324 5620 2 465.2438 ‐0.3751
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 2983.2340 2102.0745 19.8386 4248 2 1051.5409 ‐3.3246
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1583.8864 QATKDAGVIAGLNVAR 227.5400 1583.9225 17.2029 2824 2 792.4649 23.1924
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 818.4618 ITITNEK 1147.1310 818.4415 25.4474 2364 1 818.4415 ‐24.0351
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 208.2029 1861.9091 24.8114 1731 2 931.4582 ‐19.9406
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1231.6603 PEEISAMILTK 107.7466 1231.6665 22.2954 3109 2 616.3369 4.44
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 Carbamidomethyl+C(8) 1253.6559 LKEVEAVCNPI 292.8484 1253.6565 19.8836 2734 2 627.3319 0.4054
NP_198206.1 Luminal binding protein 1 Arabidopsis thaliana 4170.7140 73914.5211 60 31.24 None 1546.8185 VFSPEEISAMILTK 573.2786 1546.8138 21.3167 2407 2 773.9105 ‐2.7109
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 Carbamidomethyl+C(3) 1288.6678 GLCAIAQAESLR 1274.2780 1288.6710 25.8779 12444 2 644.8391 1.93
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 None 1423.6700 ELAEDGYSGVEVR 18739.3800 1423.6707 21.6710 9858 2 712.3390 0.3040
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 None 3347.6430 FVADGVFYAELNEVLTRELAEDGYSGV 511.0562 3347.6090 22.1926 3959 3 1116.5412 ‐8.8927
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 Carbamidomethyl+C(2) 1687.8295 ACYGVLRFVMESGAK 885.1096 1687.8139 20.4335 1856 2 844.4106 ‐8.9672
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 None 862.4927 AARAKSMK 559.5458 862.4887 21.4868 1212 2 431.7480 ‐5.8986
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 None 1680.8188 TRELAEDGYSGVEVR 171.1828 1680.8241 22.0218 1219 2 840.9157 3.15
NP_198403.1 40S ribosomal protein S3 3 Arabidopsis thaliana 1105.7860 27629.2556 7 19.35 None 1181.5433 AEDGYSGVEVR 232.8789 1181.5502 23.4465 874 2 591.2788 5.76
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1964.9712 ELELAGFQYLGGPDDGKR 3938.1640 1964.9767 31.1776 16423 3 655.6637 2.48
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 Carbamidomethyl+C(5) 1391.6736 ENPGCLFIATNR 6051.9440 1391.6762 25.8991 13855 2 696.3417 1.71
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1098.5466 IQPDFYTSK 10087.0800 1098.5479 20.9048 11998 2 549.7776 0.3438
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1219.6933 VYVIGEEGILK 3538.9260 1219.6946 28.3296 11768 2 610.3509 0.4576
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 1785.9415 GDKLIEGVPETLDMLR 5759.8000 1785.9458 32.7308 4270 3 595.9868 1.51
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 957.5615 VIGEEGILK 117.1116 957.5587 29.4326 9567 2 479.2830 ‐4.0601
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 857.4040 PDFYTSK 896.3762 857.4042 20.8972 2237 1 857.4042 1.0926
NP_198495.1 Haloacid dehalogenase like hydrolase HAD superfamily protein Arabidopsis thaliana 754.7573 40217.9260 8 18.23 None 967.4520 QPDFYTSK 131.2721 967.4561 20.4337 831 1 967.4561 5.44
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 431.9774 39343.2435 2 12.64 None 2896.4404 VFSNPDVAAEVPWYGIEQEYTLLQK 3874.7080 2896.4510 22.5578 7066 3 966.1552 4.59
NP_198576.1 glutamine synthetase 1 1 Arabidopsis thaliana 431.9774 39343.2435 2 12.64 None 2252.1207 LTGHHETADINTFLWGVANR 2845.8120 2252.1253 18.7791 4806 3 751.3800 2.54
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 439816.1000 1548.8094 18.5064 3283555 2 774.9083 0.2128
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 935.4945 IIGFDNTR 71026.1000 935.4935 21.7731 1336371 2 468.2504 ‐2.2174
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 158597.7000 2080.9963 20.8124 717861 3 694.3369 0.2466
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 952.4887 EYPGAFIR 27895.9900 952.4888 23.4716 570447 2 476.7480 ‐0.9670
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 907.4884 EVDYLLR 48943.6500 907.4873 23.8133 478184 2 454.2473 ‐2.3619
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 914.4229 YWTMWK 33572.6100 914.4212 17.8992 409363 2 457.7143 ‐2.9883
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 164244.9000 2086.0268 19.5856 335798 2 1043.5170 ‐1.2176
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1939.9899 FETLSYLPDLSDVELAK 87312.0300 1939.9846 21.0562 328134 2 970.4959 ‐1.9871
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1365.5818 EHGNTPGYYDGR 89835.2600 1365.5838 13.8641 106619 3 455.8661 0.1641
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 924.5666 VWPPIGKK 4430.6840 924.5642 15.9856 7833 1 924.5642 ‐1.4575
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 796.4716 VWPPIGK 1315.8110 796.4701 15.4658 2286 2 398.7387 ‐3.2089
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 2068.0849 KFETLSYLPDLSDVELAK 150414.8000 2068.0837 20.1641 528357 3 690.0327 ‐0.9697
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 2196.1798 KKFETLSYLPDLSDVELAK 68154.2700 2196.1782 19.1932 213175 3 732.7309 ‐0.9603
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 565.2803 TMWK 3031.6370 565.2799 17.8937 20872 1 565.2799 ‐0.8978
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 228.2161 1440.6663 24.7726 15639 2 720.8368 3.0223
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 564.3504 YLLR 122.9524 564.3497 23.8083 14383 1 564.3497 ‐1.4862
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 778.4458 VDYLLR 365.7005 778.4462 23.8088 12775 1 778.4462 1.0621
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 836.4189 FETLSYL 89.6335 836.4211 19.7755 7435 1 836.4211 3.52
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 414.2711 PIGK 77.2224 414.2706 15.8354 6759 1 414.2706 ‐1.9877
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 693.2951 EHGNTPG 12465.7700 693.2952 13.8594 6416 1 693.2952 0.4768
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1278.6266 FELEHGFVYR 822.7495 1278.6279 22.8890 5445 2 639.8176 0.5695
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 505.2365 DNTR 740.0530 505.2353 21.7438 5368 1 505.2353 ‐2.6993
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 907.4421 EHGFVYR 389.0767 907.4449 19.6049 4328 1 907.4449 4.0493
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 539.2209 EHGNT 6679.9640 539.2219 13.8606 4080 1 539.2219 1.82



NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1296.6371 FELEHGFVYR 232.7201 1296.6418 19.9271 3779 2 648.8246 3.1616
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 827.3682 PGYYDGR 2297.6690 827.3692 13.8689 3215 1 827.3692 1.15
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(4) 863.4080 QVQCISF 197.3352 863.4100 19.4586 2903 1 863.4100 3.1194
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 674.3719 DVELAK 218.3347 674.3729 20.8014 2435 1 674.3729 1.01
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1199.6518 LPDLSDVELAK 151.4603 1199.6474 18.5537 2265 2 600.3273 ‐4.2967
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 856.3584 EHGNTPGY 300.1902 856.3617 13.8550 2179 1 856.3617 4.17
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1020.5261 LEHGFVYR 143.9263 1020.5252 18.9736 2089 2 510.7663 ‐1.8452
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 706.3770 KFETLS 159.5924 706.3768 18.4942 1979 1 706.3768 ‐0.0753
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 823.4461 YPGAFIR 127.7663 823.4470 23.4732 1829 1 823.4470 1.82
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1939.9899 FETLSYLPDLSDVELAK 234.8925 1940.0019 19.8507 1569 3 647.3388 5.63
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 Carbamidomethyl+C(4) 976.4921 QVQCISFI 236.6771 976.4934 19.1914 1308 1 976.4934 2.45
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 751.3596 WTMWK 81.8599 751.3628 17.0843 1287 1 751.3628 4.64
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 816.4614 KKFETLS 140.9679 816.4575 18.6599 1128 1 816.4575 ‐4.1489
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1407.6692 EFELEHGFVYR 343.9568 1407.6772 21.9874 1106 2 704.3422 5.40
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1425.6797 EFELEHGFVYR 387.5488 1425.6762 22.3270 851 1 1425.6762 0.2622
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 1347.5713 EHGNTPGYYDGR 1182.4220 1347.5736 15.8638 6847 2 674.2904 1.50
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 2050.0743 KFETLSYLPDLSDVELAK 239.3762 2050.0826 18.6868 4785 2 1025.5450 5.0020
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 86445.4500 20569.5334 93 63.54 None 896.4124 YWTMWK 101.9014 896.4099 17.9076 1135 2 448.7086 ‐3.8957
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 935.4945 IIGFDNTR 107161.4000 935.4935 21.7724 1330352 2 468.2504 ‐2.3943
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 952.4887 EYPGAFIR 27651.9500 952.4888 23.4708 568593 2 476.7480 ‐1.1329
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 907.4884 EVDYLLR 50124.4800 907.4887 23.0906 278813 2 454.2480 ‐0.9469
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 35384.9400 2080.9979 36.2514 45838 3 694.3375 0.9544
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 1939.9899 FETLSYLPDLSDVELAK 8206.6990 1939.9913 36.6304 31516 2 970.4993 1.83
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 432.2372 2085.9753 41.2213 5563 2 1043.4913 ‐25.8188
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 2068.0849 KFETLSYLPDLSDVELAK 7579.9320 2068.0888 34.8037 18684 3 690.0344 1.82
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 2196.1798 KKFETLSYLPDLSDVELAK 1037.8860 2196.1763 32.7474 4014 3 732.7303 ‐1.9673
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 679.3774 DYLLR 811.8760 679.3764 23.8087 93226 1 679.3764 ‐1.1770
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 563.3300 GAFIR 412.4294 563.3297 23.4683 39958 1 563.3297 ‐0.8150
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 652.3049 FDNTR 4391.7530 652.3024 21.7877 14896 1 652.3024 ‐3.7708
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 1449.7472 SYLPDLSDVELAK 4716.5730 1449.7454 31.4617 5780 2 725.3763 ‐1.4478
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 505.2365 DNTR 1083.2260 505.2353 21.7438 5368 1 505.2353 ‐2.7412
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 1407.6692 EFELEHGFVYR 237.2905 1407.6719 36.5193 1955 2 704.3396 1.47
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 823.4461 YPGAFIR 130.0878 823.4470 23.4732 1829 1 823.4470 1.94
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 None 489.1980 EVDY 461.4273 489.1967 23.8047 1810 1 489.1967 ‐3.1392
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 12206.6600 20569.5334 93 63.54 Carbamidomethyl+C(4) 2069.0049 QVQCISFIAYKPPSFTEA 234.5731 2069.0038 41.3801 761 2 1035.0056 0.5617
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 300021.7000 1548.8094 18.5064 3283555 2 774.9083 0.5494
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 133744.0000 2080.9963 20.8124 717861 3 694.3369 0.7104
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 914.4229 YWTMWK 44493.2600 914.4212 17.8992 409363 2 457.7143 ‐2.3790
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 2086.0314 QVQCISFIAYKPPSFTEA 134984.5000 2086.0268 19.5856 335798 2 1043.5170 ‐1.1119
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1939.9899 FETLSYLPDLSDVELAK 111236.2000 1939.9846 21.0562 328134 2 970.4959 ‐1.8187
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 935.4945 IIGFDNTR 25513.3100 935.4940 14.8958 17920 2 468.2506 ‐1.0842
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 924.5666 VWPPIGKK 4784.9030 924.5642 15.9856 7833 1 924.5642 ‐1.3599
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 796.4716 VWPPIGK 2809.9200 796.4701 15.4658 2286 2 398.7387 ‐2.5489
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 2068.0849 KFETLSYLPDLSDVELAK 219213.1000 2068.0837 20.1641 528357 3 690.0327 ‐0.5061
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 2196.1798 KKFETLSYLPDLSDVELAK 98669.5800 2196.1782 19.1932 213175 3 732.7309 ‐0.4945
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 2956.5554 KFETLSYLPDLSDVELAKEVDYLLR 661.2928 2956.5426 23.5933 7783 3 986.1857 ‐3.0951
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(12) 3002.5081 IIGFDNTRQVQCISFIAYKPPSFTEA 1822.3050 3002.5181 25.5760 7610 3 1001.5109 4.93
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1086.5677 PDLSDVELAK 1285.8450 1086.5651 20.1660 30194 1 1086.5651 ‐0.7740
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 565.2803 TMWK 9706.2930 565.2799 17.8937 20872 1 565.2799 ‐0.7188
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 869.4403 KFETLSY 6918.6860 869.4398 20.1713 18064 1 869.4398 0.3399
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 278.5838 1781.8304 17.8623 10918 2 891.4188 0.0088
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1570.8152 ISFIAYKPPSFTEA 2064.7840 1570.8110 19.1941 10808 2 785.9091 ‐2.2644
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 414.2711 PIGK 346.6135 414.2706 15.8354 6759 1 414.2706 ‐1.7745
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1210.3350 1289.6184 18.5062 4737 1 1289.6184 1.38
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 836.4189 FETLSYL 448.9641 836.4222 19.9603 4517 1 836.4222 4.77
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 709.3264 GFDNTR 3607.6420 709.3256 14.8970 4384 1 709.3256 ‐0.6263
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 907.4421 EHGFVYR 117.2511 907.4449 19.6049 4328 1 907.4449 4.1507
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 1320.6617 LFGCTDSAQVLK 96.7421 1320.6671 17.3006 3986 2 660.8372 4.1495
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 863.4080 QVQCISF 128.6391 863.4100 19.4586 2903 1 863.4100 3.09
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1199.6518 LPDLSDVELAK 93.8704 1199.6474 18.5537 2265 2 600.3273 ‐3.8099
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1194.6041 KFETLSYLPD 185.5762 1194.5961 21.9813 1530 1 1194.5961 ‐4.7400
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 748.3512 PPSFTEA 1839.1060 748.3546 19.5746 1425 1 748.3546 5.1087
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 822.4104 IGFDNTR 973.2386 822.4097 14.8969 1387 1 822.4097 ‐0.0774
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(6) 1384.6930 LPLFGCTDSAQVL 161.1735 1384.6958 17.2863 1356 2 692.8515 2.1376
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1457.7311 SFIAYKPPSFTEA 1816.3690 1457.7288 21.2837 1319 1 1457.7288 1.79
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 976.4921 QVQCISFI 141.2051 976.4934 19.1914 1308 1 976.4934 2.03
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 106.3971 1338.6651 17.2560 1020 2 669.8362 ‐5.2524
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 1921.9793 FETLSYLPDLSDVELAK 246.8311 1921.9858 21.0605 2440 2 961.4965 4.80
NP_198657.1 ribulose bisphosphate carboxylase small chain 3B Arabidopsis thaliana 62033.8300 20569.5334 93 63.54 None 896.4124 YWTMWK 101.9752 896.4099 17.9076 1135 2 448.7086 ‐3.2787
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 439816.1000 1548.8094 18.5064 3283555 2 774.9083 0.2128
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 935.4945 IIGFDNTR 71026.1000 935.4935 21.7731 1336371 2 468.2504 ‐2.2174
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 158597.7000 2080.9963 20.8124 717861 3 694.3369 0.2466
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 952.4887 EYPGAFIR 27895.9900 952.4888 23.4716 570447 2 476.7480 ‐0.9670
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 907.4884 EVDYLLR 48943.6500 907.4873 23.8133 478184 2 454.2473 ‐2.3619
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 914.4229 YWTMWK 33572.6100 914.4212 17.8992 409363 2 457.7143 ‐2.9883
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1365.5818 EHGNTPGYYDGR 89835.2600 1365.5838 13.8641 106619 3 455.8661 0.1641
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 20222.0700 2072.0103 19.6177 85398 2 1036.5088 ‐1.6628
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1954.0056 FETLSYLPDLTDVELAK 16549.5300 1954.0043 21.2493 54493 2 977.5058 0.1398
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 924.5666 VWPPIGKK 4430.6840 924.5642 15.9856 7833 1 924.5642 ‐1.4575



NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 796.4716 VWPPIGK 1315.8110 796.4701 15.4658 2286 2 398.7387 ‐3.2089
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 2210.1955 KKFETLSYLPDLTDVELAK 1646.1350 2210.1937 19.3496 46304 3 737.4027 ‐1.0185
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 2082.1005 KFETLSYLPDLTDVELAK 11191.8700 2082.1010 35.1456 7690 3 694.7052 ‐0.1239
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 565.2803 TMWK 3031.6370 565.2799 17.8937 20872 1 565.2799 ‐0.8978
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 Carbamidomethyl+C(4) 1440.6617 WIPCVEFELEH 228.2161 1440.6663 24.7726 15639 2 720.8368 3.0223
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 564.3504 YLLR 122.9524 564.3497 23.8083 14383 1 564.3497 ‐1.4862
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 778.4458 VDYLLR 365.7005 778.4462 23.8088 12775 1 778.4462 1.0621
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 414.2711 PIGK 77.2224 414.2706 15.8354 6759 1 414.2706 ‐1.9877
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 693.2951 EHGNTPG 12465.7700 693.2952 13.8594 6416 1 693.2952 0.4768
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1278.6266 FELEHGFVYR 822.7495 1278.6279 22.8890 5445 2 639.8176 0.5695
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 505.2365 DNTR 740.0530 505.2353 21.7438 5368 1 505.2353 ‐2.6993
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 907.4421 EHGFVYR 389.0767 907.4449 19.6049 4328 1 907.4449 4.0493
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 539.2209 EHGNT 6679.9640 539.2219 13.8606 4080 1 539.2219 1.82
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1443.7155 SFIAYKPPSFTDA 378.6462 1443.7118 19.3802 3806 2 722.3595 ‐2.7411
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1296.6371 FELEHGFVYR 232.7201 1296.6418 19.9271 3779 2 648.8246 3.1616
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 827.3682 PGYYDGR 2297.6690 827.3692 13.8689 3215 1 827.3692 1.15
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 856.3584 EHGNTPGY 300.1902 856.3617 13.8550 2179 1 856.3617 4.17
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1020.5261 LEHGFVYR 143.9263 1020.5252 18.9736 2089 2 510.7663 ‐1.8452
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 823.4461 YPGAFIR 127.7663 823.4470 23.4732 1829 1 823.4470 1.82
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 751.3596 WTMWK 81.8599 751.3628 17.0843 1287 1 751.3628 4.64
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1407.6692 EFELEHGFVYR 343.9568 1407.6772 21.9874 1106 2 704.3422 5.40
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1425.6797 EFELEHGFVYR 387.5488 1425.6762 22.3270 851 1 1425.6762 0.2622
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 1347.5713 EHGNTPGYYDGR 1182.4220 1347.5736 15.8638 6847 2 674.2904 1.50
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 65476.5400 20571.4625 57 63.54 None 896.4124 YWTMWK 101.9014 896.4099 17.9076 1135 2 448.7086 ‐3.8957
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(6) 1548.8091 LPLFGCTDSAQVLK 300021.7000 1548.8094 18.5064 3283555 2 774.9083 0.5494
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(4) 2080.9950 WIPCVEFELEHGFVYR 133744.0000 2080.9963 20.8124 717861 3 694.3369 0.7104
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 914.4229 YWTMWK 44493.2600 914.4212 17.8992 409363 2 457.7143 ‐2.3790
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(4) 2072.0158 QVQCISFIAYKPPSFTDA 22162.4600 2072.0103 19.6177 85398 2 1036.5088 ‐1.5510
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 1954.0056 FETLSYLPDLTDVELAK 24644.6300 1954.0043 21.2493 54493 2 977.5058 0.3022
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 935.4945 IIGFDNTR 25513.3100 935.4940 14.8958 17920 2 468.2506 ‐1.0842
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 924.5666 VWPPIGKK 4784.9030 924.5642 15.9856 7833 1 924.5642 ‐1.3599
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 796.4716 VWPPIGK 2809.9200 796.4701 15.4658 2286 2 398.7387 ‐2.5489
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 2082.1005 KFETLSYLPDLTDVELAK 8051.2490 2082.1009 20.3533 115277 3 694.7052 0.2796
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 2210.1955 KKFETLSYLPDLTDVELAK 2366.3510 2210.1937 19.3496 46304 3 737.4027 ‐0.5525
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 565.2803 TMWK 9706.2930 565.2799 17.8937 20872 1 565.2799 ‐0.7188
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(2) 1781.8316 PCVEFELEHGFVYR 278.5838 1781.8304 17.8623 10918 2 891.4188 0.0088
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 414.2711 PIGK 346.6135 414.2706 15.8354 6759 1 414.2706 ‐1.7745
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(6) 1289.6195 LPLFGCTDSAQV 1210.3350 1289.6184 18.5062 4737 1 1289.6184 1.38
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 709.3264 GFDNTR 3607.6420 709.3256 14.8970 4384 1 709.3256 ‐0.6263
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 907.4421 EHGFVYR 117.2511 907.4449 19.6049 4328 1 907.4449 4.1507
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(4) 1320.6617 LFGCTDSAQVLK 96.7421 1320.6671 17.3006 3986 2 660.8372 4.1495
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 1322.6991 KKFETLSYLPD 268.5667 1322.7027 19.2068 1757 2 661.8550 2.27
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 822.4104 IGFDNTR 973.2386 822.4097 14.8969 1387 1 822.4097 ‐0.0774
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(6) 1384.6930 LPLFGCTDSAQVL 161.1735 1384.6958 17.2863 1356 2 692.8515 2.1376
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 1463.7628 SYLPDLTDVELAK 124.0195 1463.7545 17.6416 1280 2 732.3809 ‐5.4723
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 Carbamidomethyl+C(4) 1338.6722 LFGCTDSAQVLK 106.3971 1338.6651 17.2560 1020 2 669.8362 ‐5.2524
NP_198659.1 ribulose bisphosphate carboxylase small chain 1B Arabidopsis thaliana 42681.0400 20571.4625 57 63.54 None 896.4124 YWTMWK 101.9752 896.4099 17.9076 1135 2 448.7086 ‐3.2787
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 475.8363 11927.5146 3 36.04 Carbamidomethyl+C(15) 2408.1776 TVPNVFIGGNHIGGCDATSNLHK 628.5962 2408.1787 16.1056 3691 4 602.8001 ‐1.4000
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 475.8363 11927.5146 3 36.04 Carbamidomethyl+C(3)
NP_198853.1 glutaredoxin C2 Arabidopsis thaliana 475.8363 11927.5146 3 36.04 None 999.5833 ELLQQLGAK 1031.8100 999.5846 23.4468 3056 2 500.2959 0.2757
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1787.9902 IINEPTAAAIAYGLDKK 49554.2000 1787.9894 17.1487 109853 3 596.6680 ‐1.1706
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1228.6280 VEIIANDQGNR 37202.8700 1228.6299 17.4348 35112 2 614.8186 0.9342
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1494.7223 ITPSWVGFTDSER 11414.3800 1494.7215 17.8160 26007 2 747.8644 ‐0.6472
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1564.8291 VFSPEEISAMILTK 23588.3400 1564.8288 21.6263 23424 2 782.9181 ‐0.1394
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1907.0021 IKDAVVTVPAYFNDAQR 17211.9000 1907.0034 16.9727 22481 3 636.3393 0.0463
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 1483.4870 1861.9512 31.2043 21058 2 931.4792 2.72
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1659.8952 IINEPTAAAIAYGLDK 15545.1800 1659.8963 29.6777 21017 2 830.4518 0.8429
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1345.6457 NALETYVYNMK 3016.7600 1345.6475 27.9996 18983 2 673.3274 1.0030
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 1715.1580 2103.1246 18.2125 16521 3 701.7131 ‐1.3328
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1155.6480 DAGVIAGLNVAR 19084.9100 1155.6496 25.6969 14233 2 578.3284 0.6276
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 2019.0281 VEIESLFDGVDLSEPLTR 10121.4400 2019.0274 37.9133 13008 2 1010.0173 0.5400
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 2498.0841 EALEWLDENQNSEKEEYDEK 4919.5230 2498.0878 26.3363 11468 3 833.3675 1.92
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1296.6219 FEELNNDLFR 4266.1370 1296.6193 28.7979 11219 2 648.8133 ‐2.4409
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1210.5739 DFFEGKEPNK 6122.5110 1210.5752 19.2060 6764 2 605.7912 0.4730
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1536.7513 NGHVEIIANDQGNR 3036.3450 1536.7543 16.4691 2775 3 512.9230 0.8783
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1293.6434 FEDKEVQKDR 328.9835 1293.6372 21.2135 1892 2 647.3223 ‐5.1975
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 933.4636 NQVSDKDK 71.4191 933.4719 31.1755 2806 1 933.4719 9.81
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1318.6923 SPEEISAMILTK 858.6893 1318.6976 20.3317 3388 2 659.8524 3.18
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1447.7791 EPTAAAIAYGLDKK 6215.7650 1447.7814 17.1928 3022 2 724.3943 1.49
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 Carbamidomethyl+C(3) 1487.7675 AVCNPIITAVYQR 222.6994 1487.7594 31.6567 2786 2 744.3833 ‐5.6028
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 Carbamidomethyl+C(8) 1253.6559 LKEVEAVCNPI 442.5079 1253.6565 19.8836 2734 2 627.3319 ‐0.0581
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1081.5061 PAYFNDAQR 218.4729 1081.5110 16.0159 1447 2 541.2591 3.42
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 778.3842 NNDLFR 203.0368 778.3805 27.4390 1329 1 778.3805 ‐4.2959
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 763.4382 SAMILTK 111.9963 763.4340 19.8399 1185 1 763.4340 ‐5.0377
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 633.2991 NGHVEI 262.8633 633.2993 16.5242 1115 1 633.2993 0.4284
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1275.6328 FEDKEVQKDR 162.6924 1275.6362 21.2237 2425 1 1275.6362 4.85
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1137.6375 DAGVIAGLNVAR 235.6416 1137.6426 24.0089 2149 2 569.3249 3.04
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 5357.5660 67685.6184 54 30.02 None 1518.7408 NGHVEIIANDQGNR 501.4434 1518.7391 17.9335 2007 2 759.8732 ‐1.1787
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 821.8451 1861.9512 31.2043 21058 2 931.4792 2.63



NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1659.8952 IINEPTAAAIAYGLDK 8388.1690 1659.8963 29.6777 21017 2 830.4518 0.8448
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1345.6457 NALETYVYNMK 2245.5510 1345.6475 27.9996 18983 2 673.3274 0.9315
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1155.6480 DAGVIAGLNVAR 17212.0500 1155.6496 25.6969 14233 2 578.3284 0.5117
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 2019.0281 VEIESLFDGVDLSEPLTR 6387.2890 2019.0274 37.9133 13008 2 1010.0173 0.6258
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1296.6219 FEELNNDLFR 3001.2670 1296.6193 28.7979 11219 2 648.8133 ‐2.5239
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 2691.2897 SQVFTTYQDQQTTVSIQVFEGER 154.2116 2691.2356 26.2208 3489 3 897.7501 ‐20.0244
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1665.8231 DAVVTVPAYFNDAQR 312.2334 1665.7871 26.5559 2335 3 555.9339 ‐22.3854
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1494.7223 ITPSWVGFTDSER 556.4957 1494.7137 29.2284 1733 2 747.8605 ‐5.9128
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1523.7601 ARFEELNNDLFR 479.6261 1523.7553 34.8684 1467 2 762.3813 ‐3.2240
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 619.3198 AVYQR 124.4969 619.3181 29.5803 1566 1 619.3181 ‐2.7849
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1137.6375 DAGVIAGLNVAR 319.9805 1137.6426 24.0089 2149 2 569.3249 3.03
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1647.8125 DAVVTVPAYFNDAQR 324.8585 1647.8106 24.9090 1171 2 824.4089 ‐0.9769
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 918.0327 67685.6184 54 30.02 None 1648.7966 DAVVTVPAYFNDAQR 324.3329 1648.7995 26.0129 948 2 824.9034 1.89
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1787.9902 IINEPTAAAIAYGLDKK 62685.5100 1787.9894 17.1487 109853 3 596.6680 ‐0.7117
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1494.7223 ITPSWVGFTDSER 16016.8700 1494.7215 17.8160 26007 2 747.8644 ‐0.2874
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1564.8291 VFSPEEISAMILTK 34702.5900 1564.8288 21.6263 23424 2 782.9181 0.1903
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1907.0021 IKDAVVTVPAYFNDAQR 17992.4300 1907.0034 16.9727 22481 3 636.3393 0.5072
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 Carbamidomethyl+C(8) 2103.1267 LKEVEAVCNPIITAVYQR 4672.1240 2103.1246 18.2125 16521 3 701.7131 ‐0.8686
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 Carbamidomethyl+C(15) 2102.0839 LGSVIGIDLGTTYSCVGVYK 2983.2340 2102.0745 19.8386 4248 2 1051.5409 ‐3.3246
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1583.8864 QATKDAGVIAGLNVAR 227.5400 1583.9225 17.2029 2824 2 792.4649 23.1924
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 Carbamidomethyl+C(6) 1861.9477 EVEAVCNPIITAVYQR 208.2029 1861.9091 24.8114 1731 2 931.4582 ‐19.9406
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 2399.2605 FDLTGVPPAPRGTPQIEVTFEK 135.6177 2399.2770 21.8526 9955 3 800.4305 7.87
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1231.6603 PEEISAMILTK 107.7466 1231.6665 22.2954 3109 2 616.3369 4.44
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 Carbamidomethyl+C(8) 1253.6559 LKEVEAVCNPI 292.8484 1253.6565 19.8836 2734 2 627.3319 0.4054
NP_199017.2 Luminal binding protein 2 Arabidopsis thaliana 3922.4990 67685.6184 54 30.02 None 1546.8185 VFSPEEISAMILTK 573.2786 1546.8138 21.3167 2407 2 773.9105 ‐2.7109
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 1753.8656 QSEFLQTLHFNSFR 1635.8080 1753.8646 21.9693 6212 2 877.4360 ‐0.1872
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 853.4488 LLEMGYK 8611.9500 853.4490 21.5462 4796 2 427.2281 ‐1.0566
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 1451.7311 MASSAAAIVSGSPFR 1073.5220 1451.7327 22.6309 2250 2 726.3700 0.8919
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 2448.3034 LNRVDLEWVHVLSEGWASPLK 540.9637 2448.3131 23.5585 3245 3 816.7759 4.0556
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 733.3515 QSEFLQ 129.8580 733.3530 21.4215 1914 1 733.3530 2.31
NP_199191.1 sulfate adenylyltransferase Arabidopsis thaliana 213.3668 52182.7444 6 7.68 None 2431.2769 LNRVDLEWVHVLSEGWASPLK 464.4066 2431.2903 24.8929 789 3 811.1016 5.74
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 2540.1180 1999.9664 17.2094 11357 3 667.3270 3.96
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 None 973.5564 IIGIDIDSK 7022.3710 973.5562 25.3041 9350 2 487.2818 ‐1.2616
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 3509.3920 2256.2220 38.4881 7558 2 1128.6146 0.6680
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 Carbamidomethyl+C(2)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 2638.2600 1431.7050 27.7312 6478 3 477.9065 ‐1.1449
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 None 1251.5820 SATGVGIMMNDR 3889.7190 1251.5856 22.4513 3883 2 626.2964 2.64
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 None 1379.6770 SATGVGIMMNDRK 1200.3320 1379.6784 19.7133 3800 2 690.3428 0.7050
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 822.9814 41554.2214 22 27.18 None 784.3988 GTAFGGFK 769.8486 784.4013 20.3599 2432 1 784.4013 3.24
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 1099.6146 TQVPWLVEK 1096.1950 1099.6139 27.6443 10335 2 550.3106 ‐1.5852
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 973.5564 IIGIDIDSK 7923.3670 973.5562 25.3041 9350 2 487.2818 ‐1.4200
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 Carbamidomethyl+C(10) 1431.7049 AFDLLHEGTCLR 5387.3500 1431.7050 27.7312 6478 3 477.9065 ‐0.9061
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 1251.5820 SATGVGIMMNDR 2573.3220 1251.5856 22.4513 3883 2 626.2964 2.30
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 1379.6770 SATGVGIMMNDRK 1580.1130 1379.6784 19.7133 3800 2 690.3428 0.6415
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 784.3988 GTAFGGFK 705.3560 784.4013 20.3599 2432 1 784.4013 3.45
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 None 1150.5891 FGVNEFVNPK 2626.2780 1150.5915 26.1177 9117 2 575.7994 1.31
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 607.4318 41554.2214 22 27.18 Carbamidomethyl+C(9) 1105.5671 ATQGQVITCK 106.5452 1105.5622 22.1558 2094 2 553.2847 ‐5.3517
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 None 2256.2234 VEPGSNVAIFGLGTVGLAVAEGAK 2167.1770 2256.2184 21.9265 11760 2 1128.6129 ‐0.8584
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 Carbamidomethyl+C(7) 1999.9583 ILYTALCHTDAYTWSGK 1178.7700 1999.9664 17.2094 11357 3 667.3270 4.0320
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 Carbamidomethyl+C(2)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 None 2799.4999 VEPGSNVAIFGLGTVGLAVAEGAKTAG 1052.5840 2799.4979 19.3346 10428 3 933.8375 0.3240
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 Carbamidomethyl+C(11)
NP_199207.1 alcohol dehydrogenase class 3 Arabidopsis thaliana 249.7152 41554.2214 22 27.18 None 2229.1761 EIKVDEYITHNLTLGEINK 1536.7170 2229.1743 18.7758 2801 3 743.7296 ‐0.5376
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1329.6757 IINSDNVQEAAR 2998.6430 1329.6780 17.2747 5077 2 665.3426 1.51
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1874.8800 ETDADITVAALPMDEQR 4370.9600 1874.8811 27.7778 4679 2 937.9442 1.1647
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 2347.1677 NQFPGANDFGSEVIPGATSLGLR 387.7698 2347.1734 31.0781 1802 2 1174.0903 3.45
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1537.7679 ATAFGLMKIDEEGR 325.0077 1537.7552 33.4941 9908 2 769.3812 ‐8.2898
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1956.0145 IGDNVKIINSDNVQEAAR 458.3327 1956.0050 21.8159 3110 2 978.5061 ‐4.0885
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1875.0004 AMKVDTTILGLDDQRAK 2854.6460 1875.0000 25.5241 2363 2 938.0036 0.3641
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 860.4546 AMKVDTTI 180.0655 860.4581 27.0334 2782 1 860.4581 4.76
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 1630.7496 NQFPGANDFGSEVIPG 249.4250 1630.7414 28.4510 941 2 815.8743 ‐4.8911
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 229.2476 56992.8380 18 8.85 None 2329.1571 NQFPGANDFGSEVIPGATSLGLR 260.1815 2329.1632 33.6634 1186 3 777.0592 2.86
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 1329.6757 IINSDNVQEAAR 2537.8400 1329.6780 17.2747 5077 2 665.3426 1.99
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 2283.1252 IINSDNVQEAARETDGYFIK 194.5813 2283.1316 25.3904 1091 3 761.7154 2.02
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 1145.5797 VPPASTSNSTGK 272.1206 1145.5717 16.2272 3536 2 573.2895 ‐7.8177
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 999.5721 DALIPTGTVI 1523.2700 999.5847 29.9738 2914 2 500.2960 11.30
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 Carbamidomethyl+C(15) 1921.9246 MLDADVTDSVIGEGCVIK 1094.5170 1921.9373 33.4814 2176 3 641.3173 6.0519
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 2347.1677 NQFPGANDFGSEVIPGATSLGLR 318.7733 2347.1734 31.0781 1802 2 1174.0903 4.0869
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 1537.7679 ATAFGLMKIDEEGR 284.6699 1537.7552 33.4941 9908 2 769.3812 ‐8.3165
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 1630.7496 NQFPGANDFGSEVIPG 120.0496 1630.7414 28.4510 941 2 815.8743 ‐4.8960
NP_199641.1 glucose 1 phosphate adenylyltransferase small subunit Arabidopsis thaliana 153.6095 56992.8380 18 8.85 None 2329.1571 NQFPGANDFGSEVIPGATSLGLR 426.7877 2329.1632 33.6634 1186 3 777.0592 2.26
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1580.8067 AVITVPAYFNDSQR 72188.1600 1580.8053 17.7303 35987 2 790.9063 ‐0.8430
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1381.6594 NQADSVVYQTEK 66524.3000 1381.6612 17.2009 25824 2 691.3342 0.9829
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1066.5779 TTPSVVAYTK 35221.7000 1066.5786 18.9046 22195 2 533.7929 ‐0.2419
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1579.8115 QAVVNPENTFFSVK 4230.4960 1579.8112 29.7589 20627 2 790.4093 ‐0.0899
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 2535.3011 IELSSLTQTNMSLPFITATADGPK 1514.7230 2535.3014 21.5252 17802 2 1268.1544 1.39
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1751.8963 IINEPTAASLAYGFER 9974.6800 1751.8972 30.1715 17139 2 876.4522 0.8887
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1145.6048 DEGIDLLKDK 16145.6000 1145.6058 23.4463 16603 2 573.3066 0.1338
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1373.7271 DIDEVILVGGSTR 21215.9700 1373.7270 28.5345 12432 2 687.3671 ‐0.3739



NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1461.7696 QFAAEEISAQVLR 13178.9900 1461.7699 29.7754 10673 2 731.3886 0.0713
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 870.5407 IAGLEVLR 10664.6600 870.5412 16.7931 10606 2 435.7742 ‐0.7066
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1010.5993 IPAVQDLVR 937.0219 1010.6000 26.2319 7319 2 505.8036 ‐0.2898
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 869.5091 GVPQIEVK 8412.0570 869.5102 20.4236 6063 2 435.2587 ‐0.0029
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 2673.7420 1396.6423 28.4337 3814 2 698.8248 0.4427
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1849.0066 LSFKDIDEVILVGGSTR 1461.8010 1849.0106 20.3406 2540 3 617.0084 1.82
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 2391.2150 ASSAAQIHILGGIGFPTSSSSSSTK 1133.3160 2391.2423 21.9760 1062 3 797.7523 11.12
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 2506.4780 1581.7616 28.8321 8783 2 791.3844 2.35
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 2734.4332 AKIELSSLTQTNMSLPFITATADGPK 3184.6960 2734.4298 35.8977 4276 3 912.1481 ‐0.7594
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1600.8653 DKQALQRLTEAAEK 474.7094 1600.8769 27.6215 1078 2 800.9421 7.03
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 812.4876 VPQIEVK 230.0404 812.4874 19.8591 11583 2 406.7473 ‐1.6588
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1097.5010 PAYFNDSQR 6199.6450 1097.5020 17.7337 3376 1 1097.5020 2.64
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 757.4567 AGLEVLR 230.9473 757.4574 16.7860 3123 1 757.4574 1.54
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1117.5888 PFITATADGPK 240.6369 1117.5892 37.9517 1285 2 559.2982 ‐0.4300
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 993.5251 DIDEVILVGG 684.7590 993.5240 26.2980 1278 1 993.5240 0.1554
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1443.7591 QFAAEEISAQVLR 216.9879 1443.7541 29.7947 1121 2 722.3807 ‐3.6138
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 4583.8630 77110.6784 41 28.83 None 1734.8697 IINEPTAASLAYGFER 398.9036 1734.8723 29.9036 2177 2 867.9398 1.98
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1066.5779 TTPSVVAYTK 46954.9800 1066.5786 18.9046 22195 2 533.7929 ‐0.3786
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1579.8115 QAVVNPENTFFSVK 7481.5320 1579.8112 29.7589 20627 2 790.4093 ‐0.1067
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1751.8963 IINEPTAASLAYGFER 9764.1000 1751.8972 30.1715 17139 2 876.4522 0.9120
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1373.7271 DIDEVILVGGSTR 23746.9000 1373.7270 28.5345 12432 2 687.3671 ‐0.4388
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1461.7696 QFAAEEISAQVLR 14658.1400 1461.7699 29.7754 10673 2 731.3886 0.0269
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1010.5993 IPAVQDLVR 764.8555 1010.6000 26.2319 7319 2 505.8036 ‐0.4395
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 869.5091 GVPQIEVK 8406.5530 869.5102 20.4236 6063 2 435.2587 ‐0.1856
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 Carbamidomethyl+C(5) 1396.6413 FEELCSDLLDR 1496.7550 1396.6423 28.4337 3814 2 698.8248 0.3831
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 870.5407 IAGLEVLR 1895.4780 870.5400 26.2956 2214 2 435.7736 ‐2.2372
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1580.8067 AVITVPAYFNDSQR 285.0125 1580.7662 37.0154 1345 2 790.8868 ‐25.5689
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 Carbamidomethyl+C(7) 1581.7578 GKFEELCSDLLDR 2461.5630 1581.7616 28.8321 8783 2 791.3844 2.72
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 812.4876 VPQIEVK 188.3908 812.4874 19.8591 11583 2 406.7473 ‐1.8548
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 864.4825 PSVVAYTK 10899.2400 864.4835 18.8989 3745 1 864.4835 1.31
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 993.5251 DIDEVILVGG 174.6741 993.5240 26.2980 1278 1 993.5240 0.2255
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 1363.6892 VVNPENTFFSVK 345.2180 1363.6886 27.6754 1246 2 682.3479 ‐0.8755
NP_199802.1 heat shock protein 70 2 Arabidopsis thaliana 1878.6660 77110.6784 41 28.83 None 852.5302 IAGLEVLR 338.6456 852.5303 24.5371 5056 2 426.7688 ‐1.2620
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1266.7416 LALPQIEDIVR 11876.6900 1266.7426 19.9392 17375 2 633.8749 0.2576
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1687.8472 IAGADVPMPYAANLER 3151.0940 1687.8475 28.6018 16959 2 844.4274 0.4345
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1191.6004 VLAPYSAEDAR 68058.2700 1191.6016 19.1879 16350 2 596.3044 0.3298
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1705.7585 DALNSAIDEEMSADPK 33648.2300 1705.7613 26.8964 16326 2 853.3843 1.73
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1795.9160 SNYMSAGQINVPIVFR 5875.1120 1795.9161 19.6871 13933 2 898.4617 0.5486
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1513.8220 LAEEGISAEVINLR 39628.9600 1513.8219 29.4604 11092 2 757.4146 ‐0.1324
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1804.8574 VFVMGEEVGQYQGAYK 3052.9340 1804.8580 27.6944 9679 2 902.9326 0.8010
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 831.4683 ATINASVR 474.3363 831.4592 23.4624 6271 1 831.4592 ‐10.1658
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1721.9432 IEREGKDVTIVTFSK 586.0419 1721.9277 22.4218 4493 2 861.4675 ‐8.6610
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 6000.8630 39461.0815 24 33.88 None 1092.5320 LAPYSAEDAR 231.3515 1092.5384 18.6989 1840 2 546.7728 5.0019
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1687.8472 IAGADVPMPYAANLER 3307.7820 1687.8475 28.6018 16959 2 844.4274 0.4429
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1191.6004 VLAPYSAEDAR 36509.6700 1191.6016 19.1879 16350 2 596.3044 0.2223
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1513.8220 LAEEGISAEVINLR 39802.5100 1513.8219 29.4604 11092 2 757.4146 ‐0.1647
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1804.8574 VFVMGEEVGQYQGAYK 3309.4180 1804.8580 27.6944 9679 2 902.9326 0.8368
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 831.4683 ATINASVR 737.5621 831.4592 23.4624 6271 1 831.4592 ‐10.1328
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1059.5905 AIDGASTLRR 118.0996 1059.5762 25.0519 2612 2 530.2917 ‐14.5340
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 1046.5088 MPYAANLER 271.2537 1046.5098 29.5956 5415 1 1046.5098 2.64
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 2952.6120 39461.0815 24 33.88 None 908.4108 PYSAEDAR 1246.1430 908.4085 19.1852 1081 1 908.4085 ‐1.5183
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 1266.7416 LALPQIEDIVR 8619.8540 1266.7426 19.9392 17375 2 633.8749 0.7155
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 1795.9160 SNYMSAGQINVPIVFR 4232.8280 1795.9161 19.6871 13933 2 898.4617 0.7790
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 831.4683 ATINASVR 74.0648 831.4593 16.6279 5419 1 831.4593 ‐9.9833
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 1721.9432 IEREGKDVTIVTFSK 101.1367 1721.9277 22.4218 4493 2 861.4675 ‐8.3988
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 1513.8220 LAEEGISAEVINLR 509.2728 1513.8379 20.2933 2221 3 505.2841 9.46
NP_199898.1 pyruvate dehydrogenase E1 beta Arabidopsis thaliana 473.2315 39461.0815 24 33.88 None 797.4516 AEVINLR 198.4648 797.4509 20.5948 5380 1 797.4509 ‐0.1695
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 Carbamidomethyl+C(6) 1665.8305 NTWPLCLEFLTSGK 15634.2000 1665.8294 21.8212 6098 2 833.4183 ‐0.1569
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 Carbamidomethyl+C(2) 2151.1236 VCLVGMGHGIMTVPLTPAAAR 219.7341 2151.1086 25.2626 11369 2 1076.0579 ‐5.7707
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 None 1674.9326 IQPFLLPSVGPHDVR 1751.8980 1674.9206 22.5944 9453 3 558.9784 ‐7.5789
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 None 2842.4316 QLGADEIVQVTTNLEDVGSEVEQIQK 346.2462 2842.4684 24.5022 871 3 948.1610 14.0075
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 Carbamidomethyl+C(16) 2064.0808 HLVVGDRVALEPGISCWR 503.5237 2064.0791 24.3176 6837 2 1032.5432 0.2747
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 Carbamidomethyl+C(5) 1806.8990 AVGICGSDVHYLKTMR 587.3367 1806.9059 16.6126 5494 2 903.9566 4.47
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 None 1433.7900 PFLLPSVGPHDVR 193.0786 1433.7902 20.9026 3312 2 717.3987 0.3260
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 Carbamidomethyl+C(6) 885.4288 NTWPLCL 100.2079 885.4314 19.6783 1793 1 885.4314 3.04
NP_200010.1 putative sorbitol dehydrogenase Arabidopsis thaliana 710.9180 40054.1163 9 24.45 None 2824.4211 QLGADEIVQVTTNLEDVGSEVEQIQK 279.3191 2824.4144 25.9047 1558 3 942.1430 ‐1.3056
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 1294.5831 SVMEEGSEIGEK 11472.6700 1294.5806 22.3407 24882 1 1294.5806 0.3410
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 Carbamidomethyl+C(9) 2094.0226 FNHGSVVFCAFGSQPVVNK 1160.6730 2094.0224 17.3129 807 2 1047.5148 0.9288
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 3671.7484 GVFGSNESSSMSIVMYPWLAFGHMTP 264.2506 3671.6981 33.3347 5676 3 1224.5709 ‐11.9979
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 1765.8690 HEAIGSFFDGKVTAMR 480.8754 1765.8528 21.4835 3112 3 589.2891 ‐9.9401
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 2164.0438 QSLENAVKSVMEEGSEIGEK 309.2124 2164.0540 21.4766 1257 2 1082.5306 5.74
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 1404.6675 KSVMEEGSEIGEK 225.8672 1404.6753 21.6430 883 2 702.8413 5.77
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 None 2147.0173 QSLENAVKSVMEEGSEIGEK 825.2858 2147.0150 22.2556 1460 2 1074.0111 0.0498
NP_200217.1 UDP glucose flavonoid 3 o glucosyltransferase Arabidopsis thaliana 359.9255 52618.2779 8 6.62 Carbamidomethyl+C(9) 2076.9960 FNHGSVVFCAFGSQPVVNK 265.3701 2076.9894 15.6872 925 2 1038.9983 ‐2.2008
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 4102.7450 2594.2618 22.8228 14763 2 1297.6345 ‐4.0430
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1779.9276 LWQVPETLHEEALSK 8352.4060 1779.9301 28.2829 13132 3 593.9815 0.6414
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1456.6451 GGSPYGAGTFAGDGSR 5416.5510 1456.6469 19.6530 9818 2 728.8271 1.0294
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1030.4849 FGMMAAQFK 3357.7490 1030.4868 16.8151 6827 2 515.7470 0.9257
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1750.8509 VYIVYYSMYGHVEK 1351.2430 1750.8426 17.9817 1249 2 875.9249 ‐4.3561



NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 2893.4627 MATKVYIVYYSMYGHVEKLAEEIR 930.2172 2893.4807 24.2623 3328 3 965.1651 6.09
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1253.6372 PETLHEEALSK 339.7560 1253.6433 28.3540 1130 2 627.3253 4.34
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1255.5702 PYGAGTFAGDGSR 139.8487 1255.5757 20.1078 945 2 628.2915 3.38
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 1762.5190 21795.8635 14 43.14 None 1158.5174 YGAGTFAGDGSR 232.7316 1158.5205 19.2913 806 2 579.7639 1.46
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 833.2280 21795.8635 14 43.14 None 2594.2773 SESPIITPNELAEADGFVFGFPTR 4996.0560 2594.2618 22.8228 14763 2 1297.6345 ‐4.1558
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 833.2280 21795.8635 14 43.14 None 1030.4849 FGMMAAQFK 3739.7690 1030.4868 16.8151 6827 2 515.7470 1.51
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 833.2280 21795.8635 14 43.14 None 1750.8509 VYIVYYSMYGHVEK 1172.5190 1750.8426 17.9817 1249 2 875.9249 ‐4.1063
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 833.2280 21795.8635 14 43.14 None 2893.4627 MATKVYIVYYSMYGHVEKLAEEIR 407.9859 2893.4807 24.2623 3328 3 965.1651 7.84
NP_200261.1 flavodoxin like quinone reductase 1 Arabidopsis thaliana 833.2280 21795.8635 14 43.14 None 1164.5434 VYIVYYSMY 234.1865 1164.5421 18.4615 1397 2 582.7747 ‐1.3112
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 639.4694 19867.1999 4 13.97 None 1688.8676 IEAPIHSSNVMLYSK 1854.3620 1688.8700 24.4091 6073 3 563.6282 0.5332
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 639.4694 19867.1999 4 13.97 None 1118.5939 TGELIDTIEK 8178.3190 1118.5940 24.0581 5615 2 559.8006 ‐0.7318
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 639.4694 19867.1999 4 13.97 None 1093.5372 ETTQVAVTSAS 442.4012 1093.5176 20.8871 1589 2 547.2625 ‐18.6714
NP_200271.2 50S ribosomal protein L24 Arabidopsis thaliana 639.4694 19867.1999 4 13.97 None 1261.6245 IHSSNVMLYSK 474.2816 1261.6305 24.3256 5590 2 631.3189 4.26
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1255.9060 36778.4092 10 22.92 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 10683.6900 2170.0841 36.1020 16043 3 724.0329 ‐2.1788
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1255.9060 36778.4092 10 22.92 None 1418.6944 ALDMNTAEDAIVR 6585.1590 1418.6961 26.5612 8697 2 709.8517 0.9829
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1255.9060 36778.4092 10 22.92 None 1455.6793 MGPTFGAMMISGQK 4622.7190 1455.6812 17.9871 8338 2 728.3442 1.1262
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 1255.9060 36778.4092 10 22.92 None 1306.6824 HAALFTSTIMSK 5302.3610 1306.6817 16.1260 5822 2 653.8445 ‐0.9699
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 910.0768 36778.4092 10 22.92 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 12658.1000 2170.0841 36.1020 16043 3 724.0329 ‐2.2977
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 910.0768 36778.4092 10 22.92 None 1418.6944 ALDMNTAEDAIVR 3984.3680 1418.6961 26.5612 8697 2 709.8517 0.9285
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 293.5853 36778.4092 10 22.92 None 1455.6793 MGPTFGAMMISGQK 2260.4560 1455.6812 17.9871 8338 2 728.3442 1.29
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 293.5853 36778.4092 10 22.92 None 1306.6824 HAALFTSTIMSK 2306.5150 1306.6817 16.1260 5822 2 653.8445 ‐0.5292
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 293.5853 36778.4092 10 22.92 None 3177.6525 ALGLPNAIDGTLVGNLSPELVLAAADSA 1152.0280 3177.6466 24.9047 4341 3 1059.8871 ‐0.3287
NP_200288.1 thiazole biosynthetic enzyme Arabidopsis thaliana 293.5853 36778.4092 10 22.92 None 2170.0883 EVVPGMIVTGMEVAEIDGAPR 243.7983 2170.0754 24.9463 922 2 1085.5413 ‐4.6999
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 None 1451.7199 MIGVEAAGFGLDSGK 12791.2500 1451.7202 29.0564 9648 2 726.3638 0.0214
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 None 2034.9655 AEYYSITDEEALEAFKR 3563.3760 2034.9680 29.7028 8937 3 678.9942 0.7560
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 Carbamidomethyl+C(8) 1273.6093 SSSFSVSCTIAK 151.3940 1273.6070 26.1806 1323 2 637.3071 ‐2.4016
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 None 3956.9626 YVPETLMHALSELESAFYALATDDDFQ 120.6246 3956.9060 37.8772 1198 3 1319.6402 ‐13.2460
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 None 2338.0544 DMGRAEYYSITDEEALEAFK 316.7339 2338.0738 36.4900 1919 3 780.0294 8.0588
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 Carbamidomethyl+C(8) 1255.5987 SSSFSVSCTIAK 115.0964 1255.5955 27.4546 1584 2 628.3014 ‐3.1864
NP_200292.1 tryptophan synthase beta chain Arabidopsis thaliana 549.9675 51210.9934 7 6.81 None 2320.0438 DMGRAEYYSITDEEALEAFK 496.2352 2320.0476 36.1394 956 2 1160.5275 3.35
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 2564.3467 AAVSALQHQPVVNAVIDGDDIIYR 3952.3900 2564.3510 32.2788 10091 3 855.4552 1.97
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 586.3810 LLLDI 5218.5220 586.3819 34.0407 6663 1 586.3819 1.30
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 852.5666 GLVVPVIR 6165.7280 852.5660 17.1855 3909 2 426.7866 ‐1.9527
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 844.5251 TINGLAKK 83.8585 844.5225 17.3885 1592 2 422.7649 ‐4.3870
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 1999.0607 VAVSAQFHSVSATETLVPR 342.7776 1999.0118 38.7205 1904 3 667.0088 ‐24.9583
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 1434.7700 TIINGYQGTALQR 554.3462 1434.7616 24.5010 833 2 717.8844 ‐6.0476
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 2085.0459 KPGDRVEADEAIAQIETDK 949.4274 2085.0466 18.4702 3575 3 695.6871 0.0139
NP_200318.1 dihydrolipoyllysine residue succinyltransferase component of 2 oxoglutarate dehydr 397.9870 50304.6848 8 9.70 None 909.4577 VAVSAQFHS 80.9862 909.4524 38.2761 1147 1 909.4524 ‐4.9091
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 None 1015.5782 LVIVGDGGTGK 8551.4460 1015.5800 19.6093 14393 2 508.2936 0.6188
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 None 1228.6208 NLQYYEISAK 7245.0780 1228.6229 22.9350 11789 2 614.8151 1.0195
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 Carbamidomethyl+C(2)
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 None 803.4258 IVGDGGTGK 182.6707 803.4308 20.9240 3079 2 402.2190 4.15
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 None 997.5677 LVIVGDGGTGK 290.2686 997.5701 18.3516 2285 2 499.2887 1.38
NP_200330.1 GTP binding nuclear protein Ran 3 Arabidopsis thaliana 1113.0920 25421.7022 6 15.38 None 1210.6103 NLQYYEISAK 182.1545 1210.6083 23.9773 1374 2 605.8078 ‐2.3144
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1256.6957 ADLVNNLGTIAR 14903.2400 1256.6959 26.4156 13930 2 628.8516 ‐0.3966
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 Carbamidomethyl+C(7) 2302.1134 VFIMDNCEDIIPEYLGFVK 856.1277 2302.1094 22.7346 13027 2 1151.5583 ‐0.3611
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1291.6376 ELISNSSDALDK 3925.2730 1291.6392 20.4685 7634 2 646.3232 0.7905
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1734.9425 LDGQPELFIHIIPDK 1910.3660 1734.9436 32.8862 7008 3 578.9861 ‐0.1792
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1791.8252 TMEINPENSIMDELR 2451.9750 1791.8270 32.6225 6816 2 896.4171 1.59
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1341.5627 EDQMEYIEER 6239.9580 1341.5622 22.4659 2943 2 671.2847 ‐0.7594
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1950.0178 EIFLRELISNSSDALDK 1094.3120 1949.9708 25.0929 6781 2 975.4890 ‐23.3956
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1859.8844 MKEGQNDIFYITGESK 196.0936 1859.9373 31.0371 5029 3 620.6506 27.8040
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1858.9222 KPEEINKEEYAAFYK 327.1015 1858.9103 20.8087 1540 3 620.3083 ‐7.0534
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1106.5212 LDETEDEKK 489.9503 1106.5251 17.7562 926 2 553.7662 2.04
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 2088.9980 MVLYLKEDQMEYIEER 738.0322 2089.0329 27.9369 919 3 697.0158 16.3460
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 3269.7304 SVKDLVLLLFETALLTSGFSLDEPNTFGS 270.8914 3269.7178 24.2666 856 4 818.1849 ‐5.3470
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 912.4608 DYVTRMK 181.8671 912.4589 23.0832 880 2 456.7331 ‐3.2312
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 546.2882 IEER 61.5205 546.2907 22.4969 1844 1 546.2907 4.02
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1471.7063 GQNDIFYITGESK 190.9462 1471.7029 30.1647 1062 2 736.3551 ‐2.4692
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1841.8738 MKEGQNDIFYITGESK 424.6121 1841.8738 29.7756 871 3 614.6294 ‐0.7030
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1842.8578 MKEGQNDIFYITGESK 247.6627 1842.8659 29.7579 1966 2 921.9366 4.12
NP_200412.1 heat shock protein 81 3 Arabidopsis thaliana 602.3397 80337.3546 18 12.59 None 1274.6111 ELISNSSDALDK 220.4906 1274.6153 18.7667 900 2 637.8113 2.71
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 320.1278 45922.4681 4 10.54 None 1158.6517 GVLLYGPPGTGK 6086.0060 1158.6511 15.8973 10052 2 579.8292 ‐1.2495
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 320.1278 45922.4681 4 10.54 None 1271.6855 AVANHTTAAFIR 761.4451 1271.6801 24.4857 1549 2 636.3437 ‐4.7374
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 320.1278 45922.4681 4 10.54 None 2029.0600 ENAPAIIFIDEVDAIATAR 2453.0390 2029.0596 44.6845 5737 2 1015.0334 0.6813
NP_200637.1 regulatory particle triple A ATPase 3 Arabidopsis thaliana 320.1278 45922.4681 4 10.54 None 2990.4854 ENAPAIIFIDEVDAIATARFDAQTGADR 353.0858 2990.4871 39.1311 1744 3 997.5006 1.28
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 3002.5186 YALLAYHYDPQVSFPELSSISLYTPK 4542.0910 3002.5181 25.5760 7610 3 1001.5109 0.6382
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 1444.7287 MLQMLSHVAGTEK 528.5698 1444.7471 34.6579 13451 2 722.8772 12.99
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 1620.8268 IDALFYAHSIDEVK 794.0148 1620.8399 28.7430 8160 3 540.9515 7.1428
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 2170.0451 VDEETINVVSTFDWPHGPK 261.7461 2170.0636 38.0821 1055 2 1085.5355 9.54
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 3430.8079 RFKIFDLEVGAILGVSNSEVPVFQAVYSS 782.9108 3430.8043 25.4665 1077 3 1144.2729 0.3182
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 1668.7938 NSEVPVFQAVYSSMK 386.8862 1668.7917 25.3638 2007 2 834.8995 ‐1.0128
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 1650.7951 YALLAYHYDPQVSF 214.2376 1650.7862 22.7466 1518 2 825.8967 ‐5.1920
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 995.4985 YALLAYHY 166.6896 995.4924 25.4898 1437 1 995.4924 ‐4.8601
NP_200878.2 glycosyltransferase family protein 2 Arabidopsis thaliana 211.1604 76429.0987 9 3.89 None 1521.7373 YALLAYHYDPQVS 310.7519 1521.7417 26.3472 1294 2 761.3745 2.30
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 4 14.59 None 1661.9109 SDIIVSPSILSANFAK 16687.7700 1661.9122 19.8253 19916 2 831.4598 1.04
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 4 14.59 None 1986.9920 GVNPWIEVDGGVTPANAYK 2376.0910 1986.9869 18.3820 1524 2 993.9971 ‐1.5744
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 4 14.59 None 2316.2809 SDIIVSPSILSANFAKLGEQVK 318.1734 2316.2738 19.6612 6196 3 772.7628 ‐2.6619
NP_200949.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 4 14.59 None 667.3562 GVNPWI 343.1490 667.3588 17.5468 3019 1 667.3588 4.69



NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein Arabidop 454.2332 22464.5729 5 20.79 Carbamidomethyl+C(8) 2151.9533 EVEAIKDCVEEMNDTVDR 2785.1730 2151.9576 26.3768 5375 3 717.9907 1.07
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein Arabidop 454.2332 22464.5729 5 20.79 Carbamidomethyl+C(9) 1167.5827 AINFIQSSCK 196.5519 1167.5500 31.3661 8213 1 1167.5500 ‐26.1244
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein Arabidop 454.2332 22464.5729 5 20.79 Carbamidomethyl+C(8) 2666.3131 TTTYPALCVHSLSVYANDIQTSPK 1652.3530 2666.3236 19.6003 952 2 1333.6654 6.0182
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein Arabidop 454.2332 22464.5729 5 20.79 Carbamidomethyl+C(8) 2494.1800 EVEAIKDCVEEMNDTVDRLTK 1054.6060 2494.1692 41.5996 3130 2 1247.5883 ‐2.5610
NP_201041.1 invertase pectin methylesterase inhibitor family protein DC 1 2 like protein Arabidop 454.2332 22464.5729 5 20.79 None 2621.3504 ARIMNVGHETSNALSLINAFAKTY 1187.7780 2621.3612 21.9237 2022 2 1311.1842 6.0860
NP_201096.1 RING finger domain containing protein Arabidopsis thaliana 278.6155 36783.1824 3 11.62 Carbamidomethyl+C(21) 3961.8932 SRPLESVKEQVSVGQSASNVCDSSISDA 2397.5600 3961.8678 21.2526 6183 3 1321.2941 ‐4.3252
NP_201096.1 RING finger domain containing protein Arabidopsis thaliana 278.6155 36783.1824 3 11.62 None 1774.9480 NMVKAETSIQGGGLTIR 1589.9520 1774.9493 18.9673 3032 3 592.3213 ‐0.0418
NP_201096.1 RING finger domain containing protein Arabidopsis thaliana 278.6155 36783.1824 3 11.62 Carbamidomethyl+C(21) 3944.8666 SRPLESVKEQVSVGQSASNVCDSSISDA 577.9941 3944.8522 21.6351 2340 3 1315.6223 ‐1.6015
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 1951.9912 LAAFHSQTQPVIDYYAK 3885.3060 1951.9906 16.3233 10888 3 651.3351 ‐0.8627
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 1610.8384 TPGVDDITGEPLIQR 6794.7070 1610.8365 26.9380 10864 2 805.9219 ‐1.0581
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 6484.4660 2242.1664 39.8139 9728 3 748.0603 1.1357
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 1617.8483 VLNFAIDDAILEER 5602.8940 1617.8497 34.6546 9671 2 809.4285 1.0268
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 2283.2555 KAVLTNIQAEKAPQEVTSEVK 1905.3420 2283.2416 21.9316 2719 2 1142.1244 ‐4.7029
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1555.2240 27160.1083 12 35.77 None 888.4462 VLNFAIDD 490.8775 888.4503 34.6475 3947 1 888.4503 5.05
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 1610.8384 TPGVDDITGEPLIQR 5976.8610 1610.8365 26.9380 10864 2 805.9219 ‐1.0676
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 2242.1635 GELVSDDLVVGIIDEAMNKPK 5256.4670 2242.1664 39.8139 9728 3 748.0603 0.9818
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 1617.8483 VLNFAIDDAILEER 1725.7510 1617.8497 34.6546 9671 2 809.4285 1.0189
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 1951.9912 LAAFHSQTQPVIDYYAK 1379.9360 1951.9407 25.8352 1924 3 651.3184 ‐26.4501
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 1505.7880 TVTQAEKLDEMLK 393.4760 1505.7951 23.9131 1710 3 502.6032 3.31
NP_201145.1 adenylate kinase 1 Arabidopsis thaliana 1006.7400 27160.1083 12 35.77 None 888.4462 VLNFAIDD 367.3225 888.4503 34.6475 3947 1 888.4503 5.65
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 1286.7215 IIGGGLPVGAYGGR 17183.7500 1286.7214 16.3434 15457 2 643.8643 ‐0.5939
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 1622.8748 AGSGVATLGLPDSPGVPK 2868.8050 1622.8743 27.1534 13328 2 811.9408 ‐0.1781
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 2008.9710 AATSDTLTAPYNDLEAVEK 16090.6900 2008.9686 28.6860 10076 2 1004.9879 ‐0.3245
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 709.3879 SFSLQK 170.1265 709.3716 18.8800 9500 1 709.3716 ‐22.7002
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 2188.0815 SEEAFNAAKNLMPGGVNSPVR 1129.4130 2188.0765 33.1348 2196 2 1094.5419 ‐1.0904
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 Carbamidomethyl+C(10)
NP_201162.1 glutamate 1 semialdehyde 2 1 aminomutase Arabidopsis thaliana 1266.2300 50769.1194 7 15.19 None 1990.9604 AATSDTLTAPYNDLEAVEK 344.8114 1990.9696 30.2801 3258 2 995.9885 5.41
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 None 1007.5269 LATSGANFAR 27212.9100 1007.5267 17.3883 43661 2 504.2670 ‐1.1170
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 42640.6200 1144.5445 15.9037 36029 2 572.7759 ‐1.7074
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 None 961.4949 TNKELNDK 377.5368 961.5008 22.8629 5276 2 481.2541 5.1105
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 Carbamidomethyl+C(13) 1834.9256 KVPFISEDIALECEGK 1445.7190 1834.9293 28.8460 8517 3 612.3146 1.44
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 None 823.4057 TSGANFAR 1266.8830 823.4069 17.3882 3348 1 823.4069 2.1076
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 None 894.4428 ATSGANFAR 2024.4060 894.4415 17.3853 2354 1 894.4415 ‐0.5557
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 None 635.3260 GANFAR 458.7191 635.3272 17.3875 1284 1 635.3272 2.0023
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 4102.6640 18714.2420 18 25.73 Carbamidomethyl+C(5) 726.3240 QFGSCK 458.2779 726.3225 15.9029 1062 1 726.3225 ‐1.6540
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 None 1007.5269 LATSGANFAR 18472.5100 1007.5267 17.3883 43661 2 504.2670 ‐1.2674
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 Carbamidomethyl+C(8) 1526.6944 FPENFTGCQDLAK 679.4506 1526.6956 24.7722 43372 2 763.8514 0.6795
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 Carbamidomethyl+C(10) 2558.2225 AAMNSSVLTCSYAIAGSGSVELNQK 114.3512 2558.1999 37.7972 2088 2 1279.6036 ‐6.7549
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 Carbamidomethyl+C(13) 1834.9256 KVPFISEDIALECEGK 1424.0840 1834.9293 28.8460 8517 3 612.3146 1.79
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 None 894.4428 ATSGANFAR 1693.9190 894.4415 17.3853 2354 1 894.4415 ‐0.5082
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 None 756.3709 AAMNSSVL 365.6729 756.3735 36.0113 1530 1 756.3735 3.74
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 1148.6360 18714.2420 18 25.73 None 635.3260 GANFAR 239.5126 635.3272 17.3875 1284 1 635.3272 1.03
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 5590.0070 18714.2420 18 25.73 Carbamidomethyl+C(9) 1144.5456 AFTVQFGSCK 95413.9100 1144.5445 15.9037 36029 2 572.7759 ‐1.1970
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 5590.0070 18714.2420 18 25.73 None 1007.5269 LATSGANFAR 175.2013 1007.5199 23.1388 2372 1 1007.5199 ‐5.5288
NP_201209.1 photosystem I reaction center subunit N Arabidopsis thaliana 5590.0070 18714.2420 18 25.73 Carbamidomethyl+C(5) 726.3240 QFGSCK 481.1536 726.3225 15.9029 1062 1 726.3225 ‐1.5115
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 97227.9800 2604.3059 33.2810 300632 3 868.7735 1.0609
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1203.6579 NTAASVGEITLK 72380.8600 1203.6581 22.8556 253484 2 602.3327 ‐0.5139
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 950.5710 VPFLFTVK 50701.0600 950.5712 19.4504 143388 2 475.7892 ‐0.8941
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(2) 1362.6399 FCFEPTSFTVK 75951.4400 1362.6406 18.5268 101892 2 681.8239 0.1736
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 881.4880 FLVPSYR 26469.0600 881.4861 15.9813 99638 2 441.2467 ‐3.3354
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1450.7172 QLDASGKPDSFTGK 39826.2100 1450.7195 17.0985 57911 3 484.2447 0.3601
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 20083.1000 2457.1365 24.7465 56392 3 819.7170 0.6844
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 18037.2100 2174.9611 26.2182 53894 2 1087.9842 ‐1.0518
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1562.7558 GGSTGYDNAVALPAGGR 41567.0400 1562.7552 21.5413 39371 2 781.8812 ‐0.3460
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 13004.1500 2294.1307 29.4366 30764 3 765.3818 0.2637
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1096.5521 LTYDEIQSK 10428.0100 1096.5550 18.9728 27651 2 548.7811 1.09
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 2018.9665 EEDGIDYAAVTVQLPGGER 12416.7800 2018.9641 29.9569 24781 2 1009.9857 ‐0.3483
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1388.6904 GDEEELVKENVK 26898.9900 1388.6932 18.6519 17735 3 463.5693 0.7936
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1145.5586 NAPPEFQNTK 16717.0600 1145.5597 15.5829 16967 2 573.2835 0.2832
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1523.8064 AASLQSTATFLQSAK 312.2360 1523.7776 19.6792 10972 2 762.3925 ‐18.9160
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(3) 1232.5616 LTCSFQSDFK 102.7280 1232.5485 32.4266 2226 1 1232.5485 ‐8.5606
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGID 287.2862 4531.0990 44.8405 962 3 1511.0379 ‐12.3134
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1252.6532 RLTYDEIQSK 49702.6100 1252.6547 17.6380 77430 2 626.8310 0.6933
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(3) 1490.7348 KFCFEPTSFTVK 6561.5910 1490.7323 17.4830 44594 2 745.8698 ‐1.7964
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 2932.4283 GGSTGYDNAVALPAGGRGDEEELVKE 9434.1300 2932.4332 24.8420 33029 4 733.8638 0.0266
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1775.8783 GRGGSTGYDNAVALPAGGR 3254.8250 1775.8812 20.0323 8340 3 592.6319 0.8164
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 2462.1794 GGSTGYDNAVALPAGGRGDEEELVK 16137.9700 2462.1771 24.8667 5481 3 821.3972 ‐0.7907
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1725.8766 STQAVGKSFGLETSSAR 290.2188 1725.8618 20.2020 1803 3 575.9588 ‐9.3926
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 522.2671 PSYR 1576.8390 522.2662 15.9753 26131 1 522.2662 ‐1.9848
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 908.4724 EPTSFTVK 396.1039 908.4728 17.8628 22851 2 454.7400 ‐0.6840
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 621.3355 VPSYR 1788.4080 621.3345 15.9859 18248 1 621.3345 ‐1.5786
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 960.4785 PPEFQNTK 252.6119 960.4800 15.2287 5090 2 480.7437 0.5135
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1209.5746 DASGKPDSFTGK 3820.0700 1209.5767 17.0809 2087 2 605.2920 1.1573
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 882.4203 YDEIQSK 2366.9320 882.4208 18.9749 1808 1 882.4208 1.29
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 903.4418 PSDTDLGAK 242.2652 903.4400 33.7487 1660 1 903.4400 ‐1.0630
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1069.5888 EELVKENVK 199.4948 1069.5905 18.7544 1658 1 1069.5905 3.1685
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 983.4680 TYDEIQSK 1647.9770 983.4668 18.9563 1583 1 983.4668 ‐0.0321
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 863.4258 PEFQNTK 1197.8180 863.4268 17.2882 1575 2 432.2170 ‐0.0601
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1663.8174 GVFESLQPSDTDLGAK 348.2590 1663.8205 35.6108 1532 2 832.4139 2.0972



NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1097.5837 SKPETGEVIGV 355.0833 1097.5814 33.2789 1523 1 1097.5814 ‐0.4857
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1538.7373 FKEEDGIDYAAVTV 238.3741 1538.7320 27.4327 1454 2 769.8696 ‐3.4806
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 848.4512 ATFLQSAK 264.8689 848.4485 21.2230 1384 1 848.4485 ‐2.4365
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1203.6117 YDNAVALPAGGR 449.0060 1203.6095 19.3700 1299 2 602.3084 ‐2.4112
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 Carbamidomethyl+C(1) 1215.5715 CFEPTSFTVK 157.5085 1215.5726 18.5295 1174 1 1215.5726 2.74
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 828.4098 SKPETGEV 229.9797 828.4085 35.7513 1039 1 828.4085 ‐0.7989
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 917.5302 ASVGEITLK 218.5751 917.5277 23.9670 972 1 917.5277 ‐1.7367
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1322.6587 LDASGKPDSFTGK 1881.5990 1322.6580 17.0909 784 2 661.8326 ‐0.8967
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1185.6474 NTAASVGEITLK 360.8232 1185.6473 22.8622 3435 2 593.3273 ‐0.7239
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1127.5480 NAPPEFQNTK 226.6822 1127.5491 17.4684 2648 2 564.2782 0.2024
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1432.7067 QLDASGKPDSFTGK 423.7555 1432.7076 17.0928 1995 3 478.2407 ‐0.5847
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 24042.2800 35370.5190 84 71.39 None 1545.7292 GGSTGYDNAVALPAGGR 611.8688 1545.7303 23.4318 1348 2 773.3688 0.6819
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 2604.3039 SKPETGEVIGVFESLQPSDTDLGAK 60933.9800 2604.3059 33.2809 298334 3 868.7735 0.7412
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1203.6579 NTAASVGEITLK 87156.8900 1203.6581 22.8556 253484 2 602.3327 ‐0.6185
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1192.5997 IQGVWYGQLE 64823.3600 1192.6007 30.5718 69110 2 596.8040 0.0782
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 Carbamidomethyl+C(8) 2457.1351 GTGTANQCPTIDGGSETFSFKPGK 17575.7800 2457.1365 24.7465 56392 3 819.7170 0.4264
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 Carbamidomethyl+C(8) 2174.9659 GTGTANQCPTIDGGSETFSFK 18955.5000 2174.9611 26.2182 53894 2 1087.9842 ‐0.9296
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1450.7172 QLDASGKPDSFTGK 55753.1800 1450.7194 17.0872 50835 3 484.2446 0.5149
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1562.7558 GGSTGYDNAVALPAGGR 55853.7400 1562.7552 21.5413 39371 2 781.8812 ‐0.3668
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 2294.1299 FKEEDGIDYAAVTVQLPGGER 12239.2300 2294.1313 29.4308 25927 3 765.3819 0.3114
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 2018.9665 EEDGIDYAAVTVQLPGGER 15545.7100 2018.9641 29.9559 24276 2 1009.9857 ‐0.2278
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 2531.2188 LTYTLDEIEGPFEVASDGSVNFK 246.3495 2531.1996 38.2882 2974 2 1266.1034 ‐5.5619
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 Carbamidomethyl+C(3) 1232.5616 LTCSFQSDFK 102.4199 1232.5485 32.4266 2226 1 1232.5485 ‐8.4356
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 4531.1675 LTYTLDEIEGPFEVASDGSVNFKEEDGID 338.9837 4531.0990 44.8405 962 3 1511.0379 ‐13.5764
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1252.6532 RLTYDEIQSK 62238.4300 1252.6542 17.6053 59833 2 626.8307 0.1434
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1775.8783 GRGGSTGYDNAVALPAGGR 2776.6080 1775.8812 20.0323 8340 3 592.6319 0.8885
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 Carbamidomethyl+C(3)
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 988.5673 AASVGEITLK 2858.3300 988.5669 22.8559 9053 1 988.5669 0.8650
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 980.5047 SKPETGEVIG 187.1514 980.5078 32.5887 7709 1 980.5078 4.37
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 903.4418 PSDTDLGAK 20034.2700 903.4423 33.2800 6531 1 903.4423 1.44
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 846.4931 SVGEITLK 1980.5070 846.4932 22.8557 5418 1 846.4932 0.9138
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 825.4101 NTAASVGEI 453.4209 825.4066 22.2812 4012 1 825.4066 ‐3.5376
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 649.3304 RLTYD 5987.7270 649.3303 17.5999 3091 1 649.3303 ‐0.0058
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 778.3730 RLTYDE 3086.7680 778.3751 17.6068 3036 1 778.3751 3.34
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 719.3570 DEIQSK 19152.4500 719.3564 17.6044 2684 1 719.3564 ‐0.5641
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1209.5746 DASGKPDSFTGK 4035.0240 1209.5767 17.0809 2087 2 605.2920 1.0540
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 604.3301 EIQSK 6478.6790 604.3327 17.6011 1843 1 604.3327 4.06
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1106.5477 RLTYDEIQS 796.1517 1106.5497 17.6350 1646 2 553.7785 0.9423
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 2299.0765 YTLDEIEGPFEVASDGSVNFK 347.0564 2299.0636 38.7980 1573 2 1150.0355 ‐4.0414
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1097.5837 SKPETGEVIGV 292.6205 1097.5814 33.2789 1523 1 1097.5814 ‐0.3917
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1197.6586 AAVTVQLPGGER 234.7245 1197.6551 28.6669 1498 2 599.3312 ‐3.6977
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 759.4611 VGEITLK 1123.7400 759.4626 22.8477 1491 1 759.4626 2.93
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1538.7373 FKEEDGIDYAAVTV 107.5141 1538.7320 27.4327 1454 2 769.8696 ‐3.5070
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1203.6117 YDNAVALPAGGR 492.8704 1203.6095 19.3700 1299 2 602.3084 ‐2.5159
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 751.3621 PDSFTGK 16212.4200 751.3628 17.0843 1287 1 751.3628 1.10
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 475.2875 IQSK 3651.4370 475.2866 17.6081 1268 1 475.2866 ‐2.3512
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 917.5302 ASVGEITLK 251.4781 917.5277 23.9670 972 1 917.5277 ‐1.6840
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1322.6587 LDASGKPDSFTGK 1789.9240 1322.6580 17.0909 784 2 661.8326 ‐0.9736
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1432.7067 QLDASGKPDSFTGK 493.9974 1432.7076 17.0928 1995 3 478.2407 ‐0.3463
NP_201458.1 PS II oxygen evolving complex 1 Arabidopsis thaliana 19148.9800 35370.5190 84 71.39 None 1186.6314 NTAASVGEITLK 194.3082 1186.6270 24.1775 1313 2 593.8172 ‐4.4369
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 722.7281 18834.6932 3 36.21 None 2575.3191 DIYSALNAVSGHYVSFGPTAPIPAK 3831.7390 2575.3190 20.6821 17587 3 859.1112 0.7040
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 722.7281 18834.6932 3 36.21 None 3639.8680 DFLSLAATSTLLTQSIQFLAPAPVSAAED 448.7197 3639.7813 24.3558 3676 3 1213.9320 ‐21.6704
NP_563687.1 photosystem II Psb27 protein Arabidopsis thaliana 722.7281 18834.6932 3 36.21 None 3036.5578 ASFRDIYSALNAVSGHYVSFGPTAPIPA 507.0602 3036.4883 21.0672 1898 3 1012.8343 ‐21.5371
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 2171.1455 TPGFSGADLANLLNEAAILAGR 2391.3120 2171.1410 24.3387 13846 2 1086.0742 ‐0.8328
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1789.9371 GLTWFIPSDDPTLISK 944.8170 1789.9391 21.1515 11235 2 895.4732 1.83
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1452.8421 VQLPGLSQELLQK 876.6087 1452.8410 18.6331 11203 2 726.9241 ‐0.5199
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1396.7907 ADILDSALLRPGR 3699.9410 1396.7882 17.7319 10672 2 698.8977 ‐1.6504
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 2863.4571 AAEEVIFGESEVTTGAVSDLQQITGLAK 737.2656 2863.4488 21.4138 3054 3 955.1545 ‐1.7728
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1549.7704 TAISSKEIDDSIDR 82.2861 1549.8064 20.6455 2419 2 775.4068 23.5548
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1915.9331 SSGGMGGPGGPGFPLQIGQSK 313.1481 1915.9446 17.7426 1166 2 958.4759 6.82
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 2188.1543 VHSGNKKFESGVSLEVIAMR 294.7125 2188.1700 20.0790 41489 2 1094.5886 8.42
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1547.8289 AYEIALSQIRNNR 879.7908 1547.8267 18.1464 1566 2 774.4170 ‐1.0304
NP_563766.3 ATP dependent zinc metalloprotease FTSH 8 Arabidopsis thaliana 227.1425 73369.6904 10 9.34 None 1210.7266 ILDSALLRPGR 217.0620 1210.7222 17.7370 802 2 605.8648 ‐3.7585
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 2280.1403 MTPTKPMVVETFSEYPPLGR 46564.6500 2280.1383 18.3632 153587 3 760.7176 ‐0.9667
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 2506.3295 VETGMIKPGMVVTFAPTGLTTEVK 20413.2500 2506.3296 19.4236 129177 3 836.1147 0.1904
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1025.6102 IGGIGTVPVGR 59234.2900 1025.6097 22.2533 127986 2 513.3085 ‐1.4603
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 Carbamidomethyl+C(3) 1451.6736 YYCTVIDAPGHR 43240.4900 1451.6734 20.1977 81862 3 484.5627 ‐1.3439
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1026.4891 STNLDWYK 21978.4600 1026.4901 23.1442 53040 2 513.7487 0.0620
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 914.5669 QTVAVGVIK 25139.4800 914.5680 20.1492 33565 2 457.7876 ‐0.0462
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 Carbamidomethyl+C(11) 2957.4231 NMITGTSQADCAVLIIDSTTGGFEAGIS 2011.9370 2957.4238 37.9879 8260 3 986.4794 0.9894
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 780.4138 YDEIIK 7353.3190 780.4163 17.8616 8073 2 390.7118 1.52
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 Carbamidomethyl+C(20) 3041.5448 VIIMNHPGQIGNGYAPVLDCHTSHIAV 3841.4640 3041.5506 19.2101 6279 4 761.1431 0.2950
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1007.5520 ARYDEIIK 11300.2500 1007.5523 18.6950 28678 2 504.2798 ‐0.7036
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 981.5112 RGYVASNSK 620.2550 981.5031 19.2631 3087 1 981.5031 ‐7.0435
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 685.3992 GTVPVGR 1796.4220 685.3983 22.2505 8159 1 685.3983 ‐1.0169
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 466.2521 PGHR 56.7743 466.2550 20.9890 6602 1 466.2550 5.25
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 838.4094 NLDWYK 5230.2410 838.4092 23.1484 5695 1 838.4092 0.5812
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 900.4574 SEYPPLGR 308.9509 900.4610 16.8016 4133 2 450.7341 2.32
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 635.2784 ARYDE 177.6172 635.2783 18.6930 4093 1 635.2783 ‐0.1151



NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 586.3923 AVGVIK 151.0688 586.3919 20.1984 3988 1 586.3919 ‐0.7968
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 617.3505 DEIIK 9795.2500 617.3512 17.9196 2293 1 617.3512 1.1687
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 628.3777 TVPVGR 142.6813 628.3773 22.2364 2148 1 628.3773 ‐0.5254
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 927.5146 PTGLTTEVK 216.0011 927.5162 19.5952 1929 2 464.2617 0.5844
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 855.5047 GIGTVPVGR 262.0700 855.5045 22.2556 1822 1 855.5045 0.5816
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 786.5084 TVAVGVIK 1936.1730 786.5066 20.1371 1810 1 786.5066 ‐1.6581
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 748.3624 ARYDEI 192.3410 748.3615 18.6731 1725 1 748.3615 ‐0.7656
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 685.4607 VAVGVIK 292.3307 685.4625 20.1383 1564 1 685.4625 2.24
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1490.7746 VETGMIKPGMVVTF 300.5015 1490.7763 20.8980 1369 3 497.5969 ‐0.0098
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1065.5364 FSEYPPLGR 205.2750 1065.5288 18.3312 1285 1 1065.5288 ‐5.5912
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 939.4571 TNLDWYK 1025.6530 939.4571 23.1595 1147 1 939.4571 1.0906
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 798.4832 IGTVPVGR 102.7951 798.4855 22.2490 849 1 798.4855 3.04
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 Carbamidomethyl+C(3) 915.3917 YYCTVID 368.3720 915.3936 20.1954 835 1 915.3936 3.1017
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1016.5623 APTGLTTEVK 249.4227 1016.5624 20.6557 821 2 508.7848 ‐0.8427
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 1163.6307 FAPTGLTTEVK 182.8450 1163.6250 19.4178 811 1 1163.6250 ‐3.0503
NP_563801.1 Elongation factor 1 alpha Arabidopsis thaliana 8520.1350 49844.5675 32 35.19 None 896.5564 QTVAVGVIK 153.1046 896.5546 20.1468 1169 2 448.7810 ‐3.1335
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 Carbamidomethyl+C(10) 1344.5559 AEMYTGDEICR 44954.1200 1344.5576 19.6978 13699 2 672.7824 0.8919
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 None 902.4942 GLVTEEVR 10286.0400 902.4945 18.5229 7404 2 451.7509 ‐0.8529
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 None 2487.3381 AKELLIWVTINEIYTEEPPTK 448.6305 2487.2986 21.5432 3380 3 829.7710 ‐15.7523
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 None 2400.2544 FTEIDKLVSYGTEVTAIVETGK 2195.8400 2400.2562 38.7572 1225 3 800.7569 0.7756
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 Carbamidomethyl+C(3) 577.2763 EICR 108.3723 577.2766 17.9772 40491 1 577.2766 0.4595
NP_563841.1 uncharacterized protein Arabidopsis thaliana 3274.8870 20061.1618 6 34.64 None 732.3886 VTEEVR 1947.4950 732.3902 18.5241 1242 1 732.3902 2.32
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1330.6849 VAGASADILDAAEK 9992.1960 1330.6867 24.0397 18510 2 665.8470 0.9608
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1056.5796 VVAEAAQAAAR 16534.2100 1056.5811 14.6222 9605 2 528.7942 0.5362
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 950.4942 NFISDQVK 1442.2430 950.4935 17.4535 791 1 950.4935 0.4390
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1482.6707 KDDEESGGGLGGYAK 3095.1370 1482.6749 15.9522 4433 3 494.8965 1.76
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1081.5347 MNFISDQVK 1368.8580 1081.5543 17.7502 2915 2 541.2808 17.2854
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1515.8013 GKVAGASADILDAAEK 834.6595 1515.8095 31.5876 3861 2 758.4084 5.48
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1863.9811 GKVAGASADILDAAEKYGK 300.6832 1863.9697 30.5183 1426 3 621.9947 ‐6.7659
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 874.4516 DILDAAEK 333.8499 874.4518 23.3303 3686 1 874.4518 1.0291
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 759.4247 ILDAAEK 448.5128 759.4245 23.7256 3492 1 759.4245 0.1828
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 587.3260 AQAAAR 224.5272 587.3260 13.8890 3006 1 587.3260 ‐0.1000
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 858.4428 AEAAQAAAR 7587.7680 858.4423 14.6176 974 1 858.4423 0.1973
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1063.5241 MNFISDQVK 238.5295 1063.5226 17.7595 2231 2 532.2650 ‐2.2398
NP_563934.1 salt tolerance related protein Arabidopsis thaliana 2579.3330 16163.6518 13 34.84 None 1039.5531 VVAEAAQAAAR 390.8514 1039.5530 14.7914 860 2 520.2801 ‐1.0569
NP_563961.1 chaperonin 10 Arabidopsis thaliana 5786.2000 10812.5025 3 37.76 None 1705.8643 EGDTVLLPEYGGTQVK 13459.7400 1705.8660 26.5528 20295 2 853.4367 1.34
NP_563961.1 chaperonin 10 Arabidopsis thaliana 5786.2000 10812.5025 3 37.76 None 1242.5485 DEDVLGTLHED 21182.9000 1242.5498 24.7321 9675 2 621.7786 0.5588
NP_563961.1 chaperonin 10 Arabidopsis thaliana 5786.2000 10812.5025 3 37.76 None 1086.6041 TESGILLPEK 11867.9800 1086.6037 22.7173 6501 2 543.8055 ‐1.1912
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 None 1298.7314 LIQELAAAAAAEK 3704.3830 1298.7305 16.9613 5837 2 649.8689 ‐1.1798
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 None 1643.7871 NDDLDAVLEATPQSR 3869.0270 1643.7901 27.3525 4148 2 822.3987 1.16
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 Carbamidomethyl+C(10) 2432.2279 AIAEGQPDPCPLHTEWLKELK 186.8848 2432.1887 35.8644 2012 3 811.4011 ‐16.0214
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 None 1077.5939 VLDKEAFQK 530.1966 1077.5855 17.4959 1567 1 1077.5855 ‐6.2406
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 Carbamidomethyl+C(16) 2015.0379 RGEAVPVDFEGPILVCTR 725.9902 2015.0354 30.4746 2575 3 672.3500 ‐1.7043
NP_563991.1 uncharacterized protein Arabidopsis thaliana 367.0566 34472.4488 6 8.95 None 1059.5833 VLDKEAFQK 165.1149 1059.5778 18.3844 4091 1 1059.5778 ‐3.6966
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 1143.6004 GGVIDEDALVR 108451.3000 1143.6011 24.1243 28711 2 572.3042 ‐0.1254
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 921.5404 YVGVSLVGK 6117.4830 921.5413 22.8132 7487 2 461.2743 ‐0.1150
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 1406.6758 TVEQTTLTEDNR 1102.7060 1406.6788 16.3561 2001 2 703.8431 1.98
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 793.4090 EVFEAAK 642.2675 793.3989 16.0369 5135 1 793.3989 ‐12.2172
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 1868.9964 EAQEGVAIEIAEAVAGALK 2514.2200 1868.9845 43.3980 4903 2 934.9959 ‐5.7520
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 1660.9051 DDLDTRLLRAMITK 1149.1760 1660.9081 22.6057 14635 3 554.3076 0.9104
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 2129.0543 QAIMAIGVDEEPDNKTLER 488.4935 2129.0387 41.9748 1219 2 1065.0230 ‐6.2473
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 969.4888 GGVIDEDALV 212.6455 969.4927 23.0513 2606 1 969.4927 5.68
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 924.4785 DDLDTRLL 199.3582 924.4738 24.2203 1741 1 924.4738 ‐4.0531
NP_564034.1 D 3 phosphoglycerate dehydrogenase Arabidopsis thaliana 2178.0910 66796.2853 10 14.58 None 870.4203 GGVIDEDAL 527.7878 870.4234 23.8172 1534 1 870.4234 4.11
NP_564099.1 ATP sulfurylase 2 Arabidopsis thaliana 130.2023 53752.3881 1 1.47 None 853.4488 LLEMGYK 8611.9500 853.4490 21.5462 4796 2 427.2281 ‐1.0566
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 1615.7890 1275.6609 30.2554 10829 2 638.3341 ‐0.8430
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 2006.8938 DNLTLWTSDLNEEGDER 3683.2870 2006.8933 30.7446 9689 2 1003.9503 0.6383
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 1224.5743 EAADQSLEAYK 4467.1400 1224.5750 18.6393 6890 2 612.7911 ‐0.0113
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 1229.5797 YLAEFSSGAER 5707.1360 1229.5798 21.4849 6323 2 615.2935 ‐0.4849
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 879.4934 NLVSVGYK 1752.2340 879.4937 20.3023 5005 2 440.2505 ‐0.8915
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 917.5302 ILSSIEQK 370.7625 917.5292 31.5270 2440 2 459.2682 ‐2.2629
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 1938.9960 HLIPSSNAVESTVFFYK 932.5815 1938.9770 21.6066 23183 2 969.9922 ‐9.0355
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 2157.9822 QAFDDAIAELDSLNEESYK 470.9338 2158.0160 38.2063 877 3 720.0102 15.3481
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29029.3586 17 44.09 None 1020.5037 ESTVFFYK 116.3124 1020.5068 21.3118 788 2 510.7570 2.0887
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 2731.9350 1275.6609 30.2554 10829 2 638.3341 ‐0.9308
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 None 2006.8938 DNLTLWTSDLNEEGDER 1035.1050 2006.8933 30.7446 9689 2 1003.9503 0.7212
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 None 1229.5797 YLAEFSSGAER 4762.5310 1229.5798 21.4849 6323 2 615.2935 ‐0.5835
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 None 879.4934 NLVSVGYK 1253.2100 879.4937 20.3023 5005 2 440.2505 ‐1.0719
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 None 2157.9822 QAFDDAIAELDSLNEESYK 331.0352 2158.0160 38.2063 877 3 720.0102 15.2350
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 None 864.4098 LNEESYK 212.0646 864.4087 37.2658 1171 1 864.4087 ‐0.3276
NP_564167.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 458.0759 29029.3586 17 44.09 Carbamidomethyl+C(2) 1258.6348 VCNDILSVIDK 191.7888 1258.6322 29.8290 1780 2 629.8197 ‐2.7124
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1761.9381 LLEATGISTVPGSGFGQK 89203.0700 1761.9368 17.1691 68490 2 881.4720 ‐0.3768
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1924.9175 DGYPSDPELIFLTDGASK 26336.1500 1924.9178 33.8308 43509 2 962.9625 0.8599
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 2271.5690 2854.4591 19.4586 38459 3 952.1579 ‐0.4343
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 969.5728 LPTGALQAAK 11451.1000 969.5722 19.2395 37285 2 485.2897 ‐1.6815
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 2195.0610 TTILPAEDEMPEIMDSFKK 23902.7800 2195.0645 34.2517 34740 3 732.3597 1.50
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 18932.0800 2132.9848 20.1400 27745 2 1066.9960 ‐1.0129
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1783.8610 HYLSLTSGGLGAYSDSR 34189.7200 1783.8614 16.3763 27526 3 595.2920 ‐0.5239



NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 17542.1600 1140.5765 18.1102 26757 2 570.7919 ‐0.1813
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1394.6798 ALDYDTLNENVK 11719.3400 1394.6820 23.1115 25694 2 697.8447 1.21
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1373.7423 EVQLVSFHTVSK 7844.4070 1373.7429 24.2141 25656 2 687.3751 0.1203
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 991.5207 EVAEFIQR 37540.1500 991.5208 21.1002 22343 2 496.2641 ‐0.9075
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 2066.9661 TTILPAEDEMPEIMDSFK 17697.1300 2066.9648 36.8143 17372 2 1033.9861 0.3707
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(8) 1302.7021 GVMQILNCVIR 11008.0700 1302.7014 21.0160 16662 2 651.8543 ‐1.0045
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1225.5955 VLMEMGSPFSK 11106.5300 1225.5962 17.5903 14910 2 613.3017 ‐0.0762
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1522.7748 ALDYDTLNENVKK 6380.2200 1522.7730 21.0203 14344 3 508.2625 ‐2.2630
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1937.4290 2255.1226 28.9542 14286 2 1128.0649 ‐0.7073
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 879.4822 VVEEIYK 9959.2380 879.4821 17.5815 11567 2 440.2447 ‐1.3684
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 2296.1710 2320.2957 17.7417 9782 4 580.8294 ‐0.4759
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 2081.0186 RDGYPSDPELIFLTDGASK 3413.6460 2081.0160 31.2058 3449 3 694.3435 ‐1.6102
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1119.6157 KEVAEFIQR 2766.0940 1119.6119 19.1207 3304 2 560.3096 ‐4.1970
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(14) 2738.4328 AMVIINPGNPTGQCLSEANIREILK 165.2886 2738.5079 37.3358 2618 3 913.5075 27.9027
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 989.5262 ASELQKEGK 351.2526 989.5410 24.6133 2024 2 495.2741 13.9318
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1353.6905 KVLMEMGSPFSK 3360.4680 1353.6918 16.5467 6550 2 677.3495 0.6154
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1546.7359 FTEGAMYSFPQIR 306.1087 1546.7329 22.1162 10344 3 516.2492 ‐2.9720
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(4) 829.4277 VFYCLK 254.2040 829.4246 16.8198 5471 1 829.4246 ‐3.0872
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1101.5133 TTILPAEDEM 222.2478 1101.5137 34.3328 3438 1 1101.5137 2.0552
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 333.0873 1041.5070 19.0942 3131 1 1041.5070 1.0243
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 681.3454 EEIYK 8438.6880 681.3444 17.6047 2207 1 681.3444 ‐1.1932
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 528.3028 LLEAT 319.5448 528.3034 15.7788 2179 1 528.3034 0.7623
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1370.6546 SLTSGGLGAYSDSR 238.0955 1370.6627 17.1027 2042 2 685.8350 5.23
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1029.5364 HYLSLTSGGL 311.8481 1029.5340 16.2034 2021 2 515.2707 ‐3.2024
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 698.4083 LLEATGI 184.3385 698.4106 18.2769 1786 1 698.4106 3.48
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 755.3319 GAYSDSR 4574.3940 755.3312 16.3799 1519 1 755.3312 ‐0.4258
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 841.4567 IIFTNVGN 143.0491 841.4600 19.7160 1442 2 421.2336 2.17
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1216.6321 GISTVPGSGFGQK 422.7823 1216.6344 16.7643 1355 2 608.8208 1.37
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1517.7594 EATGISTVPGSGFGQK 688.5522 1517.7697 16.1214 1291 3 506.5948 5.74
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 704.3614 KEVAEF 136.4186 704.3578 19.0826 1205 1 704.3578 ‐4.7465
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1013.4431 MEMGSPFSK 307.9489 1013.4429 17.5869 1149 1 1013.4429 1.1621
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1075.5683 IIFTNVGNPH 216.6571 1075.5634 16.1744 755 2 538.2853 ‐5.4665
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 1356.7158 EVQLVSFHTVSK 243.1636 1356.7178 23.7595 5330 1 1356.7178 4.0357
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 10848.8100 53814.5894 83 52.60 None 972.4997 ASELQKEGK 126.9167 972.5018 25.4183 4327 1 972.5018 3.21
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1924.9175 DGYPSDPELIFLTDGASK 27220.3700 1924.9178 33.8308 43509 2 962.9625 0.9237
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 969.5728 LPTGALQAAK 21009.3600 969.5722 19.2395 37285 2 485.2897 ‐1.8408
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 2195.0610 TTILPAEDEMPEIMDSFKK 28209.3200 2195.0645 34.2517 34740 3 732.3597 1.40
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1394.6798 ALDYDTLNENVK 8395.9300 1394.6820 23.1115 25694 2 697.8447 1.20
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1373.7423 EVQLVSFHTVSK 10776.7500 1373.7429 24.2141 25656 2 687.3751 0.0553
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 991.5207 EVAEFIQR 28647.2400 991.5208 21.1002 22343 2 496.2641 ‐1.0617
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 Carbamidomethyl+C(9) 1172.5075 LMTDGFNSCK 25012.9700 1172.5083 19.8223 18367 2 586.7578 ‐0.0921
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 2066.9661 TTILPAEDEMPEIMDSFK 20724.8900 2066.9648 36.8143 17372 2 1033.9861 0.4677
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1522.7748 ALDYDTLNENVKK 4947.8420 1522.7730 21.0203 14344 3 508.2625 ‐2.0683
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1999.8900 2255.1227 28.9533 13735 2 1128.0650 ‐0.4926
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 879.4822 VVEEIYK 9548.0880 879.4824 17.6055 10974 2 440.2448 ‐1.2130
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 2081.0186 RDGYPSDPELIFLTDGASK 3619.9600 2081.0160 31.2058 3449 3 694.3435 ‐1.6859
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1119.6157 KEVAEFIQR 3523.5170 1119.6119 19.1207 3304 2 560.3096 ‐4.3213
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 857.4628 EGVFHLR 594.7340 857.4624 20.3927 2563 2 429.2348 ‐1.9070
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 2600.3831 LLEATGISTVPGSGFGQKEGVFHLR 269.7308 2600.4172 36.9941 4450 3 867.4773 13.0854
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 123.5771 2133.0045 24.4754 2370 3 711.6730 6.88
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1101.5133 TTILPAEDEM 163.8790 1101.5137 34.3328 3438 1 1101.5137 2.1501
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 681.3454 EEIYK 7368.9180 681.3444 17.6047 2207 1 681.3444 ‐1.1947
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 780.4138 VEEIYK 1867.3720 780.4150 17.6031 2033 1 780.4150 2.0842
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 856.4887 PTGALQAAK 3660.7620 856.4896 19.2408 1535 1 856.4896 1.40
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 Carbamidomethyl+C(7) 928.3829 TDGFNSCK 1265.9340 928.3843 19.8304 1262 1 928.3843 2.38
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 704.3614 KEVAEF 159.1718 704.3578 19.0826 1205 1 704.3578 ‐4.7427
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 Carbamidomethyl+C(3) 1147.5525 GQCLSEANIR 976.9177 1147.5520 30.5731 1086 1 1147.5520 1.30
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 5416.3070 53814.5894 83 52.60 None 1355.7318 EVQLVSFHTVSK 441.1582 1355.7333 24.2290 751 3 452.5826 0.0590
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 1761.9381 LLEATGISTVPGSGFGQK 62814.9500 1761.9368 17.1691 68490 2 881.4720 ‐0.1318
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 2854.4621 LVLLGDEVYQQNIYQDERPFISSK 3155.1470 2854.4591 19.4586 38459 3 952.1579 0.0426
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(4) 2132.9892 NVVCNFTEGAMYSFPQIR 25603.1000 2132.9848 20.1400 27745 2 1066.9960 ‐0.9274
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 1783.8610 HYLSLTSGGLGAYSDSR 32199.2500 1783.8614 16.3763 27526 3 595.2920 ‐0.0651
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(7) 1140.5758 VPDVFYCLK 16550.4800 1140.5765 18.1102 26757 2 570.7919 0.3308
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(8) 1302.7021 GVMQILNCVIR 11169.8500 1302.7014 21.0160 16662 2 651.8543 ‐0.5621
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(14) 2255.1271 AMVIINPGNPTGQCLSEANIR 1614.7580 2255.1165 17.6383 15611 2 1128.0619 ‐3.3483
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 1225.5955 VLMEMGSPFSK 9538.7520 1225.5962 17.5903 14910 2 613.3017 0.3994
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 2320.2924 IIFTNVGNPHALGQKPLTFPR 2039.9930 2320.2957 17.7417 9782 4 580.8294 1.67
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 1353.6905 KVLMEMGSPFSK 3427.1610 1353.6918 16.5467 6550 2 677.3495 1.0359
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(4) 829.4277 VFYCLK 284.9370 829.4246 16.8198 5471 1 829.4246 ‐2.9681
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 Carbamidomethyl+C(6) 1041.5074 PDVFYCLK 150.3326 1041.5070 19.0942 3131 1 1041.5070 1.0954
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 528.3028 LLEAT 156.6069 528.3034 15.7788 2179 1 528.3034 0.9497
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 977.5051 TVPGSGFGQK 168.9954 977.4992 19.3605 2173 1 977.4992 ‐4.7190
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 755.3319 GAYSDSR 6568.6110 755.3312 16.3799 1519 1 755.3312 ‐0.2898
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 916.4523 HYLSLTSGG 1533.9670 916.4530 16.3783 1405 1 916.4530 1.63
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 1013.4431 MEMGSPFSK 297.4635 1013.4429 17.5869 1149 1 1013.4429 1.96
NP_564192.2 glutamate glyoxylate aminotransferase Arabidopsis thaliana 6050.1920 53814.5894 83 52.60 None 985.5564 LLEATGISTV 218.4349 985.5585 17.7303 1030 2 493.2829 1.88
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 983.4985 FGEAVWFK 41044.0600 983.4969 18.1578 89349 2 492.2521 ‐2.0864
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 3957.7766 YLGPFSGESPSYLTGEFPGDYGWDTAG 19708.5400 3957.7618 22.3302 53107 3 1319.9254 ‐1.2004
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 22901.3900 1903.9925 24.9208 43237 2 952.4999 1.0567



NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 3630.7850 VAGNGPLGEAEDLLYPGGSFDPLGLAT 8242.4860 3630.7727 24.7902 25876 3 1210.9291 ‐1.2503
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 3092.5225 GPIENLADHLADPVNNNAWAFATNFV 1446.9410 3092.5173 22.8516 17283 3 1031.5106 ‐0.2633
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 836.4301 GEAVWFK 13480.5100 836.4292 18.1566 9106 1 836.4292 ‐0.2119
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 2242.0676 GPIENLADHLADPVNNNAWAF 420.0542 2242.0694 22.8429 2757 2 1121.5383 2.1310
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 690.3246 FGEAVW 149.5355 690.3234 18.6661 1663 1 690.3234 ‐1.4017
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 807.4247 EAFAELK 175.4397 807.4225 24.7650 1201 1 807.4225 ‐2.0074
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 1571.8316 PLGLATDPEAFAELK 387.5851 1571.8351 25.5834 824 2 786.4212 2.66
NP_564339.1 chlorophyll A B binding protein 3 Arabidopsis thaliana 7028.7350 28284.1671 11 47.57 None 3613.7585 VAGNGPLGEAEDLLYPGGSFDPLGLAT 356.7036 3613.7589 25.0639 842 3 1205.2578 2.94
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1849.9463 TILSSETMDIPDSVTIK 23374.1300 1849.9448 31.2577 36476 2 925.4760 ‐0.2679
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1582.8547 TALSHVDNLISGVTR 2733.0160 1582.8508 17.4126 19664 3 528.2885 ‐3.4967
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1792.9017 FVYAHFPINASIGGDGK 4135.2370 1792.9055 17.7276 17260 3 598.3067 1.93
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1170.6041 FLDGIYVSEK 2522.5310 1170.6080 17.0460 6901 2 585.8076 2.24
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1231.6715 VEMLDGVTIVR 925.4977 1231.6698 28.6023 3611 2 616.3386 ‐1.9083
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 Carbamidomethyl+C(2)
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 744.3597 VEMLDGV 197.1933 744.3578 29.6494 1258 1 744.3578 ‐2.0777
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 2804.4350 22131.7358 12 36.08 None 1213.6609 VEMLDGVTIVR 684.2209 1213.6605 27.7374 4880 2 607.3339 ‐0.9149
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 12 36.08 None 1582.8547 TALSHVDNLISGVTR 1506.0770 1582.8508 17.4126 19664 3 528.2885 ‐3.0413
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 12 36.08 None 1792.9017 FVYAHFPINASIGGDGK 4811.1680 1792.9055 17.7276 17260 3 598.3067 1.82
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 12 36.08 None 1170.6041 FLDGIYVSEK 1778.8540 1170.6080 17.0460 6901 2 585.8076 3.1216
NP_564417.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 12 36.08 None 2080.0433 MRFVYAHFPINASIGGDGK 623.3861 2080.0486 22.9855 2688 2 1040.5280 3.23
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 1849.9463 TILSSETMDIPDSVTIK 15029.3700 1849.9448 31.2577 36476 2 925.4760 ‐0.2216
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 1914.0178 VKDEIVLDGNDIELVSR 745.5108 1914.0170 29.4026 5653 3 638.6772 ‐1.0129
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 1231.6715 VEMLDGVTIVR 889.4725 1231.6698 28.6023 3611 2 616.3386 ‐2.0064
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 1792.9017 FVYAHFPINASIGGDGK 308.2890 1792.9099 34.3740 1387 2 896.9586 5.0759
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 1305.7161 SIEIRNFLGEK 2188.7940 1305.7187 22.9268 9927 2 653.3630 1.82
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 1459.7840 22131.7358 10 37.63 None 744.3597 VEMLDGV 254.9337 744.3578 29.6494 1258 1 744.3578 ‐2.0648
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 10 37.63 None 1582.8547 TALSHVDNLISGVTR 1506.0770 1582.8508 17.4126 19664 3 528.2885 ‐3.0413
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 10 37.63 None 1792.9017 FVYAHFPINASIGGDGK 4811.1680 1792.9055 17.7276 17260 3 598.3067 1.82
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 10 37.63 None 1170.6041 FLDGIYVSEK 1778.8540 1170.6080 17.0460 6901 2 585.8076 3.1216
NP_564418.1 60S ribosomal protein L9 1 Arabidopsis thaliana 629.7399 22131.7358 10 37.63 None 2080.0433 MRFVYAHFPINASIGGDGK 623.3861 2080.0486 22.9855 2688 2 1040.5280 3.23
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 2302.1337 VVTIDSYEDVPTYSEESLKK 44536.6900 2302.1335 26.7189 56900 3 768.0494 ‐0.1567
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 1589.8758 AVAHQPISIAIEAGGR 13604.5600 1589.8766 23.9382 23796 3 530.6304 ‐0.5067
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 2174.0387 VVTIDSYEDVPTYSEESLK 8416.2510 2174.0291 28.5962 4948 2 1087.5182 ‐3.2450
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 1415.6801 VGDELPESIDWR 484.6490 1415.6831 28.5632 1625 2 708.3452 1.67
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 1054.4952 SWGESGYLR 6435.4060 1054.4955 22.5406 19357 2 527.7514 ‐0.6726
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 1374.6972 AQSQNSLVEKDR 524.8946 1374.6974 20.6360 1413 2 687.8523 ‐0.1764
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 2180.0771 FEIFKDNLRFVDEHNEK 557.6458 2180.0565 17.2001 1161 2 1090.5319 ‐8.2477
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2896.8590 52163.9808 16 18.61 None 1571.8653 AVAHQPISIAIEAGGR 774.7366 1571.8584 23.1371 3760 2 786.4329 ‐4.2754
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 2302.1337 VVTIDSYEDVPTYSEESLKK 42845.7500 2302.1335 26.7189 56900 3 768.0494 ‐0.3396
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 1589.8758 AVAHQPISIAIEAGGR 16078.8500 1589.8767 23.9353 23334 3 530.6304 ‐0.3190
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 2174.0387 VVTIDSYEDVPTYSEESLK 5734.6580 2174.0291 28.5962 4948 2 1087.5182 ‐3.1230
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 1415.6801 VGDELPESIDWR 467.8772 1415.6831 28.5632 1625 2 708.3452 1.16
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 1054.4952 SWGESGYLR 7967.2870 1054.4955 22.5406 19357 2 527.7514 ‐0.8121
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 1374.6972 AQSQNSLVEKDR 237.6172 1374.6974 20.6360 1413 2 687.8523 ‐0.2411
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 507.2674 AVAHQ 83.5779 507.2702 21.6866 1957 1 507.2702 5.1653
NP_564497.1 cysteine proteinase RD21a Arabidopsis thaliana 2821.0100 52163.9808 16 18.61 None 1181.6048 PTYSEESLKK 539.1128 1181.6024 26.6985 1564 1 1181.6024 ‐0.0613
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 871.3510 28163.0352 6 19.7 None 1634.8636 AAEAVEEFGGILTSIK 6584.0480 1634.8628 35.4549 11232 2 817.9350 ‐0.3138
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 871.3510 28163.0352 6 19.7 None 1715.8673 DLMAADWAELPSAVVK 5887.9880 1715.8724 35.9743 8245 2 858.4398 3.50
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 871.3510 28163.0352 6 19.7 None 1752.9127 VTVLGTSGLSGSYVEQR 1434.3900 1752.9160 16.5880 1540 2 876.9617 2.26
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 947.9351 28163.0352 6 19.7 None 1634.8636 AAEAVEEFGGILTSIK 8740.0000 1634.8628 35.4549 11232 2 817.9350 ‐0.3178
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 947.9351 28163.0352 6 19.7 None 1715.8673 DLMAADWAELPSAVVK 5362.4430 1715.8724 35.9743 8245 2 858.4398 3.00
NP_564506.1 succinate dehydrogenase 5 Arabidopsis thaliana 947.9351 28163.0352 6 19.7 None 1752.9127 VTVLGTSGLSGSYVEQR 1057.6600 1752.9143 26.3149 4576 2 876.9608 1.11
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 2274.1547 TPGFTGADLQNLMNEAAILAAR 4059.7340 2274.1510 23.1698 12470 2 1137.5791 ‐0.2777
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 1508.7526 SYLENQMAVALGGR 8027.7310 1508.7517 18.1244 8084 2 754.8795 ‐0.6515
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 1504.7489 EISKDEISDALER 8514.9550 1504.7480 23.3860 8019 3 502.2542 ‐1.7469
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 2166.0350 FQEVPETGVSFADVAGADQAK 3415.2560 2166.0310 28.1751 7576 2 1083.5191 ‐0.6904
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 2715.2566 VAEEVIFGDENVTTGASNDFMQVSR 932.7369 2715.2634 32.4738 4502 3 905.7593 2.67
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 1529.8030 DGSVVQLTAVDNRR 1205.5030 1529.8028 17.5139 3921 2 765.4050 ‐0.1856
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 855.5298 IIAGPEKK 461.5060 855.5306 24.1397 2912 1 855.5306 1.66
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 2275.0958 IGQVAVGGPGGNPFMGQQMSSQK 235.0374 2275.0403 33.0313 1216 3 759.0183 ‐24.4938
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 Carbamidomethyl+C(3) 1959.0117 APCIVFIDEIDAVGRQR 851.8919 1959.0238 23.3593 1916 3 653.6795 5.00
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 2596.2889 SKSKFQEVPETGVSFADVAGADQAK 540.3404 2596.2877 37.4923 1225 3 866.1007 ‐0.1859
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 516.3001 GRQR 54.2853 516.3017 21.7056 22231 1 516.3017 2.39
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 1059.5615 MNEAAILAAR 325.3353 1059.5583 23.8790 3199 2 530.2828 ‐3.9031
NP_564563.1 ATP dependent zinc metalloprotease FTSH 1 Arabidopsis thaliana 605.3220 76930.5472 13 16.34 None 1269.6620 NLMNEAAILAAR 175.9015 1269.6536 21.2476 1024 1 1269.6536 ‐4.4082
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1674.8486 DLNINPLHYDLYGK 3222.1820 1674.8535 31.1077 16797 3 558.9560 2.0180
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1500.7792 TSPEELTPEEIKK 22131.4400 1500.7817 20.0566 16100 3 500.9321 0.5765
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1113.6415 GAPSGFVLPIR 3320.7510 1113.6447 18.3502 13871 2 557.3260 2.0945
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 15914.9700 1200.6176 18.2877 12468 2 600.8124 1.61
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 4186.9870 1734.9186 18.0471 12254 2 867.9629 ‐0.8892
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1590.6918 SYGASGVEYSDQAEK 6508.4680 1590.6959 17.6109 10863 2 795.8516 2.18
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1286.6739 LDIDPASITWR 3244.8020 1286.6749 31.3806 10848 2 643.8411 0.2522
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1178.6820 FLYPLDIGIK 3622.8340 1178.6841 20.3954 10190 2 589.8457 1.1155
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1633.8227 MHGGGPDVVAGRPLDR 2477.9760 1633.8241 18.6763 6981 3 545.2796 ‐0.0903
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1002.4713 SFSDIMFR 8027.1360 1002.4713 18.0119 6541 2 501.7393 ‐1.0371
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 2137.0812 LVGPGGFVVTEAGFGSDIGTEK 4542.9660 2137.0777 33.2116 6522 2 1069.0425 ‐0.5174
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1071.5681 ITIGQGPEEK 263.1717 1071.5433 22.1193 7401 1 1071.5433 ‐21.5478
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 Carbamidomethyl+C(8) 1797.9052 STTTVGLCQALGAYLDK 455.6105 1797.8659 34.3648 3578 2 899.4366 ‐21.3759
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 Carbamidomethyl+C(16) 2275.0556 QIEMYTQQGFSNLPICMSK 644.5510 2275.0486 19.0559 3554 2 1138.0279 ‐1.7184



NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 16527.0700 2983.6440 34.8437 16570 4 746.6664 1.74
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 Oxidation+M(29) 3473.7073 GMTRETGFDISVASEIMAVLALTTSLGD 595.9573 3473.7276 18.1309 4595 4 869.1874 4.53
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 681.3389 DIMFR 147.3702 681.3377 19.2990 1765 1 681.3377 ‐1.5005
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1312.6995 PEELTPEEIKK 3808.7450 1312.7029 20.0504 1253 2 656.8551 2.1585
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1563.8340 68372.1731 42 38.17 None 1160.6714 FLYPLDIGIK 248.5830 1160.6765 20.0557 1451 2 580.8419 3.27
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 1674.8486 DLNINPLHYDLYGK 2233.6590 1674.8535 31.1077 16797 3 558.9560 2.1391
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 Carbamidomethyl+C(2) 1200.6154 ACQNITQPLR 54388.7300 1200.6169 18.3387 10964 2 600.8121 0.4985
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 1286.6739 LDIDPASITWR 3282.2040 1286.6749 31.3806 10848 2 643.8411 0.1670
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 1633.8227 MHGGGPDVVAGRPLDR 2580.2560 1633.8241 18.6763 6981 3 545.2796 0.0507
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 Carbamidomethyl+C(14) 2023.0165 AYVSENVSLVEAGCVNLAK 250.7110 2023.0109 25.6206 841 3 675.0085 ‐3.2531
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 1071.6045 GAVDLGIAVEK 1622.7520 1071.5992 24.6003 25928 2 536.3033 ‐5.8771
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 1071.5681 ITIGQGPEEK 149.6679 1071.5874 23.4577 1560 1 1071.5874 19.6843
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 None 2983.6350 KLEVVSPVPADIDIANSVEPLHISEIAK 9806.2710 2983.6440 34.8437 16570 4 746.6664 1.87
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 1067.2830 68372.1731 42 38.17 Carbamidomethyl+C(14) 2005.9900 AYVSENVSLVEAGCVNLAK 290.1107 2005.9782 26.6852 1258 2 1003.4927 ‐4.9323
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 2014.0525 AGDPITADDLGVGGALTVLMK 1903.0400 2014.0553 21.8849 17788 2 1007.5313 2.17
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 2137.0812 LVGPGGFVVTEAGFGSDIGTEK 3402.6110 2137.0778 19.5428 17553 2 1069.0425 ‐0.4218
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 1113.6415 GAPSGFVLPIR 2308.0280 1113.6447 18.3502 13871 2 557.3260 2.82
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 Carbamidomethyl+C(8) 1734.9208 YSGLTPQCAIVVATVR 3720.1470 1734.9186 18.0471 12254 2 867.9629 ‐0.6326
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 1178.6820 FLYPLDIGIK 3684.8640 1178.6841 20.3954 10190 2 589.8457 1.12
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 3798.9483 DAINPTLMQTLEGTPVLVHAGPFANIA 1127.2050 3798.9444 21.3570 6809 4 950.4916 ‐1.0396
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 1002.4713 SFSDIMFR 7037.6270 1002.4713 18.0119 6541 2 501.7393 ‐0.4657
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 2667.3447 AYGVNVIVAVNMFATDTEAELNAVR 1198.9120 2667.3420 21.1843 2434 2 1334.1747 0.9425
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 Carbamidomethyl+C(8) 1926.0001 STTTVGLCQALGAYLDKK 567.7098 1926.0004 18.8674 13299 3 642.6717 0.0322
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 2770.4120 LVGPGGFVVTEAGFGSDIGTEKFMNIK 466.3489 2770.3821 20.0359 1572 3 924.1322 ‐9.7932
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 545.3406 VATVR 1310.5510 545.3436 18.0667 14064 1 545.3436 5.19
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 889.5142 LGAYLDKK 185.4859 889.5134 18.4097 1124 1 889.5134 0.1465
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 1160.6714 FLYPLDIGIK 214.5580 1160.6765 20.0557 1451 2 580.8419 4.61
NP_564571.1 Formate tetrahydrofolate ligase Arabidopsis thaliana 591.1353 68372.1731 42 38.17 None 984.4608 SFSDIMFR 252.9804 984.4615 16.3667 850 2 492.7344 0.3475
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 1318.7001 DDLFNINAGIVK 28377.1800 1318.6991 31.6021 24424 2 659.8532 ‐1.2770
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 3068.6038 NGVEEVLDLGPLSDFEKEGLEALKPELK 8828.8290 3068.6139 41.5579 6469 4 767.9089 1.14
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 1860.9226 NGVEEVLDLGPLSDFEK 10494.4000 1860.9234 37.6340 6296 2 930.9654 1.1115
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 1497.6890 SEVVGYMGDDNLAK 349.7550 1497.6894 26.4628 2839 1 1497.6894 3.10
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 741.3777 NGVEEVL 231.8955 741.3760 36.0787 1322 1 741.3760 ‐1.8861
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 2261.0990 36032.6349 11 26.98 None 1843.8960 NGVEEVLDLGPLSDFEK 660.7246 1843.9040 38.4378 2583 2 922.4557 4.30
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8978.1190 36032.6349 11 26.98 None 3007.5847 LNPLVSSLSLYDIANTPGVAADVGHINT 7313.9580 3007.5831 21.3501 44449 3 1003.1992 0.7735
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8978.1190 36032.6349 11 26.98 None 1590.9214 ALEGADLVIIPAGVPR 74764.4000 1590.9221 19.4937 36845 2 795.9647 0.8736
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8978.1190 36032.6349 11 26.98 None 1793.0717 VAILGAAGGIGQPLALLMK 84819.9700 1793.0727 22.6080 31937 2 897.0400 1.73
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8978.1190 36032.6349 11 26.98 None 1219.7045 LFGVTTLDVVR 3571.1160 1219.7039 19.3246 14362 2 610.3556 ‐0.6144
NP_564625.1 malate dehydrogenase 1 Arabidopsis thaliana 8978.1190 36032.6349 11 26.98 None 1860.9226 NGVEEVLDLGPLSDFEK 137.7391 1860.9714 18.5769 3021 2 930.9893 27.0503
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1393.7362 FSDGLIAPDFLAK 9186.4280 1393.7371 19.8409 25051 2 697.3722 0.3435
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 7128.2670 1797.0465 22.2350 19857 2 899.0269 1.0020
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1113.6085 IGPMLNELAR 8621.3880 1113.6083 16.9190 18140 2 557.3078 ‐0.9974
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 2628.3992 GASFAVADATLLGAPVESLTLNQQVR 917.1682 2628.4046 21.4321 13715 3 876.8064 2.80
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1418.6984 ELVVYPADEPMR 18382.8000 1418.6983 25.4198 12946 2 709.8528 ‐0.3360
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 2602.2905 AQEMFGHLLFGADTNVIQPMNIR 2021.5350 2602.2963 36.7148 1738 3 868.1036 2.50
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1995.9885 SVFMIYIGANDYLNFTK 355.1696 1995.9752 30.9414 1997 2 998.4912 ‐5.8310
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1595.8639 LKNDISLLYSSGASK 7743.5310 1595.8617 16.0015 9152 3 532.6254 ‐2.4092
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 Carbamidomethyl+C(2) 1853.8640 LCEYQRSYLFFDGR 1272.4090 1853.8498 28.0402 960 2 927.4286 ‐7.0444
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 Carbamidomethyl+C(2) 1213.5671 LCEYQRSYL 171.1518 1213.5644 25.8240 4794 2 607.2859 ‐2.7640
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 897.5404 LKNDISLL 150.1769 897.5431 16.0170 1128 1 897.5431 3.58
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 308.6750 1309.7604 21.1583 825 1 1309.7604 ‐1.9888
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 1978.9619 SVFMIYIGANDYLNFTK 644.1598 1978.9604 31.0989 1096 2 989.9838 0.0309
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 1599.4330 43599.5392 24 37.82 None 2611.3726 GASFAVADATLLGAPVESLTLNQQVR 323.7829 2611.3703 20.9190 944 4 653.5980 ‐2.6682
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1393.7362 FSDGLIAPDFLAK 7470.1160 1393.7377 19.8163 21814 2 697.3725 1.74
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 Carbamidomethyl+C(11) 1797.0456 FVIQTLAPLGCLPIVR 5748.3550 1797.0465 22.2350 19857 2 899.0269 1.20
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1113.6085 IGPMLNELAR 10078.7500 1113.6083 16.9190 18140 2 557.3078 ‐0.4736
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1570.8224 ESWVPPTSATVQLR 1233.9490 1570.8249 21.2235 1029 2 785.9161 1.56
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1595.8639 LKNDISLLYSSGASK 10039.4700 1595.8617 16.0015 9152 3 532.6254 ‐1.9536
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 2862.4573 TAPASAPFQFTVFDFYNAILTRTQR 579.5103 2862.4467 22.0343 1823 3 954.8204 ‐2.5854
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1000.5244 GPMLNELAR 163.9477 1000.5236 18.5521 1350 2 500.7654 ‐1.2682
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 897.5404 LKNDISLL 146.6957 897.5431 16.0170 1128 1 897.5431 4.0195
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 Carbamidomethyl+C(7) 1309.7661 TLAPLGCLPIVR 132.8080 1309.7604 21.1583 825 1 1309.7604 ‐1.9785
NP_564647.1 GDSL esterase lipase Arabidopsis thaliana 796.9612 43599.5392 24 37.82 None 1096.5819 IGPMLNELAR 176.2936 1096.5783 17.5391 19982 2 548.7928 ‐3.6218
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1060.5633 GLSTIGEEVR 6402.4970 1060.5675 21.3507 9312 2 530.7874 3.0770
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1694.8860 APALDYVDIPHSQIR 847.0455 1694.8862 35.8117 6674 2 847.9468 0.4013
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2082.9938 LAEDNNVPLSDIEGTGPEGR 1173.0420 2082.9878 22.8781 1637 2 1041.9975 ‐1.9114
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2756.3414 ENSLKPEDYEGGTFTVSNLGGPFGIK 2200.4000 2756.3445 22.4496 9785 3 919.4530 1.36
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 Carbamidomethyl+C(4) 1740.7646 VPQCNSSWTDDYIR 447.1105 1740.7845 24.5933 4463 2 870.8959 11.54
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 1822.9810 APALDYVDIPHSQIRK 675.9644 1823.0286 21.4976 4033 2 912.0179 26.6043
NP_564654.1 dihydrolipoyllysine residue acetyltransferase component 3 of pyruvate dehydrogena 323.7047 58923.7622 7 13.36 None 2211.0888 KLAEDNNVPLSDIEGTGPEGR 2221.3960 2211.0801 24.3488 1296 3 737.6982 ‐4.1490
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 280.6935 31138.6414 5 10.53 None 1634.8748 LVAAIDGQPDPGGPTVK 2377.7150 1634.8777 22.8041 13162 2 817.9425 1.68
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 280.6935 31138.6414 5 10.53 None 1423.7064 ETYVVDDAGVLSR 3044.3440 1423.7058 24.8986 3463 2 712.3566 ‐0.5776
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 280.6935 31138.6414 5 10.53 None 2375.2605 WYPSIEEGNNKGIVVLITSQK 373.4366 2375.2826 21.6187 1642 3 792.4324 9.33
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 280.6935 31138.6414 5 10.53 None 931.4843 VDDAGVLSR 190.9718 931.4899 23.1988 2606 2 466.2486 4.79
NP_564667.1 thylakoid lumen protein 18 3 Arabidopsis thaliana 280.6935 31138.6414 5 10.53 None 758.3508 WYPSIE 159.0739 758.3524 24.1224 1385 1 758.3524 2.74
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 None 1683.9276 LNQVQAGLSALEEALK 5829.0770 1683.9272 21.9420 9471 2 842.4672 0.0391
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 None 1166.5874 EIQMQNYLK 687.0569 1166.5839 26.2662 3673 2 583.7956 ‐3.7468
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 Carbamidomethyl+C(23)
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 None 3062.3637 AEAGGDGEEEEKYETYEIEVEQPYGLK 7953.0380 3062.3663 28.2156 7266 3 1021.4603 1.60



NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 None 1734.9246 EIIRAERNAGYISSR 600.3278 1734.9253 19.0392 3634 3 578.9799 ‐0.4165
NP_564691.1 ZKT protein containing PDZ K box and a TPR region Arabidopsis thaliana 393.8983 37581.1583 6 15.52 None 1062.5466 EVEQPYGLK 214.2371 1062.5487 27.5016 4543 2 531.7780 1.0796
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 2606.8680 24078.4284 4 21.40 None 934.4840 ANVTEVSSK 331.2262 934.4798 23.4685 42557 2 467.7435 ‐5.6407
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 2606.8680 24078.4284 4 21.40 Carbamidomethyl+C(5) 2503.1657 GGQPCPYDIVQESSEVDEGIPVK 22562.5500 2503.1567 30.6957 36176 2 1252.0820 ‐1.8364
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 2606.8680 24078.4284 4 21.40 Carbamidomethyl+C(1) 1579.7785 CSDVGIFIDELGVR 2754.0580 1579.7804 35.6524 6741 2 790.3938 1.73
NP_565061.1 kunitz trypsin inhibitor 1 Arabidopsis thaliana 2606.8680 24078.4284 4 21.40 None 916.4734 ANVTEVSSK 219.8407 916.4736 23.3987 2536 1 916.4736 1.70
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 1380.6794 FLPSEFGVDVDR 3389.7500 1380.6786 29.4524 8473 2 690.8429 ‐0.9503
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 1677.9058 AVINKEEDIAAYTIK 934.7885 1677.9115 24.5953 1955 2 839.4594 3.42
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 2061.0896 QVDVVISTVGSMQILDQTK 310.6931 2061.0335 34.5225 941 2 1031.0204 ‐26.1856
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 1230.6688 DKVTILGDGNAK 3868.5030 1230.6700 17.8348 19721 2 615.8386 0.2779
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 870.4680 TILGDGNAK 335.0426 870.4703 18.9063 3199 2 435.7388 1.84
NP_565107.1 putative Isoflavone reductase Arabidopsis thaliana 195.4903 33793.7317 6 12.58 None 721.3556 FLPSEF 199.0906 721.3567 31.7400 2210 1 721.3567 1.50
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 907.5247 NLLSVAYK 7818.9940 907.5275 16.0328 27835 2 454.2674 1.55
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1334.5643 YEEMVEFMEK 13719.1900 1334.5632 27.9380 25138 2 667.7852 ‐1.2445
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1589.7653 VSAAVDGDELTVEER 4280.5890 1589.7688 22.8846 9391 2 795.3880 2.10
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 2128.9921 QAFDEAIAELDTLGEESYK 1968.7910 2128.9913 37.0293 7358 2 1064.9993 0.7297
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 3299.6352 QAFDEAIAELDTLGEESYKDSTLIMQLL 925.1525 3299.6353 25.6165 6549 3 1100.5500 1.41
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1418.7485 IISSIEQKEESR 10732.4900 1418.7494 16.5902 4848 3 473.5880 ‐0.6469
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1803.9348 SAQDIANAELAPTHPIR 2215.5370 1803.9415 18.8164 1323 2 902.4744 4.24
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 Carbamidomethyl+C(11) 1762.9256 SKIETELSGICDGILK 1719.7290 1762.9192 24.6450 1729 3 588.3112 ‐4.4192
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 Carbamidomethyl+C(9) 2132.1268 IETELSGICDGILKLLDSR 418.9734 2132.1191 34.8432 949 2 1066.5632 ‐2.5158
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 401.2871 LLR 80.2013 401.2866 23.8129 4278 1 401.2866 ‐1.9232
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 543.2773 VSAAVD 112.6978 543.2784 21.7498 4249 1 543.2784 1.95
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 680.3978 LSVAYK 3421.4150 680.3967 16.0409 3721 1 680.3967 ‐1.3101
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 4567.4460 29275.8020 20 43.24 None 1192.5804 SSIEQKEESR 1890.5840 1192.5787 16.5982 763 2 596.7930 ‐2.0906
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 None 1334.5643 YEEMVEFMEK 11647.6400 1334.5632 27.9380 25138 2 667.7852 ‐1.3186
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 None 2128.9921 QAFDEAIAELDTLGEESYK 1849.2980 2128.9913 37.0293 7358 2 1064.9993 0.8412
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 None 1418.7485 IISSIEQKEESR 8875.3370 1418.7494 16.5902 4848 3 473.5880 ‐0.4017
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 None 770.4083 YLAEFK 8000.8360 770.4070 20.3891 9417 1 770.4070 ‐1.1342
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 Carbamidomethyl+C(11) 1762.9256 SKIETELSGICDGILK 755.2729 1762.9192 24.6450 1729 3 588.3112 ‐4.3408
NP_565176.1 14 3 3 like protein GF14 omega Arabidopsis thaliana 1194.4400 29275.8020 20 43.24 None 1192.5804 SSIEQKEESR 1190.9450 1192.5787 16.5982 763 2 596.7930 ‐2.1978
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 1367.6842 FANFSIESEVPK 11799.5500 1367.6835 28.4228 35357 2 684.3454 ‐0.7981
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 1284.6947 NPILPSDPYLR 7372.9450 1284.6932 27.9180 15550 2 642.8502 ‐1.6174
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 1541.7231 GVEFEYREEDLR 10133.1900 1541.7256 23.2531 14280 3 514.5801 0.5759
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 877.5029 DFIEILK 4772.1070 877.5043 30.7574 6713 1 877.5043 2.24
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 2025.9925 ANEVILLDFWPSMFGMR 338.8018 2025.9497 34.4212 8130 2 1013.4785 ‐20.2391
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 1845.9593 SLPDPEKVTEFVSELR 11225.0300 1845.9619 35.0725 27418 3 615.9922 0.7709
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1750.9570 25707.6329 12 34.25 None 1385.6332 EFEYREEDLR 2353.6460 1385.6337 23.2629 1939 2 693.3205 0.0541
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1568.0240 25707.6329 12 34.25 None 1367.6842 FANFSIESEVPK 17602.1000 1367.6835 28.4228 35357 2 684.3454 ‐0.8644
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1568.0240 25707.6329 12 34.25 None 1284.6947 NPILPSDPYLR 8981.8230 1284.6932 27.9180 15550 2 642.8502 ‐1.7031
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1568.0240 25707.6329 12 34.25 None 877.5029 DFIEILK 4767.4310 877.5043 30.7574 6713 1 877.5043 2.59
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1568.0240 25707.6329 12 34.25 None 615.4076 IEILK 1935.5060 615.4090 30.7612 1066 1 615.4090 2.51
NP_565178.1 glutathione S transferase TAU 19 Arabidopsis thaliana 1568.0240 25707.6329 12 34.25 None 1266.6841 NPILPSDPYLR 172.8264 1266.6752 27.7341 1181 1 1266.6752 ‐4.6758
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 12280.5400 2320.1590 19.5744 52839 3 774.0579 ‐0.8330
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 2240.9982 VVNEGEFGEYITEYDASYR 17078.9300 2240.9929 31.5586 47802 2 1121.0001 ‐1.1087
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1817.8606 TGTPLVYGGWPDHDFR 27151.9200 1817.8628 29.0874 42159 3 606.6258 0.5332
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 951.5258 GTVTFAVTR 9792.1610 951.5249 21.1763 22934 2 476.2661 ‐2.0077
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1228.6280 NGNLVLAEADGR 43245.3800 1228.6289 21.7256 9071 2 614.8181 0.1229
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 4631.8240 2690.2499 16.2603 7254 3 897.4215 ‐0.1951
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 3623.5580 1311.8066 22.9377 5893 2 656.4069 ‐0.6682
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1922.0494 GVTGFQILPNGNIVLHDK 1689.5260 1922.0486 18.6886 4175 3 641.3544 ‐1.0301
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 960.4686 WIWDANR 10354.9100 960.4683 17.5338 17571 2 480.7378 ‐1.4232
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 925.4812 GLTMYVNK 128.7747 925.4553 33.8169 1123 1 925.4553 ‐26.9555
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 2383.1902 WIWDANRNNPVGENATLSLGR 1887.0850 2383.1890 37.5161 9620 2 1192.0982 1.0777
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1679.7595 DESTMRWIWDANR 703.6333 1679.7496 20.3943 1794 2 840.3784 ‐5.6196
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1294.6790 GVTGFQILPNGNI 274.2499 1294.6865 17.9789 14179 2 647.8469 5.10
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 775.4461 VTFAVTR 247.0890 775.4453 20.2900 4798 1 775.4453 ‐0.4881
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 661.3052 WDANR 2137.3120 661.3048 17.5215 4386 1 661.3048 ‐0.4688
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 694.3883 TFAVTR 4636.8460 694.3874 21.1704 2597 1 694.3874 ‐0.9074
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 1574.7274 FVWQSFDHPTDTL 371.5709 1574.7278 18.9437 2381 2 787.8675 0.2992
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 593.3406 FAVTR 73.6682 593.3385 21.7757 2138 1 593.3385 ‐3.5466
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 2156.0447 FVWQSFDHPTDTLLTGQSL 1024.3040 2156.0442 19.5672 2073 3 719.3529 ‐0.5214
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 4138.4370 51027.4331 33 34.73 None 908.4546 GLTMYVNK 103.1888 908.4526 34.4615 1009 1 908.4526 ‐1.2231
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 2240.9982 VVNEGEFGEYITEYDASYR 22618.9300 2240.9929 31.5586 47802 2 1121.0001 ‐0.9710
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 1817.8606 TGTPLVYGGWPDHDFR 47195.2400 1817.8628 29.0874 42159 3 606.6258 0.5850
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 951.5258 GTVTFAVTR 12238.9400 951.5249 21.1763 22934 2 476.2661 ‐2.1713
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 1228.6280 NGNLVLAEADGR 364.2056 1228.6582 32.4243 11459 2 614.8328 23.9000
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 2383.1902 WIWDANRNNPVGENATLSLGR 3742.5160 2383.1890 37.5161 9620 2 1192.0982 1.86
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 2855.8340 51027.4331 33 34.73 None 694.3883 TFAVTR 6577.8430 694.3874 21.1704 2597 1 694.3874 ‐0.9059
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 None 2320.1608 FVWQSFDHPTDTLLTGQSLK 2514.6630 2320.1590 19.5744 52839 3 774.0579 ‐0.3651
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 Carbamidomethyl+C(24) 2690.2515 IVGVEHFTGPYVNDGQGPTSVNDCK 6657.2090 2690.2499 16.2603 7254 3 897.4215 0.2790
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 Carbamidomethyl+C(1) 1311.8069 CLLAPLLGTLIK 4052.5150 1311.8066 22.9377 5893 2 656.4069 ‐0.2297
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 None 1922.0494 GVTGFQILPNGNIVLHDK 1367.2890 1922.0486 18.6886 4175 3 641.3544 ‐0.5689
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 None 960.4686 WIWDANR 12284.2300 960.4683 17.5338 17571 2 480.7378 ‐0.8337
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 None 661.3052 WDANR 1932.9090 661.3048 17.5215 4386 1 661.3048 ‐0.3115
NP_565191.1 curculin like mannose binding lectin like protein Arabidopsis thaliana 826.2736 51027.4331 33 34.73 None 1574.7274 FVWQSFDHPTDTL 174.5839 1574.7278 18.9437 2381 2 787.8675 0.6247
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 903.3563 34023.7934 4 11.67 None 1262.6263 AYIEALNEDPK 13074.7600 1262.6289 22.4493 6585 2 631.8181 1.52
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 903.3563 34023.7934 4 11.67 None 973.5201 EGDIEAVLK 9508.5160 973.5200 23.5626 5266 2 487.2636 ‐1.0870



NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 903.3563 34023.7934 4 11.67 None 1585.8683 LLELASATDPTVLDK 2691.4490 1585.8706 29.5322 4818 2 793.4389 1.67
NP_565491.1 protein THYLAKOID FORMATION 1 Arabidopsis thaliana 903.3563 34023.7934 4 11.67 None 1230.6576 LASATDPTVLDK 313.3316 1230.6536 30.4792 1401 2 615.8305 ‐3.8096
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 770.0950 20414.8899 5 19.13 None 2089.9436 NLEAWGGLMGPGYNYYER 4803.0050 2089.9461 19.8331 9381 2 1045.4767 2.1694
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 770.0950 20414.8899 5 19.13 None 956.4836 YGDYIGIR 2021.1730 956.4848 22.5931 9068 2 478.7460 0.1193
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 770.0950 20414.8899 5 19.13 None 950.4942 GNLDIFSGK 4255.9890 950.4948 25.6007 8401 2 475.7510 ‐0.4280
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 770.0950 20414.8899 5 19.13 None 1029.4822 NLEAWGGLMG 268.5198 1029.4860 21.0272 2599 2 515.2466 2.39
NP_565527.1 PLAT plant stress domain containing protein Arabidopsis thaliana 770.0950 20414.8899 5 19.13 None 1419.6362 GLMGPGYNYYER 407.7867 1419.6340 18.6473 892 2 710.3206 ‐1.7850
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1145.5545 QPTVSDASGQR 378.1218 1145.5564 22.4798 12757 2 573.2819 0.9253
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1029.5687 TAIAEGLAQR 20926.8900 1029.5709 18.9479 12177 2 515.2891 1.1860
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1045.5313 ELNVQWEK 1440.2850 1045.5304 23.6858 1767 1 1045.5304 0.6415
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1558.8224 QKELNVQWEKEK 257.5247 1558.8145 25.4732 1282 2 779.9109 ‐5.0375
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1301.6848 QKELNVQWEK 156.8400 1301.6825 32.9501 4009 2 651.3449 ‐2.2419
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1159.5953 VNLEIESAER 133.7509 1159.6216 30.2774 2501 2 580.3144 21.9568
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 673.3628 EGLAQR 142.1201 673.3596 17.5422 2626 1 673.3596 ‐4.4785
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 825.3737 QPTVSDASG 169.0070 825.3778 23.6676 1676 1 825.3778 5.97
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 928.5211 AIAEGLAQR 445.3517 928.5232 17.7298 1048 2 464.7652 1.1750
NP_565586.1 casein lytic proteinase B4 Arabidopsis thaliana 286.3826 109004.7037 10 3.42 None 1127.5440 QPTVSDASGQR 143.1680 1127.5402 22.3622 1318 2 564.2737 ‐4.1149
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1265.5545 GPSGSPWYGSDR 40881.6400 1265.5558 19.6416 129219 2 633.2815 0.4632
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 48200.2200 3631.7600 45.6211 119792 3 1211.2582 ‐0.8365
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 983.4985 FGEAVWFK 48361.5500 983.4969 18.1578 89349 2 492.2521 ‐2.6661
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 Carbamidomethyl+C(9) 1903.9921 WAMLGALGCVFPELLAR 20454.3200 1903.9925 24.9208 43237 2 952.4999 0.8727
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 3967.7974 YLGPFSGEPPSYLTGEFPGDYGWDTAG 2236.7990 3967.7824 22.5320 29333 3 1323.2657 ‐1.6982
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 982.5316 ELEVIHSR 57812.9100 982.5327 16.8476 18484 2 491.7700 0.0778
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 3092.5225 GPLENLADHLADPVNNNAWAFATNFV 2994.5970 3092.5194 23.1185 17179 3 1031.5113 ‐0.0438
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1556.7447 MASSTMALSSPAFAGK 512.6108 1556.7270 21.4328 1491 2 778.8672 ‐11.3386
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1814.9905 AVKPAASDVLGSGRVTMR 446.9417 1815.0071 18.1199 1359 3 605.6739 8.07
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1492.7179 GPSGSPWYGSDRVK 293.8965 1492.7072 17.3240 957 3 498.2406 ‐8.3420
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1111.4803 SGSPWYGSDR 986.6539 1111.4784 19.6403 2666 1 1111.4784 ‐0.0761
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 512.2940 IHSR 3507.4400 512.2948 16.8411 1972 1 512.2948 1.03
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 740.4050 EVIHSR 777.0308 740.4044 16.8460 1911 1 740.4044 ‐0.3592
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 690.3246 FGEAVW 158.8878 690.3234 18.6661 1663 1 690.3234 ‐1.5524
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1422.7165 NAWAFATNFVPGK 366.0941 1422.7209 23.4693 1349 2 711.8641 2.47
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1500.7217 VAGDGPLGEAEDLLY 699.2712 1500.7249 45.6322 1346 1 1500.7249 5.1565
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 611.3624 VIHSR 131.7471 611.3641 16.8445 1319 1 611.3641 2.75
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 800.4124 WAMLGALG 210.0032 800.4138 23.1012 1307 1 800.4138 2.19
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 796.3836 VAGDGPLGE 507.4187 796.3835 44.8614 1134 1 796.3835 0.5380
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 1024.4483 GSPWYGSDR 558.5014 1024.4466 19.6445 926 1 1024.4466 ‐0.2672
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 967.4268 SPWYGSDR 146.9814 967.4268 19.6150 880 1 967.4268 1.1795
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 14159.7400 28110.9954 31 69.06 None 853.4890 LEVIHSR 1078.3630 853.4907 16.8546 803 2 427.2490 0.6416
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 1265.5545 GPSGSPWYGSDR 70780.8900 1265.5558 19.6416 129219 2 633.2815 0.3730
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 3631.7690 VAGDGPLGEAEDLLYPGGSFDPLGLAT 13588.2000 3631.7599 45.6243 118514 3 1211.2581 ‐1.7152
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 1252.6757 NRELEVIHSR 2050.5150 1252.6751 16.1441 1175 3 418.2299 ‐1.5762
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 1111.4803 SGSPWYGSDR 1942.0380 1111.4784 19.6403 2666 1 1111.4784 0.0211
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 1500.7217 VAGDGPLGEAEDLLY 344.0011 1500.7249 45.6322 1346 1 1500.7249 5.31
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 796.3836 VAGDGPLGE 238.2203 796.3835 44.8614 1134 1 796.3835 0.5629
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 2295.1180 YPGGSFDPLGLATDPEAFAELK 1688.7350 2295.1214 45.6382 1113 2 1148.0643 3.0429
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 1024.4483 GSPWYGSDR 1554.1950 1024.4466 19.6445 926 1 1024.4466 ‐0.1899
NP_565786.1 photosystem II light harvesting complex protein B1B2 Arabidopsis thaliana 5396.4580 28110.9954 31 69.06 None 967.4268 SPWYGSDR 202.2805 967.4268 19.6150 880 1 967.4268 1.37
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1859.9597 ELLVGKDDELLETETR 56730.1800 1859.9618 27.1220 33650 3 620.6588 0.4820
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 4349.2640 1872.9372 29.4331 20007 2 936.9723 0.6387
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPG 689.0267 3338.7416 25.3698 18490 3 1113.5854 ‐2.8181
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 2348.7870 2658.2311 34.6038 18089 3 886.7485 2.51
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1585.8432 ALDLASKPEGTGTPTK 8795.9100 1585.8456 18.4359 16515 3 529.2867 0.5178
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1809.9381 AEQYLADSGIPYTIIR 3364.4170 1809.9406 31.9992 7650 2 905.4739 1.15
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1155.6408 ALFTQVTTKF 4044.8260 1155.6390 18.3327 10630 2 578.3231 ‐2.3157
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1938.0331 KAEQYLADSGIPYTIIR 845.0006 1938.0354 30.1122 3633 3 646.6833 0.6232
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 869.4363 PEGTGTPTK 178.0265 869.4398 20.1713 18064 1 869.4398 4.70
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1001.5778 SGIPYTIIR 294.4673 1001.5752 28.2678 8904 2 501.2912 ‐3.6575
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1286.6951 LASKPEGTGTPTK 170.7078 1286.6898 20.0788 2154 2 643.8485 ‐4.5522
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1401.7220 DLASKPEGTGTPTK 4799.7200 1401.7259 18.4348 2137 2 701.3666 2.23
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 3855.2170 34993.8524 28 40.62 None 1112.5834 ELLVGKDDEL 199.8943 1112.5827 25.5737 1294 2 556.7950 ‐1.3812
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 Carbamidomethyl+C(7) 1872.9372 ADVAEVCVQALQLEEAK 5113.6830 1872.9370 29.4309 19056 2 936.9721 0.5554
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 2658.2259 GGRPEFFFDDGAYPEQVDWIGQK 1864.7520 2658.2311 34.6038 18089 3 886.7485 1.96
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 1585.8432 ALDLASKPEGTGTPTK 8410.8900 1585.8456 18.4359 16515 3 529.2867 0.6820
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 1809.9381 AEQYLADSGIPYTIIR 2902.5430 1809.9406 31.9992 7650 2 905.4739 1.84
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 1476.7329 INGEDEVFIGDIR 197.4563 1476.7047 25.4367 2191 2 738.8560 ‐19.2626
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 1401.7220 DLASKPEGTGTPTK 4167.4780 1401.7259 18.4348 2137 2 701.3666 2.39
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 964.3193 34993.8524 28 40.62 None 948.5149 EVFIGDIR 559.4327 948.5166 26.5744 817 2 474.7619 0.5467
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 3338.7552 DTASIAPAVEGIDALVILTSAVPQMKPG 2571.4230 3338.7416 25.3698 18490 3 1113.5854 ‐2.3331
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 1859.9597 ELLVGKDDELLETETR 1143.3290 1859.9648 19.2536 7123 2 930.4860 3.75
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 1976.0335 ALDLASKPEGTGTPTKDFK 229.9787 1975.9836 23.5439 3600 2 988.4955 ‐24.2769
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 3059.6459 QIVLVGSMGGTNINHPLNSIGNANILV 316.0816 3059.5659 24.5389 1578 3 1020.5268 ‐24.7782
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 1155.6408 ALFTQVTTKF 3494.1100 1155.6390 18.3327 10630 2 578.3231 ‐1.8101
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 2069.0774 SGAVASSFVSVPRSSSLQFR 192.4292 2069.0830 18.9708 3453 3 690.3659 2.61
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 1105.5372 DELLETETR 200.5708 1105.5365 20.7389 1362 1 1105.5365 1.1574
NP_565868.1 NAD P binding Rossmann fold containing protein Arabidopsis thaliana 359.0344 34993.8524 28 40.62 None 2051.0669 SGAVASSFVSVPRSSSLQFR 219.8200 2051.0553 20.2629 6110 2 1026.0313 ‐4.5658
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1780.8098 EGPPVFEQPEMTYEK 275850.1000 1780.8085 26.4649 560822 2 890.9079 ‐0.2911
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 228100.7000 2304.0616 32.4208 533576 2 1152.5344 ‐0.8758
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1697.7613 GLAYDTSDDQQDITR 142976.8000 1697.7616 20.3985 526248 2 849.3845 0.4895



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2347.1888 VQLAETYLSQAALGDANADAIGR 199014.4000 2347.1830 31.5816 510132 2 1174.0952 ‐0.9825
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 82015.1600 2150.1267 21.3020 504264 2 1075.5670 ‐1.1094
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1152.7139 VPLILGIWGGK 161058.1000 1152.7149 21.3560 287489 2 576.8611 0.1475
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 121501.2000 1212.5756 24.7005 277930 2 606.7915 ‐0.2293
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 51293.5000 2823.4533 23.7435 275797 3 941.8226 ‐0.4785
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1059.6197 NFLTLPNIK 45171.7900 1059.6193 18.9488 246836 2 530.3133 ‐1.3009
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2083.9973 LMEYGNMLVMEQENVKR 41228.6400 2083.9952 17.5738 200839 3 695.3366 ‐1.3906
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1007.5408 FVESLGVEK 19688.0200 1007.5390 21.4213 160273 2 504.2731 ‐2.7486
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 22809.9700 3324.5784 19.5268 110072 4 831.9001 ‐1.2428
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 61482.2700 2384.0313 22.7226 106200 2 1192.5193 ‐1.9151
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 940.4676 FYWAPTR 42431.9900 940.4664 16.0380 92947 2 470.7368 ‐2.3376
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1340.6382 FYWAPTREDR 65122.2200 1340.6380 15.1161 82983 3 447.5508 ‐1.5186
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1927.8962 LMEYGNMLVMEQENVK 11630.2100 1927.8970 30.5935 58677 2 964.4522 1.1328
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 28659.0400 2782.3105 30.0674 42839 3 928.1084 0.6874
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 7071.8630 3943.8356 21.2502 39672 3 1315.2834 ‐0.2354
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(6) 1177.4467 SDDGTCVYNF 16107.5800 1177.4482 25.8298 35310 1 1177.4482 3.40
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 809.5244 LVVHITK 34119.4200 809.5249 17.7096 25967 2 405.2661 ‐0.6845
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADN 1504.9410 4543.1086 20.6295 19921 4 1136.5326 ‐1.5104
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1078.5891 YREAADLIK 9488.8010 1078.5878 18.7430 1263 1 1078.5878 0.3121
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1129.6324 AAAVSTVGAINR 1553.3260 1129.6404 20.2374 4594 1 1129.6404 8.10
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 190.9062 2582.2450 29.7990 2544 3 861.4199 ‐12.2299
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1135.6358 KFVESLGVEK 24204.9900 1135.6359 20.1799 113445 2 568.3216 ‐0.6450
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 10396.4100 2503.2907 30.0783 34260 3 835.1018 0.4964
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 696.4403 VVHITK 139.4102 696.4378 17.3431 26717 1 696.4378 ‐3.3590
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 597.3719 VHITK 25054.6500 597.3721 17.7061 12480 1 597.3721 0.2242
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1007.5309 SIDFFGALR 85.0236 1007.5363 22.0323 10226 2 504.2718 4.75
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1590.7581 DNPTNVQLPGMYNK 302.3712 1590.7499 19.1081 10057 2 795.8786 ‐5.0741
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(1) 850.4162 CELVMAK 21529.4700 850.4179 24.6954 9080 1 850.4179 2.41
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 956.5928 LILGIWGGK 798.6902 956.5931 21.3583 5442 1 956.5931 1.37
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1009.5564 IKDEDIVTL 129.7326 1009.5547 25.3507 4891 2 505.2810 ‐2.6711
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 690.3093 GLAYDTS 98.3866 690.3123 21.4957 4205 1 690.3123 4.88
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1970.9133 MEYGNMLVMEQENVKR 5064.5300 1970.9109 17.5718 4152 2 985.9591 ‐0.4075
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 860.4876 KFVESLGV 237.6089 860.4845 20.2042 3912 1 860.4845 ‐2.8376
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1710.8302 YGNMLVMEQENVKR 3633.4690 1710.8326 17.5811 3665 2 855.9200 1.00
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 730.4246 LGIWGGK 264.5649 730.4256 21.3581 3632 1 730.4256 1.97
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1361.6882 PTNVQLPGMYNK 237.7918 1361.6797 22.0619 3549 1 1361.6797 ‐3.7118
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1001.5010 INDLDAGAGR 1642.4190 1001.4964 31.2723 3437 1 1001.4964 ‐3.3065
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1594.7458 PPVFEQPEMTYEK 2500.0010 1594.7418 27.4071 3376 2 797.8745 ‐2.3902
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1025.5415 SIDFFGALR 253.0616 1025.5392 22.3060 3256 2 513.2732 ‐3.1795
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1148.5695 FINDLDAGAGR 1523.8110 1148.5621 31.2737 3109 1 1148.5621 ‐4.5700
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1301.5718 FEQPEMTYEK 826.7130 1301.5686 26.4700 2910 1 1301.5686 ‐0.1711
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(3) 1125.5431 FQCELVMAK 258.4756 1125.5425 26.2877 2869 2 563.2749 ‐1.3341
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1448.7532 GNDFSTLYAPLIR 232.6244 1448.7476 19.6824 2624 2 724.8774 ‐4.0560
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 888.4140 MGINPIMM 242.3472 888.4151 31.2718 2466 1 888.4151 2.1004
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1077.4807 SDDQQDITR 325.3523 1077.4819 20.3991 2333 1 1077.4819 2.41
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 822.4468 YVSQGLR 139.0098 822.4442 16.5110 2209 1 822.4442 ‐2.4490
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(2) 1840.9262 ICTGNDFSTLYAPLIR 269.2644 1840.9154 20.5248 2132 2 920.9614 ‐5.3164
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1055.5230 YIAPAFMDK 115.2037 1055.5190 21.4925 2061 2 528.2632 ‐4.6711
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1428.7369 VQLAETYLSQAALG 417.4544 1428.7324 31.2257 1885 2 714.8698 ‐3.3607
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 688.3413 FDPTAR 144.7406 688.3446 27.9544 1848 1 688.3446 4.47
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1690.8547 HAVLSSYEYVSQGLR 362.9773 1690.8645 22.0632 1844 3 564.2930 4.76
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1449.7373 GNDFSTLYAPLIR 238.7108 1449.7409 21.0448 1607 1 1449.7409 5.98
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1033.5095 MEQENVKR 6801.2510 1033.5050 17.5782 1592 1 1033.5050 ‐2.9556
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1466.7638 GNDFSTLYAPLIR 1683.6600 1466.7614 23.1888 1394 3 489.5920 ‐2.8012
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2167.0230 DEDIVTLVDQFPGQSIDFF 376.8977 2167.0089 27.7409 1357 2 1084.0081 ‐5.3692
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1160.5178 TSDDQQDITR 180.0590 1160.5142 22.3357 1335 1 1160.5142 ‐1.2889
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1241.6624 IKDEDIVTLVD 278.1696 1241.6643 24.7986 1287 2 621.3358 1.0223
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(5) 1305.6144 VPIICTGNDFST 257.3396 1305.6088 21.8996 1255 1 1305.6088 ‐1.9747
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 569.3770 APLIR 288.8342 569.3778 21.3039 1254 1 569.3778 1.08
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 Carbamidomethyl+C(5) 1652.7989 VPIICTGNDFSTLYA 366.3347 1652.7980 19.4470 1124 3 551.6042 ‐1.4855
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1290.6477 PGQSIDFFGALR 132.5692 1290.6379 21.8558 1105 1 1290.6379 ‐5.3320
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1454.7427 FPGQSIDFFGALR 199.8663 1454.7416 22.1716 1055 2 727.8744 ‐0.8915
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1888.8779 PIMMSAGELESGNAGEPAK 864.5724 1888.8832 32.4146 1051 2 944.9452 3.11
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 990.4487 DDQQDITR 310.6572 990.4448 20.4006 1004 1 990.4448 ‐2.6159
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1554.7291 YGNMLVMEQENVK 291.1764 1554.7222 31.1831 991 2 777.8648 ‐4.3709
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1705.8504 YLSQAALGDANADAIGR 555.1183 1705.8453 32.6476 885 2 853.4263 ‐2.6739
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 1634.7043 EGPPVFEQPEMTYE 455.9073 1634.7029 24.6952 776 2 817.8551 ‐0.6963
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 69867.4500 52380.5342 111 75.53 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 246.6339 2366.9992 23.1508 813 2 1184.0032 ‐4.3238
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1780.8098 EGPPVFEQPEMTYEK 312453.3000 1780.8085 26.4633 552168 2 890.9079 ‐0.2684
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 267714.5000 2304.0616 32.4205 530908 2 1152.5344 ‐0.7328
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 2347.1888 VQLAETYLSQAALGDANADAIGR 137487.1000 2347.1829 31.5809 502553 2 1174.0951 ‐0.8741
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 192738.5000 1212.5757 24.6999 276755 2 606.7915 ‐0.3207
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(2)
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1007.5408 FVESLGVEK 14581.4000 1007.5390 21.4213 160273 2 504.2731 ‐2.8991
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1927.8962 LMEYGNMLVMEQENVK 4748.5360 1927.8970 30.5904 55900 2 964.4521 1.1659
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(13) 2782.3101 GAQQVNLPVPEGCTDPVAENFDPTAR 29803.6800 2782.3105 30.0674 42839 3 928.1084 0.2718
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 809.5244 LVVHITK 59633.6300 809.5249 17.7096 25967 2 405.2661 ‐0.8812
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 3693.3650 2823.4613 42.8335 9420 3 941.8253 1.23



NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 4288.4720 2150.1282 37.2019 9285 2 1075.5678 ‐0.2695
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1152.7139 VPLILGIWGGK 984.8283 1152.7154 36.7697 4863 2 576.8613 0.4144
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1078.5891 YREAADLIK 12199.4200 1078.5878 18.7430 1263 1 1078.5878 0.4018
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 349.2950 3943.9169 38.1771 3670 3 1315.3105 19.4050
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1129.6324 AAAVSTVGAINR 245.4782 1129.6474 26.3544 1893 2 565.3273 12.27
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1135.6358 KFVESLGVEK 32724.2300 1135.6359 20.1799 113445 2 568.3216 ‐0.7655
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 11231.4300 2503.2907 30.0783 34260 3 835.1018 0.2160
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 597.3719 VHITK 40880.6400 597.3721 17.7061 12480 1 597.3721 0.2034
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 959.4541 GDANADAIGR 10347.8400 959.4536 31.5806 9500 1 959.4536 0.6485
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 591.3137 KFVES 348.2231 591.3133 20.1767 9454 1 591.3133 ‐0.7698
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(1) 850.4162 CELVMAK 32763.7300 850.4179 24.6954 9080 1 850.4179 2.15
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 498.3035 HITK 16458.3800 498.3037 17.7068 8509 1 498.3037 ‐0.0544
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 860.4876 KFVESLGV 394.9554 860.4845 20.2042 3912 1 860.4845 ‐2.7979
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1001.5010 INDLDAGAGR 1653.4230 1001.4964 31.2723 3437 1 1001.4964 ‐3.2345
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 696.4403 VVHITK 998.3891 696.4413 17.7041 3266 1 696.4413 1.21
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 573.3031 KFVES 174.3584 573.3036 20.1444 3208 1 573.3036 0.6185
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1301.5718 FEQPEMTYEK 1178.3080 1301.5686 26.4700 2910 1 1301.5686 ‐0.0303
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 632.3614 SLGVEK 300.3316 632.3613 21.4286 2495 1 632.3613 ‐0.0897
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 888.4140 MGINPIMM 209.7610 888.4151 31.2718 2466 1 888.4151 2.1465
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1428.7369 VQLAETYLSQAALG 364.1631 1428.7324 31.2257 1885 2 714.8698 ‐3.4127
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 688.3413 FDPTAR 64.1789 688.3446 27.9544 1848 1 688.3446 4.48
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 Carbamidomethyl+C(4) 864.3921 SFQCELV 1300.1830 864.3954 24.7078 1446 1 864.3954 4.64
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1055.5116 LGDANADAIGR 112.3609 1055.5149 30.8397 1217 1 1055.5149 4.08
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1576.7352 PPVFEQPEMTYEK 273.3203 1576.7365 28.1537 1184 2 788.8719 0.8362
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1888.8779 PIMMSAGELESGNAGEPAK 1955.1260 1888.8832 32.4146 1051 2 944.9452 3.65
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1705.8504 YLSQAALGDANADAIGR 352.1751 1705.8453 32.6476 885 2 853.4263 ‐2.6613
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1345.6313 MGINPIMMSAGEL 863.1235 1345.6303 32.4158 835 1 1345.6303 1.65
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 1634.7043 EGPPVFEQPEMTYE 355.5808 1634.7029 24.6952 776 2 817.8551 ‐0.7003
NP_565913.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 48162.6100 52380.5342 111 75.53 None 3925.8340 MGGTTQYTVNNQMVNATLMNIADN 125.9088 3925.8481 39.9392 1216 3 1309.2875 4.58
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1237.6423 VTTTIGYGSPNK 24641.5000 1237.6439 17.7526 36324 2 619.3256 0.7413
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1005.5615 FLAIDAVEK 10218.4500 1005.5623 25.8425 33459 2 503.2848 ‐0.2541
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1403.6914 ANSYSVHGAALGEK 14728.6200 1403.6922 17.1742 17731 3 468.5689 ‐0.6312
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1159.5953 ESVLPSDVSAR 5671.9880 1159.5981 20.8051 3337 2 580.3027 1.07
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1561.7493 ALPTYTPDSPGDATR 348.6496 1561.7476 28.9192 1089 1 1561.7476 2.1230
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 Carbamidomethyl+C(6) 1359.7049 NLSQQCLNALAK 1098.6380 1359.7165 23.0621 32102 2 680.3619 8.1315
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1414.7577 SIISGELPVGWEK 347.3185 1414.7533 20.4887 5850 2 707.8803 ‐3.3062
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 2089.0309 ANSYSVHGAALGEKEVEATR 357.8342 2089.0011 18.7180 922 3 697.0052 ‐14.6365
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 2447.1990 HTPEGAALEADWNAKFAAYEKK 1700.6360 2447.1966 23.1282 22661 2 1224.1019 0.6786
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 703.3369 SPGDATR 242.8281 703.3382 27.4978 27449 1 703.3382 2.0029
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 645.3566 GAALGEK 96.3030 645.3531 18.6324 4211 1 645.3531 ‐5.3684
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1019.5156 TTIGYGSPNK 408.8559 1019.5159 16.0205 3145 2 510.2616 ‐0.7093
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 731.3682 PSDVSAR 124.4564 731.3691 19.8070 1550 1 731.3691 1.10
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 629.3981 LNALAK 86.5339 629.4000 22.6906 1444 1 629.4000 3.1084
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 858.4931 LAIDAVEK 175.3651 858.4953 25.8347 941 1 858.4953 3.15
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1121.5990 SIISGELPVGW 234.7666 1121.6041 18.7534 832 2 561.3057 3.88
NP_566041.2 transketolase Arabidopsis thaliana 927.4712 80435.6812 17 12.82 None 1332.6543 NSYSVHGAALGEK 309.4240 1332.6529 17.7228 770 2 666.8301 ‐1.4102
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 16370.3800 13715.2624 7 52.42 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 16370.3800 13715.2624 7 52.42 Carbamidomethyl+C(11)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 16370.3800 13715.2624 7 52.42 Carbamidomethyl+C(12)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 16370.3800 13715.2624 7 52.42 None 1406.7009 ATSEGEISEKVEK 7014.6090 1406.7032 15.4844 6881 3 469.5726 0.3872
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10140.5800 13715.2624 7 52.42 Carbamidomethyl+C(3)
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10140.5800 13715.2624 7 52.42 None 1486.8046 MTTIAAAGLNVATPR 391.0411 1486.8247 20.6539 2099 3 496.2797 12.05
NP_566100.2 CP12 domain containing protein 1 Arabidopsis thaliana 10140.5800 13715.2624 7 52.42 None 1043.5554 MTTIAAAGLNV 176.4594 1043.5565 21.3289 4391 2 522.2819 ‐0.0430
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 1172.9190 29938.4898 5 16.98 None 1334.5643 YEEMVEFMEK 11647.6400 1334.5632 27.9380 25138 2 667.7852 ‐1.3186
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 1172.9190 29938.4898 5 16.98 None 1788.9603 SAQDIALADLAPTHPIR 1779.2730 1788.9654 28.0988 9542 3 596.9933 2.47
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 1172.9190 29938.4898 5 16.98 None 1418.7485 IISSIEQKEESR 8875.3370 1418.7494 16.5902 4848 3 473.5880 ‐0.4017
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 1172.9190 29938.4898 5 16.98 None 770.4083 YLAEFK 8000.8360 770.4070 20.3891 9417 1 770.4070 ‐1.1342
NP_566174.1 14 3 3 like protein GF14 nu Arabidopsis thaliana 1172.9190 29938.4898 5 16.98 None 1192.5804 SSIEQKEESR 1190.9450 1192.5787 16.5982 763 2 596.7930 ‐2.1978
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1757.9280 LAEGTDITSAAPGVSLQK 24960.8000 1757.9285 24.4924 19484 2 879.4679 0.7008
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1305.6321 AVNVEEAPSDFK 56091.4500 1305.6347 21.6157 12771 2 653.3210 1.47
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1625.9221 SLGLDKDLSAALLGPR 3487.1930 1625.9230 19.1161 6803 3 542.6458 ‐0.4376
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1376.6005 DAIEFYGDFDGK 6105.7900 1376.6048 29.0126 3666 2 688.8060 2.86
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 Carbamidomethyl+C(9) 2959.5346 AKGIDSVICVSVNDPFAINGWAEKLGA 2191.3090 2959.5354 23.4014 3533 3 987.1833 1.0146
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1985.0662 LAEGTDITSAAPGVSLQKAR 487.3354 1985.0666 34.3185 1429 2 993.0369 1.0211
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 2386.2500 AVNVEEAPSDFKVTGAEVILGQI 1090.9590 2386.2450 36.6234 1208 2 1193.6261 ‐0.5611
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1387.7369 FAINGWAEKLGAK 267.3817 1387.7342 24.8459 4887 2 694.3707 ‐2.2337
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 1058.5840 TSAAPGVSLQK 353.4193 1058.5805 23.4641 4854 1 1058.5805 ‐1.8795
NP_566268.1 peroxiredoxin 2F Arabidopsis thaliana 6226.1510 21559.5308 10 49.25 None 793.3727 EAPSDFK 172.8034 793.3748 22.8115 1030 1 793.3748 3.43
NP_566473.2 Subtilase family protein Arabidopsis thaliana 351.8243 82501.5704 10 11.45 None 1576.7754 SPVAVQWGQGSVQSF 2044.8700 1576.7775 24.3075 9287 3 526.2640 0.2872
NP_566473.2 Subtilase family protein Arabidopsis thaliana 351.8243 82501.5704 10 11.45 None 3282.6345 LAGGAGMILANTAESGEELTADSHLVP 2233.7460 3282.6319 36.2424 8695 3 1094.8822 0.4097
NP_566473.2 Subtilase family protein Arabidopsis thaliana 351.8243 82501.5704 10 11.45 None 2480.2039 SALVTTAYDVENSGEPIEDLATGK 3544.7600 2480.1962 32.2629 5192 2 1240.6018 ‐1.3470
NP_566473.2 Subtilase family protein Arabidopsis thaliana 351.8243 82501.5704 10 11.45 Carbamidomethyl+C(3)
NP_566473.2 Subtilase family protein Arabidopsis thaliana 351.8243 82501.5704 10 11.45 None 3866.8475 DTEGHGTHTASTAAGSVVANASLYQYA 1460.4790 3866.8439 24.5697 1390 3 1289.6195 1.0133
NP_566473.2 Subtilase family protein Arabidopsis thaliana 217.7263 82501.5704 10 11.45 None 1576.7754 SPVAVQWGQGSVQSF 2061.0040 1576.7775 24.3075 9287 3 526.2640 0.4558
NP_566473.2 Subtilase family protein Arabidopsis thaliana 217.7263 82501.5704 10 11.45 None 3282.6345 LAGGAGMILANTAESGEELTADSHLVP 1706.1480 3282.6319 36.2424 8695 3 1094.8822 ‐0.2483
NP_566473.2 Subtilase family protein Arabidopsis thaliana 217.7263 82501.5704 10 11.45 None 2480.2039 SALVTTAYDVENSGEPIEDLATGK 3215.1490 2480.1962 32.2629 5192 2 1240.6018 ‐1.1535
NP_566473.2 Subtilase family protein Arabidopsis thaliana 217.7263 82501.5704 10 11.45 None 1178.6164 AGDQIRDYIK 308.5681 1178.6449 25.9645 8920 2 589.8261 23.4037
NP_566473.2 Subtilase family protein Arabidopsis thaliana 217.7263 82501.5704 10 11.45 None 1161.5899 AGDQIRDYIK 145.5994 1161.5914 27.1768 1793 2 581.2993 0.4706
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1812.8803 IYSFGGEFTPNQPIDK 4089.8960 1812.8823 28.6676 15534 2 906.9448 1.48



NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1308.7158 LLTPVEEGPTPR 9295.9670 1308.7130 22.0633 14878 2 654.8601 ‐2.5467
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 950.5306 SVFASAAIGK 4298.7260 950.5309 22.5767 13058 2 475.7691 ‐0.6834
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 Carbamidomethyl+C(4) 1634.7380 WFHCSTPGDSLTAR 7689.7330 1634.7415 15.1030 8339 3 545.5853 1.1435
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1897.8021 GGEMGDVWDDGVYENVR 3637.4450 1897.8042 28.6956 6362 2 949.4057 1.42
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1014.5578 GGAGLEVVQGK 7060.3020 1014.5579 18.4677 4437 2 507.7826 ‐0.9355
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1308.6430 GWTASTTATIDGK 1028.5090 1308.6791 24.1755 2342 2 654.8432 27.1625
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 2063.9345 APTNDRFDDLFFYGIDSA 2788.9590 2063.9360 37.6729 12428 2 1032.4717 1.66
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 Carbamidomethyl+C(1) 2964.4309 CSHGIAQVGNKIYSFGGEFTPNQPIDK 3087.0040 2964.4294 23.5533 12025 3 988.8146 0.2573
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 2485.1478 FGGEEETPSSRGWTASTTATIDGK 1246.2310 2485.1407 27.2168 1968 3 829.0517 ‐2.7050
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 1432.6743 FGGEFTPNQPIDK 217.0900 1432.6811 22.2327 2720 3 478.2319 3.44
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 764.4301 FASAAIGK 515.0446 764.4297 22.6113 2083 1 764.4297 ‐0.0125
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 981.5000 PVEEGPTPR 165.7070 981.5062 22.0201 2051 2 491.2567 5.41
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 772.4563 LEVVQGK 108.6297 772.4590 19.8558 1258 1 772.4590 4.0177
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 996.5473 GGAGLEVVQGK 231.6721 996.5520 18.8624 1026 2 498.7796 3.76
NP_566546.1 Nitrile specifier protein 1 Arabidopsis thaliana 1023.5040 51898.1216 16 28.30 None 997.5313 GGAGLEVVQGK 170.1417 997.5374 17.9775 2352 2 499.2724 5.1514
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 None 1864.8923 TSQPFGLTSGEEAELGGGK 5454.6420 1864.8933 26.7529 17929 2 932.9503 1.1881
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 Carbamidomethyl+C(9) 1636.7676 IYVGQGDSCVTYFK 5022.5450 1636.7709 25.8835 8975 2 818.8891 2.1878
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 None 981.6091 LGVNVAPIAK 15962.6200 981.6096 22.9132 7782 2 491.3085 ‐0.6848
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 None 2503.2126 QTLLGTEEFEIDPEDYITYVK 1684.9480 2503.2138 38.0544 6786 2 1252.1105 2.04
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 None 2383.1915 QTLLGTEEFVVDPEDYITSVK 1088.9360 2383.1913 40.8465 960 2 1192.0993 1.52
NP_566547.2 JA responsive protein 1 Arabidopsis thaliana 1301.6230 48553.5822 6 18.85 None 1753.7664 GGEEWDDGGAYENVKK 159.9208 1753.7550 30.3238 12580 2 877.3812 ‐6.0575
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1749.9091 TYVPEMVEVLIDSVR 7530.7170 1749.9055 24.3756 7830 2 875.4564 ‐1.7025
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 917.5302 TVDQLTLK 248.3545 917.5306 22.8566 6998 1 917.5306 1.22
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1462.7132 EIEAIGGNTSASASR 2634.9820 1462.7156 17.5941 6762 2 731.8615 1.83
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 979.5207 QILTYGER 2432.2670 979.5174 19.1759 5322 2 490.2623 ‐4.4566
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1028.4796 SQYVGGDFR 877.2789 1028.4808 18.6409 4610 2 514.7440 0.2433
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1731.8337 NPAFLDWEVNEELR 1431.7660 1731.8359 33.8419 2967 2 866.4216 1.42
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 896.4360 DIADFTSK 1777.5920 896.4435 20.6425 7245 1 896.4435 9.25
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 2349.1941 EAIIATVLQMLMGGGGSFSAGGPGK 314.7350 2349.2171 36.5792 5400 3 783.7439 9.00
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 2070.1594 VVEPLLSDLPNVPRPAEPK 310.3510 2070.1105 21.4298 1573 3 690.7084 ‐23.9937
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1067.5666 MAFKSTLNR 799.6298 1067.5673 24.1521 2958 2 534.2873 ‐0.2561
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1284.6920 GILNHNFRASR 325.8027 1284.6877 26.0248 2089 2 642.8475 ‐3.7718
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1520.7380 AFLDWEVNEELR 214.0179 1520.7328 35.4462 5067 2 760.8701 ‐3.4251
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 779.4120 MAFKSTL 174.9999 779.4101 22.6033 2287 1 779.4101 ‐1.9028
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1049.5561 MAFKSTLNR 150.3612 1049.5543 26.9551 2866 1 1049.5543 ‐0.1861
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1266.6814 GILNHNFRASR 113.2008 1266.6752 27.7341 1181 1 1266.6752 ‐2.6882
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 899.5197 TVDQLTLK 118.9304 899.5235 23.0977 804 1 899.5235 5.55
NP_566548.1 mitochondrial processing peptidase alpha subunit Arabidopsis thaliana 460.6342 54224.5822 17 15.43 None 1444.7027 EIEAIGGNTSASASR 291.9782 1444.7119 17.3076 800 3 482.2422 5.97
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 803.8151 17946.8115 10 16.56 None 1961.0338 YALKPDAETLDIVNTAAR 6534.8040 1961.0355 28.0816 10333 3 654.3500 0.3413
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 803.8151 17946.8115 10 16.56 None 1163.5844 IYWGDPREK 1488.3770 1163.5822 23.1330 2600 2 582.2947 ‐2.6090
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 803.8151 17946.8115 10 16.56 None 1330.6889 YALKPDAETLDI 199.0174 1330.6966 24.9959 6385 2 665.8519 5.63
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 803.8151 17946.8115 10 16.56 None 1050.5003 YWGDPREK 126.3660 1050.4970 20.7933 1231 2 525.7521 ‐4.0493
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 803.8151 17946.8115 10 16.56 None 1145.5738 IYWGDPREK 133.6668 1145.5780 22.6067 4719 2 573.2926 2.42
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 711.7645 17946.8115 10 16.56 None 1961.0338 YALKPDAETLDIVNTAAR 5429.2620 1961.0355 28.0816 10333 3 654.3500 0.3237
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 711.7645 17946.8115 10 16.56 None 1163.5844 IYWGDPREK 1512.5820 1163.5822 23.1330 2600 2 582.2947 ‐2.7231
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 711.7645 17946.8115 10 16.56 Carbamidomethyl+C(10) 1425.7043 IGVAVDFSDCSKK 359.8195 1425.7056 33.3711 2414 2 713.3565 0.6780
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 711.7645 17946.8115 10 16.56 Carbamidomethyl+C(10) 1407.6937 IGVAVDFSDCSKK 179.1397 1407.6953 32.5732 5614 2 704.3513 0.8428
NP_566564.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 711.7645 17946.8115 10 16.56 None 1145.5738 IYWGDPREK 147.3765 1145.5780 22.6067 4719 2 573.2926 2.60
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1305.6797 AFASGSPIIGETR 4427.1610 1305.6835 23.3416 12184 2 653.3454 2.91
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYF 864.0894 3045.5241 22.5807 10445 3 1015.8462 ‐0.3373
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 2492.2721 LVSAAVEQLNTLPFYHSFWNR 3182.0680 2492.2576 21.6218 8185 3 831.4241 ‐5.6474
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1463.7740 GTGLILGTEFVDNK 2878.8570 1463.7786 30.1719 5423 2 732.3930 2.40
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1678.7707 FHLPGETEEEFSTR 2777.9510 1678.7790 25.9207 4794 3 560.2645 4.0008
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1448.6540 SEGSYVYDDTGKK 10590.5300 1448.6566 14.9123 4353 3 483.5570 0.6031
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1050.5691 TTQVHLHSK 538.0496 1050.5686 21.1800 2618 1 1050.5686 1.0550
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1644.7500 AFFTSGGSDANDTQVK 708.5508 1644.7696 25.8044 6265 3 548.9280 10.97
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 1622.8901 IYKERNIPEYVAK 217.3472 1622.9028 31.8791 6987 2 811.9550 7.63
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 760.6163 55586.7645 25 22.62 None 750.3417 EEFSTR 638.6701 750.3387 25.8922 2309 1 750.3387 ‐3.4959
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 1305.6797 AFASGSPIIGETR 4769.3630 1305.6835 23.3416 12184 2 653.3454 2.83
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 1463.7740 GTGLILGTEFVDNK 2821.4420 1463.7786 30.1719 5423 2 732.3930 2.01
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYF 502.5992 3045.5381 38.5644 3844 3 1015.8509 3.05
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 1644.7500 AFFTSGGSDANDTQVK 644.0082 1644.7696 25.8044 6265 3 548.9280 11.1053
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 Carbamidomethyl+C(10) 2093.0121 YLDSLAGLWCTALGGNEPR 289.0789 2093.0028 37.0769 1723 3 698.3391 ‐4.8626
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 3854.8218 GHDMLAPFTAGWQSADLDPLVIAKSE 1443.9800 3854.8550 38.6615 4894 3 1285.6232 9.78
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 1022.5153 LGTEFVDNK 154.4397 1022.5098 29.6973 2012 1 1022.5098 ‐3.8831
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.6518 55586.7645 25 22.62 None 1941.9804 PLVIAKSEGSYVYDDTGK 329.7263 1941.9707 41.1098 854 2 971.4890 ‐4.1805
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 3045.5278 EGPETIGAFIAEPVMGAGGVIPPPATYF 1360.2490 3045.5241 22.5807 10445 3 1015.8462 0.1428
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 2919.4591 ALSSAYMPIGAILMSQEVADVINSHSSK 1517.7090 2919.4643 23.6192 8879 3 973.8263 2.66
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 2492.2721 LVSAAVEQLNTLPFYHSFWNR 2343.8320 2492.2576 21.6218 8185 3 831.4241 ‐5.1767
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 1980.0185 FQDGVKAFASGSPIIGETR 238.6844 1980.0083 20.4807 3588 2 990.5078 ‐4.2201
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 Carbamidomethyl+C(13) 2030.0416 KYDILFIADEVICAFGR 700.1961 2030.0313 25.5331 2034 2 1015.5193 ‐4.0563
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 1419.7375 ALSSAYMPIGAILM 493.5228 1419.7423 23.6630 1293 2 710.3748 3.95
NP_566700.1 gamma aminobutyrate transaminase POP2 Arabidopsis thaliana 262.9440 55586.7645 25 22.62 None 854.4367 VINSHSSK 151.9421 854.4403 24.7385 1098 1 854.4403 5.66
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 3566.5970 2903.3098 30.2918 16191 3 968.4415 ‐1.1614
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 1173.6110 GLVASVDDLER 34680.2500 1173.6127 25.6295 16150 2 587.3100 0.7421
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 1130.5840 LLYSSAFSSR 7000.8840 1130.5837 15.8878 15250 2 565.7955 ‐1.0484
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 1057.6364 LLSVVSGLNR 5185.2790 1057.6355 16.5768 14454 2 529.3214 ‐1.7596
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 1641.8595 TSGNLSQIPPFDIPR 169.9568 1641.8630 32.3021 8842 3 547.9592 1.98
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 2315.1700 MATSSTFSSLLPSPPALLSDHR 458.9072 2315.1456 21.9635 877 3 772.3867 ‐10.6028



NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 5304.7470 2214.1132 31.3978 11784 3 738.7092 ‐0.3923
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 2143.3840 30511.6266 14 40.49 None 1450.7213 TSGNLSQIPPFDIP 154.9092 1450.7273 32.3339 856 2 725.8673 4.0066
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 2903.3152 LPDSFRPSSNPGTGDFEVTYVDDTMR 2291.0950 2903.3098 30.2918 16191 3 968.4415 ‐1.6356
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 1641.8595 TSGNLSQIPPFDIPR 229.0391 1641.8630 32.3021 8842 3 547.9592 1.68
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 2214.1136 ELETAGGPVDLTDDLDKLQGK 5721.5480 2214.1132 31.3978 11784 3 738.7092 ‐0.5326
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 1352.6845 TSGNLSQIPPFDI 163.0188 1352.6788 32.3265 2406 2 676.8430 ‐4.6565
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 1450.7213 TSGNLSQIPPFDIP 180.8218 1450.7273 32.3339 856 2 725.8673 3.96
NP_566728.1 FIBRILLIN 4 Arabidopsis thaliana 221.8452 30511.6266 14 40.49 None 2196.1030 ELETAGGPVDLTDDLDKLQGK 454.0873 2196.1053 30.4952 7103 2 1098.5563 2.15
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1633.8319 FADLIEENIEELAK 6772.2840 1633.8311 36.4343 10365 2 817.4192 ‐0.3425
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1318.6539 YADIPATAGHFR 5885.6210 1318.6569 21.5571 4647 2 659.8321 1.60
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1060.5633 NEGATLLTGGK 1632.3260 1060.5621 19.3666 3300 2 530.7847 ‐2.0255
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 978.4891 TFETIDPR 560.3210 978.5011 29.5815 31706 2 489.7542 11.70
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 774.3992 LDAVDGGK 596.6404 774.3795 17.3618 5484 1 774.3795 ‐24.9519
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1172.5906 EDVDLAVNAAR 2729.3640 1172.5868 25.5366 2781 1 1172.5868 ‐1.3684
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1460.7631 SPLLIFNDADIDK 939.1599 1460.7904 23.5432 2387 2 730.8988 18.4875
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1480.7795 LFINGQFIDAASGK 677.9731 1480.7930 20.4404 2047 2 740.9002 9.0548
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 2389.2133 FADLIEENIEELAKLDAVDGGK 799.9469 2389.1970 37.0222 4532 3 797.0705 ‐6.8136
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 3429.7132 TFETIDPRNGEVIATIAEGDKEDVDLAV 508.5094 3429.6825 40.5191 4466 3 1143.8990 ‐7.5763
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 2459.2163 AIGDKGYFIQPTIFADVTEDMK 295.3063 2459.2384 20.0985 2038 3 820.4177 9.1218
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1544.8279 NEGATLLTGGKAIGDK 264.5406 1544.8210 27.8905 754 3 515.6118 ‐5.5281
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 856.4424 PATAGHFR 241.9116 856.4413 22.9829 9034 1 856.4413 ‐0.4953
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1050.5102 IFNDADIDK 230.0423 1050.5070 22.0932 2701 1 1050.5070 ‐1.5616
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 928.5098 EGATLLTGGK 261.1912 928.5089 22.0175 1423 1 928.5089 0.1087
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 1589.7880 IQPTIFADVTEDMK 166.2608 1589.7919 20.1389 1270 2 795.3996 2.68
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 487.7733 54816.6212 28 15.17 None 756.3886 LDAVDGGK 168.4874 756.3863 19.0004 2351 1 756.3863 ‐2.5844
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1633.8319 FADLIEENIEELAK 5401.7120 1633.8311 36.4343 10365 2 817.4192 ‐0.3467
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1584.7210 ESGMDALDNYLQTK 1190.6740 1584.7216 29.5653 5067 2 792.8644 0.4264
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1318.6539 YADIPATAGHFR 6378.4860 1318.6569 21.5571 4647 2 659.8321 1.82
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1974.9517 GYFIQPTIFADVTEDMK 600.8919 1974.9559 38.0879 1311 2 987.9816 3.0030
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 978.4891 TFETIDPR 420.8549 978.5011 29.5815 31706 2 489.7542 11.1197
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1172.5906 EDVDLAVNAAR 1549.8480 1172.6198 21.9700 2114 2 586.8135 24.1290
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1770.8805 IYQDEIFGPVMSLMK 416.2547 1770.8826 34.6675 1221 2 885.9449 1.13
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 2389.2133 FADLIEENIEELAKLDAVDGGK 836.7782 2389.1970 37.0222 4532 3 797.0705 ‐7.0387
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 3429.7132 TFETIDPRNGEVIATIAEGDKEDVDLAV 386.8322 3429.6825 40.5191 4466 3 1143.8990 ‐8.3056
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 2166.0338 YAFDHGPWPRMTGFERAK 481.3458 2166.0328 28.9348 1997 2 1083.5201 0.8277
NP_566749.1 aldehyde dehydrogenase 2C4 Arabidopsis thaliana 410.5976 54816.6212 28 15.17 None 1957.9252 GYFIQPTIFADVTEDMK 339.5284 1957.9177 36.1379 1466 2 979.4625 ‐3.0029
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 1706.8596 VQELSVYEINELDR 15490.0500 1706.8612 29.6521 18470 2 853.9342 1.50
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 1364.6692 ALEPSGVISNYTN 4246.4960 1364.6714 25.9946 12596 2 682.8394 1.18
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 2869.5193 GLANDLPLELTGTPVPPSKDIEPAPEAK 1530.2980 2869.5183 32.2756 7945 3 957.1776 0.2994
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 1971.0044 NAFSLMFGLGDLVPFTNK 9301.4730 1971.0016 24.7792 6214 2 986.0044 ‐0.6654
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 1919.0484 GLANDLPLELTGTPVPPSK 2680.4920 1919.0545 32.6907 4043 2 960.0309 3.19
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 933.5040 DLVPFTNK 192.3421 933.5086 22.7562 1306 2 467.2579 3.85
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2107.7840 27749.3466 12 28.85 None 606.3246 PFTNK 179.1743 606.3246 26.7383 1151 1 606.3246 ‐0.0489
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2341.1030 27749.3466 12 28.85 None 1089.6303 LQQLVYPTK 15971.1200 1089.6292 21.3175 20529 2 545.3183 ‐1.9248
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2341.1030 27749.3466 12 28.85 None 1706.8596 VQELSVYEINELDR 15778.0500 1706.8612 29.6521 18470 2 853.9342 1.79
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2341.1030 27749.3466 12 28.85 None 1364.6692 ALEPSGVISNYTN 7617.3850 1364.6714 25.9946 12596 2 682.8394 1.48
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2341.1030 27749.3466 12 28.85 None 2869.5193 GLANDLPLELTGTPVPPSKDIEPAPEAK 1162.8810 2869.5183 32.2756 7945 3 957.1776 ‐0.1584
NP_566776.1 allene oxide cyclase 2 Arabidopsis thaliana 2341.1030 27749.3466 12 28.85 None 1919.0484 GLANDLPLELTGTPVPPSK 5056.8280 1919.0545 32.6907 4043 2 960.0309 3.44
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1384.7795 AAALNIVPTSTGAAK 120783.6000 1384.7793 23.4640 262813 2 692.8933 ‐0.4164
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 151150.7000 1833.9068 35.5665 117153 2 917.4570 1.56
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1456.7795 VVDLADIVANNWK 86899.2400 1456.7790 20.6901 95680 2 728.8932 ‐0.4430
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1037.6717 AVALVLPNLK 25470.3800 1037.6726 18.5056 93674 2 519.3399 ‐0.1176
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 55994.5700 2585.2615 31.0849 89821 3 862.4254 0.2011
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1627.8537 DSPLDIIAINDTGGVK 132193.1000 1627.8547 32.9356 87140 2 814.4310 0.7397
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1780.0215 VPTPNVSVVDLVVQVSK 22593.6000 1780.0196 20.9658 83575 2 890.5134 ‐0.6035
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1254.6113 TFAEEVNAAFR 35898.8200 1254.6117 28.9088 79387 2 627.8095 ‐0.2320
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1786.8184 VIAWYDNEWGYSQR 61724.3600 1786.8190 18.5456 59899 2 893.9132 0.8353
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1555.6805 GTMTTTHSYTGDQR 58483.2700 1555.6837 13.4782 51720 3 519.2328 0.9807
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 954.5407 NPSLLPWK 22046.7500 954.5398 17.8291 38536 2 477.7735 ‐2.1072
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1908.1164 VPTPNVSVVDLVVQVSKK 5122.8930 1908.1180 20.0481 34353 3 636.7109 0.2272
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1755.9487 KDSPLDIIAINDTGGVK 22558.8600 1755.9502 29.9124 15377 3 585.9882 0.0364
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 798.5084 VIITAPGK 20224.5500 798.5089 17.8054 11761 2 399.7581 ‐0.7025
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDMVK 3717.9730 2440.0341 38.5649 6213 2 1220.5207 ‐0.2307
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 928.5574 IIQVVSNR 8320.0810 928.5583 12.21 2593 2 464.7828 ‐0.2075
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1831.9800 ELGIDIVIEGTGVFVDR 527.8801 1831.9783 50.6116 1261 2 916.4928 ‐0.4074
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 2155.0666 TFAEEVNAAFRDSAEKELK 386.9097 2155.1152 21.5166 3181 2 1078.0612 23.6787
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1382.7063 KTFAEEVNAAFR 1535.5150 1382.7126 27.6411 15950 2 691.8599 4.52
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 2732.3169 GTMTTTHSYTGDQRLLDASHRDLR 3412.6490 2732.3177 21.6098 7666 3 911.4441 0.7476
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 Carbamidomethyl+C(35)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 586.3559 ITAPGK 10990.8600 586.3558 17.7975 4500 1 586.3558 ‐0.3400
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 683.4450 VLPNLK 2068.8970 683.4460 18.5058 3961 1 683.4460 1.58
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1397.6114 MTTTHSYTGDQR 13195.2300 1397.6158 13.4801 3955 2 699.3115 2.03
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1266.5709 TTTHSYTGDQR 7453.4800 1266.5738 13.4804 2932 2 633.7905 1.09
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1258.6426 DLADIVANNWK 893.0237 1258.6393 20.6853 2922 1 1258.6393 ‐0.4697
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 765.4114 SHRDLR 119.6472 765.4146 23.4010 2589 1 765.4146 4.31
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 796.5291 LVLPNLK 1148.3350 796.5302 18.5049 2500 1 796.5302 2.0373
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1041.5575 NIVPTSTGAAK 230.4143 1041.5608 23.4667 1844 1 1041.5608 4.56
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 699.4400 IITAPGK 1494.0490 699.4407 17.7998 1564 1 699.4407 1.42



NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 Carbamidomethyl+C(5)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 826.3690 SYTGDQR 619.2357 826.3709 13.4665 820 1 826.3709 3.0677
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 1537.6700 GTMTTTHSYTGDQR 1011.5720 1537.6744 13.4780 1188 3 513.2296 1.60
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 34876.9000 42774.7277 72 68.43 None 2567.2512 YDSTLGIFDADVKPSGETAISVDGK 280.9049 2567.2569 31.4959 1023 2 1284.1321 4.1477
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1384.7795 AAALNIVPTSTGAAK 151215.4000 1384.7793 23.4635 262249 2 692.8933 ‐0.4860
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 170866.0000 1833.9069 35.5666 114961 2 917.4571 1.20
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1627.8537 DSPLDIIAINDTGGVK 110092.0000 1627.8547 32.9356 87140 2 814.4310 0.7341
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 41922.4500 2585.2614 31.0814 86181 3 862.4253 ‐0.1715
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1254.6113 TFAEEVNAAFR 39709.6200 1254.6117 28.9078 78450 2 627.8095 ‐0.3357
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1755.9487 KDSPLDIIAINDTGGVK 19191.6400 1755.9502 29.8971 14677 3 585.9882 0.1271
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 798.5084 VIITAPGK 31503.2900 798.5089 17.8054 11761 2 399.7581 ‐0.9018
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 Carbamidomethyl+C(1) 2440.0387 CSDFSTTIDSSLTMVMGDDMVK 4247.9510 2440.0348 38.5674 5788 2 1220.5211 0.2576
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1831.9800 ELGIDIVIEGTGVFVDR 320.6703 1831.9783 50.6116 1261 2 916.4928 ‐0.3653
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1382.7063 KTFAEEVNAAFR 1062.7060 1382.7126 27.6411 15950 2 691.8599 4.24
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 464.2616 AAFR 209.5025 464.2614 31.3634 22193 1 464.2614 ‐1.1094
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 732.3886 PTSTGAAK 8487.5030 732.3877 23.4678 9042 1 732.3877 ‐0.8858
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 990.4891 KTFAEEVNA 149.9140 990.4928 27.6350 7799 2 495.7501 2.07
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 586.3559 ITAPGK 19737.2900 586.3558 17.7975 4500 1 586.3558 ‐0.3633
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 935.4581 EEVNAAFR 2393.6380 935.4579 28.9126 2687 1 935.4579 0.9286
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 944.5411 IVPTSTGAAK 622.8343 944.5411 23.4555 1941 1 944.5411 1.1770
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1041.5575 NIVPTSTGAAK 402.6545 1041.5608 23.4667 1844 1 1041.5608 4.67
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 1688.8337 DADVKPSGETAISVDGK 174.5746 1688.8423 29.1898 1610 2 844.9248 5.89
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 699.4400 IITAPGK 2623.7950 699.4407 17.7998 1564 1 699.4407 1.69
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 24344.5500 42774.7277 72 68.43 None 2567.2512 YDSTLGIFDADVKPSGETAISVDGK 247.3450 2567.2569 31.4959 1023 2 1284.1321 4.16
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1456.7795 VVDLADIVANNWK 106925.2000 1456.7790 20.6901 95680 2 728.8932 ‐0.0669
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1037.6717 AVALVLPNLK 30879.5100 1037.6726 18.5056 93674 2 519.3399 0.4387
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1780.0215 VPTPNVSVVDLVVQVSK 15275.3000 1780.0196 20.9658 83575 2 890.5134 ‐0.3663
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1786.8184 VIAWYDNEWGYSQR 74876.4800 1786.8190 18.5456 59899 2 893.9132 1.0696
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 954.5407 NPSLLPWK 30313.3700 954.5398 17.8291 38536 2 477.7735 ‐1.5151
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1908.1164 VPTPNVSVVDLVVQVSKK 2826.4980 1908.1180 20.0481 34353 3 636.7109 0.6881
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 Carbamidomethyl+C(27)
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 2585.2617 YDSTLGIFDADVKPSGETAISVDGK 919.7160 2585.2646 18.5565 10717 3 862.4264 1.55
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1254.6113 TFAEEVNAAFR 2221.6630 1254.6115 17.7926 8722 2 627.8094 0.0645
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1384.7795 AAALNIVPTSTGAAK 33509.2800 1384.7799 15.4684 7616 2 692.8936 0.4492
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 928.5574 IIQVVSNR 4485.3840 928.5583 12.21 2593 2 464.7828 0.3958
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 Carbamidomethyl+C(6) 1833.9052 GILDVCDEPLVSVDFR 489.6854 1833.9344 22.1435 4199 2 917.4708 16.6916
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 867.5662 ALVLPNLK 3527.0210 867.5670 18.5063 7103 1 867.5670 1.32
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 959.4945 DIVANNWK 2069.6540 959.4929 20.7240 6495 1 959.4929 ‐0.4684
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 796.5291 LVLPNLK 1727.9810 796.5302 18.5049 2500 1 796.5302 2.1640
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1058.5840 NIVPTSTGAAK 303.3946 1058.5825 16.6441 2197 1 1058.5825 0.0954
NP_566796.2 glyceraldehyde 3 phosphate dehydrogenase A subunit Arabidopsis thaliana 12425.5500 42774.7277 72 68.43 None 1236.6008 TFAEEVNAAFR 998.7635 1236.5972 16.5093 1574 2 618.8022 ‐2.9645
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1330.5890 19578.9721 2 21.89 None 2596.2811 ILTGLTDSQLENLDMIEGSEYVR 9776.9380 2596.2760 35.1354 44805 2 1298.6417 0.2289
NP_566840.1 AIG2 like protein Arabidopsis thaliana 1330.5890 19578.9721 2 21.89 None 1576.8792 KTVEVVLTDTSEKK 4035.0700 1576.8800 18.1649 7276 3 526.2982 ‐0.3520
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2198.1452 ALGEAQDDILQFDAPVLINR 10250.5700 2198.1431 36.0538 21880 2 1099.5752 0.2867
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2356.0537 MPTEDPTDEALKEFYESPEK 11002.7200 2356.0561 29.2767 17276 3 786.0235 0.9925
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1487.8104 SYLPSQTPEPLKK 5482.9600 1487.8091 21.5496 13199 3 496.6079 ‐2.0446
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1599.8741 AIQNLFEEGIQLPK 1549.1380 1599.8748 20.1878 12725 2 800.4410 0.5257
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1334.6951 LQYLEGVIDER 3398.8870 1334.6970 27.9487 12083 2 667.8521 1.0795
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2274.1652 LDPAVYGDPTSLITWEIVER 1490.9160 2274.1558 22.0673 11356 2 1137.5815 ‐2.8110
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1094.5477 ITVEDYAQR 24148.4200 1094.5495 19.6156 11278 2 547.7784 0.8108
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1072.6612 SLLVELISAK 6528.3570 1072.6605 20.2049 11047 2 536.8339 ‐1.5502
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1087.5207 YGGEFYVPR 1351.1900 1087.5209 23.9480 10844 2 544.2641 ‐0.6932
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 3075.6918 AVLAALPSIFPQIESVLLSPQEPFPHFK 4324.8510 3075.6852 25.3890 9006 3 1025.8999 ‐1.2163
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 6060.1040 1616.7888 20.8834 7528 3 539.6011 1.45
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1064.6463 DAGLLPLLPR 7910.1320 1064.6481 20.1028 7464 2 532.8277 0.8398
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1077.5245 GNMTVDEALK 5078.6700 1077.5261 20.3725 7284 2 539.2667 0.6840
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 987.5106 GLDDIADIR 6332.6850 987.5098 25.5408 5743 2 494.2585 ‐1.8320
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2881.2951 HYYPDEELITSDEELQGWWSEVR 1118.6270 2881.3007 37.7149 4244 3 961.1051 2.71
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK 895.1966 2257.0600 22.6227 2770 2 1129.0336 ‐5.1825
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1345.6998 FDQEGLPADLIK 7397.8250 1345.7237 28.8595 10889 2 673.3655 17.3787
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2244.1507 FDQEGLPADLIKRGLAEEDK 1880.9950 2244.1506 22.5221 6962 3 748.7217 ‐0.2003
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1667.8460 RGLAEEDKTAEHGVR 502.0439 1667.8519 39.0138 4454 2 834.4296 3.64
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1316.6805 EELETLQGKNR 2059.7950 1316.6829 28.2495 2062 2 658.8451 1.30
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2236.1092 EELETLQGKNREEVGEFTK 756.2787 2236.1162 29.5467 1340 3 746.0436 2.84
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 516.3140 IVER 29.6795 516.3126 20.6135 4296 1 516.3126 ‐3.0816
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 872.5451 LVELISAK 338.4672 872.5438 18.5685 4201 2 436.7755 ‐2.8231
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 899.4145 FYESPEK 243.9911 899.4130 29.6921 2472 1 899.4130 ‐0.6997
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 751.3846 TAEHGVR 103.5830 751.3832 40.1481 2250 1 751.3832 ‐1.4318
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 930.4891 LEGVIDER 197.8121 930.4920 26.1741 2130 1 930.4920 4.1508
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 2127.9605 TEDPTDEALKEFYESPEK 506.3819 2127.9550 31.0941 1706 2 1064.4811 ‐1.4919
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 759.4611 VELISAK 167.2655 759.4626 22.8477 1491 1 759.4626 2.28
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 Carbamidomethyl+C(6) 1627.7574 YDATSCWLWNLAK 314.7296 1627.7503 24.0793 1404 2 814.3788 ‐4.1969
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 906.4468 GGEFYVPR 110.9185 906.4507 22.1939 1254 2 453.7290 3.0804
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 Carbamidomethyl+C(2) 1378.6784 ACTEPYIIAANR 252.3005 1378.6824 19.9433 1206 1 1378.6824 5.81
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 1567.3540 102616.0055 58 31.81 None 1327.6892 FDQEGLPADLIK 489.5944 1327.6906 26.5651 935 2 664.3489 0.6408
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 2198.1452 ALGEAQDDILQFDAPVLINR 6494.3120 2198.1431 36.0538 21880 2 1099.5752 0.4143
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1487.8104 SYLPSQTPEPLKK 7348.0130 1487.8097 21.5588 12322 3 496.6081 ‐1.3971
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1334.6951 LQYLEGVIDER 13749.6800 1334.6970 27.9487 12083 2 667.8521 1.0055
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1094.5477 ITVEDYAQR 18742.4300 1094.5495 19.6156 11278 2 547.7784 0.6807



NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1087.5207 YGGEFYVPR 1561.4120 1087.5209 23.9480 10844 2 544.2641 ‐0.8250
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 Carbamidomethyl+C(4) 1616.7850 THACTEPYIIAANR 6275.4520 1616.7888 20.8834 7528 3 539.6011 1.37
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 2881.2951 HYYPDEELITSDEELQGWWSEVR 1330.7510 2881.3007 37.7149 4244 3 961.1051 2.1235
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK 1992.7890 2257.0691 38.1844 1266 2 1129.0382 ‐0.9941
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1345.6998 FDQEGLPADLIK 4834.6940 1345.7237 28.8595 10889 2 673.3655 17.3072
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1300.6783 YALELSSAVYGK 222.6479 1300.6423 35.0667 7798 2 650.8248 ‐28.2577
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1999.9760 GYITAQEEFLEGITWSR 543.6595 2000.0285 28.2650 5698 2 1000.5179 27.1998
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1208.5906 NREEVGEFTK 78.7260 1208.5738 23.0678 2730 2 604.7905 ‐14.6438
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 2236.1092 EELETLQGKNREEVGEFTK 324.9612 2236.1162 29.5467 1340 3 746.0436 2.75
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 803.4410 YIIAANR 149.3197 803.4449 20.3186 5615 1 803.4449 5.80
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 924.4574 GGEFYVPR 146.7119 924.4560 23.9456 1456 1 924.4560 ‐0.4012
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 906.4468 GGEFYVPR 152.9163 906.4507 22.1939 1254 2 453.7290 2.63
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 877.7184 102616.0055 58 31.81 None 1069.5102 YGGEFYVPR 142.2737 1069.5141 23.2744 1369 2 535.2607 2.51
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 1599.8741 AIQNLFEEGIQLPK 1312.7240 1599.8748 20.1878 12725 2 800.4410 0.8403
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 2274.1652 LDPAVYGDPTSLITWEIVER 2273.5680 2274.1558 22.0673 11356 2 1137.5815 ‐2.7862
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 1072.6612 SLLVELISAK 6481.3630 1072.6605 20.2049 11047 2 536.8339 ‐1.0089
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 2275.2009 LTIPDYPFANDGLILWDAIK 1295.2130 2275.1982 24.2063 8378 2 1138.1027 0.1769
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 1064.6463 DAGLLPLLPR 6980.2810 1064.6481 20.1028 7464 2 532.8277 1.45
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 1999.9760 GYITAQEEFLEGITWSR 322.8244 1999.9847 22.0389 959 2 1000.4960 5.78
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 Carbamidomethyl+C(12) 2257.0747 QVFTPGYDATSCWLWNLAK 705.0662 2257.0600 22.6227 2770 2 1129.0336 ‐5.1504
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 1300.6783 YALELSSAVYGK 269.4558 1300.6430 20.0412 2268 1 1300.6430 ‐24.8710
NP_566875.1 lipoxygenase 2 Arabidopsis thaliana 275.0982 102616.0055 58 31.81 None 516.3140 IVER 50.5327 516.3126 20.6135 4296 1 516.3126 ‐2.8915
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1717.8755 LNAVQSPFQDAESIAK 6116.3780 1717.8792 28.8710 12114 2 859.4432 2.18
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1353.7121 AGVPDLGAAQDLAR 7073.4570 1353.7124 25.9068 9894 2 677.3598 ‐0.1511
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 942.5731 IAQTLLQR 3505.2760 942.5731 19.3143 9193 2 471.7902 ‐1.1311
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1253.5896 TSLTEDFSPEK 2732.6990 1253.5904 22.9220 7711 2 627.2988 0.0908
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1460.6863 EAEAASLAEDAQQK 2153.8220 1460.6858 18.7598 4444 2 730.8465 ‐0.5205
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 8659.2970 2897.4515 34.1035 3988 3 966.4887 0.2605
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1969.0614 QRPSSPFASKPKEERPK 310.6593 1969.0116 17.7636 1967 3 657.0087 ‐25.8132
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1934.9640 MASSSTSFPLTTAPPQGVR 816.1373 1934.9477 26.7453 1091 3 645.6541 ‐9.0064
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 2433.1926 QMQKLSEKEAEAASLAEDAQQK 1210.2820 2433.1950 38.1504 5090 4 609.0542 ‐0.8465
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1820.9137 VYADAIARERAEEEAK 2480.3820 1820.9135 24.3164 2212 2 910.9604 0.4189
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 539.2572 QRPSS 41.6667 539.2599 17.8826 2157 1 539.2599 4.62
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 940.4635 QRPSSPFAS 71.4539 940.4697 16.7108 1908 2 470.7385 5.97
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1152.5419 SLTEDFSPEK 203.7895 1152.5475 23.7513 1202 2 576.7774 4.1589
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 1699.8650 LNAVQSPFQDAESIAK 317.4353 1699.8600 26.4690 3695 3 567.2915 ‐3.8136
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 1058.3030 54358.3678 27 26.8 None 925.5465 IAQTLLQR 157.7257 925.5448 20.4477 801 2 463.2760 ‐3.0016
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1717.8755 LNAVQSPFQDAESIAK 2779.5400 1717.8792 28.8710 12114 2 859.4432 2.73
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1353.7121 AGVPDLGAAQDLAR 7668.5900 1353.7124 25.9068 9894 2 677.3598 ‐0.2207
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 942.5731 IAQTLLQR 3436.8520 942.5731 19.3143 9193 2 471.7902 ‐1.2968
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1321.7362 VAQTDVAYTLIK 1747.1760 1321.7374 26.2715 8204 2 661.3723 0.4193
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 3053.5538 VVEVSTDPSAPSRPVDELFSVIPEDGRR 1822.1080 3053.5557 32.6121 5167 4 764.1444 ‐0.6838
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 2897.4527 VVEVSTDPSAPSRPVDELFSVIPEDGR 3357.2600 2897.4515 34.1035 3988 3 966.4887 ‐0.2109
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1106.5477 DISSGLSWNK 193.1529 1106.5534 35.2875 3318 1 1106.5534 6.45
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1762.8970 LGSQFATAIQNASETPK 390.0733 1762.8654 26.1712 1357 3 588.2933 ‐18.6227
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1934.9640 MASSSTSFPLTTAPPQGVR 1274.0210 1934.9477 26.7453 1091 3 645.6541 ‐9.0114
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1405.7322 ADAVGVTVDGLFNK 417.5768 1405.6957 36.2245 1056 2 703.3515 ‐26.2527
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 1745.8705 LGSQFATAIQNASETPK 1681.1300 1745.8711 27.0187 1094 2 873.4392 0.7701
NP_566886.2 protein plastid transcriptionally active 16 Arabidopsis thaliana 746.2238 54358.3678 27 26.8 None 925.5465 IAQTLLQR 220.3715 925.5448 20.4477 801 2 463.2760 ‐3.1712
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 312.3452 27748.4879 3 15.81 None 3236.6209 VNITEKPIASSPDLSVLQSEDSAFVDSPY 2186.3560 3236.6233 32.6477 10833 3 1079.5460 1.12
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 312.3452 27748.4879 3 15.81 None 1239.5926 EMLENLFSEK 1343.2630 1239.5933 30.8676 5561 2 620.3003 ‐0.0497
NP_566958.3 RNA recognition motif containing protein Arabidopsis thaliana 312.3452 27748.4879 3 15.81 None 1221.5820 EMLENLFSEK 586.3804 1221.5785 29.1741 58574 1 1221.5785 ‐0.6854
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 2293.1962 VAFIPYITAGDPDLSTTAEALK 3902.6270 2293.1915 20.8872 18885 2 1147.0994 ‐0.6859
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 2379.2952 AVGVQGLVVPDVPLEETEMLRK 17725.3000 2379.2980 34.4090 10802 3 793.7708 1.1827
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 2340.2293 EALNNDIELVLLTTPTTPTER 1662.1820 2340.2367 36.1255 9975 3 780.7504 3.1155
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 Carbamidomethyl+C(7) 2352.2672 VVPQISCPISLFTYYNPILK 9138.5790 2352.2631 23.5184 9741 2 1176.6352 ‐0.2847
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLADGPVIQA 2438.6170 3283.6454 38.1077 8763 3 1095.2200 ‐0.6726
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 1448.7301 GTNLDSILEMLDK 513.5064 1448.7320 22.1644 6960 2 724.8697 1.1558
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 2251.2002 AVGVQGLVVPDVPLEETEMLR 4694.6770 2251.1937 36.8513 3264 2 1126.1005 ‐1.6106
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 2810.2290 33313.6360 20 41.67 None 2234.1737 AVGVQGLVVPDVPLEETEMLR 400.6552 2234.1608 37.6962 1061 2 1117.5841 ‐4.4821
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 None 2379.2952 AVGVQGLVVPDVPLEETEMLRK 19097.0600 2379.2980 34.4090 10802 3 793.7708 0.9624
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 None 2340.2293 EALNNDIELVLLTTPTTPTER 1382.2370 2340.2367 36.1255 9975 3 780.7504 2.41
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 Carbamidomethyl+C(5) 3283.6515 VLDACGSDIIELGVPYSDPLADGPVIQA 1469.2680 3283.6454 38.1077 8763 3 1095.2200 ‐1.3311
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 None 2251.2002 AVGVQGLVVPDVPLEETEMLR 2835.8310 2251.1937 36.8513 3264 2 1126.1005 ‐1.4706
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 None 1448.7301 GTNLDSILEMLDK 738.4780 1448.7328 33.4850 4934 2 724.8700 1.87
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1811.9600 33313.6360 20 41.67 None 1431.7036 GTNLDSILEMLDK 316.0586 1431.7074 30.3458 861 2 716.3573 2.78
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 None 2293.1962 VAFIPYITAGDPDLSTTAEALK 10055.5300 2293.1915 20.8872 18885 2 1147.0994 ‐0.6693
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 Carbamidomethyl+C(7) 2352.2672 VVPQISCPISLFTYYNPILK 10570.6700 2352.2631 23.5184 9741 2 1176.6352 ‐0.2935
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 None 1448.7301 GTNLDSILEMLDK 310.0624 1448.7320 22.1644 6960 2 724.8697 1.55
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 None 2468.3243 KEALNNDIELVLLTTPTTPTER 258.7447 2468.2696 23.4330 4281 2 1234.6384 ‐20.4877
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 None 2340.2293 EALNNDIELVLLTTPTTPTER 357.4431 2340.2013 21.7584 2835 3 780.7386 ‐11.5312
NP_567004.1 tryptophan synthase alpha chain Arabidopsis thaliana 1441.8740 33313.6360 20 41.67 None 1933.9899 SLERGTNLDSILEMLDK 1555.7940 1933.9803 23.5878 2481 2 967.4938 ‐4.0678
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 2133.1074 SIAQISTPDGSSLLLQPYDK 4090.4680 2133.1025 18.8327 13300 2 1067.0549 ‐1.2138
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1968.9985 AIVNSDLGVTPNNDGDVIR 2395.8520 1968.9990 26.2840 11785 2 985.0031 1.0492
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1098.6153 LSLPPLTSDR 6825.2020 1098.6149 16.9391 8840 2 549.8111 ‐1.2145
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1465.7567 SAIETDVKSKMEK 1893.7870 1465.7597 22.7620 3725 3 489.2581 0.9189
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1144.5481 SIAQISTPDGSS 231.7020 1144.5502 19.1228 4603 1 1144.5502 3.95
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1039.5055 SIAQISTPDGS 266.3484 1039.5061 19.5911 2134 1 1039.5061 2.0708
NP_567141.1 ribosome recycling factor Arabidopsis thaliana 711.2093 30536.2594 7 22.55 None 1190.6085 SAIETDVKSKM 191.1615 1190.6033 21.6899 1672 2 595.8053 ‐5.0370



NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1358.7274 ALQESLASELAAR 27164.6500 1358.7273 26.7406 54674 2 679.8673 ‐0.4611
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1530.8890 SEPVIHTLLPLSPK 10249.7200 1530.8867 18.2206 49484 3 510.9671 ‐2.6036
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1163.6307 YLEAGTLPTAK 7620.5210 1163.6291 21.7280 41822 2 582.3182 ‐2.0875
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1028.6099 VALVVVTGDR 26598.0600 1028.6099 23.1896 29686 2 514.8086 ‐0.9347
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1642.7411 MSAMSSASDNASDLKK 47879.6200 1642.7432 17.2560 23162 3 548.2526 0.3231
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 1731.2110 1339.6835 18.8942 19040 2 670.3454 0.1925
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1335.7518 GLGLEYTVISVGK 6860.4120 1335.7535 18.5248 17109 2 668.3804 0.8595
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 Carbamidomethyl+C(4)
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 987.5622 RPYIPVDK 2571.3470 987.5587 17.0030 10865 2 494.2830 ‐4.5954
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1463.8468 GLGLEYTVISVGKK 5288.0090 1463.8437 17.4029 9995 3 488.6194 ‐3.3108
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1597.8796 ITGEILEIVAGANAQV 201.7675 1597.8980 20.5593 5969 2 799.4526 11.73
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 3869.0735 TPTADFSPILQFEQDPVQILDALLPLYLN 2993.0120 3869.0616 25.7234 3093 3 1290.3587 ‐1.1363
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 2528.3330 3058.5456 25.1948 23083 3 1020.1867 ‐0.7696
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 984.5261 KGNSYFLR 1150.5300 984.5267 18.6851 5071 2 492.7670 ‐0.4689
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1705.9735 ELKGLGLEYTVISVGK 442.6441 1705.9871 20.8767 5031 3 569.3339 7.1300
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1000.5673 LEAGTLPTAK 191.8676 1000.5708 21.4236 22074 1 1000.5708 4.56
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1314.8144 PVIHTLLPLSPK 20541.9000 1314.8099 18.2171 5023 2 657.9086 ‐3.8500
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 917.5051 SLASELAAR 325.4463 917.5102 25.0545 4263 2 459.2587 4.59
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 856.4312 GNSYFLR 96.5622 856.4313 21.1878 3758 1 856.4313 0.9530
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 530.3085 RPYI 613.1152 530.3091 16.9937 1228 1 530.3091 0.7910
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1009.5465 GGFNNFIIK 541.6349 1009.5439 18.9134 1226 1 1009.5439 ‐1.3011
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1511.7006 SAMSSASDNASDLKK 9964.5390 1511.6973 17.2554 1041 2 756.3523 ‐2.2399
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 5408.6120 41196.2636 49 54.96 None 1445.8362 GLGLEYTVISVGKK 490.3963 1445.8396 16.2848 1570 3 482.6181 1.1424
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 1358.7274 ALQESLASELAAR 32753.9500 1358.7273 26.7393 53946 2 679.8673 ‐0.4741
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 1163.6307 YLEAGTLPTAK 9632.9860 1163.6291 21.7280 41822 2 582.3182 ‐2.2015
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 1028.6099 VALVVVTGDR 16504.7200 1028.6099 23.1896 29686 2 514.8086 ‐1.0802
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 987.5622 RPYIPVDK 3444.1410 987.5587 17.0030 10865 2 494.2830 ‐4.7505
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 969.4822 SLSMVYNR 536.2769 969.4877 26.6665 3941 1 969.4877 6.61
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 984.5261 KGNSYFLR 1473.9870 984.5267 18.6851 5071 2 492.7670 ‐0.6247
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 646.3519 VVTGDR 429.3969 646.3521 22.1905 4188 1 646.3521 0.3863
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 856.4312 GNSYFLR 93.9837 856.4313 21.1878 3758 1 856.4313 0.9917
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 758.4407 AGTLPTAK 2411.7240 758.4390 21.7363 1504 1 758.4390 ‐1.7329
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 917.5051 SLASELAAR 723.5658 917.5013 26.7814 1311 1 917.5013 ‐3.0492
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 530.3085 RPYI 986.2916 530.3091 16.9937 1228 1 530.3091 0.7548
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1953.4980 41196.2636 49 54.96 None 951.4717 SLSMVYNR 224.9039 951.4767 25.0438 3716 2 476.2420 4.0187
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1530.8890 SEPVIHTLLPLSPK 11514.5800 1530.8867 18.2206 49484 3 510.9671 ‐2.1491
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 Carbamidomethyl+C(3) 1339.6828 GLCGGFNNFIIK 3442.1730 1339.6835 18.8942 19040 2 670.3454 0.6191
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1335.7518 GLGLEYTVISVGK 7359.3790 1335.7535 18.5248 17109 2 668.3804 1.77
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1463.8468 GLGLEYTVISVGKK 5160.6180 1463.8437 17.4029 9995 3 488.6194 ‐2.8573
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1824.9755 GNSYFLRRPYIPVDK 395.8834 1824.9391 20.7151 20998 2 912.9732 ‐19.2072
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1885.0250 ASSVSPLQASLRELRDR 291.1900 1885.0255 20.8947 6337 3 629.0133 0.0852
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 3058.5507 EAQAVADDVFSLFISEEVDKVELLYTK 7601.3200 3058.5456 25.1948 23083 3 1020.1867 ‐0.2893
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1705.9735 ELKGLGLEYTVISVGK 259.6870 1705.9871 20.8767 5031 3 569.3339 7.75
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1314.8144 PVIHTLLPLSPK 31418.2400 1314.8099 18.2171 5023 2 657.9086 ‐3.4128
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1009.5465 GGFNNFIIK 589.5956 1009.5439 18.9134 1226 1 1009.5439 ‐1.2228
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1293.7413 GLEYTVISVGKK 791.8107 1293.7396 17.3948 801 2 647.3734 ‐1.3257
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 3040.5401 EAQAVADDVFSLFISEEVDKVELLYTK 309.2735 3040.5217 23.8088 15033 3 1014.1787 ‐4.7213
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1806.9650 GNSYFLRRPYIPVDK 146.3270 1806.9719 19.6279 4805 2 903.9896 4.99
NP_567265.1 ATP synthase gamma chain 1 Arabidopsis thaliana 1022.3040 41196.2636 49 54.96 None 1445.8362 GLGLEYTVISVGKK 400.4670 1445.8396 16.2848 1570 3 482.6181 1.55
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 907.5247 NLLSVAYK 7818.9940 907.5275 16.0328 27835 2 454.2674 1.55
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1334.5643 YEEMVEFMEK 13719.1900 1334.5632 27.9380 25138 2 667.7852 ‐1.2445
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1570.8687 LLDTILVPAAASGDSK 4811.3690 1570.8671 18.3097 24228 2 785.9372 ‐0.9707
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1803.9348 AAQDIANSELAPTHPIR 3753.8440 1803.9382 21.7885 15885 3 601.9843 1.1811
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1403.7013 AVDKDELTVEER 5547.2990 1403.7030 17.6961 13807 3 468.5725 0.0027
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 2128.9921 QAFDEAIAELDTLGEESYK 1968.7910 2128.9913 37.0293 7358 2 1064.9993 0.7297
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 3299.6352 QAFDEAIAELDTLGEESYKDSTLIMQLL 925.1525 3299.6353 25.6165 6549 3 1100.5500 1.41
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1418.7485 IISSIEQKEESR 10732.4900 1418.7494 16.5902 4848 3 473.5880 ‐0.6469
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1219.5953 DAAEHTLTAYK 2199.6070 1219.5969 17.2449 4631 2 610.3021 0.7131
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1483.7023 EAAPAAAKPADEQQS 1550.5970 1483.7058 18.6342 4188 2 742.3565 2.85
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1125.5647 GNDDHVSLIR 2856.0160 1125.5658 18.1309 2334 2 563.2866 0.2236
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1002.4601 DEFVYMAK 3502.2860 1002.4604 23.2404 1785 1 1002.4604 1.44
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 Carbamidomethyl+C(11) 1820.9310 SKIETELSDICDGILK 3304.5360 1820.9301 32.2487 12006 2 910.9687 0.0198
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1116.5783 SKIETELSDI 231.9904 1116.5843 30.7552 8194 2 558.7958 4.03
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 401.2871 LLR 80.2013 401.2866 23.8129 4278 1 401.2866 ‐1.9232
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 680.3978 LSVAYK 3421.4150 680.3967 16.0409 3721 1 680.3967 ‐1.3101
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 635.2995 AASGDSK 51.4712 635.3022 17.7603 1560 1 635.3022 4.10
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 990.4738 DELTVEER 168.8738 990.4760 19.6650 847 2 495.7417 1.43
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1192.5804 SSIEQKEESR 1890.5840 1192.5787 16.5982 763 2 596.7930 ‐2.0906
NP_567344.1 14 3 3 like protein GF14 chi Arabidopsis thaliana 5340.3990 30045.6952 21 61.42 None 1107.5541 GNDDHVSLIR 230.1926 1107.5558 19.0609 1751 1 1107.5558 3.1738
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 1567.8438 IIGATNPAASEPGTIR 14500.7200 1567.8427 21.4305 34709 2 784.4250 ‐0.7025
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 963.4894 GDFAIDIGR 19171.3200 963.4915 25.8858 21481 2 482.2494 1.1016
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 12381.6300 1016.5561 26.6974 17031 2 508.7817 ‐0.6128
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 1370.6659 NVIHGSDSVESAR 29858.1200 1370.6677 14.8418 6577 3 457.5608 0.0564
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 1498.7608 NVIHGSDSVESARK 324.0522 1498.7534 18.3877 1683 2 749.8803 ‐5.0437
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 2985.4570 KEIALWFPDGPVNWQSSVHPWVYET 751.9636 2985.3877 35.4234 6499 3 995.8007 ‐22.4182
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 5488.0440 18984.9138 13 42.60 None 1025.5262 IIGATNPAASE 446.3151 1025.5251 23.7085 1937 1 1025.5251 0.2715
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 None 1567.8438 IIGATNPAASEPGTIR 8639.1260 1567.8427 21.4305 34709 2 784.4250 ‐0.7221
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 None 963.4894 GDFAIDIGR 14470.1800 963.4917 25.9268 18812 2 482.2495 1.0969



NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 Carbamidomethyl+C(8) 1016.5558 GLIGEVICR 8918.1460 1016.5561 26.6974 17031 2 508.7817 ‐0.7612
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 Carbamidomethyl+C(2)
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 None 2985.4570 KEIALWFPDGPVNWQSSVHPWVYET 424.2603 2985.3877 35.4234 6499 3 995.8007 ‐22.9322
NP_567346.1 nucleoside diphosphate kinase 1 Arabidopsis thaliana 2161.5970 18984.9138 13 42.60 None 460.2514 DIGR 55.9474 460.2537 25.9367 803 1 460.2537 4.38
NP_567488.1 mitochondrial import inner membrane translocase subunit Tim17 Tim22 Tim23 fam 160.9167 18585.9421 3 15.34 None 2902.4404 NTGKESLQWGLAAGLYSGITYGMTEV 852.3516 2902.4489 30.8738 10772 3 968.1545 3.1732
NP_567488.1 mitochondrial import inner membrane translocase subunit Tim17 Tim22 Tim23 fam 160.9167 18585.9421 3 15.34 None 1502.8227 AHLFDLGHPLLNR 408.2955 1502.8118 32.1041 1751 2 751.9095 ‐7.3477
NP_567488.1 mitochondrial import inner membrane translocase subunit Tim17 Tim22 Tim23 fam 160.9167 18585.9421 3 15.34 Oxidation+M(20) 2705.2518 GGAHDWRNSAVAGALTGAAMAMTT 733.3423 2705.2623 31.5789 7549 3 902.4256 3.44
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 914.5669 ILLESAIR 10956.2800 914.5666 16.3116 10048 2 457.7869 ‐1.5695
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 1874.9454 VSDIRPGQDVTVTTDSGK 2346.2560 1874.9472 18.7225 7344 3 625.6539 0.3019
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 2652.3014 DVWPSNEEVAQVVQYSVLPSMFK 2189.8960 2652.2999 23.2348 6282 2 1326.6536 1.46
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 1430.6546 GVISEDFNSYGSR 1726.4290 1430.6596 23.8176 4540 2 715.8334 3.71
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 1555.7347 AGEDAETLGLTGHER 3159.5020 1555.7384 19.6388 4487 3 519.2510 1.18
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 1206.6001 ILDWENTSTK 2227.3980 1206.6016 23.2423 6822 2 603.8044 0.6349
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 2223.1292 EKQEEVVKFSYNGQPAEIK 1209.1030 2223.1457 20.3760 3931 4 556.5419 5.33
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 Carbamidomethyl+C(10) 2623.3032 ILLESAIRNCDNYQVTKDDVEK 239.8445 2623.2777 37.8907 915 3 875.0974 ‐9.4120
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 688.3988 LESAIR 5824.6400 688.3974 16.3177 3720 1 688.3974 ‐1.8262
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 970.5204 EKQEEVVK 244.0941 970.5178 19.4563 942 1 970.5178 ‐1.4861
NP_567763.2 aconitase 2 Arabidopsis thaliana 275.3521 109051.4600 11 8.74 None 1856.9348 VSDIRPGQDVTVTTDSGK 171.4401 1856.9435 17.8198 867 2 928.9754 5.86
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 1327.6852 NVGSVVAVDQDPK 228496.7000 1327.6866 19.4502 162088 2 664.3469 0.6398
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 2299.0725 VNYANISTNNYALDEVEEVAA 93114.0300 2299.0658 34.0327 98694 2 1150.0365 ‐1.5031
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 859.3985 ESYWFK 4287.4460 859.3992 24.7781 17418 1 859.3992 1.30
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 8026.3130 2326.2478 19.7757 17340 4 582.3174 1.69
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 1015.4996 RESYWFK 167.8762 1015.5030 21.8249 2336 2 508.2551 2.58
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 989.5891 TRYPVVVR 7209.0410 989.5891 17.5153 24060 2 495.2982 ‐0.9631
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 472.3242 VVVR 148.1237 472.3244 17.5146 1512 1 472.3244 ‐0.1418
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 36037.8300 14967.0109 17 51.75 None 705.4294 PPPIGPK 170.3400 705.4300 18.8105 1250 1 705.4300 1.1887
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 2299.0725 VNYANISTNNYALDEVEEVAA 90487.3800 2299.0659 34.0329 98014 2 1150.0366 ‐1.3168
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 2326.2401 DSPAAAAAPDGATATKPKPPPIGPK 6030.2970 2326.2478 19.7757 17340 4 582.3174 1.43
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 1327.6852 NVGSVVAVDQDPK 184.2739 1327.7207 30.2120 3382 2 664.3640 26.2277
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 1015.4996 RESYWFK 388.3989 1015.5030 21.8249 2336 2 508.2551 2.72
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 989.5891 TRYPVVVR 9176.2180 989.5891 17.5153 24060 2 495.2982 ‐1.1178
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 2168.0659 ESYWFKNVGSVVAVDQDPK 326.3979 2168.0434 33.9927 1053 2 1084.5254 ‐9.0634
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 472.3242 VVVR 197.5839 472.3244 17.5146 1512 1 472.3244 ‐0.1912
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 2150.0553 ESYWFKNVGSVVAVDQDPK 236.2010 2150.0426 34.6534 802 2 1075.5249 ‐4.6573
NP_567818.2 photosystem I reaction center subunit E Arabidopsis thaliana 14378.3700 14967.0109 17 51.75 None 2282.0459 VNYANISTNNYALDEVEEVAA 622.9074 2282.0429 34.0253 874 2 1141.5251 0.2139
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 2357.2129 EKEIEMQREDLLSKPENIR 676.6549 2357.2082 35.0339 11704 3 786.4076 ‐2.0233
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1639.9265 EAVASPPTTVVSAALVK 7199.2200 1639.9290 28.0411 9749 2 820.4682 1.51
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 2376.1413 TPAPVVTEASSEESGNTATAESIK 2136.6130 2376.1369 22.2056 9659 2 1188.5721 ‐0.2869
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 3423.6173 AEDDSPEKEEQTETLAAAAEAEEVVPP 13208.6600 3423.6110 32.2632 8937 3 1141.8752 ‐0.4789
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1116.6147 VVEEEVIATK 3985.4680 1116.6166 19.0442 7331 2 558.8120 0.9751
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1362.6900 NEELVPGATFTGK 6931.4710 1362.6930 24.6317 6145 2 681.8501 1.68
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 3075.4852 ATGTDVVAAVEEQDSTPVVAEDKETVA 1206.3880 3075.4811 26.9032 5401 3 1025.8319 ‐0.4023
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 958.5568 IATIGENIK 3054.9040 958.5545 19.6915 4527 2 479.7809 ‐3.4752
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSE 2006.3440 3520.7298 40.2567 4303 3 1174.2481 ‐2.4856
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1045.5524 ALAATGGDLEK 10295.9500 1045.5522 17.0336 3836 2 523.2797 ‐1.1313
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1003.5306 LVEADIESK 4843.0710 1003.5305 17.7329 3728 2 502.2689 ‐1.1418
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 Carbamidomethyl+C(31) 5124.3625 EEEAEKPPVETPVEPEAEASVTSAEVEE 1252.7750 5124.3584 32.3909 2381 4 1281.8451 ‐1.5796
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1173.6474 QTVATLGENIK 705.9343 1173.6471 19.7405 1780 2 587.3272 ‐0.8822
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1279.5835 NALSESEGDMVK 4028.1080 1279.5832 20.1832 6992 2 640.2952 ‐0.7081
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 946.5026 GQMLDGVVK 2646.2390 946.5034 16.4403 3998 2 473.7554 ‐0.2406
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 4839.2953 SEEEIVENSIPPNSATDEVSSPEALASEE 336.0168 4839.2663 32.8340 2966 4 1210.5720 ‐6.9097
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1515.7472 ISLTMRENDDPPK 505.2366 1515.7149 28.4183 2126 2 758.3611 ‐21.3061
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1116.5280 SDAPAPTSQSR 91.7263 1116.5486 36.3442 1204 1 1116.5486 20.1865
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 Carbamidomethyl+C(9) 1850.9317 IGVLLEVNCETDFVSR 203.0670 1850.9581 18.0213 1019 3 617.6575 13.5651
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 1433.7747 KNEEIAAFLDKR 244.7396 1433.7879 33.4257 3631 2 717.3976 9.0034
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 Carbamidomethyl+C(18) 3423.7366 IGAYIHDSRIGVLLEVNCETDFVSRGDIF 347.4625 3423.7516 23.0776 2117 3 1141.9220 5.82
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 1557.9560 104238.4537 36 32.84 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 401.5160 2600.4039 39.1396 1522 3 867.4728 ‐3.6210
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1639.9265 EAVASPPTTVVSAALVK 7985.0470 1639.9290 28.0411 9749 2 820.4682 1.24
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1362.6900 NEELVPGATFTGK 9055.5830 1362.6930 24.6317 6145 2 681.8501 1.93
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 958.5568 IATIGENIK 2441.5220 958.5545 19.6915 4527 2 479.7809 ‐3.6371
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 Carbamidomethyl+C(13) 3520.7438 ELVDDLAMQVAACPQVEYLVTEDVSE 3014.1840 3520.7298 40.2567 4303 3 1174.2481 ‐3.2590
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1173.6474 QTVATLGENIK 494.7562 1173.6471 19.7405 1780 2 587.3272 ‐0.9938
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1116.6147 VVEEEVIATK 1481.5610 1116.5858 25.2356 14905 2 558.7965 ‐26.7859
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1515.7472 ISLTMRENDDPPK 245.7440 1515.7149 28.4183 2126 2 758.3611 ‐21.3378
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1732.8864 SQDFAAEVAAQTAAKPK 617.1270 1732.8632 24.3153 1788 2 866.9353 ‐13.0189
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1045.5524 ALAATGGDLEK 473.5481 1045.5378 18.8889 1160 2 523.2725 ‐15.0790
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1433.7747 KNEEIAAFLDKR 126.0707 1433.7616 26.7900 2796 2 717.3844 ‐9.3944
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 2600.4141 DVSSVVTIGQEVKVRLVEADIESK 202.5966 2600.4039 39.1396 1522 3 867.4728 ‐3.9485
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 743.4410 QTAAKPK 123.8024 743.4418 23.6985 3382 1 743.4418 1.60
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 660.3927 EVIATK 233.6174 660.3923 27.3059 2841 1 660.3923 ‐0.4484
NP_567820.1 elongation factor Ts family protein Arabidopsis thaliana 428.1581 104238.4537 36 32.84 None 1344.6794 NEELVPGATFTGK 484.0250 1344.6829 23.3192 4693 2 672.8451 2.1316
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 94012.3400 3064.5435 37.9301 186929 3 1022.1860 ‐0.3630
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1291.6892 ATPEQVAAYTLK 51082.4200 1291.6891 24.8572 125839 2 646.3482 ‐0.6114
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1653.9244 MVDVLVEQNIVPGIK 122378.9000 1653.9240 19.5385 122139 2 827.4656 ‐0.0645
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 2055.0730 TWGGRPENVNAAQTTLLAR 28801.0000 2055.0722 24.8967 81557 3 685.6956 ‐0.7864
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 102259.5000 1466.6611 22.2569 74234 2 733.8342 ‐0.3921
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 37633.1300 2445.1771 20.0240 73195 2 1223.0922 ‐0.6527
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTE 12565.6400 3400.7820 24.8638 55793 3 1134.2655 ‐0.6148
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1431.7074 LDSIGLENTEANR 74724.0900 1431.7083 21.7057 47376 2 716.3578 0.4162



NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 873.4577 EAAWGLAR 19733.1300 873.4576 21.6906 41117 2 437.2325 ‐1.3441
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1452.8421 TVVSIPNGPSALAVK 29285.3100 1452.8371 17.0570 30262 2 726.9222 ‐3.5641
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(12) 1622.7625 GILAMDESNATCGKR 6559.8080 1622.7636 20.4818 10252 3 541.5927 ‐0.2951
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1587.8085 RLDSIGLENTEANR 17709.5400 1587.8097 20.6867 62145 3 529.9414 ‐0.2436
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRT 1835.7220 3870.9301 37.8403 19824 4 968.4880 ‐0.8407
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1996.1147 MVDVLVEQNIVPGIKVDK 2058.9780 1996.1123 18.8814 5487 3 666.0423 ‐1.7123
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 740.4665 NIVPGIK 114.4173 740.4630 17.6525 11329 1 740.4630 ‐4.3139
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 953.5415 PNGPSALAVK 260.4953 953.5418 16.7458 6009 2 477.2745 ‐0.7183
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 673.3780 AWGLAR 141.3415 673.3777 21.6955 5688 1 673.3777 ‐0.3691
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1650.7970 EPEILLDGEHDIDR 395.2053 1650.7946 36.3490 3569 2 825.9010 ‐1.2040
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 893.5091 QVAAYTLK 251.8994 893.5113 22.4905 3413 2 447.2593 1.51
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 5349.6570 2176.0055 20.0155 2564 2 1088.5064 ‐0.3286
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 997.5677 EQNIVPGIK 236.3069 997.5701 18.3516 2285 2 499.2887 1.79
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1228.6168 RLDSIGLENTE 278.4654 1228.6131 19.8203 2009 2 614.8102 ‐3.5592
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 931.4190 GILAMDESN 286.5262 931.4206 21.8229 1971 1 931.4206 2.81
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1082.5477 RLDSIGLENT 292.4496 1082.5429 18.9638 1189 1 1082.5429 ‐2.8341
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(8) 1866.8035 GSNNESWCQGLDGLSSR 422.9565 1866.8001 21.4925 931 2 933.9037 ‐1.2326
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1273.6787 ATPEQVAAYTLK 245.4547 1273.6759 24.7816 2420 2 637.3416 ‐2.7156
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 855.4472 EAAWGLAR 198.4464 855.4475 21.6884 1274 2 428.2274 ‐0.9209
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 362.6245 1448.6463 22.7451 1262 2 724.8268 ‐3.3036
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 None 1414.6809 LDSIGLENTEANR 316.5159 1414.6856 20.3230 1644 2 707.8464 3.1276
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 26821.7400 43159.0095 48 47.74 Carbamidomethyl+C(12) 1605.7360 GILAMDESNATCGKR 285.4782 1605.7436 21.0785 754 2 803.3754 4.09
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 3064.5473 YAAISQDSGLVPIVEPEILLDGEHDIDR 91386.4000 3064.5435 37.9304 185525 3 1022.1860 ‐0.9140
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1291.6892 ATPEQVAAYTLK 36173.5000 1291.6891 24.8572 125839 2 646.3482 ‐0.6955
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 2055.0730 TWGGRPENVNAAQTTLLAR 26688.4400 2055.0722 24.8962 81173 3 685.6956 ‐0.8583
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 Carbamidomethyl+C(12) 1466.6614 GILAMDESNATCGK 88824.8000 1466.6611 22.2569 74234 2 733.8342 ‐0.4353
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 873.4577 EAAWGLAR 24611.1600 873.4576 21.6906 41117 2 437.2325 ‐1.5259
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1587.8085 RLDSIGLENTEANR 9929.9210 1587.8097 20.6867 62145 3 529.9414 ‐0.0803
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 3870.9284 YAAISQDSGLVPIVEPEILLDGEHDIDRT 4347.2130 3870.9301 37.8403 19824 4 968.4880 ‐0.0001
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 Oxidation+M(1) 1669.9193 MVDVLVEQNIVPGIK 9348.3660 1669.9202 31.1916 15955 2 835.4637 0.7849
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1182.5650 TWGGRPENVNA 182.4639 1182.5617 25.1872 17009 2 591.7845 ‐3.6430
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 673.3780 AWGLAR 196.7207 673.3777 21.6955 5688 1 673.3777 ‐0.3724
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 893.5091 QVAAYTLK 1760.5270 893.5098 23.6142 3349 2 447.2586 ‐0.5293
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1767.9460 GGRPENVNAAQTTLLAR 3719.6270 1767.9492 24.8945 2801 2 884.4783 2.08
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1022.5517 EQVAAYTLK 479.9807 1022.5461 24.8715 1669 1 1022.5461 ‐3.9867
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 Carbamidomethyl+C(7) 981.3942 DESNATCGK 331.4346 981.3926 22.2639 1021 1 981.3926 ‐0.3968
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 815.3642 ENTEANR 502.0677 815.3595 20.6893 816 1 815.3595 ‐5.1475
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 1273.6787 ATPEQVAAYTLK 194.0555 1273.6759 24.7816 2420 2 637.3416 ‐2.8039
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 None 855.4472 EAAWGLAR 262.3462 855.4475 21.6884 1274 2 428.2274 ‐1.1069
NP_568049.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12551.5000 43159.0095 48 47.74 Carbamidomethyl+C(12) 1448.6509 GILAMDESNATCGK 526.9058 1448.6463 22.7451 1262 2 724.8268 ‐3.3511
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1434.6070 27159.9738 5 28.85 None 1816.9538 ELLVGKDDELLQTDTK 9541.5450 1816.9571 26.2365 13472 3 606.3239 1.0630
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1434.6070 27159.9738 5 28.85 None 2695.2787 GGRPEFIFEDGQYPEQVDWIGQK 7497.4020 2695.2787 33.2785 8386 3 899.0977 0.4177
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1434.6070 27159.9738 5 28.85 Carbamidomethyl+C(7) 1905.9627 ADVAEVCIQALLFEEAK 1011.2360 1905.9581 37.2572 6313 2 953.4827 ‐1.7435
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1434.6070 27159.9738 5 28.85 None 1797.9018 AEQYLADSGTPYTIIR 1291.2190 1797.8961 28.1601 3417 2 899.4517 ‐2.6691
NP_568098.1 ABA modulated tyrosine phosphorylated protein Arabidopsis thaliana 1434.6070 27159.9738 5 28.85 None 1925.9967 KAEQYLADSGTPYTIIR 1992.4410 1926.0004 18.8674 13299 3 642.6717 1.94
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1901.9603 VVGAFLEGGSPEENNAIAK 7560.5990 1901.9608 26.4355 23084 2 951.4840 0.9042
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 16282.3800 2384.0697 34.5171 17905 2 1192.5385 0.6902
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1386.7475 AQPSVESLEVLSK 4583.0100 1386.7454 27.0012 17731 2 693.8764 ‐1.7614
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1924.9725 TSLPDVYAIGDVATFPMK 3725.4920 1924.9741 20.7489 17555 2 962.9907 1.49
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1136.6310 TLVSGTGQVFK 6076.2590 1136.6367 23.0273 16593 2 568.8220 4.07
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1176.5895 LSDFGVPGADAK 5713.5080 1176.5920 22.8768 12963 2 588.7996 1.87
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1761.7888 ELEDADYLAYAMETK 6805.8960 1761.7912 31.5124 12360 2 881.3993 1.91
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1479.8166 YQTLLAATGSSVIR 10548.0500 1479.8158 17.3563 12073 2 740.4116 ‐0.6044
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1635.8489 ATLPNFYVAAGIGGER 11877.2300 1635.8496 18.8300 9563 2 818.4285 0.6106
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 1926.9443 DQVEEEKGGLKTDGFFK 677.2264 1926.9417 38.2185 7334 2 963.9745 ‐0.6455
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 976.4734 DFGVPGADAK 348.6253 976.4719 22.0833 1700 1 976.4719 ‐0.3484
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2692.2640 47537.0137 34 35.86 None 945.4829 LPYFYSR 322.4063 945.4839 34.5102 1412 1 945.4839 2.95
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1901.9603 VVGAFLEGGSPEENNAIAK 3369.1560 1901.9608 26.4355 23084 2 951.4840 0.9627
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 2384.0717 AAEEGNSIPEYDYLPYFYSR 18822.1000 2384.0697 34.5171 17905 2 1192.5385 0.8613
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1386.7475 AQPSVESLEVLSK 3453.7980 1386.7454 27.0012 17731 2 693.8764 ‐1.8233
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1136.6310 TLVSGTGQVFK 11134.3800 1136.6367 23.0273 16593 2 568.8220 4.1603
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1176.5895 LSDFGVPGADAK 5322.7320 1176.5920 22.8768 12963 2 588.7996 1.78
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1761.7888 ELEDADYLAYAMETK 10461.9900 1761.7912 31.5124 12360 2 881.3993 1.48
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1513.8009 EQVPPYERPALSK 8113.5560 1513.8007 19.4521 10999 3 505.2718 ‐1.0318
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 2825.3702 NIFYLRELEDADYLAYAMETKEK 348.5097 2825.4180 43.9344 5006 3 942.4775 17.0722
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1897.9138 GTVASGFTTNSNGEVTEVK 496.7764 1897.9184 21.9576 2795 2 949.4629 3.1665
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1185.6051 FGSYWIKER 55.1822 1185.6207 28.8051 1870 2 593.3140 12.05
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1635.7133 GTVASGFTTNSNGEVTE 249.6183 1635.7198 21.3894 2467 3 545.9114 3.1549
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 1187.6518 PSVESLEVLSK 74.8166 1187.6460 28.6623 1589 2 594.3266 ‐5.6582
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 2188.6520 47537.0137 34 35.86 None 945.4829 LPYFYSR 301.1567 945.4839 34.5102 1412 1 945.4839 2.86
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1924.9725 TSLPDVYAIGDVATFPMK 5094.7150 1924.9741 20.7489 17555 2 962.9907 1.98
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1905.0229 EFFNQGVKPGELAIISR 3211.7960 1905.0233 18.3093 17187 3 635.6793 0.0648
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1479.8166 YQTLLAATGSSVIR 10561.8900 1479.8158 17.3563 12073 2 740.4116 ‐0.2381
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1635.8489 ATLPNFYVAAGIGGER 4739.6770 1635.8496 18.8300 9563 2 818.4285 0.9099
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1914.9272 LFTAGIASFYEGYYANK 1648.4350 1914.9303 20.3424 7201 2 957.9688 2.44
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1901.9603 VVGAFLEGGSPEENNAIAK 608.6998 1901.9619 16.7021 1174 2 951.4846 1.88
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 1897.9138 GTVASGFTTNSNGEVTEVK 113.6557 1897.9346 19.0870 3924 2 949.4709 11.01
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 3358.5539 AFDLSWQFYGDNVGESVLFGDNDPES 338.3987 3358.5746 22.0945 2185 3 1120.1964 7.20
NP_568125.1 monodehydroascorbate reductase NADH Arabidopsis thaliana 969.9008 47537.0137 34 35.86 None 2522.3097 GINIVKGTVASGFTTNSNGEVTEVK 518.8757 2522.3238 18.7294 18196 3 841.4461 6.44



NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 25798.3900 2539.2155 32.8169 31322 3 847.0767 0.7901
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 1262.6409 TIAMDGTEGLVR 18205.6200 1262.6417 24.1275 30066 2 631.8245 0.0169
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 1385.7093 IMNVLGEPIDER 21328.6600 1385.7115 27.6552 29404 2 693.3594 1.54
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 2186.1452 IPSAVGYQPTLASDLGALQER 19816.0800 2186.1404 32.2654 28493 2 1093.5738 ‐0.8677
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 1867.9119 MLSPHILGEEHYNTAR 2882.8440 1867.9124 23.2169 5326 3 623.3090 ‐0.4033
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 2132.0427 NLQDIIAILGMDELSEDDK 359.8651 2132.0803 34.5026 1272 2 1066.5438 18.8104
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 815.3894 GEPIDER 602.4325 815.3915 27.8818 7310 1 815.3915 3.22
NP_568203.2 ATP synthase subunit beta 1 Arabidopsis thaliana 2717.7640 59802.0826 8 18.35 None 1641.8483 IPSAVGYQPTLASDLGA 498.8137 1641.8457 31.7097 2232 2 821.4265 ‐1.3680
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 975.5622 IGLFGGAGVGK 72090.7100 975.5614 16.9154 159582 2 488.2843 ‐1.8400
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1996.0961 DAPALVDLATGQEILATGIK 15752.5800 1996.0956 21.5073 40281 2 998.5514 0.5802
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1393.8162 VLNTGAPITVPVGR 26334.2700 1393.8160 16.3365 34979 2 697.4116 ‐0.4101
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2539.2133 FEDQEGLPPIMTSLEVQDHPTR 19072.0100 2539.2155 32.8169 31322 3 847.0767 1.0879
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1492.7754 FTQANSEVSALLGR 12306.7500 1492.7731 17.6244 31207 2 746.8902 ‐1.6392
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1425.7736 VGLTGLTVAEYFR 34521.8600 1425.7737 20.3388 30137 2 713.3905 ‐0.1747
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1262.6409 TIAMDGTEGLVR 20972.1400 1262.6417 24.1275 30066 2 631.8245 0.1077
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1385.7093 IMNVLGEPIDER 23333.0900 1385.7115 27.6552 29404 2 693.3594 1.75
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2186.1452 IPSAVGYQPTLASDLGALQER 13194.6100 2186.1404 32.2654 28493 2 1093.5738 ‐0.9925
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1699.9602 LVLEVSHHLGQNVVR 11943.3200 1699.9604 15.5261 26388 3 567.3250 ‐0.7357
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 3714.8861 GSITSVQAIYVPADDLTDPAPATTFAHL 7393.9520 3714.8775 36.8948 24455 3 1238.9640 ‐0.5791
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1457.8396 TVLIMELINNVAK 57156.7600 1457.8371 23.0120 23800 2 729.4222 ‐1.8790
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 10711.1800 1328.7353 17.8054 17605 2 664.8713 ‐0.5259
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1005.5285 EMIESGVIK 26908.9300 1005.5298 21.2707 17374 2 503.2686 0.3294
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1867.9119 MLSPHILGEEHYNTAR 3162.2610 1867.9124 23.2169 5326 3 623.3090 ‐0.4308
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1173.6626 VVDLLAPYQR 19578.7200 1173.6531 17.6193 42742 2 587.3302 ‐8.8074
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1434.7223 ENINSFQGLLDGK 829.9310 1434.7325 30.2250 20687 2 717.8699 6.57
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2110.0597 TREGNDLYREMIESGVIK 636.6580 2110.0026 19.6079 1765 3 704.0057 ‐27.4264
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2132.0427 NLQDIIAILGMDELSEDDK 492.3269 2132.0803 34.5026 1272 2 1066.5438 18.6982
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAH 5095.3350 3842.9794 20.2900 46992 4 961.5003 ‐1.7215
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1521.9111 KVLNTGAPITVPVGR 7494.1530 1521.9128 15.4789 5428 3 507.9758 0.0077
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2672.3811 NLQDIIAILGMDELSEDDKLTVAR 4840.3860 2672.3856 42.4004 4315 3 891.4667 2.0664
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 931.4520 KTYDYGGK 428.2162 931.4452 22.9078 2048 1 931.4452 ‐6.1722
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 815.3894 GEPIDER 705.4927 815.3915 27.8818 7310 1 815.3915 3.30
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1052.6099 QVIGAIVDVR 302.1543 1052.6112 16.7498 6237 2 526.8092 0.3292
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 842.5094 IGAIVDVR 263.9518 842.5077 17.9587 4523 2 421.7575 ‐3.3042
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 745.4454 IESGVIK 116.1162 745.4429 21.5402 4393 1 745.4429 ‐2.9276
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1055.5520 GLTVAEYFR 541.2833 1055.5545 19.8680 4176 2 528.2809 1.93
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1148.6310 KGSITSVQAIY 331.1915 1148.6323 20.9992 3389 2 574.8198 0.3710
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 741.4505 VGLTGLTV 539.8875 741.4510 19.8419 3007 1 741.4510 1.0587
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1116.6008 ANSEVSALLGR 505.8167 1116.6016 15.9451 2353 2 558.8044 ‐0.0178
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 1641.8483 IPSAVGYQPTLASDLGA 423.4462 1641.8457 31.7097 2232 2 821.4265 ‐1.3657
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 634.3307 APYQR 132.8228 634.3327 17.4292 1919 1 634.3327 3.27
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 838.5145 PITVPVGR 1891.1020 838.5148 16.7275 1477 1 838.5148 1.1110
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 9452.4640 59884.1877 57 55.04 None 2114.0322 NLQDIIAILGMDELSEDDK 376.5496 2114.0319 35.3398 6780 3 705.3488 ‐0.4378
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 975.5622 IGLFGGAGVGK 80802.7600 975.5614 16.9154 159582 2 488.2843 ‐1.2570
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1996.0961 DAPALVDLATGQEILATGIK 44677.0300 1996.0956 21.5073 40281 2 998.5514 0.7245
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1393.8162 VLNTGAPITVPVGR 24236.8800 1393.8160 16.3365 34979 2 697.4116 ‐0.0069
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1492.7754 FTQANSEVSALLGR 14258.6700 1492.7731 17.6244 31207 2 746.8902 ‐1.2785
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1425.7736 VGLTGLTVAEYFR 27570.8800 1425.7737 20.3388 30137 2 713.3905 0.2148
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1699.9602 LVLEVSHHLGQNVVR 6314.4240 1699.9604 15.5261 26388 3 567.3250 ‐0.2783
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1457.8396 TVLIMELINNVAK 30873.6500 1457.8371 23.0120 23800 2 729.4222 ‐1.5033
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 Carbamidomethyl+C(2) 1328.7355 VCQVIGAIVDVR 12216.9900 1328.7353 17.8054 17605 2 664.8713 ‐0.0947
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1864.9440 DAEGQDVLLFIDNIFR 2797.0660 1864.9433 25.5076 16971 2 932.9753 0.4216
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1946.0171 FLSQPFHVAEIFTGAPGK 234.4040 1946.0050 18.6712 4244 2 973.5061 ‐5.2960
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1173.6626 VVDLLAPYQR 25213.5700 1173.6531 17.6193 42742 2 587.3302 ‐8.3096
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 3842.9811 KGSITSVQAIYVPADDLTDPAPATTFAH 9647.7970 3842.9794 20.2900 46992 4 961.5003 ‐0.4319
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 3780.7949 ENINSFQGLLDGKYDDLSEQSFYMVGG 389.4234 3780.7809 22.4280 6827 3 1260.9318 ‐1.3845
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1521.9111 KVLNTGAPITVPVGR 8845.9790 1521.9128 15.4789 5428 3 507.9758 0.4621
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 692.3726 FGGAGVGK 11565.8700 692.3725 16.9194 10920 1 692.3725 0.2183
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1052.6099 QVIGAIVDVR 224.7101 1052.6112 16.7498 6237 2 526.8092 0.8792
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 545.3042 GGAGVGK 6974.5840 545.3017 16.9178 4615 1 545.3017 ‐4.5817
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1148.6310 KGSITSVQAIY 352.9135 1148.6323 20.9992 3389 2 574.8198 0.8796
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 741.4505 VGLTGLTV 455.5544 741.4510 19.8419 3007 1 741.4510 1.78
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 838.5145 PITVPVGR 1503.7800 838.5148 16.7275 1477 1 838.5148 1.81
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 741.4618 ITVPVGR 168.2290 741.4605 16.3628 1218 1 741.4605 ‐1.0716
NP_568204.1 ATP synthase subunit beta 2 Arabidopsis thaliana 6703.2980 59884.1877 57 55.04 None 1407.7631 VGLTGLTVAEYFR 166.4721 1407.7583 21.8872 2009 2 704.3828 ‐3.2524
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2837.1510 28089.7900 5 18.55 None 907.5247 NLLSVAYK 7818.9940 907.5275 16.0328 27835 2 454.2674 1.55
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2837.1510 28089.7900 5 18.55 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2837.1510 28089.7900 5 18.55 None 1624.8541 LLDSHLIPSAGASESK 4491.0560 1624.8547 15.6165 4744 3 542.2898 ‐0.5600
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2837.1510 28089.7900 5 18.55 None 1341.6719 KTAAEDTMLAYK 1598.3070 1341.6720 17.1268 1334 2 671.3396 ‐0.2830
NP_568229.1 14 3 3 like protein GF14 lambda Arabidopsis thaliana 2837.1510 28089.7900 5 18.55 None 680.3978 LSVAYK 3421.4150 680.3967 16.0409 3721 1 680.3967 ‐1.3101
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 1471.7540 AETEDVIAGWRPK 5552.7920 1471.7609 24.4931 18862 3 491.2585 3.19
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 1606.8298 MVDLSNKPEWFLK 1338.0240 1606.8324 18.3547 8634 3 536.2823 0.6480
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 1388.7209 NWSVPDSLPFVK 3838.5270 1388.7207 20.0450 7717 2 694.8640 ‐0.4389
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 2688.2887 SKDSGDGTEQVLLDELTTFNDYIK 1462.2900 2688.2886 39.7008 3687 3 896.7677 0.3779
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 2473.1617 DSGDGTEQVLLDELTTFNDYIK 1203.7540 2473.1564 42.2710 2459 2 1237.0818 ‐0.4074
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 3049.5405 WVPDSDVITQALEEKYPEPPLATPPEK 5973.5770 3049.5432 35.2183 13564 3 1017.1859 1.46
NP_568336.1 glutathione S transferase DHAR3 Arabidopsis thaliana 764.4205 28742.0183 7 34.50 None 867.4393 MVDLSNKP 187.2853 867.4346 17.0436 782 1 867.4346 ‐4.5880
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1539.7537 TYISGDQLSVDDVK 24065.2600 1539.7509 24.4385 29709 2 770.3791 ‐1.8221
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1860.9854 VYAAVPVKPSDAFPNASK 11895.7000 1860.9855 15.7695 21103 3 621.0000 ‐0.5943



NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1281.6474 WYESVASQLAK 14008.0400 1281.6472 16.2839 17487 2 641.3273 ‐0.5986
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1995.9038 SSVLMDVKPWDDETDMK 5325.2140 1995.9089 29.1443 15598 3 665.9745 2.0618
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1532.7591 AVTFSDLHTEEGVK 1462.8550 1532.7604 32.0138 2155 2 766.8838 0.8337
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 2123.9988 SSVLMDVKPWDDETDMKK 599.1110 2123.9877 27.0964 1425 3 708.6674 ‐5.5483
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1609.6873 MDVKPWDDETDMK 412.8737 1609.6846 31.6947 5913 2 805.3459 ‐1.5345
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1461.7220 VTFSDLHTEEGVK 266.3188 1461.7183 31.6693 3141 2 731.3628 ‐2.6522
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1095.5681 YESVASQLAK 291.6648 1095.5719 16.1826 1447 2 548.2896 2.76
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 3691.5950 24258.1708 18 37.50 None 1598.8537 AAVPVKPSDAFPNASK 394.3399 1598.8562 15.7713 1321 2 799.9317 1.25
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1860.9854 VYAAVPVKPSDAFPNASK 18609.4600 1860.9855 15.7695 21103 3 621.0000 ‐0.1342
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1281.6474 WYESVASQLAK 11761.8900 1281.6472 16.2839 17487 2 641.3273 ‐0.1472
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1532.7591 AVTFSDLHTEEGVK 287.1714 1532.7497 18.5904 5412 2 766.8785 ‐5.8048
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 2123.9988 SSVLMDVKPWDDETDMKK 250.2030 2123.9873 19.6016 4364 2 1062.4973 ‐4.2288
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 2490.2358 SVEEHLAGKTYISGDQLSVDDVK 170.0027 2490.2440 19.9772 840 3 830.7528 3.70
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1095.5681 YESVASQLAK 208.4471 1095.5719 16.1826 1447 2 548.2896 3.1790
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1598.8537 AAVPVKPSDAFPNASK 389.4903 1598.8562 15.7713 1321 2 799.9317 2.0076
NP_568375.2 Elongation factor 1 beta 2 Arabidopsis thaliana 2111.0490 24258.1708 18 37.50 None 1243.5953 FSDLHTEEGVK 95.2614 1243.5910 19.1127 1157 2 622.2991 ‐3.5953
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 481.6419 36101.5244 4 10.6 None 2572.3141 NPEDNTQISLLYANVSPDDILLK 3336.0910 2572.3136 37.1994 5023 3 858.1094 0.0610
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 481.6419 36101.5244 4 10.6 None 1197.6150 IFYTVDNPTK 7072.5290 1197.6155 14.8951 4798 2 599.3114 ‐0.2592
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 481.6419 36101.5244 4 10.6 None 1338.7086 GGVGYISKDMALK 809.4745 1338.7211 17.1366 777 2 669.8642 8.56
NP_568391.1 NADH cytochrome b5 reductase like protein Arabidopsis thaliana 481.6419 36101.5244 4 10.6 None 1125.5973 GYISKDMALK 191.8799 1125.5939 18.4839 1221 2 563.3006 ‐3.7410
NP_568697.1 uncharacterized protein Arabidopsis thaliana 145.3290 44241.5323 2 11.8 None 2595.3314 VLGSIYSGNASGITAQHLEWVHQK 1037.0390 2595.3305 20.5513 9460 3 865.7817 0.4128
NP_568697.1 uncharacterized protein Arabidopsis thaliana 145.3290 44241.5323 2 11.8 None 2222.0931 GGEQVTSVLEEMITLLEDMK 1640.3340 2222.0937 21.2501 5034 2 1111.5505 1.18
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 2264.1557 LIGSPPGYVGYTEGGQLTEAVR 6447.3140 2264.1507 29.0848 18537 2 1132.5790 ‐0.9002
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1159.5953 AIDLIDEAGSR 7886.4120 1159.5984 24.3727 14540 2 580.3029 1.22
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1035.5027 LLEDSMAEK 5050.8140 1035.5051 18.5859 13728 2 518.2562 1.96
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1029.5687 TAIAEGLAQR 20926.8900 1029.5709 18.9479 12177 2 515.2891 1.1860
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1581.8734 VPEPTVDETIQILK 1563.9940 1581.8738 30.8053 9231 2 791.4405 0.3121
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1157.4966 LDMSEFMER 13600.1400 1157.4984 28.9392 8963 2 579.2529 0.9059
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1022.5339 LDEMIVFR 3387.2680 1022.5364 28.9016 8325 2 511.7719 1.39
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1315.6740 IASGDVPETIEGK 12185.8200 1315.6754 20.6822 7993 2 658.3414 0.6882
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 914.5557 EIADILLK 6674.6110 914.5547 28.7124 5013 2 457.7810 ‐2.2128
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1936.8559 IGFDLDYDEKDSSYNR 4439.8580 1936.8587 26.4057 4089 3 646.2911 0.8816
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1805.9677 NTLLIMTSNVGSSVIEK 1235.4310 1805.9695 31.5911 3457 2 903.4884 1.81
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1985.9572 AHPDVFNMMLQILEDGR 1572.9220 1985.9574 24.5509 3230 3 662.6573 ‐0.3983
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 Carbamidomethyl+C(5) 1853.9062 GELQCIGATTLDEYRK 611.6912 1853.8891 25.9322 11673 3 618.6345 ‐9.9170
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 2293.0983 YTDESLVAAAQLSYQYISDR 1382.1680 2293.0998 36.5656 3032 2 1147.0535 2.0413
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 Carbamidomethyl+C(5) 1725.8113 GELQCIGATTLDEYR 313.8153 1725.7838 18.8363 2652 3 575.9328 ‐16.7617
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1608.8632 RPYTVVLFDEIEK 540.5778 1608.8511 31.2557 2220 3 536.9552 ‐8.5023
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1382.7638 LAEEGKLDPVVGR 4984.8110 1382.7653 20.4885 5697 2 691.8863 0.7953
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 Carbamidomethyl+C(5) 2361.1868 GELQCIGATTLDEYRKHIEK 2829.6860 2361.1831 25.5105 4800 2 1181.0952 ‐0.0224
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 2373.2172 QYFRPEFLNRLDEMIVFR 783.2271 2373.2291 34.9450 1265 3 791.7479 5.0208
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 634.2791 DEAGSR 254.0542 634.2760 25.7223 4886 1 634.2760 ‐4.8476
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 673.3628 EGLAQR 142.1201 673.3596 17.5422 2626 1 673.3596 ‐4.4785
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 683.3433 LDEMIV 127.2978 683.3446 30.7844 1281 1 683.3446 2.1870
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 1256.7096 PTVDETIQILK 290.4780 1256.7139 31.8165 1175 2 628.8606 2.30
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 928.5211 AIAEGLAQR 445.3517 928.5232 17.7298 1048 2 464.7652 1.1750
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 2073.0175 LIGSPPGYVGYTEGGQLTEAV 228.1604 2073.0298 28.3090 882 3 691.6815 5.88
NP_568746.1 ATP dependent Clp protease ATP binding subunit ClpC Arabidopsis thaliana 1152.1640 103680.8405 26 24.76 None 794.4229 EMIVFR 141.7859 794.4243 27.8674 826 1 794.4243 2.20
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1159.5953 AIDLIDEAGSR 11829.5200 1159.5984 24.3727 14540 2 580.3029 1.72
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 Carbamidomethyl+C(6) 2447.2276 KEDAICILSKPPNDYWQEIK 378.9995 2447.2359 35.3257 1826 2 1224.1216 5.83
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1689.8152 YTMEAIDAAVYLSSR 1895.1130 1689.7949 28.2728 2757 3 563.9365 ‐12.7808
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1456.7577 TVQAMHEVVLSSR 195.2904 1456.7804 34.0205 2387 3 486.2650 14.6675
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1447.7427 DPQGFLGSGITIDK 822.7083 1447.7646 28.1440 1116 3 483.2597 14.1267
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 2934.2912 EAVWSIWDEANSDSKQEEASSTSYSK 892.7999 2934.3022 30.7373 7258 3 978.7723 4.0002
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1699.8802 FTPISAVFERFTER 591.3839 1699.8923 31.1744 2732 2 850.4498 7.94
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1326.6801 RVFEAAVEYSR 391.5120 1326.6904 25.1207 2601 2 663.8488 7.84
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 3365.5599 ALAANYFGSEESMLRLDMSEYMERHT 558.7832 3365.5771 33.8696 1354 3 1122.5305 5.88
NP_568750.1 chaperone protein ClpD Arabidopsis thaliana 193.0468 103691.3082 10 4.87 None 1671.8047 YTMEAIDAAVYLSSR 356.8618 1671.7961 30.7404 34064 2 836.4017 ‐4.8830
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 Arabidop 918.6432 19350.0461 3 26.4 None 1596.8115 TEIPAATPSDPQLKE 9967.0690 1596.8140 22.1008 5566 2 798.9106 1.36
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 Arabidop 918.6432 19350.0461 3 26.4 None 1533.7544 EIQAVPEDEGYRK 441.8974 1533.7571 17.5268 2956 3 511.9239 0.6969
NP_568778.1 probable NADH dehydrogenase ubiquinone 1 alpha subcomplex subunit 5 Arabidop 918.6432 19350.0461 3 26.4 Carbamidomethyl+C(4) 2107.9787 LNVCKEEEDWEMIEKR 650.6603 2107.9852 26.5148 1612 3 703.3333 2.94
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2249.8640 14238.1252 3 29.84 Carbamidomethyl+C(20) 2266.0405 IGEPGQTHEDLAASLPADECR 11838.5800 2266.0431 23.2170 13547 3 756.0192 1.0369
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2249.8640 14238.1252 3 29.84 None 1848.8803 YAIFDFDFVSSEGVPR 1898.3080 1848.8798 21.7691 3924 2 924.9435 0.2898
NP_568915.2 actin depolymerizing factor 3 Arabidopsis thaliana 2249.8640 14238.1252 3 29.84 None 1519.7387 IGEPGQTHEDLAASL 307.4343 1519.7430 21.1455 2195 2 760.3751 2.97
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(3)
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(7) 1233.6256 LGAAQNCSATLK 1186.4500 1233.6311 18.4753 14485 2 617.3192 3.23
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 1400.7169 DWREDGIVSPVK 10200.4700 1400.7169 24.4496 14238 2 700.8621 ‐0.2569
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(11) 1432.6413 AYPYTGKDETCK 7976.4260 1432.6453 14.0723 5245 3 478.2199 1.86
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 2646.3621 FSAENVGVQVLNSVNITLGAEDELK 396.5220 2646.3544 40.2647 4246 3 882.7896 ‐2.5663
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 1135.4803 NSWGADWGDK 975.6690 1135.4813 23.0719 3980 2 568.2443 0.1391
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 1515.7802 VTEAALPETKDWR 2062.6560 1515.7722 28.8094 3143 2 758.3897 ‐5.3071
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(5)
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 2181.1087 LGVNQFADLTWQEFQRTK 3123.3200 2181.1066 22.6347 1178 2 1091.0569 0.1965
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 1355.6743 LGVNQFADLTWQ 393.8896 1355.6724 22.4049 6884 2 678.3398 ‐1.7368
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 936.4898 QEFQRTK 142.3627 936.4874 24.2634 1816 2 468.7473 ‐3.6524
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(9) 1198.5409 PYTGKDETCK 2955.6640 1198.5435 14.0677 1267 2 599.7754 1.45
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 None 1497.7696 VTEAALPETKDWR 332.0889 1497.7632 30.2780 4521 1 1497.7632 ‐1.2714
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 1082.6410 39472.3735 22 31.84 Carbamidomethyl+C(7) 1216.5991 LGAAQNCSATLK 195.8556 1216.5965 20.2528 5905 2 608.8019 ‐2.7541
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 Carbamidomethyl+C(3)



NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 Carbamidomethyl+C(7) 1233.6256 LGAAQNCSATLK 1359.8770 1233.6311 18.4753 14485 2 617.3192 3.46
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 1400.7169 DWREDGIVSPVK 11037.5700 1400.7169 24.4496 14238 2 700.8621 ‐0.3155
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 1135.4803 NSWGADWGDK 1699.8050 1135.4813 23.0719 3980 2 568.2443 0.0185
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 2646.3621 FSAENVGVQVLNSVNITLGAEDELK 581.7223 2646.3564 40.2805 3292 3 882.7903 ‐2.1589
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 1515.7802 VTEAALPETKDWR 1312.1240 1515.7722 28.8094 3143 2 758.3897 ‐5.3388
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 1560.7864 EVEESVSQILGQSR 221.7594 1560.8240 24.2822 4474 3 520.9462 23.2176
NP_568921.1 thiol protease aleurain Arabidopsis thaliana 736.0581 39472.3735 22 31.84 None 1542.7758 EVEESVSQILGQSR 183.4802 1542.7828 26.7394 1013 2 771.8950 4.95
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 92595.8000 2963.3586 22.9530 131042 2 1482.1829 ‐1.0100
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1199.6630 NTITIAPENVK 71279.4000 1199.6616 21.3424 129985 2 600.3345 ‐1.7829
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 2191.0818 DETPFSHGQGLYINPIQFK 46240.6500 2191.0794 19.3147 119113 3 731.0313 ‐1.3562
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1221.6626 AGYWVQTLVGK 65921.5900 1221.6627 18.3699 84587 2 611.3350 ‐0.5405
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 121002.8000 2156.0570 22.0907 84333 2 1078.5322 ‐1.5004
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1156.5997 TSFTFSITPR 30203.3000 1156.5995 17.7481 77736 2 578.8034 ‐0.8433
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1306.5487 HDVWSWSFEN 34894.8300 1306.5505 32.7442 32107 2 653.7789 0.9110
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1716.8479 SENNLIFIEFDTFK 10927.8100 1716.8474 21.7514 14421 2 858.9273 ‐0.0090
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1216.5481 SSNTSSPFDFK 176.4656 1216.5577 19.0580 1541 2 608.7825 7.85
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1719.7510 AGERHDVWSWSFEN 929.1805 1719.7459 20.4007 1495 2 860.3766 ‐2.6421
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 657.3243 FDTFK 156.4429 657.3248 22.0255 5039 1 657.3248 0.8930
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 720.4039 FSITPR 2495.6040 720.4007 17.7735 3797 1 720.4007 ‐4.1337
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 968.5200 FTFSITPR 5476.9950 968.5209 17.7373 3630 1 968.5209 2.1366
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1989.8865 FNFDSFDGSNLLFLGDAE 701.6635 1989.8777 23.2838 3401 2 995.4425 ‐3.5982
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 984.5724 ITIAPENVK 1214.0020 984.5710 21.3378 2839 1 984.5710 ‐0.1563
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1045.4526 HDVWSWSF 2436.6370 1045.4527 32.7353 1382 1 1045.4527 1.04
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1169.5222 DETPFSHGQGL 701.8156 1169.5231 19.2988 880 1 1169.5231 2.04
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1181.6525 NTITIAPENVK 309.0183 1181.6544 22.3138 1443 2 591.3308 0.9408
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1138.5891 TSFTFSITPR 160.2849 1138.5938 19.6564 961 2 569.8006 3.76
NP_683568.1 lectin like protein Arabidopsis thaliana 30282.0400 29806.5106 51 50.92 None 1699.8214 SENNLIFIEFDTFK 336.4973 1699.8244 21.5187 1297 2 850.4158 2.0816
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 1199.6630 NTITIAPENVK 72597.2400 1199.6617 21.3414 129355 2 600.3345 ‐1.8594
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 1306.5487 HDVWSWSFEN 54270.6300 1306.5505 32.7442 32107 2 653.7789 0.8304
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 1539.2490 2963.3687 40.9945 3911 3 988.4611 0.0516
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 1696.9120 2156.0649 38.9534 3759 2 1078.5361 2.96
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 2054.0454 DVNLSSGERFKAWIEFR 863.3765 2054.0565 33.8164 13594 3 685.3570 4.36
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 984.5724 ITIAPENVK 1748.6380 984.5710 21.3378 2839 1 984.5710 ‐0.0882
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 1045.4526 HDVWSWSF 2238.0200 1045.4527 32.7353 1382 1 1045.4527 1.24
NP_683568.1 lectin like protein Arabidopsis thaliana 5233.6270 29806.5106 51 50.92 None 1181.6525 NTITIAPENVK 542.2102 1181.6544 22.3138 1443 2 591.3308 0.8310
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 2963.3694 FNFDSFDGSNLLFLGDAELGPSSDGVSR 80150.7700 2963.3586 22.9530 131042 2 1482.1829 ‐1.2814
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 2191.0818 DETPFSHGQGLYINPIQFK 48296.9900 2191.0794 19.3147 119113 3 731.0313 ‐0.8905
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1221.6626 AGYWVQTLVGK 79773.7100 1221.6627 18.3699 84587 2 611.3350 ‐0.0632
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 2156.0627 VLNDVLLQNMYAGFAGSMGR 152721.6000 2156.0570 22.0907 84333 2 1078.5322 ‐1.4249
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1156.5997 TSFTFSITPR 36214.4800 1156.5995 17.7481 77736 2 578.8034 ‐0.3381
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 821.4305 AWIEFR 2902.8050 821.4299 17.3744 27507 1 821.4299 0.1097
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1716.8479 SENNLIFIEFDTFK 14802.7300 1716.8474 21.7514 14421 2 858.9273 0.2554
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1377.7637 AGYWVQTLVGKR 529.5507 1377.7618 17.3187 5868 2 689.3845 ‐1.3096
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1552.9057 NTITIAPENVKKPK 227.1286 1552.9025 16.6979 1553 3 518.3057 ‐2.6741
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 2569.2650 VLNDVLLQNMYAGFAGSMGRAGER 593.6864 2569.2417 20.1438 9886 3 857.0854 ‐8.3459
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1022.5669 YINPIQFK 351.6767 1022.5607 17.5580 8985 1 1022.5607 ‐4.6902
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 821.4516 TFSITPR 1961.1300 821.4477 17.7445 4420 1 821.4477 ‐3.9468
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 720.4039 FSITPR 2503.1680 720.4007 17.7735 3797 1 720.4007 ‐3.9898
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 968.5200 FTFSITPR 1902.7930 968.5209 17.7373 3630 1 968.5209 2.43
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 974.4901 LGPSSDGVSR 1340.3960 974.4839 22.9550 3120 1 974.4839 ‐5.1435
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1010.5993 APENVKKPK 135.4866 1010.5994 16.6772 2731 2 505.8033 ‐0.3419
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 744.4614 VQTLVGK 1371.3180 744.4641 18.3690 1368 1 744.4641 4.06
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1649.8356 VLNDVLLQNMYAGFA 284.2124 1649.8354 20.3609 1301 2 825.4213 0.3631
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1037.5415 SFTFSITPR 1563.8350 1037.5443 17.0494 979 1 1037.5443 4.43
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1169.5222 DETPFSHGQGL 641.9097 1169.5231 19.2988 880 1 1169.5231 2.25
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 2551.2544 VLNDVLLQNMYAGFAGSMGRAGER 378.2374 2551.2502 20.6198 3134 3 851.0883 ‐0.9448
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1138.5891 TSFTFSITPR 93.6924 1138.5938 19.6564 961 2 569.8006 3.06
NP_683568.1 lectin like protein Arabidopsis thaliana 28376.9100 29806.5106 51 50.92 None 1204.6361 AGYWVQTLVGK 234.7491 1204.6371 18.5179 4683 2 602.8222 0.7347
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 1845.9705 GPAPLSLALAHADIDEAGK 11303.5000 1845.9711 29.9835 39138 3 615.9952 ‐0.3423
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 1507.7944 VLFVPWVETDFR 24202.8100 1507.7926 22.0916 28685 2 754.3999 ‐1.2423
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 1500.7693 DALGNDVVAAEWLK 39726.6000 1500.7718 32.6972 23477 2 750.8895 1.32
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 1349.6583 GDPTYLVVENDK 56841.2800 1349.6593 22.7845 13632 2 675.3333 0.3658
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 979.5095 YLVVENDK 510.7937 979.5112 20.3194 1775 2 490.2592 0.7281
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 8302.2290 22818.1856 19 30.00 None 1030.5568 DVVAAEWLK 318.1903 1030.5594 29.5596 926 2 515.7833 1.57
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 None 1845.9705 GPAPLSLALAHADIDEAGK 14424.6100 1845.9711 29.9835 39138 3 615.9952 ‐0.3042
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 None 1500.7693 DALGNDVVAAEWLK 65204.0500 1500.7718 32.6972 23477 2 750.8895 1.79
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 Carbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 None 919.3945 TGDAPWWS 1311.8950 919.3939 29.8003 10687 1 919.3939 0.4547
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 None 909.4312 DALGNDVVAA 135.2592 909.4337 29.6860 3978 1 909.4337 3.23
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 Carbamidomethyl+C(2)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 5791.4640 22818.1856 19 30.00 None 1030.5568 DVVAAEWLK 159.0994 1030.5594 29.5596 926 2 515.7833 1.06
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 None 1507.7944 VLFVPWVETDFR 32833.2400 1507.7926 22.0916 28685 2 754.3999 ‐0.8881
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 None 1845.9705 GPAPLSLALAHADIDEAGK 329.0571 1845.9792 21.5129 12748 2 923.4932 5.60
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 Carbamidomethyl+C(11)
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 None 1500.7693 DALGNDVVAAEWLK 83.7480 1500.7999 24.4206 3636 2 750.9036 20.6664
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 None 1049.5051 PWVETDFR 224.2707 1049.5051 21.6867 1167 1 1049.5051 1.86
NP_849295.1 cytochrome b6 f complex iron sulfur subunit Arabidopsis thaliana 2018.5690 22818.1856 19 30.00 None 1620.8592 PLSLALAHADIDEAGK 364.7398 1620.8652 21.4749 1128 2 810.9362 4.1770
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1707.8912 IDGFVSGIGTGGTITGAGK 13156.7300 1707.8906 17.1078 31445 2 854.4489 0.2055
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1449.7440 LIITMPASMSTER 14220.8500 1449.7438 17.8696 17707 2 725.3755 0.0672



NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 2135.1495 LYGVEPVESAILSGGKPGPHK 1556.7130 2135.1496 17.4413 14779 3 712.3880 0.1793
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1382.7467 LFVAIFPSFGER 27555.7200 1382.7457 21.7384 12616 2 691.8765 ‐0.6080
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1285.6787 YLSTVLFDATR 1829.8510 1285.6777 18.6392 9722 2 643.3425 ‐0.8117
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1413.7736 YLSTVLFDATRK 2160.4810 1413.7745 17.3891 8081 3 471.9297 ‐0.2009
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 1325.6770 IGFSMISDAEKK 6786.7410 1325.6760 16.1920 6269 2 663.3416 ‐0.7242
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 Carbamidomethyl+C(21) 2603.3134 DVTELIGNTPLVYLNNVAEGCVGR 210.8934 2603.2634 24.6802 1264 2 1302.1354 ‐17.3548
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 Carbamidomethyl+C(21) 2972.5510 DVTELIGNTPLVYLNNVAEGCVGRVAA 1467.8010 2972.5487 22.9568 3178 3 991.5211 0.4894
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 None 710.3719 DVTELIG 143.6026 710.3724 24.8870 1536 1 710.3724 1.1062
NP_849386.1 O acetylserine thiol lyase OAS TL isoform A1 Arabidopsis thaliana 2890.5750 33919.2387 11 36.34 Carbamidomethyl+C(21) 2954.5405 DVTELIGNTPLVYLNNVAEGCVGRVAA 654.6288 2954.5376 22.1893 3675 3 985.5174 0.2559
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 1701.9058 AVFVDLEPTVIDEVR 11267.4200 1701.9053 34.1754 15809 2 851.4563 0.0404
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 987.5469 DVNAAVGTIK 5424.1500 987.5471 18.9416 7842 2 494.2772 ‐0.8465
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 Carbamidomethyl+C(4)
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 4511.1820 1132.5670 26.7258 4788 2 566.7871 ‐0.5453
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 1007.4541 EDAANNFAR 334.4066 1007.4368 17.7758 1966 2 504.2220 ‐18.1513
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 2280.1870 AVFVDLEPTVIDEVRTGTYR 890.7924 2280.1632 33.0269 18492 2 1140.5853 ‐9.0724
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 1784.9429 AVFVDLEPTVIDEVRT 986.5697 1784.9429 33.0686 6292 2 892.9751 0.4690
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 1074.0790 47919.6215 14 11.24 None 773.4516 NAAVGTIK 1264.3930 773.4547 18.9448 800 1 773.4547 4.29
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 None 1701.9058 AVFVDLEPTVIDEVR 6360.9150 1701.9053 34.1754 15809 2 851.4563 0.0521
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 None 987.5469 DVNAAVGTIK 6845.5330 987.5471 18.9416 7842 2 494.2772 ‐1.0016
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 None 1690.8871 SLNIERPTYTNLNR 1039.3860 1690.8879 22.9512 1176 3 564.3008 ‐0.3165
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 Carbamidomethyl+C(6) 1132.5667 EIVDLCLDR 3999.9500 1132.5670 26.7258 4788 2 566.7871 ‐0.6665
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 None 773.4516 NAAVGTIK 2475.8280 773.4547 18.9448 800 1 773.4547 4.26
NP_849388.1 tubulin alpha 6 chain Arabidopsis thaliana 748.8815 47919.6215 14 11.24 None 1673.8606 SLNIERPTYTNLNR 337.8938 1673.8688 22.1105 4124 3 558.6278 4.1632
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1194.6187 IMVVSDEVFR 37492.5300 1194.6194 28.1532 19908 2 597.8134 ‐0.1461
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1241.5797 NFEIDFDSVR 1976.9390 1241.5812 29.9919 13629 2 621.2943 0.5979
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1854.8902 HSIDMETPVLEDALER 12620.0100 1854.8950 30.0626 10244 3 618.9699 1.32
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1167.5793 TPQEFFDKR 12367.8500 1167.5801 19.9408 9713 2 584.2937 ‐0.0964
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1580.7930 WTLFGSNPFVPMGK 478.5996 1580.7940 38.6525 1304 2 790.9006 0.6793
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1973.0239 TGWLTLHDLDGVFRNTK 1582.1330 1973.0398 30.9246 2119 3 658.3514 7.64
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 950.4942 VVSDEVFR 585.6481 950.4929 29.1214 11891 1 950.4929 ‐0.1368
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 603.3097 DALER 83.6716 603.3123 28.1883 4538 1 603.3123 4.82
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1081.5347 MVVSDEVFR 271.5653 1081.5371 28.1558 1165 1 1081.5371 3.36
NP_849430.1 cystine lyase Arabidopsis thaliana 2247.2510 36551.9983 10 23.90 None 1955.9974 TGWLTLHDLDGVFRNTK 600.6606 1955.9949 30.2324 2197 2 978.5011 ‐0.4365
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2498.0050 10287.3029 10 42.39 None 1274.6416 GFGFVTFKDEK 17016.7900 1274.6411 16.9927 25085 2 637.8242 ‐0.8827
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2498.0050 10287.3029 10 42.39 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 2110.7770 1951.8969 31.3791 10491 2 976.4521 0.8557
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2498.0050 10287.3029 10 42.39 None 1116.6008 VITVNEAQSR 674.8538 1116.5856 50.5948 12499 2 558.7964 ‐14.3504
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 2498.0050 10287.3029 10 42.39 None 866.4618 VTFKDEK 137.6919 866.4576 17.5297 3410 1 866.4576 ‐4.0181
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 None 1343.6478 TFSQFGDVIDSK 10781.5400 1343.6496 26.9989 31764 2 672.3284 0.9369
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 Carbamidomethyl+C(1) 1951.8967 CFVGGLAWATNDEDLQR 2061.2320 1951.8969 31.3791 10491 2 976.4521 0.9258
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 None 1116.6008 VITVNEAQSR 367.2128 1116.5778 26.0153 25361 2 558.7925 ‐21.4916
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 None 733.3727 GDVIDSK 171.3755 733.3740 26.6904 5498 1 733.3740 2.83
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 None 1095.5317 SQFGDVIDSK 184.2303 1095.5269 27.9646 1620 1 1095.5269 ‐2.6842
NP_849524.1 glycine rich RNA binding protein 8 Arabidopsis thaliana 1827.0820 10287.3029 10 42.39 None 1325.6372 TFSQFGDVIDSK 417.7163 1325.6349 27.4768 3457 2 663.3211 ‐2.2300
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 1370.7348 MIDPIVNELAQK 2931.0460 1370.7333 29.3239 12860 2 685.8703 ‐1.4281
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 962.5153 DTLATSINK 10782.9700 962.5164 17.1023 4367 2 481.7619 0.1096
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 903.5146 DTIIGAVSK 3922.2140 903.5131 20.7965 3007 2 452.2602 ‐2.8186
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 1704.8188 LNTDESPATPGQYGVR 1016.2650 1704.8223 27.6421 1809 2 852.9148 2.30
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 2503.3054 MIDPIVNELAQKYAGQFKFYK 1269.9340 2503.3002 18.0339 3225 3 835.1049 ‐1.9022
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 1028.5160 PATPGQYGVR 175.8888 1028.5108 25.4019 3204 1 1028.5108 ‐3.6308
NP_849585.1 thioredoxin M1 Arabidopsis thaliana 1026.7010 19892.7287 7 30.73 None 1460.6652 TDESPATPGQYGVR 220.6227 1460.6613 29.4405 1745 2 730.8343 ‐2.8016
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 1453.6958 DPDGYTFELIQR 11489.1600 1453.6965 29.7445 11723 2 727.3519 0.2910
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 1039.5782 EAGPLPGLGTK 5956.1860 1039.5792 22.4275 10234 2 520.2932 ‐0.1639
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 1291.7256 TVLVDNKDFLK 4522.0030 1291.7273 24.3431 6825 2 646.3673 0.7399
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 1389.6719 MAEASDLLEWPK 86.4303 1389.6993 23.0662 6514 2 695.3533 19.4227
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 957.5364 IVNQELGGK 266.1342 957.5491 27.6032 3922 2 479.2782 12.0087
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 1464.7079 TIEFYTEVFGMK 569.2040 1464.7251 39.6964 2448 1 1464.7251 14.7903
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 885.4676 TVLVDNKD 94.3514 885.4622 23.3499 4228 1 885.4622 ‐5.1813
NP_849643.1 glyoxalase I homolog Arabidopsis thaliana 930.7166 31985.4529 8 16.25 None 978.5255 VDNKDFLK 753.2538 978.5235 25.2511 2754 2 489.7654 ‐3.2047
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1075.5630 GGAIDDSVITK 26303.5300 1075.5634 19.7014 47712 2 538.2854 ‐0.4392
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1970.1797 SLLALQGPLAAPVLQHLTK 13918.9000 1970.1828 20.8333 42685 3 657.3991 1.0630
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1121.5738 VGFFSSGPPAR 19569.8400 1121.5746 16.1143 38961 2 561.2909 ‐0.0830
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 Carbamidomethyl+C(10) 1297.5511 DSIMDSTVNCR 36195.0600 1297.5528 20.1203 29395 2 649.2801 0.8439
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1547.8428 IGEITSGGFSPNLKK 2475.4350 1547.8448 23.2737 24604 3 516.6198 0.2480
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1658.9112 AEGGFLGADVILQQLK 18317.6000 1658.9118 21.3285 19891 2 829.9595 0.5486
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1419.7478 IGEITSGGFSPNLK 3190.6840 1419.7481 26.0627 16425 2 710.3777 ‐0.0039
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1415.7066 TALYDFHVAHGGK 7448.2340 1415.7061 21.2583 16274 3 472.5735 ‐1.6226
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1654.8120 MVPFAGWSMPIQYK 4302.3680 1654.8147 20.7946 15544 2 827.9110 1.14
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 895.4706 NIAMGYVK 6272.5260 895.4701 20.7862 15531 2 448.2387 ‐1.7127
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 2597.3170 3405.7453 24.2345 12701 3 1135.9199 ‐3.2973
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 793.4277 MPFVATK 5102.9460 793.4346 20.6585 9232 2 397.2209 7.59
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1402.7437 GGSLWQLGQSITR 382.8752 1402.7003 18.5023 2166 1 1402.7003 ‐28.3016
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1815.0123 RAEGGFLGADVILQQLK 10956.5800 1815.0114 20.2447 10240 3 605.6753 ‐1.2015
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1811.9109 DKDLAHIEEHMKAFK 2790.9490 1811.9012 22.5175 7051 2 906.4542 ‐4.8620
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1543.8016 KTALYDFHVAHGGK 206.5532 1543.8185 24.2894 3472 3 515.2777 9.68
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1109.5448 GWSMPIQYK 894.8365 1109.5416 20.8465 2977 1 1109.5416 ‐1.2310
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1130.5378 YDFHVAHGGK 3542.0130 1130.5402 21.2414 2652 2 565.7737 1.20
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1424.7031 PFAGWSMPIQYK 358.8359 1424.6965 19.9454 2389 1 1424.6965 ‐1.8822
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 818.4155 FSSGPPAR 616.4141 818.4131 16.1458 2344 1 818.4131 ‐2.3247
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1128.5837 KTALYDFHVA 113.6660 1128.5782 23.8348 2330 2 564.7928 ‐5.5618



NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1022.5054 GFFSSGPPAR 1430.8020 1022.5047 16.1077 1872 1 1022.5047 0.7100
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 890.4829 IDDSVITK 4498.5770 890.4821 19.6838 1461 1 890.4821 0.0354
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 Carbamidomethyl+C(10) 1279.5406 DSIMDSTVNCR 342.5038 1279.5381 19.5674 889 2 640.2727 ‐2.4158
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 1057.5524 GGAIDDSVITK 254.8158 1057.5551 19.4534 863 1 1057.5551 4.0687
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 None 878.4441 NIAMGYVK 90.4956 878.4421 20.2635 2007 1 878.4421 ‐1.2952
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 4597.4130 44787.0270 39 46.08 Carbamidomethyl+C(4) 3388.7345 GKDCVPFLETLVVADVAGLAPGTGSLT 200.8680 3388.7219 26.8453 1442 6 565.6264 ‐3.7374
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1970.1797 SLLALQGPLAAPVLQHLTK 11547.1300 1970.1828 20.8333 42685 3 657.3991 1.49
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1121.5738 VGFFSSGPPAR 26156.9600 1121.5746 16.1143 38961 2 561.2909 0.4372
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1658.9112 AEGGFLGADVILQQLK 12740.0200 1658.9118 21.3285 19891 2 829.9595 0.8378
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1654.8120 MVPFAGWSMPIQYK 4574.8050 1654.8147 20.7946 15544 2 827.9110 2.1224
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 Carbamidomethyl+C(4) 3405.7611 GKDCVPFLETLVVADVAGLAPGTGSLT 3187.3900 3405.7453 24.2345 12701 3 1135.9199 ‐2.8111
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 2298.2452 AEGGFLGADVILQQLKDGPTIR 337.6550 2298.2840 21.4397 9805 3 766.7662 17.2683
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 Carbamidomethyl+C(14) 1745.8640 VTDEHIYLVVNAGCR 600.6613 1745.8874 21.8317 2215 2 873.4474 14.0763
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1815.0123 RAEGGFLGADVILQQLK 8541.1040 1815.0114 20.2447 10240 3 605.6753 ‐0.7421
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1424.7031 PFAGWSMPIQYK 644.1575 1424.6965 19.9454 2389 1 1424.6965 ‐1.8979
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 818.4155 FSSGPPAR 795.5693 818.4131 16.1458 2344 1 818.4131 ‐2.2031
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1022.5054 GFFSSGPPAR 1736.0570 1022.5047 16.1077 1872 1 1022.5047 0.7854
NP_849646.1 aminomethyltransferase Arabidopsis thaliana 2197.6270 44787.0270 39 46.08 None 1344.7998 GPLAAPVLQHLTK 1001.1070 1344.8018 20.8219 1720 2 672.9045 1.55
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 899.1543 15719.0970 3 29.17 None 1523.7588 DFGEETTALSIVNK 2212.3100 1523.7600 28.5191 8418 2 762.3836 0.7167
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 899.1543 15719.0970 3 29.17 Carbamidomethyl+C(11) 2061.0322 VAQLVVLAEDCNQPDYVK 3661.8790 2061.0289 28.9193 6399 2 1031.0181 ‐0.5179
NP_849673.1 40S ribosomal protein S12 1 Arabidopsis thaliana 899.1543 15719.0970 3 29.17 Carbamidomethyl+C(9) 1134.5612 TLGEWAGLCK 3259.2060 1134.5636 26.5013 4891 2 567.7854 1.1622
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1631.7622 LSGSEFDSFMAIAEK 3385.4460 1631.7649 34.0052 12666 2 816.3861 1.61
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1352.6441 SASGNVVVYEGDR 7025.7200 1352.6451 18.3906 9249 2 676.8262 0.4080
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1659.8800 VVVSDSLDDIVLNSGK 3954.2220 1659.8812 30.4111 9194 2 830.4442 0.9691
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1796.8701 LDATANDFPKDTFDVK 1965.9480 1796.8707 26.1332 7956 3 599.6284 ‐0.3909
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1523.8792 AASALSSNVPPVVLAK 3816.9260 1523.8826 26.6061 6711 2 762.4449 2.1863
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1422.7223 SQPIPAENNEPVK 9944.8700 1422.7250 17.5020 5501 2 711.8661 1.67
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 957.6132 VVVVGIFPK 1523.7090 957.6130 17.9027 5120 2 479.3101 ‐1.2547
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1091.5368 LDATANDFPK 652.6545 1091.5389 20.3597 2706 2 546.2731 1.1457
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 2837.3330 2773.3307 29.7695 4148 3 925.1151 0.2355
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1087.5742 GESSVTGPVVR 3661.1380 1087.5842 16.7113 3892 2 544.2957 8.61
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1250.6991 EAEGIVTYLKK 1187.5910 1250.6963 23.0218 3362 2 625.8518 ‐2.7386
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1107.5429 GNVVVYEGDR 255.0135 1107.5404 17.5289 1293 2 554.2738 ‐3.0796
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1078.5568 FPKDTFDVK 300.0887 1078.5548 27.4471 874 2 539.7810 ‐2.7306
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1334.6335 SASGNVVVYEGDR 175.2798 1334.6295 19.1320 1412 2 667.8184 ‐3.4295
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 1168.1000 54444.3272 26 29.57 None 1778.8596 LDATANDFPKDTFDVK 322.9095 1778.8683 24.6101 942 2 889.9378 5.44
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1631.7622 LSGSEFDSFMAIAEK 3329.4070 1631.7649 34.0052 12666 2 816.3861 1.14
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1659.8800 VVVSDSLDDIVLNSGK 7285.7040 1659.8812 30.4111 9194 2 830.4442 0.9710
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1523.8792 AASALSSNVPPVVLAK 5762.7500 1523.8826 26.6061 6711 2 762.4449 2.1564
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 2237.1085 TNVEVDQIESWVKDFKDGK 1197.5770 2237.1059 30.5334 4084 2 1119.0566 0.2696
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 2773.3315 IDASEETNREFATQYEVQGFPTIK 1851.9660 2773.3307 29.7695 4148 3 925.1151 ‐0.1757
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1250.6991 EAEGIVTYLKK 1083.4470 1250.6963 23.0218 3362 2 625.8518 ‐2.8322
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1422.7223 SQPIPAENNEPVK 108.8813 1422.7055 29.1095 2200 2 711.8564 ‐12.1406
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 3063.5844 SQPIPAENNEPVKVVVSDSLDDIVLNSG 342.4662 3063.5718 34.7461 2912 3 1021.8621 ‐3.7898
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 2682.3120 FFESTNTKAMLFINFTGEGAESLK 676.6202 2682.3270 41.5319 2310 3 894.7805 5.49
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1942.9943 AMLFINFTGEGAESLKSK 492.7600 1943.0058 33.4018 1994 2 972.0066 6.58
NP_849696.1 protein disulfide isomerase like 1 1 Arabidopsis thaliana 696.6138 54444.3272 26 29.57 None 1694.8384 DQIESWVKDFKDGK 401.0934 1694.8417 28.7220 3387 2 847.9245 2.07
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 Carbamidomethyl+C(2) 1275.6613 VCNDILSVIDK 1615.7890 1275.6609 30.2554 10829 2 638.3341 ‐0.8430
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 2006.8938 DNLTLWTSDLNEEGDER 3683.2870 2006.8933 30.7446 9689 2 1003.9503 0.6383
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 1224.5743 EAADQSLEAYK 4467.1400 1224.5750 18.6393 6890 2 612.7911 ‐0.0113
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 1229.5797 YLAEFSSGAER 5707.1360 1229.5798 21.4849 6323 2 615.2935 ‐0.4849
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 879.4934 NLVSVGYK 1752.2340 879.4937 20.3023 5005 2 440.2505 ‐0.8915
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 917.5302 ILSSIEQK 370.7625 917.5292 31.5270 2440 2 459.2682 ‐2.2629
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 1938.9960 HLIPSSNAVESTVFFYK 932.5815 1938.9770 21.6066 23183 2 969.9922 ‐9.0355
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 2157.9822 QAFDDAIAELDSLNEESYK 470.9338 2158.0160 38.2063 877 3 720.0102 15.3481
NP_849698.1 14 3 3 like protein GF14 epsilon Arabidopsis thaliana 3216.8020 29014.3873 10 44.09 None 1020.5037 ESTVFFYK 116.3124 1020.5068 21.3118 788 2 510.7570 2.0887
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 2119.0917 FISPNEVSVETIDGGNTIVK 12283.4100 2119.0892 30.4699 29548 2 1060.0483 ‐0.1111
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1586.8458 VSSVEVDLPAMLAQK 3275.1280 1586.8438 19.2099 24741 2 793.9255 ‐1.1986
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1178.5899 VVSVDSSSDGVK 20406.7900 1178.5918 15.6344 13257 2 589.7996 0.9514
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1029.5575 AIDNAEGLVK 37977.8600 1029.5586 20.4096 12546 2 515.2829 0.0967
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1139.6419 HIIVATGSDVK 31499.4300 1139.6424 16.5288 11390 2 570.3248 ‐0.2975
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1487.8315 IVSSTGALSLSEVPK 2333.6000 1487.8311 16.6356 8698 2 744.4192 ‐0.4045
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 3012.9770 2548.3025 36.4655 7812 3 850.1057 2.26
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 7953.5240 2420.1910 38.5297 7757 2 1210.5991 ‐2.6683
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1615.9265 IVSSTGALSLSEVPKK 7514.8560 1615.9297 15.1841 4547 3 539.3147 0.9898
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 2539.3250 LTVEPAEGGEQSILEADVVLVSAGR 3570.4530 2539.3072 36.3323 13707 3 847.1073 ‐6.7696
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 851.4985 NKVTYVK 207.8649 851.5020 19.4503 12174 1 851.5020 4.32
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1771.9072 PNEVSVETIDGGNTIVK 430.4925 1771.9005 32.2514 2617 2 886.4539 ‐3.3681
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1032.5143 PSMDGEIRK 237.2125 1032.5092 36.3991 1813 1 1032.5092 ‐3.4633
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 980.4531 SVDSSSDGVK 2582.3690 980.4527 15.6371 1144 1 980.4527 0.7820
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 Carbamidomethyl+C(1)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1568.8353 VSSVEVDLPAMLAQK 227.0958 1568.8441 18.0604 3336 3 523.6196 4.56
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1121.6313 HIIVATGSDVK 302.5041 1121.6346 15.0194 975 2 561.3209 2.1183
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 None 1012.5310 AIDNAEGLVK 342.1643 1012.5277 18.5570 3150 1 1012.5277 ‐1.8683
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 3585.1720 54273.2910 33 30.77 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 2119.0917 FISPNEVSVETIDGGNTIVK 4900.4030 2119.0892 30.4699 29548 2 1060.0483 ‐0.0020
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 Carbamidomethyl+C(7)



NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1139.6419 HIIVATGSDVK 14510.7300 1139.6424 16.5288 11390 2 570.3248 ‐0.4171
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 2548.2963 LGSEVTVVEFAGDIVPSMDGEIRK 1868.9930 2548.3025 36.4655 7812 3 850.1057 2.04
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 2420.2014 LGSEVTVVEFAGDIVPSMDGEIR 5020.4030 2420.1910 38.5297 7757 2 1210.5991 ‐2.4888
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 2537.2518 GFASSGSDENDVVIIGGGPGGYVAAIK 1073.0420 2537.2573 32.7743 2400 3 846.4239 2.0610
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1939.0032 AYFLTRNLSNSPTDALR 575.9252 1939.0049 30.8632 3900 3 647.0065 0.3092
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1332.7005 SVETIDGGNTIVK 390.2450 1332.7021 32.5751 2114 2 666.8547 0.6763
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1032.5143 PSMDGEIRK 1257.0980 1032.5092 36.3991 1813 1 1032.5092 ‐3.3842
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1816.8348 GFASSGSDENDVVIIGGGPG 266.8712 1816.8354 31.1073 1276 2 908.9214 0.9030
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 Carbamidomethyl+C(7)
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 None 1920.9926 AYFLTRNLSNSPTDALR 229.0035 1920.9975 32.1384 1086 2 961.0024 3.63
NP_849782.1 dihydrolipoyl dehydrogenase 1 Arabidopsis thaliana 973.1157 54273.2910 33 30.77 Carbamidomethyl+C(7)
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 10079.5200 2920.4635 37.2769 18778 3 974.1594 0.2510
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 2226.7710 2257.2058 25.6006 16097 3 753.0735 0.9214
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 6549.8130 2931.5517 23.8469 14447 3 977.8554 0.0869
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1145.5255 EGPLAEENMR 26194.6200 1145.5286 18.5319 13702 2 573.2680 1.77
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1551.7359 DLQDDFMGGAEIIK 6616.3300 1551.7377 32.3431 13663 2 776.3725 1.1556
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1799.9327 AYLPVVESFGFSSQLR 4817.5660 1799.9349 20.9067 13360 2 900.4711 1.56
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2079.9982 VENLYEGPLDDQYANAIR 4792.3320 2079.9937 29.3893 12712 2 1040.5005 ‐1.1798
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1218.6187 IMGPNYIPGEK 4404.4970 1218.6207 23.0793 9244 2 609.8140 1.0397
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 1472.6940 1387.6712 18.2549 5863 2 694.3392 ‐0.5133
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1307.6525 NMSVIAHVDHGK 4028.9850 1307.6530 17.1753 4834 3 436.5558 ‐0.9858
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 890.5094 FSVSPVVR 2261.8670 890.5109 22.4597 4420 2 445.7591 0.4150
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1063.5782 GVQYLNEIK 461.6685 1063.5838 23.1107 3311 2 532.2956 4.85
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 955.5320 GGGQVIPTAR 4607.1310 955.5334 16.4728 1456 2 478.2703 0.3993
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 Carbamidomethyl+C(12) 1666.7854 SDPVVSFRETVCDR 247.9628 1666.7976 28.3984 21176 2 833.9024 7.23
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 292.7924 2421.1882 37.9698 13027 2 1211.0977 17.2611
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 1601.3540 1607.7587 28.5043 6975 2 804.3830 1.24
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 Carbamidomethyl+C(1) 2191.9965 CFLELQVDGEEAYQTFSR 531.8081 2192.0064 34.8771 1629 2 1096.5069 5.66
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2266.0478 LYMEARPMEEGLAEAIDDGR 552.3022 2266.0677 37.6696 1125 2 1133.5375 10.0800
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1509.7141 EAMTPLSEFEDKL 16754.0100 1509.7165 34.6630 18112 2 755.3619 1.90
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 2399.1626 YRVENLYEGPLDDQYANAIR 1238.3560 2399.1653 29.4418 9960 3 800.3933 1.1506
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 Carbamidomethyl+C(10) 2807.3703 RQETVEDVPCGNTVAMVGLDQFITK 1394.9680 2807.3738 33.5160 6930 3 936.4628 1.86
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 974.4942 GPNYIPGEK 241.2363 974.4922 21.5103 1848 2 487.7497 ‐3.0732
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 959.5044 STLTDSLVAA 117.2368 959.5081 24.2710 1628 1 959.5081 4.04
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1105.5347 MGPNYIPGEK 115.1822 1105.5270 24.2228 999 1 1105.5270 ‐5.2558
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 1485.8830 94803.8361 49 34.05 None 1045.5677 GVQYLNEIK 376.1300 1045.5708 24.1526 2751 1 1045.5708 4.14
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 2920.4649 VIENANVIMATYEDPLLGDVQVYPEK 6493.6870 2920.4635 37.2769 18778 3 974.1594 ‐0.2316
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 1551.7359 DLQDDFMGGAEIIK 5659.7670 1551.7377 32.3431 13663 2 776.3725 1.1322
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 1218.6187 IMGPNYIPGEK 6412.7010 1218.6207 23.0793 9244 2 609.8140 0.9385
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 Carbamidomethyl+C(2) 1607.7557 NCDPNGPLMLYVSK 1918.3210 1607.7587 28.5043 6975 2 804.3830 1.21
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 890.5094 FSVSPVVR 3367.4400 890.5109 22.4597 4420 2 445.7591 0.2372
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 1307.6525 NMSVIAHVDHGK 4216.3780 1307.6533 17.1972 4349 3 436.5560 ‐0.4310
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 658.4134 LVEGLK 1522.8620 658.4134 21.4151 3946 1 658.4134 0.1435
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 Carbamidomethyl+C(12) 1666.7854 SDPVVSFRETVCDR 140.0890 1666.7976 28.3984 21176 2 833.9024 7.59
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 2421.1503 DSVVAGFQWASKEGPLAEENMR 286.1726 2421.1845 37.9863 4010 2 1211.0959 15.9067
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 2116.0644 GHVFEEMQRPGTPLYNIK 553.3140 2116.0456 26.3401 3635 3 706.0200 ‐9.3236
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 2266.0478 LYMEARPMEEGLAEAIDDGR 276.4301 2266.0677 37.6696 1125 2 1133.5375 10.35
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 1509.7141 EAMTPLSEFEDKL 10125.2800 1509.7165 34.6630 18112 2 755.3619 1.59
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 2399.1626 YRVENLYEGPLDDQYANAIR 1864.1340 2399.1653 29.4418 9960 3 800.3933 0.9207
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 1105.5347 MGPNYIPGEK 118.9532 1105.5270 24.2228 999 1 1105.5270 ‐5.1599
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 None 656.4090 VSPVVR 836.2407 656.4088 22.4395 881 1 656.4088 ‐0.2099
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 545.0538 94803.8361 49 34.05 Carbamidomethyl+C(12) 1648.7748 SDPVVSFRETVCDR 124.1209 1648.7804 29.3084 8269 2 824.8939 3.35
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 2257.2034 STLTDSLVAAAGIIAQEVAGDVR 1453.6240 2257.2058 25.6006 16097 3 753.0735 1.83
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 2931.5536 LLEPVYMVEIQAPEGALGGIYSVLNQK 7240.2580 2931.5517 23.8469 14447 3 977.8554 0.5651
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 1799.9327 AYLPVVESFGFSSQLR 4981.6970 1799.9349 20.9067 13360 2 900.4711 1.42
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 Carbamidomethyl+C(6) 1387.6715 GFVQFCYEPIK 1443.4580 1387.6712 18.2549 5863 2 694.3392 ‐0.1074
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 2116.0644 GHVFEEMQRPGTPLYNIK 1276.4710 2116.0594 16.4273 5520 3 706.0247 ‐2.2213
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 744.3828 FFAFGR 1531.4440 744.3805 16.9516 2671 1 744.3805 ‐2.5337
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 3465.7107 GVQYLNEIKDSVVAGFQWASKEGPLA 337.5240 3465.6622 24.1273 2178 3 1155.8922 ‐12.0959
NP_849818.1 elongation factor EF 2 Arabidopsis thaliana 443.9598 94803.8361 49 34.05 None 1002.5619 PGTPLYNIK 137.3535 1002.5571 17.0151 759 1 1002.5571 ‐3.3796
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1804.9844 TSTPGIFAIGDVAAFPLK 12276.4200 1804.9781 21.9782 22097 2 902.9927 ‐2.7816
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 21146.5000 1469.7396 15.9077 15023 2 735.3734 ‐1.2196
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 2326.1026 SLLTAHTDTYDYLPYFYSR 6939.7110 2326.1057 19.8370 8330 3 776.0401 1.33
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1551.7914 EFVIVGGGNAAGYAAR 1118.7240 1551.7851 16.5516 2896 2 776.3962 ‐3.7147
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1261.6899 SIGGIQVDGLFR 594.7929 1261.6802 17.1016 5025 2 631.3437 ‐7.7813
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 1317.0950 1617.7721 18.1606 4544 2 809.3897 ‐20.1284
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 3199.6919 LADGSTIEADTVVIGIGAKPAIGPFETLA 353.5594 3199.6922 21.1267 2876 3 1067.2356 1.56
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1133.6235 MALASTTLPTK 341.1112 1133.6547 24.1424 905 2 567.3310 27.3073
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1857.9745 LFTPSLAQKYEELYR 377.2755 1857.9853 24.9492 24268 2 929.4963 6.84
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(10) 1956.9848 YGSLIIATGCTASRFPDK 175.8098 1956.9998 23.5237 2918 2 979.0035 8.98
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(13) 1910.9463 TFVENGMADGRLCIVTK 343.9607 1910.9543 20.8030 2140 2 955.9808 5.0357
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(5) 936.4568 IATGCTASR 250.1637 936.4584 16.9210 3313 1 936.4584 2.14
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(10) 1938.9742 YGSLIIATGCTASRFPDK 150.9122 1938.9770 21.6066 23183 2 969.9922 2.78
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 None 1533.7809 EFVIVGGGNAAGYAAR 299.0732 1533.7850 17.3644 4762 2 767.3961 3.0064
NP_849840.1 Monodehydroascorbate reductase Arabidopsis thaliana 1703.7040 45308.5560 15 41.59 Carbamidomethyl+C(13) 1892.9358 TFVENGMADGRLCIVTK 181.4503 1892.9428 20.4497 2555 2 946.9750 4.27
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1828.9691 GVLVESGSPEEFQLLPK 14848.7200 1828.9699 32.4179 22875 2 914.9886 0.9554
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1804.9844 TSTPGIFAIGDVAAFPLK 14124.1300 1804.9781 21.9782 22097 2 902.9927 ‐3.0081
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1988.0182 LASASSVEEALEIAQAALQS 3565.1540 1988.0143 23.8150 18999 2 994.5108 ‐1.1435
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1508.7744 EAYAPYERPALTK 15778.3700 1508.7760 20.0925 18296 3 503.5969 ‐0.0200



NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1388.7268 EVADADSLIASLGK 7617.6950 1388.7270 30.9992 16501 2 694.8672 ‐0.0840
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 29274.0300 1469.7402 15.9318 16267 2 735.3738 ‐1.1402
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1360.6451 GASINNLEAGSDGR 15383.1500 1360.6465 18.5795 16006 2 680.8269 0.6874
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1179.6157 IATFWIESGR 4324.6180 1179.6157 18.2456 13847 2 590.3115 ‐0.6543
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1083.5106 VFEYEGSPR 2639.4920 1083.5122 18.8885 12202 2 542.2597 0.6645
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 2326.1026 SLLTAHTDTYDYLPYFYSR 10923.1400 2326.1057 19.8370 8330 3 776.0401 1.53
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 872.4149 YEELYR 10057.4400 872.4162 17.6019 4608 2 436.7117 0.2831
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 1285.5280 1617.8050 33.8145 1475 2 809.4061 ‐0.1272
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1261.6899 SIGGIQVDGLFR 671.1108 1261.6802 17.1016 5025 2 631.3437 ‐8.2413
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 2184.0185 VWWQFFGDNVEVGNFDPK 367.0548 2184.0627 32.3953 867 2 1092.5350 21.4144
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1857.9745 LFTPSLAQKYEELYR 704.4927 1857.9665 19.7748 1901 3 619.9937 ‐4.9603
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 Carbamidomethyl+C(29) 3443.7199 EFVIVGGGNAAGYAARTFVENGMADG 360.5264 3443.7059 21.9845 1840 3 1148.5735 ‐2.6775
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 Carbamidomethyl+C(5) 936.4568 IATGCTASR 334.2962 936.4584 16.9210 3313 1 936.4584 2.65
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 Carbamidomethyl+C(2) 1160.5517 WCPSSPSLAR 82.6994 1160.5452 35.1743 2221 1 1160.5452 ‐3.7683
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1131.6197 LFTPSLAQKY 291.4315 1131.6231 20.7842 1926 2 566.3152 2.97
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1471.7639 VEEALEIAQAALQS 311.6292 1471.7669 25.3082 1693 2 736.3871 1.87
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1032.4705 NNLEAGSDGR 279.5958 1032.4672 19.4004 1394 1 1032.4672 ‐1.7515
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 3908.2200 52400.6340 57 50.00 None 1840.9480 LFTPSLAQKYEELYR 342.3170 1840.9426 19.1783 902 3 614.3190 ‐3.6265
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1828.9691 GVLVESGSPEEFQLLPK 16346.2700 1828.9699 32.4162 22278 2 914.9886 0.9933
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1508.7744 EAYAPYERPALTK 19707.9800 1508.7760 20.0925 18296 3 503.5969 0.1816
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1388.7268 EVADADSLIASLGK 5775.2760 1388.7274 30.9945 15575 2 694.8673 0.1197
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1083.5106 VFEYEGSPR 3373.4250 1083.5122 18.8885 12202 2 542.2597 0.5318
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 Carbamidomethyl+C(7) 1443.6798 LPGFHTCVGGGGER 906.6755 1443.6810 20.6590 8899 3 481.8985 ‐0.1449
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1551.7914 EFVIVGGGNAAGYAAR 88.0223 1551.7876 37.0013 3240 2 776.3974 ‐2.4906
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1360.6451 GASINNLEAGSDGR 212.5921 1360.6291 23.5905 3145 2 680.8182 ‐12.2124
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1308.6543 SLVTASFANENR 364.4673 1308.6597 33.8141 2066 2 654.8335 3.73
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 306.9554 1617.8050 33.8145 1475 2 809.4061 ‐0.1351
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1988.0182 LASASSVEEALEIAQAALQS 376.0822 1987.9967 31.0088 1226 2 994.5020 ‐9.9426
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1734.8769 FVKGASINNLEAGSDGR 335.1788 1734.8723 29.9036 2177 2 867.9398 ‐2.3068
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 3024.5048 EKGIEVIYEDPVAGADFEKQTLTTDAGK 1716.4180 3024.5101 33.2865 1746 3 1008.8416 2.0814
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 Carbamidomethyl+C(2) 1160.5517 WCPSSPSLAR 87.8842 1160.5452 35.1743 2221 1 1160.5452 ‐3.6598
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1308.6947 YAPYERPALTK 230.1855 1308.7016 18.8923 1541 3 436.9054 4.35
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 837.3737 EYEGSPR 464.5409 837.3777 18.8929 1126 1 837.3777 5.01
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1408.4700 52400.6340 57 50.00 None 1534.7649 EFVIVGGGNAAGYAAR 136.4336 1534.7659 35.2967 1627 1 1534.7659 4.0006
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1804.9844 TSTPGIFAIGDVAAFPLK 12276.4200 1804.9781 21.9782 22097 2 902.9927 ‐2.7816
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1988.0182 LASASSVEEALEIAQAALQS 2831.5660 1988.0143 23.8150 18999 2 994.5108 ‐0.9957
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(10) 1469.7417 YGSLIIATGCTASR 21146.5000 1469.7396 15.9077 15023 2 735.3734 ‐1.2196
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1179.6157 IATFWIESGR 3102.5820 1179.6157 18.2456 13847 2 590.3115 ‐0.1590
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 2326.1026 SLLTAHTDTYDYLPYFYSR 6939.7110 2326.1057 19.8370 8330 3 776.0401 1.33
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1551.7914 EFVIVGGGNAAGYAAR 1118.7240 1551.7851 16.5516 2896 2 776.3962 ‐3.7147
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1261.6899 SIGGIQVDGLFR 594.7929 1261.6802 17.1016 5025 2 631.3437 ‐7.7813
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(7) 1617.8054 SGLSLWCPSSPSLAR 1317.0950 1617.7721 18.1606 4544 2 809.3897 ‐20.1284
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 3199.6919 LADGSTIEADTVVIGIGAKPAIGPFETLA 353.5594 3199.6922 21.1267 2876 3 1067.2356 1.56
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1133.6235 MALASTTLPTK 341.1112 1133.6547 24.1424 905 2 567.3310 27.3073
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1857.9745 LFTPSLAQKYEELYR 377.2755 1857.9853 24.9492 24268 2 929.4963 6.84
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(10) 1956.9848 YGSLIIATGCTASRFPDK 175.8098 1956.9998 23.5237 2918 2 979.0035 8.98
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(13) 1910.9463 TFVENGMADGRLCIVTK 343.9607 1910.9543 20.8030 2140 2 955.9808 5.0357
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(5) 936.4568 IATGCTASR 250.1637 936.4584 16.9210 3313 1 936.4584 2.14
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 747.3784 WIESGR 2494.3890 747.3801 18.2868 2492 1 747.3801 2.01
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1471.7639 VEEALEIAQAALQS 253.3775 1471.7669 25.3082 1693 2 736.3871 2.84
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(10) 1938.9742 YGSLIIATGCTASRFPDK 150.9122 1938.9770 21.6066 23183 2 969.9922 2.78
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 None 1533.7809 EFVIVGGGNAAGYAAR 299.0732 1533.7850 17.3644 4762 2 767.3961 3.0064
NP_849841.1 Monodehydroascorbate reductase Arabidopsis thaliana 1885.5650 52400.6340 57 50.00 Carbamidomethyl+C(13) 1892.9358 TFVENGMADGRLCIVTK 181.4503 1892.9428 20.4497 2555 2 946.9750 4.27
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1573.8432 GVTTIIGGGDSVAAVEK 219923.0000 1573.8437 25.6384 153283 2 787.4255 0.4004
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 2015.9516 VDLNVPLDDNSNITDDTR 13128.0800 2015.9475 27.4444 30973 2 1008.4774 ‐1.1442
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 7342.7400 2266.1726 21.7288 26275 2 1133.5899 ‐1.4090
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1749.0269 LVAGLPEGGVLLLENVR 20832.0500 1749.0272 21.2524 25490 2 875.0173 0.5817
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1388.7420 ELDYLVGAVANPK 24229.2300 1388.7414 28.2177 21730 2 694.8743 ‐0.7314
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1539.8992 GVSLLLPTDVVIADK 12797.8600 1539.8983 20.3750 17878 2 770.4528 ‐0.5876
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 5785.0850 2359.2061 36.5830 6117 3 787.0736 ‐0.0019
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1074.6306 KPFAAIVGGSK 1117.7000 1074.6316 13.9237 3797 2 537.8195 0.0835
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 2370.2915 GVSLLLPTDVVIADKFAPDANSK 1048.9440 2370.2933 20.7133 12761 3 790.7693 0.7711
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1716.7752 FYAEEEKNDPEFAK 2742.5730 1716.7632 19.9657 9556 3 572.9259 ‐7.7831
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1577.8468 AAVPTIKYLMGNGSR 280.0604 1577.8310 18.6789 4504 2 789.4192 ‐9.9344
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1844.8701 FYAEEEKNDPEFAKK 3676.1530 1844.8749 18.2428 2746 3 615.6298 1.88
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 2164.7420 2157.1792 27.6404 1027 3 719.7313 1.1560
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 856.5251 LLLENVR 2015.9870 856.5246 20.8188 24531 2 428.7659 ‐1.8101
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1298.6951 TIIGGGDSVAAVEK 490.8449 1298.6931 24.9773 2536 2 649.8502 ‐1.9911
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1698.7646 FYAEEEKNDPEFAK 404.7339 1698.7689 22.4810 1017 2 849.8881 2.93
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 12810.9600 42188.8769 36 44.64 None 1699.7486 FYAEEEKNDPEFAK 398.7656 1699.7543 21.0581 6113 2 850.3808 3.47
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 1573.8432 GVTTIIGGGDSVAAVEK 174699.0000 1573.8436 25.6350 145554 2 787.4255 0.3372
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 2015.9516 VDLNVPLDDNSNITDDTR 7875.1150 2015.9475 27.4444 30973 2 1008.4774 ‐1.0591
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 1388.7420 ELDYLVGAVANPK 31466.1600 1388.7414 28.2177 21730 2 694.8743 ‐0.7929
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 2359.2061 LSELLGVEVVMANDSIGEEVQK 3727.1910 2359.2061 36.5830 6117 3 787.0736 ‐0.2124
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 1753.8618 TIIWNGPMGVFEFDK 742.0649 1753.8341 33.5752 5832 2 877.4207 ‐15.3858
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 2157.1761 GVTTIIGGGDSVAAVEKVGLADK 1702.1860 2157.1792 27.6404 1027 3 719.7313 1.0433
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 1102.5739 IGGGDSVAAVEK 3709.7290 1102.5702 25.6328 3876 1 1102.5702 ‐1.6313
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 9012.0300 42188.8769 36 44.64 None 1997.9411 VDLNVPLDDNSNITDDTR 144.1428 1997.9354 24.3004 806 3 666.6500 ‐3.3331
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1573.8432 GVTTIIGGGDSVAAVEK 52584.3200 1573.8441 16.2953 28528 2 787.4257 0.9556



NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 2266.1788 IVPATAIPDGWMGLDIGPDSIK 12384.5000 2266.1726 21.7288 26275 2 1133.5899 ‐1.3808
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1749.0269 LVAGLPEGGVLLLENVR 18651.0800 1749.0272 21.2524 25490 2 875.0173 0.8322
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1539.8992 GVSLLLPTDVVIADK 20544.0000 1539.8983 20.3750 17878 2 770.4528 ‐0.2471
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1753.8618 TIIWNGPMGVFEFDK 754.1520 1753.8646 21.9693 6212 2 877.4360 2.91
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1074.6306 KPFAAIVGGSK 2305.2130 1074.6316 13.9237 3797 2 537.8195 0.6239
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 2015.9516 VDLNVPLDDNSNITDDTR 314.8351 2015.9721 18.7855 1539 2 1008.4897 11.1853
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1215.6579 IIGGGDSVAAVEK 220.1150 1215.6547 17.9258 2844 2 608.3310 ‐2.7760
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 989.4898 GGGDSVAAVEK 1193.5300 989.4930 16.2894 877 1 989.4930 4.48
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1555.8326 GVTTIIGGGDSVAAVEK 350.4089 1555.8296 17.3278 1302 3 519.2814 ‐2.5145
NP_849907.1 phosphoglycerate kinase Arabidopsis thaliana 4573.4590 42188.8769 36 44.64 None 1732.0003 LVAGLPEGGVLLLENVR 1071.4460 1731.9899 22.8569 4430 2 866.4986 ‐5.4101
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1656.7904 VFISDDFDGELFPR 2336.1430 1656.7904 34.8226 9320 2 828.8988 0.2077
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1525.7315 AQALGDTSSLEFMR 1373.0500 1525.7286 28.2171 7593 2 763.3679 ‐1.9535
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1257.6725 AIYYLATDSLK 5373.3570 1257.6731 17.1788 6818 2 629.3402 ‐0.1103
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 3616.2210 2705.4308 43.9337 5582 3 902.4818 1.27
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2006.9647 NYSQFVGFPIYTWQEK 2595.4650 2006.9631 20.8627 5163 2 1003.9852 0.0522
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1097.4833 FGWSANMER 1754.6150 1097.4840 24.3232 4520 2 549.2457 ‐0.1355
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2172.1005 SILYIPGMGPLNNEDVTNPK 1008.3580 2172.1009 20.2654 2188 3 724.7052 ‐0.0656
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1485.7544 GVVDSDDLPLNVSR 659.9480 1485.7550 29.4626 1518 2 743.3811 0.3244
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 Carbamidomethyl+C(1) 1910.8284 CDAAVAEKETTEEGSGEK 245.4761 1910.7737 23.4711 11754 2 955.8905 ‐27.9402
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2371.0242 NEEELTSLDDYIENMGENQK 2225.8490 2371.0176 33.3391 5278 2 1186.0124 ‐1.2652
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1261.6270 ELVSNASDALDK 2020.1140 1261.6289 37.3475 3619 2 631.3181 0.9948
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1670.7578 TFDMIQEISESENK 286.3516 1670.7764 24.9811 1438 2 835.8918 11.69
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2835.3737 KAFNEFLDPLAHTHFTTEGEVEFR 673.6292 2835.3557 23.1263 6865 3 945.7901 ‐5.7159
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 2386.1256 SRTIEVEEDEPVKEGEEGEPK 1146.8520 2386.1271 32.5410 2247 3 796.0472 0.6627
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 739.3410 NYSQFV 391.1388 739.3367 19.5554 2994 1 739.3367 ‐5.3447
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1326.6358 ALGDTSSLEFMR 382.8029 1326.6345 29.9177 1840 2 663.8209 ‐1.3926
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1073.5514 YYLATDSLK 200.0869 1073.5576 15.8938 1608 2 537.2824 4.04
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1405.6152 DMIQEISESENK 198.0190 1405.6231 23.1937 827 2 703.3152 5.30
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 460.9009 88712.8445 33 19.69 None 1239.6620 AIYYLATDSLK 376.6393 1239.6645 18.4192 5935 2 620.3359 1.50
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1261.6270 ELVSNASDALDK 1225.4520 1261.6296 31.4891 66137 2 631.3184 1.54
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1656.7904 VFISDDFDGELFPR 2096.9460 1656.7904 34.8226 9320 2 828.8988 0.2089
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1525.7315 AQALGDTSSLEFMR 1419.4960 1525.7286 28.2171 7593 2 763.3679 ‐1.9830
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 2705.4284 DIEVLYLVEPIDEVAIQNLQTYK 4337.3630 2705.4308 43.9337 5582 3 902.4818 0.9344
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1097.4833 FGWSANMER 1671.7010 1097.4840 24.3232 4520 2 549.2457 ‐0.2650
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 2142.9925 TIEVEEDEPVKEGEEGEPK 224.2494 2143.0196 38.2463 12005 2 1072.0134 13.8641
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 2079.9968 FVDISKEDLELGDEDEVK 324.6240 2080.0251 35.5871 6473 2 1040.5162 14.6624
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 2018.0441 FLSVTEPSLLGDGGDLEIR 191.3058 2017.9932 30.5785 1131 3 673.3359 ‐25.7046
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 Carbamidomethyl+C(6) 2312.1162 LSSSPCVLVSGKFGWSANMER 440.7065 2312.0906 26.0187 19477 2 1156.5489 ‐9.5171
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1663.8261 VLVSGKFGWSANMER 125.9129 1663.8186 26.0506 8640 2 832.4130 ‐4.2489
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 913.4374 GDGGDLEIR 77.9380 913.4378 31.4004 5123 1 913.4378 1.25
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 719.3570 ASDALDK 76.2889 719.3550 29.8696 2251 1 719.3550 ‐2.4767
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 970.4662 TSSLEFMR 174.4456 970.4645 27.8027 1925 2 485.7359 ‐3.0221
NP_849932.1 Chaperone protein htpG family protein Arabidopsis thaliana 247.7208 88712.8445 33 19.69 None 1244.6005 ELVSNASDALDK 84.5041 1244.5962 30.8235 1855 2 622.8017 ‐4.1117
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2824.0890 15605.5295 8 16.98 None 1274.6416 GFGFVTFKDEK 17016.7900 1274.6411 16.9927 25085 2 637.8242 ‐0.8827
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2824.0890 15605.5295 8 16.98 None 1727.8487 ALETAFAQYGDVIDSK 7845.3910 1727.8494 30.3834 23110 2 864.4283 0.7626
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2824.0890 15605.5295 8 16.98 None 866.4618 VTFKDEK 137.6919 866.4576 17.5297 3410 1 866.4576 ‐4.0181
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 2824.0890 15605.5295 8 16.98 None 1414.6849 TAFAQYGDVIDSK 230.9001 1414.6917 29.3758 1972 2 707.8495 4.85
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 425.9252 15605.5295 8 16.98 None 1727.8487 ALETAFAQYGDVIDSK 4232.6320 1727.8494 30.3834 23110 2 864.4283 0.7804
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 425.9252 15605.5295 8 16.98 None 1588.8231 ETGRSRGFGFVTFK 304.8312 1588.8338 24.2876 3235 2 794.9205 6.83
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 425.9252 15605.5295 8 16.98 None 902.4771 GFGFVTFK 159.6902 902.4715 22.9037 1725 1 902.4715 ‐5.1289
NP_850017.1 glycine rich RNA binding protein 7 Arabidopsis thaliana 425.9252 15605.5295 8 16.98 None 1570.8125 ETGRSRGFGFVTFK 277.7168 1570.8178 24.6496 1073 3 524.2775 2.90
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1268.6733 ITLDPEDPAAVK 21588.6700 1268.6746 24.1617 7827 2 634.8409 0.5352
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1032.5837 FQAAVDILR 11302.0200 1032.5845 17.2072 5321 2 516.7959 ‐0.1707
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1954.9136 GLTDELGAEAMMFEALEK 1605.4380 1954.9121 39.9626 8480 2 977.9597 ‐0.0070
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1678.8833 KGMDLLVAEFEKGNK 2099.9290 1678.8866 21.7567 12404 2 839.9469 2.10
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1525.8108 EKITLDPEDPAAVK 6651.6130 1525.8137 22.8824 3285 3 509.2761 0.7904
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1866.9192 IKHDIDTETQDIPDAR 336.2193 1866.9159 51.2361 1805 2 933.9616 ‐1.1437
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1991.9590 AQLDELKSDAVEAMESQK 511.8378 1991.9489 34.9407 1549 2 996.4781 ‐4.2603
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1550.7883 GMDLLVAEFEKGNK 123.3092 1550.7811 21.9624 794 2 775.8942 ‐4.6607
NP_850018.1 mitochondrial F1F0 ATP synthase subunit Fad Arabidopsis thaliana 1771.2730 25160.2295 9 40.91 None 1250.6627 ITLDPEDPAAVK 455.2549 1250.6638 22.6481 750 2 625.8355 0.3497
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 2171.1455 TPGFSGADLANLLNEAAILAGR 3021.5860 2171.1410 24.3387 13846 2 1086.0742 ‐0.9019
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1396.7907 ADILDSALLRPGR 6273.1260 1396.7882 17.7319 10672 2 698.8977 ‐2.0524
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 7477.7980 2861.4604 39.1280 9966 3 954.4917 3.05
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1108.6725 GVLLIGPPGTGK 12040.6000 1108.6711 17.0149 8952 2 554.8392 ‐2.0634
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1085.5837 QVSVDVPDVK 1368.1280 1085.5837 22.2095 7582 2 543.2955 ‐0.8667
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 2356.6230 1903.9210 35.8209 6700 2 952.4642 0.2306
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1655.8487 VPSSTTTTPASAPTPAAV 1548.1890 1655.8447 21.7590 4881 2 828.4260 ‐2.1824
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1198.6103 FLEYLDKDR 5736.2180 1198.6067 23.3224 4221 1 1198.6067 ‐1.0176
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1546.8111 LSDSAYEIALSHIK 990.7950 1546.8138 21.3167 2407 2 773.9105 1.13
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 Carbamidomethyl+C(7) 1981.9682 MAASSACLVGNGLSVNTTTK 442.1855 1981.9245 22.6139 1229 3 661.3130 ‐22.5384
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 763.3661 FLEYLD 111.9573 763.3619 22.5089 2286 1 763.3619 ‐5.0114
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 781.3767 FLEYLD 141.9448 781.3738 21.1580 1775 1 781.3738 ‐3.0883
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 950.7752 74328.6588 22 20.58 None 1210.7266 ILDSALLRPGR 457.3625 1210.7222 17.7370 802 2 605.8648 ‐4.2404
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 None 2861.4527 AAEEIIFGDSEVTTGAVGDLQQITGLAR 7835.8210 2861.4604 39.1280 9966 3 954.4917 2.65
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 None 1085.5837 QVSVDVPDVK 1197.2810 1085.5837 22.2095 7582 2 543.2955 ‐0.9989
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 Carbamidomethyl+C(5) 1903.9219 ENAPCIVFVDEIDAVGR 1975.7500 1903.9210 35.8209 6700 2 952.4642 0.2895
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 None 1655.8487 VPSSTTTTPASAPTPAAV 1317.0080 1655.8447 21.7590 4881 2 828.4260 ‐2.1814
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 None 1024.5422 QTSFSSVIR 182.6595 1024.5239 20.2360 14233 2 512.7656 ‐18.9849
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 Carbamidomethyl+C(6) 1850.9277 AASSACLVGNGLSVNTTTK 239.6411 1850.9139 28.7576 3701 2 925.9606 ‐6.8484



NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 Carbamidomethyl+C(7) 2266.1279 MAASSACLVGNGLSVNTTTKQR 548.3514 2266.1393 23.7421 4320 4 567.2903 2.70
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 None 1637.8381 VPSSTTTTPASAPTPAAV 400.6773 1637.8325 23.9118 1690 2 819.4199 ‐3.2596
NP_850156.1 ATP dependent zinc metalloprotease FTSH 2 Arabidopsis thaliana 424.2688 74328.6588 22 20.58 Carbamidomethyl+C(5) 1886.8953 ENAPCIVFVDEIDAVGR 749.9865 1886.9038 33.7916 4028 2 943.9556 5.43
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1780.8098 EGPPVFEQPEMTYEK 275850.1000 1780.8085 26.4649 560822 2 890.9079 ‐0.2911
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 228100.7000 2304.0616 32.4208 533576 2 1152.5344 ‐0.8758
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1697.7613 GLAYDTSDDQQDITR 142976.8000 1697.7616 20.3985 526248 2 849.3845 0.4895
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2347.1888 VQLAETYLSQAALGDANADAIGR 199014.4000 2347.1830 31.5816 510132 2 1174.0952 ‐0.9825
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 82015.1600 2150.1267 21.3020 504264 2 1075.5670 ‐1.1094
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1152.7139 VPLILGIWGGK 161058.1000 1152.7149 21.3560 287489 2 576.8611 0.1475
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 121501.2000 1212.5756 24.7005 277930 2 606.7915 ‐0.2293
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 51293.5000 2823.4533 23.7435 275797 3 941.8226 ‐0.4785
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1059.6197 NFLTLPNIK 45171.7900 1059.6193 18.9488 246836 2 530.3133 ‐1.3009
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2083.9973 LMEYGNMLVMEQENVKR 41228.6400 2083.9952 17.5738 200839 3 695.3366 ‐1.3906
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1007.5408 FVESLGVEK 19688.0200 1007.5390 21.4213 160273 2 504.2731 ‐2.7486
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 22809.9700 3324.5784 19.5268 110072 4 831.9001 ‐1.2428
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 61482.2700 2384.0313 22.7226 106200 2 1192.5193 ‐1.9151
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 940.4676 FYWAPTR 42431.9900 940.4664 16.0380 92947 2 470.7368 ‐2.3376
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1340.6382 FYWAPTREDR 65122.2200 1340.6380 15.1161 82983 3 447.5508 ‐1.5186
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1927.8962 LMEYGNMLVMEQENVK 11630.2100 1927.8970 30.5935 58677 2 964.4522 1.1328
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 7071.8630 3943.8356 21.2502 39672 3 1315.2834 ‐0.2354
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 809.5244 LVVHITK 34119.4200 809.5249 17.7096 25967 2 405.2661 ‐0.6845
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 4543.1109 MGGTTQYTVNNQMVNATLMNIADN 1504.9410 4543.1086 20.6295 19921 4 1136.5326 ‐1.5104
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1078.5891 YREAADLIK 9488.8010 1078.5878 18.7430 1263 1 1078.5878 0.3121
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1129.6324 AAAVSTVGAINR 1553.3260 1129.6404 20.2374 4594 1 1129.6404 8.10
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2582.2773 DEDIVTLVDQFPGQSIDFFGALR 190.9062 2582.2450 29.7990 2544 3 861.4199 ‐12.2299
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1135.6358 KFVESLGVEK 24204.9900 1135.6359 20.1799 113445 2 568.3216 ‐0.6450
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 10396.4100 2503.2907 30.0783 34260 3 835.1018 0.4964
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 696.4403 VVHITK 139.4102 696.4378 17.3431 26717 1 696.4378 ‐3.3590
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 597.3719 VHITK 25054.6500 597.3721 17.7061 12480 1 597.3721 0.2242
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1007.5309 SIDFFGALR 85.0236 1007.5363 22.0323 10226 2 504.2718 4.75
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1590.7581 DNPTNVQLPGMYNK 302.3712 1590.7499 19.1081 10057 2 795.8786 ‐5.0741
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(1) 850.4162 CELVMAK 21529.4700 850.4179 24.6954 9080 1 850.4179 2.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 956.5928 LILGIWGGK 798.6902 956.5931 21.3583 5442 1 956.5931 1.37
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1009.5564 IKDEDIVTL 129.7326 1009.5547 25.3507 4891 2 505.2810 ‐2.6711
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 690.3093 GLAYDTS 98.3866 690.3123 21.4957 4205 1 690.3123 4.88
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1970.9133 MEYGNMLVMEQENVKR 5064.5300 1970.9109 17.5718 4152 2 985.9591 ‐0.4075
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 860.4876 KFVESLGV 237.6089 860.4845 20.2042 3912 1 860.4845 ‐2.8376
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1710.8302 YGNMLVMEQENVKR 3633.4690 1710.8326 17.5811 3665 2 855.9200 1.00
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 730.4246 LGIWGGK 264.5649 730.4256 21.3581 3632 1 730.4256 1.97
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1361.6882 PTNVQLPGMYNK 237.7918 1361.6797 22.0619 3549 1 1361.6797 ‐3.7118
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1001.5010 INDLDAGAGR 1642.4190 1001.4964 31.2723 3437 1 1001.4964 ‐3.3065
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1594.7458 PPVFEQPEMTYEK 2500.0010 1594.7418 27.4071 3376 2 797.8745 ‐2.3902
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1025.5415 SIDFFGALR 253.0616 1025.5392 22.3060 3256 2 513.2732 ‐3.1795
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1148.5695 FINDLDAGAGR 1523.8110 1148.5621 31.2737 3109 1 1148.5621 ‐4.5700
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1301.5718 FEQPEMTYEK 826.7130 1301.5686 26.4700 2910 1 1301.5686 ‐0.1711
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(3) 1125.5431 FQCELVMAK 258.4756 1125.5425 26.2877 2869 2 563.2749 ‐1.3341
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1448.7532 GNDFSTLYAPLIR 232.6244 1448.7476 19.6824 2624 2 724.8774 ‐4.0560
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 888.4140 MGINPIMM 242.3472 888.4151 31.2718 2466 1 888.4151 2.1004
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1077.4807 SDDQQDITR 325.3523 1077.4819 20.3991 2333 1 1077.4819 2.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 822.4468 YVSQGLR 139.0098 822.4442 16.5110 2209 1 822.4442 ‐2.4490
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(2) 1840.9262 ICTGNDFSTLYAPLIR 269.2644 1840.9154 20.5248 2132 2 920.9614 ‐5.3164
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1055.5230 YIAPAFMDK 115.2037 1055.5190 21.4925 2061 2 528.2632 ‐4.6711
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1428.7369 VQLAETYLSQAALG 417.4544 1428.7324 31.2257 1885 2 714.8698 ‐3.3607
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1690.8547 HAVLSSYEYVSQGLR 362.9773 1690.8645 22.0632 1844 3 564.2930 4.76
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1449.7373 GNDFSTLYAPLIR 238.7108 1449.7409 21.0448 1607 1 1449.7409 5.98
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1033.5095 MEQENVKR 6801.2510 1033.5050 17.5782 1592 1 1033.5050 ‐2.9556
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1466.7638 GNDFSTLYAPLIR 1683.6600 1466.7614 23.1888 1394 3 489.5920 ‐2.8012
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2167.0230 DEDIVTLVDQFPGQSIDFF 376.8977 2167.0089 27.7409 1357 2 1084.0081 ‐5.3692
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1160.5178 TSDDQQDITR 180.0590 1160.5142 22.3357 1335 1 1160.5142 ‐1.2889
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1241.6624 IKDEDIVTLVD 278.1696 1241.6643 24.7986 1287 2 621.3358 1.0223
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(5) 1305.6144 VPIICTGNDFST 257.3396 1305.6088 21.8996 1255 1 1305.6088 ‐1.9747
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 569.3770 APLIR 288.8342 569.3778 21.3039 1254 1 569.3778 1.08
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 Carbamidomethyl+C(5) 1652.7989 VPIICTGNDFSTLYA 366.3347 1652.7980 19.4470 1124 3 551.6042 ‐1.4855
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1290.6477 PGQSIDFFGALR 132.5692 1290.6379 21.8558 1105 1 1290.6379 ‐5.3320
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1454.7427 FPGQSIDFFGALR 199.8663 1454.7416 22.1716 1055 2 727.8744 ‐0.8915
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1888.8779 PIMMSAGELESGNAGEPAK 864.5724 1888.8832 32.4146 1051 2 944.9452 3.11
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 990.4487 DDQQDITR 310.6572 990.4448 20.4006 1004 1 990.4448 ‐2.6159
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1554.7291 YGNMLVMEQENVK 291.1764 1554.7222 31.1831 991 2 777.8648 ‐4.3709
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1705.8504 YLSQAALGDANADAIGR 555.1183 1705.8453 32.6476 885 2 853.4263 ‐2.6739
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 1634.7043 EGPPVFEQPEMTYE 455.9073 1634.7029 24.6952 776 2 817.8551 ‐0.6963
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 67955.6200 48785.7367 151 73.02 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 246.6339 2366.9992 23.1508 813 2 1184.0032 ‐4.3238
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1780.8098 EGPPVFEQPEMTYEK 312453.3000 1780.8085 26.4633 552168 2 890.9079 ‐0.2684
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 267714.5000 2304.0616 32.4205 530908 2 1152.5344 ‐0.7328
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 2347.1888 VQLAETYLSQAALGDANADAIGR 137487.1000 2347.1829 31.5809 502553 2 1174.0951 ‐0.8741
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 192738.5000 1212.5757 24.6999 276755 2 606.7915 ‐0.3207
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1007.5408 FVESLGVEK 14581.4000 1007.5390 21.4213 160273 2 504.2731 ‐2.8991
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1927.8962 LMEYGNMLVMEQENVK 4748.5360 1927.8970 30.5904 55900 2 964.4521 1.1659



NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 809.5244 LVVHITK 59633.6300 809.5249 17.7096 25967 2 405.2661 ‐0.8812
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 3693.3650 2823.4613 42.8335 9420 3 941.8253 1.23
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 4288.4720 2150.1282 37.2019 9285 2 1075.5678 ‐0.2695
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1152.7139 VPLILGIWGGK 984.8283 1152.7154 36.7697 4863 2 576.8613 0.4144
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1078.5891 YREAADLIK 12199.4200 1078.5878 18.7430 1263 1 1078.5878 0.4018
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 349.2950 3943.9169 38.1771 3670 3 1315.3105 19.4050
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1129.6324 AAAVSTVGAINR 245.4782 1129.6474 26.3544 1893 2 565.3273 12.27
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1135.6358 KFVESLGVEK 32724.2300 1135.6359 20.1799 113445 2 568.3216 ‐0.7655
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 11231.4300 2503.2907 30.0783 34260 3 835.1018 0.2160
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 597.3719 VHITK 40880.6400 597.3721 17.7061 12480 1 597.3721 0.2034
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 959.4541 GDANADAIGR 10347.8400 959.4536 31.5806 9500 1 959.4536 0.6485
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 591.3137 KFVES 348.2231 591.3133 20.1767 9454 1 591.3133 ‐0.7698
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 Carbamidomethyl+C(1) 850.4162 CELVMAK 32763.7300 850.4179 24.6954 9080 1 850.4179 2.15
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 498.3035 HITK 16458.3800 498.3037 17.7068 8509 1 498.3037 ‐0.0544
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 860.4876 KFVESLGV 394.9554 860.4845 20.2042 3912 1 860.4845 ‐2.7979
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1001.5010 INDLDAGAGR 1653.4230 1001.4964 31.2723 3437 1 1001.4964 ‐3.2345
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 696.4403 VVHITK 998.3891 696.4413 17.7041 3266 1 696.4413 1.21
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 573.3031 KFVES 174.3584 573.3036 20.1444 3208 1 573.3036 0.6185
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1301.5718 FEQPEMTYEK 1178.3080 1301.5686 26.4700 2910 1 1301.5686 ‐0.0303
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 632.3614 SLGVEK 300.3316 632.3613 21.4286 2495 1 632.3613 ‐0.0897
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 888.4140 MGINPIMM 209.7610 888.4151 31.2718 2466 1 888.4151 2.1465
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1428.7369 VQLAETYLSQAALG 364.1631 1428.7324 31.2257 1885 2 714.8698 ‐3.4127
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 Carbamidomethyl+C(4) 864.3921 SFQCELV 1300.1830 864.3954 24.7078 1446 1 864.3954 4.64
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1055.5116 LGDANADAIGR 112.3609 1055.5149 30.8397 1217 1 1055.5149 4.08
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1576.7352 PPVFEQPEMTYEK 273.3203 1576.7365 28.1537 1184 2 788.8719 0.8362
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1888.8779 PIMMSAGELESGNAGEPAK 1955.1260 1888.8832 32.4146 1051 2 944.9452 3.65
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1705.8504 YLSQAALGDANADAIGR 352.1751 1705.8453 32.6476 885 2 853.4263 ‐2.6613
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1345.6313 MGINPIMMSAGEL 863.1235 1345.6303 32.4158 835 1 1345.6303 1.65
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 1634.7043 EGPPVFEQPEMTYE 355.5808 1634.7029 24.6952 776 2 817.8551 ‐0.7003
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 46527.8000 48785.7367 151 73.02 None 3925.8340 MGGTTQYTVNNQMVNATLMNIADN 125.9088 3925.8481 39.9392 1216 3 1309.2875 4.58
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(5) 2150.1315 VPIICTGNDFSTLYAPLIR 54025.7800 2150.1267 21.3020 504264 2 1075.5670 ‐1.0313
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1152.7139 VPLILGIWGGK 149284.5000 1152.7149 21.3560 287489 2 576.8611 0.6544
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2823.4563 IKDEDIVTLVDQFPGQSIDFFGALR 85745.4500 2823.4533 23.7435 275797 3 941.8226 ‐0.0021
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1059.6197 NFLTLPNIK 66873.1300 1059.6193 18.9488 246836 2 530.3133 ‐0.7540
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2083.9973 LMEYGNMLVMEQENVKR 49187.0500 2083.9952 17.5738 200839 3 695.3366 ‐0.9267
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 3324.5776 GMVDSVFQAPMGTGTHHAVLSSYEYV 30237.1100 3324.5784 19.5268 110072 4 831.9001 0.2486
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2384.0396 QYNLDNMMDGFYIAPAFMDK 127254.8000 2384.0313 22.7226 106200 2 1192.5193 ‐1.9375
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 940.4676 FYWAPTR 73241.5300 940.4664 16.0380 92947 2 470.7368 ‐1.7395
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1340.6382 FYWAPTREDR 60234.4600 1340.6380 15.1161 82983 3 447.5508 ‐1.0672
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 3943.8445 MGGTTQYTVNNQMVNATLMNIADN 4075.9030 3943.8356 21.2502 39672 3 1315.2834 0.2598
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2347.1888 VQLAETYLSQAALGDANADAIGR 15338.2900 2347.1832 18.7579 30364 2 1174.0953 ‐0.8991
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(2)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2304.0669 MGINPIMMSAGELESGNAGEPAK 4102.2570 2304.0622 19.2603 13380 2 1152.5347 ‐0.6265
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(4) 1212.5752 SFQCELVMAK 8407.7700 1212.5739 15.9914 11804 2 606.7906 ‐1.2036
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1780.8098 EGPPVFEQPEMTYEK 12506.3300 1780.8083 16.6792 10242 2 890.9078 ‐0.1662
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2089.0924 APLSLNGSGSGAVSAPASTFLGK 138.0741 2089.1380 22.9119 1003 2 1045.0727 22.9596
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 3167.6259 TDKIKDEDIVTLVDQFPGQSIDFFGALR 1757.2010 3167.6134 23.2261 11677 4 792.6588 ‐3.9588
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2503.2899 RVQLAETYLSQAALGDANADAIGR 534.8156 2503.3002 18.0339 3225 3 835.1049 4.66
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(8)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 3037.4472 DSVFQAPMGTGTHHAVLSSYEYVSQG 283.8628 3037.4595 21.4215 15629 4 760.1203 4.0393
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 630.3358 WAPTR 7449.2890 630.3369 16.0353 12937 1 630.3369 1.40
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1193.5698 YWAPTREDR 6972.0340 1193.5703 15.1114 11739 2 597.2888 0.3061
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1053.6455 PLILGIWGGK 5715.5010 1053.6476 21.3526 7652 1 1053.6476 3.90
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 956.5928 LILGIWGGK 1088.1260 956.5931 21.3583 5442 1 956.5931 1.41
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 793.3992 YWAPTR 175.5449 793.3989 16.0369 5135 1 793.3989 0.3829
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 732.4403 YAPLIR 970.8920 732.4401 21.3079 4422 1 732.4401 0.2671
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1970.9133 MEYGNMLVMEQENVKR 4491.3870 1970.9109 17.5718 4152 2 985.9591 ‐0.2524
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 730.4246 LGIWGGK 260.7389 730.4256 21.3581 3632 1 730.4256 1.13
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1891.9701 LVDQFPGQSIDFFGALR 356.9170 1891.9748 23.7293 2958 2 946.4911 3.03
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 617.3406 GIWGGK 311.2639 617.3407 21.6468 2691 1 617.3407 0.4289
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1144.5997 RVQLAETYLS 241.4816 1144.5980 18.3234 2521 2 572.8026 ‐1.6949
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1448.7532 GNDFSTLYAPLIR 383.1649 1448.7519 23.0697 2296 2 724.8796 ‐0.7450
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 822.4468 YVSQGLR 75.2158 822.4442 16.5110 2209 1 822.4442 ‐2.3283
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(5)
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1516.7894 IKDEDIVTLVDQF 300.6658 1516.7780 23.7361 2040 1 1516.7780 ‐4.4735
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1449.7373 GNDFSTLYAPLIR 140.0602 1449.7409 21.0448 1607 1 1449.7409 5.84
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1033.5095 MEQENVKR 3684.2310 1033.5050 17.5782 1592 1 1033.5050 ‐2.8827
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(5) 1305.6144 VPIICTGNDFST 187.9824 1305.6088 21.8996 1255 1 1305.6088 ‐1.9634
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 569.3770 APLIR 217.1093 569.3778 21.3039 1254 1 569.3778 1.89
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1498.7788 IKDEDIVTLVDQF 148.0840 1498.7704 21.1720 1180 2 749.8889 ‐5.2953
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 1454.7427 FPGQSIDFFGALR 251.7331 1454.7416 22.1716 1055 2 727.8744 ‐0.5144
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2791.3825 TDKIKDEDIVTLVDQFPGQSIDFFG 214.8632 2791.3740 20.3169 891 4 698.5990 ‐3.0463
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 922.4570 FYWAPTR 92.8396 922.4542 17.5752 2951 1 922.4542 ‐1.9000
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 Carbamidomethyl+C(5) 2132.1209 VPIICTGNDFSTLYAPLIR 295.1800 2132.1241 21.2868 1193 3 711.3796 1.74
NP_850321.1 ribulose bisphosphate carboxylase oxygenase activase Arabidopsis thaliana 26998.8400 48785.7367 151 73.02 None 2367.0130 QYNLDNMMDGFYIAPAFMDK 341.4433 2366.9992 23.1508 813 2 1184.0032 ‐4.3389
NP_850363.1 actin family protein Arabidopsis thaliana 714.4036 37253.5535 4 9.73 None 1954.0644 VAPEEHPVLLTEAPLNPK 10861.3800 1954.0643 26.6694 21209 3 652.0263 ‐0.5661
NP_850363.1 actin family protein Arabidopsis thaliana 714.4036 37253.5535 4 9.73 None 1533.7876 MTKEINALAAANMR 2282.9560 1533.7842 17.6722 8036 2 767.3957 ‐2.2166
NP_850363.1 actin family protein Arabidopsis thaliana 714.4036 37253.5535 4 9.73 None 2349.0955 DIKEQFGYIALDYEQEMEK 398.5586 2349.0989 22.8259 1367 3 783.7045 1.42
NP_850363.1 actin family protein Arabidopsis thaliana 714.4036 37253.5535 4 9.73 None 1147.5782 DIKEQFGYIA 169.3933 1147.5772 21.7401 2379 1 1147.5772 0.9124



NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 964.5098 VLDVYEAR 66155.0600 964.5101 20.3656 296742 2 482.7587 ‐0.7732
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 1881.8721 GMFGMTTDPAAVQELEGK 6225.8710 1881.8733 32.0489 19428 2 941.4403 1.42
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 1475.7563 DLQFELIPVDMR 41243.6100 1475.7578 36.4708 14649 2 738.3826 0.9394
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 2233.0884 ATTNVWLQVEGQQFDPNASK 2756.4790 2233.0829 30.7638 8945 2 1117.0451 ‐1.1870
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 1286.6344 VHGVPMSTATMR 2711.6260 1286.6374 18.9265 4000 2 643.8224 1.75
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 936.5401 VLATLYEK 1211.1330 936.5354 20.9957 8837 2 468.7713 ‐6.1375
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 1858.9069 AITQYLAEEYSEKGEK 10538.2700 1858.9068 24.7062 13456 3 620.3071 ‐0.7184
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 847.4308 LDVYEAR 182.5387 847.4284 21.5361 3995 1 847.4284 ‐2.1351
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 724.3876 ATLYEK 189.0926 724.3862 20.9919 2516 1 724.3862 ‐1.6193
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 894.4172 PMSTATMR 139.0099 894.4206 19.0842 2420 1 894.4206 4.58
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5174.5430 29288.6628 25 35.74 None 1050.5071 GVPMSTATMR 179.0919 1050.5067 19.5985 1312 2 525.7570 ‐1.2973
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 964.5098 VLDVYEAR 64888.6800 964.5101 20.3647 295226 2 482.7587 ‐0.9335
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1881.8721 GMFGMTTDPAAVQELEGK 2600.5450 1881.8733 32.0489 19428 2 941.4403 1.80
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1475.7563 DLQFELIPVDMR 40101.8300 1475.7578 36.4708 14649 2 738.3826 0.8983
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1286.6344 VHGVPMSTATMR 3740.2710 1286.6374 18.9265 4000 2 643.8224 1.22
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 936.5401 VLATLYEK 805.5181 936.5354 20.9957 8837 2 468.7713 ‐6.3045
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1858.9069 AITQYLAEEYSEKGEK 2426.6600 1858.9068 24.7062 13456 3 620.3071 ‐0.6865
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1800.9008 SNKSSSSSSSSIIMASIK 295.2959 1800.9188 24.8874 3700 3 600.9778 9.77
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 752.3573 DVYEAR 17182.5000 752.3577 20.3637 46275 1 752.3577 0.8728
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 865.4414 LDVYEAR 3266.1300 865.4420 20.3632 22840 1 865.4420 1.90
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1123.6027 SSSSIIMASIK 71.4432 1123.6011 26.4142 9377 2 562.3042 ‐2.3544
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 538.2620 YEAR 4719.9410 538.2623 20.3678 7581 1 538.2623 0.2100
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 724.3876 ATLYEK 270.9572 724.3862 20.9919 2516 1 724.3862 ‐1.6109
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 1674.7857 TQYLAEEYSEKGEK 465.8099 1674.7903 24.7055 1625 2 837.8988 2.63
NP_850479.1 glutathione S transferase phi 8 Arabidopsis thaliana 5137.8530 29288.6628 25 35.74 None 946.4993 VLDVYEAR 344.7806 946.5005 20.7008 10208 2 473.7539 0.0199
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 112872.5000 1782.7968 24.8005 104669 2 891.9020 0.6910
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 12943.8000 2385.0954 22.9841 97928 2 1193.0514 ‐3.1840
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1906.0433 EAVNVSLANLLTYPFVR 133140.8000 1906.0434 23.5199 94603 2 953.5253 0.7431
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 42469.7400 2043.0109 18.8830 92430 3 681.6751 ‐0.8265
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 56194.8300 1652.8804 23.5751 75145 3 551.6316 ‐0.0371
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 53036.2300 1235.5198 22.7225 71640 2 618.2636 0.5949
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1019.5408 AFDPVETIK 29971.8100 1019.5408 24.3796 69761 2 510.2740 ‐0.9865
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1468.7318 YETNPALYGELAK 43669.8000 1468.7322 25.0940 49458 2 734.8697 0.1164
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1245.6296 NIANMVPPFDK 15710.8600 1245.6305 28.6439 42807 2 623.3189 0.1401
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 948.4462 GGYYDFVK 14009.1200 948.4460 23.6885 34410 2 474.7266 ‐1.2520
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1660.9057 YGGVGAAIEYAVLHLK 5624.0650 1660.9080 21.8981 24918 3 554.3075 0.4736
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1725.8694 EKYETNPALYGELAK 24730.7600 1725.8711 23.4970 93955 3 575.9619 0.1810
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 603.3137 PPFDK 81.2884 603.3123 28.1883 4538 1 603.3123 ‐2.4006
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(3) 842.3462 FACSDSR 2824.1270 842.3456 22.7214 3440 1 842.3456 0.0444
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1360.2590 941.4176 22.7263 3398 1 941.4176 4.88
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 793.4454 LYGELAK 764.6936 793.4485 23.4932 3292 1 793.4485 4.33
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 834.4032 YYDFVK 2670.7720 834.4044 23.6821 2779 1 834.4044 2.1705
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 763.4097 GDAFVVR 176.0010 763.4078 17.0617 2671 1 763.4078 ‐1.9771
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(2) 1055.4979 VCPSHVLDF 513.0360 1055.5005 18.8348 2076 1 1055.5005 3.96
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 767.3934 EAVNVSLA 259.0890 767.3940 23.9928 1306 1 767.3940 1.50
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 948.5037 FDPVETIK 2292.0540 948.4976 24.3930 1228 1 948.4976 ‐5.2974
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(2) 695.2777 ACSDSR 5740.4830 695.2765 22.7192 1149 1 695.2765 ‐1.5369
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1207.6681 EAVNVSLANLLT 387.0165 1207.6707 22.7978 974 2 604.3390 1.45
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1992.8070 1241.4813 24.7957 846 1 1241.4813 ‐0.9826
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1393.7838 SLANLLTYPFVR 524.4618 1393.7813 23.5225 801 1 1393.7813 0.8160
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 29434.3500 29846.1815 61 58.15 None 1001.5302 AFDPVETIK 159.7512 1001.5241 24.7240 1341 1 1001.5241 ‐4.8077
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(14) 1782.7963 VISELGDSAFEDQCGR 56895.1200 1782.7967 24.8000 104112 2 891.9020 0.6876
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 59080.9800 1652.8804 23.5731 74278 3 551.6316 0.1084
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 79795.6400 1235.5198 22.7225 71640 2 618.2636 0.4977
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 1019.5408 AFDPVETIK 25371.5000 1019.5409 24.3886 67246 2 510.2741 ‐1.0122
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 1468.7318 YETNPALYGELAK 62077.8900 1468.7322 25.0940 49458 2 734.8697 0.0736
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 1245.6296 NIANMVPPFDK 18227.0100 1245.6305 28.6413 41277 2 623.3189 0.0674
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 948.4462 GGYYDFVK 8082.9110 948.4460 23.6885 34410 2 474.7266 ‐1.4163
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 1725.8694 EKYETNPALYGELAK 33673.2700 1725.8711 23.4970 93955 3 575.9619 0.2773
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 4862.3400 2401.1023 38.5431 27230 2 1201.0548 2.0527
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 1018.5026 ANMVPPFDK 324.8195 1018.4979 28.6533 3933 1 1018.4979 ‐3.1957
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(3) 842.3462 FACSDSR 2496.3830 842.3456 22.7214 3440 1 842.3456 0.0799
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1469.2780 941.4176 22.7263 3398 1 941.4176 4.70
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 793.4454 LYGELAK 1058.8710 793.4485 23.4932 3292 1 793.4485 4.76
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 765.3414 EKYETN 2188.5960 765.3413 23.4933 2802 1 765.3413 0.4258
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 834.4032 YYDFVK 3079.0060 834.4044 23.6821 2779 1 834.4044 2.41
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 635.3580 1197.6404 25.2416 2484 2 599.3239 ‐1.1102
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 864.4825 ALYGELAK 201.3892 864.4811 24.3773 2286 2 432.7442 ‐3.0986
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 None 948.5037 FDPVETIK 2881.8950 948.4976 24.3930 1228 1 948.4976 ‐5.2376
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(2) 695.2777 ACSDSR 9640.2560 695.2765 22.7192 1149 1 695.2765 ‐1.5352
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15077.4800 29846.1815 61 58.15 Carbamidomethyl+C(9) 1241.4852 GDSAFEDQCGR 1376.8650 1241.4813 24.7957 846 1 1241.4813 ‐0.8556
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 22010.4800 2385.0954 22.9841 97928 2 1193.0514 ‐3.2068
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1906.0433 EAVNVSLANLLTYPFVR 122448.8000 1906.0434 23.5199 94603 2 953.5253 0.9261
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 Carbamidomethyl+C(2) 2043.0117 VCPSHVLDFQPGDAFVVR 62893.3700 2043.0109 18.8830 92430 3 681.6751 ‐0.3633
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1245.6296 NIANMVPPFDK 18502.9900 1245.6291 17.6923 70105 2 623.3182 ‐0.5238
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1660.9057 YGGVGAAIEYAVLHLK 7658.2100 1660.9080 21.8981 24918 3 554.3075 0.9303
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 13698.8300 1652.8792 15.3917 7122 3 551.6313 ‐0.2573
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1409.6795 GTEAYDEAIEALK 233.2917 1409.7141 23.8513 3942 2 705.3607 24.7105
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1018.5026 ANMVPPFDK 387.0062 1018.5010 17.6873 4470 1 1018.5010 ‐0.1358



NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 870.4567 DEAIEALK 57.8486 870.4517 21.6644 3001 1 870.4517 ‐4.8420
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1393.7838 SLANLLTYPFVR 269.0381 1393.7760 22.9753 2711 2 697.3916 ‐5.4883
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 763.4097 GDAFVVR 104.8908 763.4078 17.0617 2671 1 763.4078 ‐1.8430
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 Carbamidomethyl+C(2) 1055.4979 VCPSHVLDF 421.6151 1055.5005 18.8348 2076 1 1055.5005 4.0275
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 Carbamidomethyl+C(2) 1183.5565 VCPSHVLDFQ 250.5973 1183.5513 18.8743 1762 1 1183.5513 ‐2.4285
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 767.3934 EAVNVSLA 187.8887 767.3940 23.9928 1306 1 767.3940 1.82
NP_850490.1 carbonic anhydrase 1 Arabidopsis thaliana 15645.2200 29846.1815 61 58.15 None 1228.6031 NIANMVPPFDK 97.4266 1228.5967 20.1001 771 1 1228.5967 ‐3.0474
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 376.7433 41589.6888 4 8.66 None 1207.6317 AVAGAGVLSGYDK 4782.8850 1207.6302 22.3303 8029 2 604.3187 ‐1.9869
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 376.7433 41589.6888 4 8.66 None 1084.4836 MMMTSGEAVK 4048.1390 1084.4849 17.8749 6072 2 542.7461 0.2902
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 376.7433 41589.6888 4 8.66 None 1211.6055 QFDGLVDVYR 3908.1810 1211.6032 27.9522 3593 2 606.3052 ‐2.6179
NP_850541.1 ADP ATP carrier protein 1 Arabidopsis thaliana 376.7433 41589.6888 4 8.66 None 1446.7416 YFPTQALNFAFK 149.8747 1446.7390 25.2548 2311 2 723.8731 ‐2.0610
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 1407.7015 GWDAQVLGEAPHK 547.8554 1407.7059 25.7415 15748 2 704.3566 2.69
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2251.1129 LEEYVEIPSDSGISFNVQPK 10556.7300 2251.1094 31.9582 11587 2 1126.0583 ‐0.1001
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2277.1609 DVLDGSSVGFVETLEADLAALR 2775.2400 2277.1673 47.9196 5059 2 1139.0873 4.61
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2249.0721 AEPGANDQYLPSFVIVDDNGK 494.8331 2249.0888 31.1869 3951 3 750.3678 7.1457
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 1985.9749 APTPAMDSLKDGKPDTWR 358.6783 1985.9592 22.9241 1839 2 993.4832 ‐7.0416
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2858.4241 TILDAIEQVGGIYVVTADHGNAEDMVK 2269.0050 2858.3554 39.4111 1565 3 953.4567 ‐23.8302
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 3076.4786 SGYFNEKLEEYVEIPSDSGISFNVQPK 3845.6320 3076.4671 34.5727 2995 3 1026.1605 ‐3.3794
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2035.9252 MYVTMDRYENDWSVVK 306.5284 2035.9352 28.8738 1189 3 679.3166 4.86
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 1780.8428 SGYFNEKLEEYVEIP 560.5751 1780.8398 34.2717 3158 2 890.9235 ‐1.2560
NP_850542.1 phosphoglycerate mutase 2 3 bisphosphoglycerate independent Arabidopsis thalian 638.2553 60934.9776 10 19.64 None 2840.4135 TILDAIEQVGGIYVVTADHGNAEDMVK 522.5692 2840.4245 37.8765 755 4 710.8616 2.42
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidopsis tha 1829.8200 25172.7537 5 39.65 None 1755.8701 STPFQPYSEVFGLQR 20915.0100 1755.8701 19.1851 31722 2 878.4387 0.6389
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidopsis tha 1829.8200 25172.7537 5 39.65 None 1265.7252 VSPLFFSSLLR 560.1933 1265.7312 18.9219 30737 2 633.3692 4.76
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidopsis tha 1829.8200 25172.7537 5 39.65 None 1586.8689 TVISDRPLWFPGAK 5622.2910 1586.8713 18.0665 10383 3 529.6286 0.9589
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidopsis tha 1829.8200 25172.7537 5 39.65 None 4394.1027 SPEYLDGSLVGDYGFDPFGLGKPAEYLQ 351.1650 4394.0950 24.8823 2247 3 1465.3699 1.86
NP_850545.1 light harvesting complex photosystem II interacting protein Lhcb4 2 Arabidopsis tha 1829.8200 25172.7537 5 39.65 None 1121.5949 NLYGEVIGTR 272.3320 1121.5928 23.7658 1390 1 1121.5928 ‐0.1303
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 1158.6477 VVVDGNVITSR 6764.1870 1158.6514 20.8360 27641 2 579.8293 2.49
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 1427.7992 LVAEVLLDEVAEK 59278.2600 1427.8002 34.3818 21453 2 714.4037 0.4733
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 Carbamidomethyl+C(5) 1249.6205 LAATCATAVESR 48863.2600 1249.6191 16.9738 12652 2 625.3132 ‐1.7110
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 820.4233 SLENMVK 3444.1230 820.4267 19.0704 2465 2 410.7170 2.07
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 Carbamidomethyl+C(19) 2270.1082 GGADVTVASVETQVGVDACHGIK 685.9298 2270.1023 38.9595 877 2 1135.5548 ‐1.2227
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 Carbamidomethyl+C(20) 2426.2093 RGGADVTVASVETQVGVDACHGIK 1485.9060 2426.1813 23.4559 3168 2 1213.5943 ‐9.8956
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 861.4425 DGNVITSR 222.7471 861.4405 21.6932 2656 1 861.4405 ‐1.4856
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 1215.6467 AEVLLDEVAEK 1320.5190 1215.6403 34.3650 1171 1 1215.6403 ‐3.2722
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 1509.7656 RGGADVTVASVETQVG 471.8209 1509.7634 22.5523 852 2 755.3854 ‐1.4984
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 3987.1760 39877.7555 15 18.16 None 802.4128 SLENMVK 84.3103 802.4166 20.2726 2562 1 802.4166 5.61
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2292.6310 39877.7555 15 18.16 None 1427.7992 LVAEVLLDEVAEK 57245.4800 1427.8002 34.3810 20822 2 714.4037 0.4157
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2292.6310 39877.7555 15 18.16 None 1158.6477 VVVDGNVITSR 6404.1650 1158.6494 20.8213 20399 2 579.8283 0.5912
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2292.6310 39877.7555 15 18.16 None 820.4233 SLENMVK 4477.6620 820.4267 19.0704 2465 2 410.7170 2.65
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2292.6310 39877.7555 15 18.16 None 803.4145 LDEVAEK 111.2636 803.4165 33.0061 1536 1 803.4165 3.0561
NP_850588.1 protein DJ 1 like A Arabidopsis thaliana 2292.6310 39877.7555 15 18.16 None 1215.6467 AEVLLDEVAEK 1253.1550 1215.6403 34.3650 1171 1 1215.6403 ‐3.1511
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1434.7587 VYVGQAQDGISAVK 24636.7700 1434.7546 21.3749 77057 2 717.8809 ‐3.1040
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1686.7718 GANLWDDGSTHDAVTK 24305.2300 1686.7718 21.1698 64994 3 562.9288 ‐0.8830
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1395.7301 IFGSDGSVITMLR 3181.0270 1395.7294 19.4835 34909 2 698.3684 ‐0.7257
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 3187.6786 IIGFHGSAGGNLNSLGAYFAPLTTTTPLT 4654.7870 3187.6741 21.4477 31303 3 1063.2295 ‐0.3700
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1933.9502 TSDVIGSDEGTHFTLQVK 8878.0820 1933.9519 26.2399 29113 3 645.3221 0.3123
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1091.6320 IGVHVRPLSN 7176.6130 1091.6332 20.0142 23025 2 546.3203 0.3024
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 3072.4612 STLLGFEEFVLDYPSEYITAVDGTYDK 6974.8710 3072.4505 25.3735 21698 2 1536.7289 ‐0.6470
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 2401.2034 QTSPPFGLEAGTVFELKEEGHK 1747.5670 2401.2108 30.8243 8094 4 601.0581 1.96
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 2814.3475 MAQKVEAQGGKGANLWDDGSTHDA 4744.7720 2814.3521 25.5624 4897 3 938.7889 2.84
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 685.3991 VRPLSN 95.1396 685.3983 21.5235 16121 1 685.3983 ‐1.0710
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1928.9097 GGKGANLWDDGSTHDAVTK 396.7997 1928.9057 25.8652 4371 3 643.6401 ‐2.6648
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1117.5670 GSDGSVITMLR 288.6328 1117.5684 20.7008 1740 1 1117.5684 2.28
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1085.5262 QTSPPFGLEAG 222.8591 1085.5219 30.2060 1487 1 1085.5219 ‐2.3376
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 959.5785 IGVHVRPLS 516.5645 959.5772 20.0203 1063 2 480.2922 ‐2.4825
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1377.7195 IFGSDGSVITMLR 213.6743 1377.7260 18.6110 1084 2 689.3666 4.87
NP_850594.1 PYK10 binding protein 1 Arabidopsis thaliana 4639.0760 32158.1143 16 54.70 None 1669.7453 GANLWDDGSTHDAVTK 370.3500 1669.7509 21.1631 1304 3 557.2552 2.41
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1420.7431 VYVGQGQDGISAVK 3101.5980 1420.7440 20.6581 15930 2 710.8756 0.3638
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 2225.0357 LSAIGGDEGTAWDDGAYDGVKK 2866.5560 2225.0357 24.9648 9039 3 742.3501 ‐0.3345
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1348.7107 TSPPYGLETQKK 3698.8810 1348.7107 16.9023 5398 3 450.2417 ‐1.0531
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 4275.0292 GAENIVGGEHGKPTLLGFEEFEIDYPSEY 1403.0360 4275.0244 39.6552 2954 4 1069.5115 ‐1.1396
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1766.8959 QTSAPFGLEAGTAFELK 406.9493 1766.8838 36.4559 2839 2 883.9456 ‐6.4150
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 2225.0357 KLSAIGGDEGTAWDDGAYDGVK 625.8576 2225.0369 25.6817 1580 3 742.3505 0.2190
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1840.7984 GGDEGTAWDDGAYDGVKK 158.1948 1840.7922 23.4584 5691 2 920.8997 ‐2.8015
NP_850596.1 jacalin related lectin Arabidopsis thaliana 708.3657 32022.7035 8 35.00 None 1160.6310 PPYGLETQKK 863.6954 1160.6318 16.8935 1102 2 580.8195 ‐0.1298
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1774.8970 NYELPDGQVITIGAER 11772.4500 1774.8989 30.1079 37246 2 887.9531 1.11
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1147.6027 EITALAPSSMK 10458.2100 1147.6087 22.3687 35497 2 574.3080 4.27
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1176.5354 GYMFTTTAER 28944.3600 1176.5363 22.2372 17342 2 588.7718 0.0190
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1968.0801 IAPEEHPVLLTEAPLNPK 2623.3750 1968.0793 27.2152 17063 3 656.6979 ‐0.9437
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1918.8640 YPIEHGVVSNWDDMEK 1616.2080 1918.8676 26.4064 9668 3 640.2940 1.68
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 2315.1700 KDLYGNIVLSGGTTMFSGIADR 896.5182 2315.1662 38.7072 1782 3 772.3936 ‐1.9226
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 2187.0750 DLYGNIVLSGGTTMFSGIADR 91.1971 2187.0534 30.2049 10075 3 729.6893 ‐10.2671
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 Carbamidomethyl+C(11) 2032.9315 AEADDIQPIVCDNGTGMVK 573.2245 2032.9625 33.0601 4273 2 1016.9849 16.2697
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 549.2701 PSSMK 922.7920 549.2703 21.8795 15390 1 549.2703 0.0137
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 804.4284 ALAPSSMK 594.6371 804.4287 22.3567 1678 1 804.4287 1.0404
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1112.5259 NYELPDGQVI 315.7145 1112.5217 28.3657 776 1 1112.5217 ‐2.0048
NP_850611.1 actin 2 Arabidopsis thaliana 1882.6230 41403.4527 12 30.19 None 1158.5248 GYMFTTTAER 517.1051 1158.5264 23.6162 5436 2 579.7668 0.5384
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1348.7008 FFDNAIGVNVPR 9298.6750 1348.7005 17.6058 7172 2 674.8539 ‐0.6231
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1300.7359 SIPSIVELDSLK 10329.7200 1300.7365 31.8591 5678 2 650.8719 0.0757



NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 941.5125 MEIIPNPK 6876.4020 941.5140 22.4007 3602 2 471.2606 0.5052
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1627.8326 TNPTNPAIELGPEFK 291.6535 1627.8377 34.0903 853 2 814.4225 3.90
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 2108.1022 VQLLEIAQVPDEHVNEFK 2102.1440 2108.1023 31.3450 8921 3 703.3723 ‐0.2971
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1024.5310 GGTLISYEGK 671.0292 1024.5043 18.9472 4142 1 1024.5043 ‐24.6239
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1475.8005 IFNTNNLWVNLK 404.7174 1475.8025 35.2093 2435 2 738.4049 1.23
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 2208.1030 LEIPDNAVLENKDINGPEDL 472.2175 2208.0854 37.8066 1089 3 736.7000 ‐8.2162
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 Carbamidomethyl+C(22) 2737.4230 DGLTFLDLIVIQIENLNNKYNCK 828.1904 2737.4137 22.0757 1858 3 913.1428 ‐2.8961
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 1069.5928 DGLTFLDLIV 588.9484 1069.5880 22.4423 6496 2 535.2976 ‐5.3641
NP_850837.1 UTP glucose 1 phosphate uridylyltransferase 1 Arabidopsis thaliana 907.1196 43920.6439 11 25.13 None 791.4046 TNPTNPAI 69.3828 791.3999 35.3034 1634 1 791.3999 ‐5.4298
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 Carbamidomethyl+C(13) 1903.8743 EAFSLFDKDGDGCITTK 6961.3760 1903.8744 27.5815 19260 3 635.2963 ‐0.5202
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1927.8556 EADVDGDGQINYEEFVK 9529.3560 1927.8579 28.0563 18452 2 964.4326 1.21
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1568.7075 DTDSEEELKEAFR 17372.0000 1568.7095 24.1067 15504 3 523.5747 0.2630
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1827.8429 MKDTDSEEELKEAFR 2928.6520 1827.8443 22.9402 9999 3 609.9530 0.0771
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1809.9130 VFDKDQNGFISAAELR 1208.0880 1809.9089 30.8897 2844 2 905.4581 ‐1.7389
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1640.7472 MADQLTDDQISEFK 447.9938 1640.7426 19.4479 3066 2 820.8749 ‐2.6414
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 4064.8852 SLGQNPTEAELQDMINEVDADGNGTI 1284.6780 4064.9383 24.8988 1318 3 1355.6510 15.2630
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1150.5739 EEELKEAFR 150.0833 1150.5692 22.3748 5625 2 575.7882 ‐4.8144
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1398.6536 GDGQINYEEFVK 189.1760 1398.6469 28.2631 1979 2 699.8271 ‐5.0308
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 1352.6329 DSEEELKEAFR 5371.8310 1352.6376 24.1043 1626 2 676.8224 3.1789
NP_850860.1 calmodulin 6 Arabidopsis thaliana 4182.8370 16890.7288 11 77.85 None 981.4524 DDQISEFK 245.1564 981.4526 19.4825 877 2 491.2299 ‐0.8198
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 1556.8530 VSDIATVLQPGDTLK 6644.2050 1556.8539 28.6157 9646 2 778.9306 0.5858
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 1223.5790 FVEVDEEQTK 5370.7850 1223.5823 17.6640 6643 2 612.2948 2.1194
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 973.5201 AAAEELLEK 463.9099 973.4997 33.3044 1349 1 973.4997 ‐19.7445
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 2151.1332 GFVPFSQISSKAAAEELLEK 2125.7350 2151.1375 22.2185 5141 3 717.7174 1.26
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 1806.9596 GTVFKTDANGALVDISAK 458.2687 1806.9719 19.6279 4805 2 903.9896 7.13
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 1244.6528 QRIAQAEAMAR 789.1318 1244.6530 23.7321 3660 2 622.8301 ‐0.3898
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 963.4934 GFVPFSQIS 222.4435 963.4906 23.7537 4553 2 482.2489 ‐4.0537
NP_850903.1 small subunit ribosomal protein S1 Arabidopsis thaliana 378.7166 45338.6225 8 10.82 None 981.4935 QRIAQAEAM 167.2551 981.4952 23.2920 970 1 981.4952 2.47
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1109.5950 LGEEGAPAIPR 113875.1000 1109.5960 20.7491 94340 2 555.3016 0.1059
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1194.6001 TIEAYNIADGK 46472.8500 1194.5993 21.3108 81578 2 597.8033 ‐1.3075
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1516.7067 WAQLPDPGDNFEK 28177.5900 1516.7064 27.5392 57665 2 758.8569 ‐0.2135
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1042.5164 LDEVGGPEAR 88066.7300 1042.5174 15.4224 47277 2 521.7623 0.0513
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1532.7703 WTEVETTGAKPSAR 68872.5800 1532.7699 16.9450 42008 3 511.5948 ‐1.3774
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1014.5731 SVFAHAVVGK 31512.7800 1014.5747 19.0136 34311 2 507.7910 0.6138
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1340.6481 GWTAYTAATVDGK 16098.4800 1340.6487 23.8434 31754 2 670.8280 0.0361
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1677.8006 SYDTVTSEWTFLTK 37812.1500 1677.8011 19.7851 30607 2 839.4042 0.5069
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1378.6161 TDDLYFYAVNSA 7082.2560 1378.6169 31.6217 29775 2 689.8121 0.2587
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 990.5367 GGAGFAVVQGK 35904.2100 990.5362 19.3036 22403 2 495.7717 ‐1.5637
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 2212.0128 TFHSMASDENHVYVFGGVSK 6156.9360 2212.0170 25.1936 22324 3 738.0105 1.71
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1672.8078 WAQLPDPGDNFEKR 10040.8600 1672.8106 25.9890 21036 3 558.2750 0.7592
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1848.7923 DDYESNAVQFYDPASK 6880.7460 1848.7969 26.2114 6618 2 924.9021 3.0780
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 825.4618 IYIFGGR 10719.6400 825.4630 16.5100 5810 2 413.2352 0.2393
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1146.6378 RGGAGFAVVQGK 4175.4630 1146.6381 17.4169 6805 2 573.8227 ‐0.5217
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1259.5903 QLPDPGDNFEK 534.4894 1259.5911 27.8122 22923 2 630.2992 0.1772
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 530.3297 VVQGK 173.7981 530.3299 18.2539 10865 1 530.3299 0.1149
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 780.3886 YNIADGK 203.1806 780.3869 22.4619 8430 1 780.3869 ‐1.6943
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 980.4684 EAYNIADGK 11648.9200 980.4665 21.3099 6419 1 980.4665 ‐0.7018
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 828.4727 FAHAVVGK 5953.9260 828.4739 19.0405 4037 2 414.7406 0.2212
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 795.4400 WTFLTK 72.7116 795.4418 18.1505 3661 1 795.4418 2.01
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 851.4258 AYNIADGK 11178.6000 851.4224 21.3032 3144 1 851.4224 ‐3.1663
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 996.5109 GEEGAPAIPR 1593.8190 996.5100 20.7571 3095 1 996.5100 0.4092
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 586.2944 GGPEAR 5194.7890 586.2946 15.4218 2777 1 586.2946 0.2745
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 553.3457 PAIPR 13489.8600 553.3460 20.7554 2360 1 553.3460 0.3522
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 601.3668 AVVQGK 254.5407 601.3682 20.8724 2043 1 601.3682 2.84
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 929.4323 DEVGGPEAR 1015.8840 929.4342 15.4218 2020 1 929.4342 3.0529
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1018.4476 PDPGDNFEK 385.9622 1018.4497 27.5531 1929 1 1018.4497 3.09
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 681.4042 AHAVVGK 103.1371 681.4060 20.7583 1850 1 681.4060 2.80
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1112.5623 TSEWTFLTK 206.0168 1112.5629 18.7053 1693 1 1112.5629 2.53
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 865.4163 GDNFEKR 231.3443 865.4146 24.8218 1334 1 865.4146 ‐1.1106
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1011.5146 SEWTFLTK 109.4387 1011.5077 20.3013 1201 1 1011.5077 ‐5.4354
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 805.4567 GFAVVQGK 3134.2700 805.4569 19.2896 1053 1 805.4569 0.9410
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 22825.9500 28525.7349 56 62.45 None 1498.6961 WAQLPDPGDNFEK 252.0945 1498.7043 26.9261 2098 2 749.8558 5.78
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1194.6001 TIEAYNIADGK 39084.8000 1194.5993 21.3108 81578 2 597.8033 ‐1.4142
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1516.7067 WAQLPDPGDNFEK 25071.1700 1516.7064 27.5392 57665 2 758.8569 ‐0.2451
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1532.7703 WTEVETTGAKPSAR 35823.1400 1532.7699 16.9450 42008 3 511.5948 ‐1.1875
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1014.5731 SVFAHAVVGK 65745.6500 1014.5747 19.0136 34311 2 507.7910 0.4649
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1340.6481 GWTAYTAATVDGK 19609.4400 1340.6487 23.8434 31754 2 670.8280 ‐0.0365
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1378.6161 TDDLYFYAVNSA 8335.1590 1378.6169 31.6217 29775 2 689.8121 0.1949
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1677.8006 SYDTVTSEWTFLTK 32931.3000 1677.8045 33.5389 29032 2 839.4059 2.83
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 990.5367 GGAGFAVVQGK 55913.7700 990.5362 19.3036 22403 2 495.7717 ‐1.7182
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1672.8078 WAQLPDPGDNFEKR 16295.4600 1672.8106 25.9890 21036 3 558.2750 0.8813
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 2212.0128 TFHSMASDENHVYVFGGVSK 6603.6070 2212.0162 25.1790 20428 3 738.0103 1.05
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1146.6378 RGGAGFAVVQGK 5699.4010 1146.6381 17.4169 6805 2 573.8227 ‐0.6396
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 2999.3806 DENRNFENFRSYDTVTSEWTFLTK 631.5841 2999.3817 30.6226 800 3 1000.4654 0.6783
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 851.4258 AYNIADGK 9497.8100 851.4224 21.3032 3144 1 851.4224 ‐3.1287
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1116.6008 VETTGAKPSAR 215.8073 1116.6016 15.9451 2353 2 558.8044 ‐0.1428
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 601.3668 AVVQGK 385.3405 601.3682 20.8724 2043 1 601.3682 2.86
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1346.6910 TEVETTGAKPSAR 5433.2920 1346.6913 16.9472 1944 2 673.8493 ‐0.2657
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1018.4476 PDPGDNFEK 374.6367 1018.4497 27.5531 1929 1 1018.4497 3.67



NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 790.3883 WAQLPDP 323.4579 790.3864 25.9942 1741 1 790.3864 ‐1.7871
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 805.4567 GFAVVQGK 11589.6900 805.4569 19.2896 1053 1 805.4569 0.9680
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1112.5623 TSEWTFLTK 2626.8990 1112.5543 33.5274 1019 1 1112.5543 ‐5.3403
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1322.6375 GWTAYTAATVDGK 310.2628 1322.6421 24.1337 2324 2 661.8247 2.19
NP_850963.1 epithiospecifier protein Arabidopsis thaliana 14199.5400 28525.7349 56 62.45 None 1498.6961 WAQLPDPGDNFEK 209.4511 1498.7043 26.9261 2098 2 749.8558 5.20
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 874.4629 IDVSQNAK 1139.6940 874.4629 17.9428 7499 1 874.4629 0.8750
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1496.7236 FIGTAGAASTMMNPK 2840.7760 1496.7228 15.7618 6374 2 748.8651 ‐0.5888
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1759.9225 REEFEEISIPILER 2365.0530 1759.9202 33.4533 3639 3 587.3116 ‐2.0845
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1138.5197 EFEMALQDR 7330.6200 1138.5200 24.0117 2364 2 569.7636 ‐0.5182
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1248.6834 YATPALLSADVK 864.2960 1248.6824 20.0552 2095 2 624.8448 ‐1.3583
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1475.7489 QFSDPELQRDIK 555.6808 1475.7276 30.0678 7188 2 738.3675 ‐14.5144
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1101.5575 FDHIELAEK 569.1600 1101.5387 20.9711 3788 1 1101.5387 ‐15.4575
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 Carbamidomethyl+C(2)
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 2281.0983 SGTFSIDVQYSDVNDLQAPPK 291.3124 2281.1156 30.8996 993 3 761.0434 7.59
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 Carbamidomethyl+C(13) 2369.1489 MSVVGFDFGNENCLVAVARQR 1166.6410 2369.1674 31.5954 3807 3 790.3940 7.66
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1836.9450 DEYKIDVSQNAKASLR 293.0087 1836.9634 33.4321 3682 3 612.9926 9.30
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 1131.6256 TVEVEKAVEK 614.0278 1131.6237 21.4213 3170 2 566.3155 ‐2.3785
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 2269.1459 EAAVSNDPKFDHIELAEKQK 1432.5380 2269.1464 22.0504 1179 3 757.0537 0.1119
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 3690.8174 SGTFSIDVQYSDVNDLQAPPKISTYTIGP 1258.2450 3690.8240 22.8860 948 4 923.4615 0.4543
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 933.4169 AASTMMNPK 475.9449 933.4176 16.2284 6002 1 933.4176 1.33
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 530.2569 SQNAK 79.3756 530.2552 17.3719 3615 1 530.2552 ‐3.5594
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 739.3985 TVEVEKA 175.9106 739.3960 19.7527 3224 1 739.3960 ‐2.8968
NP_850984.4 Heat shock protein 70 Arabidopsis thaliana 236.5171 92422.3667 18 6.98 None 2263.0877 SGTFSIDVQYSDVNDLQAPPK 508.0044 2263.0830 30.6198 8369 3 755.0325 ‐2.1996
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 1586.8458 VSSVEVDLPAMLAQK 3275.1280 1586.8438 19.2099 24741 2 793.9255 ‐1.1986
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 Carbamidomethyl+C(7)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 1139.6419 HIIVATGSDVK 31499.4300 1139.6424 16.5288 11390 2 570.3248 ‐0.2975
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 1034.5187 AIDTAEGMVK 2956.5280 1034.5182 18.3971 1989 1 1034.5182 0.9458
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 Carbamidomethyl+C(2) 1480.7036 VCHAHPTMSEAIK 2027.3390 1480.7057 21.1054 1690 2 740.8565 1.49
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 2101.1209 VSSVEVDLPAMLAQKDTAVK 228.0910 2101.1311 16.3752 2972 4 526.0382 2.46
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 952.4734 EGVSYNVGK 1860.8870 952.4755 15.9012 1256 2 476.7414 1.1286
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 Carbamidomethyl+C(1)
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 850.3975 DTAEGMVK 219.3474 850.3987 18.8810 1013 1 850.3987 2.75
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 1568.8353 VSSVEVDLPAMLAQK 227.0958 1568.8441 18.0604 3336 3 523.6196 4.56
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 None 1121.6313 HIIVATGSDVK 302.5041 1121.6346 15.0194 975 2 561.3209 2.1183
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 Carbamidomethyl+C(2) 1462.6930 VCHAHPTMSEAIK 385.4501 1462.6925 21.9580 844 2 731.8499 ‐0.5188
NP_851005.1 dihydrolipoyl dehydrogenase 2 Arabidopsis thaliana 1035.1850 54271.3136 13 14.60 Carbamidomethyl+C(7)
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1204.6783 TAGGLLLTETTK 51051.1100 1204.6786 23.9367 48360 2 602.8429 ‐0.4421
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1371.6427 YAGTEVEFNDVK 87374.4400 1371.6429 22.5733 43405 2 686.3251 ‐0.1572
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 7458.2140 2621.4233 17.6822 37389 3 874.4793 ‐0.6033
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1662.9313 ITPLPVSTGSTVLYSK 31092.0700 1662.9290 17.3942 33399 2 831.9681 ‐1.1458
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 906.4601 ASDVMAILS 5541.7150 906.4609 30.8205 26764 1 906.4609 1.93
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 2083.0917 EKPSIGTVIAVGPGSLDEEGK 6787.6310 2083.0928 27.8025 14983 3 695.0358 0.1476
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 2540.3090 EDDIVGILETEDIKDLKPLNDR 5829.3620 2540.3160 34.4717 14254 4 635.8345 0.9701
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1618.9050 IDITVPTGAQIIYSK 3506.9070 1618.9056 18.5038 10639 2 809.9565 0.5060
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1588.7952 EDDIVGILETEDIK 8730.9660 1588.7965 33.4316 7679 2 794.9019 0.9200
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1504.7788 AATQLTASPVTMSAR 182.3592 1504.7795 33.8316 1580 2 752.8934 0.4126
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1861.0429 NKIDITVPTGAQIIYSK 14548.0400 1861.0408 17.5065 24530 3 621.0184 ‐1.8311
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 3727.0052 EKPSIGTVIAVGPGSLDEEGKITPLPVST 1503.8200 3727.0179 19.4780 15156 4 932.5099 2.0851
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1208.5794 AGTEVEFNDVK 682.7558 1208.5738 23.0678 2730 2 604.7905 ‐5.2461
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1032.5936 GGLLLTETTK 595.8905 1032.5911 23.9374 1836 1 1032.5911 ‐0.9800
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1953.9988 PSTAQSKPQGGEVVAVGEGR 692.4529 1954.0029 18.5003 1502 2 977.5051 2.34
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1238.6627 PVSTGSTVLYSK 319.6844 1238.6568 17.3923 891 1 1238.6568 ‐2.6459
NP_851045.1 chaperonin 20 Arabidopsis thaliana 11297.1800 26801.9082 27 59.68 None 1354.6161 YAGTEVEFNDVK 319.3801 1354.6198 23.1721 1748 1 1354.6198 5.80
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 2621.4257 TLGGILLPSTAQSKPQGGEVVAVGEGR 11490.5300 2621.4233 17.6822 37389 3 874.4793 ‐0.1303
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1662.9313 ITPLPVSTGSTVLYSK 21525.5800 1662.9290 17.3942 33399 2 831.9681 ‐0.8582
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1618.9050 IDITVPTGAQIIYSK 5446.2030 1618.9056 18.5038 10639 2 809.9565 0.8125
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 906.4601 ASDVMAILS 447.7308 906.4550 25.5474 2562 1 906.4550 ‐4.5492
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1204.6783 TAGGLLLTETTK 1716.5780 1204.6833 15.7714 2311 2 602.8453 3.41
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1861.0429 NKIDITVPTGAQIIYSK 18201.6400 1861.0408 17.5065 24530 3 621.0184 ‐1.3710
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 3727.0052 EKPSIGTVIAVGPGSLDEEGKITPLPVST 377.6441 3727.0179 19.4780 15156 4 932.5099 3.98
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1403.7853 SLASLDGLRASSVK 303.8232 1403.7979 16.3645 1672 2 702.4026 9.1625
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 3448.8646 IKEAEEKTLGGILLPSTAQSKPQGGEVVA 723.0323 3448.8916 16.9546 1126 6 575.6547 7.53
NP_851045.1 chaperonin 20 Arabidopsis thaliana 3007.8070 26801.9082 27 59.68 None 1238.6627 PVSTGSTVLYSK 173.8280 1238.6568 17.3923 891 1 1238.6568 ‐2.6194
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 1660.8403 ISAVSIFFETMPYR 18613.1100 1660.8416 22.3578 26332 2 830.9244 1.75
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 1091.6208 LIVAGASAYAR 34801.2700 1091.6207 14.4991 12560 2 546.3140 ‐0.3545
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 841.4389 GAMIFFR 7269.8450 841.4381 18.1097 12069 1 841.4381 ‐0.0971
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 2291.1237 IMALDLPHGGHLSHGYQTDTK 5744.8960 2291.1274 15.6269 4186 4 573.5373 1.81
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 1569.8054 NTVPGDVSAMVPGGIR 587.4273 1569.8016 17.4175 1077 2 785.4045 ‐1.9955
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 1510.7570 LKDFVATMQSNEK 188.1657 1510.7373 17.0471 1374 2 755.8723 ‐12.7737
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 2030.1604 LSSSVKKPISLLSSNGGSLR 113.5894 2030.1724 25.8612 1274 2 1015.5898 6.47
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 2786.3739 GFELIPSENFTSLSVMQAVGSVMTNK 304.5232 2786.3944 23.9308 1044 3 929.4697 8.72
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 Oxidation+M(10) 2500.2646 NTVPGDVSAMVPGGIRMGTPALTSR 301.8884 2500.2494 24.6578 3073 2 1250.6283 ‐4.4169
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 713.3803 MIFFR 117.9983 713.3804 18.0900 2574 1 713.3804 0.5723
NP_851080.1 serine hydroxymethyltransferase 2 Arabidopsis thaliana 1618.8850 57512.9843 11 22.63 None 978.5367 IVAGASAYAR 412.6690 978.5399 15.7653 1213 2 489.7736 2.37
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 Carbamidomethyl+C(21) 3886.7171 AGAPVDQTISALSEYMEPGDCIIDGGN 3820.2710 3886.6993 39.5356 3000 3 1296.2379 ‐2.6162
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 1673.8705 VLEEAGLKEDIGSASR 951.4349 1673.8688 22.1105 4124 3 558.6278 ‐1.8717
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 1452.6853 VKDDYGDGELVDK 728.8096 1452.6887 18.0780 3162 3 484.9011 1.1785
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 1080.5684 YLSGLKDER 3693.3510 1080.5690 16.4762 787 2 540.7882 ‐0.2559
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 2751.2910 DLFGAHTYERTDRPGAYHTEWTK 751.9967 2751.2915 20.4265 3169 3 917.7687 0.6636



NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 2761.4090 AYQRNPNLASLVVDPDFAKEMVQR 1673.8070 2761.4098 23.2051 1998 3 921.1415 0.7981
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 1233.6070 EDIGSASRGVDK 1676.5450 1233.5983 33.3517 1676 2 617.3028 ‐7.5773
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 954.4639 EDIGSASRGV 99.3685 954.4669 33.4632 2225 1 954.4669 4.43
NP_851113.1 6 phosphogluconate dehydrogenase decarboxylating 2 Arabidopsis thaliana 393.5259 53659.8681 9 16.43 None 1062.5578 YLSGLKDER 214.2123 1062.5575 17.1332 1331 2 531.7824 ‐1.2056
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2357.5750 30293.8839 7 14.59 None 1661.9109 SDIIVSPSILSANFAK 40896.7300 1661.9122 19.8253 19916 2 831.4598 1.0524
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2357.5750 30293.8839 7 14.59 None 1532.7744 SLLYQPTSFSFSR 625.4467 1532.7709 32.4982 2038 2 766.8891 ‐2.2666
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 2357.5750 30293.8839 7 14.59 None 615.3348 SDIIVS 141.5313 615.3318 21.0135 1197 1 615.3318 ‐4.9083
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 7 14.59 None 1661.9109 SDIIVSPSILSANFAK 16687.7700 1661.9122 19.8253 19916 2 831.4598 1.04
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 7 14.59 None 1986.9920 GVNPWIEVDGGVTPANAYK 2376.0910 1986.9869 18.3820 1524 2 993.9971 ‐1.5744
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 7 14.59 None 2316.2809 SDIIVSPSILSANFAKLGEQVK 318.1734 2316.2738 19.6612 6196 3 772.7628 ‐2.6619
NP_851240.1 D ribulose 5 phosphate 3 epimerase Arabidopsis thaliana 1110.8540 30293.8839 7 14.59 None 667.3562 GVNPWI 343.1490 667.3588 17.5468 3019 1 667.3588 4.69
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 907.5247 NLLSVAYK 7818.9940 907.5275 16.0328 27835 2 454.2674 1.55
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 1189.6609 DSTLIMQLLR 25017.4600 1189.6622 21.3025 14213 2 595.3347 0.3875
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 1213.5769 TAAEDTMIAYK 5116.5780 1213.5790 21.8228 5141 2 607.2931 1.0704
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 1744.9341 AAQDVAVADLAPTHPIR 3032.3240 1744.9382 24.4751 5021 3 582.3176 1.81
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 1777.8612 MATTLSRDQYVYMAK 331.9662 1777.9073 33.7915 5378 2 889.4573 26.3924
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 2575.2643 MATTLSRDQYVYMAKLAEQAER 970.6779 2575.2678 24.7110 1444 3 859.0941 1.64
NP_851274.1 14 3 3 like protein GF14 kappa Arabidopsis thaliana 3002.2900 28142.8492 7 27.42 None 680.3978 LSVAYK 3421.4150 680.3967 16.0409 3721 1 680.3967 ‐1.3101
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1523.8580 LGPNYLQLPVNAPK 49975.3600 1523.8547 18.1505 230209 2 762.4310 ‐2.2557
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1136.6786 APGVQTPVIVR 49422.2700 1136.6788 22.4030 212165 2 568.8431 ‐0.5657
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1525.8261 GPVLLEDYHLIEK 71785.9900 1525.8252 29.5781 174180 3 509.2799 ‐1.6634
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1632.9108 IWPEDILPLQPVGR 51835.3400 1632.9128 21.4375 119707 2 816.9600 1.66
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 7259.9790 2242.0611 21.3267 108496 3 748.0252 0.4497
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1305.6797 VPTPTNSYTGIR 14358.2400 1305.6795 20.3637 73473 2 653.3434 ‐0.6260
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1715.8024 DLHDAIASGNYPEWK 41049.4300 1715.8036 26.7831 72885 3 572.6061 ‐0.1324
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1875.0123 DGIQFPDVVHALKPNPK 19010.2900 1875.0107 18.1622 71364 3 625.6751 ‐1.4914
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1070.5265 IFAYGDTQR 44707.9800 1070.5273 19.5587 65527 2 535.7673 ‐0.1721
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1109.5374 TNIQEYWR 17727.6400 1109.5384 24.0066 60222 2 555.2728 0.0592
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1257.5634 DEEINYYPSK 67826.5300 1257.5656 19.8743 42296 2 629.2865 1.77
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1703.8574 HMEGFGVHTYTLIAK 4905.4830 1703.8593 16.5165 35044 3 568.6246 0.2315
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 3306.5841 TIDNFFNETEQLAFNPGLVVPGIYYSDD 7649.4970 3306.5772 23.8778 22337 3 1102.8639 ‐0.8883
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 2506.2514 FYTREGNFDLVGNNTPVFFIR 690.1965 2506.3093 23.1090 3077 3 836.1080 23.2919
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 2700.2749 LFIQTMDPADEDKFDFDPLDVTK 89061.3800 2700.2746 37.1521 179189 3 900.7631 0.3164
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1871.8810 DEEINYYPSKFDPVR 8813.5020 1871.8841 26.6381 16479 3 624.6329 0.9752
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1746.8592 FSTVVHERASPETMR 243.6466 1746.8674 17.4417 3891 3 582.9606 3.26
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 696.3675 SYTGIR 133.7303 696.3701 19.2389 21640 1 696.3701 3.97
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1272.6834 LLEDYHLIEK 7537.5230 1272.6832 29.5764 7063 2 636.8452 ‐0.6644
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1371.7518 VLLEDYHLIEK 6166.0050 1371.7532 29.5847 6368 2 686.3803 0.6971
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 957.4425 FAYGDTQR 1552.1900 957.4414 19.5827 4674 1 957.4414 0.0530
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1013.4938 EINYYPSK 191.7695 1013.4899 21.8311 4544 1 1013.4899 ‐2.5773
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1196.5834 FDFDPLDVTK 247.4292 1196.5847 36.3909 3919 2 598.7960 0.4552
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 884.4512 INYYPSK 116.0071 884.4461 21.0540 3370 1 884.4461 ‐4.9674
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1065.6415 PGVQTPVIVR 1220.2950 1065.6441 22.4091 3097 2 533.3257 1.18
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 2327.0384 QTMDPADEDKFDFDPLDVTK 2748.5670 2327.0340 37.1597 2508 2 1164.0206 ‐0.4299
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 524.2616 YWR 62.5854 524.2618 23.0754 2447 1 524.2618 0.0170
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 576.2736 GDTQR 2528.0000 576.2767 19.5542 2301 1 576.2767 5.1323
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 994.4588 DLHDAIASGN 649.4232 994.4612 26.7844 2283 1 994.4612 3.32
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 583.3926 PVIVR 3493.7970 583.3903 22.4015 1902 1 583.3903 ‐4.0260
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 2198.9798 TMDPADEDKFDFDPLDVTK 2265.6300 2198.9756 37.1573 1869 2 1099.9914 ‐0.7134
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 911.4581 TNSYTGIR 122.0241 911.4602 19.0287 1582 1 911.4602 3.09
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 894.4468 IQEYWR 117.8481 894.4442 24.4641 1423 1 894.4442 ‐2.0274
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1229.5586 GFFEVTHDISN 358.0504 1229.5598 23.4688 1348 2 615.2836 0.4532
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 979.5935 LQLPVNAPK 205.5928 979.5945 18.1539 959 1 979.5945 2.82
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 Carbamidomethyl+C(2) 882.4138 TCADFLR 79.7416 882.4086 17.5745 933 1 882.4086 ‐5.0894
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 866.5094 QLPVNAPK 134.5182 866.5120 18.1532 906 1 866.5120 3.79
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1853.8705 DEEINYYPSKFDPVR 178.4278 1853.8795 26.4110 810 3 618.6314 4.62
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 Carbamidomethyl+C(14) 2225.0332 GFFEVTHDISNLTCADFLR 242.9193 2225.0396 20.3316 1838 2 1113.0235 4.1410
NP_973873.1 catalase 3 Arabidopsis thaliana 13310.8600 49297.8377 62 58.55 None 1053.5000 IFAYGDTQR 170.1995 1053.4997 19.1423 889 2 527.2535 ‐1.1324
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1136.6786 APGVQTPVIVR 58083.7200 1136.6788 22.4026 211528 2 568.8431 ‐0.6863
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1525.8261 GPVLLEDYHLIEK 110728.0000 1525.8252 29.5778 173600 3 509.2799 ‐1.4714
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1715.8024 DLHDAIASGNYPEWK 42029.0700 1715.8036 26.7831 72885 3 572.6061 ‐0.0312
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1305.6797 VPTPTNSYTGIR 26862.9200 1305.6795 20.3609 72479 2 653.3434 ‐0.6720
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1070.5265 IFAYGDTQR 52305.5000 1070.5273 19.5587 65527 2 535.7673 ‐0.3079
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1109.5374 TNIQEYWR 11670.6000 1109.5381 24.0109 57620 2 555.2727 ‐0.2892
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 Carbamidomethyl+C(14) 2242.0598 GFFEVTHDISNLTCADFLR 1000.6770 2242.0775 37.5970 1062 3 748.0307 7.34
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1159.5994 LEDYHLIEK 28104.2300 1159.6004 29.5690 6731 2 580.3038 0.0607
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1371.7518 VLLEDYHLIEK 5461.1830 1371.7532 29.5847 6368 2 686.3803 0.6317
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 810.3741 AYGDTQR 4341.6200 810.3747 19.5630 6136 1 810.3747 1.99
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 957.4425 FAYGDTQR 908.6446 957.4414 19.5827 4674 1 957.4414 0.1149
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 781.3628 QEYWR 530.6711 781.3642 23.9807 3882 1 781.3642 2.89
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1065.6415 PGVQTPVIVR 1318.4740 1065.6441 22.4091 3097 2 533.3257 1.49
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 739.3369 YGDTQR 3780.9270 739.3367 19.5554 2994 1 739.3367 0.1075
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1008.5109 PTNSYTGIR 1015.9590 1008.5120 20.3487 2885 1 1008.5120 2.78
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 524.2616 YWR 76.5580 524.2618 23.0754 2447 1 524.2618 ‐0.0206
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 576.2736 GDTQR 2661.6710 576.2767 19.5542 2301 1 576.2767 5.1067
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 994.4588 DLHDAIASGN 699.2650 994.4612 26.7844 2283 1 994.4612 3.35
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 583.3926 PVIVR 4914.2890 583.3903 22.4015 1902 1 583.3903 ‐4.0499
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 911.4581 TNSYTGIR 3599.7360 911.4553 20.3750 1287 1 911.4553 ‐2.0400
NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 1109.5586 TPTNSYTGIR 143.7473 1109.5585 21.2730 1283 2 555.2829 ‐0.9436



NP_973873.1 catalase 3 Arabidopsis thaliana 8464.4090 49297.8377 62 58.55 None 894.4468 IQEYWR 123.1150 894.4461 23.7161 777 2 447.7267 ‐2.2072
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 None 1799.9385 TTVITQGADPVVVAEDGK 42099.2900 1799.9400 24.7294 18052 2 900.4737 1.18
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 8446.4190 1337.6636 19.9952 11874 2 669.3354 0.0228
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 Carbamidomethyl+C(3) 1414.5944 SGCTYPEKPDFN 8873.0880 1414.5970 20.0276 8545 2 707.8022 1.90
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 None 2124.0616 VAQWMLQVPGATSYMGSIGK 2855.2370 2124.0610 20.3783 6061 2 1062.5341 0.7815
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 None 1213.6575 KPENWALVEK 320.0358 1213.6803 29.6666 3847 2 607.3438 18.1589
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 3397.1070 33782.3873 16 23.84 Carbamidomethyl+C(3) 1319.6525 AGCYASNVVIQR 420.6162 1319.6498 19.1447 6700 2 660.3285 ‐2.5060
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 496.5424 33782.3873 16 23.84 Carbamidomethyl+C(3) 1337.6631 AGCYASNVVIQR 11348.2000 1337.6636 19.9952 11874 2 669.3354 ‐0.0505
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 496.5424 33782.3873 16 23.84 None 1213.6575 KPENWALVEK 1080.2610 1213.6772 21.3030 2340 2 607.3422 15.4610
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 496.5424 33782.3873 16 23.84 None 1799.9385 TTVITQGADPVVVAEDGK 165.2661 1799.9212 30.8231 1449 2 900.4642 ‐9.1150
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 496.5424 33782.3873 16 23.84 None 971.4833 ENWALVEK 203.9404 971.4811 19.9291 1561 2 486.2442 ‐3.4174
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 None 2124.0616 VAQWMLQVPGATSYMGSIGK 2123.9540 2124.0610 20.3783 6061 2 1062.5341 0.8708
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 Carbamidomethyl+C(12) 2550.2408 VFTMNLSAPFICEFFKDVQEK 592.9194 2550.2373 24.0062 4666 2 1275.6223 0.3891
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 None 2302.1826 LVDTNGAGDAFVGGFLSQLVHGK 553.4353 2302.1256 21.4495 8037 2 1151.5664 ‐23.3449
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 None 1151.5732 EFFKDVQEK 188.3814 1151.5675 23.6150 1610 1 1151.5675 ‐3.0426
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 None 1204.6071 VFTMNLSAPFI 176.0610 1204.6089 22.8474 1185 1 1204.6089 3.22
NP_974269.1 adenosine kinase 1 Arabidopsis thaliana 224.0378 33782.3873 16 23.84 None 1264.6507 VAQWMLQVPGAT 296.0486 1264.6484 19.4284 908 1 1264.6484 0.4323
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1292.6481 SGFQISAPEATGK 1738.2460 1292.6495 22.7965 8926 2 646.8284 0.5950
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1390.7325 VYVGQGQDGVAAVK 9158.5210 1390.7335 19.4311 8860 2 695.8704 0.4335
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1214.6627 SSTTPVPSTPLK 2653.2430 1214.6635 19.8841 7669 2 607.8354 0.0890
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2335.2630 1939.9735 29.8679 5116 2 970.4904 ‐0.5463
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 1012.3370 2122.9626 31.4623 3335 2 1061.9849 ‐1.2859
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 3342.6391 EFVINHPDEYLVSVEGWYETVMLGIQF 344.8975 3342.5653 22.8571 9835 3 1114.8600 ‐20.8189
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 1117.2140 2990.3673 43.8443 2211 2 1495.6873 1.67
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 1106.6204 FTLQVQDKK 325.1136 1106.6281 17.8185 1203 2 553.8177 6.1182
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2068.0709 KVSVGQAQDGIGAVSFVYDK 1485.1200 2068.0729 19.4051 7449 3 690.0292 0.5599
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 409.6425 72473.6018 22 19.43 None 2708.3890 VSVGQAQDGIGAVSFVYDKAGQVVEG 1422.5290 2708.3810 24.0387 1577 2 1354.6941 ‐0.7889
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1390.7325 VYVGQGQDGVAAVK 6932.4270 1390.7335 19.4311 8860 2 695.8704 0.3726
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1214.6627 SSTTPVPSTPLK 4640.3210 1214.6635 19.8841 7669 2 607.8354 ‐0.0131
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1292.6481 SGFQISAPEATGK 1891.1220 1292.6500 22.7868 7033 2 646.8286 0.9015
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1939.9760 VSVGQAQDGIGAVSFVYDK 2948.8730 1939.9735 29.8679 5116 2 970.4904 ‐0.4790
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2122.9676 LEGAGSEAGTLWDDGAFDGVR 689.3417 2122.9626 31.4623 3335 2 1061.9849 ‐1.1759
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1106.6204 FTLQVQDKK 1855.0960 1106.6216 18.9898 1466 2 553.8144 0.0969
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2460.0433 LEAQGNSTGGTSWDDGSDYDGVTK 285.0958 2460.0506 29.5931 1384 2 1230.5289 4.68
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 2990.3717 TLLGFEEFELESDEYITSVEGYYEK 907.1505 2990.3673 43.8443 2211 2 1495.6873 1.93
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1547.7740 IYASYGGEGIQYVK 201.1311 1547.8150 28.4347 1047 3 516.6098 25.5721
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1518.8275 KVYVGQGQDGVAAVK 410.6379 1518.8370 19.8277 1663 3 506.9505 5.62
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1774.8395 FEYKNGSQVVFGDER 240.3810 1774.8238 28.1537 1130 2 887.9156 ‐8.3574
NP_974324.2 jacalin like lectin domain containing protein Arabidopsis thaliana 421.0779 72473.6018 22 19.43 None 1317.6546 KNGSQVVFGDER 184.4418 1317.6529 28.6780 9839 2 659.3301 ‐1.8084
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 1618.1800 14363.5283 2 26.19 Carbamidomethyl+C(5) 1567.7091 TDIACLDMLDTGSR 3427.5530 1567.7131 29.2751 9706 2 784.3602 2.49
NP_974427.1 Adenine nucleotide alpha hydrolases like superfamily protein Arabidopsis thaliana 1618.1800 14363.5283 2 26.19 None 2143.1104 SGSPLIPLAEFREPEIMEK 8205.5210 2143.1122 34.1352 6171 3 715.0422 0.4432
NP_974437.1 phosphoribosylformylglycinamidine cyclo ligase Arabidopsis thaliana 380.2056 41675.4367 4 7.46 None 2754.3807 MAPGIGGFGGLFPLGDSYLVAGTDGVG 4921.4930 2754.3890 23.0559 4933 3 918.8012 3.18
NP_974437.1 phosphoribosylformylglycinamidine cyclo ligase Arabidopsis thaliana 380.2056 41675.4367 4 7.46 None 1388.6904 DSGVDIDAGAELVK 85.5704 1388.7207 20.0450 7717 2 694.8640 21.9376
NP_974437.1 phosphoribosylformylglycinamidine cyclo ligase Arabidopsis thaliana 380.2056 41675.4367 4 7.46 None 1336.6379 VGEVVNGEGVSYQ 306.0523 1336.6469 21.2060 2034 1 1336.6469 9.1670
NP_974437.1 phosphoribosylformylglycinamidine cyclo ligase Arabidopsis thaliana 380.2056 41675.4367 4 7.46 None 1649.8381 PLGDSYLVAGTDGVGTK 553.0665 1649.8438 22.0757 1277 2 825.4256 3.63
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 Carbamidomethyl+C(6) 1289.6770 LADTPCVVVTSK 1148.5950 1289.6811 21.1864 6841 2 645.3442 2.48
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1097.4833 FGWSANMER 1754.6150 1097.4840 24.3232 4520 2 549.2457 ‐0.1355
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1260.6066 GNLASENVDDVK 4061.0620 1260.6052 18.2399 4372 2 630.8062 ‐1.6395
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1269.5481 DEAGEYLEESK 2905.8800 1269.5498 19.0380 2510 2 635.2785 0.8350
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1782.8028 LAEEDPDEIHDDEKK 535.2115 1782.7988 30.2987 2132 2 891.9031 ‐1.8000
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1637.8057 ETVYEWELLNDVK 2617.4660 1637.8071 32.6350 1870 2 819.4072 1.0286
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 2101.0812 SQKDIFYITGSSKEQLEK 645.0901 2101.0524 21.6764 3096 2 1051.0298 ‐12.6743
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1275.6427 ELISNASDALDK 910.4677 1275.6316 23.4540 2651 2 638.3194 ‐9.2155
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1204.6606 GIGMTKEDLIK 392.3776 1204.6833 15.7714 2311 2 602.8453 18.2499
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1864.9691 VKETVYEWELLNDVK 407.0015 1864.9536 24.7354 2037 2 932.9805 ‐7.6964
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1014.5102 ELISNASDAL 371.0859 1014.5089 23.3455 2130 1 1014.5089 0.0104
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 Carbamidomethyl+C(4) 1105.5558 DTPCVVVTSK 181.8426 1105.5622 22.1558 2094 2 553.2847 4.63
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 Carbamidomethyl+C(6) 1271.6664 LADTPCVVVTSK 266.9397 1271.6587 19.8239 994 1 1271.6587 ‐3.8307
NP_974606.1 HSP90 like protein GRP94 Arabidopsis thaliana 226.6693 94206.0790 14 8.75 None 1186.6500 GIGMTKEDLIK 200.5029 1186.6458 16.5611 778 2 593.8266 ‐4.1887
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1653.9244 MVDVLVEQNIVPGIK 139381.4000 1653.9240 19.5385 122139 2 827.4656 0.2269
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 Carbamidomethyl+C(14) 2445.1827 GLVPLVGSNNESWCQGLDGLSSR 36107.2000 2445.1771 20.0240 73195 2 1223.0922 ‐0.7014
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 3400.7886 TLLVSAPGLGQYVSGAILFEETLYQSTTE 14737.3700 3400.7820 24.8638 55793 3 1134.2655 ‐0.1287
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1452.8421 TVVSIPNGPSALAVK 36674.7100 1452.8371 17.0570 30262 2 726.9222 ‐3.1863
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1291.6892 ATPEQVAAYTLK 3487.1770 1291.6863 16.0300 3746 2 646.3468 ‐2.3053
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1933.9726 LDSIGLENTEANRQAFR 154.5130 1933.9653 18.9533 10012 3 645.3266 ‐3.8729
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1996.1147 MVDVLVEQNIVPGIKVDK 2349.9090 1996.1123 18.8814 5487 3 666.0423 ‐1.2499
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 1782.0194 KMVDVLVEQNIVPGIK 598.7702 1782.0178 18.1841 5109 3 594.6774 ‐1.1856
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 740.4665 NIVPGIK 82.6176 740.4630 17.6525 11329 1 740.4630 ‐4.1745
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 953.5415 PNGPSALAVK 266.2915 953.5418 16.7458 6009 2 477.2745 ‐0.1258
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 804.4210 GLDGLSSR 251.7678 804.4205 19.9144 5597 1 804.4205 0.1796
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 Carbamidomethyl+C(11) 2176.0088 PLVGSNNESWCQGLDGLSSR 4469.7310 2176.0055 20.0155 2564 2 1088.5064 ‐0.2616
NP_974710.1 fructose bisphosphate aldolase 2 Arabidopsis thaliana 12018.7700 41572.3908 13 30.71 None 519.2885 GLSSR 147.5253 519.2892 20.1259 2077 1 519.2892 1.0776
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 2385.1067 GLMSFPLDGNNSTDFIEDWVK 12943.8000 2385.0954 22.9841 97928 2 1193.0514 ‐3.1840
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1906.0433 EAVNVSLANLLTYPFVR 133140.8000 1906.0434 23.5199 94603 2 953.5253 0.7431
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 56194.8300 1652.8804 23.5751 75145 3 551.6316 ‐0.0371
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 53036.2300 1235.5198 22.7225 71640 2 618.2636 0.5949
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1468.7318 YETNPALYGELAK 43669.8000 1468.7322 25.0940 49458 2 734.8697 0.1164
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(14) 1784.7756 VLAESESSAFEDQCGR 84153.0300 1784.7780 21.0519 47832 2 892.8926 1.64
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1245.6296 NIANMVPPFDK 15710.8600 1245.6305 28.6439 42807 2 623.3189 0.1401



NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(2) 2052.0120 VCPSHVLDFHPGDAFVVR 11144.1000 2052.0122 17.9919 32152 4 513.7585 ‐1.9133
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1407.6962 ITAELQAASSSDSK 38935.7500 1407.6964 17.6332 19479 2 704.3518 ‐0.1012
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1674.9214 YAGVGAAIEYAVLHLK 7359.1910 1674.9220 21.9897 16525 3 558.9789 ‐0.4958
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 849.4101 SFDPVER 11574.7100 849.4120 18.0265 12979 2 425.2096 0.9387
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1086.6405 LLIEKDDLK 11302.5500 1086.6397 20.7568 7066 2 543.8235 ‐1.5814
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1641.9422 LLIEKDDLKDVAAAK 2850.5920 1641.9456 23.5146 16878 3 547.9867 1.1293
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1725.8694 EKYETNPALYGELAK 24730.7600 1725.8711 23.4970 93955 3 575.9619 0.1810
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1535.7911 KITAELQAASSSDSK 607.5219 1535.7858 20.9189 3110 3 512.6001 ‐4.5875
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 973.5564 LIEKDDLK 329.5545 973.5570 21.8714 5540 2 487.2821 ‐0.4718
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 880.4007 QAASSSDSK 398.5818 880.3994 19.6413 4848 1 880.3994 ‐0.5952
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 603.3137 PPFDK 81.2884 603.3123 28.1883 4538 1 603.3123 ‐2.4006
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(3) 842.3462 FACSDSR 2824.1270 842.3456 22.7214 3440 1 842.3456 0.0444
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1360.2590 941.4176 22.7263 3398 1 941.4176 4.88
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 793.4454 LYGELAK 764.6936 793.4485 23.4932 3292 1 793.4485 4.33
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 747.3883 EKDDLK 226.0899 747.3890 20.7469 2233 1 747.3890 1.90
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 767.3934 EAVNVSLA 259.0890 767.3940 23.9928 1306 1 767.3940 1.50
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 Carbamidomethyl+C(2) 695.2777 ACSDSR 5740.4830 695.2765 22.7192 1149 1 695.2765 ‐1.5369
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1207.6681 EAVNVSLANLLT 387.0165 1207.6707 22.7978 974 2 604.3390 1.45
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 27569.9400 28686.6191 48 68.34 None 1393.7838 SLANLLTYPFVR 524.4618 1393.7813 23.5225 801 1 1393.7813 0.8160
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(12) 1652.8789 VENIVVIGHSACGGIK 59080.9800 1652.8804 23.5731 74278 3 551.6316 0.1084
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(6) 1235.5184 YMVFACSDSR 79795.6400 1235.5198 22.7225 71640 2 618.2636 0.4977
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1468.7318 YETNPALYGELAK 62077.8900 1468.7322 25.0940 49458 2 734.8697 0.0736
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1245.6296 NIANMVPPFDK 18227.0100 1245.6305 28.6413 41277 2 623.3189 0.0674
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1407.6962 ITAELQAASSSDSK 21310.5100 1407.6964 17.6332 19479 2 704.3518 ‐0.1582
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1086.6405 LLIEKDDLK 4003.7210 1086.6397 20.7568 7066 2 543.8235 ‐1.7134
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1641.9422 LLIEKDDLKDVAAAK 1045.2810 1641.9456 23.5146 16878 3 547.9867 1.63
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(1) 2863.5135 CEREAVNVSLANLLTYPFVREGVVK 210.4030 2863.4561 39.5748 4621 3 955.1569 ‐19.8606
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1725.8694 EKYETNPALYGELAK 33673.2700 1725.8711 23.4970 93955 3 575.9619 0.2773
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Oxidation+M(3) 2401.1016 GLMSFPLDGNNSTDFIEDWVK 4862.3400 2401.1023 38.5431 27230 2 1201.0548 2.0527
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 860.4724 IEKDDLK 151.0394 860.4719 21.4211 7325 1 860.4719 0.2873
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 880.4007 QAASSSDSK 345.5680 880.3994 19.6413 4848 1 880.3994 ‐0.5510
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 1018.5026 ANMVPPFDK 324.8195 1018.4979 28.6533 3933 1 1018.4979 ‐3.1957
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(3) 842.3462 FACSDSR 2496.3830 842.3456 22.7214 3440 1 842.3456 0.0799
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(4) 941.4146 VFACSDSR 1469.2780 941.4176 22.7263 3398 1 941.4176 4.70
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 793.4454 LYGELAK 1058.8710 793.4485 23.4932 3292 1 793.4485 4.76
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 973.5564 LIEKDDLK 185.0002 973.5560 21.5640 3019 2 487.2817 ‐1.6067
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 765.3414 EKYETN 2188.5960 765.3413 23.4933 2802 1 765.3413 0.4258
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(8) 1197.6409 VVIGHSACGGIK 635.3580 1197.6404 25.2416 2484 2 599.3239 ‐1.1102
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 864.4825 ALYGELAK 201.3892 864.4811 24.3773 2286 2 432.7442 ‐3.0986
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 None 747.3883 EKDDLK 88.2548 747.3890 20.7469 2233 1 747.3890 1.26
NP_974782.1 carbonic anhydrase 2 Arabidopsis thaliana 11992.5900 28686.6191 48 68.34 Carbamidomethyl+C(2) 695.2777 ACSDSR 9640.2560 695.2765 22.7192 1149 1 695.2765 ‐1.5352
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1641.8846 LASGEVFGPDQPIALK 8457.9530 1641.8861 28.8730 16189 2 821.4467 1.0453
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1419.7689 SSAASTAVSIVDAIK 10533.9200 1419.7702 31.5232 13757 2 710.3887 0.6563
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 Carbamidomethyl+C(8)
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1452.7005 WLEEGFTESVQK 5310.3400 1452.7006 26.7632 9986 2 726.8539 ‐0.1057
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1137.5422 DVEIDDYLR 20176.9600 1137.5442 27.8293 4317 2 569.2757 0.9384
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1145.6161 SEAELLAEKR 6983.3300 1145.6197 17.4544 1756 2 573.3135 2.22
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1608.8016 WLEEGFTESVQKR 419.0830 1608.7767 27.9456 26309 2 804.8920 ‐15.3580
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 2303.7390 36732.7671 12 23.95 None 1119.5317 DVEIDDYLR 386.4025 1119.5293 28.5058 1083 1 1119.5293 ‐0.4022
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 400.0180 36732.7671 12 23.95 None 1641.8846 LASGEVFGPDQPIALK 5666.6690 1641.8861 28.8730 16189 2 821.4467 1.0430
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 400.0180 36732.7671 12 23.95 None 1419.7689 SSAASTAVSIVDAIK 1706.5770 1419.7702 31.5232 13757 2 710.3887 0.6021
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 400.0180 36732.7671 12 23.95 None 1452.7005 WLEEGFTESVQK 1445.0540 1452.7006 26.7632 9986 2 726.8539 ‐0.1522
NP_974958.1 lactate malate dehydrogenase family protein Arabidopsis thaliana 400.0180 36732.7671 12 23.95 None 2329.1194 SKGDGDYELVKDVEIDDYLR 599.8356 2329.1333 30.8777 5745 3 777.0493 5.04
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